Supplementary information, Figure S5
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Figure S5 miR-124 does not affect TNF-a mMRNA stability and TACE mRNA level.
(A) RAW264.7 cells were transfected with miR-124 mimic or negative control for 36
h. Following treatment with 100 ng/ml LPS for 9 h, cells were incubated with
actinomycin D (10 ug/ml) for the indicated times. TNF-ao mMRNA was measured with
g-PCR. TNF-o/GAPDH ratio at time 0 was considered as 100% expression and used
to calculate the mRNA half-life at all other time points. Data represent mean + S.D. (n
= 6). (B) The sequence alignment of miR-124 and its potential target sites in 3’-UTR
of TACE was from TargetScan (http://www.targetscan.org). (C) Representative
western blotting of TACE protein in RAW264.7 macrophages transfected with TACE
RNAI or control RNAI for 36 h (n = 3). (D) g-PCR detection of TACE mRNA in
RAW?264.7 macrophages transfected with miR-124 mimic or miR-124 inhibitor and

their corresponding controls for 36 h. Data represent mean = S.D. (h = 3).



