
ESM1: 31 mtGenomes rejected in the first step that were again added to the EMMA database

Accession 

number Original publication

Haplogroup in 

Phylotree Build 

15 Initial reason for exclusion from EMMA

AF346973 Ingman et al. 2000 F4a1 highlighted as problematic in Yao et al. 2009

DQ523642 Fraumene et al. 2006 X2b3 highlighted as problematic in Yao et al. 2009

DQ523643 Fraumene et al. 2006 H3x1 highlighted as problematic in Yao et al. 2009

DQ523647 Fraumene et al. 2006 H3u highlighted as problematic in Yao et al. 2009

DQ523649 Fraumene et al. 2006 T2b3a highlighted as problematic in Yao et al. 2009

DQ523662 Fraumene et al. 2006 H3x1 highlighted as problematic in Yao et al. 2009

EF660936 Gasparre et al. 2007 HV1a'b'c highlighted as problematic in Yao et al. 2009

EF660956 Gasparre et al. 2007 H13b1 highlighted as problematic in Yao et al. 2009

GU733719 Gunnarsdottir et al. 2011 M74b1 2nd generation sequencing data

GU733724 Gunnarsdottir et al. 2011 B4b1a2c 2nd generation sequencing data

GU733734 Gunnarsdottir et al. 2011 M74b1 2nd generation sequencing data

GU733737 Gunnarsdottir et al. 2011 R9b1a1 2nd generation sequencing data

GU733740 Gunnarsdottir et al. 2011 N11b 2nd generation sequencing data

GU733744 Gunnarsdottir et al. 2011 B4b1a2c 2nd generation sequencing data

GU733776 Gunnarsdottir et al. 2011 N11b 2nd generation sequencing data

GU733790 Gunnarsdottir et al. 2011 B4b1a2b 2nd generation sequencing data

GU733814 Gunnarsdottir et al. 2011 B4b1a2d 2nd generation sequencing data

GU733815 Gunnarsdottir et al. 2011 B4b1a2b 2nd generation sequencing data

GU733825 Gunnarsdottir et al. 2011 B4b1a2d 2nd generation sequencing data

HM596670 Gunnarsdottir et al. 2011 M26 2nd generation sequencing data

HM596703 Gunnarsdottir et al. 2011 N9a6 2nd generation sequencing data

HM596710 Gunnarsdottir et al. 2011 M26 2nd generation sequencing data

HM852761 Schönberg et al. 2011 HV1a1 2nd generation sequencing data

HM852777 Schönberg et al. 2011 U7a4 2nd generation sequencing data

HM852790 Schönberg et al. 2011 U1a 2nd generation sequencing data

HM852797 Schönberg et al. 2011 U3c 2nd generation sequencing data

HM852803 Schönberg et al. 2011 U3c 2nd generation sequencing data

HM852823 Schönberg et al. 2011 U7a4 2nd generation sequencing data

HM852844 Schönberg et al. 2011 U1a'c 2nd generation sequencing data
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