Supplementary Table 1: Novel protein coding regions in B. japonicum USDA110 genome.

. Significant
#Unique PSMs Identifyin Trans|
NTR_ID Peptide : Peptides YINY | ORF start | ORFEnd | ation Database ID
(Unique Sample
count ; Frame
Peptides)
RSWLDGGTEVNPGDRK
PVYGPSGPNTVYQQGR
FSDYAFPPAVGYPSFAR
SWLDGGTEVNPGDR
KFSDYAFPPAVGYPSFAR
gVF\)IIL%PGPGS_IPEVVGI\IGPé%%'\}LFPLY chrgi:27375111:ref:NCO0
BJ_NTR_1 14 248 RSWLDGGTEVNPGDR 9 539055 539441 3 443163.1:_539010_539441
GRPVYGPSGPNTVYQQGR -
GRPVYGPSGPNTVYQQ
RPVYGPSGPNTVYQQGR
GPNTVYQQGR
GRPVYGPSGPNTVY
GRPVYGPSGPN
chrgi:27375111:ref:NC00
SRGEVALSDLSAADQK .
BJ_NTR_2 2 2 KVAPAHPGQADAFSYR 1 1144191 1144466 3 461;162.1._1143780_11444
chrgi:27375111:ref:NC00
BINTR3 |2 2 LVPGFVIACTLDGDAR 1 1225039 | 1224638 | -3 4463.1:_1225108_12246
- - LVYAINNER 38 .3 -
chrgi:27375111:ref:NC00
LPSVSLEGIQGHLVGK .
BJ_NTR_4 2 4 TRPTEELVDPHDAR 2 1919566 1919712 1 4111216?1._1919398_19197
HLNELDRK chr_gi:27375111:ref:NCOO
BJ_NTR_5 3 7 LIPAIDELNADPER 3 1924411 1924770 1 4463.1:_1924396_19247
HLNELDR 70 1
éTK\II_LSSDSL%EJAGAR chrgi:27375111:ref:NCO0
BJ_NTR_6 4 33 LHEGETGDVMLGLAAVR 6 2023793 2024101 2 341162.1:_2023718_20241
CCAIWWLYR —
gi\g\}—:\?QQGD:[\)(SgSG chrgi:27375111:ref:NCO0
BJ_NTR_7 8 79 VAVDAAHK 9 2056995 2057228 3 4463.1:_2056926_20572

FRHEWTYGQDPYPPSG

28 3




VAVDAAHKEGK

ASVQYFVTR

AVDAAHKEGK

NCEYSGPYATEEEAIR

VDAASLSAAAQQAETDFCR chrgi:27375111:ref:NC00
BJ_NTR_8 3 17 IVCDDAGGEHR 2237471 2237677 2 4463.1:_2237447_22376

ACQAAFK 77 2

chrgi:27375111:ref:NC00
BJ_NTR_9 2 20 ALNLGIGLGHQR 2241278 2241463 2 4463.1:_2241263 22414
- - ALNLGIGLGH 63 2 -

PAIAQVSQDITVIER chr_gi:27375111:ref:NC00
BJ_NTR_10 |3 8 SALENLLAHR 2274509 2274306 -2 4463.1: 2274533 22743

ALAALTQE 06_-2

QREPDGVAEVCVATVPHALHAAVR

LAASQCPVAAIR chrgi:27375111:ref:NC00
BJ_NTR_11 |5 33 ASADPAPSPAEAER 2320513 2320803 1 4463.1:_2320324_23208

VMVDQDLCGTSGQCVLTLPGTFR 03_1

VIESDAGDGER

AQVETMMAVDK

SFELWLISDK

APPAPVVDNTNVIR

ilﬁig:\G/SAGVI\EII;\LgR chrgi:27375111:ref:NC00
BJ_NTR_12 | 10 39 AYTEDHIALAAEYALGTLDADER 2379763 2380854 1 45136?1:_2379673_23808

