
Supplemental Table 1. Database of Unique Caco-2/HT29-MTX Protein ID's, Supporting Information, and Quantification Data
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IPI00000001 STAU1 Isoform Long of Double‐stranded RNA‐binding protein Staufen homolog 0.977 2.77 1 1 1,635,908        1,620,218        1,753,978        1,874,950        1,537,385        1,762,425        1,618,715        205,678       207,218            313,190           139,890              169,860            341,160           267,047          12.57 12.79 17.86 7.46 11.05 19.36 16.5
IPI00218609 STAU1 Isoform Short of Double‐stranded RNA‐binding protein Staufen homolo 0.977 3.23 1 1 1,635,908        1,620,218        1,753,978        1,874,950        1,537,385        1,762,425        1,618,715        205,678       207,218            313,190           139,890              169,860            341,160           267,047          12.57 12.79 17.86 7.46 11.05 19.36 16.5
IPI00641873 STAU1 Staufen, RNA binding protein, homolog 1 0.977 3.24 1 1 1,635,908        1,620,218        1,753,978        1,874,950        1,537,385        1,762,425        1,618,715        205,678       207,218            313,190           139,890              169,860            341,160           267,047          12.57 12.79 17.86 7.46 11.05 19.36 16.5
IPI00643664 STAU1 double‐stranded RNA‐binding protein Staufen homolog 1 isoform c 0.977 3.19 1 1 1,635,908        1,620,218        1,753,978        1,874,950        1,537,385        1,762,425        1,618,715        205,678       207,218            313,190           139,890              169,860            341,160           267,047          12.57 12.79 17.86 7.46 11.05 19.36 16.5

ELLYGGTSPTAETILK 2 0.9773
IPI00791238 HRAS C‐has/bas p21 protein 0.945 9.48 1 1 1,626,347        2,491,596        1,593,520        1,631,627        1,500,349        2,850,129        1,627,103        112,543       1,136,087        301,822           266,503              288,693            698,516           193,584          6.92 45.6 18.94 16.33 19.24 24.51 11.9
IPI00000006 HRAS GTPase HRas 0.945 5.82 1 1 1,626,347        2,491,596        1,593,520        1,631,627        1,500,349        2,850,129        1,627,103        112,543       1,136,087        301,822           266,503              288,693            698,516           193,584          6.92 45.6 18.94 16.33 19.24 24.51 11.9
IPI00741763 HRAS GTPase HRas isoform 2 0.945 6.47 1 1 1,626,347        2,491,596        1,593,520        1,631,627        1,500,349        2,850,129        1,627,103        112,543       1,136,087        301,822           266,503              288,693            698,516           193,584          6.92 45.6 18.94 16.33 19.24 24.51 11.9
IPI00966992 HRAS K‐RAS protein (Fragment) 0.945 29.73 1 1 1,626,347        2,491,596        1,593,520        1,631,627        1,500,349        2,850,129        1,627,103        112,543       1,136,087        301,822           266,503              288,693            698,516           193,584          6.92 45.6 18.94 16.33 19.24 24.51 11.9
IPI00423568 KRAS Isoform 2A of GTPase KRas 0.945 5.82 1 1 1,626,347        2,491,596        1,593,520        1,631,627        1,500,349        2,850,129        1,627,103        112,543       1,136,087        301,822           266,503              288,693            698,516           193,584          6.92 45.6 18.94 16.33 19.24 24.51 11.9
IPI00423570 KRAS Isoform 2B of GTPase KRas 0.945 5.85 1 1 1,626,347        2,491,596        1,593,520        1,631,627        1,500,349        2,850,129        1,627,103        112,543       1,136,087        301,822           266,503              288,693            698,516           193,584          6.92 45.6 18.94 16.33 19.24 24.51 11.9
IPI00000005 NRAS GTPase NRas 0.945 5.82 1 1 1,626,347        2,491,596        1,593,520        1,631,627        1,500,349        2,850,129        1,627,103        112,543       1,136,087        301,822           266,503              288,693            698,516           193,584          6.92 45.6 18.94 16.33 19.24 24.51 11.9

LVVVGAGGVGK 2 0.9447
IPI00000015 SRSF4 Serine/arginine‐rich splicing factor 4 1 1.82 1 1 1,439,790        1,624,023        1,375,188        1,335,586        1,364,253        1,824,538        1,432,846        136,197       595,585            204,822           266,572              298,954            70,383             468,511          9.46 36.67 14.89 19.96 21.91 3.86 32.7
IPI00908618 SRSF4 cDNA FLJ50118, highly similar to Splicing factor, arginine/serine‐rich 4 1 5.7 1 1 1,439,790        1,624,023        1,375,188        1,335,586        1,364,253        1,824,538        1,432,846        136,197       595,585            204,822           266,572              298,954            70,383             468,511          9.46 36.67 14.89 19.96 21.91 3.86 32.7
IPI00012341 SRSF5 Isoform SRP40‐1 of Serine/arginine‐rich splicing factor 5 1 3.31 1 1 1,439,790        1,624,023        1,375,188        1,335,586        1,364,253        1,824,538        1,432,846        136,197       595,585            204,822           266,572              298,954            70,383             468,511          9.46 36.67 14.89 19.96 21.91 3.86 32.7
IPI00413654 SRSF5 Isoform SRP40‐4 of Serine/arginine‐rich splicing factor 5 1 3.35 1 1 1,439,790        1,624,023        1,375,188        1,335,586        1,364,253        1,824,538        1,432,846        136,197       595,585            204,822           266,572              298,954            70,383             468,511          9.46 36.67 14.89 19.96 21.91 3.86 32.7
IPI00915825 SRSF5 CS0DF038YO05 variant (Fragment) 1 2.76 1 1 1,439,790        1,624,023        1,375,188        1,335,586        1,364,253        1,824,538        1,432,846        136,197       595,585            204,822           266,572              298,954            70,383             468,511          9.46 36.67 14.89 19.96 21.91 3.86 32.7

LIVENLSSR 2 0.9996
IPI00000051 PFDN1 Prefoldin subunit 1 0.973 9.02 1 1 5,840,370        6,763,690        5,123,110        5,594,230        6,201,180        6,170,750        6,408,660        417,884       3,324,093        1,081,790       781,898              1,781,420        1,187,526        3,090,594      7.16 49.15 21.12 13.98 28.73 19.24 48.23

LADIQIEQLNR 2 0.9732
IPI00000105 MVP Major vault protein 1 12.77 5 5 11,379,700     12,791,670     10,162,640     11,316,995     11,164,070     13,793,380     9,624,210        2,053,036    3,837,211        1,073,458       1,706,049          1,466,293        2,474,344        2,247,851      18.04 30 10.56 15.08 13.13 17.94 23.36
IPI00910019 MVP cDNA FLJ53437, highly similar to Major vault protein 1 14.41 5 5 11,379,700     12,791,670     10,162,640     11,316,995     11,164,070     13,793,380     9,624,210        2,053,036    3,837,211        1,073,458       1,706,049          1,466,293        2,474,344        2,247,851      18.04 30 10.56 15.08 13.13 17.94 23.36

GAVASVTFDDFHK 2 0.9996
QAIPLDENEGIYVQDVK 2 0.9941

SFFLQPGEQLEQGIQDVYVLSEQQGLLLR 3 0.9997
STLITDGSTPINLFNTAFGLLGMGPEGQPLGR 3 0.9997

TAVFGFETSEAKGPDGMALPRPR 3 0.8078
IPI00000155 GLYR1 Cytokine‐like nuclear factor n‐pac, isoform CRA_a 0.994 3.34 1 1 3,910,520        3,353,654        2,625,954        2,666,622        3,392,420        3,879,180        3,442,316        384,428       950,657            244,208           364,453              398,666            768,392           986,125          9.83 28.35 9.3 13.67 11.75 19.81 28.65
IPI00644210 GLYR1 Isoform 4 of Putative oxidoreductase GLYR1 0.994 3.93 1 1 3,910,520        3,353,654        2,625,954        2,666,622        3,392,420        3,879,180        3,442,316        384,428       950,657            244,208           364,453              398,666            768,392           986,125          9.83 28.35 9.3 13.67 11.75 19.81 28.65
IPI00647134 GLYR1 Isoform 3 of Putative oxidoreductase GLYR1 0.994 3.47 1 1 3,910,520        3,353,654        2,625,954        2,666,622        3,392,420        3,879,180        3,442,316        384,428       950,657            244,208           364,453              398,666            768,392           986,125          9.83 28.35 9.3 13.67 11.75 19.81 28.65
IPI00647648 GLYR1 Isoform 2 of Putative oxidoreductase GLYR1 0.994 3.54 1 1 3,910,520        3,353,654        2,625,954        2,666,622        3,392,420        3,879,180        3,442,316        384,428       950,657            244,208           364,453              398,666            768,392           986,125          9.83 28.35 9.3 13.67 11.75 19.81 28.65
IPI00910934 GLYR1 Isoform 5 of Putative oxidoreductase GLYR1 0.994 4.03 1 1 3,910,520        3,353,654        2,625,954        2,666,622        3,392,420        3,879,180        3,442,316        384,428       950,657            244,208           364,453              398,666            768,392           986,125          9.83 28.35 9.3 13.67 11.75 19.81 28.65

IGFLGLGLMGSGIVSNLLK 2 0.994
IPI00000184 SCOC Isoform 1 of Short coiled‐coil protein 1 11.32 1 1 846,642           836,574           899,216           1,022,046        865,628           796,178           797,460           124,308       196,069            152,853           165,644              273,443            68,886             131,616          14.68 23.44 17 16.21 31.59 8.65 16.5
IPI00929604 SCOC short coiled‐coil protein isoform 2 1 11.39 1 1 846,642           836,574           899,216           1,022,046        865,628           796,178           797,460           124,308       196,069            152,853           165,644              273,443            68,886             131,616          14.68 23.44 17 16.21 31.59 8.65 16.5
IPI00963819 SCOC 9 kDa protein 1 21.95 1 1 846,642           836,574           899,216           1,022,046        865,628           796,178           797,460           124,308       196,069            152,853           165,644              273,443            68,886             131,616          14.68 23.44 17 16.21 31.59 8.65 16.5
IPI00396594 SCOC Isoform 2 of Short coiled‐coil protein 1 14.75 1 1 846,642           836,574           899,216           1,022,046        865,628           796,178           797,460           124,308       196,069            152,853           165,644              273,443            68,886             131,616          14.68 23.44 17 16.21 31.59 8.65 16.5
IPI00893763 SCOC Isoform 3 of Short coiled‐coil protein 1 14.88 1 1 846,642           836,574           899,216           1,022,046        865,628           796,178           797,460           124,308       196,069            152,853           165,644              273,443            68,886             131,616          14.68 23.44 17 16.21 31.59 8.65 16.5

LINQVLELQHTLEDLSAR 3 0.9996
IPI00000192 SON Isoform F of Protein SON 0.993 0.99 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00217930 SON Isoform J of Protein SON 0.993 1.05 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00218617 SON Isoform H of Protein SON 0.993 3.43 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00218618 SON Isoform B of Protein SON 0.993 1.04 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00218619 SON Isoform C of Protein SON 0.993 1.03 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00218620 SON Isoform D of Protein SON 0.993 0.98 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00218621 SON Isoform E of Protein SON 0.993 1.14 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00218622 SON Isoform G of Protein SON 0.993 1.01 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00218624 SON Isoform I of Protein SON 0.993 0.97 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00444149 SON cDNA FLJ46057 fis, clone T1ESE2000609, highly similar to SON protein 0.993 5.29 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54
IPI00748258 SON Isoform A of Protein SON 0.993 1.12 1 1 53,276             63,952             52,143             61,099             57,623             78,762             50,014             5,948            29,987              9,146               4,241                  9,472                32,961             9,275              11.16 46.89 17.54 6.94 16.44 41.85 18.54

SLPNEEIVQKIEEVLSGVLDTELR 3 0.993
IPI00000230 TPM1 tropomyosin alpha‐1 chain isoform 2 1 8.8 3 3 3,332,409        3,833,778        3,383,436        3,164,076        3,491,969        4,230,023        3,339,441        228,291       969,732            599,048           768,327              866,943            510,524           628,716          6.85 25.29 17.71 24.28 24.83 12.07 18.83
IPI00915324 TPM1 Isoform 6 of Tropomyosin alpha‐1 chain 1 8.8 3 3 3,332,409        3,833,778        3,383,436        3,164,076        3,491,969        4,230,023        3,339,441        228,291       969,732            599,048           768,327              866,943            510,524           628,716          6.85 25.29 17.71 24.28 24.83 12.07 18.83

AEADVASLNR 2 0.9353
IQLVEEELDR 2 0.9996

RIQLVEEELDRAQER 3 0.9994
IPI00000240 PLA2G12B Group XIIB secretory phospholipase A2‐like protein 0.995 10.26 1 1 1,706,150        1,585,982        1,713,710        1,778,760        1,496,110        1,673,890        1,656,310        289,167       602,108            245,710           167,613              171,405            226,103           370,277          16.95 37.96 14.34 9.42 11.46 13.51 22.36

GSFESVNSYFDSFLELLGGK 2 0.9947
IPI00000335 HINT2 Histidine triad nucleotide‐binding protein 2, mitochondria 0.992 12.27 1 1 4,893,590        4,379,400        4,677,460        4,022,500        4,305,330        4,314,510        4,745,510        355,508       1,229,612        1,153,572       871,819              699,029            616,681           1,610,554      7.26 28.08 24.66 21.67 16.24 14.29 33.94

ISQAEEEDQQLLGHLLLVAK 3 0.9921
IPI00000477 ARPC2 PNAS‐139 0.981 6 1 1 2,283,580        2,162,170        2,874,265        2,569,725        2,381,825        2,510,200        2,298,550        550,139       478,124            481,698           560,475              835,990            602,618           837,098          24.09 22.11 16.76 21.81 35.1 24.01 36.42
IPI00005161 ARPC2 Actin‐related protein 2/3 complex subunit 2 0.981 4 1 1 2,283,580        2,162,170        2,874,265        2,569,725        2,381,825        2,510,200        2,298,550        550,139       478,124            481,698           560,475              835,990            602,618           837,098          24.09 22.11 16.76 21.81 35.1 24.01 36.42

DSIVHQAGMLKR 3 0.9813
IPI00000494 RPL5 60S ribosomal protein L5 1 4.71 1 1 2,903,470        3,144,510        3,151,910        2,900,840        2,904,130        3,317,300        2,901,280        694,963       795,859            746,108           770,070              795,060            452,538           692,384          23.94 25.31 23.67 26.55 27.38 13.64 23.86

GAVDGGLSIPHSTK 2 0.9985
IPI00000513 CDH1 E‐cadherin 0.941 1.1 1 1 3,790,567        2,945,917        2,878,100        3,176,740        3,077,273        3,473,583        3,302,853        432,629       854,439            471,279           1,020,123          937,422            724,633           384,803          11.41 29 16.37 32.11 30.46 20.86 11.65
IPI00025861 CDH1 Cadherin‐1 0.941 1.02 1 1 3,790,567        2,945,917        2,878,100        3,176,740        3,077,273        3,473,583        3,302,853        432,629       854,439            471,279           1,020,123          937,422            724,633           384,803          11.41 29 16.37 32.11 30.46 20.86 11.65
IPI00744889 CDH1 E‐cadherin 0.941 1 1 1 3,790,567        2,945,917        2,878,100        3,176,740        3,077,273        3,473,583        3,302,853        432,629       854,439            471,279           1,020,123          937,422            724,633           384,803          11.41 29 16.37 32.11 30.46 20.86 11.65

MALEVGDYK 2 0.9412
IPI00000581 OTUB1 cDNA FLJ56307, highly similar to Ubiquitin thioesterase protein OTUB1 1 17.21 4 4 12,703,332     11,328,538     11,356,602     11,342,098     10,681,238     11,806,843     11,223,588     842,282       2,153,756        1,806,764       2,163,095          1,541,479        819,317           1,944,512      6.63 19.01 15.91 19.07 14.43 6.94 17.33
IPI00939174 OTUB1 Isoform 1 of Ubiquitin thioesterase OTUB1 1 19.56 4 4 12,703,332     11,328,538     11,356,602     11,342,098     10,681,238     11,806,843     11,223,588     842,282       2,153,756        1,806,764       2,163,095          1,541,479        819,317           1,944,512      6.63 19.01 15.91 19.07 14.43 6.94 17.33

AFGFSHLEALLDDSKELQR 3 0.9997
FFEHFIEGGR 3 0.9995

IQQEIAVQNPLVSER 2 0.9945
LLTSGYLQR 2 0.998

IPI00000675 CNPY3 16 kDa protein 0.953 12.77 1 1 1,032,350        878,657           1,229,230        953,260           1,273,775        1,100,475        992,480           334,326       270,569            362,830           186,600              362,358            117,516           188,632          32.38 30.79 29.52 19.57 28.45 10.68 19.01
IPI00551062 CNPY3 Isoform 1 of Protein canopy homolog 3 0.953 6.47 1 1 1,032,350        878,657           1,229,230        953,260           1,273,775        1,100,475        992,480           334,326       270,569            362,830           186,600              362,358            117,516           188,632          32.38 30.79 29.52 19.57 28.45 10.68 19.01

QCDVLVEEFEEVIEDWYR 2 0.9531
IPI00000760 DDAH2 N(G),N(G)‐dimethylarginine dimethylaminohydrolase 2 1 11.93 2 2 11,506,810     12,279,700     11,228,850     10,988,620     11,466,620     13,667,740     11,309,010     1,293,034    1,953,848        1,618,290       635,220              1,612,265        2,283,760        2,160,189      11.24 15.91 14.41 5.78 14.06 16.71 19.1

AGAGLSSLCLVLSTRPHS 3 0.9155
LSDVTLVPVSCSELEK 2 0.9996

IPI00000792 CRYZ Quinone oxidoreductase 0.994 5.78 2 2 18,495,845     17,905,071     17,449,101     16,993,065     17,213,578     19,493,086     18,933,455     1,851,167    4,286,705        2,403,885       3,150,848          1,713,863        1,275,889        4,278,517      10.01 23.94 13.78 18.54 9.96 6.55 22.6
IPI00647366 CRYZ quinone oxidoreductase isoform b 0.994 6.44 2 2 18,495,845     17,905,071     17,449,101     16,993,065     17,213,578     19,493,086     18,933,455     1,851,167    4,286,705        2,403,885       3,150,848          1,713,863        1,275,889        4,278,517      10.01 23.94 13.78 18.54 9.96 6.55 22.6

GTIEINPR 2 0.8733
VFEFGGPEVLK 2 0.9939

IPI00000811 PSMB6 Proteasome subunit beta type‐6 1 8.79 2 2 9,447,487        8,318,427        6,908,320        7,533,550        7,223,190        7,725,853        8,214,117        1,047,956    1,939,902        1,347,956       965,479              1,686,485        2,053,052        2,232,216      11.09 23.32 19.51 12.82 23.35 26.57 27.18
IPI00789119 PSMB6 20 kDa protein 1 11.05 2 2 9,447,487        8,318,427        6,908,320        7,533,550        7,223,190        7,725,853        8,214,117        1,047,956    1,939,902        1,347,956       965,479              1,686,485        2,053,052        2,232,216      11.09 23.32 19.51 12.82 23.35 26.57 27.18

LAAIAESGVER 2 0.9967
QVLLGDQIPK 2 0.9984

IPI00000816 YWHAE 14‐3‐3 protein epsilon 1 67.84 15 18 151,567,562   154,846,626   143,969,730   149,824,920   143,619,090   172,321,220   139,014,027   10,986,454  32,486,517      16,977,823     15,151,753        14,280,610      15,856,661      20,964,543    7.25 20.98 11.79 10.11 9.94 9.2 15.08
AAFDDAIAELDTLSEESYKDSTLIMQLLR 2 0.9998

AASDIAMTELPPTHPIR 3 0.9998
DNLTLWTSDMQGDGEEQNKEALQDVEDENQ 3 0.9998

EAAENSLVAYK 2 0.9997
LAEQAERYDEMVESMK 3 0.9998



LAEQAERYDEMVESMKK 2 0.9932
LAEQAERYDEMVESMKK 3 0.9998
LGLALNFSVFYYEILNSPDR 2 0.9998

LICCDILDVLDK 2 0.9998
LICCDILDVLDKHLIPAANTGESK 3 0.9998

QMVETELK 2 0.8762
VFYYK 2 0.9978

YDEMVESMK 2 0.9992
YDEMVESMKK 2 0.9996
YDEMVESMKK 3 0.9998
YLAEFATGNDRK 2 0.9998
YLAEFATGNDRK 3 0.9996

YLAEFATGNDRKEAAENSLVAYK 3 0.8972
IPI00000861 LASP1 Isoform 1 of LIM and SH3 domain protein 1 1 13.41 4 4 4,835,293        4,891,977        4,565,605        5,077,360        4,518,943        5,498,403        4,551,979        322,116       1,087,668        543,711           473,853              460,875            190,371           860,077          6.66 22.23 11.91 9.33 10.2 3.46 18.89

GFSVVADTPELQR 2 0.9998
GKGFSVVADTPELQR 3 0.9967

MTLNMK 1 0.9279
QSFTMVADTPENLR 2 0.9998

IPI00000873 VARS Valyl‐tRNA synthetase 0.995 2.85 2 2 4,207,820        4,016,863        3,796,963        3,823,312        3,867,748        4,039,298        3,798,117        131,296       694,633            490,410           380,174              291,331            438,167           721,613          3.12 17.29 12.92 9.94 7.53 10.85 19
IPI00893918 VARS Valyl‐tRNA synthetase 0.995 2.85 2 2 4,207,820        4,016,863        3,796,963        3,823,312        3,867,748        4,039,298        3,798,117        131,296       694,633            490,410           380,174              291,331            438,167           721,613          3.12 17.29 12.92 9.94 7.53 10.85 19

LLSPFMPFVTEELFQR 2 0.9952
SLPIVFDEFVDMDFGTGAVK 2 0.9884

IPI00000874 PRDX1 Peroxiredoxin‐1 1 56.78 15 17 120,307,350   118,065,643   112,968,167   117,327,052   117,964,277   145,739,922   108,410,841   12,252,925  30,162,644      9,935,770       8,854,105          13,386,812      21,303,777      18,504,053    10.18 25.55 8.8 7.55 11.35 14.62 17.07
IPI00640741 PRDX1 19 kDa protein 1 66.08 15 17 120,307,350   118,065,643   112,968,167   117,327,052   117,964,277   145,739,922   108,410,841   12,252,925  30,162,644      9,935,770       8,854,105          13,386,812      21,303,777      18,504,053    10.18 25.55 8.8 7.55 11.35 14.62 17.07

ADEGISFR 2 0.9861
ATAVMPDGQFK 2 0.9997

ATAVMPDGQFKDISLSDYK 3 0.99
DISLSDYK 2 0.9116
GLFIIDDK 2 0.9996

GLFIIDDKGILR 2 0.9997
GLFIIDDKGILR 3 0.9997

KQGGLGPMNIPLVSDPK 3 0.9998
KQGGLGPMNIPLVSDPKR 3 0.9998

LVQAFQFTDK 2 0.9998
QGGLGPMNIPLVSDPK 2 0.9998
QGGLGPMNIPLVSDPKR 3 0.9846

QITVNDLPVGR 2 0.9998
TIAQDYGVLK 2 0.9998

TIAQDYGVLKADEGISFR 3 0.999
YVVFFFYPLDFTFVCPTEIIAFSDR 2 0.9998
YVVFFFYPLDFTFVCPTEIIAFSDR 3 0.9997

IPI00937615 EEF1G Elongation factor 1‐gamma 1 23.57 9 10 30,907,640     30,641,723     29,057,583     30,122,770     29,390,542     35,918,758     27,973,470     1,668,344    7,682,432        3,325,355       3,062,023          3,774,635        3,594,441        5,687,034      5.4 25.07 11.44 10.17 12.84 10.01 20.33
IPI00000875 EEF1G cDNA FLJ56389, highly similar to Elongation factor 1‐gamma 1 21.15 9 10 30,907,640     30,641,723     29,057,583     30,122,770     29,390,542     35,918,758     27,973,470     1,668,344    7,682,432        3,325,355       3,062,023          3,774,635        3,594,441        5,687,034      5.4 25.07 11.44 10.17 12.84 10.01 20.33

ALIAAQYSGAQVR 2 0.9998
ILGLLDAYLK 2 0.9997

KAAAPAPEEEMDECEQALAAEPK 3 0.9987
KLDPGSEETQTLVR 3 0.9997
LDPGSEETQTLVR 2 0.9995
STFVLDEFKR 2 0.9996
STFVLDEFKR 3 0.9996

TPEFLR 2 0.9966
VLSAPPHFHFGQTNR 3 0.9902
WFLTCINQPQFR 2 0.9998

IPI00922838 HYOU1 cDNA FLJ56074, highly similar to 150 kDa oxygen‐regulated protein 1 23.85 14 15 63,590,098     61,595,380     56,447,565     60,901,242     57,418,730     72,419,452     55,845,885     3,750,133    13,889,705      4,653,356       4,551,166          6,791,581        7,844,893        9,611,492      5.9 22.55 8.24 7.47 11.83 10.83 17.21
IPI00000877 HYOU1 Hypoxia up‐regulated protein 1 1 23.42 14 15 63,590,098     61,595,380     56,447,565     60,901,242     57,418,730     72,419,452     55,845,885     3,750,133    13,889,705      4,653,356       4,551,166          6,791,581        7,844,893        9,611,492      5.9 22.55 8.24 7.47 11.83 10.83 17.21

AANSLEAFIFETQDK 2 0.9996
DAVVYPILVEFTR 2 0.9997
FFGDSAASMAIK 2 0.9995

LIPEMDQIFTEVEMTTLEK 2 0.9998
LIPEMDQIFTEVEMTTLEK 3 0.9998

LSAASTWLEDEGVGATTVMLK 3 0.9595
NINADEAAAMGAVYQAAALSK 3 0.9997

TKEAGMQPQLQIR 3 0.9987
TLGGLEMELR 2 0.8122

VAIVKPGVPMEIVLNK 3 0.9997
VEFEELCADLFER 2 0.9997

VESVFETLVEDSAEEESTLTK 2 0.9998
VPGPVQQALQSAEMSLDEIEQVILVGGATR 3 0.9998

VQEVLLK 2 0.9676
YSHDFNFHINYGDLGFLGPEDLR 3 0.9773

IPI00001159 GCN1L1 Translational activator GCN1 1 4.46 5 6 11,510,358     10,715,330     10,012,556     11,599,817     8,946,140        12,194,513     9,493,576        870,830       2,635,326        1,063,037       1,953,719          1,215,619        1,587,499        2,082,519      7.57 24.59 10.62 16.84 13.59 13.02 21.94
EGVLTGSPEQKEEAAKALGLVIR 3 0.8181

LFEPYVVHVLPHLLLCFGDGNQYVR 3 0.8122
LQELDGELEAALGLLDIILAK 2 0.9996
LQELDGELEAALGLLDIILAK 3 0.9939

LWSMMGLDLQPDLCSLLIDDVIYHEAAVR 3 0.9996
NPSGLTQYIPVLVDSFLPLLK 2 0.9881

IPI00001441 FTCD Isoform A of Formimidoyltransferase‐cyclodeaminase 0.999 9.8 3 3 17,994,778     18,658,041     14,072,332     17,193,790     15,859,720     20,101,237     14,967,122     1,345,500    5,100,920        2,096,537       1,815,909          1,199,475        2,783,784        3,251,533      7.48 27.34 14.9 10.56 7.56 13.85 21.72
IPI00218976 FTCD Isoform C of Formimidoyltransferase‐cyclodeaminase 0.999 9.27 3 3 17,994,778     18,658,041     14,072,332     17,193,790     15,859,720     20,101,237     14,967,122     1,345,500    5,100,920        2,096,537       1,815,909          1,199,475        2,783,784        3,251,533      7.48 27.34 14.9 10.56 7.56 13.85 21.72

AVSVPLTLAETVASLWPALQELAR 3 0.9982
LAEELDVPVYLYGEAAR 2 0.9907

LGLDSLCPFSPK 2 0.837
IPI00001539 ACAA2 3‐ketoacyl‐CoA thiolase, mitochondrial 1 3.27 1 1 4,187,555        4,425,175        3,633,565        3,870,955        4,173,950        4,918,580        3,596,515        256,203       934,533            318,602           455,730              547,202            1,149,990        694,902          6.12 21.12 8.77 11.77 13.11 23.38 19.32
IPI00873829 ACAA2 42 kDa protein 1 3.27 1 1 4,187,555        4,425,175        3,633,565        3,870,955        4,173,950        4,918,580        3,596,515        256,203       934,533            318,602           455,730              547,202            1,149,990        694,902          6.12 21.12 8.77 11.77 13.11 23.38 19.32

DFTATDLSEFAAK 2 0.9996
IPI00001589 TIMM13 Mitochondrial import inner membrane translocase subunit Tim13 0.999 25.26 2 2 10,283,850     11,673,070     10,041,360     10,613,040     9,891,900        12,532,740     10,531,220     325,208       2,561,965        1,506,550       2,122,717          1,473,858        1,993,384        2,717,428      3.16 21.95 15 20 14.9 15.91 25.8

VQIAVANAQELLQR 2 0.9993
YMDAWNTVSR 2 0.9911

IPI00001639 KPNB1 Importin subunit beta‐1 1 26.48 15 18 105,059,909   110,935,963   87,896,770     98,675,536     99,557,536     122,696,430   92,094,145     5,646,373    30,652,211      7,332,886       9,277,454          12,073,870      13,908,991      23,694,511    5.37 27.63 8.34 9.4 12.13 11.34 25.73
ALQSNIIPFCDEVMQLLLENLGNENVHR 3 0.9998

DTAAWTVGR 2 0.9994
EHIKNPDWR 3 0.9841

GALQYLVPILTQTLTK 2 0.9997
GALQYLVPILTQTLTK 3 0.9997

GDQENVHPDVMLVQPR 3 0.9995
ICELLPEAAINDVYLAPLLQCLIEGLSAEPR 3 0.9998

IQFNDLQSLLCATLQNVLR 2 0.9998
IQFNDLQSLLCATLQNVLR 3 0.9998

LAATNALLNSLEFTK 2 0.9998
LQQVLQMESHIQSTSDR 3 0.9998

PMIHELLTEGR 2 0.9978
PMIHELLTEGR 3 0.9986
SNEILTAIIQGMR 2 0.9997
SSAYESLMEIVK 2 0.9998



TTLVIMER 2 0.999
VQHQDALQISDVVMASLLR 3 0.9997

WLAIDANAR 2 0.9881
IPI00001661 RCC1 regulator of chromosome condensation isoform a 0.947 6.42 1 1 787,149           860,746           948,411           933,024           977,319           1,054,421        892,803           198,626       179,350            214,138           169,026              78,664              198,909           193,752          25.23 20.84 22.58 18.12 8.05 18.86 21.7
IPI00747309 RCC1 Regulator of chromosome condensation 0.947 6.89 1 1 787,149           860,746           948,411           933,024           977,319           1,054,421        892,803           198,626       179,350            214,138           169,026              78,664              198,909           193,752          25.23 20.84 22.58 18.12 8.05 18.86 21.7
IPI00787306 RCC1 regulator of chromosome condensation isoform b 0.947 6.62 1 1 787,149           860,746           948,411           933,024           977,319           1,054,421        892,803           198,626       179,350            214,138           169,026              78,664              198,909           193,752          25.23 20.84 22.58 18.12 8.05 18.86 21.7
IPI00925317 RCC1 Putative uncharacterized protein RCC1 0.947 10.66 1 1 787,149           860,746           948,411           933,024           977,319           1,054,421        892,803           198,626       179,350            214,138           169,026              78,664              198,909           193,752          25.23 20.84 22.58 18.12 8.05 18.86 21.7
IPI00925791 RCC1 Putative uncharacterized protein RCC1 0.947 10.25 1 1 787,149           860,746           948,411           933,024           977,319           1,054,421        892,803           198,626       179,350            214,138           169,026              78,664              198,909           193,752          25.23 20.84 22.58 18.12 8.05 18.86 21.7
IPI00926548 RCC1 Putative uncharacterized protein RCC1 0.947 10.62 1 1 787,149           860,746           948,411           933,024           977,319           1,054,421        892,803           198,626       179,350            214,138           169,026              78,664              198,909           193,752          25.23 20.84 22.58 18.12 8.05 18.86 21.7
IPI00927389 RCC1 Putative uncharacterized protein RCC1 0.947 12.61 1 1 787,149           860,746           948,411           933,024           977,319           1,054,421        892,803           198,626       179,350            214,138           169,026              78,664              198,909           193,752          25.23 20.84 22.58 18.12 8.05 18.86 21.7

SHSTEPGLVLTLGQGDVGQLGLGENVMER 3 0.9465
IPI00941920 ‐ 14 kDa protein 0.955 15.63 1 1 1,013,160        1,476,926        1,106,776        1,073,994        1,258,692        1,690,234        1,070,832        142,017       518,381            245,757           280,120              204,471            262,427           204,789          14.02 35.1 22.2 26.08 16.24 15.53 19.12
IPI00001670 LTA Lymphotoxin‐alpha 0.955 9.76 1 1 1,013,160        1,476,926        1,106,776        1,073,994        1,258,692        1,690,234        1,070,832        142,017       518,381            245,757           280,120              204,471            262,427           204,789          14.02 35.1 22.2 26.08 16.24 15.53 19.12
IPI00645121 LTA Lymphotoxin alpha 0.955 9.76 1 1 1,013,160        1,476,926        1,106,776        1,073,994        1,258,692        1,690,234        1,070,832        142,017       518,381            245,757           280,120              204,471            262,427           204,789          14.02 35.1 22.2 26.08 16.24 15.53 19.12
IPI00815961 LTA Lymphotoxin alpha transcript variant 7 (Fragment) 0.955 22.22 1 1 1,013,160        1,476,926        1,106,776        1,073,994        1,258,692        1,690,234        1,070,832        142,017       518,381            245,757           280,120              204,471            262,427           204,789          14.02 35.1 22.2 26.08 16.24 15.53 19.12
IPI00939649 LTA Lymphotoxin alpha 0.955 15.63 1 1 1,013,160        1,476,926        1,106,776        1,073,994        1,258,692        1,690,234        1,070,832        142,017       518,381            245,757           280,120              204,471            262,427           204,789          14.02 35.1 22.2 26.08 16.24 15.53 19.12

MHLAHSTLKPAAHLIGDPSK 2 0.9545
IPI00001676 NPLOC4 Isoform 2 of Nuclear protein localization protein 4 homolog 0.999 5.19 2 2 6,347,125        7,549,155        6,319,670        5,981,690        7,203,020        7,596,025        5,194,330        832,451       2,483,267        767,314           1,031,871          1,569,755        1,145,081        719,141          13.12 32.89 12.14 17.25 21.79 15.07 13.84
IPI00290543 NPLOC4 Isoform 1 of Nuclear protein localization protein 4 homolog 0.999 5.26 2 2 6,347,125        7,549,155        6,319,670        5,981,690        7,203,020        7,596,025        5,194,330        832,451       2,483,267        767,314           1,031,871          1,569,755        1,145,081        719,141          13.12 32.89 12.14 17.25 21.79 15.07 13.84

VFGAPNVVEDEIDQYLSK 2 0.9945
VGWIFTDLVSEDTR 2 0.9989

IPI00001699 PYCARD Isoform 1 of Apoptosis‐associated speck‐like protein containing a CARD 0.908 8.72 1 1 1,854,977        1,715,243        1,697,200        1,693,463        1,946,087        2,260,120        1,733,363        290,077       451,458            145,176           425,370              366,606            234,747           316,041          15.64 26.32 8.55 25.12 18.84 10.39 18.23
IPI00221360 PYCARD Isoform 2 of Apoptosis‐associated speck‐like protein containing a CARD 0.908 9.66 1 1 1,854,977        1,715,243        1,697,200        1,693,463        1,946,087        2,260,120        1,733,363        290,077       451,458            145,176           425,370              366,606            234,747           316,041          15.64 26.32 8.55 25.12 18.84 10.39 18.23
IPI00221362 PYCARD Isoform 3 of Apoptosis‐associated speck‐like protein containing a CARD 0.908 12.59 1 1 1,854,977        1,715,243        1,697,200        1,693,463        1,946,087        2,260,120        1,733,363        290,077       451,458            145,176           425,370              366,606            234,747           316,041          15.64 26.32 8.55 25.12 18.84 10.39 18.23

DAILDALENLTAEELKK 2 0.9081
IPI00001734 PSAT1 Phosphoserine aminotransferase 0.999 5.78 2 2 5,604,780        5,596,833        4,627,397        4,872,143        4,326,910        4,985,213        4,379,110        663,375       1,693,946        800,640           893,595              736,409            875,909           1,065,259      11.84 30.27 17.3 18.34 17.02 17.57 24.33
IPI00219478 PSAT1 Isoform 2 of Phosphoserine aminotransferase 0.999 7.41 2 2 5,604,780        5,596,833        4,627,397        4,872,143        4,326,910        4,985,213        4,379,110        663,375       1,693,946        800,640           893,595              736,409            875,909           1,065,259      11.84 30.27 17.3 18.34 17.02 17.57 24.33
IPI00930609 PSAT1 Isoform 1 of Phosphoserine aminotransferase 0.999 6.49 2 2 5,604,780        5,596,833        4,627,397        4,872,143        4,326,910        4,985,213        4,379,110        663,375       1,693,946        800,640           893,595              736,409            875,909           1,065,259      11.84 30.27 17.3 18.34 17.02 17.57 24.33

ASLYNAVTIEDVQK 2 0.9827
IINNTENLVR 2 0.9873

IPI00001757 RBM8A Isoform 1 of RNA‐binding protein 8A 0.995 10.92 1 1 1,167,540        1,289,870        1,084,795        901,550           1,001,420        1,115,560        1,093,760        204,162       373,076            257,655           233,674              308,771            393,630           257,859          17.49 28.92 23.75 25.92 30.83 35.29 23.58
IPI00216659 RBM8A Isoform 2 of RNA‐binding protein 8A 0.995 10.98 1 1 1,167,540        1,289,870        1,084,795        901,550           1,001,420        1,115,560        1,093,760        204,162       373,076            257,655           233,674              308,771            393,630           257,859          17.49 28.92 23.75 25.92 30.83 35.29 23.58

MREDYDSVEQDGDEPGPQR 3 0.9946
IPI00001813 PHRF1 Isoform 1 of PHD and RING finger domain‐containing protein 1 0.999 0.79 1 1 1,144,313        1,129,670        1,121,770        1,181,390        1,009,093        1,059,260        1,292,350        318,498       321,566            219,031           249,929              190,006            300,873           286,835          27.83 28.47 19.53 21.16 18.83 28.4 22.19
IPI00827706 PHRF1 Isoform 2 of PHD and RING finger domain‐containing protein 1 0.999 0.87 1 1 1,144,313        1,129,670        1,121,770        1,181,390        1,009,093        1,059,260        1,292,350        318,498       321,566            219,031           249,929              190,006            300,873           286,835          27.83 28.47 19.53 21.16 18.83 28.4 22.19
IPI00942878 PHRF1 Isoform 3 of PHD and RING finger domain‐containing protein 1 0.999 0.79 1 1 1,144,313        1,129,670        1,121,770        1,181,390        1,009,093        1,059,260        1,292,350        318,498       321,566            219,031           249,929              190,006            300,873           286,835          27.83 28.47 19.53 21.16 18.83 28.4 22.19

LDLPAAPGAVQAR 2 0.9981
IPI00001871 PAWR PRKC apoptosis WT1 regulator protein 0.994 5 1 1 15,152,680     15,073,850     13,446,600     15,253,910     14,281,100     17,343,600     13,201,680     2,289,782    3,735,432        1,161,749       4,382,647          2,174,020        3,002,506        3,980,495      15.11 24.78 8.64 28.73 15.22 17.31 30.15

TSSGLGGSTTDFLEEWK 2 0.9941
IPI00001922 ST14 Suppressor of tumorigenicity 14 protein 0.994 2.22 1 1 7,601,280        6,825,870        7,199,690        8,098,100        7,270,110        7,999,730        8,101,090        2,231,235    841,143            1,219,827       1,558,447          1,370,791        1,557,986        2,379,360      29.35 12.32 16.94 19.24 18.86 19.48 29.37

YSDPTQWTAFLGLHDQSQR 3 0.9937
IPI00002134 PSMD5 26S proteasome non‐ATPase regulatory subunit 5 1 9.33 3 3 21,457,680     25,060,850     18,934,400     21,168,480     20,976,750     29,577,920     19,887,950     2,545,656    6,919,571        2,885,917       964,287              3,576,816        4,529,838        4,121,074      11.86 27.61 15.24 4.56 17.05 15.31 20.72

ISLTQAGLEALFESNLLDDLK 2 0.9998
TIAEIFGNPNYLR 2 0.9998
VFTAIANQPWAQK 2 0.9221

IPI00002203 BCCIP Isoform 1 of BRCA2 and CDKN1A‐interacting protein 0.995 7.32 1 1 1,873,510        1,635,080        2,023,312        1,963,214        1,903,646        1,859,220        1,960,638        352,492       339,895            128,118           97,317                150,223            127,492           409,220          18.81 20.79 6.33 4.96 7.89 6.86 20.87
IPI00068254 BCCIP BRCA2 and CDKN1A‐interacting protein isoform C 0.995 7.88 1 1 1,873,510        1,635,080        2,023,312        1,963,214        1,903,646        1,859,220        1,960,638        352,492       339,895            128,118           97,317                150,223            127,492           409,220          18.81 20.79 6.33 4.96 7.89 6.86 20.87
IPI00220152 BCCIP Isoform 2 of BRCA2 and CDKN1A‐interacting protein 0.995 7.14 1 1 1,873,510        1,635,080        2,023,312        1,963,214        1,903,646        1,859,220        1,960,638        352,492       339,895            128,118           97,317                150,223            127,492           409,220          18.81 20.79 6.33 4.96 7.89 6.86 20.87
IPI00786906 BCCIP Isoform 3 of BRCA2 and CDKN1A‐interacting protein 0.995 7.88 1 1 1,873,510        1,635,080        2,023,312        1,963,214        1,903,646        1,859,220        1,960,638        352,492       339,895            128,118           97,317                150,223            127,492           409,220          18.81 20.79 6.33 4.96 7.89 6.86 20.87
IPI00909058 BCCIP cDNA FLJ54246, highly similar to Homo sapiens BRCA2 and CDKN1A int 0.995 8.78 1 1 1,873,510        1,635,080        2,023,312        1,963,214        1,903,646        1,859,220        1,960,638        352,492       339,895            128,118           97,317                150,223            127,492           409,220          18.81 20.79 6.33 4.96 7.89 6.86 20.87

APVNTAELTDLLIQQNHIGSVIK 3 0.9947
IPI00002214 KPNA2 Importin subunit alpha‐2 0.99 4.73 1 1 1,160,845        937,297           1,201,487        1,352,975        957,547           989,177           890,542           435,554       214,053            217,746           436,924              68,305              229,322           200,900          37.52 22.84 18.12 32.29 7.13 23.18 22.56

YGAVDPLLALLAVPDMSSLACGYLR 3 0.9903
IPI00002255 LRBA Isoform 1 of Lipopolysaccharide‐responsive and beige‐like anchor prote 0.998 0.59 1 1 181,157           181,487           192,511           198,665           184,613           179,359           183,232           21,866         30,318              66,637             45,080                44,884              27,433             41,276            12.07 16.71 34.61 22.69 24.31 15.29 22.53
IPI00945818 LRBA Isoform 2 of Lipopolysaccharide‐responsive and beige‐like anchor prote 0.998 0.6 1 1 181,157           181,487           192,511           198,665           184,613           179,359           183,232           21,866         30,318              66,637             45,080                44,884              27,433             41,276            12.07 16.71 34.61 22.69 24.31 15.29 22.53
IPI00967340 LRBA LRBA protein 0.998 0.66 1 1 181,157           181,487           192,511           198,665           184,613           179,359           183,232           21,866         30,318              66,637             45,080                44,884              27,433             41,276            12.07 16.71 34.61 22.69 24.31 15.29 22.53

LLTDLLFSIETDIQMWR 2 0.9973
IPI00002324 MAT2B Isoform 1 of Methionine adenosyltransferase 2 subunit beta 1 10.18 2 2 1,546,466        1,345,884        1,513,114        1,485,790        1,463,572        1,609,047        1,482,713        248,186       185,107            170,670           294,711              270,811            130,645           380,780          16.05 13.75 11.28 19.84 18.5 8.12 25.68
IPI00181717 MAT2B Isoform 2 of Methionine adenosyltransferase 2 subunit beta 1 10.53 2 2 1,546,466        1,345,884        1,513,114        1,485,790        1,463,572        1,609,047        1,482,713        248,186       185,107            170,670           294,711              270,811            130,645           380,780          16.05 13.75 11.28 19.84 18.5 8.12 25.68
IPI00845294 MAT2B Isoform 3 of Methionine adenosyltransferase 2 subunit beta 1 13.13 2 2 1,546,466        1,345,884        1,513,114        1,485,790        1,463,572        1,609,047        1,482,713        248,186       185,107            170,670           294,711              270,811            130,645           380,780          16.05 13.75 11.28 19.84 18.5 8.12 25.68
IPI00845510 MAT2B Isoform 4 of Methionine adenosyltransferase 2 subunit beta 1 11.11 2 2 1,546,466        1,345,884        1,513,114        1,485,790        1,463,572        1,609,047        1,482,713        248,186       185,107            170,670           294,711              270,811            130,645           380,780          16.05 13.75 11.28 19.84 18.5 8.12 25.68

IPILYGEVEKLEESAVTVMFDK 3 0.9996
VLVTGATGLLGR 2 0.999

IPI00922621 ‐ cDNA FLJ54732, moderately similar to Sorbin and SH3 domain‐containi 0.984 1.98 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00002491 SORBS1 Isoform 9 of Sorbin and SH3 domain‐containing protein 1 0.984 2.18 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00010554 SORBS1 Isoform 3 of Sorbin and SH3 domain‐containing protein 1 0.984 1.88 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00010555 SORBS1 Isoform 2 of Sorbin and SH3 domain‐containing protein 1 0.984 1.48 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00064591 SORBS1 Isoform 8 of Sorbin and SH3 domain‐containing protein 1 0.984 2.1 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00186452 SORBS1 Isoform 10 of Sorbin and SH3 domain‐containing protein 1 0.984 2.08 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00306791 SORBS1 Sorbin and SH3 domain‐containing protein 1 0.984 1.3 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00334908 SORBS1 Isoform 6 of Sorbin and SH3 domain‐containing protein 1 0.984 2.01 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00383430 SORBS1 Isoform 7 of Sorbin and SH3 domain‐containing protein 1 0.984 2.71 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00426075 SORBS1 Putative uncharacterized protein DKFZp686N08224 0.984 3.1 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00454950 SORBS1 Isoform 4 of Sorbin and SH3 domain‐containing protein 1 0.984 2.49 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00454951 SORBS1 Isoform 5 of Sorbin and SH3 domain‐containing protein 1 0.984 1.69 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00513917 SORBS1 sorbin and SH3 domain‐containing protein 1 isoform 4 0.984 1.48 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00514261 SORBS1 Sorbin and SH3 domain containing 1 0.984 1.69 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00514576 SORBS1 Sorbin and SH3 domain containing 1 0.984 2.1 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00646306 SORBS1 sorbin and SH3 domain‐containing protein 1 isoform 1 0.984 2.49 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00654848 SORBS1 cDNA FLJ60072, highly similar to Homo sapiens sorbin and SH3 domain 0.984 2.27 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39
IPI00807389 SORBS1 Isoform 11 of Sorbin and SH3 domain‐containing protein 1 0.984 1.34 1 1 745,933           804,714           687,417           736,730           747,297           965,628           689,791           53,835         208,071            121,361           129,194              78,322              197,188           175,105          7.22 25.86 17.65 17.54 10.48 20.42 25.39

SVLEGGDIPLQGLSGLK 2 0.9839
IPI00909750 ‐ cDNA FLJ60988, highly similar to Serine hydroxymethyltransferase, cyto 0.994 6.11 1 1 598,364           580,594           594,534           612,124           567,590           662,586           530,197           56,549         150,581            102,700           106,241              77,340              58,603             117,528          9.45 25.94 17.27 17.36 13.63 8.84 22.17
IPI00002519 SHMT1 Isoform 1 of Serine hydroxymethyltransferase, cytosolic 0.994 2.9 1 1 598,364           580,594           594,534           612,124           567,590           662,586           530,197           56,549         150,581            102,700           106,241              77,340              58,603             117,528          9.45 25.94 17.27 17.36 13.63 8.84 22.17
IPI00220668 SHMT1 Isoform 2 of Serine hydroxymethyltransferase, cytosolic 0.994 3.15 1 1 598,364           580,594           594,534           612,124           567,590           662,586           530,197           56,549         150,581            102,700           106,241              77,340              58,603             117,528          9.45 25.94 17.27 17.36 13.63 8.84 22.17
IPI00220669 SHMT1 Isoform 3 of Serine hydroxymethyltransferase, cytosolic 0.994 3.47 1 1 598,364           580,594           594,534           612,124           567,590           662,586           530,197           56,549         150,581            102,700           106,241              77,340              58,603             117,528          9.45 25.94 17.27 17.36 13.63 8.84 22.17
IPI00793862 SHMT1 Serine hydroxymethyltransferase 0.994 3.14 1 1 598,364           580,594           594,534           612,124           567,590           662,586           530,197           56,549         150,581            102,700           106,241              77,340              58,603             117,528          9.45 25.94 17.27 17.36 13.63 8.84 22.17

ISATSIFFESMPYK 2 0.9941
IPI00909681 ‐ Serine hydroxymethyltransferase 0.995 11.63 4 4 2,224,426        2,299,381        2,194,984        2,120,813        2,246,945        2,624,061        2,112,310        247,838       560,721            183,370           250,801              494,057            252,755           461,568          11.14 24.39 8.35 11.83 21.99 9.63 21.85
IPI00002520 SHMT2 Serine hydroxymethyltransferase, mitochondrial 0.995 9.92 4 4 2,224,426        2,299,381        2,194,984        2,120,813        2,246,945        2,624,061        2,112,310        247,838       560,721            183,370           250,801              494,057            252,755           461,568          11.14 24.39 8.35 11.83 21.99 9.63 21.85
IPI00789370 SHMT2 serine hydroxymethyltransferase, mitochondrial isoform 3 0.995 10.35 4 4 2,224,426        2,299,381        2,194,984        2,120,813        2,246,945        2,624,061        2,112,310        247,838       560,721            183,370           250,801              494,057            252,755           461,568          11.14 24.39 8.35 11.83 21.99 9.63 21.85
IPI00794572 SHMT2 Serine hydroxymethyltransferase 0.995 11.31 4 4 2,224,426        2,299,381        2,194,984        2,120,813        2,246,945        2,624,061        2,112,310        247,838       560,721            183,370           250,801              494,057            252,755           461,568          11.14 24.39 8.35 11.83 21.99 9.63 21.85

AALEALGSCLNNK 2 0.9871
ISATSIFFESMPYK 2 0.9941

LGAPALTSR 2 0.9225
TGLIDYNQLALTAR 2 0.9848

IPI00002535 FKBP2 Peptidyl‐prolyl cis‐trans isomerase FKBP2 0.995 28.87 3 3 27,036,770     28,689,540     28,002,050     29,430,910     28,848,100     33,074,420     26,626,990     3,313,817    7,108,147        3,537,605       2,256,977          3,679,282        4,957,172        3,902,605      12.26 24.78 12.63 7.67 12.75 14.99 14.66
GWDQGLLGMCEGEK 2 0.9894
IPGGATLVFEVELLK 2 0.9621
LVIPSELGYGER 2 0.9468

