A 3'-UTR of KLF3
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Potential binding site for miR-23a

B  3-UTRof SP1

648 et 1650 S ds aa a0 107 3o 0 ca o 1680.
Hsa ZURAUCUUGUUAGAGAG-C- JUUUvACUGUGAuc—AAuJC.GQAAAAK
Ptx ZUAUCUUGUUAGAGAG-C-UUUUCRCUGUGACG-ALGCUGUGGGARRR!
Mmi SUAUCUUGUUAGAGAG-C-UUUUCBCUGUGRCG-ALCUCGUGGRARRRA!

Oga SUAUCUUGUUAGAGAG-C-UUUUCACUCUGAGG-ARCUG CG——AAA

The SUAUCUUGUUAGAGAG-C-UUUUCACUGUGAGG-AAGUGUGG—-ARA
Mmu CUAUCUUGUCAGAGAG-C-UUUUCRCUGUGACCG-ARGUAUGG--GAG
Rno CUARUCUUGUCAGAGAG-C-UUUUCACUGUGAGG-RLCGUAUGA--RAG
Cpo:UAU:JJ’UJAG“GAG—u—JTJUSACUGUGASG—’QGUGUGG——AAA
Ocu ZURUCUUGUUAGAGAG-C-UUUUCRCUGUGACC-ARCUGUGG——-ARL
Sar SURUCUUGUUAGAGAG-A-UUUUCRCUGUGACGU-AAGUGUGG——-ARR
Eeu SURUCUUGUCAGAGAG-CUUUUUCACUGUGAGG-RRGUGUGG--AGA
Cfa ZUARUCCUGUCAGARGAG-C-UUUUCRCUGUGAGG-ARGUGUGG——-ARL
Fea SUAU-CUGUCAGAGAG-C-UUUUCBCUGUGAGC-ALCUGUGG——-RRR
Eca ZURRCUUGUCAGRGAG-C-UUUUCRCUCGUGACC-RRCUCGUGG-—-RRR
Bta SUAUCUCGUCAGAGAG-C-UUUUCRCUGUGAGG-RARGUGUGG——-ARR
Dno SUAUUUUGUCAGAGAG-C-UUUUCARCUGUGACG-AARGUGUGG——-ARR]
Laf ZURUCUUGUCAGRGAG-C-UUUUCACUCGUGACC-RAGUGUGG—-RAL
Ete LURUCUUGUCAGAGAGCC-UUUUCECUGUGAGCCRRRGUCUGG——-ARR]
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Potential binding site for miR-27a

FIG. S4 The conservatism of the 3' -UTR of KLF3 and SP1 in multiple

species.