VGATPEPGK -

SFELWLISDKLPR

KVGATPEPGK

PIVWENIR

chrgi:27375111:ref:NC00

LQAQHLSLDR :
BJ_NTR_13 |2 4 EAEEGLDDAIAALR 2555937 2556221 3 12141162.1._2555919_25562

ECADWIYDPAR chr_gi:27375111:ref:NCOO
BJ_NTR_14 |3 31 FAAHYPTDVDK 2557342 2557091 -3 4463.1:_2557399_25570

NPYFAAHYPTDVDK 91 -3

FPEYRPPASSTN

E/I?ZSESI:I—F':R chrgi:27375111:ref:NC00
BJ_NTR_15 | 8 57 AAVTEGNGDDEYLER 2559223 2559645 1 326?1:_2559172_25596

RVEDVLAR -

LKELGASIAHFK




IEAIMIAIEDALHAAER
EALDNHHODLFDKEILNGQR

LOMSADNVADSYAR
gfgl\N/lgl&g?\K/ADSYAR chrgi:27375111:ref:NCO0
BJ _NTR_16 70 2672918 | 2672562 | -2 4463.1; 2672924 26725
QLHTGLMTR 62 o
TTMEQATAAAK -
ADADLDVVIR
SGSAEELAR
AAAGPVIVHTLA
DGAVPIISDVDGFR chrgi:27375111:ref:NCO0
BJ_NTR_17 43 IKDGAVPIISDVDGFR 2674126 | 2674419 |1 4463.1:_2674030_26744
DLGPLLAGDAR 19 1
FEQAEEANR
AIAWIEK
#\K/EEFQF:PNAK chrgi:27375111:ref:NC00
BJ NTR_18 11 SAGVTINHEAAAAGEEPPWS 2696071 | 2695853 | -3 451;16:9,3.1:_2696248_26958
MTDDQVNR —
FSDDRLLLVADALAK
IVNA'\A‘ASVGFBE\L‘IEQ:;XESTPAAFR chrgi:27375111:ref:NCO0
BJ_NTR_19 14 AILOLIGNALLVOOR 2744061 | 2744900 |3 3362.1:_2744049_27449
LTAVSETANALTDIIDTER —
KLTAVSETANALTDIIDTER
chrgi:27375111:ref:NC00
BJ NTR 20 3 IHVRPADFPS 3511463 | 3511675 |2 4463.1: 3511436 35116
—NV IR DVLGEYGR B —
chrgi-27375111:ref:NC00
SFDPTAQETLFYPR :
BJ NTR_ 21 2 ELTCAGETAARR 4280525 | 4280746 |2 2262.1._4280492_42807
AVVALHPATVDFVK chrgi-27375111:ref:NC00
BJ NTR_22 10 MLRVPLHSVVHFVR 4483397 | 4483708 |2 4463.1; 4483370 44837
VPLHSVVHFVR 08 2
chrgi:27375111:ref:NCO0
FYAPVSYGYGGCYVR :
BJ_NTR_23 10 RLVPTPWGPR 4555782 | 4555531 | -1 ;14116?1.1._4556379_45555
chrgi:27375111:ref:NC00
BJ_NTR_24 5 VIAGEQGAQR 4603617 | 4603312 | -1 4463.1:_4603653_46033