IPI00002557 COPG2 Coatomer subunit gamma‐2 1 1.38 1 1 2,403,080        2,123,525        2,224,015        2,010,995        2,322,260        2,215,905        1,693,650        298,255       367,155            197,269           533,681              496,289            558,779           491,769          12.41 17.29 8.87 26.54 21.37 25.22 29.04
SIATLAITTLLK 2 0.9997

IPI00002647 WASF4 Putative Wiskott‐Aldrich syndrome protein family member 4 0.99 4.32 1 1 8,460,500        10,422,190     11,520,450     9,760,040        10,782,120     10,904,690     11,219,500     1,103,816    3,764,454        1,334,994       1,739,241          1,839,822        1,350,524        2,388,780      13.05 36.12 11.59 17.82 17.06 12.38 21.29
TQGHGAEPSTSPLSSINYIIQSTETRR 3 0.9863



IPI00002649 PNN Isoform 2 of Pinin 0.989 2.91 1 1 3,045,345        2,381,920        2,832,490        2,978,140        2,547,680        3,398,930        2,569,375        660,016       468,766            547,538           1,093,494          358,779            745,039           862,995          21.67 19.68 19.33 36.72 14.08 21.92 33.59
IPI00789041 PNN Isoform 1 of Pinin 0.989 2.37 1 1 3,045,345        2,381,920        2,832,490        2,978,140        2,547,680        3,398,930        2,569,375        660,016       468,766            547,538           1,093,494          358,779            745,039           862,995          21.67 19.68 19.33 36.72 14.08 21.92 33.59

LTEVPVEPVLTVHPESK 3 0.9885
IPI00002745 CTSZ Cathepsin Z 0.993 7.26 2 2 18,309,940     19,964,340     20,218,250     18,704,930     18,423,070     24,106,760     17,597,100     2,538,133    5,358,391        1,988,562       2,869,718          3,979,133        4,292,990        4,042,953      13.86 26.84 9.84 15.34 21.6 17.81 22.98

NSWGEPWGER 2 0.9766
NVDGVNYASITR 2 0.9931

IPI00002922 TBL1XR1 F‐box‐like/WD repeat‐containing protein TBL1XR1 0.952 2.33 1 1 2,759,675        1,875,825        1,794,965        1,614,451        1,984,935        2,304,617        1,902,185        240,591       233,248            592,487           350,964              320,648            880,320           555,870          8.72 12.43 33.01 21.74 16.15 38.2 29.22
IPI00922336 TBL1XR1 cDNA FLJ55712, highly similar to F‐box‐like/WD repeat protein TBL1XR1 0.952 3.19 1 1 2,759,675        1,875,825        1,794,965        1,614,451        1,984,935        2,304,617        1,902,185        240,591       233,248            592,487           350,964              320,648            880,320           555,870          8.72 12.43 33.01 21.74 16.15 38.2 29.22

DGNLASTLGQHK 2 0.9591
IPI00002966 HSPA4 Heat shock 70 kDa protein 4 1 23.45 16 17 107,108,630   108,989,106   102,147,267   103,503,126   102,423,689   126,727,843   100,617,027   10,964,723  22,967,344      7,574,722       10,201,639        12,988,608      17,669,677      16,450,211    10.24 21.07 7.42 9.86 12.68 13.94 16.35

AFSDPFVEAEK 2 0.9388
AFSDPFVEAEKSNLAYDIVQLPTGLTGIK 3 0.9997

AGGIETIANEYSDR 2 0.9998
EFSITDVVPYPISLR 2 0.9995
ELSTTLNADEAVTR 2 0.9998
EMLNLYIENEGK 2 0.9993
GCALQCAILSPAFK 2 0.9522

KFDEVLVNHFCEEFGK 3 0.9877
NAVEEYVYEMR 2 0.9998

NFTTEQVTAMLLSK 2 0.9997
QSLTMDPVVK 2 0.997

SNLAYDIVQLPTGLTGIK 2 0.9998
SNLAYDIVQLPTGLTGIK 3 0.9996
STNEAMEWMNNK 2 0.9997
SVMDATQIAGLNCLR 2 0.9988
VLATAFDTTLGGR 2 0.9998

VTYMEEER 2 0.8734
IPI00003031 ISOC2 Isoform 2 of Isochorismatase domain‐containing protein 2, mitochondr 1 33.94 3 3 5,064,000        4,624,204        4,835,371        4,992,276        4,620,701        5,380,542        4,779,907        421,363       805,106            816,245           617,204              632,406            492,654           1,009,551      8.32 17.41 16.88 12.36 13.69 9.16 21.12
IPI00442223 ISOC2 Isoform 3 of Isochorismatase domain‐containing protein 2, mitochondr 1 55.56 3 3 5,064,000        4,624,204        4,835,371        4,992,276        4,620,701        5,380,542        4,779,907        421,363       805,106            816,245           617,204              632,406            492,654           1,009,551      8.32 17.41 16.88 12.36 13.69 9.16 21.12
IPI00551022 ISOC2 Isoform 1 of Isochorismatase domain‐containing protein 2, mitochondr 1 36.59 3 3 5,064,000        4,624,204        4,835,371        4,992,276        4,620,701        5,380,542        4,779,907        421,363       805,106            816,245           617,204              632,406            492,654           1,009,551      8.32 17.41 16.88 12.36 13.69 9.16 21.12

LIKEPAPDSGLLGLFQGQNSLLH 3 0.9995
MAAARPSLGRVLPGSSVLFLCDMQEK 3 0.9458
QSGAFLSTSEGLILQLVGDAVHPQFK 3 0.9948

IPI00003084 DRAP1 Isoform 1 of Dr1‐associated corepressor 0.959 5.37 1 1 5,007,015        5,246,040        4,339,875        4,243,135        3,967,505        5,477,510        4,423,890        290,405       1,245,571        612,345           687,796              394,291            850,131           855,677          5.8 23.74 14.11 16.21 9.94 15.52 19.34
IPI00477494 DRAP1 Putative uncharacterized protein DRAP1 0.959 5.19 1 1 5,007,015        5,246,040        4,339,875        4,243,135        3,967,505        5,477,510        4,423,890        290,405       1,245,571        612,345           687,796              394,291            850,131           855,677          5.8 23.74 14.11 16.21 9.94 15.52 19.34

VAAAVPVIISR 2 0.9592
IPI00003128 P4HA2 Isoform IIb of Prolyl 4‐hydroxylase subunit alpha‐2 0.995 7.29 2 2 4,462,480        5,942,078        4,516,088        4,518,143        4,567,215        8,239,445        4,585,863        796,899       2,094,999        1,140,880       855,623              860,455            2,953,797        790,335          17.86 35.26 25.26 18.94 18.84 35.85 17.23
IPI00182373 P4HA2 Isoform IIa of Prolyl 4‐hydroxylase subunit alpha‐2 0.995 7.32 2 2 4,462,480        5,942,078        4,516,088        4,518,143        4,567,215        8,239,445        4,585,863        796,899       2,094,999        1,140,880       855,623              860,455            2,953,797        790,335          17.86 35.26 25.26 18.94 18.84 35.85 17.23

SAYNEGDYYHTVLWMEQVLK 3 0.9946
SQVLDYLSYAVFQLGDLHR 3 0.9383

IPI00003168 PRPSAP2 Phosphoribosyl pyrophosphate synthase‐associated protein 2 0.994 6.78 1 1 140,401           181,903           137,590           170,069           158,082           194,719           158,600           15,863         60,115              26,848             25,876                42,896              39,831             53,780            11.3 33.05 19.51 15.21 27.14 20.46 33.91
IPI00942171 PRPSAP2 cDNA FLJ52829, highly similar to Phosphoribosyl pyrophosphatesynthe 0.994 7.6 1 1 140,401           181,903           137,590           170,069           158,082           194,719           158,600           15,863         60,115              26,848             25,876                42,896              39,831             53,780            11.3 33.05 19.51 15.21 27.14 20.46 33.91

IAIIVDDIIDDVDSFLAAAETLKER 3 0.9938
IPI00003217 PSMB7 Proteasome subunit beta type‐7 1 10.11 2 3 8,796,657        12,408,371     10,168,474     9,892,855        10,618,459     13,046,169     9,503,585        992,830       2,220,317        1,864,351       1,943,396          1,989,070        3,021,454        1,282,581      11.29 17.89 18.33 19.64 18.73 23.16 13.5

GTTAVLTEK 2 0.9899
ITPLEIEVLEETVQTMDTS 2 0.9997
ITPLEIEVLEETVQTMDTS 3 0.9996

IPI00880097 ‐ 17 kDa protein 0.953 19.23 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00884938 POLR2J2 Isoform 1 of DNA‐directed RNA polymerase II subunit RPB11‐b1 0.953 26.09 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00945319 POLR2J2 14 kDa protein 0.953 23.44 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00956567 POLR2J2 17 kDa protein 0.953 18.99 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00854665 POLR2J2 Putative uncharacterized protein POLR2J2 0.953 18.99 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00935876 POLR2J2 DNA‐directed RNA polymerase II subunit RPB11‐b1 0.953 26.09 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00556199 POLR2J3 DNA‐directed RNA polymerase II subunit RPB11‐b2 0.953 26.09 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00941023 POLR2J4 Similar to DNA‐directed RNA polymerase II subunit RPB11‐a 0.953 23.26 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00003310 POLR2J RPB11a protein 0.953 23.62 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00472231 POLR2J Putative uncharacterized protein POLR2J 0.953 25.86 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12
IPI00939577 POLR2J DNA‐directed RNA polymerase II subunit RPB11‐a 0.953 25.64 1 1 69,683             51,955             54,552             52,012             40,995             46,914             52,958             6,815            19,455              18,221             9,555                  8,346                11,173             18,600            9.78 37.44 33.4 18.37 20.36 23.82 35.12

VQTTPDYSPQEAFTNAITDLISELSLLEER 3 0.953
IPI00003327 ARL3 ADP‐ribosylation factor‐like protein 3 0.982 5.49 1 1 16,026,100     14,645,830     13,314,900     12,549,200     12,499,880     16,106,300     12,025,230     2,201,998    2,796,807        2,067,829       1,441,387          2,148,700        3,848,668        2,391,728      13.74 19.1 15.53 11.49 17.19 23.9 19.89

LNVWDIGGQR 2 0.9824
IPI00003348 GNB2 Guanine nucleotide‐binding protein G(I)/G(S)/G(T) subunit beta‐2 1 15.59 4 4 8,077,761        8,090,526        6,681,930        7,065,137        6,807,197        8,943,573        6,500,648        283,534       1,868,301        864,177           653,665              642,982            2,627,002        1,541,526      3.51 23.09 12.93 9.25 9.45 29.37 23.71
IPI00925530 GNB2 32 kDa protein 1 17.91 4 4 8,077,761        8,090,526        6,681,930        7,065,137        6,807,197        8,943,573        6,500,648        283,534       1,868,301        864,177           653,665              642,982            2,627,002        1,541,526      3.51 23.09 12.93 9.25 9.45 29.37 23.71

LIIWDSYTTNK 2 0.9997
TFVSGACDASIK 2 0.9991

VHAIPLR 2 0.9818
VSCLGVTDDGMAVATGSWDSFLK 3 0.9064

IPI00003362 HSPA5 HSPA5 protein 1 40.46 24 28 290,310,320   295,752,620   257,665,896   277,156,856   264,862,094   345,326,131   253,545,648   8,973,075    73,903,322      22,962,436     18,679,821        30,735,331      48,305,378      48,842,861    3.09 24.99 8.91 6.74 11.6 13.99 19.26
AKFEELNMDLFR 2 0.9998
AKFEELNMDLFR 3 0.9998

AVEEKIEWLESHQDADIEDFK 3 0.9998
DAGTIAGLNVMR 2 0.9998

DNHLLGTFDLTGIPPAPR 2 0.9998
DNHLLGTFDLTGIPPAPR 3 0.9997

EFFNGKEPSR 2 0.9994
ELEEIVQPIISK 2 0.9998

IEWLESHQDADIEDFK 3 0.9998
IEWLESHQDADIEDFKAK 3 0.9998
IINEPTAAAIAYGLDKR 3 0.998

ITITNDQNR 2 0.9979
KKELEEIVQPIISK 2 0.9998

KSDIDEIVLVGGSTR 3 0.9993
MKETAEAYLGK 2 0.9997
MKETAEAYLGK 3 0.9998

MVNDAEKFAEEDKK 3 0.9998
NELESYAYSLK 2 0.9534

NQLTSNPENTVFDAK 2 0.9998
NQLTSNPENTVFDAKR 3 0.9997
SDIDEIVLVGGSTR 2 0.9998

SQIFSTASDNQPTVTIK 2 0.9998
SQIFSTASDNQPTVTIK 3 0.9998
TFAPEEISAMVLTK 2 0.9998
TKPYIQVDIGGGQTK 3 0.9997
TWNDPSVQQDIK 2 0.9998

VLEDSDLKKSDIDEIVLVGGSTR 3 0.9998
VTHAVVTVPAYFNDAQR 3 0.9998

IPI00003377 SRSF7 Isoform 1 of Serine/arginine‐rich splicing factor 7 1 19.75 4 4 13,034,723     19,274,596     16,088,873     18,156,087     19,064,969     24,482,338     14,902,077     703,118       5,853,286        2,571,358       3,229,715          2,659,403        4,685,516        2,334,395      5.39 30.37 15.98 17.79 13.95 19.14 15.66
IPI00744364 SRSF7 Putative uncharacterized protein SRSF7 1 28.48 4 4 13,034,723     19,274,596     16,088,873     18,156,087     19,064,969     24,482,338     14,902,077     703,118       5,853,286        2,571,358       3,229,715          2,659,403        4,685,516        2,334,395      5.39 30.37 15.98 17.79 13.95 19.14 15.66
IPI00916448 SRSF7 Putative uncharacterized protein SRSF7 1 20 4 4 13,034,723     19,274,596     16,088,873     18,156,087     19,064,969     24,482,338     14,902,077     703,118       5,853,286        2,571,358       3,229,715          2,659,403        4,685,516        2,334,395      5.39 30.37 15.98 17.79 13.95 19.14 15.66
IPI00939530 SRSF7 cDNA FLJ34106 fis, clone FCBBF3008073, highly similar to SPLICING FAC 1 34.31 4 4 13,034,723     19,274,596     16,088,873     18,156,087     19,064,969     24,482,338     14,902,077     703,118       5,853,286        2,571,358       3,229,715          2,659,403        4,685,516        2,334,395      5.39 30.37 15.98 17.79 13.95 19.14 15.66

NPPGFAFVEFEDPRDAEDAVR 3 0.9905
VELSTGMPR 2 0.9995

VYVGNLGTGAGK 2 0.9997
VYVGNLGTGAGKGELER 3 0.9896



IPI00003419 C11orf58 Small acidic protein 0.994 12.57 1 1 2,858,550        3,381,030        2,631,820        2,559,915        2,969,605        4,103,250        2,477,850        242,350       778,582            488,061           408,589              688,952            524,512           677,293          8.48 23.03 18.54 15.96 23.2 12.78 27.33
IPI00917641 C11orf58 small acidic protein isoform b 0.994 16.55 1 1 2,858,550        3,381,030        2,631,820        2,559,915        2,969,605        4,103,250        2,477,850        242,350       778,582            488,061           408,589              688,952            524,512           677,293          8.48 23.03 18.54 15.96 23.2 12.78 27.33

TGEEDKKINEELESQYQQSMDSK 3 0.9943
IPI00003515 TRIP11 Thyroid receptor‐interacting protein 11 0.991 0.96 2 2 15,893,300     13,314,300     12,376,080     15,256,780     12,421,320     15,281,830     13,100,420     2,395,330    2,953,244        2,859,563       2,740,101          1,939,929        2,585,606        2,870,791      15.07 22.18 23.11 17.96 15.62 16.92 21.91

KNAENLEGK 2 0.9214
QIMEECENLK 3 0.8844

IPI00003519 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component 1 6.07 5 5 21,660,957     19,516,223     19,165,083     20,810,520     19,389,963     22,649,250     19,780,497     2,017,671    3,309,817        2,776,057       2,958,311          1,781,527        1,191,603        4,468,761      9.31 16.96 14.48 14.22 9.19 5.26 22.59
IPI00917777 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component isoform b 1 6.3 5 5 21,660,957     19,516,223     19,165,083     20,810,520     19,389,963     22,649,250     19,780,497     2,017,671    3,309,817        2,776,057       2,958,311          1,781,527        1,191,603        4,468,761      9.31 16.96 14.48 14.22 9.19 5.26 22.59

GGGQIIPTAR 2 0.9935
ILAQVVGDVDTSLPR 2 0.9555

SFVEFILEPLYK 2 0.9995
VLSGTIHAGQPVK 2 0.8155
YDWDLLAAR 2 0.9956

IPI00003527 SLC9A3R1 Na(+)/H(+) exchange regulatory cofactor NHE‐RF1 1 40.5 10 10 59,702,965     64,687,955     57,186,525     58,236,291     57,022,625     78,279,915     52,826,595     3,352,870    16,982,141      6,932,112       3,964,094          7,583,546        13,248,382      9,714,654      5.62 26.25 12.12 6.81 13.3 16.92 18.39
AGLLAGDR 2 0.9968

AQEAPGQAEPPAAAEVQGAGNENEPR 3 0.9998
EALAEAALESPRPALVR 3 0.9997
IVEVNGVCMEGK 2 0.9998
KGPSGYGFNLHSDK 3 0.9998

LGQYIR 2 0.9672
LLVVDPETDEQLQK 2 0.9998
LLVVDRETDEFFKK 3 0.9356

LVEVNGENVEKETHQQVVSR 3 0.9997
SVDPDSPAEASGLR 2 0.9998

IPI00003704 RBM4 Isoform 1 of RNA‐binding protein 4 0.913 2.75 1 1 591,683           838,417           853,444           713,017           660,606           902,070           681,763           123,437       259,409            417,451           172,367              200,287            192,401           157,590          20.86 30.94 48.91 24.17 30.32 21.33 23.12
IPI00027838 RBM4B RNA‐binding protein 4B 0.913 2.79 1 1 591,683           838,417           853,444           713,017           660,606           902,070           681,763           123,437       259,409            417,451           172,367              200,287            192,401           157,590          20.86 30.94 48.91 24.17 30.32 21.33 23.12
IPI00908491 RBM4 cDNA FLJ59148, highly similar to RNA‐binding protein 4 0.913 5.78 1 1 591,683           838,417           853,444           713,017           660,606           902,070           681,763           123,437       259,409            417,451           172,367              200,287            192,401           157,590          20.86 30.94 48.91 24.17 30.32 21.33 23.12

GLDNTEFQGK 2 0.9132
IPI00003766 ETHE1 Protein ETHE1, mitochondrial 0.994 5.51 1 1 5,224,630        5,694,340        4,843,160        5,114,830        4,759,860        6,277,800        4,479,960        349,770       1,397,420        656,531           668,070              846,305            878,704           684,575          6.69 24.54 13.56 13.06 17.78 14 15.28

EAVLIDPVLETAPR 2 0.994
IPI00003815 ARHGDIA Rho GDP‐dissociation inhibitor 1 1 26.47 5 6 10,903,824     9,811,251        9,949,191        10,819,047     10,567,667     12,148,163     10,697,526     496,974       2,246,833        703,707           1,195,047          1,454,608        1,183,056        2,695,194      4.56 22.9 7.07 11.05 13.76 9.74 25.19
IPI00794402 ARHGDIA 28 kDa protein 1 21.69 5 6 10,903,824     9,811,251        9,949,191        10,819,047     10,567,667     12,148,163     10,697,526     496,974       2,246,833        703,707           1,195,047          1,454,608        1,183,056        2,695,194      4.56 22.9 7.07 11.05 13.76 9.74 25.19
IPI00796541 ARHGDIA 26 kDa protein 1 22.98 5 6 10,903,824     9,811,251        9,949,191        10,819,047     10,567,667     12,148,163     10,697,526     496,974       2,246,833        703,707           1,195,047          1,454,608        1,183,056        2,695,194      4.56 22.9 7.07 11.05 13.76 9.74 25.19

AEEYEFLTPVEEAPK 2 0.9998
IDKTDYMVGSYGPR 2 0.9998
IDKTDYMVGSYGPR 3 0.9997
SIQEIQELDKDDESLRK 3 0.9997

TDYMVGSYGPR 2 0.9996
YKEALLGR 2 0.8799

IPI00922413 ‐ cDNA FLJ61560, highly similar to Tight junction protein ZO‐2 1 2.98 2 3 329,555           348,510           330,309           358,630           389,997           405,651           334,515           28,490         88,719              43,161             25,868                34,770              56,567             35,730            8.65 25.46 13.07 7.21 8.92 13.94 10.68
IPI00003843 TJP2 Isoform A1 of Tight junction protein ZO‐2 1 2.77 2 3 329,555           348,510           330,309           358,630           389,997           405,651           334,515           28,490         88,719              43,161             25,868                34,770              56,567             35,730            8.65 25.46 13.07 7.21 8.92 13.94 10.68
IPI00216245 TJP2 Isoform C1 of Tight junction protein ZO‐2 1 2.83 2 3 329,555           348,510           330,309           358,630           389,997           405,651           334,515           28,490         88,719              43,161             25,868                34,770              56,567             35,730            8.65 25.46 13.07 7.21 8.92 13.94 10.68
IPI00955022 TJP2 tight junction protein ZO‐2 isoform 3 1 2.7 2 3 329,555           348,510           330,309           358,630           389,997           405,651           334,515           28,490         88,719              43,161             25,868                34,770              56,567             35,730            8.65 25.46 13.07 7.21 8.92 13.94 10.68
IPI00955040 TJP2 tight junction protein ZO‐2 isoform 4 1 2.85 2 3 329,555           348,510           330,309           358,630           389,997           405,651           334,515           28,490         88,719              43,161             25,868                34,770              56,567             35,730            8.65 25.46 13.07 7.21 8.92 13.94 10.68

AVDLLNYTQWFPIVIFFNPDSR 2 0.9943
AVDLLNYTQWFPIVIFFNPDSR 3 0.9996

MQELQEAQNAR 2 0.9982
IPI00003856 ATP6V1E1 V‐type proton ATPase subunit E 1 0.957 4.87 1 1 2,177,148        2,309,540        2,141,368        2,044,843        2,234,388        2,816,998        2,215,778        252,640       595,344            338,191           241,214              245,014            280,615           715,681          11.6 25.78 15.79 11.8 10.97 9.96 32.3
IPI00719366 ATP6V1E1 V‐type proton ATPase subunit E 1 isoform c 0.957 5.61 1 1 2,177,148        2,309,540        2,141,368        2,044,843        2,234,388        2,816,998        2,215,778        252,640       595,344            338,191           241,214              245,014            280,615           715,681          11.6 25.78 15.79 11.8 10.97 9.96 32.3
IPI00719806 ATP6V1E1 V‐type proton ATPase subunit E 1 isoform b 0.957 5.39 1 1 2,177,148        2,309,540        2,141,368        2,044,843        2,234,388        2,816,998        2,215,778        252,640       595,344            338,191           241,214              245,014            280,615           715,681          11.6 25.78 15.79 11.8 10.97 9.96 32.3
IPI00853433 ATP6V1E1 Putative uncharacterized protein ATP6V1E1 0.957 5.42 1 1 2,177,148        2,309,540        2,141,368        2,044,843        2,234,388        2,816,998        2,215,778        252,640       595,344            338,191           241,214              245,014            280,615           715,681          11.6 25.78 15.79 11.8 10.97 9.96 32.3

IQMSNLMNQAR 2 0.9573
IPI00003865 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein 1 50.62 26 34 122,825,946   120,486,616   111,119,533   123,375,938   113,200,468   138,841,733   109,706,883   4,764,061    24,324,944      7,564,523       7,937,523          8,884,139        11,770,949      18,571,312    3.88 20.19 6.81 6.43 7.85 8.48 16.93

ARFEELNADLFR 2 0.9993
ARFEELNADLFR 3 0.9997
DAGTIAGLNVLR 2 0.9998

DNNLLGK 1 0.9998
FDDAVVQSDMK 2 0.9998
FEELNADLFR 2 0.9998

GPAVGIDLGTTYSCVGVFQHGK 3 0.9983
GTLDPVEK 1 0.995
GTLDPVEK 2 0.9649

HWPFMVVNDAGRPK 3 0.9998
IINEPTAAAIAYGLDKK 2 0.9998
IINEPTAAAIAYGLDKK 3 0.9976
LDKSQIHDIVLVGGSTR 3 0.9998

LLQDFFNGK 2 0.9998
LLQDFFNGKELNK 2 0.984
LLQDFFNGKELNK 3 0.9997

LYQSAGGMPGGMPGGFPGGGAPPSGGASSGPTIEEVD 3 0.892
MKEIAEAYLGK 2 0.9996
MKEIAEAYLGK 3 0.9997
MVNHFIAEFK 2 0.9998
MVNHFIAEFK 3 0.9998

NQVAMNPTNTVFDAK 2 0.9998
NQVAMNPTNTVFDAKR 3 0.9989

NSLESYAFNMK 2 0.9998
RFDDAVVQSDMK 2 0.9998
RFDDAVVQSDMK 3 0.9997

SENVQDLLLLDVTPLSLGIETAGGVMTVLIK 3 0.9843
SFYPEEVSSMVLTK 2 0.9998

SINPDEAVAYGAAVQAAILSGDK 2 0.9997
SQIHDIVLVGGSTR 2 0.9998

STAGDTHLGGEDFDNR 3 0.9998
TVTNAVVTVPAYFNDSQR 2 0.9998
TVTNAVVTVPAYFNDSQR 3 0.9997

VQVEYK 2 0.9854
IPI00003881 HNRNPF Heterogeneous nuclear ribonucleoprotein F 1 40.96 10 13 76,093,751     79,463,539     69,801,251     73,420,112     75,768,241     94,084,622     68,912,994     3,352,664    20,613,283      5,926,135       9,252,464          12,176,029      14,162,646      12,515,847    4.41 25.94 8.49 12.6 16.07 15.05 18.16

ATENDIYNFFSPLNPVR 2 0.9998
ATENDIYNFFSPLNPVR 3 0.9998
DLSYCLSGMYDHR 3 0.9997

FMSVQRPGPYDRPGTAR 3 0.9907
ITGEAFVQFASQELAEK 2 0.9998
ITGEAFVQFASQELAEK 3 0.9998

MRPGAYSTGYGGYEEYSGLSDGYGFTTDLFGR 3 0.9998
QSGEAFVELGSEDDVK 2 0.9998

TEMDWVLK 2 0.9951
VHIEIGPDGR 2 0.9998
VHIEIGPDGR 3 0.8788

VTGEADVEFATHEEAVAAMSK 3 0.9997
YGDSEFTVQSTTGHCVHMR 3 0.9998

IPI00003918 RPL4 60S ribosomal protein L4 1 23.89 7 7 11,366,970     10,584,650     13,596,115     11,060,830     12,203,599     13,113,857     13,439,064     1,241,350    1,990,795        2,053,773       1,563,233          2,228,284        936,260           2,695,332      10.92 18.81 15.11 14.13 18.26 7.14 20.06
IPI00795303 RPL4 cDNA FLJ50996, highly similar to 60S ribosomal protein L4 1 24.64 7 7 11,366,970     10,584,650     13,596,115     11,060,830     12,203,599     13,113,857     13,439,064     1,241,350    1,990,795        2,053,773       1,563,233          2,228,284        936,260           2,695,332      10.92 18.81 15.11 14.13 18.26 7.14 20.06

AAAAAAALQAK 2 0.9996



APIRPDIVNFVHTNLR 3 0.9966
MINTDLSR 2 0.9978

PLISVYSEKGESSGK 3 0.9996
QPYAVSELAGHQTSAESWGTGR 3 0.9997

SGQGAFGNMCR 2 0.9977
YAICSALAASALPALVMSK 2 0.9997

IPI00003925 PDHB Isoform 1 of Pyruvate dehydrogenase E1 component subunit beta, mito 0.994 7.8 2 2 4,767,405        4,449,547        5,119,605        4,978,921        4,839,400        5,459,548        4,534,590        871,056       1,560,196        694,426           682,217              656,260            701,246           614,209          18.27 35.06 13.56 13.7 13.56 12.84 13.54
IPI00549885 PDHB Isoform 2 of Pyruvate dehydrogenase E1 component subunit beta, mito 0.994 8.21 2 2 4,767,405        4,449,547        5,119,605        4,978,921        4,839,400        5,459,548        4,534,590        871,056       1,560,196        694,426           682,217              656,260            701,246           614,209          18.27 35.06 13.56 13.7 13.56 12.84 13.54
IPI00798351 PDHB 35 kDa protein 0.994 8.83 2 2 4,767,405        4,449,547        5,119,605        4,978,921        4,839,400        5,459,548        4,534,590        871,056       1,560,196        694,426           682,217              656,260            701,246           614,209          18.27 35.06 13.56 13.7 13.56 12.84 13.54
IPI00946404 PDHB pyruvate dehydrogenase E1 component subunit beta, mitochondrial iso 0.994 8.21 2 2 4,767,405        4,449,547        5,119,605        4,978,921        4,839,400        5,459,548        4,534,590        871,056       1,560,196        694,426           682,217              656,260            701,246           614,209          18.27 35.06 13.56 13.7 13.56 12.84 13.54

TIRPMDMETIEASVMK 2 0.994
VTGADVPMPYAK 2 0.958

IPI00003929 GSTA3 Glutathione S‐transferase A3 1 4.05 1 1 971,475           1,678,284        1,002,080        899,076           937,198           1,764,021        838,870           258,083       955,073            173,553           196,353              242,794            611,561           188,350          26.57 56.91 17.32 21.84 25.91 34.67 22.45
IPI00644207 GSTA3 Glutathione S‐transferase 1 5.23 1 1 971,475           1,678,284        1,002,080        899,076           937,198           1,764,021        838,870           258,083       955,073            173,553           196,353              242,794            611,561           188,350          26.57 56.91 17.32 21.84 25.91 34.67 22.45
IPI00645674 GSTA3 Glutathione S‐transferase A3 1 8.33 1 1 971,475           1,678,284        1,002,080        899,076           937,198           1,764,021        838,870           258,083       955,073            173,553           196,353              242,794            611,561           188,350          26.57 56.91 17.32 21.84 25.91 34.67 22.45
IPI00170604 GSTA5 Glutathione S‐transferase A5 1 4.05 1 1 971,475           1,678,284        1,002,080        899,076           937,198           1,764,021        838,870           258,083       955,073            173,553           196,353              242,794            611,561           188,350          26.57 56.91 17.32 21.84 25.91 34.67 22.45
IPI00741853 LOC647169 similar to glutathione S‐transferase alpha 3 1 4.17 1 1 971,475           1,678,284        1,002,080        899,076           937,198           1,764,021        838,870           258,083       955,073            173,553           196,353              242,794            611,561           188,350          26.57 56.91 17.32 21.84 25.91 34.67 22.45

AILNYIASK 2 0.9998
IPI00220403 HIST1H2BB Histone H2B type 1‐B 1 26.19 3 6 10,797,289     9,688,422        16,812,403     13,442,375     16,828,662     17,452,204     16,135,074     1,017,695    2,007,923        1,886,181       933,496              1,895,483        4,276,639        2,849,354      9.43 20.72 11.22 6.94 11.26 24.5 17.66
IPI00515061 HIST1H2BJ Histone H2B type 1‐J 1 26.19 3 6 10,797,289     9,688,422        16,812,403     13,442,375     16,828,662     17,452,204     16,135,074     1,017,695    2,007,923        1,886,181       933,496              1,895,483        4,276,639        2,849,354      9.43 20.72 11.22 6.94 11.26 24.5 17.66
IPI00152785 HIST1H2BO Histone H2B type 1‐O 1 26.19 3 6 10,797,289     9,688,422        16,812,403     13,442,375     16,828,662     17,452,204     16,135,074     1,017,695    2,007,923        1,886,181       933,496              1,895,483        4,276,639        2,849,354      9.43 20.72 11.22 6.94 11.26 24.5 17.66
IPI00003935 HIST2H2BE Histone H2B type 2‐E 1 26.19 3 6 10,797,289     9,688,422        16,812,403     13,442,375     16,828,662     17,452,204     16,135,074     1,017,695    2,007,923        1,886,181       933,496              1,895,483        4,276,639        2,849,354      9.43 20.72 11.22 6.94 11.26 24.5 17.66
IPI00166293 HIST3H2BB Histone H2B type 3‐B 1 26.19 3 6 10,797,289     9,688,422        16,812,403     13,442,375     16,828,662     17,452,204     16,135,074     1,017,695    2,007,923        1,886,181       933,496              1,895,483        4,276,639        2,849,354      9.43 20.72 11.22 6.94 11.26 24.5 17.66

AMGIMNSFVNDIFER 1 0.9998
AMGIMNSFVNDIFER 2 0.9998
AMGIMNSFVNDIFER 3 0.9997

ESYSIYVYK 2 0.9943
LLLPGELAK 1 0.9303
LLLPGELAK 2 0.8573

IPI00003949 UBE2N Ubiquitin‐conjugating enzyme E2 N 1 27.63 4 4 17,152,790     18,364,888     14,532,502     15,825,442     16,396,803     20,824,440     15,461,582     650,774       4,638,332        932,713           1,678,360          1,533,589        2,327,184        2,557,896      3.79 25.26 6.42 10.61 9.35 11.18 16.54
IPI00874051 UBE2N 16 kDa protein 1 29.17 4 4 17,152,790     18,364,888     14,532,502     15,825,442     16,396,803     20,824,440     15,461,582     650,774       4,638,332        932,713           1,678,360          1,533,589        2,327,184        2,557,896      3.79 25.26 6.42 10.61 9.35 11.18 16.54

LELFLPEEYPMAAPK 2 0.9997
LLAEPVPGIK 2 0.9833

LLAEPVPGIKAEPDESNAR 3 0.9986
WSPALQIR 2 0.97

IPI00003965 USP7 Ubiquitin carboxyl‐terminal hydrolase 7 0.967 1.09 1 1 4,386,615        4,100,905        4,038,935        4,987,700        4,238,155        4,484,765        4,837,725        1,236,223    595,629            506,612           980,207              815,861            507,049           699,325          28.18 14.52 12.54 19.65 19.25 11.31 14.46
IPI00646721 USP7 Ubiquitin carboxyl‐terminal hydrolase 0.967 1.1 1 1 4,386,615        4,100,905        4,038,935        4,987,700        4,238,155        4,484,765        4,837,725        1,236,223    595,629            506,612           980,207              815,861            507,049           699,325          28.18 14.52 12.54 19.65 19.25 11.31 14.46

LNTDPMLLQFFK 2 0.9672
IPI00004067 SECISBP2L Isoform 1 of Selenocysteine insertion sequence‐binding protein 2‐like 0.953 2.82 1 1 289,738           279,359           286,984           261,524           273,028           356,247           338,290           62,021         71,163              34,202             62,265                46,671              63,725             106,182          21.41 25.47 11.92 23.81 17.09 17.89 31.39
IPI00655652 SECISBP2L Isoform 2 of Selenocysteine insertion sequence‐binding protein 2‐like 0.953 2.94 1 1 289,738           279,359           286,984           261,524           273,028           356,247           338,290           62,021         71,163              34,202             62,265                46,671              63,725             106,182          21.41 25.47 11.92 23.81 17.09 17.89 31.39

NPDSGTMNHVESSMCAGGVNWSNVTCQATQK 3 0.9534
IPI00004233 MKI67 Isoform Long of Antigen KI‐67 0.984 0.8 2 2 17,417,235     19,285,345     14,906,960     15,959,645     15,685,970     23,192,430     14,510,335     616,638       5,465,360        1,331,665       2,507,834          2,641,862        4,799,418        3,231,736      3.54 28.34 8.93 15.71 16.84 20.69 22.27
IPI00413173 MKI67 Isoform Short of Antigen KI‐67 0.984 0.9 2 2 17,417,235     19,285,345     14,906,960     15,959,645     15,685,970     23,192,430     14,510,335     616,638       5,465,360        1,331,665       2,507,834          2,641,862        4,799,418        3,231,736      3.54 28.34 8.93 15.71 16.84 20.69 22.27

QESGSEIHVEVK 2 0.9348
QMLDPANYGTGMER 3 0.8255

IPI00004273 RBM25 Isoform 1 of RNA‐binding protein 25 0.999 2.97 1 1 2,841,180        3,000,100        2,923,670        3,109,990        2,940,580        3,426,380        2,561,550        469,958       1,024,515        518,771           630,061              355,949            433,732           742,695          16.54 34.15 17.74 20.26 12.1 12.66 28.99
IPTAKPELFAYPLDWSIVDSILMER 3 0.9991

IPI00004358 PYGB Glycogen phosphorylase, brain form 1 33.69 23 24 213,258,919   205,388,659   196,387,841   199,523,210   197,565,250   245,784,237   189,299,509   16,856,671  47,446,668      14,479,462     20,053,003        21,482,289      35,921,987      26,579,377    7.9 23.1 7.37 10.05 10.87 14.62 14.04
EYYDHLPELK 2 0.9234

GLAGLGDVAEVR 2 0.9985
GLAGLGDVAEVRK 2 0.9674
IGEEFLTDLSQLKK 3 0.9998

IVNGWQVEEADDWLR 2 0.9998
LAACFLDSMATLGLAAYGYGIR 2 0.9998

LKQEYFVVAATLQDIIR 3 0.9977
LLPLVSDEVFIR 2 0.9997

LLPLVSDEVFIRDVAK 2 0.9928
LLPLVSDEVFIRDVAK 3 0.9723
LQDFNVGDYIEAVLDR 2 0.9998

LVTSIGDVVNHDPVVGDR 3 0.9997
MSVIEEGDCKR 2 0.9502

QAVDQISSGFFSPK 2 0.9998
RWLLLCNPGLADTIVEK 3 0.9997

TCFETFPDKVAIQLNDTHPALSIPELMR 3 0.988
VEDVEALDR 2 0.9993
VIFLENYR 2 0.9996

VLYPNDNFFEGK 2 0.9997
WLDTQVVLAMPYDTPVPGYK 2 0.9998

WLLLCNPGLADTIVEK 2 0.9996
WPVSMFEK 2 0.999
YEFGIFNQK 2 0.9917
YGNPWEK 2 0.9728

IPI00004450 RBMXL2 RNA‐binding motif protein, X‐linked‐like‐2 0.976 5.36 2 2 8,128,470        8,975,849        7,546,100        7,366,520        7,634,930        8,269,070        7,001,510        698,796       3,161,383        883,050           1,173,599          2,112,847        766,805           1,255,665      8.6 35.22 11.7 15.93 27.67 9.27 17.93
IVEVLLMK 2 0.8817

LFIGGLNLETDEK 2 0.8044
IPI00004489 MOCS3 Adenylyltransferase and sulfurtransferase MOCS3 0.989 3.48 1 1 4,540,780        4,975,900        5,173,440        4,572,220        5,421,410        5,612,660        5,450,120        225,732       894,089            759,664           700,863              1,140,669        598,105           1,399,770      4.97 17.97 14.68 15.33 21.04 10.66 25.68

LGLVDYDVVEMSNLAR 2 0.9889
IPI00004534 PFAS Phosphoribosylformylglycinamidine synthase 0.995 1.2 1 1 848,727           1,104,790        865,424           1,024,940        1,072,165        1,142,495        1,035,625        143,497       328,725            197,098           270,986              102,571            118,754           209,917          16.91 29.75 22.77 26.44 9.57 10.39 20.27
IPI00929344 PFAS phosphoribosylformylglycinamidine synthase 0.995 1.2 1 1 848,727           1,104,790        865,424           1,024,940        1,072,165        1,142,495        1,035,625        143,497       328,725            197,098           270,986              102,571            118,754           209,917          16.91 29.75 22.77 26.44 9.57 10.39 20.27

LMWLFGCPLLLDDVAR 2 0.9947
IPI00004573 PIGR Polymeric immunoglobulin receptor 0.988 4.06 1 1 3,930,120        3,527,780        3,558,220        4,052,090        3,703,460        4,252,240        3,493,810        184,324       723,593            287,097           404,199              234,069            569,410           470,082          4.69 20.51 8.07 9.98 6.32 13.39 13.45

SSKEEAEMAYKDFLLQSSTVAAEAQDGPQEA 3 0.9876
IPI00004795 CLNS1A Methylosome subunit pICln 0.971 5.49 1 1 7,420,170        6,891,150        5,707,300        5,703,140        5,553,840        7,327,730        5,973,420        1,565,141    1,373,605        427,109           1,392,791          1,371,957        389,228           1,529,373      21.09 19.93 7.48 24.42 24.7 5.31 25.6

GLGTGTLYIAESR 2 0.9711
IPI00004838 CRK Isoform Crk‐II of Adapter molecule crk 0.991 5.59 1 1 2,353,907        2,055,930        2,204,553        2,307,200        2,092,803        1,955,577        2,367,587        289,794       422,219            289,618           344,251              177,823            190,400           535,977          12.31 20.54 13.14 14.92 8.5 9.74 22.64
IPI00305469 CRK adapter molecule crk isoform b 0.991 8.33 1 1 2,353,907        2,055,930        2,204,553        2,307,200        2,092,803        1,955,577        2,367,587        289,794       422,219            289,618           344,251              177,823            190,400           535,977          12.31 20.54 13.14 14.92 8.5 9.74 22.64
IPI00399054 CRK Isoform Crk‐I of Adapter molecule crk 0.991 8.33 1 1 2,353,907        2,055,930        2,204,553        2,307,200        2,092,803        1,955,577        2,367,587        289,794       422,219            289,618           344,251              177,823            190,400           535,977          12.31 20.54 13.14 14.92 8.5 9.74 22.64

IGDQEFDSLPALLEFYK 2 0.9907
IPI00004839 CRKL Crk‐like protein 1 14.85 4 4 38,057,680     37,514,650     35,104,530     37,026,850     36,338,060     47,287,380     36,012,440     3,473,537    7,347,604        4,612,449       4,952,594          5,807,394        9,898,930        6,634,165      9.13 19.59 13.14 13.38 15.98 20.93 18.42

HGMFLVR 2 0.9896
IHYLDTTTLIEPAPR 3 0.9994
TALALEVGDIVK 2 0.9276
VGMIPVPYVEK 2 0.9694

IPI00004860 RARS Isoform Complexed of Arginyl‐tRNA synthetase, cytoplasmic 0.993 2.58 1 1 2,535,575        2,588,965        1,930,385        2,226,190        2,014,645        2,699,505        1,755,240        356,044       711,154            302,712           247,693              178,679            130,944           341,923          14.04 27.47 15.68 11.13 8.87 4.85 19.48
IPI00759723 RARS Isoform Monomeric of Arginyl‐tRNA synthetase, cytoplasmic 0.993 2.89 1 1 2,535,575        2,588,965        1,930,385        2,226,190        2,014,645        2,699,505        1,755,240        356,044       711,154            302,712           247,693              178,679            130,944           341,923          14.04 27.47 15.68 11.13 8.87 4.85 19.48

FGDYQCNSAMGISQMLK 2 0.9927
IPI00004902 ETFB Isoform 1 of Electron transfer flavoprotein subunit beta 0.999 6.27 1 1 5,102,105        4,333,880        4,578,220        4,299,155        4,814,885        5,187,480        4,767,255        1,050,649    865,898            646,131           1,194,788          1,018,861        966,121           1,074,283      20.59 19.98 14.11 27.79 21.16 18.62 22.53
IPI00556451 ETFB Isoform 2 of Electron transfer flavoprotein subunit beta 0.999 4.62 1 1 5,102,105        4,333,880        4,578,220        4,299,155        4,814,885        5,187,480        4,767,255        1,050,649    865,898            646,131           1,194,788          1,018,861        966,121           1,074,283      20.59 19.98 14.11 27.79 21.16 18.62 22.53

IEVIKPGDLGVDLTSK 3 0.9994
IPI00005038 HRSP12 Ribonuclease UK114 0.901 8.03 1 1 5,310,033        5,205,880        4,776,967        4,867,500        5,031,633        5,660,600        4,767,567        295,017       964,789            434,076           402,372              354,895            714,410           749,230          5.56 18.53 9.09 8.27 7.05 12.62 15.72
IPI00795860 HRSP12 11 kDa protein 0.901 11.11 1 1 5,310,033        5,205,880        4,776,967        4,867,500        5,031,633        5,660,600        4,767,567        295,017       964,789            434,076           402,372              354,895            714,410           749,230          5.56 18.53 9.09 8.27 7.05 12.62 15.72
IPI00796361 HRSP12 8 kDa protein 0.901 14.47 1 1 5,310,033        5,205,880        4,776,967        4,867,500        5,031,633        5,660,600        4,767,567        295,017       964,789            434,076           402,372              354,895            714,410           749,230          5.56 18.53 9.09 8.27 7.05 12.62 15.72

AAGCDFTNVVK 2 0.9009
IPI00005087 TMOD3 Tropomodulin‐3 1 8.81 2 2 11,995,109     13,874,929     11,522,200     13,769,820     11,458,400     15,230,730     11,751,170     2,397,834    3,305,261        1,375,375       1,620,204          1,888,180        1,919,873        1,836,073      19.99 23.82 11.94 11.77 16.48 12.61 15.62



SLNVESNFITGVGILALIDALR 2 0.9981
SLNVESNFITGVGILALIDALRDNETLAELK 3 0.9996

IPI00005102 SMS Isoform 1 of Spermine synthase 1 4.1 2 2 6,609,765        6,382,470        5,732,227        6,095,785        6,076,370        7,455,680        5,224,315        1,480,996    1,365,828        1,057,827       1,081,836          1,223,798        1,484,553        721,233          22.41 21.4 18.45 17.75 20.14 19.91 13.81
NGSFANLR 2 0.9917
RLPPIVR 2 0.8484

IPI00005154 SSRP1 FACT complex subunit SSRP1 1 5.22 3 3 21,770,660     23,047,380     20,541,590     20,834,220     22,721,990     26,772,680     22,385,240     773,652       5,922,425        2,513,295       2,544,890          4,776,449        3,757,394        6,011,481      3.55 25.7 12.24 12.21 21.02 14.03 26.85
ADVIQATGDAICIFR 2 0.9991

ASSGLLYPLER 2 0.9637
FDEISFVNFAR 2 0.9997

IPI00005159 ACTR2 Actin‐related protein 2 1 16.24 5 5 16,384,730     15,731,670     14,779,722     14,509,122     15,393,201     17,584,222     15,846,732     1,284,244    3,748,343        1,895,480       1,813,116          1,215,096        1,487,299        3,947,382      7.84 23.83 12.82 12.5 7.89 8.46 24.91
DLMVGDEASELR 2 0.9967
GYAFNHSADFETVR 3 0.999
HLWDYTFGPEK 2 0.9932
ILLTEPPMNPTK 2 0.9996

SMLEVNYPMENGIVR 2 0.9997
IPI00911088 ‐ cDNA FLJ51245, highly similar to Actin‐related protein 2/3 complex sub 0.984 6.59 1 1 1,415,820        1,239,118        1,419,596        1,454,048        1,286,580        1,332,124        1,622,800        154,262       273,200            290,371           280,950              269,616            167,207           534,786          10.9 22.05 20.45 19.32 20.96 12.55 32.95
IPI00005162 ARPC3 Actin‐related protein 2/3 complex subunit 3 0.984 6.18 1 1 1,415,820        1,239,118        1,419,596        1,454,048        1,286,580        1,332,124        1,622,800        154,262       273,200            290,371           280,950              269,616            167,207           534,786          10.9 22.05 20.45 19.32 20.96 12.55 32.95
IPI00796102 ARPC3 Putative uncharacterized protein ARPC3 0.984 11.11 1 1 1,415,820        1,239,118        1,419,596        1,454,048        1,286,580        1,332,124        1,622,800        154,262       273,200            290,371           280,950              269,616            167,207           534,786          10.9 22.05 20.45 19.32 20.96 12.55 32.95
IPI00797967 ARPC3 6 kDa protein 0.984 20 1 1 1,415,820        1,239,118        1,419,596        1,454,048        1,286,580        1,332,124        1,622,800        154,262       273,200            290,371           280,950              269,616            167,207           534,786          10.9 22.05 20.45 19.32 20.96 12.55 32.95
IPI00871870 ARPC3 21 kDa protein 0.984 6.18 1 1 1,415,820        1,239,118        1,419,596        1,454,048        1,286,580        1,332,124        1,622,800        154,262       273,200            290,371           280,950              269,616            167,207           534,786          10.9 22.05 20.45 19.32 20.96 12.55 32.95

LIGNMALLPIR 2 0.9839
IPI00005198 ILF2 Interleukin enhancer‐binding factor 2 0.995 3.59 1 1 3,253,825        3,697,340        3,626,660        3,686,270        3,827,940        3,989,925        3,808,340        651,357       984,107            1,132,399       913,782              820,312            440,496           1,466,401      20.02 26.62 31.22 24.79 21.43 11.04 38.5
IPI00641665 ILF2 12 kDa protein 0.995 12.17 1 1 3,253,825        3,697,340        3,626,660        3,686,270        3,827,940        3,989,925        3,808,340        651,357       984,107            1,132,399       913,782              820,312            440,496           1,466,401      20.02 26.62 31.22 24.79 21.43 11.04 38.5

ILPTLEAVAALGNK 2 0.9951
IPI00005474 LHPP Phospholysine phosphohistidine inorganic pyrophosphate phosphatase 0.942 3.33 1 1 3,826,663        3,780,757        2,847,220        3,026,087        3,221,790        3,936,817        3,180,083        441,751       906,531            632,212           639,309              169,315            1,705,291        565,799          11.54 23.98 22.2 21.13 5.26 43.32 17.79
IPI00642397 LHPP phospholysine phosphohistidine inorganic pyrophosphate phosphatase 0.942 4.29 1 1 3,826,663        3,780,757        2,847,220        3,026,087        3,221,790        3,936,817        3,180,083        441,751       906,531            632,212           639,309              169,315            1,705,291        565,799          11.54 23.98 22.2 21.13 5.26 43.32 17.79
IPI00643622 LHPP Phospholysine phosphohistidine inorganic pyrophosphate phosphatase 0.942 4.25 1 1 3,826,663        3,780,757        2,847,220        3,026,087        3,221,790        3,936,817        3,180,083        441,751       906,531            632,212           639,309              169,315            1,705,291        565,799          11.54 23.98 22.2 21.13 5.26 43.32 17.79

AELVGQLQR 2 0.9418
IPI00005487 RBKS Ribokinase 0.999 6.52 1 1 2,797,795        3,335,180        3,255,625        3,061,985        2,923,115        3,882,750        3,032,325        798,403       919,686            651,135           817,610              575,365            674,535           1,318,694      28.54 27.58 20 26.7 19.68 17.37 43.49
IPI00894412 RBKS cDNA FLJ60169, highly similar to Ribokinase 0.999 7.34 1 1 2,797,795        3,335,180        3,255,625        3,061,985        2,923,115        3,882,750        3,032,325        798,403       919,686            651,135           817,610              575,365            674,535           1,318,694      28.54 27.58 20 26.7 19.68 17.37 43.49

VMVCQLEITPATSLEALTMAR 3 0.9992
IPI00005537 MRPL12 cDNA FLJ60124, highly similar to Mitochondrial dicarboxylate carrier 1 5.2 2 2 16,106,440     14,241,930     14,589,060     14,362,410     14,012,830     14,025,040     13,686,340     1,375,365    3,517,182        1,449,770       1,166,097          2,970,647        2,129,397        2,356,060      8.54 24.7 9.94 8.12 21.2 15.18 17.21

