Proteins identified on the basis of one unique
peptide spectrum



Relative Intensity

5 : Heme oxygenase 1

0
100% 1,248.62 AMU, k2 H(Parent Eror: -42 ppm)
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Relative Intensity

9 : Heme oxygenase 1

100% 2497.23 AMU, +3 H (Parent Error: 3.6 ppm)
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Relative Intensity

45 : Peptidyl-prolyl cis-trans isomerase A

V7
100% 1,054.54 AMU, +2 H (Parent Error: 5.6 ppm)
I E } L i —A—1 D i K
D A F } L i i F S } \'
80% -
60%
y7+2H
e w ¥5 v6
20% - ¥8
b5
0% T |H ‘ L | | | | lu , '| | |' ol ‘I :
0 200 400 600 800 1000




Relative Intensity

56 : Poly(rC)-binding protein 1

Vi
100% 1,387.67 AMU, +2 H (Parent Error: -97 pprm)
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