12 -1




AFLQIDGEPVTLAK

chrgi:27375111:ref:NCO0

BJ_NTR 25 |3 4 YSGAGVTLR 4606004 | 4606330 | 2 4463.1;_4605953_46063
CADGTQFIVGFYDADKR 30 2
GEDVEFIDAK
ILVLYGSYR chrgi:27375111:ref:NC00
BJ_ NTR 26 |5 47 ERGEDVEFIDAK 4634660 | 4635250 | 2 4463.1; 4634651 46352
LANFVINR 50_2
FADDLAWWIEAAK
chrgi:27375111:ref:NC00
VTDRDHNELYR :
BJ_NTR 27 |2 4 TPLDPVPAWQR 4655067 | 4654837 | -1 ;14716?1.1._4655082_46548
chrgi:27375111:ref:NC00
YGGHFHAVESNLHETDDLR )
BJ_NTR 28 |2 3 FVAFEVPLSLAR 4677230 | 4677526 | 2 32631;A677206_46775
chrgi-27375111:ref:NC00
NCQVVWR ;
BJ_NTR 29 |2 2 [TLDEDASOLPGVIR 4859967 | 4860221 | 3 42111163.1._4859937_48602
BJ_NTR_30 |2 2 VVWLDFR 5011223 | 5010939 | -2 ZQE?i7i§%ﬁ§§§”§$fgg
—N R YGQGFDGSFVCLGEAR 30 5 " —
LALIELLIEEK chrgi:27375111:ref:NC00
BJ_NTR 31 |3 4 LLTEADDEDKR 5044580 | 5044783 |2 4463.1;_5044565_50447
AAMTAHTIATVLR 83 2
chrgi:27375111:ref:NC00
BJ_NTR 32 |2 2 LGETGYHWYR 5148505 | 5148314 | -3 4463.1;_5148517 51483
—N R HGYCWYR 4a —
ﬁ;\éb%l‘;_x\-l;%a?‘fRER chrgi:27375111:ref:NC00
BJ_NTR_ 33 |4 11 YVLVTOLVEGOR 5350358 | 5350789 | 2 3362.1:_5350217_53507
HHDAIEFPDGK —
chrgi:27375111:ref:NC00
QAATDAAIEAAR ;
BJ_NTR 34 |2 4 BVSATYSUDK 5550319 | 5550534 |1 ngi;L_5550259_55505
chrgi-27375111:ref:NC00
LFPDLDPLEIYR ;
BJ_NTR_35 |2 2 MLANGKEPAAVSLHLAGAK 5804755 | 5805027 |1 ;1;16?.1._5804737_58050
éﬁé\éGQD\sVGQDRR chrgi:27375111:ref:NCO0
BJ_NTR_36 |10 46 Svos AANAA‘YVGQDR 5865768 | 5866031 |3 4463.1; 5865720 58660

SYVNPLPYPISYLHN

31 3




SYVNPLPYPISYLH

TFAYYDGPSTNR

ITPGTFAYYDGPSTNR

AAAYVGQDR

GTFAYYDGPSTNR

LHNYGPGITPGTFAYYDGPSTNR

izgggggR chrgi:27375111:ref:NCO0
BJ _NTR_37 9 PNYYGYYGPR 5866862 5867146 2 3262.1._5866847_58671

MVCDAWGR —

YAGPGVWVDGFR chrgi:27375111:ref:NCO0
BJ NTR_38 20 HSQIACTIENY 6031015 6031395 1 4463.1:_6030586_60313

ASPSAIGSCSELVFTCENGR 95 1

GEIDYFTSAR chrgi:27375111:ref:NC00
BJ_NTR_39 3 PPQQTNITSETGGDAAR 6503599 6503324 -3 4463.1:_6503698 65033

LRLDPSAVLSLLK 24 -3

chrgi:27375111:ref:NC00
BJ_NTR_40 11 AGSTPIPSAEAPDR 6676557 6676399 -1 4463.1:_6676608 66763
99 -1

HRDEIEEK chrgi:27375111:ref:NC00
BJ_NTR_41 2 ETIHTHAPGESDALNR 6957326 6957547 2 2147162.1._6957239_69575

AVDDAGYR

VTVANACQR chrgi:27375111:ref:NC00
BJ NTR_42 11 LKECLSR 7228018 7228434 1 4463.1: 7227739 72284