KLVESLPQEIK 2 0.9719
NYIQGINLVQAK 2 0.9977

IPI00005573 NT5C Isoform 1 of 5'(3')‐deoxyribonucleotidase, cytosolic type 0.999 15.42 2 2 6,950,590        6,144,453        6,754,995        5,753,250        6,815,318        7,788,165        6,084,653        1,234,528    1,497,943        952,160           1,582,455          1,703,534        986,203           1,059,927      17.76 24.38 14.1 27.51 25 12.66 17.42
IPI00790117 NT5C 20 kDa protein 0.999 17.03 2 2 6,950,590        6,144,453        6,754,995        5,753,250        6,815,318        7,788,165        6,084,653        1,234,528    1,497,943        952,160           1,582,455          1,703,534        986,203           1,059,927      17.76 24.38 14.1 27.51 25 12.66 17.42

VLVDMDGVLADFEAGLLR 2 0.9996
WVEQHLGPQFVER 3 0.8025

IPI00005578 EHD4 EH domain‐containing protein 4 0.982 2.22 1 1 8,646,170        10,010,780     7,238,880        7,580,570        7,813,850        9,856,210        8,671,450        729,977       3,114,038        1,260,583       1,460,465          641,197            2,172,767        2,489,176      8.44 31.11 17.41 19.27 8.21 22.04 28.71
LIEAVDNMLSNK 2 0.982

IPI00457142 LOC441722 similar to U2 small nuclear RNA auxillary factor 1 1 7 2 2 1,787,351        1,518,251        1,476,003        1,510,974        1,515,648        1,613,014        1,359,579        100,707       316,513            156,932           186,918              274,694            221,002           307,881          5.63 20.85 10.63 12.37 18.12 13.7 22.65
IPI00943738 LOC441722 similar to U2 small nuclear RNA auxillary factor 1 1 7 2 2 1,787,351        1,518,251        1,476,003        1,510,974        1,515,648        1,613,014        1,359,579        100,707       316,513            156,932           186,918              274,694            221,002           307,881          5.63 20.85 10.63 12.37 18.12 13.7 22.65
IPI00005613 U2AF1 Splicing factor U2AF 35 kDa subunit 1 7.08 2 2 1,787,351        1,518,251        1,476,003        1,510,974        1,515,648        1,613,014        1,359,579        100,707       316,513            156,932           186,918              274,694            221,002           307,881          5.63 20.85 10.63 12.37 18.12 13.7 22.65
IPI00619914 U2AF1 splicing factor U2AF 35 kDa subunit isoform b 1 7.08 2 2 1,787,351        1,518,251        1,476,003        1,510,974        1,515,648        1,613,014        1,359,579        100,707       316,513            156,932           186,918              274,694            221,002           307,881          5.63 20.85 10.63 12.37 18.12 13.7 22.65
IPI00619942 U2AF1 splicing factor U2AF 35 kDa subunit isoform c 1 10.18 2 2 1,787,351        1,518,251        1,476,003        1,510,974        1,515,648        1,613,014        1,359,579        100,707       316,513            156,932           186,918              274,694            221,002           307,881          5.63 20.85 10.63 12.37 18.12 13.7 22.65

AVIDLNNR 2 0.9537
QYEMGECTR 2 0.9921

IPI00005614 SPTBN1 Isoform Long of Spectrin beta chain, brain 1 1 32.91 54 59 275,983,834   272,940,171   249,691,151   252,419,469   257,843,186   314,380,517   249,548,230   12,576,038  55,562,632      24,565,413     24,814,728        28,784,572      32,891,209      46,008,107    4.56 20.36 9.84 9.83 11.16 10.46 18.44
AFEDEMSGR 2 0.9997

AQTLPTSVVTITSESSPGKR 2 0.9164
AQTLPTSVVTITSESSPGKR 3 0.999

DALLLWCQMK 2 0.9987
DGLNEAWADLLELIDTR 2 0.9998
DGLNEAWADLLELIDTR 3 0.9997

DGMAFNALIHK 2 0.9992
DLDDFQSWLSR 2 0.9998

DMGEMVTQGQTDAQYMFLR 3 0.95
EAEKLESEHPDQAQAILSR 3 0.9997
EGEDMIAEEHFGSEK 2 0.9874

EIGQSVDEVEK 2 0.9997
ENEVLEAWK 2 0.9815

EQWANLEQLSAIR 2 0.9997
FATDGEGYKPCDPQVIR 3 0.9903
FESLEPEMNNQASR 2 0.9998
FFWEMAEEEGWIR 2 0.9998
FMELLEPLNER 2 0.9998

FQIQDISVETEDNKEK 3 0.9312
GNLEVLLFTIQSK 2 0.9954
HLLGVEDLLQK 2 0.9988

HQILEQAVEDYAETVHQLSK 3 0.9998
HRPDLIDFDK 3 0.9272

IFQEMLYIMDWMDEMK 2 0.9998
ILSSDDYGKDLTSVMR 3 0.9991

ITDLYTDLRDGR 3 0.8862
IVSSSDVGHDEYSTQSLVK 3 0.999
KKEIEELQSQAQALSQEGK 3 0.8489

LAEISDVWEEMK 2 0.9998
LEEASLLHQFQADADDIDAWMLDILK 2 0.9713
LEEASLLHQFQADADDIDAWMLDILK 3 0.9998

LEMNLGLQK 2 0.9131
LILEVHQFSR 2 0.9992
LLEVLSGER 2 0.9882
LLQLTEK 2 0.9329

LLTQHENIKNEIDNYEEDYQK 3 0.9996
LQAAYAGDKADDIQKR 3 0.9992
LQALDTGWNELHK 2 0.9991
LQALDTGWNELHK 3 0.9998

LVDTGDKFR 2 0.9872
LVSQDNFGFDLPAVEAATK 2 0.9998
MHTTFEHDIQALGTQVR 3 0.9991
MLTAQDMSYDEAR 2 0.9998
MWEVLESTTQTK 2 0.9998

QAEAFLNNQEYVLAHTEMPTTLEGAEAAIK 3 0.9998
QLWGLLIEETEKR 2 0.994

QNLLSQSHAYQQFLR 2 0.9902
QNLLSQSHAYQQFLR 3 0.9876
QQMLENQMEVR 2 0.9992

SLLDACESR 2 0.9985
SNAHYNLQNAFNLAEQHLGLTK 3 0.9998

SQNIVTDSSSLSAEAIR 3 0.9099
TAGYPNVNIHNFTTSWR 3 0.9797

TQILAASYELHK 3 0.9998
VAHMEFCYQELCQLAAER 3 0.8606

VAVVNQIAR 2 0.9997



VLDNAIETEK 2 0.9975
VQAVVAVAR 2 0.9997

YESLASDLLEWIEQTIIILNNR 3 0.9998
IPI00291398 TIA1 Isoform Long of Nucleolysin TIA‐1 isoform p40 0.994 3.37 1 1 1,322,027        1,316,197        1,189,756        1,285,266        1,203,917        1,360,414        1,163,183        185,525       344,334            203,298           199,773              152,275            145,029           224,846          14.03 26.16 17.09 15.54 12.65 10.66 19.33
IPI00333996 TIA1 Isoform Short of Nucleolysin TIA‐1 isoform p40 0.994 3.47 1 1 1,322,027        1,316,197        1,189,756        1,285,266        1,203,917        1,360,414        1,163,183        185,525       344,334            203,298           199,773              152,275            145,029           224,846          14.03 26.16 17.09 15.54 12.65 10.66 19.33
IPI00926358 TIA1 Putative uncharacterized protein TIA1 0.994 3.38 1 1 1,322,027        1,316,197        1,189,756        1,285,266        1,203,917        1,360,414        1,163,183        185,525       344,334            203,298           199,773              152,275            145,029           224,846          14.03 26.16 17.09 15.54 12.65 10.66 19.33
IPI00927286 TIA1 Putative uncharacterized protein TIA1 0.994 4.56 1 1 1,322,027        1,316,197        1,189,756        1,285,266        1,203,917        1,360,414        1,163,183        185,525       344,334            203,298           199,773              152,275            145,029           224,846          14.03 26.16 17.09 15.54 12.65 10.66 19.33
IPI00005615 TIAL1 Nucleolysin TIAR 0.994 3.47 1 1 1,322,027        1,316,197        1,189,756        1,285,266        1,203,917        1,360,414        1,163,183        185,525       344,334            203,298           199,773              152,275            145,029           224,846          14.03 26.16 17.09 15.54 12.65 10.66 19.33
IPI00644708 TIAL1 nucleolysin TIAR isoform 2 0.994 3.32 1 1 1,322,027        1,316,197        1,189,756        1,285,266        1,203,917        1,360,414        1,163,183        185,525       344,334            203,298           199,773              152,275            145,029           224,846          14.03 26.16 17.09 15.54 12.65 10.66 19.33
IPI00647436 TIAL1 TIA1 cytotoxic granule‐associated RNA binding protein‐like 1, isoform C 0.994 4.91 1 1 1,322,027        1,316,197        1,189,756        1,285,266        1,203,917        1,360,414        1,163,183        185,525       344,334            203,298           199,773              152,275            145,029           224,846          14.03 26.16 17.09 15.54 12.65 10.66 19.33

QTFSPFGQIMEIR 2 0.9941
IPI00005657 PFDN6 Prefoldin subunit 6 0.994 9.3 1 1 6,306,560        6,354,000        8,035,840        7,480,020        7,207,790        6,621,990        7,268,410        1,442,826    1,226,247        1,599,941       1,943,943          1,583,388        1,108,737        2,311,740      22.88 19.3 19.91 25.99 21.97 16.74 31.81

ETLAQLQQEFQR 2 0.9943
IPI00029733 AKR1C1 Aldo‐keto reductase family 1 member C1 1 9.6 2 2 3,205,561        2,705,567        2,728,591        3,170,643        2,760,631        3,314,930        3,212,112        669,850       731,289            612,288           451,562              354,374            438,469           780,111          20.9 27.03 22.44 14.24 12.84 13.23 24.29
IPI00005668 AKR1C2 Aldo‐keto reductase family 1 member C2 1 9.6 2 2 3,205,561        2,705,567        2,728,591        3,170,643        2,760,631        3,314,930        3,212,112        669,850       731,289            612,288           451,562              354,374            438,469           780,111          20.9 27.03 22.44 14.24 12.84 13.23 24.29
IPI00910990 AKR1C2 cDNA FLJ52680, highly similar to Aldo‐keto reductase family 1 member  1 10.44 2 2 3,205,561        2,705,567        2,728,591        3,170,643        2,760,631        3,314,930        3,212,112        669,850       731,289            612,288           451,562              354,374            438,469           780,111          20.9 27.03 22.44 14.24 12.84 13.23 24.29

LNDGHFMPVLGFGTYAPAEVPK 3 0.9792
REDIFYTSK 2 0.9955

IPI00894274 PPP1CB Serine/threonine‐protein phosphatase 1 15.08 2 2 1,531,508        1,324,037        1,393,694        1,326,498        1,367,011        1,459,489        1,591,707        93,175         244,228            217,840           262,938              258,612            210,162           293,411          6.08 18.45 15.63 19.82 18.92 14.4 18.43
IPI00930380 PPP1CB 20 kDa protein 1 15.98 2 2 1,531,508        1,324,037        1,393,694        1,326,498        1,367,011        1,459,489        1,591,707        93,175         244,228            217,840           262,938              258,612            210,162           293,411          6.08 18.45 15.63 19.82 18.92 14.4 18.43
IPI00005705 PPP1CC Isoform Gamma‐1 of Serine/threonine‐protein phosphatase PP1‐gamm 1 8.36 2 2 1,531,508        1,324,037        1,393,694        1,326,498        1,367,011        1,459,489        1,591,707        93,175         244,228            217,840           262,938              258,612            210,162           293,411          6.08 18.45 15.63 19.82 18.92 14.4 18.43
IPI00218187 PPP1CC Isoform Gamma‐2 of Serine/threonine‐protein phosphatase PP1‐gamm 1 8.01 2 2 1,531,508        1,324,037        1,393,694        1,326,498        1,367,011        1,459,489        1,591,707        93,175         244,228            217,840           262,938              258,612            210,162           293,411          6.08 18.45 15.63 19.82 18.92 14.4 18.43

IYGFYDECK 2 0.9428
TFTDCFNCLPIAAIVDEK 2 0.9997

IPI00005711 HDAC6 cDNA FLJ56474, highly similar to Histone deacetylase 6 0.992 1.95 1 1 614,880           528,059           575,124           560,120           614,293           648,437           602,133           44,364         122,840            150,291           111,175              49,344              87,757             147,638          7.22 23.26 26.13 19.85 8.03 13.53 24.52
IPI00939619 HDAC6 cDNA FLJ37805 fis, clone BRSSN2001342, highly similar to Histone deac 0.992 2.74 1 1 614,880           528,059           575,124           560,120           614,293           648,437           602,133           44,364         122,840            150,291           111,175              49,344              87,757             147,638          7.22 23.26 26.13 19.85 8.03 13.53 24.52
IPI00940882 HDAC6 Histone deacetylase 6 0.992 1.98 1 1 614,880           528,059           575,124           560,120           614,293           648,437           602,133           44,364         122,840            150,291           111,175              49,344              87,757             147,638          7.22 23.26 26.13 19.85 8.03 13.53 24.52

LVLPIAYEFNPELVLVSAGFDAAR 3 0.9919
IPI00922662 ‐ cDNA FLJ57768, highly similar to Ras‐related protein Rab‐1A 0.994 19.08 2 2 2,546,801        2,802,241        2,532,034        2,637,833        2,734,812        3,257,616        2,345,906        305,144       625,567            291,764           474,087              391,984            217,551           319,338          11.98 22.32 11.52 17.97 14.33 6.68 13.61
IPI00005719 RAB1A Isoform 1 of Ras‐related protein Rab‐1A 0.994 16.1 2 2 2,546,801        2,802,241        2,532,034        2,637,833        2,734,812        3,257,616        2,345,906        305,144       625,567            291,764           474,087              391,984            217,551           319,338          11.98 22.32 11.52 17.97 14.33 6.68 13.61
IPI00334174 RAB1A Isoform 2 of Ras‐related protein Rab‐1A 0.994 23.4 2 2 2,546,801        2,802,241        2,532,034        2,637,833        2,734,812        3,257,616        2,345,906        305,144       625,567            291,764           474,087              391,984            217,551           319,338          11.98 22.32 11.52 17.97 14.33 6.68 13.61
IPI00917079 RAB1A 19 kDa protein 0.994 19.08 2 2 2,546,801        2,802,241        2,532,034        2,637,833        2,734,812        3,257,616        2,345,906        305,144       625,567            291,764           474,087              391,984            217,551           319,338          11.98 22.32 11.52 17.97 14.33 6.68 13.61
IPI00937805 RAB1A 23 kDa protein 0.994 16.1 2 2 2,546,801        2,802,241        2,532,034        2,637,833        2,734,812        3,257,616        2,345,906        305,144       625,567            291,764           474,087              391,984            217,551           319,338          11.98 22.32 11.52 17.97 14.33 6.68 13.61

EFADSLGIPFLETSAK 2 0.9741
NATNVEQSFMTMAAEIK 2 0.9942

IPI00005792 PABPN1 Isoform 1 of Polyadenylate‐binding protein 2 0.986 3.59 1 1 3,875,705        3,522,125        3,710,305        3,218,735        3,860,250        3,842,380        3,746,765        763,104       691,005            564,786           646,963              579,231            415,843           512,471          19.69 19.62 15.22 20.1 15.01 10.82 13.68
IPI00414963 PABPN1 Isoform 2 of Polyadenylate‐binding protein 2 0.986 3.72 1 1 3,875,705        3,522,125        3,710,305        3,218,735        3,860,250        3,842,380        3,746,765        763,104       691,005            564,786           646,963              579,231            415,843           512,471          19.69 19.62 15.22 20.1 15.01 10.82 13.68

TSLALDESLFR 2 0.9863
IPI00005914 SHPK Sedoheptulokinase 0.994 5.02 1 2 8,053,468        5,345,878        7,168,657        7,552,422        6,372,024        6,862,858        7,623,319        1,119,533    1,010,048        628,228           642,171              1,001,856        652,715           964,122          13.9 18.89 8.76 8.5 15.72 9.51 12.65

AFPLPMSFGQDVDAAVGAALVMLR 2 0.9645
AFPLPMSFGQDVDAAVGAALVMLR 3 0.9944

IPI00005969 CAPZA1 F‐actin‐capping protein subunit alpha‐1 1 27.62 5 5 17,155,629     16,283,139     15,669,019     15,556,379     15,331,174     18,532,089     15,174,736     1,146,928    3,460,396        2,708,878       1,410,436          1,720,678        1,420,932        2,830,590      6.69 21.25 17.29 9.07 11.22 7.67 18.65
IPI00873484 CAPZA1 32 kDa protein 1 28.62 5 5 17,155,629     16,283,139     15,669,019     15,556,379     15,331,174     18,532,089     15,174,736     1,146,928    3,460,396        2,708,878       1,410,436          1,720,678        1,420,932        2,830,590      6.69 21.25 17.29 9.07 11.22 7.67 18.65

DVQDSLTVSNEAQTAK 2 0.9998
FITHAPPGEFNEVFNDVR 3 0.9996
FTITPPTAQVVGVLK 2 0.9996

LLLNNDNLLR 2 0.9997
TIDGQQTIIACIESHQFQPK 3 0.9996

IPI00005978 SRSF2 Serine/arginine‐rich splicing factor 2 1 11.31 2 2 3,072,986        2,948,776        2,658,743        2,936,002        2,776,286        3,327,409        2,718,145        296,625       628,705            273,522           397,240              301,233            269,805           496,002          9.65 21.32 10.29 13.53 10.85 8.11 18.25
IPI00385786 SRSF2 cDNA FLJ35170 fis, clone PLACE6012942, highly similar to SPLICING FAC 1 12.44 2 2 3,072,986        2,948,776        2,658,743        2,936,002        2,776,286        3,327,409        2,718,145        296,625       628,705            273,522           397,240              301,233            269,805           496,002          9.65 21.32 10.29 13.53 10.85 8.11 18.25
IPI00796848 SRSF2 cDNA FLJ52570, highly similar to Splicing factor, arginine/serine‐rich 2 1 11.96 2 2 3,072,986        2,948,776        2,658,743        2,936,002        2,776,286        3,327,409        2,718,145        296,625       628,705            273,522           397,240              301,233            269,805           496,002          9.65 21.32 10.29 13.53 10.85 8.11 18.25

DAEDAMDAMDGAVLDGR 2 0.9938
VGDVYIPR 2 0.9984

IPI00006034 CRIP2 Cysteine‐rich protein 2 1 24.52 2 2 10,389,050     12,974,830     10,232,890     10,609,480     10,058,300     13,475,870     10,171,010     1,655,891    3,085,738        880,853           1,425,417          357,491            1,938,755        1,430,449      15.94 23.78 8.61 13.44 3.55 14.39 14.06
GVNIGGAGSYIYEKPLAEGPQVTGPIEVPAAR 3 0.9997

GVNTGAVGSYIYDRDPEGK 3 0.9936
IPI00006052 PFDN2 Prefoldin subunit 2 0.965 5.84 1 1 10,187,000     8,320,550        9,195,460        9,409,600        7,871,370        8,276,110        8,465,090        1,618,974    1,454,240        1,581,904       3,151,439          1,720,040        1,332,142        1,895,871      15.89 17.48 17.2 33.49 21.85 16.1 22.4

MVGGVLVER 2 0.9654
IPI00006079 BCLAF1 Isoform 1 of Bcl‐2‐associated transcription factor 1 1 1.52 1 1 506,205           502,000           458,167           454,908           504,968           567,153           502,735           41,255         166,191            134,659           97,974                72,474              108,951           197,213          8.15 33.11 29.39 21.54 14.35 19.21 39.23
IPI00413671 BCLAF1 Isoform 2 of Bcl‐2‐associated transcription factor 1 1 1.53 1 1 506,205           502,000           458,167           454,908           504,968           567,153           502,735           41,255         166,191            134,659           97,974                72,474              108,951           197,213          8.15 33.11 29.39 21.54 14.35 19.21 39.23
IPI00413672 BCLAF1 Isoform 3 of Bcl‐2‐associated transcription factor 1 1 1.61 1 1 506,205           502,000           458,167           454,908           504,968           567,153           502,735           41,255         166,191            134,659           97,974                72,474              108,951           197,213          8.15 33.11 29.39 21.54 14.35 19.21 39.23
IPI00413673 BCLAF1 Isoform 4 of Bcl‐2‐associated transcription factor 1 1 1.87 1 1 506,205           502,000           458,167           454,908           504,968           567,153           502,735           41,255         166,191            134,659           97,974                72,474              108,951           197,213          8.15 33.11 29.39 21.54 14.35 19.21 39.23
IPI00886854 LOC731605 similar to BCL2‐associated transcription factor 1 isoform 2 1 1.61 1 1 506,205           502,000           458,167           454,908           504,968           567,153           502,735           41,255         166,191            134,659           97,974                72,474              108,951           197,213          8.15 33.11 29.39 21.54 14.35 19.21 39.23
IPI00886987 LOC731605 similar to BCL2‐associated transcription factor 1 1 1.61 1 1 506,205           502,000           458,167           454,908           504,968           567,153           502,735           41,255         166,191            134,659           97,974                72,474              108,951           197,213          8.15 33.11 29.39 21.54 14.35 19.21 39.23

SSFYPDGGDQETAK 2 0.9989
IPI00006092 PMM2 Phosphomannomutase 2 1 8.94 2 2 10,535,050     11,557,190     10,485,900     10,662,390     9,223,420        12,084,980     9,787,460        1,466,976    2,611,769        1,498,256       2,592,036          1,931,863        1,472,054        1,808,393      13.92 22.6 14.29 24.31 20.95 12.18 18.48

IGVVGGSDFEK 2 0.9603
NGMLNVSPIGR 2 0.9906

IPI00006167 PPM1G Protein phosphatase 1G 1 4.76 2 2 26,960,330     28,906,860     25,923,340     29,212,730     24,788,880     34,441,590     26,148,800     3,269,807    7,833,930        3,471,324       3,745,376          3,511,877        3,270,766        6,375,108      12.13 27.1 13.39 12.82 14.17 9.5 24.38
ALEDAFLAIDAK 2 0.9382

LPLPYGFSAMQGWR 2 0.9993
IPI00006196 NUMA1 Isoform 2 of Nuclear mitotic apparatus protein 1 0.984 0.76 1 1 8,746,867        7,675,183        9,611,333        10,967,200     10,322,733     10,115,233     9,630,533        2,396,913    2,638,155        1,222,760       1,975,202          1,685,772        2,521,192        2,347,236      27.4 34.37 12.72 18.01 16.33 24.92 24.37
IPI00292771 NUMA1 Isoform 1 of Nuclear mitotic apparatus protein 1 0.984 0.76 1 1 8,746,867        7,675,183        9,611,333        10,967,200     10,322,733     10,115,233     9,630,533        2,396,913    2,638,155        1,222,760       1,975,202          1,685,772        2,521,192        2,347,236      27.4 34.37 12.72 18.01 16.33 24.92 24.37
IPI00872028 NUMA1 NUMA1 variant protein (Fragment) 0.984 0.75 1 1 8,746,867        7,675,183        9,611,333        10,967,200     10,322,733     10,115,233     9,630,533        2,396,913    2,638,155        1,222,760       1,975,202          1,685,772        2,521,192        2,347,236      27.4 34.37 12.72 18.01 16.33 24.92 24.37

NSLISSLEEEVSILNR 2 0.9842
IPI00006252 AIMP1 Aminoacyl tRNA synthase complex‐interacting multifunctional protein 1 1 23.08 4 4 17,227,218     16,664,890     14,383,144     14,900,195     15,556,122     17,587,703     15,776,202     1,465,634    3,902,211        1,449,054       1,428,487          2,436,161        1,416,625        4,384,950      8.51 23.42 10.07 9.59 15.66 8.05 27.79
IPI00793201 AIMP1 aminoacyl tRNA synthase complex‐interacting multifunctional protein 1 1 21.43 4 4 17,227,218     16,664,890     14,383,144     14,900,195     15,556,122     17,587,703     15,776,202     1,465,634    3,902,211        1,449,054       1,428,487          2,436,161        1,416,625        4,384,950      8.51 23.42 10.07 9.59 15.66 8.05 27.79

EIEELKQELIQAEIQNGVK 3 0.9983
ITFDAFPGEPDKELNPK 3 0.9671
KQQSIAGSADSKPIDVSR 3 0.999
TVVSGLVNHVPLEQMQNR 3 0.9955

IPI00006254 BZRAP1 Isoform 1 of Peripheral‐type benzodiazepine receptor‐associated prote 0.992 1.35 1 1 1,536,437        1,546,960        1,703,737        1,471,170        1,531,197        1,585,703        1,416,537        277,934       308,066            277,842           409,344              330,585            431,218           268,183          18.09 19.91 16.31 27.82 21.59 27.19 18.93
IPI00397514 BZRAP1 Isoform 2 of Peripheral‐type benzodiazepine receptor‐associated prote 0.992 1.39 1 1 1,536,437        1,546,960        1,703,737        1,471,170        1,531,197        1,585,703        1,416,537        277,934       308,066            277,842           409,344              330,585            431,218           268,183          18.09 19.91 16.31 27.82 21.59 27.19 18.93
IPI00397515 BZRAP1 Isoform 3 of Peripheral‐type benzodiazepine receptor‐associated prote 0.992 1.31 1 1 1,536,437        1,546,960        1,703,737        1,471,170        1,531,197        1,585,703        1,416,537        277,934       308,066            277,842           409,344              330,585            431,218           268,183          18.09 19.91 16.31 27.82 21.59 27.19 18.93

GGEPSSAAPSIADTPPAALQLQELR 3 0.9867
IPI00006288 SLIT2 Isoform 1 of Slit homolog 2 protein 0.914 1.57 1 1 39,760             41,889             44,669             44,527             73,515             44,848             43,397             7,497            7,328                5,906               6,800                  65,633              4,565               7,412              18.86 17.5 13.22 15.27 89.28 10.18 17.08
IPI00220114 SLIT2 Isoform 3 of Slit homolog 2 protein 0.914 1.58 1 1 39,760             41,889             44,669             44,527             73,515             44,848             43,397             7,497            7,328                5,906               6,800                  65,633              4,565               7,412              18.86 17.5 13.22 15.27 89.28 10.18 17.08
IPI00335003 SLIT2 Isoform 2 of Slit homolog 2 protein 0.914 1.57 1 1 39,760             41,889             44,669             44,527             73,515             44,848             43,397             7,497            7,328                5,906               6,800                  65,633              4,565               7,412              18.86 17.5 13.22 15.27 89.28 10.18 17.08
IPI00963814 SLIT2 171 kDa protein 0.914 1.56 1 1 39,760             41,889             44,669             44,527             73,515             44,848             43,397             7,497            7,328                5,906               6,800                  65,633              4,565               7,412              18.86 17.5 13.22 15.27 89.28 10.18 17.08
IPI00963907 SLIT2 cDNA FLJ14420 fis, clone HEMBA1005581, highly similar to Slit homolog 0.914 1.67 1 1 39,760             41,889             44,669             44,527             73,515             44,848             43,397             7,497            7,328                5,906               6,800                  65,633              4,565               7,412              18.86 17.5 13.22 15.27 89.28 10.18 17.08

INCLRVDAFQDLHNLNLLSLYDNK 3 0.9143
IPI00006377 POMP Proteasome maturation protein 0.956 10.64 1 1 4,911,190        4,962,370        6,407,670        5,840,010        6,374,610        6,658,910        7,200,810        481,620       1,553,101        720,515           857,694              1,546,882        1,422,057        1,088,908      9.81 31.3 11.24 14.69 24.27 21.36 15.12

LPFLSSSNLSLDVLR 2 0.9563
IPI00006482 ATP1A1 Isoform Long of Sodium/potassium‐transporting ATPase subunit alpha‐ 1 1.66 1 1 135,947           147,970           139,846           133,850           164,702           229,195           137,745           18,792         40,782              23,708             22,555                53,607              73,406             25,116            13.82 27.56 16.95 16.85 32.55 32.03 18.23
IPI00414005 ATP1A1 Isoform Short of Sodium/potassium‐transporting ATPase subunit alpha 1 2.5 1 1 135,947           147,970           139,846           133,850           164,702           229,195           137,745           18,792         40,782              23,708             22,555                53,607              73,406             25,116            13.82 27.56 16.95 16.85 32.55 32.03 18.23
IPI00646182 ATP1A1 sodium/potassium‐transporting ATPase subunit alpha‐1 isoform c 1 1.66 1 1 135,947           147,970           139,846           133,850           164,702           229,195           137,745           18,792         40,782              23,708             22,555                53,607              73,406             25,116            13.82 27.56 16.95 16.85 32.55 32.03 18.23

MSINAEEVVVGDLVEVK 2 0.9774
IPI00032134 SERPINB8 Serpin B8 1 2.67 1 1 8,063,078        8,120,244        6,307,956        6,123,022        7,155,422        9,030,744        6,728,356        523,465       1,896,122        491,348           360,088              605,939            1,273,272        1,238,817      6.49 23.35 7.79 5.88 8.47 14.1 18.41
IPI00375668 SERPINB8 serpin B8 isoform b 1 4.13 1 1 8,063,078        8,120,244        6,307,956        6,123,022        7,155,422        9,030,744        6,728,356        523,465       1,896,122        491,348           360,088              605,939            1,273,272        1,238,817      6.49 23.35 7.79 5.88 8.47 14.1 18.41
IPI00657847 SERPINB8 Protein 1 5.29 1 1 8,063,078        8,120,244        6,307,956        6,123,022        7,155,422        9,030,744        6,728,356        523,465       1,896,122        491,348           360,088              605,939            1,273,272        1,238,817      6.49 23.35 7.79 5.88 8.47 14.1 18.41
IPI00790112 SERPINB8 27 kDa protein 1 4.17 1 1 8,063,078        8,120,244        6,307,956        6,123,022        7,155,422        9,030,744        6,728,356        523,465       1,896,122        491,348           360,088              605,939            1,273,272        1,238,817      6.49 23.35 7.79 5.88 8.47 14.1 18.41
IPI00032139 SERPINB9 Serpin B9 1 2.66 1 1 8,063,078        8,120,244        6,307,956        6,123,022        7,155,422        9,030,744        6,728,356        523,465       1,896,122        491,348           360,088              605,939            1,273,272        1,238,817      6.49 23.35 7.79 5.88 8.47 14.1 18.41
IPI00006640 SERPINI2 Serpin I2 1 2.47 1 1 8,063,078        8,120,244        6,307,956        6,123,022        7,155,422        9,030,744        6,728,356        523,465       1,896,122        491,348           360,088              605,939            1,273,272        1,238,817      6.49 23.35 7.79 5.88 8.47 14.1 18.41
IPI00795490 SERPINI2 cDNA FLJ56490, highly similar to Serpin I2 1 2.41 1 1 8,063,078        8,120,244        6,307,956        6,123,022        7,155,422        9,030,744        6,728,356        523,465       1,896,122        491,348           360,088              605,939            1,273,272        1,238,817      6.49 23.35 7.79 5.88 8.47 14.1 18.41



IPI00944915 SERPINI2 Putative uncharacterized protein SERPINI2 1 4.85 1 1 8,063,078        8,120,244        6,307,956        6,123,022        7,155,422        9,030,744        6,728,356        523,465       1,896,122        491,348           360,088              605,939            1,273,272        1,238,817      6.49 23.35 7.79 5.88 8.47 14.1 18.41
LVLVNAIYFK 2 0.9998

IPI00006651 SUPT7L Isoform 1 of STAGA complex 65 subunit gamma 0.927 2.17 1 1 8,201,915        6,698,885        7,790,550        7,983,500        6,926,300        6,592,955        7,577,950        1,220,386    1,205,523        960,699           857,612              826,707            1,000,772        1,198,162      14.88 18 12.33 10.74 11.94 15.18 15.81
IPI00219415 SUPT7L Isoform 2 of STAGA complex 65 subunit gamma 0.927 2.18 1 1 8,201,915        6,698,885        7,790,550        7,983,500        6,926,300        6,592,955        7,577,950        1,220,386    1,205,523        960,699           857,612              826,707            1,000,772        1,198,162      14.88 18 12.33 10.74 11.94 15.18 15.81

NPNAPFQIR 2 0.9275
IPI00006663 ALDH2 Aldehyde dehydrogenase, mitochondrial 1 19.54 7 7 34,764,632     32,917,173     31,714,117     33,858,075     32,718,438     39,997,715     32,705,157     2,755,851    7,130,014        3,103,354       4,144,888          4,528,353        5,828,261        5,843,899      7.93 21.66 9.79 12.24 13.84 14.57 17.87

AAFQLGSPWR 2 0.9213
ANNSTYGLAAAVFTK 2 0.9887
ELGEYGLQAYTEVK 2 0.9978

HEPVGVCGQIIPWNFPLLMQAWK 3 0.873
TFVQEDIYDEFVER 2 0.9959

VAEQTPLTALYVANLIK 2 0.9953
VTLELGGK 2 0.9706

IPI00006713 DNAJC3 DnaJ homolog subfamily C member 3 0.958 2.38 1 1 5,434,230        5,379,160        4,737,910        5,004,690        5,231,460        5,593,900        5,320,720        1,588,332    1,778,064        537,837           1,205,706          1,934,571        1,290,230        1,465,284      29.23 33.05 11.35 24.09 36.98 23.06 27.54
ILEVCVWDAELR 2 0.958

IPI00006932 LUC7L2 cDNA FLJ55988, highly similar to RNA‐binding protein Luc7‐like 2 1 8.73 3 3 8,799,579        8,384,924        8,592,176        7,978,132        9,806,473        11,154,569     9,739,088        758,722       2,372,868        1,725,505       1,080,997          1,588,478        2,006,725        2,578,531      8.62 28.3 20.08 13.55 16.2 17.99 26.48
IPI00216804 LUC7L2 Isoform 2 of Putative RNA‐binding protein Luc7‐like 2 1 10.23 3 3 8,799,579        8,384,924        8,592,176        7,978,132        9,806,473        11,154,569     9,739,088        758,722       2,372,868        1,725,505       1,080,997          1,588,478        2,006,725        2,578,531      8.62 28.3 20.08 13.55 16.2 17.99 26.48

MDLGECLK 2 0.8981
VEQLGAEGNVEESQKVMDEVEK 3 0.9424

VHELNEEIGK 2 0.997
IPI00006952 LACTB2 Beta‐lactamase‐like protein 2 0.986 10.07 2 2 6,354,116        5,458,257        6,545,107        6,766,646        6,385,003        7,237,429        6,711,416        1,434,511    1,343,386        774,193           838,225              1,184,019        401,164           1,698,840      22.58 24.61 11.83 12.39 18.54 5.54 25.31

DHSGGIGDICK 2 0.9312
ILIDTGEPAIPEYISCLK 2 0.986

IPI00006980 C14orf166 UPF0568 protein C14orf166 1 23.36 5 5 24,559,185     26,798,420     25,468,980     25,972,115     26,597,330     33,035,090     24,045,755     2,286,142    7,300,646        3,248,313       2,992,233          6,005,652        4,670,427        4,684,786      9.31 27.24 12.75 11.52 22.58 14.14 19.48
IPI00792100 C14orf166 CLE 1 23.36 5 5 24,559,185     26,798,420     25,468,980     25,972,115     26,597,330     33,035,090     24,045,755     2,286,142    7,300,646        3,248,313       2,992,233          6,005,652        4,670,427        4,684,786      9.31 27.24 12.75 11.52 22.58 14.14 19.48

AGVMALANLLQIQR 2 0.9974
HDDYLVMLK 2 0.9942

INEAIVAVQAIIADPK 2 0.996
LLHIEELR 2 0.8668

NFIVWLEDQK 2 0.9852
IPI00007015 GDF2 Growth/differentiation factor 2 0.962 5.59 1 1 18,630,500     16,092,510     16,183,600     14,606,900     18,132,300     18,345,000     19,065,500     1,298,812    3,993,075        3,356,376       1,242,989          2,433,891        3,391,267        5,335,807      6.97 24.81 20.74 8.51 13.42 18.49 27.99

TFLVSQDIQDEGWETLEVSSAVKR 3 0.9408
IPI00007058 CORO1B Coronin‐1B 0.994 4.91 2 3 18,740,073     21,540,201     18,253,010     20,299,297     18,225,160     22,848,687     20,615,993     2,357,129    4,697,969        3,906,120       6,877,556          4,343,637        3,082,647        4,567,263      12.58 21.81 21.4 33.88 23.83 13.49 22.15

AGEAGKLEEVMQELR 2 0.994
AGEAGKLEEVMQELR 3 0.9906

NDQCYEDIR 2 0.9677
IPI00007068 ACTR3B Isoform 1 of Actin‐related protein 3B 1 2.63 1 1 259,730           249,290           297,056           314,954           256,064           289,494           227,209           27,673         66,357              37,004             23,858                37,480              41,207             36,643            10.65 26.62 12.46 7.58 14.64 14.23 16.13
IPI00554433 ACTR3B actin‐related protein 3B isoform 2 1 3.16 1 1 259,730           249,290           297,056           314,954           256,064           289,494           227,209           27,673         66,357              37,004             23,858                37,480              41,207             36,643            10.65 26.62 12.46 7.58 14.64 14.23 16.13
IPI00892652 ACTR3B Isoform 2 of Actin‐related protein 3B 1 3.33 1 1 259,730           249,290           297,056           314,954           256,064           289,494           227,209           27,673         66,357              37,004             23,858                37,480              41,207             36,643            10.65 26.62 12.46 7.58 14.64 14.23 16.13
IPI00888282 ACTR3B actin‐related Arp11 1 5.24 1 1 259,730           249,290           297,056           314,954           256,064           289,494           227,209           27,673         66,357              37,004             23,858                37,480              41,207             36,643            10.65 26.62 12.46 7.58 14.64 14.23 16.13
IPI00642069 ACTR3C Putative uncharacterized protein ACTR3C 1 3.82 1 1 259,730           249,290           297,056           314,954           256,064           289,494           227,209           27,673         66,357              37,004             23,858                37,480              41,207             36,643            10.65 26.62 12.46 7.58 14.64 14.23 16.13
IPI00946655 ACTR3C Isoform 1 of Actin‐related protein 3C 1 5.24 1 1 259,730           249,290           297,056           314,954           256,064           289,494           227,209           27,673         66,357              37,004             23,858                37,480              41,207             36,643            10.65 26.62 12.46 7.58 14.64 14.23 16.13

DITYFIQQLLR 2 0.9997
IPI00007074 YARS Tyrosyl‐tRNA synthetase, cytoplasmic 0.994 6.06 2 2 8,534,075        8,434,915        7,777,620        8,113,140        7,646,981        8,983,310        7,308,550        1,325,040    2,263,294        1,015,739       871,628              1,437,275        792,999           841,789          15.53 26.83 13.06 10.74 18.8 8.83 11.52

NSVEVALNK 2 0.9623
TYTAYVDLEKDFAAEVVHPGDLK 3 0.9937

IPI00007087 FBXO2 F‐box only protein 2 1 16.55 4 5 21,603,973     21,647,037     20,734,200     19,240,700     21,938,867     23,111,617     19,545,897     1,742,178    5,040,190        2,039,655       1,479,222          2,600,874        3,273,767        3,040,348      8.06 23.28 9.84 7.69 11.86 14.17 15.55
IPI00941983 FBXO2 Putative uncharacterized protein FBXO2 1 16.39 4 5 21,603,973     21,647,037     20,734,200     19,240,700     21,938,867     23,111,617     19,545,897     1,742,178    5,040,190        2,039,655       1,479,222          2,600,874        3,273,767        3,040,348      8.06 23.28 9.84 7.69 11.86 14.17 15.55

FEHGGQDSVYWK 2 0.9977
FEHGGQDSVYWK 3 0.9974
SDAGCLYELTVK 2 0.9997

VLAALPAAELVQACR 2 0.9997
YFASSFEWCR 2 0.9996

IPI00909336 ‐ cDNA FLJ59092 1 39.05 9 10 14,966,119     16,012,023     13,607,266     14,188,434     14,084,995     19,043,843     14,260,205     913,449       3,832,968        1,770,732       1,554,146          1,572,019        3,876,462        2,834,076      6.1 23.94 13.01 10.95 11.16 20.36 19.87
IPI00007102 GLOD4 Uncharacterized protein C17orf25 1 21.23 9 10 14,966,119     16,012,023     13,607,266     14,188,434     14,084,995     19,043,843     14,260,205     913,449       3,832,968        1,770,732       1,554,146          1,572,019        3,876,462        2,834,076      6.1 23.94 13.01 10.95 11.16 20.36 19.87
IPI00032575 GLOD4 Isoform 1 of Glyoxalase domain‐containing protein 4 1 34.19 9 10 14,966,119     16,012,023     13,607,266     14,188,434     14,084,995     19,043,843     14,260,205     913,449       3,832,968        1,770,732       1,554,146          1,572,019        3,876,462        2,834,076      6.1 23.94 13.01 10.95 11.16 20.36 19.87
IPI00745272 GLOD4 Isoform 2 of Glyoxalase domain‐containing protein 4 1 35.91 9 10 14,966,119     16,012,023     13,607,266     14,188,434     14,084,995     19,043,843     14,260,205     913,449       3,832,968        1,770,732       1,554,146          1,572,019        3,876,462        2,834,076      6.1 23.94 13.01 10.95 11.16 20.36 19.87

DVLGMK 1 0.9687
GGVDHAAAFGR 2 0.9922
GGVDHAAAFGR 3 0.9978

IAFSCPQK 2 0.9087
ILTPLVSLDTPGK 2 0.9994

LGNDFMGITLASSQAVSNAR 3 0.9959
LLDDAMAADKSDEWFAK 3 0.9957

SLNYWCNLLGMK 2 0.9961
SLPQSDPVLK 2 0.964
VTLAVSDLQK 2 0.9982

IPI00007242 LGALS2 Galectin‐2 1 32.58 4 4 20,153,337     21,295,239     19,591,661     18,801,388     20,664,812     25,163,167     18,698,814     1,726,203    5,433,911        2,237,744       2,075,729          3,131,190        5,518,014        3,028,848      8.57 25.52 11.42 11.04 15.15 21.93 16.2
FTVTFESDKFK 3 0.9997
GGFNMSSFK 2 0.9941

LPDGHELTFPNR 3 0.9997
NMDMKPGSTLK 2 0.9986

IPI00007280 ARPC5 Isoform 2 of Actin‐related protein 2/3 complex subunit 5 1 20.13 2 2 10,971,237     10,601,590     10,888,537     10,626,547     11,185,350     12,618,437     10,462,958     563,056       2,766,012        1,292,874       957,845              1,664,289        1,628,067        2,886,494      5.13 26.09 11.87 9.01 14.88 12.9 27.59
ALAAGGVGSIVR 2 0.9995

GFESPSDNSSAMLLQWHEK 3 0.9524
IPI00007321 LYPLA1 cDNA FLJ60607, highly similar to Acyl‐protein thioesterase 1 1 14.45 3 3 29,231,087     30,478,511     26,690,761     27,438,549     29,469,937     38,259,911     25,253,871     1,986,675    7,673,769        2,750,347       2,353,157          2,918,328        6,708,740        6,503,220      6.8 25.18 10.3 8.58 9.9 17.53 25.75
IPI00398727 LYPLA1 Isoform 2 of Acyl‐protein thioesterase 1 1 17.76 3 3 29,231,087     30,478,511     26,690,761     27,438,549     29,469,937     38,259,911     25,253,871     1,986,675    7,673,769        2,750,347       2,353,157          2,918,328        6,708,740        6,503,220      6.8 25.18 10.3 8.58 9.9 17.53 25.75
IPI00939508 LYPLA1 Isoform 1 of Acyl‐protein thioesterase 1 1 16.52 3 3 29,231,087     30,478,511     26,690,761     27,438,549     29,469,937     38,259,911     25,253,871     1,986,675    7,673,769        2,750,347       2,353,157          2,918,328        6,708,740        6,503,220      6.8 25.18 10.3 8.58 9.9 17.53 25.75

ASFPQGPIGGANR 2 0.9984
LAGVTALSCWLPLR 2 0.9982
TLVNPANVTFK 2 0.9987

IPI00007402 IPO7 Importin‐7 0.988 3.08 2 2 15,604,100     15,603,060     14,805,530     11,708,150     12,626,350     14,554,140     13,144,740     3,945,648    3,434,954        3,843,474       2,088,377          2,143,619        5,473,890        3,329,600      25.29 22.01 25.96 17.84 16.98 37.61 25.33
NPVWYQALTHGLNEEQR 3 0.9812
SPLVAAMQHFLPVLK 2 0.9249

IPI00007423 ANP32B Isoform 1 of Acidic leucine‐rich nuclear phosphoprotein 32 family mem 1 15.94 4 4 17,852,912     17,739,770     17,542,148     17,624,975     17,660,533     20,310,967     17,443,725     1,606,822    3,792,933        1,549,481       1,736,804          2,262,843        3,427,045        2,520,150      9 21.38 8.83 9.85 12.81 16.87 14.45
IPI00759824 ANP32B Isoform 2 of Acidic leucine‐rich nuclear phosphoprotein 32 family mem 1 20.51 4 4 17,852,912     17,739,770     17,542,148     17,624,975     17,660,533     20,310,967     17,443,725     1,606,822    3,792,933        1,549,481       1,736,804          2,262,843        3,427,045        2,520,150      9 21.38 8.83 9.85 12.81 16.87 14.45

ELVLDNCK 2 0.9949
IFGGLDMLAEK 2 0.9983

SLDLFNCEVTNLNDYR 2 0.9998
SLDLFNCEVTNLNDYRESVFK 3 0.9997

IPI00007427 AGR2 AGR2 1 38.46 7 10 44,618,597     45,087,960     42,318,777     47,572,229     43,812,143     54,221,445     43,432,282     5,373,805    11,456,260      4,591,161       5,207,805          5,196,571        7,973,141        7,459,831      12.04 25.41 10.85 10.95 11.86 14.7 17.18
IPI00942032 AGR2 Anterior gradient protein 2 homolog 1 42.86 7 10 44,618,597     45,087,960     42,318,777     47,572,229     43,812,143     54,221,445     43,432,282     5,373,805    11,456,260      4,591,161       5,207,805          5,196,571        7,973,141        7,459,831      12.04 25.41 10.85 10.95 11.86 14.7 17.18

GWGDQLIWTQTYEEALYK 2 0.9998
GWGDQLIWTQTYEEALYK 3 0.9998

HLSPDGQYVPR 2 0.9998
IMFVDPSLTVR 2 0.9998

LAEQFVLLNLVYETTDK 2 0.9998
LAEQFVLLNLVYETTDKHLSPDGQYVPR 3 0.9998

LYAYEPADTALLLDNMK 2 0.9998
LYAYEPADTALLLDNMK 3 0.9998
LYAYEPADTALLLDNMKK 2 0.9998
LYAYEPADTALLLDNMKK 3 0.9998

IPI00007611 ATP5O ATP synthase subunit O, mitochondrial 0.972 7.98 1 1 2,351,043        2,264,967        2,186,083        2,335,050        1,852,507        2,147,507        2,146,323        401,632       1,046,332        1,085,287       689,904              712,862            382,978           416,626          17.08 46.2 49.65 29.55 38.48 17.83 19.41
IPI00789135 ATP5O Protein 0.972 8.9 1 1 2,351,043        2,264,967        2,186,083        2,335,050        1,852,507        2,147,507        2,146,323        401,632       1,046,332        1,085,287       689,904              712,862            382,978           416,626          17.08 46.2 49.65 29.55 38.48 17.83 19.41



IPI00878218 ATP5O Mitochondrial ATP synthase, O subunit variant (Fragment) 0.972 7.98 1 1 2,351,043        2,264,967        2,186,083        2,335,050        1,852,507        2,147,507        2,146,323        401,632       1,046,332        1,085,287       689,904              712,862            382,978           416,626          17.08 46.2 49.65 29.55 38.48 17.83 19.41
FSPLTTNLINLLAENGR 2 0.9724

IPI00007673 CHCHD2 Coiled‐coil‐helix‐coiled‐coil‐helix domain‐containing protein 2, mitocho 0.995 18.54 1 1 1,075,470        1,115,185        961,180           823,625           1,052,890        1,377,865        938,030           103,946       273,358            75,822             35,422                154,499            219,781           174,390          9.67 24.51 7.89 4.3 14.67 15.95 18.59
IPI00401259 CHCHD9 Putative coiled‐coil‐helix‐coiled‐coil‐helix domain‐containing protein 9,  0.995 18.54 1 1 1,075,470        1,115,185        961,180           823,625           1,052,890        1,377,865        938,030           103,946       273,358            75,822             35,422                154,499            219,781           174,390          9.67 24.51 7.89 4.3 14.67 15.95 18.59

AAPRPAPVAQPPAAAPPSAVGSSAAAPR 3 0.9949
IPI00007682 ATP6V1A V‐type proton ATPase catalytic subunit A 1 7.46 3 3 17,150,190     16,620,591     16,905,210     17,973,940     17,183,860     19,683,920     14,964,150     3,352,203    4,279,639        1,772,847       2,392,780          3,679,737        2,349,482        3,172,487      19.55 25.75 10.49 13.31 21.41 11.94 21.2

IKSDYAQLLEDMQNAFR 3 0.8725
LIKDDFLQQNGYTPYDR 3 0.9667

LPANHPLLTGQR 3 0.999
IPI00007694 PPME1 Isoform 1 of Protein phosphatase methylesterase 1 0.993 3.63 1 1 4,782,280        4,605,180        5,384,270        4,154,090        5,140,160        4,756,860        4,797,880        515,391       1,205,039        585,359           732,196              1,037,034        709,141           577,815          10.78 26.17 10.87 17.63 20.18 14.91 12.04

VKNPEDLSAETMAK 3 0.9931
IPI00007702 HSPA2 Heat shock‐related 70 kDa protein 2 1 5.48 3 4 11,335,290     11,263,903     10,266,093     11,374,147     11,165,381     12,808,699     10,477,714     636,535       2,101,075        975,557           1,042,899          864,538            896,887           1,862,118      5.62 18.65 9.5 9.17 7.74 7 17.77

ARFEELNADLFR 2 0.9993
ARFEELNADLFR 3 0.9997

DNNLLGK 1 0.9998
STAGDTHLGGEDFDNR 3 0.9998

IPI00007750 TUBA4A Tubulin alpha‐4A chain 1 41.29 13 17 113,076,392   108,858,423   107,024,113   111,010,247   109,463,900   129,826,510   103,282,535   6,182,275    23,941,703      10,207,142     8,350,488          9,274,517        11,950,452      19,032,726    5.47 21.99 9.54 7.52 8.47 9.2 18.43
IPI00794663 TUBA4A cDNA FLJ58687, highly similar to Tubulin alpha‐4 chain 1 42.73 13 17 113,076,392   108,858,423   107,024,113   111,010,247   109,463,900   129,826,510   103,282,535   6,182,275    23,941,703      10,207,142     8,350,488          9,274,517        11,950,452      19,032,726    5.47 21.99 9.54 7.52 8.47 9.2 18.43

AVCMLSNTTAIAEAWAR 2 0.9998
AVCMLSNTTAIAEAWAR 3 0.9998

AVFVDLEPTVIDEIR 2 0.9983
AYHEQLSVAEITNACFEPANQMVK 3 0.9977
FDGALNVDLTEFQTNLVPYPR 2 0.9998
FDGALNVDLTEFQTNLVPYPR 3 0.9998

FDLMYAK 2 0.9996
IHFPLATYAPVISAEK 2 0.9998
IHFPLATYAPVISAEK 3 0.9998
LDHKFDLMYAK 3 0.9998
LISQIVSSITASLR 2 0.9998
LISQIVSSITASLR 3 0.9998
NLDIERPTYTNLNR 2 0.9997

