Supplemental table 1. Oligonucleotides used in this study

Oligonucleotide Sequence (5' to 3") Purpose Reference
KAN-2 FP-1 ACCTACAACAAAGCTCTCATCAACC Sequence analysis of all strains This study
KAN-2 RP-1 GCAATGTAACATCAGAGATTTTGAG Sequence analysis of all strains This study
MI13 R CGACGTTGTAAAACGACGGCCAGT Sequence analysis strain 330 This study
2d-RP3 TGGAAGGTACCTGGATGGC Sequence analysis strain 330 This study
3c-RP3 TGGTCATCGCGCTCGGTG Sequence analysis strain 330 This study
3c-RP4 TCACCACCAGCGCACCGC Sequence analysis strain 330 This study
6b-FP3 ACCGGGGTGGTCAGCTCG Sequence analysis strain 330 This study
6b-FP4 TGCGTTACCGGGTGACCG Sequence analysis strain 330 This study
4b-FP3 GACGACTGGTCGTGCCCG Sequence analysis strain 1510 This study
4b-FP4 CCGTCACCGTTCTCGAGG Sequence analysis strain 1510 This study
4c-RP3 GATGCTCCAGTGCGTGGTG Sequence analysis strain 1510 This study
4c-RP4 TCCTGTCTCGCCACAGGG Sequence analysis strain 1510 This study
1d-RP3 GGCGAATTCGGCCAGTGC Sequence analysis strain 1608 This study
1d-RP4 GTCGGGCCTGTTGTTCCC Sequence analysis strain 1608 This study
16S rRNA 400F ACGAAGCGTGAGTGACGGTA Quantification of 16S rRNA 1
16S rRNA 500RV ACTCAAGTCTGCCCGTATCG Quantification of 16S rRNA 1
RT-tIsA-200F CCGACGGACAAGTCCAATGC Quantification of t/s4 This study
RT-tIsA-200RV  CGACACCGTGTGCTCGATCG Quantification of t/s4 This study
RT-alkB-200F GCATGGCTGATGACCCTCG Quantification of alkB This study
RT-alkB-200RV GCACAGGCGATCACTGTTCC Quantification of alkB This study
RT-fda-200F CGAGAAGGGCAAGTACCTGC Quantification of fda This study
RT-fda-160RV ~ CGTGGAAGACGAAGTCGAACG Quantification of fda This study
tIsA-F CCCAAGCTTGAGCAACTGCATCGACACCG Complementation of #/sA4 This study
tlsA-Rv CCCAAGCTTGGGTTCCCGGTAGATCGAACG Complementation of #/sA This study
alkB-F CGGGATCCGGTCAACGACGCGATATCTTAC Complementation of alkB This study
alkB-Rv CCCAAGCTTGCAGGTCTTTCGACACAGCC Complementation of alkB This study
fda-F CGGGATCCGATGTTGCCGAGGAAGTAGC Complementation of fda This study
fda-Rv CCCAAGCTTGTCTGAAACCGGTGTCAGCTCGC Complementation of fda This study
D191-A_FM GTGTGCGCGTGAGCGATCGCATGGAAGAG Point mutation of D191A This study
DI191-A_ RM CTCTTCCATGCGATCGCTCACGCGCACAC Point mutation of D191A This study
H192-A FM GTCGGTGTGCGCGGCATCGATCGC Point mutation of H192A This study
H192-A_RM GCGATCGATGCCGCGCACACCGAC Point mutation of H192A This study
D196-A_FM CGACTGCATGGCGGTGTGCGCG Point mutation of D196A This study
D196-A_RM CGCGCACACCGCCATGCAGTCG Point mutation of D196A This study
exp-fda-F GGAATTCCATATGCCAATTGCGACTCCCGAGGTCTACG Expression of Fda and Fda-His This study
exp-fda-Rv CGCAAGCTTGCTCGCGGACACCGAGCGTCC Expression of Fda This study
exp-fda-Rv-His CGCAAGCTTTCAGCTCGCGGACACCGAGCGTCC Expression of Fda-His This study
pro-alkB-rubB-F  GCCTCTAGACACCTGCTCGACGGACAGG Construction of overexpression plasmid This study
pro-alkB-RV GGCAAGCTTCTCCAGTGTCTCGTGACGC Construction of overexpression plasmid This study
x-tIsA-F CCGAAGCTTCCTCACTAGTTCCCAGGAGCC Overexpression of #/s4 This study
x-tISA1-RV CCGAAGCTTGTGTCATCCCGCCGATCCG Overexpression of #/sA This study
x-fda-F CCGAAGCTTCGTCTGGTGATCACAGCGC Overexpression of fda This study
x-fda-RV CCGAAGCTTCTGAAACCGGTGTCAGCTCG Overexpression of fda This study
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