SCGAEIVANCR 34 1

ETMSFGDSIGLLAK

WDNTGICQVWNEDLK

VVSKPLPTFTAASDLQIK

YKPFQWGASTYK chrgi:27375111:ref:NC00
BJ_NTR_43 52 VVSKPLPTFTAASDL 7342072 7342332 1 4463.1: 7341541 73423

PLPTFTAASDLQIK 32_1

FTAASDLQIK

APSYYVIR

GAAGAQGPVGPQGPVGPQGPR chrgi:27375111:ref:NC00
BJ NTR_44 8 AGPAGKPGPQGK 7346137 7346655 1 4463.1: 7346110 73466

QGEPGRPGPQGHPGR 55 1

ALGQIATGQVDVADDQVK chrgi:27375111:ref:NCO0
BJ NTR_45 10 VQVVLPWLLQR 7467885 7467568 -1 4463.1: 7467894 74675

FAEMAQATIR

68 -1




AAASIPVYMQVEEER

NILILGASYGSLLGTK

LRDEAVHR
féﬁggggg\E/EFAK chrgi:27375111:ref:NC00
BJ_NTR_46 15 7585057 7586121 1 4463.1:_7584841_75861
- - TVETVDQK o1 1 -
AAESLLKPSSAAR -
VFDSLFVPLAK
LISHQLGVPNPEIDR
RKPEPAAEADADAA chrgi:27375111:ref:NC0O0
BJ_NTR_47 9 SLYESEAFPLPR 7761226 7761519 1 4463.1:_7761139_77615
FDONGIR 19 1
CSVAAALALR chrgi:27375111:ref:NC00
BJ_NTR_48 6 ADPETPGTNQGPVTISSSSSER 8015277 8014960 -1 4463.1:_8015292_80149
QGQQQPTEEIPAMK 60 -1
LILAEPAPGVR
YSEDEITAR
gxmetll_g'l'lzfl_lé%YR chrgi:27375111:ref:NC00
BJ_NTR_49 34 LVLGDILQPNVGMFR 8111311 8112012 1 4114216(;.1:_8111251_81120
AAGFAVQR —
AHTNIGHNR
LSDYRQLR
:SAIID_E?'?‘ESHAFER chrgi:27375111:ref:NC00
BJ_NTR_50 6 SAENYADDLR 8451525 8451806 3 3262.1:_8451501_845 18
SDGTNWDPR -
chrgi:27375111:ref:NC00
BJ_NTR_51 2 AMLIYMKPDLIAEAK 8867734 | 8867919 |1 4463.1;_8867698_ 88679
AWQFIEK 19 1
chrgi:27375111:ref:NC00
BJ_NTR_52 6 VTPLSQELPAHSR - 1698438 1 4463.1:_1698235_16984
38 1
chrgi:27375111:ref:NC00
MHTAAEQSGVIDR .
BJ NTR_53 2 VLLVHHVEGOCR - 2207542 | -1 34216?1.1._2207895_22075
chrgi:27375111:ref:NC00
BJ_NTR_54 2 GFAIPAGLGGNWK - 2239850 3 4463.1:_2239560_22398

NDLLVVPR

50 3




chrgi:27375111:ref:NCO0

BJ_NTR_55 9 FEFEIEIR 302362 -1 4463.1:_302817_302362
-1
chrgi:27375111:ref:NCO0

BJ_NTR_56 36 LASYIDVKR 3859456 -1 4463.1:_3859827_38594

ASYIDVKR 56 -1

KPATVEVDGGSGTTGLGINER Chrgi2737511116ENC00
BJ_NTR_57 35 4819223 3 4463.1:_4817820_48192

VLDASTAYR 23 3

LKLQSDVAVK —

\S/{/E/)\E;S[I;IIDS(S/S(\QVSPELSRHQDK chrgi:27375111:ref:NC00
BJ_NTR_58 15 RSIDDGFISVGWPLGHQDK 5552603 -3 34316333.1:_5552938_55526

TTLVELPR -

chrgi:27375111:ref:NC00
BJ_NTR_59 8 DTVTLPQAIALIDER 5668821 1 4463.1: 5668441 56688

AAGGDDAAPKPK

21 1