QLFHPEQLITGKEDAANNYAR 3 0.9998
RSIQFVDWCPTGFK 2 0.8716
SIQFVDWCPTGFK 2 0.9998

VGINYQPPTVVPGGDLAK 2 0.9998
IPI00007752 TUBB2C Tubulin beta‐2C chain 1 38.88 12 15 101,641,873   99,835,235     93,199,535     99,223,763     100,156,885   121,804,505   91,292,165     8,297,033    24,236,626      9,978,958       12,608,035        11,105,231      13,130,583      17,300,495    8.16 24.28 10.71 12.71 11.09 10.78 18.95

ALTVPELTQQMFDAK 2 0.9998
ALTVPELTQQMFDAK 3 0.9998
AVLVDLEPGTMDSVR 2 0.9998
EVDEQMLNVQNK 2 0.9997

FWEVISDEHGIDPTGTYHGDSDLQLER 3 0.9998
GHYTEGAELVDSVLDVVR 2 0.9998
GHYTEGAELVDSVLDVVRK 3 0.9998

INVYYNEATGGK 2 0.9998
LTTPTYGDLNHLVSATMSGVTTCLR 2 0.9998

MSATFIGNSTAIQELFK 2 0.9949
MSATFIGNSTAIQELFK 3 0.8698
MSATFIGNSTAIQELFKR 2 0.9011
MSMKEVDEQMLNVQNK 3 0.9998

SGPFGQIFRPDNFVFGQSGAGNNWAK 2 0.9998
SGPFGQIFRPDNFVFGQSGAGNNWAK 3 0.9998

IPI00007765 HSPA9 Stress‐70 protein, mitochondrial 1 25.63 12 12 93,613,275     96,431,165     91,060,823     91,576,732     93,828,387     111,337,003   93,710,462     7,099,360    22,035,326      5,412,904       7,505,421          9,856,425        12,680,932      13,927,178    7.58 22.85 5.94 8.2 10.5 11.39 14.86
AQFEGIVTDLIR 2 0.9997
DAGQISGLNVLR 2 0.9997

EMAGDNKLLGQFTLIGIPPAPR 3 0.9882
EQQIVIQSSGGLSKDDIENMVK 3 0.999

ETGVDLTKDNMALQR 2 0.9996
LLGQFTLIGIPPAPR 2 0.9984
LYSPSQIGAFVLMK 2 0.9993

STNGDTFLGGEDFDQALLR 2 0.9997
TTPSVVAFTADGER 2 0.9998

VEAVNMAEGIIHDTETK 3 0.9997
VINEPTAAALAYGLDK 2 0.9963

VQQTVQDLFGR 2 0.9998
IPI00007812 ATP6V1B2 V‐type proton ATPase subunit B, brain isoform 1 12.13 4 4 13,849,994     13,516,824     13,230,931     14,995,008     13,637,528     16,274,839     13,887,993     1,198,103    3,052,044        1,241,768       1,463,948          1,435,876        2,072,802        2,557,749      8.65 22.58 9.39 9.76 10.53 12.74 18.42
IPI00848320 ATP6V1B2 ATPase, V1 complex, subunit B family protein 1 15.27 4 4 13,849,994     13,516,824     13,230,931     14,995,008     13,637,528     16,274,839     13,887,993     1,198,103    3,052,044        1,241,768       1,463,948          1,435,876        2,072,802        2,557,749      8.65 22.58 9.39 9.76 10.53 12.74 18.42

GFPGYMYTDLATIYER 2 0.9671
IYPEEMIQTGISAIDGMNSIAR 3 0.9397

QIYPPINVLPSLSR 2 0.9912
TPVSEDMLGR 2 0.9934

IPI00007847 UBE2V1 Isoform 4 of Ubiquitin‐conjugating enzyme E2 variant 1 1 24.27 2 2 2,506,049        2,326,133        2,269,461        1,965,786        2,227,913        2,481,301        2,258,413        319,750       528,246            281,007           107,420              145,588            252,191           273,167          12.76 22.71 12.38 5.46 6.53 10.16 12.1
IPI00872898 UBE2V1 12 kDa protein 1 24.27 2 2 2,506,049        2,326,133        2,269,461        1,965,786        2,227,913        2,481,301        2,258,413        319,750       528,246            281,007           107,420              145,588            252,191           273,167          12.76 22.71 12.38 5.46 6.53 10.16 12.1

INMNGVNSSNGVVDPR 2 0.9997
YPEAPPFVR 2 0.9823

IPI00007926 C6orf108 Deoxyribonucleoside 5'‐monophosphate N‐glycosidase 1 19.54 2 2 9,443,933        9,083,805        8,630,087        8,469,792        8,171,072        9,437,367        8,183,510        566,668       1,786,897        1,191,956       809,756              1,212,711        686,843           1,911,923      6 19.67 13.81 9.56 14.84 7.28 23.36
IPI00967902 C6orf108 26 kDa protein 1 13.99 2 2 9,443,933        9,083,805        8,630,087        8,469,792        8,171,072        9,437,367        8,183,510        566,668       1,786,897        1,191,956       809,756              1,212,711        686,843           1,911,923      6 19.67 13.81 9.56 14.84 7.28 23.36

FGTVLTEHVAAAELGAR 3 0.9997
FQVWDYEEGEVEALLDR 2 0.9997

IPI00007935 PDLIM5 Isoform 1 of PDZ and LIM domain protein 5 0.926 3.52 2 2 2,711,887        2,575,991        2,608,525        2,574,345        2,630,117        2,772,558        2,506,801        113,131       330,329            343,274           333,581              137,177            315,438           218,607          4.17 12.82 13.16 12.96 5.22 11.38 8.72
IPI00553102 PDLIM5 PDZ and LIM domain protein 5 isoform b 0.926 4.31 2 2 2,711,887        2,575,991        2,608,525        2,574,345        2,630,117        2,772,558        2,506,801        113,131       330,329            343,274           333,581              137,177            315,438           218,607          4.17 12.82 13.16 12.96 5.22 11.38 8.72
IPI00966347 PDLIM5 cDNA FLJ61541, highly similar to Homo sapiens PDZ and LIM domain 5  0.926 4.35 2 2 2,711,887        2,575,991        2,608,525        2,574,345        2,630,117        2,772,558        2,506,801        113,131       330,329            343,274           333,581              137,177            315,438           218,607          4.17 12.82 13.16 12.96 5.22 11.38 8.72
IPI00966603 PDLIM5 Putative uncharacterized protein PDLIM5 0.926 3.36 2 2 2,711,887        2,575,991        2,608,525        2,574,345        2,630,117        2,772,558        2,506,801        113,131       330,329            343,274           333,581              137,177            315,438           218,607          4.17 12.82 13.16 12.96 5.22 11.38 8.72

DFNMPLTISSLK 2 0.926
GPFLVALGK 2 0.9139

IPI00916921 C8orf58 38 kDa protein 0.991 3.11 1 1 650,960           869,725           566,510           641,001           792,686           1,001,374        528,333           127,157       341,954            63,983             190,727              224,317            190,262           173,510          19.53 39.32 11.29 29.75 28.3 19 32.84
IPI00007983 PDLIM2 Isoform 3 of PDZ and LIM domain protein 2 0.991 3.01 1 1 650,960           869,725           566,510           641,001           792,686           1,001,374        528,333           127,157       341,954            63,983             190,727              224,317            190,262           173,510          19.53 39.32 11.29 29.75 28.3 19 32.84
IPI00386717 PDLIM2 Isoform 4 of PDZ and LIM domain protein 2 0.991 3.96 1 1 650,960           869,725           566,510           641,001           792,686           1,001,374        528,333           127,157       341,954            63,983             190,727              224,317            190,262           173,510          19.53 39.32 11.29 29.75 28.3 19 32.84
IPI00916064 PDLIM2 Putative uncharacterized protein PDLIM2 0.991 4.33 1 1 650,960           869,725           566,510           641,001           792,686           1,001,374        528,333           127,157       341,954            63,983             190,727              224,317            190,262           173,510          19.53 39.32 11.29 29.75 28.3 19 32.84
IPI00916533 PDLIM2 Protein 0.991 5.19 1 1 650,960           869,725           566,510           641,001           792,686           1,001,374        528,333           127,157       341,954            63,983             190,727              224,317            190,262           173,510          19.53 39.32 11.29 29.75 28.3 19 32.84
IPI00917269 PDLIM2 17 kDa protein 0.991 6.96 1 1 650,960           869,725           566,510           641,001           792,686           1,001,374        528,333           127,157       341,954            63,983             190,727              224,317            190,262           173,510          19.53 39.32 11.29 29.75 28.3 19 32.84
IPI00917419 PDLIM2 Protein 0.991 7.8 1 1 650,960           869,725           566,510           641,001           792,686           1,001,374        528,333           127,157       341,954            63,983             190,727              224,317            190,262           173,510          19.53 39.32 11.29 29.75 28.3 19 32.84

LLQEALEAEER 2 0.9909
IPI00008091 INO80 Putative DNA helicase INO80 complex homolog 1 0.953 2.51 2 2 10,242,620     9,390,089        10,292,110     9,479,430        7,911,370        8,839,850        9,425,102        1,901,013    3,985,360        906,561           1,353,745          1,707,758        1,662,489        2,569,454      18.56 42.44 8.81 14.28 21.59 18.81 27.26

EGGSLAAK 2 0.9035
PAGLADFGPSSASSPLSSPLSKGNNVPGNPK 3 0.9527

IPI00008215 ME1 NADP‐dependent malic enzyme 1 6.82 2 2 6,693,357        5,509,507        6,779,264        5,887,837        5,797,827        6,298,674        6,936,042        977,707       996,051            1,128,198       1,554,169          1,101,811        1,584,162        2,094,939      14.61 18.08 16.64 26.4 19 25.15 30.2
LSDQTILFQGAGEAALGIAHLIVMALEK 3 0.9996

NFEHLNSDFDR 2 0.9724
IPI00008219 RAD23A UV excision repair protein RAD23 homolog A 0.984 8.26 1 1 10,158,970     11,577,770     9,828,290        9,167,220        9,215,290        9,911,610        10,998,720     2,656,208    3,721,318        3,841,532       1,418,073          936,537            1,534,177        3,387,679      26.15 32.14 39.09 15.47 10.16 15.48 30.8

QVIQQNPALLPALLQQLGQENPQLLQQISR 3 0.9802
IPI00008223 RAD23B UV excision repair protein RAD23 homolog B 1 24.45 7 9 25,563,922     24,504,478     23,341,639     23,786,489     22,888,287     27,827,238     23,606,030     1,601,545    5,084,967        2,427,144       1,668,369          3,184,541        2,382,717        4,393,590      6.26 20.75 10.4 7.01 13.91 8.56 18.61
IPI00642549 RAD23B cDNA FLJ56531, highly similar to UV excision repair protein RAD23 hom 1 24.81 7 9 25,563,922     24,504,478     23,341,639     23,786,489     22,888,287     27,827,238     23,606,030     1,601,545    5,084,967        2,427,144       1,668,369          3,184,541        2,382,717        4,393,590      6.26 20.75 10.4 7.01 13.91 8.56 18.61

IDIDPEETVK 2 0.9993
ILNDDTALKEYK 3 0.9793



NFVVVMVTKPK 2 0.9996
NQPQFQQMR 2 0.9972

QIIQQNPSLLPALLQQIGR 2 0.9998
QIIQQNPSLLPALLQQIGR 3 0.9998

SNLFEDATSALVTGQSYENMVTEIMSMGYER 2 0.9997
SNLFEDATSALVTGQSYENMVTEIMSMGYER 3 0.9998

TLQQQTFKIDIDPEETVK 3 0.8223
IPI00008240 MARS Methionyl‐tRNA synthetase, cytoplasmic 0.948 1.22 1 1 3,643,385        3,538,485        4,015,680        4,170,450        3,840,695        3,821,800        3,961,715        438,686       1,042,273        872,317           845,741              230,028            639,204           702,908          12.04 29.46 21.72 20.28 5.99 16.73 17.74
IPI00910687 MARS cDNA FLJ53309, highly similar to Methionyl‐tRNA synthetase 0.948 1.73 1 1 3,643,385        3,538,485        4,015,680        4,170,450        3,840,695        3,821,800        3,961,715        438,686       1,042,273        872,317           845,741              230,028            639,204           702,908          12.04 29.46 21.72 20.28 5.99 16.73 17.74

ITQDIFQQLLK 2 0.9482
IPI00008274 CAP1 Isoform 1 of Adenylyl cyclase‐associated protein 1 1 28.42 7 7 45,265,124     47,400,541     45,163,483     53,118,972     44,987,302     59,161,631     35,433,134     8,311,404    16,897,146      6,585,784       3,816,403          8,273,418        18,877,483      9,324,228      18.36 35.65 14.58 7.18 18.39 31.91 26.31

AGAAPYVQAFDSLLAGPVAEYLK 3 0.993
ALLVTASQCQQPAENK 2 0.9997

KEPAVLELEGKK 3 0.9481
KLGLVFDDVVGIVEIINSK 2 0.9932

LFNHLSAVSESIQALGWVAMAPKPGPYVK 3 0.9254
NSLDCEIVSAK 2 0.9852

VENQENVSNLVIEDTELKQVAYIYK 3 0.9993
IPI00008367 CES4 Similar to Liver carboxylesterase 1 precursor (EC 3.1.1.1) (Acyl coenzym 1 5.21 1 1 9,270,800        10,433,120     9,276,260        9,899,440        9,289,520        11,329,220     8,763,640        471,337       1,828,423        694,520           731,133              1,165,981        1,435,492        1,021,459      5.08 17.53 7.49 7.39 12.55 12.67 11.66
IPI00963992 CES4 Isoform 2 of Putative inactive carboxylesterase 4 1 9.93 1 1 9,270,800        10,433,120     9,276,260        9,899,440        9,289,520        11,329,220     8,763,640        471,337       1,828,423        694,520           731,133              1,165,981        1,435,492        1,021,459      5.08 17.53 7.49 7.39 12.55 12.67 11.66

AISESGVALTSVLVK 2 0.9998
IPI00008380 PPP2CA Serine/threonine‐protein phosphatase 2A catalytic subunit alpha isofor 1 15.86 3 3 14,108,560     13,866,250     13,342,998     12,058,148     12,668,573     16,013,050     11,788,320     1,194,933    3,005,972        1,322,600       1,937,858          1,619,345        4,627,967        3,287,516      8.47 21.68 9.91 16.07 12.78 28.9 27.89
IPI00815784 PPP2CA Serine/threonine‐protein phosphatase 1 15.86 3 3 14,108,560     13,866,250     13,342,998     12,058,148     12,668,573     16,013,050     11,788,320     1,194,933    3,005,972        1,322,600       1,937,858          1,619,345        4,627,967        3,287,516      8.47 21.68 9.91 16.07 12.78 28.9 27.89

ELDQWIEQLNECK 2 0.9996
GAGYTFGQDISETFNHANGLTLVSR 3 0.9997

YSFLQFDPAPR 2 0.9996
IPI00008418 DIABLO Diablo homolog, mitochondrial precursor 0.994 4.13 1 1 1,350,203        1,387,930        1,316,030        1,307,103        1,473,783        2,574,320        1,231,520        242,892       355,461            93,816             201,276              283,144            2,379,786        328,525          17.99 25.61 7.13 15.4 19.21 92.44 26.68
IPI00219865 DIABLO Isoform 2 of Diablo homolog, mitochondria 0.994 6.99 1 1 1,350,203        1,387,930        1,316,030        1,307,103        1,473,783        2,574,320        1,231,520        242,892       355,461            93,816             201,276              283,144            2,379,786        328,525          17.99 25.61 7.13 15.4 19.21 92.44 26.68
IPI00924568 DIABLO Protein 0.994 6.81 1 1 1,350,203        1,387,930        1,316,030        1,307,103        1,473,783        2,574,320        1,231,520        242,892       355,461            93,816             201,276              283,144            2,379,786        328,525          17.99 25.61 7.13 15.4 19.21 92.44 26.68

SEPHSLSSEALMR 3 0.9942
IPI00008433 RPS5 40S ribosomal protein S5 0.994 12.25 2 2 5,279,477        4,884,905        5,611,761        6,016,030        4,698,998        5,301,612        4,987,952        1,180,376    799,804            736,153           1,190,361          853,793            538,854           794,510          22.36 16.37 13.12 19.79 18.17 10.16 15.93

LTNSMMMHGR 2 0.9827
TIAECLADELINAAK 2 0.9943

IPI00008475 HMGCS1 Hydroxymethylglutaryl‐CoA synthase, cytoplasmic 1 10.77 4 4 27,156,220     25,940,260     26,993,200     27,379,890     26,698,770     29,792,320     26,633,070     2,141,381    5,584,283        2,407,764       2,849,389          2,027,665        5,600,695        3,899,156      7.89 21.53 8.92 10.41 7.59 18.8 14.64
LSIQCYLSALDR 2 0.9992

TGVAPDVFAENMK 3 0.9257
VTQDATPGSALDKITASLCDLK 3 0.8242

YTIGLGQAK 2 0.9991
IPI00008485 ACO1 Cytoplasmic aconitate hydratase 1 10.35 6 6 29,099,490     26,795,805     24,280,850     26,873,920     23,942,140     31,023,435     24,192,125     2,670,046    4,349,172        1,965,125       3,836,539          4,206,082        2,508,786        5,020,287      9.18 16.23 8.09 14.28 17.57 8.09 20.75

ANYLASPPLVIAYAIAGTIR 2 0.9992
AVLAESYER 2 0.9996

FVEFFGPGVAQLSIADR 2 0.9997
IIPPGSGIIHQVNLEYLAR 3 0.9906

NQDLEFER 2 0.9502
VILQDFTGVPAVVDFAAMR 2 0.9997

IPI00008524 PABPC1 Isoform 1 of Polyadenylate‐binding protein 1 1 20.28 10 11 18,319,025     19,580,798     16,435,940     18,831,209     17,802,350     22,560,667     16,690,559     1,759,097    5,444,391        1,918,447       2,292,973          3,152,848        3,085,288        3,555,192      9.6 27.8 11.67 12.18 17.71 13.68 21.3
IPI00410017 PABPC1 Isoform 2 of Polyadenylate‐binding protein 1 1 23.58 10 11 18,319,025     19,580,798     16,435,940     18,831,209     17,802,350     22,560,667     16,690,559     1,759,097    5,444,391        1,918,447       2,292,973          3,152,848        3,085,288        3,555,192      9.6 27.8 11.67 12.18 17.71 13.68 21.3

AKEFTNVYIK 2 0.8922
AKEFTNVYIK 3 0.9926

ALDTMNFDVIK 2 0.9998
EFSPFGTITSAK 2 0.9972
FGPALSVK 2 0.9984

GYGFVHFETQEAAER 3 0.9994
ITGMLLEIDNSELLHMLESPESLR 3 0.9998

IVATKPLYVALAQR 3 0.9996
MNGMLLNDR 2 0.8421
SGVGNIFIK 2 0.9993

SLGYAYVNFQQPADAER 2 0.9998
IPI00008527 RPLP1 60S acidic ribosomal protein P1 0.995 14.04 1 1 17,969,400     17,979,750     15,241,400     17,420,200     15,739,600     19,531,200     14,867,810     545,620       4,834,823        1,714,854       1,743,275          1,971,224        3,540,411        2,868,342      3.04 26.89 11.25 10.01 12.52 18.13 19.29

AAGVNVEPFWPGLFAK 2 0.9952
IPI00008529 RPLP2 60S acidic ribosomal protein P2 1 77.39 7 9 88,665,080     88,586,150     80,694,950     85,559,840     85,250,540     101,678,250   84,343,430     4,917,703    19,976,112      10,770,869     6,207,083          7,775,848        9,327,140        16,061,824    5.55 22.55 13.35 7.25 9.12 9.17 19.04

ILDSVGIEADDDRLNK 2 0.9998
ILDSVGIEADDDRLNK 3 0.9997
KILDSVGIEADDDRLNK 3 0.9997

LASVPAGGAVAVSAAPGSAAPAAGSAPAAAEEK 3 0.9998
NIEDVIAQGIGK 2 0.9998

VISELNGK 1 0.9998
VISELNGKNIEDVIAQGIGK 3 0.9948
YVASYLLAALGGNSSPSAK 2 0.9998
YVASYLLAALGGNSSPSAK 3 0.9998

IPI00008530 RPLP0 60S acidic ribosomal protein P0 1 27.13 6 6 13,556,412     13,302,842     12,672,812     11,154,915     12,352,259     15,016,986     11,740,476     926,391       2,801,394        1,418,977       1,008,588          1,348,920        2,252,811        1,892,306      6.83 21.06 11.2 9.04 10.92 15 16.12
AGAIAPCEVTVPAQNTGLGPEK 2 0.9998

DMLLANKVPAAAR 2 0.9931
GNVGFVFTKEDLTEIR 3 0.9997

GTIEILSDVQLIK 2 0.9997
IIQLLDDYPK 2 0.9998

TSFFQALGITTK 2 0.9998
IPI00008552 GLRX3 Glutaredoxin‐3 1 25.97 5 5 30,613,150     36,633,090     30,555,170     31,823,700     33,379,000     40,559,240     33,042,920     3,625,465    8,928,239        4,200,019       6,160,032          6,254,569        5,462,591        5,405,619      11.84 24.37 13.75 19.36 18.74 13.47 16.36

AYSNWPTYPQLYVK 2 0.9932
GELVGGLDIVK 2 0.9994

HNIQFSSFDIFSDEEVRQGLK 3 0.9926
LEAEGVPEVSEK 2 0.8167

QILEILNSTGVEYETFDILEDEEVRQGLK 3 0.9996
IPI00008557 IGF2BP1 Insulin‐like growth factor 2 mRNA‐binding protein 1 1 17.16 8 8 60,314,428     59,199,655     58,805,857     59,054,536     62,283,681     71,900,270     57,576,800     4,648,778    12,921,343      5,281,008       5,553,357          7,933,926        9,308,268        10,624,277    7.71 21.83 8.98 9.4 12.74 12.95 18.45

DQTPDENDQVIVK 2 0.9998
IIGHFYASQMAQR 3 0.9891

ISYSGQFLVK 2 0.999
LLVPTQYVGAIIGK 2 0.9998

LYIGNLNESVTPADLEK 2 0.9997
MVIITGPPEAQFK 2 0.9997
QQQVDIPLR 2 0.9951
RLEIEHSVPK 3 0.9866

IPI00008575 KHDRBS1 Isoform 1 of KH domain‐containing, RNA‐binding, signal transduction‐a 0.999 6.55 1 1 1,196,240        1,054,010        1,163,043        1,248,445        1,107,953        1,392,298        1,081,350        92,412         207,435            158,382           150,798              178,165            169,488           164,335          7.73 19.68 13.62 12.08 16.08 12.17 15.2
IPI00385834 KHDRBS1 Isoform 2 of KH domain‐containing, RNA‐binding, signal transduction‐a 0.999 6.94 1 1 1,196,240        1,054,010        1,163,043        1,248,445        1,107,953        1,392,298        1,081,350        92,412         207,435            158,382           150,798              178,165            169,488           164,335          7.73 19.68 13.62 12.08 16.08 12.17 15.2
IPI00479209 KHDRBS1 cDNA FLJ54590, highly similar to KH domain‐containing, RNA‐binding, s 0.999 6.86 1 1 1,196,240        1,054,010        1,163,043        1,248,445        1,107,953        1,392,298        1,081,350        92,412         207,435            158,382           150,798              178,165            169,488           164,335          7.73 19.68 13.62 12.08 16.08 12.17 15.2
IPI00082310 KHDRBS1 Isoform 3 of KH domain‐containing, RNA‐binding, signal transduction‐a 0.999 7.18 1 1 1,196,240        1,054,010        1,163,043        1,248,445        1,107,953        1,392,298        1,081,350        92,412         207,435            158,382           150,798              178,165            169,488           164,335          7.73 19.68 13.62 12.08 16.08 12.17 15.2

YLPELMAEKDSLDPSFTHAMQLLTAEIEK 3 0.9995
IPI00796992 ‐ 53 kDa protein 0.993 2.55 1 1 1,640,938        1,652,427        1,627,955        1,691,458        1,662,662        2,022,618        1,387,435        336,112       371,429            225,637           289,474              367,759            546,351           320,316          20.48 22.48 13.86 17.11 22.12 27.01 23.09
IPI00008692 KRT36 Isoform 1 of Keratin, type I cuticular Ha6 0.993 2.57 1 1 1,640,938        1,652,427        1,627,955        1,691,458        1,662,662        2,022,618        1,387,435        336,112       371,429            225,637           289,474              367,759            546,351           320,316          20.48 22.48 13.86 17.11 22.12 27.01 23.09
IPI00795958 KRT36 Isoform 2 of Keratin, type I cuticular Ha6 0.993 2.88 1 1 1,640,938        1,652,427        1,627,955        1,691,458        1,662,662        2,022,618        1,387,435        336,112       371,429            225,637           289,474              367,759            546,351           320,316          20.48 22.48 13.86 17.11 22.12 27.01 23.09
IPI00329240 KRT37 Keratin, type I cuticular Ha7 0.993 2.67 1 1 1,640,938        1,652,427        1,627,955        1,691,458        1,662,662        2,022,618        1,387,435        336,112       371,429            225,637           289,474              367,759            546,351           320,316          20.48 22.48 13.86 17.11 22.12 27.01 23.09
IPI00297641 KRT38 Keratin, type I cuticular Ha8 0.993 2.63 1 1 1,640,938        1,652,427        1,627,955        1,691,458        1,662,662        2,022,618        1,387,435        336,112       371,429            225,637           289,474              367,759            546,351           320,316          20.48 22.48 13.86 17.11 22.12 27.01 23.09
IPI00552959 KRT40 Keratin, type I cytoskeletal 40 0.993 2.78 1 1 1,640,938        1,652,427        1,627,955        1,691,458        1,662,662        2,022,618        1,387,435        336,112       371,429            225,637           289,474              367,759            546,351           320,316          20.48 22.48 13.86 17.11 22.12 27.01 23.09

QNQEYQVLLDVK 2 0.9992



IPI00008756 DST cDNA FLJ59296, highly similar to Bullous pemphigoid antigen 1 isoform 0.983 0.9 3 3 1,969,719        2,020,599        2,103,996        2,021,614        2,162,581        2,517,470        2,217,091        275,181       459,626            137,997           361,899              349,775            304,652           449,129          13.97 22.75 6.56 17.9 16.17 12.1 20.26
IPI00074148 DST Dystonin 0.983 0.91 3 3 1,969,719        2,020,599        2,103,996        2,021,614        2,162,581        2,517,470        2,217,091        275,181       459,626            137,997           361,899              349,775            304,652           449,129          13.97 22.75 6.56 17.9 16.17 12.1 20.26
IPI00293251 DST Isoform 2 of Bullous pemphigoid antigen 1 0.983 0.97 3 3 1,969,719        2,020,599        2,103,996        2,021,614        2,162,581        2,517,470        2,217,091        275,181       459,626            137,997           361,899              349,775            304,652           449,129          13.97 22.75 6.56 17.9 16.17 12.1 20.26
IPI00642259 DST Isoform 1 of Bullous pemphigoid antigen 1 0.983 0.66 3 3 1,969,719        2,020,599        2,103,996        2,021,614        2,162,581        2,517,470        2,217,091        275,181       459,626            137,997           361,899              349,775            304,652           449,129          13.97 22.75 6.56 17.9 16.17 12.1 20.26
IPI00645369 DST Dystonin 0.983 0.88 3 3 1,969,719        2,020,599        2,103,996        2,021,614        2,162,581        2,517,470        2,217,091        275,181       459,626            137,997           361,899              349,775            304,652           449,129          13.97 22.75 6.56 17.9 16.17 12.1 20.26
IPI00956256 DST Isoform 6 of Bullous pemphigoid antigen 1 0.983 0.65 3 3 1,969,719        2,020,599        2,103,996        2,021,614        2,162,581        2,517,470        2,217,091        275,181       459,626            137,997           361,899              349,775            304,652           449,129          13.97 22.75 6.56 17.9 16.17 12.1 20.26
IPI00956701 DST Isoform 4 of Bullous pemphigoid antigen 1 0.983 0.69 3 3 1,969,719        2,020,599        2,103,996        2,021,614        2,162,581        2,517,470        2,217,091        275,181       459,626            137,997           361,899              349,775            304,652           449,129          13.97 22.75 6.56 17.9 16.17 12.1 20.26

ILKQLSLLDSRWEALLNK 2 0.869
KEQLSEALQTIQLFLAK 2 0.8773
QNVDQALLNGLELLK 3 0.9453

IPI00008918 LIMA1 Isoform Beta of LIM domain and actin‐binding protein 1 1 13.44 8 8 21,008,176     24,239,262     19,633,003     19,568,467     22,265,969     28,535,457     20,789,812     951,964       6,129,528        2,238,728       2,399,824          2,467,836        4,702,948        3,741,895      4.53 25.29 11.4 12.26 11.08 16.48 18
IPI00883896 LIMA1 LIM domain and actin‐binding protein 1 isoform a 1 13.42 8 8 21,008,176     24,239,262     19,633,003     19,568,467     22,265,969     28,535,457     20,789,812     951,964       6,129,528        2,238,728       2,399,824          2,467,836        4,702,948        3,741,895      4.53 25.29 11.4 12.26 11.08 16.48 18

GTLTVLKK 2 0.8652
IAWPPPTELGSSGSALEEGIK 3 0.9671

ISANENSLAVR 2 0.9995
KWENPGLGAESHTDSLR 3 0.9812

QSSSTNYTNELK 2 0.9992
SEISENTDASGKIEK 2 0.9843
VGVLAASMEAK 2 0.9996

YNVPLNR 2 0.9323
IPI00019918 DDX19A ATP‐dependent RNA helicase DDX19A 0.987 2.09 1 1 2,689,480        2,433,558        2,141,164        1,948,926        2,300,834        2,626,020        2,217,028        179,198       495,581            148,731           91,069                312,401            283,101           369,836          6.66 20.36 6.95 4.67 13.58 10.78 16.68
IPI00155054 DDX19A cDNA FLJ50635, highly similar to ATP‐dependent RNA helicase DDX19A 0.987 2.24 1 1 2,689,480        2,433,558        2,141,164        1,948,926        2,300,834        2,626,020        2,217,028        179,198       495,581            148,731           91,069                312,401            283,101           369,836          6.66 20.36 6.95 4.67 13.58 10.78 16.68
IPI00008943 DDX19B Isoform 1 of ATP‐dependent RNA helicase DDX19B 0.987 2.09 1 1 2,689,480        2,433,558        2,141,164        1,948,926        2,300,834        2,626,020        2,217,028        179,198       495,581            148,731           91,069                312,401            283,101           369,836          6.66 20.36 6.95 4.67 13.58 10.78 16.68
IPI00027599 DDX19B cDNA FLJ52357, highly similar to ATP‐dependent RNA helicase DDX19B 0.987 2.21 1 1 2,689,480        2,433,558        2,141,164        1,948,926        2,300,834        2,626,020        2,217,028        179,198       495,581            148,731           91,069                312,401            283,101           369,836          6.66 20.36 6.95 4.67 13.58 10.78 16.68
IPI00939593 DDX19B Isoform 2 of ATP‐dependent RNA helicase DDX19B 0.987 2.23 1 1 2,689,480        2,433,558        2,141,164        1,948,926        2,300,834        2,626,020        2,217,028        179,198       495,581            148,731           91,069                312,401            283,101           369,836          6.66 20.36 6.95 4.67 13.58 10.78 16.68

DPNSPLYSVK 2 0.9835
IPI00008964 RAB1B Ras‐related protein Rab‐1B 0.994 16.42 2 2 3,756,246        4,970,271        4,077,054        3,939,868        4,212,113        5,530,900        3,444,673        259,900       1,708,730        990,091           580,059              716,214            965,659           431,737          6.92 34.38 24.28 14.72 17 17.46 12.53
IPI00896425 RAB1B RAB1B protein 0.994 16.42 2 2 3,756,246        4,970,271        4,077,054        3,939,868        4,212,113        5,530,900        3,444,673        259,900       1,708,730        990,091           580,059              716,214            965,659           431,737          6.92 34.38 24.28 14.72 17 17.46 12.53
IPI00374519 RAB1C Putative Ras‐related protein Rab‐1C 0.994 16.42 2 2 3,756,246        4,970,271        4,077,054        3,939,868        4,212,113        5,530,900        3,444,673        259,900       1,708,730        990,091           580,059              716,214            965,659           431,737          6.92 34.38 24.28 14.72 17 17.46 12.53

EFADSLGIPFLETSAK 2 0.9741
NATNVEQAFMTMAAEIK 2 0.9939

IPI00008982 ALDH18A1 Isoform Long of Delta‐1‐pyrroline‐5‐carboxylate synthase 1 4.53 2 2 2,047,844        1,809,574        1,934,503        1,575,632        1,891,900        2,064,301        2,211,780        367,059       415,996            321,349           316,892              324,496            207,010           682,407          17.92 22.99 16.61 20.11 17.15 10.03 30.85
IPI00218547 ALDH18A1 Isoform Short of Delta‐1‐pyrroline‐5‐carboxylate synthase 1 4.54 2 2 2,047,844        1,809,574        1,934,503        1,575,632        1,891,900        2,064,301        2,211,780        367,059       415,996            321,349           316,892              324,496            207,010           682,407          17.92 22.99 16.61 20.11 17.15 10.03 30.85

TDLLIVLSDVEGLFDSPPGSDDAK 2 0.9997
TPLFDQIIDMLR 2 0.9997

IPI00009010 TRMT112 tRNA methyltransferase 112 homolog 0.962 10.4 1 1 6,373,200        5,858,270        5,742,370        6,791,310        6,431,880        7,220,320        5,800,460        601,299       1,134,756        1,924,486       1,171,933          1,156,878        1,421,039        1,034,831      9.43 19.37 33.51 17.26 17.99 19.68 17.84
ICPVEFNPNFVAR 2 0.9615

IPI00009032 SSB Lupus La protein 1 33.33 12 13 30,646,047     28,371,105     27,459,011     29,515,673     28,322,637     32,207,599     27,430,637     2,224,998    5,903,204        2,886,469       3,759,119          4,112,684        2,715,999        5,092,827      7.26 20.81 10.51 12.74 14.52 8.43 18.57
IPI00916802 SSB SS‐B/La protein 1 37.67 12 13 30,646,047     28,371,105     27,459,011     29,515,673     28,322,637     32,207,599     27,430,637     2,224,998    5,903,204        2,886,469       3,759,119          4,112,684        2,715,999        5,092,827      7.26 20.81 10.51 12.74 14.52 8.43 18.57

AKDANNGNLQLR 2 0.9995
DANNGNLQLR 2 0.9974

EQIKLDEGWVPLEIMIK 3 0.8893
GFPTDATLDDIKEWLEDKGQVLNIQMR 3 0.9997

GSIFVVFDSIESAK 2 0.9891
GSIFVVFDSIESAKK 2 0.8906
GSIFVVFDSIESAKK 3 0.9821
ICHQIEYYFGDFNLPR 3 0.9998

IIEDQQESLNK 2 0.9998
LDEGWVPLEIMIK 2 0.9997
LTTDFNVIVEALSK 2 0.9998

SPSKPLPEVTDEYKNDVK 3 0.9997
WIDFVR 2 0.9536

IPI00009057 G3BP2 Isoform A of Ras GTPase‐activating protein‐binding protein 2 0.995 3.53 1 1 1,437,777        1,986,327        1,410,420        1,591,587        1,584,287        1,968,773        1,606,480        226,845       788,047            198,343           240,691              121,094            250,835           364,686          15.78 39.67 14.06 15.12 7.64 12.74 22.7
IPI00179890 G3BP2 Isoform B of Ras GTPase‐activating protein‐binding protein 2 0.995 3.79 1 1 1,437,777        1,986,327        1,410,420        1,591,587        1,584,287        1,968,773        1,606,480        226,845       788,047            198,343           240,691              121,094            250,835           364,686          15.78 39.67 14.06 15.12 7.64 12.74 22.7
IPI00965308 G3BP2 Putative uncharacterized protein G3BP2 0.995 4.01 1 1 1,437,777        1,986,327        1,410,420        1,591,587        1,584,287        1,968,773        1,606,480        226,845       788,047            198,343           240,691              121,094            250,835           364,686          15.78 39.67 14.06 15.12 7.64 12.74 22.7

LPNFGFVVFDDSEPVQR 2 0.9945
IPI00646643 SRSF10 FUS interacting protein (Serine/arginine‐rich) 1 1 8.79 1 1 722,941           642,140           880,220           569,320           814,217           798,380           827,756           127,234       159,360            101,357           91,522                166,293            58,374             265,058          17.6 24.82 11.52 16.08 20.42 7.31 32.02
IPI00009071 SRSF10 Isoform 3 of Serine/arginine‐rich splicing factor 10 1 8.74 1 1 722,941           642,140           880,220           569,320           814,217           798,380           827,756           127,234       159,360            101,357           91,522                166,293            58,374             265,058          17.6 24.82 11.52 16.08 20.42 7.31 32.02
IPI00074587 SRSF10 Isoform 1 of Serine/arginine‐rich splicing factor 10 1 6.11 1 1 722,941           642,140           880,220           569,320           814,217           798,380           827,756           127,234       159,360            101,357           91,522                166,293            58,374             265,058          17.6 24.82 11.52 16.08 20.42 7.31 32.02
IPI00386662 SRSF10 Isoform 4 of Serine/arginine‐rich splicing factor 10 1 9.25 1 1 722,941           642,140           880,220           569,320           814,217           798,380           827,756           127,234       159,360            101,357           91,522                166,293            58,374             265,058          17.6 24.82 11.52 16.08 20.42 7.31 32.02
IPI00412643 SRSF10 Isoform 2 of Serine/arginine‐rich splicing factor 10 1 6.13 1 1 722,941           642,140           880,220           569,320           814,217           798,380           827,756           127,234       159,360            101,357           91,522                166,293            58,374             265,058          17.6 24.82 11.52 16.08 20.42 7.31 32.02
IPI00477946 SRSF10 FUSIP1 protein 1 23.19 1 1 722,941           642,140           880,220           569,320           814,217           798,380           827,756           127,234       159,360            101,357           91,522                166,293            58,374             265,058          17.6 24.82 11.52 16.08 20.42 7.31 32.02
IPI00645384 SRSF10 FUS interacting protein (Serine/arginine‐rich) 1 1 9.3 1 1 722,941           642,140           880,220           569,320           814,217           798,380           827,756           127,234       159,360            101,357           91,522                166,293            58,374             265,058          17.6 24.82 11.52 16.08 20.42 7.31 32.02

YGPIVDVYVPLDFYTR 2 0.9948
IPI00009104 RUVBL2 RuvB‐like 2 1 18.57 7 7 58,079,297     59,173,778     55,622,127     55,314,845     53,228,912     66,231,877     49,888,304     1,915,510    12,503,757      6,098,257       6,420,247          5,401,666        5,666,643        9,048,295      3.3 21.13 10.96 11.61 10.15 8.56 18.14

ALESDMAPVLIMATNR 2 0.9995
EVVHTVSLHEIDVINSR 3 0.988

FVQCPDGELQK 2 0.9979
GTEVQVDDIKR 2 0.9935

IGLETSLR 2 0.9993
QASQGMVGQLAAR 2 0.9988

VYSLFLDESR 2 0.9989
IPI00009253 NAPA Alpha‐soluble NSF attachment protein 0.995 3.73 1 1 1,223,860        981,022           1,173,530        1,185,100        1,050,316        1,184,442        1,153,962        343,736       236,867            157,887           266,115              176,722            121,170           182,759          28.09 24.14 13.45 22.46 16.83 10.23 15.84
IPI00748037 NAPB Beta‐soluble NSF attachment protein 0.995 3.69 1 1 1,223,860        981,022           1,173,530        1,185,100        1,050,316        1,184,442        1,153,962        343,736       236,867            157,887           266,115              176,722            121,170           182,759          28.09 24.14 13.45 22.46 16.83 10.23 15.84
IPI00748905 NAPB NAPB protein 0.995 5.39 1 1 1,223,860        981,022           1,173,530        1,185,100        1,050,316        1,184,442        1,153,962        343,736       236,867            157,887           266,115              176,722            121,170           182,759          28.09 24.14 13.45 22.46 16.83 10.23 15.84
IPI00908301 NAPB cDNA FLJ52551, highly similar to Beta‐soluble NSF attachment protein 0.995 4.25 1 1 1,223,860        981,022           1,173,530        1,185,100        1,050,316        1,184,442        1,153,962        343,736       236,867            157,887           266,115              176,722            121,170           182,759          28.09 24.14 13.45 22.46 16.83 10.23 15.84
IPI00942239 NAPB cDNA FLJ52546, highly similar to Beta‐soluble NSF attachment protein 0.995 3.63 1 1 1,223,860        981,022           1,173,530        1,185,100        1,050,316        1,184,442        1,153,962        343,736       236,867            157,887           266,115              176,722            121,170           182,759          28.09 24.14 13.45 22.46 16.83 10.23 15.84

LDQWLTTMLLR 2 0.9952
IPI00009268 ACY1 cDNA FLJ60317, highly similar to Aminoacylase‐1 1 22.09 8 8 27,618,636     28,542,086     24,439,129     27,160,995     26,292,119     32,112,869     24,914,074     1,343,508    7,268,106        1,948,347       2,221,570          2,284,774        4,809,260        4,027,747      4.86 25.46 7.97 8.18 8.69 14.98 16.17
IPI00940464 ACY1 Aminoacylase‐1 1 26.96 8 8 27,618,636     28,542,086     24,439,129     27,160,995     26,292,119     32,112,869     24,914,074     1,343,508    7,268,106        1,948,347       2,221,570          2,284,774        4,809,260        4,027,747      4.86 25.46 7.97 8.18 8.69 14.98 16.17

AVGVPALGFSPMNR 2 0.9998
CVSIQYLEAVR 2 0.9992

DMNLTLEPEIMPAATDNR 2 0.9997
GPEEEHPSVTLFR 3 0.9997

LHEAVFLR 2 0.9098
LLPALASVPALPSDS 2 0.9845
TPVLLHDHDER 2 0.9188

TVQPKPDYGAAVAFFEETAR 3 0.9997
IPI00009286 MLL Isoform 1 of Histone‐lysine N‐methyltransferase MLL 0.995 0.83 1 1 4,973,175        5,007,995        3,984,430        3,729,265        4,447,275        5,619,250        3,436,135        238,665       1,347,499        511,485           380,872              714,610            988,721           641,705          4.8 26.91 12.84 10.21 16.07 17.6 18.68
IPI00218500 MLL Isoform 14P‐18B of Histone‐lysine N‐methyltransferase MLL 0.995 0.84 1 1 4,973,175        5,007,995        3,984,430        3,729,265        4,447,275        5,619,250        3,436,135        238,665       1,347,499        511,485           380,872              714,610            988,721           641,705          4.8 26.91 12.84 10.21 16.07 17.6 18.68

IMSPMRTGNTYSRNNVSSVSTTGTATDLESSAK 3 0.9423
IPI00009305 GNPDA1 Glucosamine‐6‐phosphate isomerase 1 0.957 4.15 1 1 1,527,197        1,559,327        1,458,133        1,637,950        1,736,487        2,111,652        1,499,283        257,721       361,375            351,604           358,311              285,194            307,684           114,461          16.88 23.18 24.11 21.88 16.42 14.57 7.63
IPI00903190 GNPDA1 cDNA FLJ12717 fis, clone NT2RP1001253, highly similar to Glucosamine 0.957 4.71 1 1 1,527,197        1,559,327        1,458,133        1,637,950        1,736,487        2,111,652        1,499,283        257,721       361,375            351,604           358,311              285,194            307,684           114,461          16.88 23.18 24.11 21.88 16.42 14.57 7.63
IPI00922562 GNPDA1 cDNA FLJ55085, highly similar to Glucosamine‐6‐phosphate isomerase 0.957 5.66 1 1 1,527,197        1,559,327        1,458,133        1,637,950        1,736,487        2,111,652        1,499,283        257,721       361,375            351,604           358,311              285,194            307,684           114,461          16.88 23.18 24.11 21.88 16.42 14.57 7.63
IPI00963908 GNPDA1 Putative uncharacterized protein GNPDA1 0.957 4.14 1 1 1,527,197        1,559,327        1,458,133        1,637,950        1,736,487        2,111,652        1,499,283        257,721       361,375            351,604           358,311              285,194            307,684           114,461          16.88 23.18 24.11 21.88 16.42 14.57 7.63
IPI00963913 GNPDA1 Putative uncharacterized protein GNPDA1 0.957 4.38 1 1 1,527,197        1,559,327        1,458,133        1,637,950        1,736,487        2,111,652        1,499,283        257,721       361,375            351,604           358,311              285,194            307,684           114,461          16.88 23.18 24.11 21.88 16.42 14.57 7.63
IPI00967259 GNPDA1 Putative uncharacterized protein GNPDA1 0.957 5.06 1 1 1,527,197        1,559,327        1,458,133        1,637,950        1,736,487        2,111,652        1,499,283        257,721       361,375            351,604           358,311              285,194            307,684           114,461          16.88 23.18 24.11 21.88 16.42 14.57 7.63

TLAMDTILANAR 2 0.9574
IPI00009315 ACBD3 Golgi resident protein GCP60 0.992 3.03 1 1 4,497,630        3,276,570        3,295,854        4,349,020        3,349,010        4,697,400        3,444,920        1,649,510    1,197,675        1,075,503       501,583              778,319            1,021,129        995,781          36.68 36.55 32.63 11.53 23.24 21.74 28.91

QQEVVVAGSSLPTSSK 2 0.9924
IPI00009328 EIF4A3 Eukaryotic initiation factor 4A‐III 1 12.65 4 4 33,938,116     34,779,525     24,871,754     24,183,286     28,328,021     36,501,358     24,855,397     1,049,682    8,128,155        2,130,860       3,579,026          2,987,458        5,396,490        5,571,027      3.09 23.37 8.57 14.8 10.55 14.78 22.41

ELAVQIQK 2 0.9463
GIYAYGFEKPSAIQQR 3 0.9998

GLDVPQVSLIINYDLPNNR 2 0.9991



RKVDWLTEK 3 0.9975
IPI00009342 IQGAP1 Ras GTPase‐activating‐like protein IQGAP1 1 5.67 5 5 43,478,251     40,924,155     37,995,888     41,177,831     38,769,310     47,132,227     42,023,137     6,454,264    9,706,163        4,846,281       5,070,863          4,960,950        4,736,101        6,372,807      14.84 23.72 12.75 12.31 12.8 10.05 15.16

EEIQSSISGVTAAYNR 2 0.8747
EQLWLANEGLITR 2 0.9978

IGGILANELSVDEAALHAAVIAINEAIDR 3 0.9996
ILAIGLINEALDEGDAQK 3 0.976
LEGVLAEVAQHYQDTLIR 3 0.9812

IPI00009439 SYT1 Synaptotagmin‐1 0.986 5.21 1 1 9,765,850        8,393,030        10,669,400     9,776,050        9,332,080        10,225,425     9,254,400        1,312,113    1,463,757        2,005,207       1,286,167          2,158,413        2,423,296        1,453,701      13.44 17.44 18.79 13.16 23.13 23.7 15.71
IPI00791789 SYT1 47 kDa protein 0.986 5.25 1 1 9,765,850        8,393,030        10,669,400     9,776,050        9,332,080        10,225,425     9,254,400        1,312,113    1,463,757        2,005,207       1,286,167          2,158,413        2,423,296        1,453,701      13.44 17.44 18.79 13.16 23.13 23.7 15.71

PIAQWHTLQVEEEVDAMLAVKK 3 0.9757
IPI00009540 MALT1 Isoform 1 of Mucosa‐associated lymphoid tissue lymphoma translocatio 0.905 2.06 1 1 3,463,563        2,864,800        3,006,460        2,980,447        3,164,230        2,945,283        2,608,223        315,489       814,339            174,326           194,706              579,226            128,901           621,444          9.11 28.43 5.8 6.53 18.31 4.38 23.83
IPI00183015 MALT1 Isoform 2 of Mucosa‐associated lymphoid tissue lymphoma translocatio 0.905 2.09 1 1 3,463,563        2,864,800        3,006,460        2,980,447        3,164,230        2,945,283        2,608,223        315,489       814,339            174,326           194,706              579,226            128,901           621,444          9.11 28.43 5.8 6.53 18.31 4.38 23.83
IPI00941629 MALT1 79 kDa protein 0.905 2.43 1 1 3,463,563        2,864,800        3,006,460        2,980,447        3,164,230        2,945,283        2,608,223        315,489       814,339            174,326           194,706              579,226            128,901           621,444          9.11 28.43 5.8 6.53 18.31 4.38 23.83

NLQWAKAHELPESMCLK 3 0.9049
IPI00009659 RPRD1B Regulation of nuclear pre‐mRNA domain‐containing protein 1B 1 15.64 4 4 21,797,905     19,654,555     20,814,230     18,978,530     19,937,170     22,033,825     21,533,365     1,573,095    4,076,536        2,352,839       3,246,007          2,301,463        1,983,070        4,682,357      7.22 20.74 11.3 17.1 11.54 9 21.74

ALQDLENAASGDATVR 2 0.9942
EFESVLVDAFSHVAR 2 0.9954

LLNIWQER 2 0.9936
SVYGGEFIQQLK 2 0.9992

IPI00009750 LGALS4 Galectin‐4 1 30.65 10 10 69,619,390     65,154,020     65,847,110     65,243,600     66,680,840     81,168,770     64,908,110     4,407,688    13,954,252      4,852,718       5,884,690          5,623,090        5,076,308        9,753,146      6.33 21.42 7.37 9.02 8.43 6.25 15.03
FDGWDK 2 0.9101

FDGWDKVVFNTLQGGK 3 0.9998
GAAFELVFIVLAEHYK 2 0.9998
ITHNPFGPGQFFDLSIR 2 0.9997

LQGGLTAR 2 0.9464
NSLLNGSWGSEEK 2 0.9998
NSLLNGSWGSEEKK 2 0.9995
VGSSGDIALHINPR 3 0.9992
VVFNTLQGGK 2 0.9996

VYANGQHLFDFAHR 3 0.9511
IPI00009771 LMNB2 Lamin‐B2 1 11.45 6 6 45,698,710     47,390,275     39,497,570     37,629,395     43,233,175     53,766,625     43,757,150     1,633,874    12,352,721      8,074,221       5,865,670          6,966,355        8,244,779        10,260,895    3.58 26.07 20.44 15.59 16.11 15.33 23.45
IPI00879819 LMNB2 Lamin‐B2 1 11.83 6 6 45,698,710     47,390,275     39,497,570     37,629,395     43,233,175     53,766,625     43,757,150     1,633,874    12,352,721      8,074,221       5,865,670          6,966,355        8,244,779        10,260,895    3.58 26.07 20.44 15.59 16.11 15.33 23.45

GLESDVAELR 2 0.9976
GQSSWGTGESFR 2 0.9407
LYKLELEQTYQAK 3 0.8486
MAQALEELR 2 0.9899

NNSDKDQSLGNWR 3 0.9909
TVLVNADGEEVAMR 2 0.9995

IPI00009790 PFKP 6‐phosphofructokinase type C 1 15.82 9 9 43,498,827     38,180,416     39,264,543     38,111,948     38,694,405     44,209,103     38,881,163     4,385,591    7,291,737        3,338,074       4,205,525          3,833,578        3,667,314        6,718,814      10.08 19.1 8.5 11.03 9.91 8.3 17.28
AACNLLQR 2 0.9848

