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Supplementary Figure S2 

 

Fig. S2 TGF-ß induces rapid in vivo 

binding of endogenous Smad3/Smad4 

protein complexes with SCR elements in 

HEY2 and HES1 promoters.  

Bar graphs show relative amount of 

distal HEY2 Smad-binding element core 

repeat (SCR) (-3093 bp), proximal 

HEY2 SCR (-2697 bp) and HES1 SCR  

(-2643 bp), determined by quantitative, 

sequence-specific PCR of chromatin 

DNA immunoprecipitated with anti-

Smad3 (grey bars) or anti-Smad4 (open

bars) antibodies in keratinocytes upon 

treatment with TGF-ß The baseline unit 

was set at 1 at Time 0 hr (untreated cells). 
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QPCR: HEY2 distal SCR (-3093 bp)

QPCR: HEY2 proximal SCR (-2697 bp)

QPCR: HES1 SCR (-2643 bp)
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ChIP: α -Smad3 α -Smad4


