ESM4: Example genomes from Phylotree Build 15 where the haplogroup estimate of EMMA differed from Phylotree's haplogroup assignment
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assignment Comment
G11914A and T16093C

for haplogroup K1at

present, but T11485C

for K1a4 too

C13449T for haplogroup
HV10 present, but
G8994A and T152C for
haplogroup HV9-152 too

A73G for haplogroup H3-

73 present, but

T10915C for haplogroup

H3ap too

C16069T for haplogroup missing
M30c1a missing but C16069T
G9966A for haplogroup confirmed by
M30c1a1l present QP Kong

A16247G for haplogroup missing

B4alala missing A16247G
confirmed by
P Soares

C16186T for haplogroup missing

T1a missing, but C16186T
G3337A for haplogroup confirmed by
T1a10 present M Pala

Differences to the rCRS

16093C 16224C 16311C 16519C 73G 150T 263G 264T
309.1C 315.1C 497T 750G 1189C 1438G 1811G 2706G
3480G 4769G 6518T 7028T 8860G 9055A 9698C 10398G
10550G 10961T 11299C 11467G 11485C 11719A 11914A
12308G 12372A 13681G 14167T 14766T 14798C 15326G
15613G

16093C 16104T 16311C 152C 263G 309.1C 309.2C
315.1C 750G 1438G 2706G 4769G 7028T 8860G 8994A
13449T 15169G 15326G

16519C 73G 199C 263G 309.1C 315.1C 750G 1438G
4769G 5785C 6465A 6776C 8860G 10915C 15326G

16166DEL 16223T 16519C 73G 146C 195A 263G 309.1C
315.1C 489C 523DEL 524DEL 750G 1438G 2706G 4769G
7028T 8701G 8860G 9540C 9653C 9966A 10398G
10400T 10873C 11719A 12007A 12234G 12705T 12945C
14766T 14783C 15043A 15301A 15326G 15431A

16148T 16189C 16217C 16261T 16519C 73G 146C 263G
523DEL 524DEL 750G 1438G 2706G 4769G 5465C
6719C 6905G 7028T 8281DEL 8282DEL 8283DEL
8284DEL 8285DEL 8286DEL 8287DEL 8288DEL 8289DEL
8860G 9123A 10238C 11719A 12239T 14022G 14766T
15326G 15746G

16126C 16163G 16294T 16519C 73G 263G 309.1C
315.1C 709A 750G 1438G 1888A 2706G 3337A 4216C
4769G 4917G 7028T 8431T 8697A 8860G 10463C
11251G 11719A 12633A 12693G 13368A 13788A 14766T
14905A 15326G 15452A 15607G 15928A
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