AIGVLTSGGDAQGMNAAVR 3 0.9997
EIGWTDVGGWTGQGGSILGTK 2 0.9997

FLEHLSGAGK 3 0.9761
IIEVVDAIMTTAQSHQR 3 0.9997
LPLMECVQMTQDVQK 2 0.9997
MLAIYDGFDGFAK 2 0.9996
NVIFQPVAELK 2 0.9948
YLEEIATQMR 2 0.9996

IPI00009841 EWSR1 RNA‐binding protein EWS isoform 1 1 8.02 3 3 4,244,995        4,572,679        3,625,637        4,274,423        3,717,959        5,241,226        4,047,100        261,502       1,292,470        805,068           701,894              347,975            412,893           906,104          6.16 28.27 22.2 16.42 9.36 7.88 22.39
IPI00065554 EWSR1 RNA‐binding protein EWS isoform 4 1 8.83 3 3 4,244,995        4,572,679        3,625,637        4,274,423        3,717,959        5,241,226        4,047,100        261,502       1,292,470        805,068           701,894              347,975            412,893           906,104          6.16 28.27 22.2 16.42 9.36 7.88 22.39
IPI00872855 EWSR1 Isoform EWS of RNA‐binding protein EWS 1 8.08 3 3 4,244,995        4,572,679        3,625,637        4,274,423        3,717,959        5,241,226        4,047,100        261,502       1,292,470        805,068           701,894              347,975            412,893           906,104          6.16 28.27 22.2 16.42 9.36 7.88 22.39
IPI00879242 EWSR1 Ewing sarcoma breakpoint region 1 1 8.58 3 3 4,244,995        4,572,679        3,625,637        4,274,423        3,717,959        5,241,226        4,047,100        261,502       1,292,470        805,068           701,894              347,975            412,893           906,104          6.16 28.27 22.2 16.42 9.36 7.88 22.39
IPI00879259 EWSR1 RNA‐binding protein EWS isoform 3 1 8.09 3 3 4,244,995        4,572,679        3,625,637        4,274,423        3,717,959        5,241,226        4,047,100        261,502       1,292,470        805,068           701,894              347,975            412,893           906,104          6.16 28.27 22.2 16.42 9.36 7.88 22.39

AAVEWFDGKDFQGSK 3 0.9629
GDATVSYEDPPTAK 2 0.9997

QDHPSSMGVYGQESGGFSGPGENR 3 0.9997
IPI00009862 CDR2 Cerebellar degeneration‐related protein 2 0.963 3.74 1 1 4,286,800        5,104,790        4,259,610        4,736,760        5,009,020        6,647,940        4,499,600        995,312       1,517,383        866,303           625,383              465,852            1,356,235        1,220,491      23.22 29.72 20.34 13.2 9.3 20.4 27.12

SSSETILSSLAGSDIVK 2 0.9625
IPI00009865 KRT10 Keratin, type I cytoskeletal 10 1 9.08 4 4 29,708,480     30,318,560     26,615,330     26,640,170     27,297,840     34,057,190     25,788,170     805,803       8,064,002        2,273,477       4,523,025          5,049,354        5,059,768        6,210,466      2.71 26.6 8.54 16.98 18.5 14.86 24.08

ADLEMQIESLTEELAYLKK 3 0.9775
ALEESNYELEGK 2 0.9998
LENEIQTYR 2 0.9303

QSLEASLAETEGR 2 0.9998
IPI00009867 KRT5 Keratin, type II cytoskeletal 5 1 6.27 3 3 8,318,655        8,588,157        8,649,793        7,779,743        8,069,108        10,054,713     7,478,458        419,835       2,293,188        1,733,882       1,168,081          1,416,167        792,668           1,737,821      5.05 26.7 20.05 15.01 17.55 7.88 23.24
IPI00796776 KRT5 cDNA FLJ54081, highly similar to Keratin, type II cytoskeletal 5 1 6.53 3 3 8,318,655        8,588,157        8,649,793        7,779,743        8,069,108        10,054,713     7,478,458        419,835       2,293,188        1,733,882       1,168,081          1,416,167        792,668           1,737,821      5.05 26.7 20.05 15.01 17.55 7.88 23.24

EYQELMNTK 2 0.9821
KQCANLQNAIADAEQR 2 0.9884

NLDLDSIIAEVK 2 0.9997
IPI00009901 NUTF2 Nuclear transport factor 2 1 56.69 5 6 63,980,590     59,289,150     54,445,580     58,150,770     54,822,530     66,503,600     51,713,990     5,313,150    10,893,665      6,503,131       6,207,339          1,840,566        9,172,031        8,771,348      8.3 18.37 11.94 10.67 3.36 13.79 16.96

ADEDPIMGFHQMFLLK 2 0.9983
ADEDPIMGFHQMFLLK 3 0.9997

IQHSITAQDHQPTPDSCIISMVVGQLK 3 0.9975
LALHNFG 2 0.9995
LSSLPFQK 2 0.9992

NINDAWVCTNDMFR 2 0.9998
IPI00009904 PDIA4 Protein disulfide‐isomerase A4 1 30.85 16 17 156,502,827   159,670,413   148,852,008   140,156,006   157,805,529   181,787,871   155,784,970   7,336,759    37,647,119      12,546,851     16,135,043        18,172,012      17,712,488      29,893,261    4.69 23.58 8.43 11.51 11.52 9.74 19.19

ENFDEVVNDADIILVEFYAPWCGHCK 3 0.9998
EVSQPDWTPPPEVTLVLTK 2 0.9972

FAMEPEEFDSDTLR 2 0.9997
FAMEPEEFDSDTLREFVTAFK 3 0.9974

FDVSGYPTIK 2 0.9223
FDVSGYPTLK 2 0.9111

GLVIAK 1 0.9916
GRPYDYNGPR 2 0.9824
GRPYDYNGPR 3 0.8298
IDATSASVLASR 2 0.9994
QFAPEYEK 2 0.8456

QLEPVYNSLAK 2 0.9997
TFDSIVMDPK 2 0.9996

VDATAETDLAKR 3 0.9381
VSQGQLVVMQPEK 2 0.9997

YALPLVGHR 2 0.9979
YGIVDYMIEQSGPPSKEILTLK 3 0.9998

IPI00009913 TDP2 Isoform 1 of Tyrosyl‐DNA phosphodiesterase 2 0.967 3.04 1 1 123,576           102,114           86,987             85,058             91,009             126,111           74,000             25,374         18,873              11,791             13,992                7,865                43,996             17,285            20.53 18.48 13.56 16.45 8.64 34.89 23.36
IPI00385454 TDP2 34 kDa protein 0.967 3.62 1 1 123,576           102,114           86,987             85,058             91,009             126,111           74,000             25,374         18,873              11,791             13,992                7,865                43,996             17,285            20.53 18.48 13.56 16.45 8.64 34.89 23.36
IPI00954485 TDP2 Isoform 2 of Tyrosyl‐DNA phosphodiesterase 2 0.967 2.81 1 1 123,576           102,114           86,987             85,058             91,009             126,111           74,000             25,374         18,873              11,791             13,992                7,865                43,996             17,285            20.53 18.48 13.56 16.45 8.64 34.89 23.36
IPI00954580 TDP2 Isoform 3 of Tyrosyl‐DNA phosphodiesterase 2 0.967 3.87 1 1 123,576           102,114           86,987             85,058             91,009             126,111           74,000             25,374         18,873              11,791             13,992                7,865                43,996             17,285            20.53 18.48 13.56 16.45 8.64 34.89 23.36

AAAEEGHIIPR 2 0.9668
IPI00009923 P4HA1 Isoform 1 of Prolyl 4‐hydroxylase subunit alpha‐1 1 24.53 9 9 18,883,271     17,112,275     17,939,444     16,492,180     17,059,393     19,624,870     18,524,404     995,973       2,987,378        1,851,473       2,060,776          1,688,383        2,746,654        3,878,504      5.27 17.46 10.32 12.5 9.9 14 20.94
IPI00218682 P4HA1 Isoform 2 of Prolyl 4‐hydroxylase subunit alpha‐1 1 24.53 9 9 18,883,271     17,112,275     17,939,444     16,492,180     17,059,393     19,624,870     18,524,404     995,973       2,987,378        1,851,473       2,060,776          1,688,383        2,746,654        3,878,504      5.27 17.46 10.32 12.5 9.9 14 20.94

FILAPAKQEDEWDKPR 3 0.9926
GVAVDYLPER 2 0.9996
HAACPVLVGNK 2 0.9997

KDEPDAFKELGTGNR 3 0.9985



LLELDPEHQR 3 0.9289
LNTEWSELENLVLK 2 0.9996

LTSTATKDPEGFVGHPVNAFK 3 0.8835
SAWLSGYENPVVSR 2 0.9996

VAYTEADYYHTELWMEQALR 3 0.9997
IPI00009943 TPT1 Tumor protein, translationally‐controlled 1 1 21.28 3 5 11,439,673     11,357,069     11,269,443     11,130,220     11,717,482     13,980,370     11,087,843     1,416,032    2,549,073        1,413,092       1,084,452          1,463,143        1,121,230        1,925,393      12.38 22.44 12.54 9.74 12.49 8.02 17.36
IPI00550900 TPT1 Translationally‐controlled tumor protein 1 23.26 3 5 11,439,673     11,357,069     11,269,443     11,130,220     11,717,482     13,980,370     11,087,843     1,416,032    2,549,073        1,413,092       1,084,452          1,463,143        1,121,230        1,925,393      12.38 22.44 12.54 9.74 12.49 8.02 17.36

DLISHDEMFSDIYK 2 0.9997
DLISHDEMFSDIYK 3 0.9997
EIADGLCLEVEGK 2 0.9199
VKPFMTGAAEQIK 2 0.8901
VKPFMTGAAEQIK 3 0.9997

IPI00009950 LMAN2 Vesicular integral‐membrane protein VIP36 0.926 3.37 1 1 2,188,770        2,364,885        1,863,738        2,002,638        2,013,908        2,294,553        2,138,300        362,947       838,387            493,053           417,566              399,612            444,298           511,542          16.58 35.45 26.46 20.85 19.84 19.36 23.92
IPI00966202 LMAN2 Putative uncharacterized protein LMAN2 0.926 6.25 1 1 2,188,770        2,364,885        1,863,738        2,002,638        2,013,908        2,294,553        2,138,300        362,947       838,387            493,053           417,566              399,612            444,298           511,542          16.58 35.45 26.46 20.85 19.84 19.36 23.92
IPI00966452 LMAN2 Putative uncharacterized protein LMAN2 0.926 4.17 1 1 2,188,770        2,364,885        1,863,738        2,002,638        2,013,908        2,294,553        2,138,300        362,947       838,387            493,053           417,566              399,612            444,298           511,542          16.58 35.45 26.46 20.85 19.84 19.36 23.92
IPI00967014 LMAN2 Putative uncharacterized protein LMAN2 0.926 3.69 1 1 2,188,770        2,364,885        1,863,738        2,002,638        2,013,908        2,294,553        2,138,300        362,947       838,387            493,053           417,566              399,612            444,298           511,542          16.58 35.45 26.46 20.85 19.84 19.36 23.92

WTELAGCTADFR 2 0.9262
IPI00010105 EIF6 Eukaryotic translation initiation factor 6 1 37.14 5 6 23,682,945     24,897,030     21,523,800     23,821,570     23,315,910     30,103,965     22,752,925     1,401,175    5,912,041        1,839,264       2,935,400          3,377,310        3,189,392        5,286,918      5.92 23.75 8.55 12.32 14.49 10.59 23.24

HGLLVPNNTTDQELQHIR 3 0.9998
LNEAQPSTIATSMR 2 0.9998

NSLPDTVQIR 2 0.9997
QTVADQVLVGSYCVFSNQGGLVHPK 3 0.9998
TSIEDQDELSSLLQVPLVAGTVNR 2 0.9998
TSIEDQDELSSLLQVPLVAGTVNR 3 0.9994

IPI00010153 RPL23 60S ribosomal protein L23 1 25 2 3 12,598,204     12,194,540     10,486,696     11,128,554     10,786,264     13,519,070     11,131,116     1,673,304    2,200,147        1,822,091       300,147              738,831            1,933,716        932,509          13.28 18.04 17.38 2.7 6.85 14.3 8.38
IPI00791920 RPL23 13 kDa protein 1 28.69 2 3 12,598,204     12,194,540     10,486,696     11,128,554     10,786,264     13,519,070     11,131,116     1,673,304    2,200,147        1,822,091       300,147              738,831            1,933,716        932,509          13.28 18.04 17.38 2.7 6.85 14.3 8.38
IPI00794091 RPL23 Putative uncharacterized protein RPL23 1 30.7 2 3 12,598,204     12,194,540     10,486,696     11,128,554     10,786,264     13,519,070     11,131,116     1,673,304    2,200,147        1,822,091       300,147              738,831            1,933,716        932,509          13.28 18.04 17.38 2.7 6.85 14.3 8.38
IPI00795408 RPL23 15 kDa protein 1 25 2 3 12,598,204     12,194,540     10,486,696     11,128,554     10,786,264     13,519,070     11,131,116     1,673,304    2,200,147        1,822,091       300,147              738,831            1,933,716        932,509          13.28 18.04 17.38 2.7 6.85 14.3 8.38
IPI00795751 RPL23 Putative uncharacterized protein RPL23 1 38.46 2 3 12,598,204     12,194,540     10,486,696     11,128,554     10,786,264     13,519,070     11,131,116     1,673,304    2,200,147        1,822,091       300,147              738,831            1,933,716        932,509          13.28 18.04 17.38 2.7 6.85 14.3 8.38

ISLGLPVGAVINCADNTGAK 2 0.9997
ISLGLPVGAVINCADNTGAK 3 0.9997
LPAAGVGDMVMATVK 2 0.9997

IPI00010154 GDI1 Rab GDP dissociation inhibitor alpha 1 21.7 7 9 23,400,751     24,034,404     20,528,836     22,498,565     21,655,851     27,722,412     21,632,693     1,450,245    5,276,316        1,992,525       2,910,044          2,154,917        6,370,878        3,816,291      6.2 21.95 9.71 12.93 9.95 22.98 17.64
FDLGQDVIDFTGHALALYR 2 0.9998
FDLGQDVIDFTGHALALYR 3 0.9998

FLMANGQLVK 2 0.999
FQLLEGPPESMGR 2 0.9982

LYSESLAR 2 0.9993
MLLYTEVTR 2 0.9997

SPYLYPLYGLGELPQGFAR 2 0.9998
SPYLYPLYGLGELPQGFAR 3 0.9998
VPSTETEALASNLMGMFEK 2 0.9996

IPI00010157 MAT2A S‐adenosylmethionine synthase isoform type‐2 0.999 3.8 1 1 2,713,325        2,668,710        2,497,895        3,007,730        2,209,430        3,008,905        2,707,275        583,707       1,023,352        832,380           754,828              767,930            479,828           563,406          21.51 38.35 33.32 25.1 34.76 15.95 20.81
IPI00916229 MAT2A S‐adenosylmethionine synthase 0.999 5.02 1 1 2,713,325        2,668,710        2,497,895        3,007,730        2,209,430        3,008,905        2,707,275        583,707       1,023,352        832,380           754,828              767,930            479,828           563,406          21.51 38.35 33.32 25.1 34.76 15.95 20.81

FVIGGPQGDAGLTGR 2 0.9987
IPI00010180 CES1 Isoform 1 of Liver carboxylesterase 1 1 19.58 8 8 21,207,936     22,824,975     20,671,139     22,052,833     20,799,800     26,105,767     20,167,867     1,926,040    4,526,648        1,737,613       1,870,028          2,104,003        3,009,808        2,661,468      9.08 19.83 8.41 8.48 10.12 11.53 13.2
IPI00607693 CES1 carboxylesterase 1 isoform c precursor 1 19.61 8 8 21,207,936     22,824,975     20,671,139     22,052,833     20,799,800     26,105,767     20,167,867     1,926,040    4,526,648        1,737,613       1,870,028          2,104,003        3,009,808        2,661,468      9.08 19.83 8.41 8.48 10.12 11.53 13.2
IPI00607801 CES1 Isoform 2 of Liver carboxylesterase 1 1 19.54 8 8 21,207,936     22,824,975     20,671,139     22,052,833     20,799,800     26,105,767     20,167,867     1,926,040    4,526,648        1,737,613       1,870,028          2,104,003        3,009,808        2,661,468      9.08 19.83 8.41 8.48 10.12 11.53 13.2

AISESGVALTSVLVK 2 0.9998
ESQPLLGTVIDGMLLLK 2 0.9998

FLSLDLQGDPR 2 0.9997
FLSLDLQGDPRESQPLLGTVIDGMLLLK 3 0.9755

FTPPQPAEPWSFVK 2 0.9573
FVSLEGFAQPVAIFLGIPFAKPPLGPLR 3 0.9997

GNWGHLDQVAALR 2 0.9996
QKTEEELLETTLK 2 0.9978

IPI00921830 ‐ Diazepam binding inhibitor, splice form 1D 1 42.36 8 12 39,205,090     37,693,849     31,941,861     30,253,034     35,667,084     43,918,181     32,898,546     2,655,537    9,014,267        2,701,155       1,827,847          1,910,360        4,456,942        6,165,771      6.77 23.91 8.46 6.04 5.36 10.15 18.74
IPI00010182 DBI Isoform 1 of Acyl‐CoA‐binding protein 1 70.11 8 12 39,205,090     37,693,849     31,941,861     30,253,034     35,667,084     43,918,181     32,898,546     2,655,537    9,014,267        2,701,155       1,827,847          1,910,360        4,456,942        6,165,771      6.77 23.91 8.46 6.04 5.36 10.15 18.74
IPI00218836 DBI Isoform 2 of Acyl‐CoA‐binding protein 1 58.65 8 12 39,205,090     37,693,849     31,941,861     30,253,034     35,667,084     43,918,181     32,898,546     2,655,537    9,014,267        2,701,155       1,827,847          1,910,360        4,456,942        6,165,771      6.77 23.91 8.46 6.04 5.36 10.15 18.74
IPI00815745 DBI Isoform 3 of Acyl‐CoA‐binding protein 1 69.32 8 12 39,205,090     37,693,849     31,941,861     30,253,034     35,667,084     43,918,181     32,898,546     2,655,537    9,014,267        2,701,155       1,827,847          1,910,360        4,456,942        6,165,771      6.77 23.91 8.46 6.04 5.36 10.15 18.74
IPI00922055 DBI acyl‐CoA‐binding protein isoform 4 1 41.22 8 12 39,205,090     37,693,849     31,941,861     30,253,034     35,667,084     43,918,181     32,898,546     2,655,537    9,014,267        2,701,155       1,827,847          1,910,360        4,456,942        6,165,771      6.77 23.91 8.46 6.04 5.36 10.15 18.74
IPI00965476 DBI acyl‐CoA‐binding protein isoform 5 1 47.29 8 12 39,205,090     37,693,849     31,941,861     30,253,034     35,667,084     43,918,181     32,898,546     2,655,537    9,014,267        2,701,155       1,827,847          1,910,360        4,456,942        6,165,771      6.77 23.91 8.46 6.04 5.36 10.15 18.74
IPI00966070 DBI acyl‐CoA‐binding protein isoform 6 1 62.89 8 12 39,205,090     37,693,849     31,941,861     30,253,034     35,667,084     43,918,181     32,898,546     2,655,537    9,014,267        2,701,155       1,827,847          1,910,360        4,456,942        6,165,771      6.77 23.91 8.46 6.04 5.36 10.15 18.74

AKWDAWNELK 2 0.998
AKWDAWNELK 3 0.9992

AKWDAWNELKGTSK 3 0.9072
AYINKVEELK 2 0.9988
AYINKVEELK 3 0.9862
AYINKVEELKK 3 0.9996

QATVGDINTERPGMLDFTGK 2 0.9998
QATVGDINTERPGMLDFTGK 3 0.9998

TKPSDEEMLFIYGHYK 2 0.9998
TKPSDEEMLFIYGHYK 3 0.9998

WDAWNELK 2 0.9995
WDAWNELKGTSK 3 0.9906

IPI00010204 SRSF3 Serine/arginine‐rich splicing factor 3 1 31.71 4 5 31,190,705     31,732,835     33,296,890     33,029,690     32,719,825     39,486,350     28,949,595     5,845,354    11,493,068      2,756,168       2,448,940          6,950,636        8,902,415        4,608,779      18.74 36.22 8.28 7.41 21.24 22.55 15.92
IPI00843996 SRSF3 cDNA FLJ52832, highly similar to Splicing factor, arginine/serine‐rich 3 1 41.94 4 5 31,190,705     31,732,835     33,296,890     33,029,690     32,719,825     39,486,350     28,949,595     5,845,354    11,493,068      2,756,168       2,448,940          6,950,636        8,902,415        4,608,779      18.74 36.22 8.28 7.41 21.24 22.55 15.92

AFGYYGPLR 2 0.9998
NPPGFAFVEFEDPRDAADAVR 2 0.9721
NPPGFAFVEFEDPRDAADAVR 3 0.9987

NPPGFAFVEFEDPRDAADAVRELDGR 3 0.9733
VYVGNLGNNGNKTELER 3 0.9994

IPI00010214 S100A14 Protein S100‐A14 0.993 10.58 1 1 3,459,300        3,639,240        4,716,260        3,761,090        3,988,570        4,171,430        4,216,150        921,816       856,724            1,357,243       767,234              900,527            986,943           1,021,044      26.65 23.54 28.78 20.4 22.58 23.66 24.22
SFWELIGEAAK 2 0.9932

IPI00010252 TRIM33 Isoform Alpha of E3 ubiquitin‐protein ligase TRIM33 0.945 2.57 1 1 583,610           450,721           647,763           615,650           544,791           561,117           459,079           93,540         213,657            83,094             73,312                114,664            102,080           51,364            16.03 47.4 12.83 11.91 21.05 18.19 11.19
IPI00221114 TRIM33 Isoform Beta of E3 ubiquitin‐protein ligase TRIM33 0.945 2.61 1 1 583,610           450,721           647,763           615,650           544,791           561,117           459,079           93,540         213,657            83,094             73,312                114,664            102,080           51,364            16.03 47.4 12.83 11.91 21.05 18.19 11.19
IPI00748247 TRIM33 cDNA FLJ13372 fis, clone PLACE1000706, highly similar to Transcription 0.945 3.82 1 1 583,610           450,721           647,763           615,650           544,791           561,117           459,079           93,540         213,657            83,094             73,312                114,664            102,080           51,364            16.03 47.4 12.83 11.91 21.05 18.19 11.19

TFAPLPEFEQEEDDGEVTEDSDEDFIQPR 3 0.945
IPI00010290 FABP1 FABP1 protein (Fragment) 1 70.9 8 12 206,134,500   222,200,000   174,592,050   193,146,170   192,555,830   233,058,420   172,962,770   6,301,482    59,090,057      18,751,437     7,189,313          16,803,640      34,416,371      33,526,003    3.06 26.59 10.74 3.72 8.73 14.77 19.38

AIGLPEELIQK 2 0.9997
FTITAGSK 2 0.9612

SVTELNGDIITNTMTLGDIVFK 2 0.9998
SVTELNGDIITNTMTLGDIVFK 3 0.9998
SVTELNGDIITNTMTLGDIVFKR 3 0.9998

TVVQLEGDNKLVTTFK 2 0.8965
TVVQLEGDNKLVTTFK 3 0.9998

VIQNEFTVGEECELETMTGEK 2 0.9998
VIQNEFTVGEECELETMTGEK 3 0.9998

VIQNEFTVGEECELETMTGEKVK 3 0.9997
YQLQSQENFEAFMK 2 0.9998
YQLQSQENFEAFMK 3 0.9998

IPI00010320 CBX1 Chromobox protein homolog 1 1 24.32 3 3 16,127,633     17,006,322     15,008,515     16,841,153     14,616,172     18,323,650     12,852,872     1,360,932    4,413,351        1,235,150       758,177              2,406,534        4,478,120        1,647,158      8.44 25.95 8.23 4.5 16.46 24.44 12.82
IPI00878669 CBX1 Putative uncharacterized protein CBX1 1 23.81 3 3 16,127,633     17,006,322     15,008,515     16,841,153     14,616,172     18,323,650     12,852,872     1,360,932    4,413,351        1,235,150       758,177              2,406,534        4,478,120        1,647,158      8.44 25.95 8.23 4.5 16.46 24.44 12.82

IIGATDSSGELMFLMK 2 0.9998



VEEVLEEEEEEYVVEK 2 0.99
WKNSDEADLVPAK 3 0.998

IPI00955848 ‐ SH3 domain binding glutamic acid‐rich protein like 3, isoform CRA_a (Fr 1 7.39 1 2 4,782,048        5,119,915        4,686,145        4,372,930        4,724,483        5,959,260        4,702,040        276,393       1,387,508        748,138           508,655              750,808            877,834           1,003,750      5.78 27.1 15.96 11.63 15.89 14.73 21.35
IPI00010402 SH3BGRL3 Putative uncharacterized protein 1 8.41 1 2 4,782,048        5,119,915        4,686,145        4,372,930        4,724,483        5,959,260        4,702,040        276,393       1,387,508        748,138           508,655              750,808            877,834           1,003,750      5.78 27.1 15.96 11.63 15.89 14.73 21.35
IPI00514669 SH3BGRL3 SH3 domain binding glutamic acid‐rich protein like 3 1 21.59 1 2 4,782,048        5,119,915        4,686,145        4,372,930        4,724,483        5,959,260        4,702,040        276,393       1,387,508        748,138           508,655              750,808            877,834           1,003,750      5.78 27.1 15.96 11.63 15.89 14.73 21.35
IPI00746352 SH3BGRL3 SH3 domain‐binding glutamic acid‐rich‐like protein 3 1 20.43 1 2 4,782,048        5,119,915        4,686,145        4,372,930        4,724,483        5,959,260        4,702,040        276,393       1,387,508        748,138           508,655              750,808            877,834           1,003,750      5.78 27.1 15.96 11.63 15.89 14.73 21.35

IQYQLVDISQDNALRDEMR 2 0.9995
IQYQLVDISQDNALRDEMR 3 0.994

IPI00010414 PDLIM1 PDZ and LIM domain protein 1 1 32.83 6 6 87,144,990     88,865,080     98,000,980     88,047,370     96,250,750     113,264,730   85,476,180     7,373,707    19,964,446      7,955,632       8,580,815          10,232,825      20,032,115      8,943,526      8.46 22.47 8.12 9.75 10.63 17.69 10.46
AALANLCIGDVITAIDGENTSNMTHLEAQNR 3 0.9996

LVGGKDFEQPLAISR 3 0.9568
MNLASEPQEVLHIGSAHNR 3 0.9492
SAMPFTASPASSTTAR 2 0.9997
VTPPEGYEVVTVFPK 2 0.9995
VWSPLVTEEGKR 3 0.9783

IPI00010471 LCP1 Plastin‐2 1 5.58 2 2 7,875,365        8,071,655        11,212,825     8,770,070        9,098,110        9,665,925        9,434,825        2,200,435    2,030,839        2,049,755       1,987,314          2,207,989        1,391,408        1,346,241      27.94 25.16 18.28 22.66 24.27 14.39 14.27
VNDDIIVNWVNETLR 2 0.9997

VNHLYSDLSDALVIFQLYEK 3 0.9994
IPI00010490 ARVCF Isoform Long of Armadillo repeat protein deleted in velo‐cardio‐facial s 0.974 1.98 1 1 104,022           112,540           88,442             126,850           118,057           127,066           106,850           23,846         16,908              5,996               40,485                31,414              23,499             12,320            22.92 15.02 6.78 31.92 26.61 18.49 11.53
IPI00220492 ARVCF Isoform Short of Armadillo repeat protein deleted in velo‐cardio‐facial s 0.974 2.11 1 1 104,022           112,540           88,442             126,850           118,057           127,066           106,850           23,846         16,908              5,996               40,485                31,414              23,499             12,320            22.92 15.02 6.78 31.92 26.61 18.49 11.53
IPI00879055 ARVCF ARVCF protein 0.974 1.99 1 1 104,022           112,540           88,442             126,850           118,057           127,066           106,850           23,846         16,908              5,996               40,485                31,414              23,499             12,320            22.92 15.02 6.78 31.92 26.61 18.49 11.53
IPI00879180 ARVCF Putative uncharacterized protein ARVCF 0.974 2.13 1 1 104,022           112,540           88,442             126,850           118,057           127,066           106,850           23,846         16,908              5,996               40,485                31,414              23,499             12,320            22.92 15.02 6.78 31.92 26.61 18.49 11.53

AGPLGPGPGDGCFTLPGHR 3 0.9673
IPI00010697 ITGA6 Isoform Alpha‐6X1X2B of Integrin alpha‐6 1 3.27 2 2 2,142,980        2,196,488        1,498,180        1,597,308        1,671,479        2,284,986        1,543,355        184,389       628,227            101,672           275,812              271,985            331,389           471,029          8.6 28.6 6.79 17.27 16.27 14.5 30.52
IPI00216221 ITGA6 Isoform Alpha‐6X1A of Integrin alpha‐6 1 3.45 2 2 2,142,980        2,196,488        1,498,180        1,597,308        1,671,479        2,284,986        1,543,355        184,389       628,227            101,672           275,812              271,985            331,389           471,029          8.6 28.6 6.79 17.27 16.27 14.5 30.52
IPI00216222 ITGA6 Isoform Alpha‐6X1B of Integrin alpha‐6 1 3.39 2 2 2,142,980        2,196,488        1,498,180        1,597,308        1,671,479        2,284,986        1,543,355        184,389       628,227            101,672           275,812              271,985            331,389           471,029          8.6 28.6 6.79 17.27 16.27 14.5 30.52
IPI00216223 ITGA6 Putative uncharacterized protein ITGA6 1 3.41 2 2 2,142,980        2,196,488        1,498,180        1,597,308        1,671,479        2,284,986        1,543,355        184,389       628,227            101,672           275,812              271,985            331,389           471,029          8.6 28.6 6.79 17.27 16.27 14.5 30.52
IPI00216224 ITGA6 Isoform Alpha‐6X2B of Integrin alpha‐6 1 3.41 2 2 2,142,980        2,196,488        1,498,180        1,597,308        1,671,479        2,284,986        1,543,355        184,389       628,227            101,672           275,812              271,985            331,389           471,029          8.6 28.6 6.79 17.27 16.27 14.5 30.52
IPI00216225 ITGA6 Isoform Alpha‐6X1X2A of Integrin alpha‐6 1 3.33 2 2 2,142,980        2,196,488        1,498,180        1,597,308        1,671,479        2,284,986        1,543,355        184,389       628,227            101,672           275,812              271,985            331,389           471,029          8.6 28.6 6.79 17.27 16.27 14.5 30.52
IPI00921080 ITGA6 Isoform 7 of Integrin alpha‐6 1 3.88 2 2 2,142,980        2,196,488        1,498,180        1,597,308        1,671,479        2,284,986        1,543,355        184,389       628,227            101,672           275,812              271,985            331,389           471,029          8.6 28.6 6.79 17.27 16.27 14.5 30.52
IPI00921401 ITGA6 Isoform 9 of Integrin alpha‐6 1 3.37 2 2 2,142,980        2,196,488        1,498,180        1,597,308        1,671,479        2,284,986        1,543,355        184,389       628,227            101,672           275,812              271,985            331,389           471,029          8.6 28.6 6.79 17.27 16.27 14.5 30.52

GISPYFGYSIAGNMDLDR 2 0.9992
NSYPDVAVGSLSDSVTIFR 2 0.9223

IPI00010706 GSS Glutathione synthetase 1 21.1 7 7 172,406,975   156,698,190   153,961,075   155,172,200   154,941,230   180,575,990   144,765,255   10,660,407  33,553,869      20,031,963     7,917,473          14,899,788      15,575,841      29,768,759    6.18 21.41 13.01 5.1 9.62 8.63 20.56
AIENELLAR 2 0.9993
ASYILMEK 2 0.9183

AWELYGSPNALVLLIAQEKER 3 0.9909
EGGGNNLYGEEMVQALK 2 0.9992

EGIAQTVFLGLNR 2 0.8802
HVLSVLSK 2 0.8625

VQQELSRPGMLEMLLPGQPEAVAR 3 0.9952
IPI00010720 CCT5 T‐complex protein 1 subunit epsilon 1 50.46 17 20 52,126,853     48,305,500     45,994,824     49,467,770     47,560,682     57,593,233     47,142,771     5,597,573    9,540,124        3,187,352       5,210,237          5,590,036        4,565,898        9,754,661      10.74 19.75 6.93 10.53 11.75 7.93 20.69

DGDVTVTNDGATILSMMDVDHQIAK 2 0.9415
DVDFELIKVEGK 2 0.8955
EMNPALGIDCLHK 2 0.9997

ETGANLAICQWGFDDEANHLLLQNNLPAVR 3 0.9998
FEEMIQQIK 2 0.9985

GVIVDKDFSHPQMPK 3 0.9956
HKLDVTSVEDYK 3 0.958
IAILTCPFEPPKPK 2 0.9992
IAILTCPFEPPKPK 3 0.9997

LGFAGLVQEISFGTTK 2 0.9998
LMGLEALK 2 0.9983
MIIEEAK 2 0.9253
MLVIEQCK 2 0.9953

QMAEIAVNAVLTVADMER 2 0.8757
QMAEIAVNAVLTVADMER 3 0.9998

QQHVIETLIGK 3 0.9997
SQDDEIGDGTTGVVVLAGALLEEAEQLLDR 2 0.9998
SQDDEIGDGTTGVVVLAGALLEEAEQLLDR 3 0.9998

VAIEHLDKISDSVLVDIKDTEPLIQTAK 3 0.8946
WVGGPEIELIAIATGGR 2 0.9998

IPI00010740 SFPQ Isoform Long of Splicing factor, proline‐ and glutamine‐rich 1 10.33 6 9 91,609,124     90,177,952     82,916,538     83,843,986     84,078,166     103,190,778   76,191,128     4,605,122    20,535,115      7,181,110       5,279,852          7,439,587        16,451,728      12,003,797    5.03 22.77 8.66 6.3 8.85 15.94 15.75
AVVIVDDR 2 0.9981

FAQHGTFEYEYSQR 3 0.9997
FATHAAALSVR 2 0.9997
FATHAAALSVR 3 0.9998

LFVGNLPADITEDEFK 2 0.9996
LFVGNLPADITEDEFKR 2 0.9996
LFVGNLPADITEDEFKR 3 0.9981

NLSPYVSNELLEEAFSQFGPIER 2 0.9998
NLSPYVSNELLEEAFSQFGPIER 3 0.9777

IPI00014581 TPM1 Isoform 1 of Tropomyosin alpha‐1 chain 1 5.28 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00018853 TPM1 Tropomyosin isoform 1 6.17 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00216135 TPM1 Isoform 3 of Tropomyosin alpha‐1 chain 1 5.28 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00296039 TPM1 Isoform 4 of Tropomyosin alpha‐1 chain 1 5.28 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00604537 TPM1 tropomyosin alpha‐1 chain isoform 3 1 5.28 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00940084 TPM1 37 kDa protein 1 4.73 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00940343 TPM1 cDNA FLJ16459 fis, clone BRCAN2002473, moderately similar to Tropom 1 4.6 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00941861 TPM1 Tropomyosin 1 (Alpha), isoform CRA_o 1 5.28 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00970818 TPM1 tropomyosin alpha‐1 chain isoform 5 1 5.28 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00010779 TPM4 Isoform 1 of Tropomyosin alpha‐4 chain 1 6.05 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16
IPI00910322 TPM4 cDNA FLJ52936, weakly similar to Tropomyosin alpha‐4 chain 1 9.74 1 1 306,930           312,158           304,826           259,965           253,295           298,543           256,145           42,541         61,262              38,136             20,282                14,329              32,401             18,330            13.86 19.63 12.51 7.8 5.66 10.85 7.16

RIQLVEEELDRAQER 3 0.9994
IPI00010796 P4HB Protein disulfide‐isomerase 1 58.07 23 30 232,760,525   240,816,340   214,940,655   213,039,185   223,134,105   273,027,120   227,802,915   17,605,912  53,968,955      21,479,595     27,891,929        28,995,925      23,699,763      46,828,032    7.56 22.41 9.99 13.09 12.99 8.68 20.56

EADDIVNWLK 2 0.9998
HNQLPLVIEFTEQTAPK 2 0.9998
HNQLPLVIEFTEQTAPK 3 0.9998

ILEFFGLK 2 0.9997
ILFIFIDSDHTDNQR 3 0.9997

LITLEEEMTK 2 0.9998
NFEDVAFDEK 2 0.992
NFEDVAFDEKK 2 0.9998
NFEDVAFDEKK 3 0.9998

NNFEGEVTKENLLDFIK 2 0.9997
NNFEGEVTKENLLDFIK 3 0.9995
NVFVEFYAPWCGHCK 3 0.9928

QFLQAAEAIDDIPFGITSNSDVFSK 2 0.9998
QLAPIWDK 2 0.9973

QLAPIWDKLGETYKDHENIVIAK 3 0.9996
SNFAEALAAHK 2 0.9998
SVSDYDGKLSNFK 2 0.9452

TAAESFKGKILFIFIDSDHTDNQR 3 0.943
TGPAATTLPDGAAAESLVESSEVAVIGFFK 2 0.9998



TGPAATTLPDGAAAESLVESSEVAVIGFFK 3 0.9998
THILLFLPK 2 0.9997
TVIDYNGER 2 0.9998

VDATEESDLAQQYGVR 2 0.9998
VDATEESDLAQQYGVR 3 0.9998

VHSFPTLK 2 0.9766
YKPESEELTAER 2 0.9998
YKPESEELTAER 3 0.9997

YLLVEFYAPWCGHCK 3 0.9996
YQLDKDGVVLFK 2 0.9993
YQLDKDGVVLFK 3 0.9998

IPI00010810 ETFA Electron transfer flavoprotein subunit alpha, mitochondria 1 21.62 4 4 8,264,589        7,713,490        7,355,098        7,084,211        7,213,709        8,793,312        7,434,261        952,930       1,672,406        1,099,682       847,847              656,382            471,027           1,253,544      11.53 21.68 14.95 11.97 9.1 5.36 16.86
IPI00895865 ETFA electron transfer flavoprotein subunit alpha, mitochondrial isoform b 1 25.35 4 4 8,264,589        7,713,490        7,355,098        7,084,211        7,213,709        8,793,312        7,434,261        952,930       1,672,406        1,099,682       847,847              656,382            471,027           1,253,544      11.53 21.68 14.95 11.97 9.1 5.36 16.86

ASSTSPVEISEWLDQK 2 0.9997
GLLPEELTPLILATQK 2 0.9997

IVAPELYIAVGISGAIQHLAGMK 3 0.9984
LLYDLADQLHAAVGASR 3 0.9996

IPI00010863 ATOX1 Copper transport protein ATOX1 1 20.59 2 2 48,979,800     47,885,370     44,526,410     43,911,690     48,196,290     58,103,400     45,679,800     2,945,184    7,797,054        3,617,357       3,427,702          5,679,703        9,373,701        5,650,577      6.01 16.28 8.12 7.81 11.78 16.13 12.37
LGGVKYDIDLPNKK 3 0.9894

YDIDLPNKK 2 0.932
IPI00010884 ‐ Putative CDC37‐like protein LOC390688 0.913 9.44 1 1 4,216,865        3,807,735        3,767,000        3,730,980        3,564,650        4,402,330        3,774,850        705,901       1,212,274        610,400           931,331              401,347            544,464           944,508          16.74 31.84 16.2 24.96 11.26 12.37 25.02
IPI00472137 ‐ Putative CDC37‐like protein ENSP00000350273 0.913 9.44 1 1 4,216,865        3,807,735        3,767,000        3,730,980        3,564,650        4,402,330        3,774,850        705,901       1,212,274        610,400           931,331              401,347            544,464           944,508          16.74 31.84 16.2 24.96 11.26 12.37 25.02

FPMQQCIDAGLRVPNSEVSEAK 3 0.9131
IPI00010896 CLIC1 Chloride intracellular channel protein 1 1 53.94 11 13 106,586,080   108,020,731   93,008,453     98,590,220     96,866,390     119,761,360   89,077,479     4,135,019    26,767,362      9,558,075       6,005,425          11,136,170      9,698,698        17,197,347    3.88 24.78 10.28 6.09 11.5 8.1 19.31

EEFASTCPDDEEIELAYEQVAK 2 0.9998
EEFASTCPDDEEIELAYEQVAK 3 0.9998

FLDGNELTLADCNLLPK 2 0.992
FSAYIK 2 0.8656

GVTFNVTTVDTK 2 0.9997
IGNCPFSQR 2 0.9998

LAALNPESNTAGLDIFAK 2 0.9998
LFMVLWLK 2 0.9992
LHIVQVVCK 2 0.9993
LHIVQVVCKK 2 0.9726

VLDNYLTSPLPEEVDETSAEDEGVSQR 2 0.9998
VLDNYLTSPLPEEVDETSAEDEGVSQR 3 0.9998
VLDNYLTSPLPEEVDETSAEDEGVSQRK 3 0.9998

IPI00010949 SIAE Isoform 1 of Sialate O‐acetylesterase 1 7.65 3 3 13,850,980     13,048,935     12,356,415     12,920,320     13,076,490     16,171,530     13,063,805     1,941,482    3,008,431        1,269,675       1,896,796          1,054,576        1,177,121        2,862,049      14.02 23.05 10.28 14.68 8.06 7.28 21.91
IPI00759728 SIAE Isoform 2 of Sialate O‐acetylesterase 1 8.2 3 3 13,850,980     13,048,935     12,356,415     12,920,320     13,076,490     16,171,530     13,063,805     1,941,482    3,008,431        1,269,675       1,896,796          1,054,576        1,177,121        2,862,049      14.02 23.05 10.28 14.68 8.06 7.28 21.91

FFPFGLVQLSSDLSK 2 0.9992
WHQTADFGYVPNPK 3 0.9983
YAWTTWPCEYK 2 0.9995

IPI00010951 EPPK1 Epiplakin 1 6.66 19 21 132,806,963   131,803,710   124,196,333   127,213,073   123,287,436   153,577,929   124,259,293   10,626,732  29,713,092      18,851,341     15,299,887        12,816,139      15,226,034      22,232,578    8 22.54 15.18 12.03 10.4 9.91 17.89
AGTLTVEELGATLTSLLAQAQAQAR 2 0.9998
AGTLTVEELGATLTSLLAQAQAQAR 3 0.9997

APGSGLALLPLK 2 0.9578
EELLAEFGSGTLDLPALTR 2 0.9994

ELIPAAFATWLLEAQAATGFLLDPCTR 3 0.9691
ELSEQLGQAER 2 0.9983

FADQVVSFWDLLSSPYFTEDRK 3 0.8716
GFFDPNTHENLTYVQLLR 3 0.9998

GSAVHQLSEELR 2 0.9994
GSAVHQLSEELR 3 0.9997

LLEAQIATGGVIDPVHSHR 3 0.9998
LLEIITTTIEETETQNQGIK 3 0.9997

LTAIIEEAEEAPGARPQLQDAWR 3 0.999
MSIYQAMWK 2 0.9994

QLSQAGSFSDGTHGGLR 3 0.9989
RDELLAQHAAGALGLPDLVAVLTR 3 0.9976

SLEGGNFIAGVLIQGTQER 2 0.9397
VPVDVAYR 2 0.9992

VSAWELINSEYFSEGR 2 0.9933
VTPGSGALQGQSVSVWELLFYR 3 0.9997

YLEGTSCIAGVLVPAK 2 0.9997
IPI00011107 IDH2 Isocitrate dehydrogenase [NADP], mitochondrial 0.995 5.97 2 2 26,481,610     25,132,170     23,542,150     23,519,680     19,713,060     26,633,910     22,020,960     4,077,732    6,893,026        5,128,223       5,353,523          4,119,271        2,931,910        3,759,510      15.4 27.43 21.78 22.76 20.9 11.01 17.07

LIDDMVAQVLK 2 0.9769
LNEHFLNTTDFLDTIK 3 0.9946

IPI00011126 PSMC1 26S protease regulatory subunit 4 0.995 3.41 1 1 4,393,260        4,056,290        5,670,520        5,383,660        5,206,230        5,736,230        4,835,550        1,114,910    888,949            1,041,850       512,772              635,500            608,303           1,120,094      25.38 21.92 18.37 9.52 12.21 10.6 23.16
TMLELLNQLDGFDSR 2 0.9946

IPI00011200 PHGDH D‐3‐phosphoglycerate dehydrogenase 1 28.33 9 10 37,776,735     38,198,154     34,003,145     34,597,880     35,131,410     41,973,050     32,455,735     3,315,883    9,446,714        2,887,949       3,565,476          4,513,893        2,850,748        4,718,135      8.78 24.73 8.49 10.31 12.85 6.79 14.54
AGTGVDNVDLEAATR 2 0.9998

ALQSGQCAGAALDVFTEEPPRDR 3 0.9996
FMGTELNGK 2 0.998
GGIVDEGALLR 2 0.9995
GTIQVITQGTSLK 2 0.9998

LLSYQTSLVSDGETWHVMGISSLLPSLEAWK 3 0.9951
NAGNCLSPAVIVGLLK 2 0.9997

TQTSDPAMLPTMIGLLAEAGVR 2 0.9998
TQTSDPAMLPTMIGLLAEAGVR 3 0.9998

VTADVINAAEK 2 0.9998
IPI00011229 CTSD Cathepsin D 1 37.62 12 14 91,354,625     92,315,730     88,985,685     89,492,485     92,239,665     110,961,965   87,665,330     2,399,868    20,525,738      8,303,602       4,939,289          12,881,092      11,550,416      16,384,851    2.63 22.23 9.33 5.52 13.96 10.41 18.69

AIGAVPLIQGEYMIPCEK 2 0.9998
AIGAVPLIQGEYMIPCEK 3 0.9997

AYWQVHLDQVEVASGLTLCK 3 0.9742
DPDAQPGGELMLGGTDSK 2 0.9998

FDGILGMAYPR 2 0.9998
ISVNNVLPVFDNLMQQK 2 0.9998
ISVNNVLPVFDNLMQQK 3 0.9998

LLDIACWIHHK 3 0.9971
LVDQNIFSFYLSR 2 0.9923
QPGITFIAAK 2 0.9662

QVFGEATKQPGITFIAAK 2 0.9837
VGFAEAAR 2 0.9996
VSTLPAITLK 2 0.9217

YYTVFDRDNNR 2 0.905
IPI00011250 UCHL3 Ubiquitin carboxyl‐terminal hydrolase isozyme L3 1 10.87 2 2 7,794,495        7,920,455        7,741,745        7,231,025        7,501,515        8,053,010        7,028,515        753,649       2,099,589        1,794,141       926,935              1,236,102        556,925           1,377,985      9.67 26.51 23.17 12.82 16.48 6.92 19.61

WLPLEANPEVTNQFLK 2 0.9997
YLENYDAIR 2 0.9976

IPI00011253 RPS3 40S ribosomal protein S3 1 24.28 5 5 12,717,360     12,639,866     13,414,595     14,518,748     13,154,690     14,692,383     11,701,790     1,110,977    3,104,307        1,140,095       1,495,470          1,791,374        1,490,746        2,163,168      8.74 24.56 8.5 10.3 13.62 10.15 18.49
FGFPEGSVELYAEK 2 0.9984

GGKPEPPAMPQPVPTA 2 0.9996
GLCAIAQAESLR 2 0.9915
IMLPWDPTGK 2 0.9752
QGVLGIK 2 0.9369



IPI00011268 RALY cDNA FLJ77422, highly similar to Homo sapiens RNA binding protein, au 0.97 2.93 1 1 5,769,725        4,437,283        4,628,675        4,710,988        4,894,425        4,344,520        4,359,825        556,440       761,976            1,282,325       1,373,502          787,194            1,408,034        521,205          9.64 17.17 27.7 29.16 16.08 32.41 11.95
IPI00216044 RALY Isoform 1 of RNA‐binding protein Raly 0.97 3.1 1 1 5,769,725        4,437,283        4,628,675        4,710,988        4,894,425        4,344,520        4,359,825        556,440       761,976            1,282,325       1,373,502          787,194            1,408,034        521,205          9.64 17.17 27.7 29.16 16.08 32.41 11.95
IPI00642213 RALY RNA binding protein, autoantigenic 0.97 3.8 1 1 5,769,725        4,437,283        4,628,675        4,710,988        4,894,425        4,344,520        4,359,825        556,440       761,976            1,282,325       1,373,502          787,194            1,408,034        521,205          9.64 17.17 27.7 29.16 16.08 32.41 11.95
IPI00514496 RALY RNA binding protein, autoantigenic 0.97 3.75 1 1 5,769,725        4,437,283        4,628,675        4,710,988        4,894,425        4,344,520        4,359,825        556,440       761,976            1,282,325       1,373,502          787,194            1,408,034        521,205          9.64 17.17 27.7 29.16 16.08 32.41 11.95

SNIDALLSR 2 0.97
IPI00011274 HNRPDL Isoform 1 of Heterogeneous nuclear ribonucleoprotein D‐like 1 8.81 4 4 11,211,378     11,072,844     10,446,808     10,345,340     10,902,813     13,786,185     9,580,303        2,043,369    3,662,951        1,328,748       1,358,233          1,879,017        2,005,471        2,033,210      18.23 33.08 12.72 13.13 17.23 14.55 21.22
IPI00045498 HNRPDL Isoform 3 of Heterogeneous nuclear ribonucleoprotein D‐like 1 15.16 4 4 11,211,378     11,072,844     10,446,808     10,345,340     10,902,813     13,786,185     9,580,303        2,043,369    3,662,951        1,328,748       1,358,233          1,879,017        2,005,471        2,033,210      18.23 33.08 12.72 13.13 17.23 14.55 21.22
IPI00845282 HNRPDL Isoform 2 of Heterogeneous nuclear ribonucleoprotein D‐like 1 12.29 4 4 11,211,378     11,072,844     10,446,808     10,345,340     10,902,813     13,786,185     9,580,303        2,043,369    3,662,951        1,328,748       1,358,233          1,879,017        2,005,471        2,033,210      18.23 33.08 12.72 13.13 17.23 14.55 21.22

GFGFVLFK 2 0.9998
MFIGGLSWDTSK 2 0.9723
MFIGGLSWDTSKK 3 0.9884
RGFCFITYTDEEPVKK 3 0.9997

IPI00011284 COMT Isoform Membrane‐bound of Catechol O‐methyltransferase 1 51.66 9 12 77,182,878     77,659,600     70,184,945     75,229,195     71,000,407     85,061,770     64,630,562     6,017,076    20,209,141      8,199,798       4,003,070          9,620,796        14,347,013      10,522,276    7.8 26.02 11.68 5.32 13.55 16.87 16.28
IPI00375513 COMT Isoform Soluble of Catechol O‐methyltransferase 1 63.35 9 12 77,182,878     77,659,600     70,184,945     75,229,195     71,000,407     85,061,770     64,630,562     6,017,076    20,209,141      8,199,798       4,003,070          9,620,796        14,347,013      10,522,276    7.8 26.02 11.68 5.32 13.55 16.87 16.28

EWAMNVGDKK 2 0.9811
GSSCFECTHYQSFLEYR 2 0.9998
GSSCFECTHYQSFLEYR 3 0.9997

GTVLLADNVICPGAPDFLAHVR 3 0.9997
ILNHVLQHAEPGNAQSVLEAIDTYCEQK 3 0.8443

KGTVLLADNVICPGAPDFLAHVR 3 0.9997
LITIEINPDCAAITQR 2 0.9998
LITIEINPDCAAITQR 3 0.9995
VTLVVGASQDIIPQLK 2 0.9179
YDVDTLDMVFLDHWK 3 0.999
YLPDTLLLEECGLLR 2 0.9998
YLPDTLLLEECGLLR 3 0.9998

