Uncultured termite gut bacterium clone Cf4-19 (GQ502581)
Uncultured termite gut bacterium clone Cf4-93 (GQ502567)
Uncultured termite gut flagellate symbiont (AJ132469)
100 Uncultured termite gut bacterium clone Rc571 (JQ617859)

1 |

00_lUncultured termite gut homogenate clone Rs-B55 (AB089053)
Uncultured termite gut homogenate clone RsTz-72 (AB192181)
—Uncultured termite gut bacterium clone Rs-E42 (AB089057)
Baby 3 saliva day 21
Uncultured vaginal bacterium clone Mnola (JX508800)
100 Baby 3 saliva day 18
Baby 3 saliva day 18 clone HO7
Baby 3 saliva day 18 clone D04
Baby 3 saliva day 15
Baby 3 saliva day 18 clone D06 OTU 15: 771 seqs
Uncultured rumen bacterium clone L406RC-6-D11 (GU303968)
. 100-Uncultured rumen bacterium clone L406RT-6-G12 (GU304581)
9o~ Ureaplasma felinum (D78651)
Ureaplasma cati (D78649)
Ureaplasma canigenitalium (D78648)
Ureaplasma diversum (D78650)
Ureaplasma urealyticum serovar 4 str. ATCC 27816 (AF073447)
Ureaplasma parvum serovar 3 str. ATCC 700970 (NC_002162)
Baby 3 saliva day 21
Baby 3 saliva day 10
Baby 3 saliva day 8 OTU 53: 11 seqs
Ureaplasma gallorale ATCC 43346 (U62937)
100 [Mycoplasma pneumoniae str. ATCC 29342 (AF132741)
Mycoplasma genitalium G37 (NC_000908)
100 Mycoplasma alvi (AX680339)
89 Mycoplasma gallisepticum str. A5969 (L08897)
87 Mycoplasma testudinus ATCC 43263 (U09788)
92— Mycoplasma amphoriforme str. A39 (AY531655)
100 - Mycoplasma mycoides subsp. mycoides SC str. PG1 (BX293980)
Mycoplasma capricolum subsp. capricolum ATCC 27343 (NC_007633)
—— Spiroplasma diminutum ATCC 49235 (AY189130)
—_l ——Acholeplasma laidlawii str. PG8 ATCC 23206 (U14905)
100 L Anaeroplasma abactoclasticum ATCC 27879 (M25050)
LI:Mycop/asma fermentans str. M39 ( FJ226565)
Mycoplasma lipophilum ATCC 27104 (M24581)
-Mycoplasma faucium str. DC333(T) (AF125590)
Mycoplasma salivarium str. PG20(T) (AF125583)
Mycoplasma buccale str. CH20247(T) (AF125586)
Baby 3 saliva day 10
%1Baby 3 saliva day 10
Mycoplasma hominis ATCC 23114 (AF443616)
o7| Baby 3 saliva day 10 OTU 144: 6 seqs
Mycoplasma spumans (AF538684)
Mycoplasma phocae ATCC 33657 (AF304325)
—Mycoplasma orale str. NC10112 (AY796060)
Escherichia coli str. K-12 substr. MG1655 (NC_000913)
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Supplemental Figure S4. Phylogenetic relationships among 3 Tenericutes OTUs (gray boxes) and
close relatives, inferred using a maximum likelihood approach. Node support was assessed using 100
bootstrap replicates; values >80% are shown. The scale bar represents 0.1 substitutions per site. The
phylogeny was inferred using RAXML version 7.2.8 and the GTRCAT model. The near-full length align-
ment contained 620 distinct alignment positions (columns). The alignment also included nine shorter
pyrosequencing reads. ‘Clone’ indicates near-full length cloned sequence. Upper left, OTU propor-
tional abundances in baby 3’s saliva; ND, not detected