IPI00011285 CAPN1 Calpain‐1 catalytic subunit 1 12.32 6 6 37,316,267     35,501,623     34,929,583     36,062,790     34,882,123     41,629,097     36,562,530     3,021,188    8,591,146        4,820,725       5,669,985          5,504,589        3,557,550        6,717,587      8.1 24.2 13.8 15.72 15.78 8.55 18.37
KAPSDLYQIILK 2 0.9774
MAIESAGFK 2 0.9281

QLAGEDMEISVK 2 0.9916
TDICQGALGDCWLLAAIASLTLNDTLLHR 3 0.9994

TLDTDLDGVVTFDLFK 2 0.9996
YLGQDYEQLR 2 0.9904

IPI00011416 ECH1 Delta(3,5)‐Delta(2,4)‐dienoyl‐CoA isomerase, mitochondria 1 35.06 9 9 65,497,137     67,969,297     61,528,493     60,688,508     64,608,587     79,248,547     61,105,613     3,122,127    16,237,636      5,539,103       6,804,084          9,053,347        12,239,661      12,740,539    4.77 23.89 9 11.21 14.01 15.44 20.85
EVDVGLAADVGTLQR 2 0.9687
KMMADEALGSGLVSR 3 0.9832

MFTAGIDLMDMASDILQPK 2 0.9998
MMADEALGSGLVSR 2 0.9998

VFPDKEVMLDAALALAAEISSK 3 0.9997
VIGNQSLVNELAFTAR 2 0.9997

VNLLYSR 2 0.9691
YCAQDAFFQVK 2 0.9988
YQETFNVIER 2 0.9994

IPI00011454 GANAB Isoform 2 of Neutral alpha‐glucosidase AB 1 24.53 19 19 55,361,982     54,869,179     59,496,685     56,291,813     57,089,841     64,783,018     54,890,980     7,145,338    12,321,662      5,986,586       5,376,614          9,689,256        5,295,527        9,275,881      12.91 22.46 10.06 9.55 16.97 8.17 16.9
IPI00383581 GANAB cDNA FLJ61290, highly similar to Neutral alpha‐glucosidase AB 1 23.82 19 19 55,361,982     54,869,179     59,496,685     56,291,813     57,089,841     64,783,018     54,890,980     7,145,338    12,321,662      5,986,586       5,376,614          9,689,256        5,295,527        9,275,881      12.91 22.46 10.06 9.55 16.97 8.17 16.9

AFFAGSQR 2 0.8721
FGAVWTGDNTAEWDHLK 3 0.9998

FSFSGNTLVSSSADPEGHFETPIWIER 3 0.9998
GLLEFEHQR 2 0.9991
KLVAIVDPHIK 3 0.9997

LSFQHDPETSVLVLR 3 0.9998
LVAIVDPHIK 2 0.9991

MMDYLQGSGETPQTDVR 2 0.9998
PAAVVLQTK 2 0.9539

QYASLTGTQALPPLFSLGYHQSR 3 0.9997
REPWLLPSQHNDIIR 3 0.9994
SGGMERPFVLAR 2 0.9942
SIRPGLSPYR 3 0.9992
SLLLSVNAR 2 0.9964

VLLVLELQGLQK 2 0.9998
VVIIGAGKPAAVVLQTK 3 0.9998
WYQMGAYQPFFR 2 0.9998

YFTWDPSR 2 0.9993
YRVPDVLVADPPIAR 3 0.9995

IPI00011522 ACAA1 cDNA, FLJ79450, highly similar to 3‐ketoacyl‐CoA thiolase, peroxisoma 0.97 12.42 1 1 1,195,516        1,168,804        1,201,476        1,024,506        1,121,132        1,426,668        1,089,722        76,090         341,815            225,440           105,261              212,088            338,345           271,018          6.36 29.24 18.76 10.27 18.92 23.72 24.87
IPI00793428 ACAA1 13 kDa protein 0.97 14.62 1 1 1,195,516        1,168,804        1,201,476        1,024,506        1,121,132        1,426,668        1,089,722        76,090         341,815            225,440           105,261              212,088            338,345           271,018          6.36 29.24 18.76 10.27 18.92 23.72 24.87

IAQFLSDIPETVPLSTVNR 2 0.97
IPI00011609 UBE3A Isoform II of Ubiquitin‐protein ligase E3A 0.988 1.71 1 1 466,863           446,281           593,057           635,877           565,500           655,805           530,757           70,763         204,717            214,702           209,768              302,806            173,242           296,195          15.16 45.87 36.2 32.99 53.55 26.42 55.81
IPI00219197 UBE3A Isoform I of Ubiquitin‐protein ligase E3A 0.988 1.76 1 1 466,863           446,281           593,057           635,877           565,500           655,805           530,757           70,763         204,717            214,702           209,768              302,806            173,242           296,195          15.16 45.87 36.2 32.99 53.55 26.42 55.81
IPI00219198 UBE3A Isoform III of Ubiquitin‐protein ligase E3A 0.988 1.72 1 1 466,863           446,281           593,057           635,877           565,500           655,805           530,757           70,763         204,717            214,702           209,768              302,806            173,242           296,195          15.16 45.87 36.2 32.99 53.55 26.42 55.81

DPNYLNLFIIVMENR 2 0.988
IPI00011675 SP100 Isoform Sp100‐HMG of Nuclear autoantigen Sp‐100 0.981 3.07 1 1 1,512,842        1,441,579        1,806,407        2,032,181        1,941,640        1,442,666        2,088,650        313,498       508,826            710,205           581,432              478,765            236,330           220,916          20.72 35.3 39.32 28.61 24.66 16.38 10.58

TFNLPVLEALFSDVNMQEYPDLIHIYK 3 0.9912
IPI00011876 MTAP cDNA FLJ59758, highly similar to S‐methyl‐5‐thioadenosine phosphoryl 1 22.67 4 4 10,736,957     12,459,069     10,781,019     10,948,877     10,995,852     14,004,195     10,063,800     681,789       3,220,444        934,333           966,431              2,367,903        1,256,063        2,075,617      6.35 25.85 8.67 8.83 21.53 8.97 20.62
IPI00942294 MTAP S‐methyl‐5'‐thioadenosine phosphorylase 1 24.03 4 4 10,736,957     12,459,069     10,781,019     10,948,877     10,995,852     14,004,195     10,063,800     681,789       3,220,444        934,333           966,431              2,367,903        1,256,063        2,075,617      6.35 25.85 8.67 8.83 21.53 8.97 20.62

GTMVTIEGPR 2 0.9985
IGIIGGTGLDDPEILEGR 2 0.9946

SLLLTTIPQIGSTEWSETLHNLK 3 0.9976
YVDTPFGKPSDALILGK 3 0.9996

IPI00011913 HNRNPA0 Heterogeneous nuclear ribonucleoprotein A0 1 20.66 3 3 19,210,870     17,524,560     17,730,540     18,655,580     17,286,820     20,205,970     17,281,770     1,351,132    3,980,329        2,363,714       784,638              2,137,481        1,901,740        2,346,442      7.03 22.71 13.33 4.21 12.36 9.41 13.58
GFGFVYFQNHDAADKAAVVK 3 0.8651

LFIGGLNVQTSESGLR 2 0.9994
LFVGGLKGDVAEGDLIEHFSQFGTVEK 3 0.8901

IPI00011937 PRDX4 Peroxiredoxin‐4 1 17.34 5 5 9,322,050        8,998,219        8,837,171        9,316,743        8,651,534        10,823,723     8,608,358        766,156       1,978,487        589,603           1,192,103          913,903            812,987           1,581,454      8.22 21.99 6.67 12.8 10.56 7.51 18.37
IPI00639945 PRDX4 Protein 1 29.19 5 5 9,322,050        8,998,219        8,837,171        9,316,743        8,651,534        10,823,723     8,608,358        766,156       1,978,487        589,603           1,192,103          913,903            812,987           1,581,454      8.22 21.99 6.67 12.8 10.56 7.51 18.37
IPI00647280 PRDX4 Putative uncharacterized protein PRDX4 1 18.29 5 5 9,322,050        8,998,219        8,837,171        9,316,743        8,651,534        10,823,723     8,608,358        766,156       1,978,487        589,603           1,192,103          913,903            812,987           1,581,454      8.22 21.99 6.67 12.8 10.56 7.51 18.37

DYGVYLEDSGHTLR 3 0.9167
GLFIIDDK 2 0.9996

GLFIIDDKGILR 3 0.9997
LVQAFQYTDK 2 0.9569
QITLNDLPVGR 2 0.9995

IPI00012007 AHCY Adenosylhomocysteinase 1 28.24 11 12 91,286,425     95,758,360     88,769,290     88,437,125     93,363,195     112,831,770   87,527,855     3,091,513    21,176,058      8,665,379       6,031,104          8,302,321        17,830,809      14,319,993    3.39 22.11 9.76 6.82 8.89 15.8 16.36
ALDIAENEMPGLMR 2 0.9998

GETDEEYLWCIEQTLYFK 2 0.997
GISEETTTGVHNLYK 2 0.9998
GISEETTTGVHNLYK 3 0.9884

IILLAEGR 2 0.9569
KLDEAVAEAHLGK 3 0.9998

RIILLAEGR 2 0.9206
VADIGLAAWGR 2 0.9998
VAVVAGYGDVGK 2 0.9998
VPAINVNDSVTK 2 0.9998
WLNENAVEK 2 0.9994
YPQLLPGIR 2 0.9996



IPI00012011 CFL1 Cofilin‐1 1 63.25 10 15 531,919,120   616,574,830   503,593,900   534,777,350   561,922,830   707,303,880   496,084,512   43,663,240  112,727,588    57,149,565     54,168,175        75,122,990      116,585,051    38,243,154    8.21 18.28 11.35 10.13 13.37 16.48 7.71
AVLFCLSEDKK 2 0.9997
AVLFCLSEDKK 3 0.9964

EDLVFIFWAPESAPLK 2 0.9985
ESKKEDLVFIFWAPESAPLK 2 0.9998
ESKKEDLVFIFWAPESAPLK 3 0.9998

HELQANCYEEVKDR 3 0.9998
KAVLFCLSEDKK 3 0.9998

KEDLVFIFWAPESAPLK 2 0.9998
KEDLVFIFWAPESAPLK 3 0.9998
LGGSAVISLEGKPL 2 0.9998

NIILEEGKEILVGDVGQTVDDPYATFVK 2 0.9998
NIILEEGKEILVGDVGQTVDDPYATFVK 3 0.9998

VFNDMK 2 0.9893
YALYDATYETK 1 0.9998
YALYDATYETK 2 0.9998

IPI00012048E1‐NME2;NME1;N Isoform 1 of Nucleoside diphosphate kinase A 1 17.11 2 3 4,343,981        4,186,395        3,698,103        4,099,281        3,941,664        4,859,808        3,588,235        39,403         1,009,860        267,852           259,852              452,494            665,138           636,592          0.91 24.12 7.24 6.34 11.48 13.69 17.74
IPI00375531E1‐NME2;NME1;N Isoform 2 of Nucleoside diphosphate kinase A 1 14.69 2 3 4,343,981        4,186,395        3,698,103        4,099,281        3,941,664        4,859,808        3,588,235        39,403         1,009,860        267,852           259,852              452,494            665,138           636,592          0.91 24.12 7.24 6.34 11.48 13.69 17.74
IPI00790856E1‐NME2;NME1;N 9 kDa protein 1 30.59 2 3 4,343,981        4,186,395        3,698,103        4,099,281        3,941,664        4,859,808        3,588,235        39,403         1,009,860        267,852           259,852              452,494            665,138           636,592          0.91 24.12 7.24 6.34 11.48 13.69 17.74
IPI00791971E1‐NME2;NME1;N 9 kDa protein 1 30.59 2 3 4,343,981        4,186,395        3,698,103        4,099,281        3,941,664        4,859,808        3,588,235        39,403         1,009,860        267,852           259,852              452,494            665,138           636,592          0.91 24.12 7.24 6.34 11.48 13.69 17.74

GDFCIQVGR 2 0.9998
VMLGETNPADSKPGTIR 2 0.9998
VMLGETNPADSKPGTIR 3 0.9997

IPI00012066 PCBP2 poly(rC)‐binding protein 2 isoform b 1 18.78 5 5 3,536,740        3,270,802        3,162,442        3,405,901        3,244,010        3,763,231        3,256,781        140,180       674,429            360,258           395,386              267,009            196,173           593,290          3.96 20.62 11.39 11.61 8.23 5.21 18.22
IPI00216689 PCBP2 Poly(rC)‐binding protein 2 1 18.63 5 5 3,536,740        3,270,802        3,162,442        3,405,901        3,244,010        3,763,231        3,256,781        140,180       674,429            360,258           395,386              267,009            196,173           593,290          3.96 20.62 11.39 11.61 8.23 5.21 18.22
IPI00470509 PCBP2 poly(rC)‐binding protein 2 isoform c 1 20.54 5 5 3,536,740        3,270,802        3,162,442        3,405,901        3,244,010        3,763,231        3,256,781        140,180       674,429            360,258           395,386              267,009            196,173           593,290          3.96 20.62 11.39 11.61 8.23 5.21 18.22
IPI00790627 PCBP2 poly(rC)‐binding protein 2 isoform e 1 18.84 5 5 3,536,740        3,270,802        3,162,442        3,405,901        3,244,010        3,763,231        3,256,781        140,180       674,429            360,258           395,386              267,009            196,173           593,290          3.96 20.62 11.39 11.61 8.23 5.21 18.22
IPI00791223 PCBP2 poly(rC)‐binding protein 2 isoform f 1 20.3 5 5 3,536,740        3,270,802        3,162,442        3,405,901        3,244,010        3,763,231        3,256,781        140,180       674,429            360,258           395,386              267,009            196,173           593,290          3.96 20.62 11.39 11.61 8.23 5.21 18.22
IPI00796337 PCBP2 poly(rC)‐binding protein 2 isoform a 1 18.58 5 5 3,536,740        3,270,802        3,162,442        3,405,901        3,244,010        3,763,231        3,256,781        140,180       674,429            360,258           395,386              267,009            196,173           593,290          3.96 20.62 11.39 11.61 8.23 5.21 18.22
IPI00900327 PCBP2 cDNA FLJ58339, highly similar to Poly(rC)‐binding protein 2 1 21.12 5 5 3,536,740        3,270,802        3,162,442        3,405,901        3,244,010        3,763,231        3,256,781        140,180       674,429            360,258           395,386              267,009            196,173           593,290          3.96 20.62 11.39 11.61 8.23 5.21 18.22

AITIAGIPQSIIECVK 2 0.9913
ESTGAQVQVAGDMLPNSTER 2 0.9998

EVGSIIGK 2 0.9921
IITLAGPTNAIFK 2 0.9996
INISEGNCPER 2 0.9998

IPI00012074 HNRNPR Isoform 1 of Heterogeneous nuclear ribonucleoprotein R 1 9.95 6 6 3,823,027        3,728,208        3,870,510        3,730,383        3,825,026        4,331,901        3,841,326        627,725       848,508            518,294           489,031              613,391            325,408           940,081          16.42 22.76 13.39 13.11 16.04 7.51 24.47
IPI00644055 HNRNPR Isoform 2 of Heterogeneous nuclear ribonucleoprotein R 1 9.91 6 6 3,823,027        3,728,208        3,870,510        3,730,383        3,825,026        4,331,901        3,841,326        627,725       848,508            518,294           489,031              613,391            325,408           940,081          16.42 22.76 13.39 13.11 16.04 7.51 24.47
IPI00941649 HNRNPR 71 kDa protein 1 9.89 6 6 3,823,027        3,728,208        3,870,510        3,730,383        3,825,026        4,331,901        3,841,326        627,725       848,508            518,294           489,031              613,391            325,408           940,081          16.42 22.76 13.39 13.11 16.04 7.51 24.47

AGPIWDLR 2 0.9997
EFNEEGALSVLQQFK 2 0.9871

GFCFLEYEDHK 3 0.9361
LFVGSIPK 2 0.9135

SAFLCGVMK 2 0.9933
TGYTLDVTTGQR 2 0.9998

IPI00012079 EIF4B cDNA FLJ54492, highly similar to Eukaryotic translation initiation factor 1 6.66 2 2 3,202,109        2,823,456        3,281,283        3,012,324        3,165,543        3,642,729        3,313,543        509,458       423,508            514,133           422,028              707,035            452,328           980,852          15.91 15 15.67 14.01 22.34 12.42 29.6
IPI00908588 EIF4B cDNA FLJ59206, highly similar to Eukaryotic translation initiation factor 1 6.98 2 2 3,202,109        2,823,456        3,281,283        3,012,324        3,165,543        3,642,729        3,313,543        509,458       423,508            514,133           422,028              707,035            452,328           980,852          15.91 15 15.67 14.01 22.34 12.42 29.6
IPI00942600 EIF4B 70 kDa protein 1 6.66 2 2 3,202,109        2,823,456        3,281,283        3,012,324        3,165,543        3,642,729        3,313,543        509,458       423,508            514,133           422,028              707,035            452,328           980,852          15.91 15 15.67 14.01 22.34 12.42 29.6

AASIFGGAKPVDTAAR 3 0.8717
SPPYTAFLGNLPYDVTEESIKEFFR 3 0.9997

IPI00012102 GNS N‐acetylglucosamine‐6‐sulfatase 1 16.3 6 6 19,639,845     18,425,330     18,734,055     18,700,725     18,655,940     21,275,930     18,903,805     2,548,341    3,757,855        1,736,290       1,761,872          2,599,570        1,673,328        4,154,557      12.98 20.4 9.27 9.42 13.93 7.86 21.98
IPI00908404 GNS cDNA FLJ51188, highly similar to N‐acetylglucosamine‐6‐sulfatase 1 15.41 6 6 19,639,845     18,425,330     18,734,055     18,700,725     18,655,940     21,275,930     18,903,805     2,548,341    3,757,855        1,736,290       1,761,872          2,599,570        1,673,328        4,154,557      12.98 20.4 9.27 9.42 13.93 7.86 21.98

IQEPNTFPAILR 2 0.9949
LMMLQSCSGPTCR 2 0.9681
SMCGYQTFFAGK 2 0.9278

SNFEPFFMMIATPAPHSPWTAAPQYQK 3 0.8012
TQMDGMSLLPILR 2 0.884
WQTLLSVDDLVEK 2 0.9997

IPI00012197 DCTPP1 dCTP pyrophosphatase 1 1 11.76 1 1 385,156           435,550           407,537           519,223           390,068           384,855           441,124           88,463         306,690            88,572             133,711              145,756            111,709           146,529          22.97 70.41 21.73 25.75 37.37 29.03 33.22
AALQEELSDVLIYLVALAAR 3 0.9996

IPI00012268 PSMD2 26S proteasome non‐ATPase regulatory subunit 2 1 11.56 6 6 84,417,339     89,306,474     68,290,108     67,222,211     78,827,789     92,795,332     79,450,706     7,284,662    28,117,759      12,662,684     10,424,164        6,788,413        10,616,448      24,311,702    8.63 31.48 18.54 15.51 8.61 11.44 30.6
IPI00926258 PSMD2 86 kDa protein 1 13.5 6 6 84,417,339     89,306,474     68,290,108     67,222,211     78,827,789     92,795,332     79,450,706     7,284,662    28,117,759      12,662,684     10,424,164        6,788,413        10,616,448      24,311,702    8.63 31.48 18.54 15.51 8.61 11.44 30.6

AELATEEFLPVTPILEGFVILR 2 0.9998
AVPLALALISVSNPR 2 0.9945

LNILDTLSK 2 0.8417
LVGSQEELASWGHEYVR 3 0.9722

MNLASSFVNGFVNAAFGQDK 2 0.9997
NECDPALALLSDYVLHNSNTMR 3 0.9982

IPI00012283 SEMA3B Isoform 1 of Semaphorin‐3B 0.941 2.54 1 1 3,191,818        2,228,514        2,785,366        2,734,332        2,725,342        3,053,460        2,827,028        398,684       596,805            637,275           498,877              545,528            630,557           695,394          12.49 26.78 22.88 18.24 20.02 20.65 24.6
IPI00448569 SEMA3B SEMA3B protein (Fragment) 0.941 3.32 1 1 3,191,818        2,228,514        2,785,366        2,734,332        2,725,342        3,053,460        2,827,028        398,684       596,805            637,275           498,877              545,528            630,557           695,394          12.49 26.78 22.88 18.24 20.02 20.65 24.6
IPI00556335 SEMA3B Isoform 2 of Semaphorin‐3B 0.941 2.54 1 1 3,191,818        2,228,514        2,785,366        2,734,332        2,725,342        3,053,460        2,827,028        398,684       596,805            637,275           498,877              545,528            630,557           695,394          12.49 26.78 22.88 18.24 20.02 20.65 24.6
IPI00556441 SEMA3B cDNA FLJ55830, highly similar to Semaphorin‐3B 0.941 4.68 1 1 3,191,818        2,228,514        2,785,366        2,734,332        2,725,342        3,053,460        2,827,028        398,684       596,805            637,275           498,877              545,528            630,557           695,394          12.49 26.78 22.88 18.24 20.02 20.65 24.6
IPI00798059 SEMA3B 71 kDa protein 0.941 2.96 1 1 3,191,818        2,228,514        2,785,366        2,734,332        2,725,342        3,053,460        2,827,028        398,684       596,805            637,275           498,877              545,528            630,557           695,394          12.49 26.78 22.88 18.24 20.02 20.65 24.6

RHQLYVASRSAVAQIALHR 2 0.9194
IPI00012303 SELENBP1 Selenium binding protein 1 1 18.87 5 5 15,704,402     16,053,222     14,549,175     14,942,291     15,838,488     19,186,576     14,708,410     981,304       3,946,199        1,694,218       1,169,871          2,415,948        2,064,816        2,974,008      6.25 24.58 11.64 7.83 15.25 10.76 20.22
IPI00943000 SELENBP1 Isoform 1 of Selenium‐binding protein 1 1 20.55 5 5 15,704,402     16,053,222     14,549,175     14,942,291     15,838,488     19,186,576     14,708,410     981,304       3,946,199        1,694,218       1,169,871          2,415,948        2,064,816        2,974,008      6.25 24.58 11.64 7.83 15.25 10.76 20.22

FLHNPDAAQGFVGCALSSTIQR 3 0.9887
GTWERPGGAAPLGYDFWYQPR 3 0.9738
LNPNFLVDFGKEPLGPALAHELR 3 0.8995

LTGQLFLGGSIVK 2 0.9862
NTGTEAPDYLATVDVDPK 2 0.9988

IPI00012340 SRSF9 Serine/arginine‐rich splicing factor 9 1 24.89 5 5 29,396,490     29,771,125     27,832,727     28,355,893     29,660,088     36,138,639     26,806,176     1,735,271    8,073,723        3,064,663       4,021,800          4,067,320        3,582,149        4,702,398      5.9 27.12 11.01 14.18 13.71 9.91 17.54
DGVGMVEYLR 2 0.8824

FEDPRDAEDAIYGR 3 0.9995
HGLVPFAFVR 2 0.9801
IYVGNLPTDVR 2 0.9994
SHEGETSYIR 2 0.9976

IPI00012345 SRSF6 Isoform SRP55‐1 of Serine/arginine‐rich splicing factor 6 1 5.23 2 2 3,458,163        3,952,123        3,433,594        3,329,383        3,278,566        4,054,828        3,232,903        450,949       1,209,954        516,703           775,479              802,849            100,881           781,329          13.04 30.62 15.05 23.29 24.49 2.49 24.17
IPI00215879 SRSF6 Isoform SRP55‐3 of Serine/arginine‐rich splicing factor 6 1 5.37 2 2 3,458,163        3,952,123        3,433,594        3,329,383        3,278,566        4,054,828        3,232,903        450,949       1,209,954        516,703           775,479              802,849            100,881           781,329          13.04 30.62 15.05 23.29 24.49 2.49 24.17
IPI00556297 SRSF6 Arginine/serine‐rich splicing factor 6 variant (Fragment) 1 6.45 2 2 3,458,163        3,952,123        3,433,594        3,329,383        3,278,566        4,054,828        3,232,903        450,949       1,209,954        516,703           775,479              802,849            100,881           781,329          13.04 30.62 15.05 23.29 24.49 2.49 24.17

LIVENLSSR 2 0.9996
TNEGVIEFR 2 0.9996

IPI00012442 G3BP1 Ras GTPase‐activating protein‐binding protein 1 1 5.58 2 2 11,872,905     16,535,045     11,751,565     11,706,280     12,359,000     24,655,210     10,780,190     1,296,799    7,010,697        1,951,319       1,541,483          4,801,864        9,127,047        1,707,250      10.92 42.4 16.6 13.17 38.85 37.02 15.84
FYVHNDIFR 2 0.9198

LPNFGFVVFDDSEPVQK 2 0.9995
IPI00012450 NMI N‐myc‐interactor 0.972 6.84 1 1 3,234,950        4,147,120        4,614,180        3,925,640        5,015,740        5,285,900        4,969,010        342,583       1,072,752        534,864           1,157,886          604,102            1,356,257        962,192          10.59 25.87 11.59 29.5 12.04 25.66 19.36

GQALITFEKEEVAQNVVSMSK 2 0.972
IPI00012451 GNB4 Guanine nucleotide‐binding protein subunit beta‐4 1 3.24 1 1 1,158,394        1,271,182        994,513           990,488           1,142,558        2,009,825        1,040,068        133,688       380,528            194,275           160,273              162,372            1,792,898        227,582          11.54 29.93 19.53 16.18 14.21 89.21 21.88

LIIWDSYTTNK 2 0.9997
IPI00012463 TATDN1 Isoform 1 of Putative deoxyribonuclease TATDN1 0.995 4.71 1 1 2,220,080        2,390,027        1,995,190        2,268,433        2,171,317        2,396,973        2,196,657        548,389       615,722            373,156           624,023              705,624            598,424           619,359          24.7 25.76 18.7 27.51 32.5 24.97 28.2
IPI00788602 TATDN1 9 kDa protein 0.995 17.95 1 1 2,220,080        2,390,027        1,995,190        2,268,433        2,171,317        2,396,973        2,196,657        548,389       615,722            373,156           624,023              705,624            598,424           619,359          24.7 25.76 18.7 27.51 32.5 24.97 28.2
IPI00795107 TATDN1 Similar to Deoxyribonuclease 0.995 4.2 1 1 2,220,080        2,390,027        1,995,190        2,268,433        2,171,317        2,396,973        2,196,657        548,389       615,722            373,156           624,023              705,624            598,424           619,359          24.7 25.76 18.7 27.51 32.5 24.97 28.2

FIDIGINLTDPMFR 2 0.9945
IPI00012493 RPS20 40S ribosomal protein S20 1 22.69 3 3 3,935,281        3,427,561        3,507,357        3,915,133        3,714,664        4,305,363        3,484,777        248,061       671,257            242,872           401,734              390,527            302,886           615,895          6.3 19.58 6.92 10.26 10.51 7.04 17.67
IPI00794659 RPS20 40S ribosomal protein S20 isoform 1 1 19.01 3 3 3,935,281        3,427,561        3,507,357        3,915,133        3,714,664        4,305,363        3,484,777        248,061       671,257            242,872           401,734              390,527            302,886           615,895          6.3 19.58 6.92 10.26 10.51 7.04 17.67



DTGKTPVEPEVAIHR 3 0.9998
LIDLHSPSEIVK 3 0.9996
TPVEPEVAIHR 3 0.9997

IPI00012503 PSAP Isoform Sap‐mu‐0 of Proactivator polypeptide 1 26.72 10 13 32,191,069     32,558,597     29,629,469     32,863,797     30,072,320     38,006,119     29,176,041     1,764,078    6,744,279        1,016,949       2,472,493          3,068,197        3,042,722        5,993,283      5.48 20.71 3.43 7.52 10.2 8.01 20.54
IPI00219825 PSAP Prosaposin 1 25.04 10 13 32,191,069     32,558,597     29,629,469     32,863,797     30,072,320     38,006,119     29,176,041     1,764,078    6,744,279        1,016,949       2,472,493          3,068,197        3,042,722        5,993,283      5.48 20.71 3.43 7.52 10.2 8.01 20.54

DGGFCEVCK 2 0.9905
DGGFCEVCKK 3 0.9691

DNGDVCQDCIQMVTDIQTAVR 3 0.9643
EIVDSYLPVILDIIK 2 0.9998
EIVDSYLPVILDIIK 3 0.9998
GCSFLPDPYQK 2 0.9989
LPALTVHVTQPK 2 0.9532
LPALTVHVTQPK 3 0.9757

NYISQYSEIAIQMMMHMQPK 2 0.9998
NYISQYSEIAIQMMMHMQPK 3 0.9998

QCDQFVAEYEPVLIEILVEVMDPSFVCLK 2 0.9998
QEILAALEK 2 0.9958

SDVYCEVCEFLVK 2 0.9998
IPI00012535 DNAJA1 DnaJ homolog subfamily A member 1 0.995 6.05 1 1 4,102,500        3,637,680        3,721,250        3,123,990        3,763,300        3,453,520        3,440,510        512,973       884,260            892,976           199,719              942,858            632,234           291,696          12.5 24.31 24 6.39 25.05 18.31 8.48

EGGAGGGFGSPMDIFDMFFGGGGR 2 0.9947
IPI00012578 KPNA4 Importin subunit alpha‐4 0.995 3.26 1 2 973,103           975,777           928,548           1,183,765        1,011,349        1,087,064        985,099           84,521         305,634            225,636           93,031                266,898            286,873           161,080          8.69 31.32 24.3 7.86 26.39 26.39 16.35
IPI00946316 KPNA4 19 kDa protein 0.995 10 1 2 973,103           975,777           928,548           1,183,765        1,011,349        1,087,064        985,099           84,521         305,634            225,636           93,031                266,898            286,873           161,080          8.69 31.32 24.3 7.86 26.39 26.39 16.35

DAQVVQVVLDGLSNILK 2 0.9949
DAQVVQVVLDGLSNILK 3 0.9831

IPI00012585 HEXB Beta‐hexosaminidase subunit beta 1 10.97 3 4 6,753,108        6,391,186        6,831,403        6,474,643        5,478,066        6,796,163        6,223,164        396,806       1,448,482        735,970           955,084              935,569            618,853           1,584,683      5.88 22.66 10.77 14.75 17.08 9.11 25.46
IPI00963880 HEXB Protein 1 30.2 3 4 6,753,108        6,391,186        6,831,403        6,474,643        5,478,066        6,796,163        6,223,164        396,806       1,448,482        735,970           955,084              935,569            618,853           1,584,683      5.88 22.66 10.77 14.75 17.08 9.11 25.46
IPI00964815 HEXB Protein 1 35.88 3 4 6,753,108        6,391,186        6,831,403        6,474,643        5,478,066        6,796,163        6,223,164        396,806       1,448,482        735,970           955,084              935,569            618,853           1,584,683      5.88 22.66 10.77 14.75 17.08 9.11 25.46
IPI00967527 HEXB ENC‐1AS 1 18.43 3 4 6,753,108        6,391,186        6,831,403        6,474,643        5,478,066        6,796,163        6,223,164        396,806       1,448,482        735,970           955,084              935,569            618,853           1,584,683      5.88 22.66 10.77 14.75 17.08 9.11 25.46

LAPGTIVEVWKDSAYPEELSR 3 0.9463
VTASGFPVILSAPWYLDLISYGQDWR 2 0.9996
VTASGFPVILSAPWYLDLISYGQDWR 3 0.9983

YYKVEPLDFGGTQK 2 0.9793
IPI00012726 PABPC4 Isoform 1 of Polyadenylate‐binding protein 4 1 11.49 5 5 5,620,466        5,633,707        5,537,926        6,463,732        5,544,398        6,794,236        5,172,572        728,287       1,545,606        593,691           289,476              505,667            567,539           732,019          12.96 27.43 10.72 4.48 9.12 8.35 14.15
IPI00555747 PABPC4 Isoform 2 of Polyadenylate‐binding protein 4 1 11.73 5 5 5,620,466        5,633,707        5,537,926        6,463,732        5,544,398        6,794,236        5,172,572        728,287       1,545,606        593,691           289,476              505,667            567,539           732,019          12.96 27.43 10.72 4.48 9.12 8.35 14.15
IPI00642904 PABPC4 polyadenylate‐binding protein 4 isoform 1 1 11.21 5 5 5,620,466        5,633,707        5,537,926        6,463,732        5,544,398        6,794,236        5,172,572        728,287       1,545,606        593,691           289,476              505,667            567,539           732,019          12.96 27.43 10.72 4.48 9.12 8.35 14.15
IPI00642944 PABPC4 Poly(A) binding protein, cytoplasmic 4 (Inducible form), isoform CRA_e 1 12.03 5 5 5,620,466        5,633,707        5,537,926        6,463,732        5,544,398        6,794,236        5,172,572        728,287       1,545,606        593,691           289,476              505,667            567,539           732,019          12.96 27.43 10.72 4.48 9.12 8.35 14.15

AKEFTNVYIK 2 0.8922
ALDTMNFDVIK 2 0.9998
EFSPFGSITSAK 2 0.8068

ITGMLLEIDNSELLHMLESPESLR 3 0.9998
SLGYAYVNFQQPADAER 2 0.9998

IPI00012750 RPS25 40S ribosomal protein S25 1 24 3 3 34,465,700     30,958,540     34,161,280     35,107,000     34,898,420     39,297,900     33,822,360     3,780,707    7,108,162        2,650,491       2,882,542          4,875,381        3,595,687        5,310,954      10.97 22.96 7.76 8.21 13.97 9.15 15.7
AALQELLSK 2 0.9995

DKLNNLVLFDK 2 0.9965
LITPAVVSER 2 0.9981

IPI00012795 EIF3I Eukaryotic translation initiation factor 3 subunit I 0.998 7.69 2 2 16,059,600     16,524,970     13,788,350     14,850,640     15,891,230     19,919,470     13,828,800     431,196       3,949,163        935,370           699,387              2,679,999        4,567,878        2,966,560      2.68 23.9 6.78 4.71 16.86 22.93 21.45
GHFGPINSVAFHPDGK 3 0.9716

QINDIQLSR 2 0.9137
IPI00012828 ACAA1 3‐ketoacyl‐CoA thiolase, peroxisomal 0.986 9.43 2 2 1,496,790        1,463,399        1,468,142        1,265,787        1,403,058        1,821,171        1,365,145        61,645         422,734            271,618           146,040              276,850            339,583           347,402          4.12 28.89 18.5 11.54 19.73 18.65 25.45
IPI00303933 ACAA1 3‐ketoacyl‐CoA thiolase, peroxisomal isoform b 0.986 12.08 2 2 1,496,790        1,463,399        1,468,142        1,265,787        1,403,058        1,821,171        1,365,145        61,645         422,734            271,618           146,040              276,850            339,583           347,402          4.12 28.89 18.5 11.54 19.73 18.65 25.45
IPI00926442 ACAA1 Protein 0.986 13.79 2 2 1,496,790        1,463,399        1,468,142        1,265,787        1,403,058        1,821,171        1,365,145        61,645         422,734            271,618           146,040              276,850            339,583           347,402          4.12 28.89 18.5 11.54 19.73 18.65 25.45

IAQFLSDIPETVPLSTVNR 2 0.97
SITVTQDEGIRPSTTMEGLAK 2 0.9859

IPI00012831 HBXIP hepatitis B virus X‐interacting protein 0.993 11.56 1 1 3,038,495        3,568,555        3,432,135        2,834,030        3,670,195        3,513,715        3,364,995        773,815       1,286,643        863,259           806,920              1,097,828        468,167           367,031          25.47 36.06 25.15 28.47 29.91 13.32 10.91
IPI00935729 HBXIP Hepatitis B virus X‐interacting protein 0.993 21.98 1 1 3,038,495        3,568,555        3,432,135        2,834,030        3,670,195        3,513,715        3,364,995        773,815       1,286,643        863,259           806,920              1,097,828        468,167           367,031          25.47 36.06 25.15 28.47 29.91 13.32 10.91

GTLSDEHAGVISVLAQQAAK 3 0.9928
IPI00012835 CTBP1 C‐terminal‐binding protein 1 0.992 4.32 1 1 1,303,925        1,005,768        1,075,913        1,084,953        1,099,293        1,087,178        1,018,048        96,352         130,689            192,345           113,306              229,047            192,346           125,324          7.39 12.99 17.88 10.44 20.84 17.69 12.31
IPI00554626 CTBP1 C‐terminal‐binding protein 1 isoform 2 0.992 4.43 1 1 1,303,925        1,005,768        1,075,913        1,084,953        1,099,293        1,087,178        1,018,048        96,352         130,689            192,345           113,306              229,047            192,346           125,324          7.39 12.99 17.88 10.44 20.84 17.69 12.31
IPI00964078 CTBP1 Protein 0.992 13.1 1 1 1,303,925        1,005,768        1,075,913        1,084,953        1,099,293        1,087,178        1,018,048        96,352         130,689            192,345           113,306              229,047            192,346           125,324          7.39 12.99 17.88 10.44 20.84 17.69 12.31
IPI00964890 CTBP1 Protein 0.992 6.62 1 1 1,303,925        1,005,768        1,075,913        1,084,953        1,099,293        1,087,178        1,018,048        96,352         130,689            192,345           113,306              229,047            192,346           125,324          7.39 12.99 17.88 10.44 20.84 17.69 12.31

AFGFNVLFYDPYLSDGVER 2 0.9916
IPI00012837 KIF5B Kinesin‐1 heavy chain 1 19.21 12 12 112,921,931   113,774,103   104,398,381   103,981,130   111,870,681   129,676,767   103,592,149   5,669,271    26,696,879      7,512,440       5,383,248          8,706,853        14,203,706      19,551,644    5.02 23.46 7.2 5.18 7.78 10.95 18.87

DLAEIGIAVGNNDVKQPEGTGMIDEEFTVAR 3 0.9918
ISFLENNLEQLTK 2 0.9308

IVQDIFNYIYSMDENLEFHIK 3 0.9983
LITDLQDQNQK 2 0.9997
LYLVDLAGSEK 2 0.91

NGETVPIDEQFDKEK 3 0.9795
NTIQWLENELNR 2 0.999
QAVEQQIQSHR 2 0.8479

QLDDKDEEINQQSQLVEK 3 0.9754
QLEESVDALSEELVQLR 3 0.9992

SATLASIDAELQK 2 0.9995
TGAEGAVLDEAK 2 0.9997

IPI00012970 PPP6C Isoform 1 of Serine/threonine‐protein phosphatase 6 catalytic subunit 0.993 8.85 1 1 581,052           600,175           589,394           685,647           666,512           629,700           466,012           118,205       157,318            74,837             98,587                204,981            139,987           105,678          20.34 26.21 12.7 14.38 30.75 22.23 22.68
IPI00890743 PPP6C serine/threonine‐protein phosphatase 6 catalytic subunit isoform a 0.993 7.89 1 1 581,052           600,175           589,394           685,647           666,512           629,700           466,012           118,205       157,318            74,837             98,587                204,981            139,987           105,678          20.34 26.21 12.7 14.38 30.75 22.23 22.68
IPI00890827 PPP6C Isoform 2 of Serine/threonine‐protein phosphatase 6 catalytic subunit 0.993 9.54 1 1 581,052           600,175           589,394           685,647           666,512           629,700           466,012           118,205       157,318            74,837             98,587                204,981            139,987           105,678          20.34 26.21 12.7 14.38 30.75 22.23 22.68

VFDMLTVAALIDEQILCVHGGLSPDIK 3 0.9925
IPI00012998 CPSF6 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 1 9.98 3 4 4,670,997        4,935,881        4,884,112        4,151,307        4,630,422        5,206,687        5,216,900        405,463       1,086,229        553,073           431,262              547,043            456,195           1,392,849      8.68 22.01 11.32 10.39 11.81 8.76 26.7
IPI00030654 CPSF6 Isoform 2 of Cleavage and polyadenylation specificity factor subunit 6 1 9.35 3 4 4,670,997        4,935,881        4,884,112        4,151,307        4,630,422        5,206,687        5,216,900        405,463       1,086,229        553,073           431,262              547,043            456,195           1,392,849      8.68 22.01 11.32 10.39 11.81 8.76 26.7
IPI00647126 CPSF6 Putative uncharacterized protein CPSF6 1 11.48 3 4 4,670,997        4,935,881        4,884,112        4,151,307        4,630,422        5,206,687        5,216,900        405,463       1,086,229        553,073           431,262              547,043            456,195           1,392,849      8.68 22.01 11.32 10.39 11.81 8.76 26.7

AVSDASAGDYGSAIETLVTAISLIK 2 0.9997
AVSDASAGDYGSAIETLVTAISLIK 3 0.9997

GFALVGVGSEASSK 2 0.8834
VLISSLQDCLHGIESK 3 0.9945

IPI00013004 PDXK Isoform 1 of Pyridoxal kinase 1 25.96 6 7 13,139,474     13,572,085     11,695,183     14,551,888     11,911,795     16,917,882     9,786,487        924,651       3,702,078        1,282,817       1,331,905          1,602,573        2,425,508        2,214,773      7.04 27.28 10.97 9.15 13.45 14.34 22.63
AQAGEGVRPSPMQLELR 3 0.9996
DKSFLAMVVDIVQELK 3 0.9993
GQVLNSDELQELYEGLR 2 0.9996
SFLAMVVDIVQELK 2 0.9997

VLSIQSHVIR 2 0.9919
VLSIQSHVIR 3 0.9845

VVPLADIITPNQFEAELLSGR 2 0.9998
IPI00013068 EIF3E Eukaryotic translation initiation factor 3 subunit E 1 8.31 2 2 7,020,195        6,543,365        7,313,855        7,082,930        6,649,315        7,850,140        6,979,620        1,275,973    1,719,948        587,348           803,353              490,735            260,010           1,224,814      18.18 26.29 8.03 11.34 7.38 3.31 17.55

LASEILMQNWDAAMEDLTR 2 0.9997
LDLLSDTNMVDFAMDVYK 2 0.9997

IPI00013070 HNRNPUL1 Isoform 1 of Heterogeneous nuclear ribonucleoprotein U‐like protein 1 1 5.84 3 3 4,533,850        4,486,693        4,536,418        5,031,898        4,494,400        6,192,930        4,408,588        279,456       1,029,356        719,797           602,222              831,846            1,842,698        863,655          6.16 22.94 15.87 11.97 18.51 29.75 19.59
IPI00167147 HNRNPUL1 Isoform 2 of Heterogeneous nuclear ribonucleoprotein U‐like protein 1 1 6.22 3 3 4,533,850        4,486,693        4,536,418        5,031,898        4,494,400        6,192,930        4,408,588        279,456       1,029,356        719,797           602,222              831,846            1,842,698        863,655          6.16 22.94 15.87 11.97 18.51 29.75 19.59
IPI00736859 HNRNPUL1 Isoform 4 of Heterogeneous nuclear ribonucleoprotein U‐like protein 1 1 6.61 3 3 4,533,850        4,486,693        4,536,418        5,031,898        4,494,400        6,192,930        4,408,588        279,456       1,029,356        719,797           602,222              831,846            1,842,698        863,655          6.16 22.94 15.87 11.97 18.51 29.75 19.59
IPI00402391 HNRNPUL1 Isoform 3 of Heterogeneous nuclear ribonucleoprotein U‐like protein 1 1 6.65 3 3 4,533,850        4,486,693        4,536,418        5,031,898        4,494,400        6,192,930        4,408,588        279,456       1,029,356        719,797           602,222              831,846            1,842,698        863,655          6.16 22.94 15.87 11.97 18.51 29.75 19.59

AEPYCSVLPGFTFIQHLPLSER 3 0.9987
RPLEMEQQQAYRPEMK 3 0.994

YNILGTNAIMDK 2 0.8705
IPI00013122 CDC37 Hsp90 co‐chaperone Cdc37 1 8.47 2 2 11,051,000     10,819,500     11,500,420     12,367,190     11,105,700     13,665,400     10,968,910     1,778,509    2,263,259        2,481,064       1,681,101          2,029,761        1,820,717        1,896,465      16.09 20.92 21.57 13.59 18.28 13.32 17.29



LGPGGLDPVEVYESLPEELQK 2 0.9996
SMPWNVDTLSK 2 0.9834

IPI00013212 CSK Tyrosine‐protein kinase CSK 0.99 6.44 1 1 1,368,175        1,190,275        1,502,800        1,408,945        1,075,590        1,301,790        1,436,670        290,968       488,129            503,121           339,050              267,683            131,987           513,641          21.27 41.01 33.48 24.06 24.89 10.14 35.75
IPI00910540 CSK cDNA FLJ51496, highly similar to Tyrosine‐protein kinase CSK 0.99 7.27 1 1 1,368,175        1,190,275        1,502,800        1,408,945        1,075,590        1,301,790        1,436,670        290,968       488,129            503,121           339,050              267,683            131,987           513,641          21.27 41.01 33.48 24.06 24.89 10.14 35.75

LSIDEEVYFENLMQLVEHYTSDADGLCTR 3 0.9903
IPI00013216 ORC2L Origin recognition complex subunit 2 0.998 2.6 1 1 18,952,600     19,433,033     18,285,967     15,662,467     20,424,900     24,845,633     20,232,000     1,007,651    4,577,442        2,881,317       1,946,339          1,331,992        2,830,807        5,270,195      5.32 23.55 15.76 12.43 6.52 11.39 26.05
IPI00917775 ORC2L Putative uncharacterized protein ORC2L 0.998 13.76 1 1 18,952,600     19,433,033     18,285,967     15,662,467     20,424,900     24,845,633     20,232,000     1,007,651    4,577,442        2,881,317       1,946,339          1,331,992        2,830,807        5,270,195      5.32 23.55 15.76 12.43 6.52 11.39 26.05
IPI00917910 ORC2L Putative uncharacterized protein ORC2L 0.998 20.83 1 1 18,952,600     19,433,033     18,285,967     15,662,467     20,424,900     24,845,633     20,232,000     1,007,651    4,577,442        2,881,317       1,946,339          1,331,992        2,830,807        5,270,195      5.32 23.55 15.76 12.43 6.52 11.39 26.05

KPEYDLEEDDQEVLK 3 0.9825
IPI00013296 RPS18 40S ribosomal protein S18 1 13.16 2 2 8,142,080        7,854,950        8,839,230        8,351,147        9,207,197        9,580,433        8,266,343        1,406,190    1,622,174        1,106,753       873,186              1,619,146        1,693,686        1,695,936      17.27 20.65 12.52 10.46 17.59 17.68 20.52

IPDWFLNR 2 0.9996
YSQVLANGLDNK 2 0.9997

IPI00013396 SNRPC U1 small nuclear ribonucleoprotein C 0.977 13.21 1 1 4,683,700        4,797,300        4,585,995        5,102,920        3,976,820        7,043,150        4,534,155        562,510       2,289,380        952,703           1,190,398          776,626            1,854,284        503,457          12.01 47.72 20.77 23.33 19.53 26.33 11.1
IPI00641788 SNRPC U1 small nuclear ribonucleoprotein C 0.977 11.67 1 1 4,683,700        4,797,300        4,585,995        5,102,920        3,976,820        7,043,150        4,534,155        562,510       2,289,380        952,703           1,190,398          776,626            1,854,284        503,457          12.01 47.72 20.77 23.33 19.53 26.33 11.1

WMEEQAQSLIDKTTAAFQQGK 3 0.9773
IPI00013415 RPS7 40S ribosomal protein S7 1 29.9 5 5 17,883,588     17,173,878     16,355,945     18,094,846     18,442,715     25,456,091     16,686,045     2,896,808    2,452,706        2,503,411       2,533,280          3,798,755        13,751,273      3,314,498      16.2 14.28 15.31 14 20.6 54.02 19.86

AIIIFVPVPQLK 2 0.9997
DVNFEFPEFQL 2 0.9997

LTGKDVNFEFPEFQL 2 0.9806
TLTAVHDAILEDLVFPSEIVGK 3 0.9997

VETFSGVYK 2 0.8397
IPI00013466 ASNA1 ATPase ASNA1 0.982 4.6 1 1 1,701,360        2,007,445        2,418,970        2,083,115        2,198,905        2,546,775        2,340,835        382,000       430,411            622,096           797,207              364,518            1,120,067        461,641          22.45 21.44 25.72 38.27 16.58 43.98 19.72
IPI00910220 ASNA1 cDNA FLJ60230, highly similar to Arsenical pump‐driving ATPase 0.982 5 1 1 1,701,360        2,007,445        2,418,970        2,083,115        2,198,905        2,546,775        2,340,835        382,000       430,411            622,096           797,207              364,518            1,120,067        461,641          22.45 21.44 25.72 38.27 16.58 43.98 19.72

YLDQMEDLYEDFHIVK 3 0.9819
IPI00013468 BUB3 Isoform 1 of Mitotic checkpoint protein BUB3 0.994 9.45 2 2 3,484,002        3,533,026        3,089,277        3,331,324        3,167,714        5,206,013        3,524,068        469,292       1,164,449        417,387           515,828              381,425            3,194,835        1,143,713      13.47 32.96 13.51 15.48 12.04 61.37 32.45
IPI00514701 BUB3 Isoform 2 of Mitotic checkpoint protein BUB3 0.994 9.51 2 2 3,484,002        3,533,026        3,089,277        3,331,324        3,167,714        5,206,013        3,524,068        469,292       1,164,449        417,387           515,828              381,425            3,194,835        1,143,713      13.47 32.96 13.51 15.48 12.04 61.37 32.45
IPI00644108 BUB3 Putative uncharacterized protein BUB3 0.994 11.15 2 2 3,484,002        3,533,026        3,089,277        3,331,324        3,167,714        5,206,013        3,524,068        469,292       1,164,449        417,387           515,828              381,425            3,194,835        1,143,713      13.47 32.96 13.51 15.48 12.04 61.37 32.45

MHDLNTDQENLVGTHDAPIR 3 0.9943
QGYVLSSIEGR 2 0.9781

IPI00013475 TUBB2A Tubulin beta‐2A chain 1 7.19 2 2 5,769,858        5,496,190        5,882,600        6,457,633        5,802,650        7,452,220        6,303,350        432,181       1,161,053        1,435,642       636,538              1,128,823        997,934           1,160,956      7.49 21.12 24.4 9.86 19.45 13.39 18.42
IPI00031370 TUBB2B Tubulin beta‐2B chain 1 7.19 2 2 5,769,858        5,496,190        5,882,600        6,457,633        5,802,650        7,452,220        6,303,350        432,181       1,161,053        1,435,642       636,538              1,128,823        997,934           1,160,956      7.49 21.12 24.4 9.86 19.45 13.39 18.42

ALTVPELTQQMFDSK 2 0.9996
MSATFIGNSTAIQELFK 2 0.9949

IPI00165486 ‐ 31 kDa protein 1 7.51 2 2 3,267,375        3,898,940        3,344,620        3,388,273        3,155,175        4,074,783        3,519,290        283,327       1,467,577        409,717           1,000,744          359,139            781,477           957,530          8.67 37.64 12.25 29.54 11.38 19.18 27.21
IPI00871956 RPS2 Similar to Ribosomal protein S2 1 11.96 2 2 3,267,375        3,898,940        3,344,620        3,388,273        3,155,175        4,074,783        3,519,290        283,327       1,467,577        409,717           1,000,744          359,139            781,477           957,530          8.67 37.64 12.25 29.54 11.38 19.18 27.21
IPI00798353 ‐ 15 kDa protein 1 15.38 2 2 3,267,375        3,898,940        3,344,620        3,388,273        3,155,175        4,074,783        3,519,290        283,327       1,467,577        409,717           1,000,744          359,139            781,477           957,530          8.67 37.64 12.25 29.54 11.38 19.18 27.21
IPI00013485 RPS2 40S ribosomal protein S2 1 7.51 2 2 3,267,375        3,898,940        3,344,620        3,388,273        3,155,175        4,074,783        3,519,290        283,327       1,467,577        409,717           1,000,744          359,139            781,477           957,530          8.67 37.64 12.25 29.54 11.38 19.18 27.21

GTGIVSAPVPK 2 0.998
TYSYLTPDLWK 2 0.9968

IPI00013508 ACTN1 Alpha‐actinin‐1 1 43.61 33 35 81,463,131     83,427,508     72,798,635     78,397,495     76,838,336     94,351,173     73,361,775     3,843,781    18,677,692      6,490,152       7,904,039          7,523,226        8,053,681        13,580,927    4.72 22.39 8.92 10.08 9.79 8.54 18.51
IPI00759776 ACTN1 alpha‐actinin‐1 isoform a 1 42.56 33 35 81,463,131     83,427,508     72,798,635     78,397,495     76,838,336     94,351,173     73,361,775     3,843,781    18,677,692      6,490,152       7,904,039          7,523,226        8,053,681        13,580,927    4.72 22.39 8.92 10.08 9.79 8.54 18.51
IPI00909239 ACTN1 alpha‐actinin‐1 isoform c 1 43.86 33 35 81,463,131     83,427,508     72,798,635     78,397,495     76,838,336     94,351,173     73,361,775     3,843,781    18,677,692      6,490,152       7,904,039          7,523,226        8,053,681        13,580,927    4.72 22.39 8.92 10.08 9.79 8.54 18.51

AIMTYVSSFYHAFSGAQK 2 0.9998
AIMTYVSSFYHAFSGAQK 3 0.9998

ALDFIASK 1 0.9927
ALDFIASK 2 0.9993

ASIHEAWTDGK 3 0.9986
DGLGFCALIHR 2 0.8857
EGLLLWCQR 2 0.9583

ELPPDQAEYCIAR 2 0.9992
FAIQDISVEETSAK 2 0.9998

FAIQDISVEETSAKEGLLLWCQR 3 0.9998
GYEEWLLNEIR 2 0.9998
HTNYTMEHIR 3 0.9998

IDQLEGDHQLIQEALIFDNK 3 0.9998
ILAGDKNYITMDELR 3 0.9955
ILAGDKNYITMDELRR 3 0.9833

IVQTYHVNMAGTNPYTTITPQEINGK 3 0.9998
KAGTQIENIEEDFRDGLK 3 0.9135
KQFGAQANVIGPWIQTK 3 0.8607

LAILGIHNEVSK 2 0.9964
LASDLLEWIR 2 0.9997

LGVVTFQAFIDFMSR 2 0.9748
LLETIDQLYLEYAK 2 0.9133

LRKDDPLTNLNTAFDVAEK 3 0.9758
LSNRPAFMPSEGR 3 0.991

MLDAEDIVGTARPDEK 3 0.9997
MVSDINNAWGCLEQVEK 3 0.9163

MVSDINNAWGCLEQVEKGYEEWLLNEIR 3 0.9998
NVNIQNFHISWK 2 0.9997

QFGAQANVIGPWIQTK 2 0.9983
SFSTALYGESDL 1 0.9921
TINEVENQILTR 2 0.9998
VGWEQLLTTIAR 2 0.9998

VLAVNQENEQLMEDYEK 2 0.9998
VLAVNQENEQLMEDYEKLASDLLEWIR 3 0.9998

YLDIPK 2 0.9912
IPI00013698 ASAH1 N‐acylsphingosine amidohydrolase (Acid ceramidase) 1, isoform CRA_c 0.996 9.52 3 3 6,437,578        6,050,102        5,955,619        6,158,026        6,104,593        6,799,311        5,699,223        537,803       1,382,850        1,120,640       493,454              864,309            675,712           1,046,388      8.35 22.86 18.82 8.01 14.16 9.94 18.36
IPI00418446 ASAH1 Isoform 2 of Acid ceramidase 0.996 12.65 3 3 6,437,578        6,050,102        5,955,619        6,158,026        6,104,593        6,799,311        5,699,223        537,803       1,382,850        1,120,640       493,454              864,309            675,712           1,046,388      8.35 22.86 18.82 8.01 14.16 9.94 18.36
IPI00940046 ASAH1 cDNA FLJ40980 fis, clone UTERU2014464, highly similar to ACID CERAM 0.996 17.05 3 3 6,437,578        6,050,102        5,955,619        6,158,026        6,104,593        6,799,311        5,699,223        537,803       1,382,850        1,120,640       493,454              864,309            675,712           1,046,388      8.35 22.86 18.82 8.01 14.16 9.94 18.36

LPGLLGNFPGPFEEEMK 2 0.9951
LTVYTTLIDVTK 2 0.9265

TSQENISFETMYDVLSTKPVLNK 3 0.9948
IPI00013808 ACTN4 Alpha‐actinin‐4 1 66.63 46 56 392,284,652   393,772,073   367,431,441   369,124,142   379,013,759   463,319,686   372,878,787   18,159,919  93,614,452      43,854,911     43,875,519        53,457,703      38,486,236      71,130,125    4.63 23.77 11.94 11.89 14.1 8.31 19.08

ACLISLGYDVENDRQGEAEFNR 3 0.9998
AGTQIENIDEDFRDGLK 3 0.9998
AIMTYVSSFYHAFSGAQK 2 0.9998
AIMTYVSSFYHAFSGAQK 3 0.9998

ALDFIASK 1 0.9927
ALDFIASK 2 0.9993

ASFNHFDKDHGGALGPEEFK 3 0.9993
ASIHEAWTDGK 3 0.9986
CQLEINFNTLQTK 2 0.9998
DGLAFNALIHR 2 0.9997
DGLAFNALIHR 3 0.9998
DHALLEEQSK 2 0.999
DYETATLSDIK 2 0.9998
EAILAIHK 2 0.9997

EGLLLWCQR 2 0.9583
ELPPDQAEYCIAR 2 0.9992

ETTDTDTADQVIASFK 2 0.9998
ETTDTDTADQVIASFK 3 0.9998
FAIQDISVEETSAK 2 0.9998

FAIQDISVEETSAKEGLLLWCQR 3 0.9998



GISQEQMQEFR 2 0.9998
GYEEWLLNEIR 2 0.9998
HRDYETATLSDIK 3 0.9995
HTNYTMEHIR 3 0.9998

ICDQWDALGSLTHSR 3 0.9998
IMSLVDPNHSGLVTFQAFIDFMSR 3 0.9998

ISIEMNGTLEDQLSHLK 3 0.9998
KAGTQIENIDEDFRDGLK 3 0.9998
KDDPVTNLNNAFEVAEK 3 0.9998

LASDLLEWIR 2 0.9997
LMLLLEVISGER 2 0.9998

LSGSNPYTTVTPQIINSK 2 0.9998
LSGSNPYTTVTPQIINSK 3 0.9997
LVSIGAEEIVDGNAK 2 0.9998

MAPYQGPDAVPGALDYK 2 0.9998
MLDAEDIVNTARPDEK 2 0.9998
MLDAEDIVNTARPDEK 3 0.9998

MVSDINNGWQHLEQAEK 3 0.8643
NVNVQNFHISWK 2 0.9998
NVNVQNFHISWK 3 0.9997

QFASQANVVGPWIQTK 2 0.9998
QFASQANVVGPWIQTK 3 0.9995
QLEAIDQLHLEYAK 2 0.9998
QLEAIDQLHLEYAK 3 0.9994
SFSTALYGESDL 1 0.9921

SIVDYKPNLDLLEQQHQLIQEALIFDNK 3 0.9998
TFTAWCNSHLR 2 0.9994
TINEVENQILTR 2 0.9998
TIPWLEDRVPQK 2 0.985

VEQIAAIAQELNELDYYDSHNVNTR 3 0.9998
VGWEQLLTTIAR 2 0.9998

VLAGDKNFITAEELR 2 0.9994
VLAGDKNFITAEELR 3 0.9996
VLAGDKNFITAEELRR 3 0.9997

VLAVNQENEHLMEDYEK 3 0.9997
YLDIPK 2 0.9912

IPI00013877 HNRNPH3 Isoform 1 of Heterogeneous nuclear ribonucleoprotein H3 1 21.39 5 6 7,884,305        8,420,846        7,978,922        7,078,912        8,016,446        9,863,060        7,288,282        690,072       2,041,882        549,550           777,144              1,809,159        914,198           1,053,054      8.75 24.25 6.89 10.98 22.57 9.27 14.45
IPI00216492 HNRNPH3 Isoform 2 of Heterogeneous nuclear ribonucleoprotein H3 1 22.36 5 6 7,884,305        8,420,846        7,978,922        7,078,912        8,016,446        9,863,060        7,288,282        690,072       2,041,882        549,550           777,144              1,809,159        914,198           1,053,054      8.75 24.25 6.89 10.98 22.57 9.27 14.45
IPI00216493 HNRNPH3 Isoform 3 of Heterogeneous nuclear ribonucleoprotein H3 1 24.92 5 6 7,884,305        8,420,846        7,978,922        7,078,912        8,016,446        9,863,060        7,288,282        690,072       2,041,882        549,550           777,144              1,809,159        914,198           1,053,054      8.75 24.25 6.89 10.98 22.57 9.27 14.45

ATENDIANFFSPLNPIR 2 0.9998
ATENDIANFFSPLNPIR 3 0.9998

ATGEADVEFVTHEDAVAAMSK 3 0.9967
DGMDNQGGYGSVGR 2 0.9998

STGEAFVQFASK 2 0.9998
VHIDIGADGR 2 0.9998

IPI00013881 HNRNPH1 Heterogeneous nuclear ribonucleoprotein H 1 27.17 9 11 22,759,483     24,309,776     21,823,787     23,414,455     23,699,808     28,139,935     20,380,470     1,155,344    6,639,804        2,550,162       3,159,302          4,510,934        3,207,185        2,899,792      5.08 27.31 11.69 13.49 19.03 11.4 14.23
IPI00479191 HNRNPH1 51 kDa protein 1 25.85 9 11 22,759,483     24,309,776     21,823,787     23,414,455     23,699,808     28,139,935     20,380,470     1,155,344    6,639,804        2,550,162       3,159,302          4,510,934        3,207,185        2,899,792      5.08 27.31 11.69 13.49 19.03 11.4 14.23

ATENDIYNFFSPLNPVR 2 0.9998
ATENDIYNFFSPLNPVR 3 0.9998
DLNYCFSGMSDHR 2 0.9997
DLNYCFSGMSDHR 3 0.9985

FIYTR 2 0.8276
GLPWSCSADEVQR 2 0.9998

HTGPNSPDTANDGFVR 3 0.9998
SNNVEMDWVLK 2 0.9998

STGEAFVQFASQEIAEK 2 0.9998
VHIEIGPDGR 2 0.9998

YVELFLNSTAGASGGAYEHR 3 0.9946
IPI00013890 SFN Isoform 1 of 14‐3‐3 protein sigma 1 31.85 6 7 44,039,045     48,278,950     41,412,135     43,074,675     46,303,205     61,974,410     39,112,515     4,815,241    13,719,663      2,689,683       1,896,941          6,961,659        14,305,755      5,801,593      10.93 28.42 6.49 4.4 15.03 23.08 14.83

LAEQAERYEDMAAFMK 3 0.9988
SAYQEAMDISKK 2 0.9997
SAYQEAMDISKK 3 0.9735

TTFDEAMADLHTLSEDSYK 3 0.9983
TTFDEAMADLHTLSEDSYKDSTLIMQLLR 3 0.9998

VETELQGVCDTVLGLLDSHLIK 3 0.9997
YEDMAAFMK 2 0.9993

IPI00013894 STIP1 Stress‐induced‐phosphoprotein 1 1 38.12 16 16 49,907,972     51,538,357     47,224,114     46,323,946     49,747,902     59,642,050     49,174,818     2,161,389    12,487,514      5,399,659       7,970,929          8,795,432        5,607,261        9,756,880      4.33 24.23 11.43 17.21 17.68 9.4 19.84
AAALEAMKDYTK 2 0.9971

ALDLDSSCKEAADGYQR 3 0.9918
ALSVGNIDDALQCYSEAIK 2 0.9998
AMADPEVQQIMSDPAMR 2 0.9998

AMDVYQK 2 0.9956
CMMAQYNR 2 0.9996

DPQALSEHLKNPVIAQK 3 0.9998
EGLQNMEAR 2 0.9917

ELDPTNMTYITNQAAVYFEK 2 0.9998
FMNPFNMPNLYQK 2 0.9998

KAAALEFLNR 2 0.9724
LAYINPDLALEEK 2 0.9998
TLLSDPTYR 2 0.9877

TVDLKPDWGK 2 0.9843
TYEEGLKHEANNPQLK 3 0.9998

YKDAIHFYNK 3 0.9977
IPI00013895 S100A11 Protein S100‐A11 1 77.14 6 6 89,275,760     92,426,868     82,753,130     76,987,360     89,844,380     106,997,450   91,704,210     7,654,456    20,541,850      11,848,406     8,263,753          6,677,449        16,511,157      22,954,233    8.57 22.22 14.32 10.73 7.43 15.43 25.03

CIESLIAVFQK 2 0.9998
DGYNYTLSK 2 0.9997

LDTNSDGQLDFSEFLNLIGGLAMACHDSFLK 3 0.9998
NQKDPGVLDR 3 0.9743

TEFLSFMNTELAAFTK 2 0.9998
YAGKDGYNYTLSK 3 0.9901

IPI00013897 ADAM10 Disintegrin and metalloproteinase domain‐containing protein 10 0.943 3.61 1 1 1,516,710        2,034,680        1,497,670        1,550,473        1,547,593        2,294,240        1,352,087        201,792       917,119            354,858           240,872              171,033            669,991           211,185          13.3 45.07 23.69 15.54 11.05 29.2 15.62
IPI00792351 ADAM10 25 kDa protein 0.943 12.39 1 1 1,516,710        2,034,680        1,497,670        1,550,473        1,547,593        2,294,240        1,352,087        201,792       917,119            354,858           240,872              171,033            669,991           211,185          13.3 45.07 23.69 15.54 11.05 29.2 15.62
IPI00878134 ADAM10 Putative uncharacterized protein ADAM10 0.943 21.6 1 1 1,516,710        2,034,680        1,497,670        1,550,473        1,547,593        2,294,240        1,352,087        201,792       917,119            354,858           240,872              171,033            669,991           211,185          13.3 45.07 23.69 15.54 11.05 29.2 15.62

MVLLRVLILLLSWAAGMGGQYGNPLNK 3 0.9431
IPI00013917 RPS12 40S ribosomal protein S12 1 49.24 6 8 120,312,650   122,811,840   105,518,480   112,318,960   105,441,710   138,635,130   102,322,560   3,463,941    31,874,754      11,366,046     3,968,799          13,317,070      14,101,503      23,165,567    2.88 25.95 10.77 3.53 12.63 10.17 22.64

DVIEEYFK 2 0.9689
ESQAKDVIEEYFK 2 0.8539
LGEWVGLCK 2 0.9998

LVEALCAEHQINLIK 2 0.9997
LVEALCAEHQINLIK 3 0.9923

QAHLCVLASNCDEPMYVK 3 0.9998
TALIHDGLAR 2 0.9973
TALIHDGLAR 3 0.9928

IPI00013933 DSP Isoform DPI of Desmoplakin 1 14.77 30 30 96,329,059     96,091,685     89,583,140     88,264,291     92,028,651     108,963,389   91,811,749     4,555,423    19,951,894      6,257,288       7,377,490          11,159,858      8,395,265        13,725,308    4.73 20.76 6.98 8.36 12.13 7.7 14.95



AELIVQPELK 2 0.9991
AFIGFEGVK 2 0.8298

AITGFDDPFSGK 2 0.9996
ALLQAILQTEDMLK 2 0.9997

AVTGYNDPETGNIISLFQAMNK 3 0.9996
FFDQYR 2 0.9379

FLEFQYLTGGLVDPEVHGR 3 0.9998
GIVDSITGQR 2 0.9997

GYFNEELSEILSDPSDDTK 2 0.9998
IGLVRPGTALELLEAQAATGFIVDPVSNLR 3 0.9974

IKDFLQGSSCIAGIYNETTK 3 0.9996
ISITEGIER 2 0.9953
LASLEELK 2 0.9353

LLEAQACTGGIIHPTTGQK 3 0.9982
LLEAQIATGGIIDPK 2 0.9997

LLQLQEQMR 2 0.8822
LPVEEAYKR 3 0.9959
LTVDSAIAR 2 0.9933

NGVGTSSSMGSGVSDDVFSSSR 2 0.8927
QLQNIIQATSR 2 0.9976

SAIYQLEEEYENLLK 2 0.9998
SGSLSLTQFADMISLK 2 0.9998

SMVEDITGLR 2 0.8698
SRELDECFAQANDQMEILDSLIR 3 0.9994
SSSFSDTLEESSPIAAIFDTENLEK 2 0.9998

SVQNDSQAIAEVLNQLK 2 0.987
SVQNDSQAIAEVLNQLKDMLANFR 3 0.9998

TLELQGLINDLQR 2 0.9995
YGDGIQLTR 2 0.9943
YIELLTR 2 0.8855

IPI00013939 RPA2 Isoform 1 of Replication protein A 32 kDa subunit 1 18.15 2 2 1,299,505        1,114,525        1,446,803        1,390,670        1,188,388        1,345,400        1,160,238        246,134       269,989            204,222           252,424              121,521            107,597           251,404          18.94 24.22 14.12 18.15 10.23 8 21.67
IPI00646957 RPA2 Replication protein A2, 32kDa 1 27.37 2 2 1,299,505        1,114,525        1,446,803        1,390,670        1,188,388        1,345,400        1,160,238        246,134       269,989            204,222           252,424              121,521            107,597           251,404          18.94 24.22 14.12 18.15 10.23 8 21.67
IPI00647667 RPA2 Isoform 2 of Replication protein A 32 kDa subunit 1 17.63 2 2 1,299,505        1,114,525        1,446,803        1,390,670        1,188,388        1,345,400        1,160,238        246,134       269,989            204,222           252,424              121,521            107,597           251,404          18.94 24.22 14.12 18.15 10.23 8 21.67

AQHIVPCTISQLLSATLVDEVFR 3 0.9996
IMPLEDMNEFTTHILEVINAHMVLSK 3 0.9982

IPI00013945 UMOD Isoform 1 of Uromodulin 0.916 3.44 1 1 1,784,320        1,722,974        1,380,766        1,411,452        1,432,014        1,842,876        1,437,478        301,955       366,898            173,023           159,213              205,243            201,484           385,772          16.92 21.29 12.53 11.28 14.33 10.93 26.84
IPI00640271 UMOD cDNA FLJ34642 fis, clone KIDNE2016918, highly similar to UROMODULI 0.916 3.27 1 1 1,784,320        1,722,974        1,380,766        1,411,452        1,432,014        1,842,876        1,437,478        301,955       366,898            173,023           159,213              205,243            201,484           385,772          16.92 21.29 12.53 11.28 14.33 10.93 26.84
IPI00744076 UMOD Isoform 3 of Uromodulin 0.916 3.6 1 1 1,784,320        1,722,974        1,380,766        1,411,452        1,432,014        1,842,876        1,437,478        301,955       366,898            173,023           159,213              205,243            201,484           385,772          16.92 21.29 12.53 11.28 14.33 10.93 26.84
IPI00902579 UMOD Isoform 2 of Uromodulin 0.916 3.81 1 1 1,784,320        1,722,974        1,380,766        1,411,452        1,432,014        1,842,876        1,437,478        301,955       366,898            173,023           159,213              205,243            201,484           385,772          16.92 21.29 12.53 11.28 14.33 10.93 26.84
IPI00902653 UMOD cDNA FLJ31160 fis, clone KIDNE1000015, highly similar to UROMODULI 0.916 3.56 1 1 1,784,320        1,722,974        1,380,766        1,411,452        1,432,014        1,842,876        1,437,478        301,955       366,898            173,023           159,213              205,243            201,484           385,772          16.92 21.29 12.53 11.28 14.33 10.93 26.84

TLDEYWRSTEYGEGYACDTDLR 3 0.9158
IPI00013976 LAMB1 Laminin subunit beta‐1 0.994 1.23 1 1 1,466,380        1,684,125        1,658,260        1,459,270        1,461,145        1,690,615        1,490,155        187,578       417,241            273,387           323,416              171,708            275,512           365,365          12.79 24.77 16.49 22.16 11.75 16.3 24.52
IPI00853454 LAMB1 200 kDa protein 0.994 1.22 1 1 1,466,380        1,684,125        1,658,260        1,459,270        1,461,145        1,690,615        1,490,155        187,578       417,241            273,387           323,416              171,708            275,512           365,365          12.79 24.77 16.49 22.16 11.75 16.3 24.52

NFLTQDSADLDSIEAVANEVLK 2 0.9941
IPI00014085 CCNE2 Isoform Long of G1/S‐specific cyclin‐E2 0.999 12.38 2 2 2,421,495        2,153,844        2,673,289        2,457,414        2,510,251        2,641,865        2,652,881        237,063       450,576            236,239           166,968              63,061              279,985           864,903          9.79 20.92 8.84 6.79 2.51 10.6 32.6
IPI00219502 CCNE2 Isoform Short of G1/S‐specific cyclin‐E2 0.999 13.93 2 2 2,421,495        2,153,844        2,673,289        2,457,414        2,510,251        2,641,865        2,652,881        237,063       450,576            236,239           166,968              63,061              279,985           864,903          9.79 20.92 8.84 6.79 2.51 10.6 32.6
IPI00791955 CCNE2 Cyclin E2, isoform CRA_a 0.999 13.37 2 2 2,421,495        2,153,844        2,673,289        2,457,414        2,510,251        2,641,865        2,652,881        237,063       450,576            236,239           166,968              63,061              279,985           864,903          9.79 20.92 8.84 6.79 2.51 10.6 32.6

FKNLFINPSPLPDLSWGCSKEVWLNMLK 3 0.9336
WELCPVTIISWLNLFLQVDALK 3 0.9966

IPI00014151 PSMD6 26S proteasome non‐ATPase regulatory subunit 6 0.994 9.51 2 2 1,614,833        1,588,954        1,490,791        1,637,949        1,675,053        2,004,668        1,500,568        247,829       341,900            414,692           270,133              800,801            565,313           400,647          15.35 21.52 27.82 16.49 47.81 28.2 26.7
IPI00793381 PSMD6 Putative uncharacterized protein PSMD6 0.994 8.37 2 2 1,614,833        1,588,954        1,490,791        1,637,949        1,675,053        2,004,668        1,500,568        247,829       341,900            414,692           270,133              800,801            565,313           400,647          15.35 21.52 27.82 16.49 47.81 28.2 26.7
IPI00794383 PSMD6 Proteasome (Prosome, macropain) 26S subunit, non‐ATPase, 6, isoform 0.994 10.54 2 2 1,614,833        1,588,954        1,490,791        1,637,949        1,675,053        2,004,668        1,500,568        247,829       341,900            414,692           270,133              800,801            565,313           400,647          15.35 21.52 27.82 16.49 47.81 28.2 26.7
IPI00946249 PSMD6 cDNA FLJ37740 fis, clone BRHIP2021870, highly similar to 26S proteaso 0.994 10.57 2 2 1,614,833        1,588,954        1,490,791        1,637,949        1,675,053        2,004,668        1,500,568        247,829       341,900            414,692           270,133              800,801            565,313           400,647          15.35 21.52 27.82 16.49 47.81 28.2 26.7

IGLFYMDNDLITR 2 0.9942
SLTLGYMAEAFGVGVEFIDQELSR 3 0.9933

IPI00014177 2‐Sep Isoform 1 of Septin‐2 1 13.02 3 3 3,968,804        4,038,939        4,321,929        4,020,533        4,359,194        5,811,823        4,876,543        441,837       958,093            371,764           819,923              1,374,172        1,600,797        696,107          11.13 23.72 8.6 20.39 31.52 27.54 14.27
IPI00871851 2‐Sep Isoform 2 of Septin‐2 1 11.87 3 3 3,968,804        4,038,939        4,321,929        4,020,533        4,359,194        5,811,823        4,876,543        441,837       958,093            371,764           819,923              1,374,172        1,600,797        696,107          11.13 23.72 8.6 20.39 31.52 27.54 14.27
IPI00894340 2‐Sep Putative uncharacterized protein SEPT2 1 14.64 3 3 3,968,804        4,038,939        4,321,929        4,020,533        4,359,194        5,811,823        4,876,543        441,837       958,093            371,764           819,923              1,374,172        1,600,797        696,107          11.13 23.72 8.6 20.39 31.52 27.54 14.27

KVENEDMNKDQILLEK 3 0.9977
LYPWGVVEVENPEHNDFLK 3 0.8798

TIISYIDEQFER 2 0.9997
IPI00014197 CDV3 Isoform 1 of Protein CDV3 homolog 0.997 21.32 2 2 1,431,629        1,355,666        1,292,611        1,722,606        1,378,907        1,406,397        1,205,698        169,711       378,132            129,704           276,804              229,931            333,915           228,724          11.85 27.89 10.03 16.07 16.67 23.74 18.97
IPI00793920 CDV3 CDV3 homolog (Mouse), isoform CRA_a 0.997 21.32 2 2 1,431,629        1,355,666        1,292,611        1,722,606        1,378,907        1,406,397        1,205,698        169,711       378,132            129,704           276,804              229,931            333,915           228,724          11.85 27.89 10.03 16.07 16.67 23.74 18.97
IPI00794676 CDV3 12 kDa protein 0.997 50.46 2 2 1,431,629        1,355,666        1,292,611        1,722,606        1,378,907        1,406,397        1,205,698        169,711       378,132            129,704           276,804              229,931            333,915           228,724          11.85 27.89 10.03 16.07 16.67 23.74 18.97
IPI00798278 CDV3 Isoform 2 of Protein CDV3 homolog 0.997 25.82 2 2 1,431,629        1,355,666        1,292,611        1,722,606        1,378,907        1,406,397        1,205,698        169,711       378,132            129,704           276,804              229,931            333,915           228,724          11.85 27.89 10.03 16.07 16.67 23.74 18.97
IPI00964446 CDV3 protein CDV3 homolog isoform c 0.997 50 2 2 1,431,629        1,355,666        1,292,611        1,722,606        1,378,907        1,406,397        1,205,698        169,711       378,132            129,704           276,804              229,931            333,915           228,724          11.85 27.89 10.03 16.07 16.67 23.74 18.97
IPI00966255 CDV3 Putative uncharacterized protein CDV3 0.997 50.93 2 2 1,431,629        1,355,666        1,292,611        1,722,606        1,378,907        1,406,397        1,205,698        169,711       378,132            129,704           276,804              229,931            333,915           228,724          11.85 27.89 10.03 16.07 16.67 23.74 18.97
IPI00966539 CDV3 Protein 0.997 29.26 2 2 1,431,629        1,355,666        1,292,611        1,722,606        1,378,907        1,406,397        1,205,698        169,711       378,132            129,704           276,804              229,931            333,915           228,724          11.85 27.89 10.03 16.07 16.67 23.74 18.97

KTPQGPPEIYSDTQFPSLQSTAK 3 0.9942
TAPVQAPPAPVIVTETPEPAMTSGVYRPPGAR 3 0.9346

IPI00014230 C1QBP Complement component 1 Q subcomponent‐binding protein, mitochon 0.995 10.64 1 1 1,239,450        1,232,247        1,020,653        1,079,550        1,067,327        1,217,080        1,134,073        83,866         212,766            142,419           130,884              143,588            213,969           253,435          6.77 17.27 13.95 12.12 13.45 17.58 22.35
IPI00796075 C1QBP 20 kDa protein 0.995 16.85 1 1 1,239,450        1,232,247        1,020,653        1,079,550        1,067,327        1,217,080        1,134,073        83,866         212,766            142,419           130,884              143,588            213,969           253,435          6.77 17.27 13.95 12.12 13.45 17.58 22.35
IPI00796630 C1QBP 16 kDa protein 0.995 20.69 1 1 1,239,450        1,232,247        1,020,653        1,079,550        1,067,327        1,217,080        1,134,073        83,866         212,766            142,419           130,884              143,588            213,969           253,435          6.77 17.27 13.95 12.12 13.45 17.58 22.35

GVDNTFADELVELSTALEHQEYITFLEDLK 3 0.9952
IPI00014238 KARS Isoform Cytoplasmic of Lysyl‐tRNA synthetase 0.992 1.84 1 1 1,094,607        967,177           1,111,257        1,191,603        1,233,207        1,162,283        1,137,483        182,823       95,844              180,166           88,668                286,251            132,631           278,379          16.7 9.91 16.21 7.44 23.21 11.41 24.47
IPI00307092 KARS Isoform Mitochondrial of Lysyl‐tRNA synthetase 0.992 1.76 1 1 1,094,607        967,177           1,111,257        1,191,603        1,233,207        1,162,283        1,137,483        182,823       95,844              180,166           88,668                286,251            132,631           278,379          16.7 9.91 16.21 7.44 23.21 11.41 24.47
IPI00445108 KARS cDNA FLJ44621 fis, clone BRACE2016896, highly similar to Lysyl‐tRNA sy 0.992 2.59 1 1 1,094,607        967,177           1,111,257        1,191,603        1,233,207        1,162,283        1,137,483        182,823       95,844              180,166           88,668                286,251            132,631           278,379          16.7 9.91 16.21 7.44 23.21 11.41 24.47

YLDLILNDFVR 2 0.9921
IPI00014252 SMG6 telomerase‐binding protein EST1A isoform 2 0.963 1.95 1 1 1,302,720        1,283,015        1,262,450        1,453,275        1,163,955        1,311,630        1,128,940        129,092       337,935            135,911           224,585              250,301            144,982           204,579          9.91 26.34 10.77 15.45 21.5 11.05 18.12
IPI00015793 SMG6 Isoform 1 of Telomerase‐binding protein EST1A 0.963 1.9 1 1 1,302,720        1,283,015        1,262,450        1,453,275        1,163,955        1,311,630        1,128,940        129,092       337,935            135,911           224,585              250,301            144,982           204,579          9.91 26.34 10.77 15.45 21.5 11.05 18.12

SSQGTESGKDSEQENGLGSLSPSDLNK 3 0.9627
IPI00014263 EIF4H Isoform Long of Eukaryotic translation initiation factor 4H 1 26.61 4 4 56,687,780     60,357,400     52,239,960     51,348,080     58,393,900     56,266,880     53,364,790     2,352,120    15,128,513      6,193,925       6,159,877          4,281,606        13,889,761      11,563,666    4.15 25.06 11.86 12 7.33 24.69 21.67

ELPTEPPYTAYVGNLPFNTVQGDIDAIFK 3 0.9978
GSNMDFREPTEEER 3 0.9748

TVATPLNQVANPNSAIFGGAR 2 0.9997
TVATPLNQVANPNSAIFGGARPR 3 0.8734

IPI00410496 FLJ44635 TPT1‐like protein 1 9.29 1 1 1,077,633        1,156,630        1,042,820        995,770           1,112,976        1,265,979        1,009,824        149,849       270,926            81,765             67,891                161,194            180,269           182,093          13.91 23.42 7.84 6.82 14.48 14.24 18.03
IPI00014402 HUWE1 CDNA FLJ20030 fis, clone ADSU02156 1 3.16 1 1 1,077,633        1,156,630        1,042,820        995,770           1,112,976        1,265,979        1,009,824        149,849       270,926            81,765             67,891                161,194            180,269           182,093          13.91 23.42 7.84 6.82 14.48 14.24 18.03
IPI00886965 LOC389787 similar to tumor protein, translationally‐controlled 1 1 9.42 1 1 1,077,633        1,156,630        1,042,820        995,770           1,112,976        1,265,979        1,009,824        149,849       270,926            81,765             67,891                161,194            180,269           182,093          13.91 23.42 7.84 6.82 14.48 14.24 18.03
IPI00888198 LOC389787 similar to tumor protein, translationally‐controlled 1 1 9.42 1 1 1,077,633        1,156,630        1,042,820        995,770           1,112,976        1,265,979        1,009,824        149,849       270,926            81,765             67,891                161,194            180,269           182,093          13.91 23.42 7.84 6.82 14.48 14.24 18.03
IPI00643765 TPT1 Tumor protein, translationally‐controlled 1, isoform CRA_a 1 9.42 1 1 1,077,633        1,156,630        1,042,820        995,770           1,112,976        1,265,979        1,009,824        149,849       270,926            81,765             67,891                161,194            180,269           182,093          13.91 23.42 7.84 6.82 14.48 14.24 18.03

VKPFMTGAAEQIK 3 0.9997
IPI00014424 EEF1A2 Elongation factor 1‐alpha 2 1 8.64 4 4 20,061,070     18,726,813     14,108,957     14,956,782     15,666,825     17,807,992     17,368,708     4,349,167    6,518,915        2,031,243       1,069,253          2,998,546        1,897,736        5,362,423      21.68 34.81 14.4 7.15 19.14 10.66 30.87

IGGIGTVPVGR 2 0.9998
LPLQDVYK 2 0.9982
QTVAVGVIK 2 0.9995
YYITIIDAPGHR 3 0.9705

IPI00014439 QDPR Dihydropteridine reductase 1 13.11 2 2 12,518,925     12,840,380     12,622,280     13,564,680     12,875,680     15,285,085     12,632,575     732,982       3,113,379        2,465,012       1,996,806          1,585,639        2,197,800        3,011,725      5.85 24.25 19.53 14.72 12.31 14.38 23.84
IPI00902534 QDPR cDNA FLJ42391 fis, clone 3NB692002806, highly similar to Dihydropteri 1 15.02 2 2 12,518,925     12,840,380     12,622,280     13,564,680     12,875,680     15,285,085     12,632,575     732,982       3,113,379        2,465,012       1,996,806          1,585,639        2,197,800        3,011,725      5.85 24.25 19.53 14.72 12.31 14.38 23.84

NRPSSGSLIQVVTTEGR 3 0.9996
QSIWTSTISSHLATK 3 0.9817

IPI00014587 CLTA Isoform Brain of Clathrin light chain A 1 10.89 4 4 3,551,985        3,602,592        3,015,571        3,184,645        3,097,923        3,634,607        2,916,545        492,634       1,000,182        414,671           225,632              700,689            532,801           547,787          13.87 27.76 13.75 7.08 22.62 14.66 18.78
IPI00216393 CLTA Isoform Non‐brain of Clathrin light chain A 1 12.39 4 4 3,551,985        3,602,592        3,015,571        3,184,645        3,097,923        3,634,607        2,916,545        492,634       1,000,182        414,671           225,632              700,689            532,801           547,787          13.87 27.76 13.75 7.08 22.62 14.66 18.78
IPI00790571 CLTA Isoform 3 of Clathrin light chain A 1 11.44 4 4 3,551,985        3,602,592        3,015,571        3,184,645        3,097,923        3,634,607        2,916,545        492,634       1,000,182        414,671           225,632              700,689            532,801           547,787          13.87 27.76 13.75 7.08 22.62 14.66 18.78



IPI00945731 CLTA cDNA FLJ60566, highly similar to Clathrin light chain A 1 11.74 4 4 3,551,985        3,602,592        3,015,571        3,184,645        3,097,923        3,634,607        2,916,545        492,634       1,000,182        414,671           225,632              700,689            532,801           547,787          13.87 27.76 13.75 7.08 22.62 14.66 18.78
AIKELEEWYAR 3 0.9997
ELEEWYAR 2 0.9726
LCDFNPK 2 0.9875
LEALDANSR 2 0.9989

IPI00014589 CLTB Isoform Brain of Clathrin light chain B 0.986 4.37 1 1 2,298,893        2,410,043        2,063,157        2,264,827        2,290,213        2,639,097        1,742,447        355,750       743,621            208,262           281,811              975,228            539,244           434,424          15.47 30.86 10.09 12.44 42.58 20.43 24.93
IPI00216472 CLTB Isoform Non‐brain of Clathrin light chain B 0.986 4.74 1 1 2,298,893        2,410,043        2,063,157        2,264,827        2,290,213        2,639,097        1,742,447        355,750       743,621            208,262           281,811              975,228            539,244           434,424          15.47 30.86 10.09 12.44 42.58 20.43 24.93
IPI00965502 CLTB Putative uncharacterized protein CLTB 0.986 8 1 1 2,298,893        2,410,043        2,063,157        2,264,827        2,290,213        2,639,097        1,742,447        355,750       743,621            208,262           281,811              975,228            539,244           434,424          15.47 30.86 10.09 12.44 42.58 20.43 24.93

VAQLCDFNPK 2 0.9859
IPI00014718 DNAJC9 RcDNAJ9 (Fragment) 0.927 4.76 1 1 2,654,695        2,868,005        3,022,245        2,884,580        2,751,385        3,211,675        2,833,260        507,403       640,057            429,470           432,353              317,644            567,511           711,238          19.11 22.32 14.21 14.99 11.54 17.67 25.1
IPI00154975 DNAJC9 DnaJ homolog subfamily C member 9 0.927 4.62 1 1 2,654,695        2,868,005        3,022,245        2,884,580        2,751,385        3,211,675        2,833,260        507,403       640,057            429,470           432,353              317,644            567,511           711,238          19.11 22.32 14.21 14.99 11.54 17.67 25.1

ELGLDEGVDSLK 2 0.9271
IPI00014808 PAFAH1B3 Platelet‐activating factor acetylhydrolase IB subunit gamma 1 17.75 3 3 64,406,610     66,547,340     64,188,500     64,171,230     70,025,020     84,082,090     63,769,660     3,003,886    10,979,580      3,155,782       5,241,530          4,582,248        11,518,412      7,355,310      4.66 16.5 4.92 8.17 6.54 13.7 11.53

AIVQLVNER 2 0.9156
ELFSPLHALNFGIGGDGTQHVLWR 3 0.9997

LGYTPVCR 2 0.983
IPI00014898 PLEC Isoform 1 of Plectin 1 12.02 41 41 36,937,860     36,950,289     35,044,841     34,511,343     36,086,191     43,452,015     34,707,745     2,424,255    7,999,303        3,157,702       3,453,494          4,655,502        4,409,256        5,911,908      6.56 21.65 9.01 10.01 12.9 10.15 17.03
IPI00186711 PLEC Isoform 2 of Plectin 1 12.31 41 41 36,937,860     36,950,289     35,044,841     34,511,343     36,086,191     43,452,015     34,707,745     2,424,255    7,999,303        3,157,702       3,453,494          4,655,502        4,409,256        5,911,908      6.56 21.65 9.01 10.01 12.9 10.15 17.03
IPI00398775 PLEC Isoform 9 of Plectin 1 12.42 41 41 36,937,860     36,950,289     35,044,841     34,511,343     36,086,191     43,452,015     34,707,745     2,424,255    7,999,303        3,157,702       3,453,494          4,655,502        4,409,256        5,911,908      6.56 21.65 9.01 10.01 12.9 10.15 17.03
IPI00398776 PLEC Isoform 7 of Plectin 1 12.47 41 41 36,937,860     36,950,289     35,044,841     34,511,343     36,086,191     43,452,015     34,707,745     2,424,255    7,999,303        3,157,702       3,453,494          4,655,502        4,409,256        5,911,908      6.56 21.65 9.01 10.01 12.9 10.15 17.03
IPI00398777 PLEC Isoform 5 of Plectin 1 12.38 41 41 36,937,860     36,950,289     35,044,841     34,511,343     36,086,191     43,452,015     34,707,745     2,424,255    7,999,303        3,157,702       3,453,494          4,655,502        4,409,256        5,911,908      6.56 21.65 9.01 10.01 12.9 10.15 17.03
IPI00398778 PLEC Isoform 6 of Plectin 1 12.37 41 41 36,937,860     36,950,289     35,044,841     34,511,343     36,086,191     43,452,015     34,707,745     2,424,255    7,999,303        3,157,702       3,453,494          4,655,502        4,409,256        5,911,908      6.56 21.65 9.01 10.01 12.9 10.15 17.03
IPI00398779 PLEC Isoform 4 of Plectin 1 12.38 41 41 36,937,860     36,950,289     35,044,841     34,511,343     36,086,191     43,452,015     34,707,745     2,424,255    7,999,303        3,157,702       3,453,494          4,655,502        4,409,256        5,911,908      6.56 21.65 9.01 10.01 12.9 10.15 17.03
IPI00420096 PLEC Isoform 8 of Plectin 1 12.44 41 41 36,937,860     36,950,289     35,044,841     34,511,343     36,086,191     43,452,015     34,707,745     2,424,255    7,999,303        3,157,702       3,453,494          4,655,502        4,409,256        5,911,908      6.56 21.65 9.01 10.01 12.9 10.15 17.03

AGTLSITEFADMLSGNAGGFR 2 0.9997
AGVAAPATQVAQVTLQSVQR 3 0.9829

APVPASELLASGVLSR 2 0.9998
AQLEPVASPAK 2 0.9988
AQLMADFQAGR 2 0.946
AQVEQELTTLR 2 0.9727
EGLTSIEEVTK 2 0.993
ELIPTEEALR 3 0.9012

ELVLLLLQWMR 2 0.9992
EQELQQTLQQEQSVLDQLRGEAEAAR 3 0.8144

FLEVQYLTGGLIEPDTPGR 3 0.9296
FLEVQYLTGGLIEPDTPGRVPLDEALQR 3 0.9998

GANVIAGVWLEEAGQK 2 0.994
GFFDPNTEENLTYLQLMER 2 0.9998
GIYQSLEGAVQAGQLK 2 0.9995

GLFDEEMNEILTDPSDDTK 2 0.9997
GTQGAEEVLR 2 0.9563
IIITVVEEQEQK 2 0.9945
ISYKDALDR 2 0.9724
LAAEQELIR 2 0.9306
LHVAILER 2 0.9038

LLEAQIATGGVIDPVHSHR 3 0.9998
LLLEAQAATGFLLDPVKGER 3 0.9985

LTAEDLFEAR 2 0.9997
MQEEVVRREEAAVDAQQQK 3 0.9876

MVEGYQGLR 2 0.9863
NLVDNITGQR 2 0.9869
QLLEEELAR 2 0.9386

QLLSPGTALILLEAQAASGFLLDPVR 3 0.9998
QLQLAQEAAQKR 3 0.9857
QVQVALETAQR 2 0.998
SIQEELQQLR 2 0.9977
SLVPAAELLESR 2 0.8729
SMVEEGTGLR 2 0.9976
SQVEEELFSVR 2 0.9759

TLLQGSGCLAGIYLEDTKEK 3 0.9547
VDGAEWGVDLPSVEAQLGSHR 3 0.9996

VIDRELYQQLQR 3 0.9994
VPLDVACAR 2 0.9784
VPVDVAYR 2 0.9992

WQAVLAQTDVR 2 0.9988
IPI00795769 ‐ 52 kDa protein 1 9.35 4 4 30,516,863     29,731,684     22,551,183     25,504,055     24,025,278     34,508,527     22,316,040     1,088,332    7,822,976        3,120,437       1,378,158          4,096,762        3,992,299        7,473,731      3.57 26.31 13.84 5.4 17.05 11.57 33.49
IPI00014938 SARNP SAP domain‐containing ribonucleoprotein 1 20.48 4 4 30,516,863     29,731,684     22,551,183     25,504,055     24,025,278     34,508,527     22,316,040     1,088,332    7,822,976        3,120,437       1,378,158          4,096,762        3,992,299        7,473,731      3.57 26.31 13.84 5.4 17.05 11.57 33.49

FGISSVPTK 2 0.9992
FGLNVSSISR 2 0.9885

GLSSDNKPMVNLDK 2 0.9259
ITSEIPQTER 2 0.996

IPI00015018 PPA1 Inorganic pyrophosphatase 1 54.67 11 13 116,614,460   110,922,910   99,119,670     107,252,680   105,504,430   127,174,590   100,932,050   3,498,650    24,431,236      10,121,733     11,263,775        10,985,195      9,064,783        18,794,820    3 22.03 10.21 10.5 10.41 7.13 18.62
AAPFSLEYR 2 0.9997
DKDFAIDIIK 2 0.9888

DPLNPIKQDVK 2 0.9537
GEIIGVK 2 0.9569

GISCMNTTLSESPFK 2 0.9998
GQYISPFHDIPIYADKDVFHMVVEVPR 3 0.9995

GYIWNYGAIPQTWEDPGHNDK 3 0.9997
LKPGYLEATVDWFR 2 0.9978
LKPGYLEATVDWFR 3 0.9998

MEIATKDPLNPIKQDVK 3 0.9998
VIAINVDDPDAANYNDINDVKR 3 0.9998

VLGILAMIDEGETDWK 2 0.9998
VLGILAMIDEGETDWK 3 0.9998

IPI00015029 PTGES3 Prostaglandin E synthase 3 1 14.37 2 2 6,506,501        6,355,084        4,573,897        5,079,626        6,023,213        7,624,612        6,406,052        1,400,468    1,448,708        883,447           614,232              696,003            1,243,994        1,495,139      21.52 22.8 19.31 12.09 11.56 16.32 23.34
IPI00789101 PTGES3 cDNA FLJ40895 fis, clone UTERU2002294, highly similar to Prostaglandi 1 13.94 2 2 6,506,501        6,355,084        4,573,897        5,079,626        6,023,213        7,624,612        6,406,052        1,400,468    1,448,708        883,447           614,232              696,003            1,243,994        1,495,139      21.52 22.8 19.31 12.09 11.56 16.32 23.34
IPI00789698 PTGES3 19 kDa protein 1 14.11 2 2 6,506,501        6,355,084        4,573,897        5,079,626        6,023,213        7,624,612        6,406,052        1,400,468    1,448,708        883,447           614,232              696,003            1,243,994        1,495,139      21.52 22.8 19.31 12.09 11.56 16.32 23.34
IPI00790462 PTGES3 cDNA FLJ50819, highly similar to Prostaglandin E synthase 3 1 17.69 2 2 6,506,501        6,355,084        4,573,897        5,079,626        6,023,213        7,624,612        6,406,052        1,400,468    1,448,708        883,447           614,232              696,003            1,243,994        1,495,139      21.52 22.8 19.31 12.09 11.56 16.32 23.34
IPI00908647 PTGES3 cDNA FLJ59942, highly similar to Prostaglandin E synthase 3 1 16.55 2 2 6,506,501        6,355,084        4,573,897        5,079,626        6,023,213        7,624,612        6,406,052        1,400,468    1,448,708        883,447           614,232              696,003            1,243,994        1,495,139      21.52 22.8 19.31 12.09 11.56 16.32 23.34

KGESGQSWPR 2 0.9711
LTFSCLGGSDNFK 2 0.9995

IPI00015285 PCYT2 Ethanolamine‐phosphate cytidylyltransferase 1 8.74 2 2 8,075,400        5,775,185        8,294,350        8,762,785        7,680,870        6,638,725        7,566,585        1,701,179    709,901            1,172,476       2,182,904          1,140,438        1,674,964        1,177,860      21.07 12.29 14.14 24.91 14.85 25.23 15.57
TQGVSTTDLVGR 2 0.9563

YVSEVVIGAPYAVTAELLSHFK 3 0.9996
IPI00015361 PFDN5 Prefoldin subunit 5 0.995 11.69 1 1 1,189,750        1,521,853        1,225,970        1,399,550        1,513,840        1,769,090        1,247,637        294,483       528,993            177,934           372,161              249,937            276,156           320,040          24.75 34.76 14.51 26.59 16.51 15.61 25.65
IPI00028183 PFDN5 MM‐1 beta 0.995 27.27 1 1 1,189,750        1,521,853        1,225,970        1,399,550        1,513,840        1,769,090        1,247,637        294,483       528,993            177,934           372,161              249,937            276,156           320,040          24.75 34.76 14.51 26.59 16.51 15.61 25.65
IPI00793611 PFDN5 7 kDa protein 0.995 29.51 1 1 1,189,750        1,521,853        1,225,970        1,399,550        1,513,840        1,769,090        1,247,637        294,483       528,993            177,934           372,161              249,937            276,156           320,040          24.75 34.76 14.51 26.59 16.51 15.61 25.65

NQLDQEVEFLSTSIAQLK 3 0.9946
IPI00015836 APPL1 DCC‐interacting protein 13‐alpha 0.965 2.4 1 1 4,637,750        3,903,720        4,112,650        4,455,450        3,880,625        4,416,370        3,925,450        336,190       943,123            153,036           366,897              464,268            1,045,657        784,841          7.25 24.16 3.72 8.23 11.96 23.68 19.99
IPI00794130 APPL1 Putative uncharacterized protein APPL1 0.965 12.69 1 1 4,637,750        3,903,720        4,112,650        4,455,450        3,880,625        4,416,370        3,925,450        336,190       943,123            153,036           366,897              464,268            1,045,657        784,841          7.25 24.16 3.72 8.23 11.96 23.68 19.99
IPI00794687 APPL1 13 kDa protein 0.965 14.78 1 1 4,637,750        3,903,720        4,112,650        4,455,450        3,880,625        4,416,370        3,925,450        336,190       943,123            153,036           366,897              464,268            1,045,657        784,841          7.25 24.16 3.72 8.23 11.96 23.68 19.99
IPI00945171 APPL1 Putative uncharacterized protein APPL1 0.965 14.91 1 1 4,637,750        3,903,720        4,112,650        4,455,450        3,880,625        4,416,370        3,925,450        336,190       943,123            153,036           366,897              464,268            1,045,657        784,841          7.25 24.16 3.72 8.23 11.96 23.68 19.99

IYDAQNELSAATHLTSK 3 0.9647



IPI00015842 RCN1 Reticulocalbin‐1 1 22.66 6 6 50,708,060     46,833,620     44,669,430     48,662,770     46,849,040     52,398,490     46,044,000     1,955,599    8,172,335        4,265,794       3,594,383          5,501,202        2,128,318        8,872,109      3.86 17.45 9.55 7.39 11.74 4.06 19.27
AADLNGDLTATR 2 0.9997

EQFNEFR 2 0.9561
HWILPQDYDHAQAEAR 3 0.9997
IVDRIDNDGDGFVTTEELK 3 0.9994

TFDQLTPDESKER 3 0.9987
YIFDNVAK 2 0.9977

IPI00015891 PFDN4 Prefoldin subunit 4 0.992 8.96 1 1 21,296,700     18,567,590     19,765,800     17,395,370     19,787,000     22,851,300     19,806,700     3,722,406    4,472,997        2,718,053       3,538,804          2,447,140        1,320,114        4,871,348      17.48 24.09 13.75 20.34 12.37 5.78 24.59
NLQEEIDALESR 2 0.9921

IPI00015897 CHORDC1 Isoform 1 of Cysteine and histidine‐rich domain‐containing protein 1 0.977 4.52 1 1 4,072,030        4,530,775        4,038,365        4,665,660        4,209,975        5,550,425        4,189,675        733,458       1,180,419        714,285           616,382              731,094            1,494,462        1,018,772      18.01 26.05 17.69 13.21 17.37 26.93 24.32
IPI00869333 LOC727896 Pseudogene candidate 0.977 10.27 1 1 4,072,030        4,530,775        4,038,365        4,665,660        4,209,975        5,550,425        4,189,675        733,458       1,180,419        714,285           616,382              731,094            1,494,462        1,018,772      18.01 26.05 17.69 13.21 17.37 26.93 24.32

TTDFSDFLSIVGCTK 2 0.9767
IPI00015911 DLD Dihydrolipoyl dehydrogenase, mitochondrial 1 6.29 2 2 2,688,543        2,358,067        2,490,870        2,738,100        2,484,287        2,855,737        2,247,293        406,625       597,620            374,988           762,215              610,228            562,024           508,342          15.12 25.34 15.05 27.84 24.56 19.68 22.62
IPI00909143 DLD Dihydrolipoyl dehydrogenase 1 6.94 2 2 2,688,543        2,358,067        2,490,870        2,738,100        2,484,287        2,855,737        2,247,293        406,625       597,620            374,988           762,215              610,228            562,024           508,342          15.12 25.34 15.05 27.84 24.56 19.68 22.62
IPI00926319 DLD cDNA FLJ56112, highly similar to Dihydrolipoyl dehydrogenase, mitocho 1 6.58 2 2 2,688,543        2,358,067        2,490,870        2,738,100        2,484,287        2,855,737        2,247,293        406,625       597,620            374,988           762,215              610,228            562,024           508,342          15.12 25.34 15.05 27.84 24.56 19.68 22.62

IPNIYAIGDVVAGPMLAHK 3 0.9941
SEEQLKEEGIEYK 3 0.9707

IPI00016112 PXDN Isoform 1 of Peroxidasin homolog 0.964 1.96 1 1 3,741,680        3,407,190        2,704,790        3,161,730        2,580,110        2,804,050        2,599,670        968,812       1,056,536        780,575           550,203              314,471            360,048           524,510          25.89 31.01 28.86 17.4 12.19 12.84 20.18
FGHTLVNPLLYRLDENFQPIAQDHLPLHK 3 0.9637

IPI00016179 S100A13 Protein S100‐A13 0.994 21.43 1 1 4,496,550        5,577,070        5,692,270        5,376,190        6,074,740        8,198,290        6,564,870        1,103,385    1,795,933        1,470,590       893,481              1,766,526        779,115           1,049,375      24.54 32.2 25.83 16.62 29.08 9.5 15.98
DSLSVNEFKELVTQQLPHLLK 3 0.9942

IPI00016339 RAB5C Ras‐related protein Rab‐5C 1 12.96 2 2 13,118,320     11,594,780     9,951,850        11,074,360     9,973,150        13,797,930     10,665,360     2,705,735    3,036,229        1,075,805       2,585,158          2,308,571        3,029,403        2,417,344      20.63 26.19 10.81 23.34 23.15 21.96 22.67
QASPNIVIALAGNK 2 0.9929
TAMNVNEIFMAIAK 2 0.9891

IPI00016346 PROSC Proline synthetase co‐transcribed homolog (Bacterial), isoform CRA_b 0.995 4.19 1 1 4,436,727        3,898,473        5,036,033        4,219,723        5,424,700        5,069,000        5,841,177        529,199       966,288            1,260,352       1,032,196          341,031            400,327           1,547,668      11.93 24.79 25.03 24.46 6.29 7.9 26.5
IPI00902466 PROSC cDNA FLJ11861 fis, clone HEMBA1006885, highly similar to Proline synt 0.995 5.53 1 1 4,436,727        3,898,473        5,036,033        4,219,723        5,424,700        5,069,000        5,841,177        529,199       966,288            1,260,352       1,032,196          341,031            400,327           1,547,668      11.93 24.79 25.03 24.46 6.29 7.9 26.5
IPI00796241 PROSC 14 kDa protein 0.995 10.57 1 1 4,436,727        3,898,473        5,036,033        4,219,723        5,424,700        5,069,000        5,841,177        529,199       966,288            1,260,352       1,032,196          341,031            400,327           1,547,668      11.93 24.79 25.03 24.46 6.29 7.9 26.5

TFGENYVQELLEK 2 0.9949
IPI00745343 LOC100130932 Small nuclear ribonucleoprotein G‐like protein 1 17.11 2 2 7,553,668        7,518,943        6,196,490        5,450,743        6,843,210        7,835,068        7,880,488        847,696       2,619,473        762,460           838,443              1,307,934        700,493           3,307,447      11.22 34.84 12.3 15.38 19.11 8.94 41.97
IPI00016572 SNRPG Small nuclear ribonucleoprotein G 1 17.11 2 2 7,553,668        7,518,943        6,196,490        5,450,743        6,843,210        7,835,068        7,880,488        847,696       2,619,473        762,460           838,443              1,307,934        700,493           3,307,447      11.22 34.84 12.3 15.38 19.11 8.94 41.97
IPI00924895 SNRPG SNRPG protein 1 20.31 2 2 7,553,668        7,518,943        6,196,490        5,450,743        6,843,210        7,835,068        7,880,488        847,696       2,619,473        762,460           838,443              1,307,934        700,493           3,307,447      11.22 34.84 12.3 15.38 19.11 8.94 41.97
IPI00925251 SNRPG Putative uncharacterized protein SNRPG 1 15.12 2 2 7,553,668        7,518,943        6,196,490        5,450,743        6,843,210        7,835,068        7,880,488        847,696       2,619,473        762,460           838,443              1,307,934        700,493           3,307,447      11.22 34.84 12.3 15.38 19.11 8.94 41.97

GNSIIMLEALER 2 0.9989
GNSIIMLEALERV 2 0.9972

IPI00016610 PCBP1 Poly(rC)‐binding protein 1 1 55.9 11 15 98,257,473     111,338,074   97,696,211     105,358,616   97,822,912     129,334,121   92,560,943     8,331,275    31,021,973      13,649,572     14,847,067        10,330,233      23,684,490      15,457,297    8.48 27.86 13.97 14.09 10.56 18.31 16.7
AFAMIIDKLEEDINSSMTNSTAASRPPVTLR 3 0.9998

AITIAGVPQSVTECVK 2 0.9998
ESTGAQVQVAGDMLPNSTER 2 0.9998

EVGSIIGK 1 0.955
EVGSIIGK 2 0.9921

IITLTGPTNAIFK 2 0.9996
INISEGNCPER 2 0.9998

LVVPATQCGSLIGK 2 0.9992
QICLVMLETLSQSPQGR 2 0.9006
QICLVMLETLSQSPQGR 3 0.9998

QQSHFAMMHGGTGFAGIDSSSPEVK 3 0.9998
QVTITGSAASISLAQYLINAR 2 0.9998
QVTITGSAASISLAQYLINAR 3 0.9998

VMTIPYQPMPASSPVICAGGQDR 2 0.9998
VMTIPYQPMPASSPVICAGGQDR 3 0.9997

IPI00784195 CSNK2A1 HCG21984 0.99 3.84 1 1 3,152,013        3,238,958        2,500,350        2,671,628        2,612,428        3,396,323        2,706,765        328,659       1,282,842        342,192           590,736              405,986            310,742           715,406          10.43 39.61 13.69 22.11 15.54 9.15 26.43
IPI00016613 CSNK2A1 CSNK2A1 protein 0.99 3.78 1 1 3,152,013        3,238,958        2,500,350        2,671,628        2,612,428        3,396,323        2,706,765        328,659       1,282,842        342,192           590,736              405,986            310,742           715,406          10.43 39.61 13.69 22.11 15.54 9.15 26.43
IPI00741317 CSNK2A1 Casein kinase 2 alpha isoform 0.99 3.9 1 1 3,152,013        3,238,958        2,500,350        2,671,628        2,612,428        3,396,323        2,706,765        328,659       1,282,842        342,192           590,736              405,986            310,742           715,406          10.43 39.61 13.69 22.11 15.54 9.15 26.43
IPI00744507 CSNK2A1 Casein kinase II subunit alpha 0.99 3.84 1 1 3,152,013        3,238,958        2,500,350        2,671,628        2,612,428        3,396,323        2,706,765        328,659       1,282,842        342,192           590,736              405,986            310,742           715,406          10.43 39.61 13.69 22.11 15.54 9.15 26.43

TPALVFEHVNNTDFK 3 0.9902
IPI00016768 LDHAL6B L‐lactate dehydrogenase A‐like 6B 0.958 3.15 1 1 14,618,800     13,823,270     13,548,900     13,966,370     13,651,700     16,487,500     13,902,440     2,199,994    3,032,503        931,840           2,337,888          1,456,599        2,018,349        2,999,340      15.05 21.94 6.88 16.74 10.67 12.24 21.57

IIGSGCNLDTAR 2 0.958
IPI00016801 GLUD1 Glutamate dehydrogenase 1, mitochondrial 1 11.65 5 5 60,295,180     61,728,455     50,650,730     50,177,695     53,730,995     62,068,820     48,405,435     4,740,730    14,125,835      7,565,329       2,966,389          4,439,800        9,671,362        9,696,680      7.86 22.88 14.94 5.91 8.26 15.58 20.03

DDGSWEVIEGYR 2 0.9997
GASIVEDKLVEDLR 3 0.9559

IIAEGANGPTTPEADKIFLER 3 0.9997
TAAYVNAIEK 2 0.9993
YNLGLDLR 2 0.9991

IPI00016832 PSMA1 Isoform Short of Proteasome subunit alpha type‐1 1 14.83 3 3 4,321,929        3,679,599        4,726,789        4,380,484        4,346,292        4,649,391        4,109,556        663,230       1,198,445        840,097           898,535              915,800            396,557           863,372          15.35 32.57 17.77 20.51 21.07 8.53 21.01
IPI00472442 PSMA1 Isoform Long of Proteasome subunit alpha type‐1 1 14.5 3 3 4,321,929        3,679,599        4,726,789        4,380,484        4,346,292        4,649,391        4,109,556        663,230       1,198,445        840,097           898,535              915,800            396,557           863,372          15.35 32.57 17.77 20.51 21.07 8.53 21.01
IPI00871889 PSMA1 Proteasome subunit alpha type 1 14.83 3 3 4,321,929        3,679,599        4,726,789        4,380,484        4,346,292        4,649,391        4,109,556        663,230       1,198,445        840,097           898,535              915,800            396,557           863,372          15.35 32.57 17.77 20.51 21.07 8.53 21.01

ETLPAEQDLTTK 2 0.9688
IHQIEYAMEAVK 3 0.9864

NQYDNDVTVWSPQGR 2 0.9807
IPI00953236 ‐ Glutathion reductase delta8 alternative splicing variant 1 8.92 3 3 5,530,000        5,895,610        5,125,682        5,130,028        5,270,062        7,343,282        4,941,592        207,145       1,601,970        670,310           667,312              809,186            1,304,215        1,151,446      3.75 27.17 13.08 13.01 15.35 17.76 23.3
IPI00953628 ‐ Glutathion reductase delta9 alternative splicing varian 1 9.38 3 3 5,530,000        5,895,610        5,125,682        5,130,028        5,270,062        7,343,282        4,941,592        207,145       1,601,970        670,310           667,312              809,186            1,304,215        1,151,446      3.75 27.17 13.08 13.01 15.35 17.76 23.3
IPI00953696 ‐ Glutathion reductase delta8+9 alternative splicing variant 1 10 3 3 5,530,000        5,895,610        5,125,682        5,130,028        5,270,062        7,343,282        4,941,592        207,145       1,601,970        670,310           667,312              809,186            1,304,215        1,151,446      3.75 27.17 13.08 13.01 15.35 17.76 23.3
IPI00016862 GSR Isoform Mitochondrial of Glutathione reductase, mitochondria 1 8.43 3 3 5,530,000        5,895,610        5,125,682        5,130,028        5,270,062        7,343,282        4,941,592        207,145       1,601,970        670,310           667,312              809,186            1,304,215        1,151,446      3.75 27.17 13.08 13.01 15.35 17.76 23.3
IPI00759575 GSR Isoform Cytoplasmic of Glutathione reductase, mitochondrial 1 9.19 3 3 5,530,000        5,895,610        5,125,682        5,130,028        5,270,062        7,343,282        4,941,592        207,145       1,601,970        670,310           667,312              809,186            1,304,215        1,151,446      3.75 27.17 13.08 13.01 15.35 17.76 23.3

ADFDNTVAIHPTSSEELVTLR 3 0.9696
ALLTPVAIAAGR 2 0.9994
LNAIYQNNLTK 2 0.9997

IPI00016910 EIF3C;EIF3CL Eukaryotic translation initiation factor 3 subunit C 1 5.7 4 4 17,195,380     16,947,327     14,757,783     16,086,660     14,142,843     19,672,219     13,753,106     1,297,029    3,943,936        1,319,913       1,120,811          1,378,191        2,370,546        2,088,145      7.54 23.27 8.94 6.97 9.74 12.05 15.18
IPI00646839 EIF3C;EIF3CL Putative uncharacterized protein EIF3CL 1 5.69 4 4 17,195,380     16,947,327     14,757,783     16,086,660     14,142,843     19,672,219     13,753,106     1,297,029    3,943,936        1,319,913       1,120,811          1,378,191        2,370,546        2,088,145      7.54 23.27 8.94 6.97 9.74 12.05 15.18
IPI00922360 EIF3C;EIF3CL cDNA FLJ54488, highly similar to Eukaryotic translation initiation factor 1 6.57 4 4 17,195,380     16,947,327     14,757,783     16,086,660     14,142,843     19,672,219     13,753,106     1,297,029    3,943,936        1,319,913       1,120,811          1,378,191        2,370,546        2,088,145      7.54 23.27 8.94 6.97 9.74 12.05 15.18

DLMLMSHLQDNIQHADPPVQILYNR 3 0.9983
LGSLVENNER 2 0.9994
LNEILQAR 2 0.9568

QGTYGGYFR 2 0.9827
IPI00017184 EHD1 EH domain‐containing protein 1 0.999 7.12 2 2 25,125,100     26,144,275     26,855,935     24,999,485     27,849,180     35,403,765     27,364,695     3,044,920    8,082,934        4,134,342       3,338,752          3,631,553        8,319,647        6,182,923      12.12 30.92 15.39 13.36 13.04 23.5 22.59

LADVDKDGLLDDEEFALANHLIK 3 0.973
LLDTVDDMLANDIAR 2 0.9989

IPI00017292 CTNNB1 Isoform 1 of Catenin beta‐1 1 8.96 5 5 7,959,941        7,584,401        7,602,292        8,452,509        7,705,584        9,131,404        7,805,987        873,573       737,584            978,349           1,440,985          743,090            556,296           989,997          10.97 9.73 12.87 17.05 9.64 6.09 12.68
IPI00219893 CTNNB1 cDNA FLJ59565, highly similar to Beta‐catenin 1 9.47 5 5 7,959,941        7,584,401        7,602,292        8,452,509        7,705,584        9,131,404        7,805,987        873,573       737,584            978,349           1,440,985          743,090            556,296           989,997          10.97 9.73 12.87 17.05 9.64 6.09 12.68
IPI00927799 CTNNB1 cDNA FLJ57878, highly similar to Beta‐catenin 1 9.04 5 5 7,959,941        7,584,401        7,602,292        8,452,509        7,705,584        9,131,404        7,805,987        873,573       737,584            978,349           1,440,985          743,090            556,296           989,997          10.97 9.73 12.87 17.05 9.64 6.09 12.68

AAVMVHQLSK 2 0.9954
GLNTIPLFVQLLYSPIENIQR 2 0.9997
LIILASGGPQALVNIMR 2 0.9993

LVQLLVR 2 0.902
TSMGGTQQQFVEGVR 2 0.9975

IPI00017297 SNHG4;MATR3 Matrin‐3 1 16.88 12 15 37,056,516     41,307,489     34,461,725     34,473,806     36,831,325     45,323,720     34,742,809     999,820       10,676,739      2,689,485       3,969,196          3,971,649        6,112,627        5,451,022      2.7 25.85 7.8 11.51 10.78 13.49 15.69
IPI00789551 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 15.98 12 15 37,056,516     41,307,489     34,461,725     34,473,806     36,831,325     45,323,720     34,742,809     999,820       10,676,739      2,689,485       3,969,196          3,971,649        6,112,627        5,451,022      2.7 25.85 7.8 11.51 10.78 13.49 15.69

ALWFQGR 2 0.8371
DLSAAGIGLLAAATQSLSMPASLGR 2 0.9998
DLSAAGIGLLAAATQSLSMPASLGR 3 0.9998

GDADQASNILASFGLSAR 2 0.9998
GDADQASNILASFGLSAR 3 0.999

GPGPLQER 2 0.9761
IGPYQPNVPVGIDYVIPK 2 0.9645



ITPENLPQILLQLK 2 0.9996
LCSLFYTNEEVAK 2 0.9957
RTEEGPTLSYGR 2 0.9997
SFQQSSLSR 2 0.9995
SQAFIEMETR 2 0.9996
TEEGPTLSYGR 2 0.9408
VVHIMDFQR 2 0.8065
VVHIMDFQR 3 0.9998

IPI00017303 MSH2 DNA mismatch repair protein Msh2 0.99 1.5 1 1 685,816           549,353           608,070           624,981           634,080           534,097           636,826           116,126       80,705              164,192           111,954              130,288            91,821             138,556          16.93 14.69 27 17.91 20.55 17.19 21.76
IPI00816513 MSH2 MSH2+ins9a isoform 0.99 8.33 1 1 685,816           549,353           608,070           624,981           634,080           534,097           636,826           116,126       80,705              164,192           111,954              130,288            91,821             138,556          16.93 14.69 27 17.91 20.55 17.19 21.76
IPI00893933 MSH2 MutS homolog 2 variant 0.99 1.52 1 1 685,816           549,353           608,070           624,981           634,080           534,097           636,826           116,126       80,705              164,192           111,954              130,288            91,821             138,556          16.93 14.69 27 17.91 20.55 17.19 21.76
IPI00940255 MSH2 55 kDa protein 0.99 2.89 1 1 685,816           549,353           608,070           624,981           634,080           534,097           636,826           116,126       80,705              164,192           111,954              130,288            91,821             138,556          16.93 14.69 27 17.91 20.55 17.19 21.76
IPI00940797 MSH2 Putative uncharacterized protein MSH2 (Fragment) 0.99 2.39 1 1 685,816           549,353           608,070           624,981           634,080           534,097           636,826           116,126       80,705              164,192           111,954              130,288            91,821             138,556          16.93 14.69 27 17.91 20.55 17.19 21.76
IPI00942143 MSH2 cDNA FLJ51069, highly similar to DNA mismatch repair protein Msh2 0.99 1.94 1 1 685,816           549,353           608,070           624,981           634,080           534,097           636,826           116,126       80,705              164,192           111,954              130,288            91,821             138,556          16.93 14.69 27 17.91 20.55 17.19 21.76
IPI00942418 MSH2 46 kDa protein 0.99 3.41 1 1 685,816           549,353           608,070           624,981           634,080           534,097           636,826           116,126       80,705              164,192           111,954              130,288            91,821             138,556          16.93 14.69 27 17.91 20.55 17.19 21.76

LNLVEAFVEDAELR 2 0.9895
IPI00017334 PHB Prohibitin 1 42.28 10 11 18,804,349     19,171,099     19,009,879     18,461,069     19,853,016     21,695,636     18,406,627     1,235,009    3,637,922        1,242,376       1,177,213          3,274,451        1,674,701        2,474,416      6.57 18.98 6.54 6.38 16.49 7.72 13.44
IPI00966398 PHB Putative uncharacterized protein PHB 1 46.75 10 11 18,804,349     19,171,099     19,009,879     18,461,069     19,853,016     21,695,636     18,406,627     1,235,009    3,637,922        1,242,376       1,177,213          3,274,451        1,674,701        2,474,416      6.57 18.98 6.54 6.38 16.49 7.72 13.44

AAELIANSLATAGDGLIELR 3 0.9998
AAIISAEGDSK 2 0.9991

AATFGLILDDVSLTHLTFGK 3 0.9992
AATFGLILDDVSLTHLTFGKEFTEAVEAK 3 0.9896

DLQNVNITLR 2 0.9997
EFTEAVEAK 2 0.8305
FDAGELITQR 2 0.9998
IFTSIGEDYDER 2 0.9998
ILFRPVASQLPR 2 0.9996
ILFRPVASQLPR 3 0.9998
VLPSITTEILK 2 0.9995

IPI00017337 ANXA13 Isoform A of Annexin A13 1 25 5 5 9,169,513        9,251,103        9,282,920        9,497,140        9,105,733        10,287,550     8,917,240        888,538       2,053,685        936,081           1,170,894          1,814,893        1,258,975        1,506,970      9.69 22.2 10.08 12.33 19.93 12.24 16.9
IPI00465213 ANXA13 Isoform B of Annexin A13 1 22.13 5 5 9,169,513        9,251,103        9,282,920        9,497,140        9,105,733        10,287,550     8,917,240        888,538       2,053,685        936,081           1,170,894          1,814,893        1,258,975        1,506,970      9.69 22.2 10.08 12.33 19.93 12.24 16.9
IPI00940580 ANXA13 35 kDa protein 1 25.08 5 5 9,169,513        9,251,103        9,282,920        9,497,140        9,105,733        10,287,550     8,917,240        888,538       2,053,685        936,081           1,170,894          1,814,893        1,258,975        1,506,970      9.69 22.2 10.08 12.33 19.93 12.24 16.9

AEVDLQGIK 2 0.825
ATFQAYQILIGKDIEEAIEEETSGDLQK 3 0.9986

GAGTDEETLIR 2 0.9984
GMGTNEAAIIEILSGR 2 0.9995
TALALLDRPSEYAAR 3 0.9901

IPI00017339 SF3B4 Splicing factor 3B subunit 4 0.994 3.3 1 1 3,384,400        3,178,730        3,546,360        3,018,330        3,717,980        3,813,860        3,157,270        681,063       966,035            665,676           584,655              1,300,310        739,910           793,846          20.12 30.39 18.77 19.37 34.97 19.4 25.14
NQDATVYVGGLDEK 2 0.994

IPI00017341 SF3A2 SF3A2 protein (Fragment) 0.99 3.53 1 1 4,168,030        4,390,060        3,543,860        3,571,750        3,573,270        4,758,020        4,005,480        864,982       1,325,953        600,092           750,431              540,827            947,261           1,256,891      20.75 30.2 16.93 21.01 15.14 19.91 31.38
WQYLLMAAEPYETIAFK 2 0.9903

IPI00384282 EZR Cytovillin 2 (Fragment) 1 13.48 2 2 12,041,150     13,817,759     12,194,790     11,430,373     14,419,079     18,789,647     13,236,656     1,140,708    3,338,954        2,025,110       1,672,563          1,391,670        3,274,848        3,003,977      9.47 24.16 16.61 14.63 9.65 17.43 22.69
IPI00017367 RDX Radixin, isoform CRA_a 1 3.15 2 2 12,041,150     13,817,759     12,194,790     11,430,373     14,419,079     18,789,647     13,236,656     1,140,708    3,338,954        2,025,110       1,672,563          1,391,670        3,274,848        3,003,977      9.47 24.16 16.61 14.63 9.65 17.43 22.69
IPI00903145 RDX Radixin 1 3.26 2 2 12,041,150     13,817,759     12,194,790     11,430,373     14,419,079     18,789,647     13,236,656     1,140,708    3,338,954        2,025,110       1,672,563          1,391,670        3,274,848        3,003,977      9.47 24.16 16.61 14.63 9.65 17.43 22.69

APDFVFYAPR 2 0.9998
IGFPWSEIR 2 0.9996

IPI00017373 RPA3 Replication protein A 14 kDa subunit 1 33.06 2 2 4,167,880        3,748,510        3,864,310        3,894,015        3,660,550        3,875,225        3,554,845        465,386       972,275            478,586           435,471              756,261            403,801           495,785          11.17 25.94 12.38 11.18 20.66 10.42 13.95
IPI00894460 RPA3 Replication protein A3, 14kDa, isoform CRA_a 1 48.78 2 2 4,167,880        3,748,510        3,864,310        3,894,015        3,660,550        3,875,225        3,554,845        465,386       972,275            478,586           435,471              756,261            403,801           495,785          11.17 25.94 12.38 11.18 20.66 10.42 13.95

IIHDFPQFYPLGIVQHD 3 0.9995
NGTIELMEPLDEEISGIVEVVGR 2 0.9997

IPI00017375 SEC23A Protein transport protein Sec23A 0.995 4.71 2 2 1,422,241        1,354,341        1,408,909        1,531,715        1,446,089        1,559,966        1,327,823        199,147       300,397            403,357           249,461              339,885            151,640           281,396          14 22.18 28.63 16.29 23.5 9.72 21.19
IDMNLTDLLGELQR 2 0.9645

ILLMDTFFQILIYHGETIAQWR 3 0.9227
IPI00908375 SEC23A cDNA FLJ52821, highly similar to Protein transport protein Sec23A 0.965 3.42 1 1 998,624           969,252           964,038           1,046,070        982,908           1,086,068        909,152           210,384       245,387            341,820           230,960              355,237            148,679           168,751          21.07 25.32 35.46 22.08 36.14 13.69 18.56
IPI00017376 SEC23B Protein transport protein Sec23B 0.965 1.83 1 1 998,624           969,252           964,038           1,046,070        982,908           1,086,068        909,152           210,384       245,387            341,820           230,960              355,237            148,679           168,751          21.07 25.32 35.46 22.08 36.14 13.69 18.56
IPI00642931 SEC23B Sec23 homolog B 0.965 4.23 1 1 998,624           969,252           964,038           1,046,070        982,908           1,086,068        909,152           210,384       245,387            341,820           230,960              355,237            148,679           168,751          21.07 25.32 35.46 22.08 36.14 13.69 18.56
IPI00956024 SEC23B protein transport protein Sec23B isoform 2 0.965 1.87 1 1 998,624           969,252           964,038           1,046,070        982,908           1,086,068        909,152           210,384       245,387            341,820           230,960              355,237            148,679           168,751          21.07 25.32 35.46 22.08 36.14 13.69 18.56

IDMNLTDLLGELQR 2 0.9645
IPI00017448 RPS21 40S ribosomal protein S21 1 34.94 3 3 14,500,605     16,516,295     14,112,055     15,186,655     15,636,585     18,543,105     13,442,335     547,723       4,225,724        1,533,788       1,872,355          2,942,654        2,778,106        2,237,197      3.78 25.59 10.87 12.33 18.82 14.98 16.64

DHASIQMNVAEVDKVTGR 3 0.9998
MGESDDSILR 2 0.9998
RMGESDDSILR 3 0.9975

IPI00017451 SF3A1 Splicing factor 3A subunit 1 0.999 4.79 3 3 15,483,080     19,248,570     15,754,885     15,614,565     14,586,495     20,943,345     15,000,165     3,010,005    5,358,522        2,603,312       2,857,057          1,889,305        3,793,153        2,877,024      19.44 27.84 16.52 18.3 12.95 18.11 19.18
FNFLNPNDPYHAYYR 3 0.9974

LTAQFVAR 2 0.9559
RTDIFGVEETAIGKK 3 0.9923

IPI00017469 SPR Sepiapterin reductase 1 24.9 4 4 43,756,435     45,768,905     40,116,225     37,981,132     44,049,320     56,609,035     36,764,315     4,063,198    11,778,648      8,556,083       4,696,350          5,943,770        9,597,483        7,167,050      9.29 25.74 21.33 12.36 13.49 16.95 19.49
LLLINNAGSLGDVSK 2 0.9996

SGAHVDFYDK 3 0.9997
TLAPLLASLLSPGSVLVLSAR 2 0.9869
VPADLGAEAGLQQLLGALR 2 0.9998

IPI00017526 S100P Protein S100‐P 1 86.32 6 7 32,811,776     32,246,810     33,953,387     38,142,986     30,227,113     37,379,810     29,850,035     3,160,674    8,009,328        3,244,668       1,373,297          2,964,207        6,405,802        5,293,763      9.63 24.84 9.56 3.6 9.81 17.14 17.73
DKDAVDKLLK 3 0.9888

DLDANGDAQVDFSEFIVFVAAITSACHK 3 0.9997
ELPGFLQSGK 2 0.9963

ELPGFLQSGKDKDAVDK 3 0.9959
MTELETAMGMIIDVFSR 2 0.9998
MTELETAMGMIIDVFSR 3 0.9998
YSGSEGSTQTLTKGELK 2 0.9997

IPI00017551 RGN Isoform 1 of Regucalcin 0.961 4.35 1 1 3,772,720        3,571,670        3,303,470        3,559,310        3,338,750        4,474,315        3,132,530        145,622       841,721            405,672           523,381              477,699            1,007,222        737,179          3.86 23.57 12.28 14.7 14.31 22.51 23.53
IPI00845361 RGN Isoform 2 of Regucalcin 0.961 5.73 1 1 3,772,720        3,571,670        3,303,470        3,559,310        3,338,750        4,474,315        3,132,530        145,622       841,721            405,672           523,381              477,699            1,007,222        737,179          3.86 23.57 12.28 14.7 14.31 22.51 23.53

VTMDAPVSSVALR 2 0.9606
IPI00017596 MAPRE1 Microtubule‐associated protein RP/EB family member 1 1 24.25 4 5 25,218,380     25,717,925     25,498,400     25,806,820     26,688,880     30,527,590     25,434,200     1,538,210    5,599,723        2,401,345       1,788,235          2,933,780        2,884,219        4,365,188      6.1 21.77 9.42 6.93 10.99 9.45 17.16
IPI00910350 MAPRE1 cDNA FLJ52068, highly similar to Microtubule‐associated protein RP/EB 1 27.31 4 5 25,218,380     25,717,925     25,498,400     25,806,820     26,688,880     30,527,590     25,434,200     1,538,210    5,599,723        2,401,345       1,788,235          2,933,780        2,884,219        4,365,188      6.1 21.77 9.42 6.93 10.99 9.45 17.16

FQDNFEFVQWFK 2 0.9998
KNPGVGNGDDEAAELMQQVNVLK 3 0.9599

LEHEYIQNFK 2 0.9976
LEHEYIQNFK 3 0.9997

QGQETAVAPSLVAPALNKPK 3 0.9997
IPI00017617 DDX5 Probable ATP‐dependent RNA helicase DDX5 1 10.26 6 6 12,591,322     12,431,835     9,996,775        11,525,799     11,735,987     13,665,874     11,627,702     376,285       3,029,990        1,193,330       857,519              1,826,674        1,285,424        2,190,224      2.99 24.37 11.94 7.44 15.56 9.41 18.84
IPI00798375 DDX5 cDNA FLJ59357, highly similar to Probable ATP‐dependent RNA helicase 1 11.58 6 6 12,591,322     12,431,835     9,996,775        11,525,799     11,735,987     13,665,874     11,627,702     376,285       3,029,990        1,193,330       857,519              1,826,674        1,285,424        2,190,224      2.99 24.37 11.94 7.44 15.56 9.41 18.84

APILIATDVASR 2 0.9998
LLQLVEDR 2 0.9811

MLDMGFEPQIR 2 0.9996
NFYQEHPDLAR 3 0.9955
QTLMWSATWPK 2 0.9996
STCIYGGAPK 2 0.9997

IPI00017672 PNP cDNA FLJ25678 fis, clone TST04067, highly similar to PURINE NUCLEOSI 1 32.42 7 7 54,492,690     56,532,450     55,578,370     53,803,590     53,994,300     67,714,920     49,775,650     4,856,682    13,149,255      3,170,332       5,202,267          5,914,043        7,649,373        7,894,558      8.91 23.26 5.7 9.67 10.95 11.3 15.86
DHINLPGFSGQNPLRGPNDER 3 0.8173

FEVGDIMLIR 2 0.9995
FGDRFPAMSDAYDR 3 0.9997

FPAMSDAYDR 2 0.9936
LGADAVGMSTVPEVIVAR 2 0.9998

VFGFSLITNK 2 0.9985



VFHLLGVDTLVVTNAAGGLNPK 3 0.9998
IPI00017704 COTL1 Coactosin‐like protein 0.999 11.27 1 1 6,576,940        7,804,050        7,350,740        7,789,810        7,153,200        8,586,110        5,918,020        1,034,968    2,337,172        1,091,707       1,407,764          2,134,819        1,508,716        936,140          15.74 29.95 14.85 18.07 29.84 17.57 15.82

FALITWIGENVSGLQR 2 0.9988
IPI00017726 HSD17B10 Isoform 1 of 3‐hydroxyacyl‐CoA dehydrogenase type‐2 1 14.56 2 2 10,455,530     12,301,720     9,901,015        11,144,750     9,719,340        14,332,955     9,786,300        1,287,252    3,119,863        2,718,873       2,239,198          1,254,520        3,305,807        3,322,924      12.31 25.36 27.46 20.09 12.91 23.06 33.95

GGIVGMTLPIAR 2 0.9935
LGDPAEYAHLVQAIIENPFLNGEVIR 3 0.9995

IPI00017763 NAP1L4 Putative uncharacterized protein NAP1L4 1 23.06 7 8 14,293,983     16,423,346     13,591,523     13,429,371     14,796,782     18,726,601     13,292,873     952,756       4,379,408        1,707,727       1,720,200          2,041,489        2,892,419        2,364,820      6.67 26.67 12.56 12.81 13.8 15.45 17.79
IPI00941463 NAP1L4 Nucleosome assembly protein 1‐like 4 1 23.73 7 8 14,293,983     16,423,346     13,591,523     13,429,371     14,796,782     18,726,601     13,292,873     952,756       4,379,408        1,707,727       1,720,200          2,041,489        2,892,419        2,364,820      6.67 26.67 12.56 12.81 13.8 15.45 17.79

FYEEVHDLER 3 0.9988
GIPEFWFTIFR 2 0.9997

LDNVPHTPSSYIETLPK 3 0.9998
LTDQVMQNPR 2 0.9998

NVDMLSELVQEYDEPILK 2 0.9998
NVDMLSELVQEYDEPILK 3 0.9997
QVPNESFFNFFNPLK 2 0.9996

VLAALQER 2 0.9951
IPI00017855 ACO2 Aconitate hydratase, mitochondrial 0.994 2.05 1 1 2,714,440        2,592,175        2,737,655        2,731,335        2,686,270        3,108,515        2,628,405        511,618       587,390            287,166           606,614              773,271            972,800           791,538          18.85 22.66 10.49 22.21 28.79 31.29 30.11
IPI00790739 ACO2 Aconitase 2, mitochondrial 0.994 1.99 1 1 2,714,440        2,592,175        2,737,655        2,731,335        2,686,270        3,108,515        2,628,405        511,618       587,390            287,166           606,614              773,271            972,800           791,538          18.85 22.66 10.49 22.21 28.79 31.29 30.11

IVYGHLDDPASQEIER 3 0.9938
IPI00017891 APC2 Isoform 2 of Adenomatous polyposis coli protein 2 0.933 0.99 1 1 1,878,143        1,724,358        1,844,428        2,355,123        1,793,268        1,983,428        1,825,715        457,123       485,748            330,841           595,864              555,746            171,993           314,458          24.34 28.17 17.94 25.3 30.99 8.67 17.22
IPI00025190 APC2 Isoform 1 of Adenomatous polyposis coli protein 2 0.933 0.87 1 1 1,878,143        1,724,358        1,844,428        2,355,123        1,793,268        1,983,428        1,825,715        457,123       485,748            330,841           595,864              555,746            171,993           314,458          24.34 28.17 17.94 25.3 30.99 8.67 17.22
IPI00793844 APC2 132 kDa protein 0.933 1.6 1 1 1,878,143        1,724,358        1,844,428        2,355,123        1,793,268        1,983,428        1,825,715        457,123       485,748            330,841           595,864              555,746            171,993           314,458          24.34 28.17 17.94 25.3 30.99 8.67 17.22
IPI00880059 APC2 Isoform 3 of Adenomatous polyposis coli protein 2 0.933 0.87 1 1 1,878,143        1,724,358        1,844,428        2,355,123        1,793,268        1,983,428        1,825,715        457,123       485,748            330,841           595,864              555,746            171,993           314,458          24.34 28.17 17.94 25.3 30.99 8.67 17.22

HQAAATAVSPGSCVPSLYVR 3 0.933
IPI00017963 SNRPD2 Small nuclear ribonucleoprotein Sm D2 1 21.19 3 3 4,900,862        4,959,550        5,086,023        5,173,585        4,805,500        6,137,251        4,797,234        351,903       759,169            599,010           1,086,946          1,480,036        795,721           1,147,685      7.18 15.31 11.78 21.01 30.8 12.97 23.92
IPI00930678 SNRPD2 small nuclear ribonucleoprotein Sm D2 isoform 2 1 23.15 3 3 4,900,862        4,959,550        5,086,023        5,173,585        4,805,500        6,137,251        4,797,234        351,903       759,169            599,010           1,086,946          1,480,036        795,721           1,147,685      7.18 15.31 11.78 21.01 30.8 12.97 23.92

HCNMVLENVK 2 0.9996
HCNMVLENVKEMWTEVPK 3 0.9983

NPLIAGK 1 0.9997
IPI00017964 SNRPD3 Small nuclear ribonucleoprotein Sm D3 1 15.08 2 2 4,313,477        3,723,287        4,549,037        5,124,143        4,487,603        5,115,090        4,023,820        705,237       735,517            261,918           529,888              781,487            856,466           790,008          16.35 19.75 5.76 10.34 17.41 16.74 19.63
IPI00878876 SNRPD3 cDNA FLJ51872, highly similar to Small nuclear ribonucleoprotein Sm D 1 15.83 2 2 4,313,477        3,723,287        4,549,037        5,124,143        4,487,603        5,115,090        4,023,820        705,237       735,517            261,918           529,888              781,487            856,466           790,008          16.35 19.75 5.76 10.34 17.41 16.74 19.63
IPI00879750 SNRPD3 19 kDa protein 1 10.86 2 2 4,313,477        3,723,287        4,549,037        5,124,143        4,487,603        5,115,090        4,023,820        705,237       735,517            261,918           529,888              781,487            856,466           790,008          16.35 19.75 5.76 10.34 17.41 16.74 19.63

FLILPDMLK 2 0.9437
VAQLEQVYIR 2 0.9996

IPI00018079 SSTR5 Somatostatin receptor type 5 0.929 3.3 1 1 6,056,640        5,757,250        5,580,780        5,975,440        4,912,950        6,430,040        5,438,160        478,017       1,285,262        917,967           1,792,241          991,017            740,180           989,972          7.89 22.32 16.45 29.99 20.17 11.51 18.2
AAANGLMQTSKL 2 0.9292

IPI00018140 SYNCRIP Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q 1 17.01 9 10 8,484,613        8,684,893        8,320,822        8,778,643        8,809,321        9,807,050        7,594,751        1,570,128    2,066,850        465,539           1,402,441          1,493,152        962,359           1,409,575      18.51 23.8 5.59 15.98 16.95 9.81 18.56
IPI00402182 SYNCRIP Isoform 2 of Heterogeneous nuclear ribonucleoprotein Q 1 18.03 9 10 8,484,613        8,684,893        8,320,822        8,778,643        8,809,321        9,807,050        7,594,751        1,570,128    2,066,850        465,539           1,402,441          1,493,152        962,359           1,409,575      18.51 23.8 5.59 15.98 16.95 9.81 18.56
IPI00402183 SYNCRIP Isoform 3 of Heterogeneous nuclear ribonucleoprotein Q 1 18.86 9 10 8,484,613        8,684,893        8,320,822        8,778,643        8,809,321        9,807,050        7,594,751        1,570,128    2,066,850        465,539           1,402,441          1,493,152        962,359           1,409,575      18.51 23.8 5.59 15.98 16.95 9.81 18.56
IPI00402184 SYNCRIP Isoform 4 of Heterogeneous nuclear ribonucleoprotein Q 1 20.11 9 10 8,484,613        8,684,893        8,320,822        8,778,643        8,809,321        9,807,050        7,594,751        1,570,128    2,066,850        465,539           1,402,441          1,493,152        962,359           1,409,575      18.51 23.8 5.59 15.98 16.95 9.81 18.56
IPI00930205 SYNCRIP heterogeneous nuclear ribonucleoprotein Q isoform 5 1 18.89 9 10 8,484,613        8,684,893        8,320,822        8,778,643        8,809,321        9,807,050        7,594,751        1,570,128    2,066,850        465,539           1,402,441          1,493,152        962,359           1,409,575      18.51 23.8 5.59 15.98 16.95 9.81 18.56
IPI00966060 SYNCRIP SYNCRIP protein (Fragment) 1 23.4 9 10 8,484,613        8,684,893        8,320,822        8,778,643        8,809,321        9,807,050        7,594,751        1,570,128    2,066,850        465,539           1,402,441          1,493,152        962,359           1,409,575      18.51 23.8 5.59 15.98 16.95 9.81 18.56

AGPIWDLR 2 0.9997
AIEALKEFNEDGALAVLQQFK 3 0.9998

DLFEDELVPLFEK 2 0.9998
GFCFLEYEDHK 2 0.9994
GFCFLEYEDHK 3 0.9361
LFVGSIPK 2 0.9135

LMMDPLTGLNR 2 0.9908
NLANTVTEEILEK 2 0.9998
SAFLCGVMK 2 0.9933

TGYTLDVTTGQR 2 0.9998
IPI00018146 YWHAQ 14‐3‐3 protein theta 1 52.24 11 12 62,721,852     61,285,310     56,645,794     59,152,982     55,967,353     67,079,509     58,519,297     2,807,402    11,671,645      5,026,952       7,293,569          6,493,790        9,109,389        11,466,607    4.48 19.04 8.87 12.33 11.6 13.58 19.59

AVTEQGAELSNEER 3 0.9992
KQTIDNSQGAYQEAFDISK 3 0.9998
KQTIDNSQGAYQEAFDISKK 3 0.9998
LAEQAERYDDMATCMK 3 0.9985

LGLALNFSVFYYEILNNPELACTLAK 3 0.9998
QTIDNSQGAYQEAFDISKK 3 0.9998

SICTTVLELLDK 2 0.9998
TAFDEAIAELDTLNEDSYKDSTLIMQLLR 2 0.9997
TAFDEAIAELDTLNEDSYKDSTLIMQLLR 3 0.9998

YDDMATCMK 2 0.9996
YLAEVACGDDR 2 0.9998
YLAEVACGDDRK 3 0.9965

IPI00018195 MAPK3 Mitogen‐activated protein kinase 3 0.999 8.44 2 2 2,794,771        2,687,849        2,846,318        2,756,254        2,808,761        2,911,008        2,749,668        292,700       586,187            461,467           434,429              419,614            293,100           638,074          10.47 21.81 16.21 15.76 14.94 10.07 23.21
IPI00304111 MAPK3 mitogen‐activated protein kinase 3 isoform 3 0.999 9.55 2 2 2,794,771        2,687,849        2,846,318        2,756,254        2,808,761        2,911,008        2,749,668        292,700       586,187            461,467           434,429              419,614            293,100           638,074          10.47 21.81 16.21 15.76 14.94 10.07 23.21
IPI00742900 MAPK3 mitogen‐activated protein kinase 3 isoform 2 0.999 8.96 2 2 2,794,771        2,687,849        2,846,318        2,756,254        2,808,761        2,911,008        2,749,668        292,700       586,187            461,467           434,429              419,614            293,100           638,074          10.47 21.81 16.21 15.76 14.94 10.07 23.21

APEIMLNSK 2 0.9785
YTQLQYIGEGAYGMVSSAYDHVR 3 0.9811

IPI00018272 PNPO Pyridoxine‐5'‐phosphate oxidase 1 26.82 4 4 6,468,571        7,240,565        6,325,035        6,483,920        6,031,361        7,809,497        5,830,786        613,632       2,063,778        741,685           1,004,320          843,240            1,207,475        1,420,816      9.49 28.5 11.73 15.49 13.98 15.46 24.37
IPI00793232 PNPO cDNA FLJ59109, highly similar to Pyridoxine‐5'‐phosphate oxidase 1 42.17 4 4 6,468,571        7,240,565        6,325,035        6,483,920        6,031,361        7,809,497        5,830,786        613,632       2,063,778        741,685           1,004,320          843,240            1,207,475        1,420,816      9.49 28.5 11.73 15.49 13.98 15.46 24.37

ELDSNPFASLVFYWEPLNR 2 0.9997
FFTNFESR 2 0.9986

SSQIGAVVSHQSSVIPDREYLR 3 0.9997
SWGGYVLYPQVMEFWQGQTNR 2 0.9989

IPI00018278 H2AFV Histone H2A.V 1 29.69 2 2 1,998,929        1,770,473        3,603,332        2,169,427        3,276,280        3,174,563        3,122,373        199,358       436,488            496,401           225,137              484,277            663,124           508,377          9.97 24.65 13.78 10.38 14.78 20.89 16.28
IPI00141938 H2AFV histone H2A.V isoform 2 1 33.33 2 2 1,998,929        1,770,473        3,603,332        2,169,427        3,276,280        3,174,563        3,122,373        199,358       436,488            496,401           225,137              484,277            663,124           508,377          9.97 24.65 13.78 10.38 14.78 20.89 16.28
IPI00913961 H2AFV 18 kDa protein 1 20.99 2 2 1,998,929        1,770,473        3,603,332        2,169,427        3,276,280        3,174,563        3,122,373        199,358       436,488            496,401           225,137              484,277            663,124           508,377          9.97 24.65 13.78 10.38 14.78 20.89 16.28
IPI00926183 H2AFV Histone H2A 1 31.15 2 2 1,998,929        1,770,473        3,603,332        2,169,427        3,276,280        3,174,563        3,122,373        199,358       436,488            496,401           225,137              484,277            663,124           508,377          9.97 24.65 13.78 10.38 14.78 20.89 16.28
IPI00218448 H2AFZ Histone H2A.Z 1 29.69 2 2 1,998,929        1,770,473        3,603,332        2,169,427        3,276,280        3,174,563        3,122,373        199,358       436,488            496,401           225,137              484,277            663,124           508,377          9.97 24.65 13.78 10.38 14.78 20.89 16.28

AGLQFPVGR 2 0.9998
VGATAAVYSAAILEYLTAEVLELAGNASK 2 0.9998

IPI00018342 AK1 Adenylate kinase isoenzyme 1 0.995 7.22 1 1 910,973           818,455           807,940           820,170           732,720           813,638           906,846           222,243       173,298            226,709           137,839              116,284            146,549           325,926          24.4 21.17 28.06 16.81 15.87 18.01 35.94
IPI00640817 AK1 Adenylate kinase 1 0.995 6.67 1 1 910,973           818,455           807,940           820,170           732,720           813,638           906,846           222,243       173,298            226,709           137,839              116,284            146,549           325,926          24.4 21.17 28.06 16.81 15.87 18.01 35.94

GQLVPLETVLDMLR 2 0.9952
IPI00018398 PSMC3 26S protease regulatory subunit 6A 1 18.68 6 6 49,400,710     48,557,470     46,802,260     46,328,710     48,457,510     56,401,210     45,084,680     1,624,476    11,002,521      5,280,186       4,880,744          4,483,145        3,637,371        7,560,843      3.29 22.66 11.28 10.54 9.25 6.45 16.77

FENLGIQPPK 2 0.8584
GVLMYGPPGTGK 2 0.9974

LAGPQLVQMFIGDGAK 2 0.9997
MSTEEIIQR 2 0.9986

QIQELVEAIVLPMNHK 3 0.9778
TMLELLNQLDGFQPNTQVK 2 0.9997

IPI00018452 CPNE1 Copine‐1 1 18.06 7 7 8,068,114        7,945,864        7,601,003        7,651,464        8,235,710        9,222,200        8,021,922        377,225       1,919,687        768,579           809,034              1,263,276        762,501           1,736,923      4.68 24.16 10.11 10.57 15.34 8.27 21.65
IPI00852917 CPNE1 Copine I 1 20.17 7 7 8,068,114        7,945,864        7,601,003        7,651,464        8,235,710        9,222,200        8,021,922        377,225       1,919,687        768,579           809,034              1,263,276        762,501           1,736,923      4.68 24.16 10.11 10.57 15.34 8.27 21.65
IPI00894409 CPNE1 copine‐1 isoform b 1 17.9 7 7 8,068,114        7,945,864        7,601,003        7,651,464        8,235,710        9,222,200        8,021,922        377,225       1,919,687        768,579           809,034              1,263,276        762,501           1,736,923      4.68 24.16 10.11 10.57 15.34 8.27 21.65
IPI00917016 CPNE1 59 kDa protein 1 18.2 7 7 8,068,114        7,945,864        7,601,003        7,651,464        8,235,710        9,222,200        8,021,922        377,225       1,919,687        768,579           809,034              1,263,276        762,501           1,736,923      4.68 24.16 10.11 10.57 15.34 8.27 21.65

EALAQTVLAEVPTQLVSYFR 3 0.9998
GTITVSAQELKDNR 3 0.9997
LYGPTNFAPIINHVAR 3 0.9998

NNLNPTWK 2 0.9848
SDPFLEFFR 2 0.9997

SDPLCVLLQDVGGGSWAELGR 2 0.9997
VVTMEVEAR 2 0.9994



IPI00018465 CCT7 T‐complex protein 1 subunit eta 1 20.99 7 7 25,716,081     28,820,562     25,136,011     24,987,319     25,650,121     33,323,833     24,121,115     2,016,940    7,118,814        2,388,670       3,165,027          4,394,614        6,415,591        4,394,576      7.84 24.7 9.5 12.67 17.13 19.25 18.22
IPI00952607 CCT7 T‐complex protein 1 subunit eta isoform d 1 22.85 7 7 25,716,081     28,820,562     25,136,011     24,987,319     25,650,121     33,323,833     24,121,115     2,016,940    7,118,814        2,388,670       3,165,027          4,394,614        6,415,591        4,394,576      7.84 24.7 9.5 12.67 17.13 19.25 18.22

GGAEQFMEETER 2 0.9995
INALTAASEAACLIVSVDETIKNPR 3 0.9997

MVVDAVMMLDDLLQLK 2 0.9997
QQLLIGAYAK 2 0.9229

QVKPYVEEGLHPQIIIR 3 0.999
SQDAEVGDGTTSVTLLAAEFLK 2 0.9997

TFSYAGFEMQPK 2 0.9997
IPI00018500 ARID3A AT‐rich interactive domain‐containing protein 3A 0.982 6.41 3 3 23,677,270     22,885,770     24,908,408     22,323,530     24,506,890     28,144,550     26,236,380     2,693,140    5,331,302        4,130,279       2,094,776          4,255,693        3,129,969        2,127,505      11.37 23.3 16.58 9.38 17.37 11.12 8.11

ALQQNFLAMAAQLPMSIR 3 0.9683
AQMAALAAMR 2 0.9505
MALVADEQQR 2 0.9816

IPI00018511 TUBB4Q Putative tubulin beta‐4q chain 0.994 7.37 1 1 5,795,750        4,927,725        3,474,493        4,632,250        3,151,045        4,664,725        2,872,668        998,582       1,600,055        660,699           989,199              570,723            447,843           757,276          17.23 32.47 19.02 21.35 18.11 9.6 26.36
IPI00292496 TUBB8 Tubulin beta‐8 chain 0.994 7.21 1 1 5,795,750        4,927,725        3,474,493        4,632,250        3,151,045        4,664,725        2,872,668        998,582       1,600,055        660,699           989,199              570,723            447,843           757,276          17.23 32.47 19.02 21.35 18.11 9.6 26.36
IPI00514047 TUBB8 Tubulin, beta 8, isoform CRA_c 0.994 7.8 1 1 5,795,750        4,927,725        3,474,493        4,632,250        3,151,045        4,664,725        2,872,668        998,582       1,600,055        660,699           989,199              570,723            447,843           757,276          17.23 32.47 19.02 21.35 18.11 9.6 26.36
IPI00945532 TUBB8 tubulin beta‐8 chain isoform 2 0.994 7.86 1 1 5,795,750        4,927,725        3,474,493        4,632,250        3,151,045        4,664,725        2,872,668        998,582       1,600,055        660,699           989,199              570,723            447,843           757,276          17.23 32.47 19.02 21.35 18.11 9.6 26.36

EAESCDCLQGFQLTHSLGGGTGSGMGTLLLSK 3 0.9346
IPI00018522 PRMT1 protein arginine N‐methyltransferase 1 isoform 1 0.995 2.96 1 1 890,010           687,805           796,313           859,072           802,752           849,590           895,212           26,023         150,682            118,240           158,942              166,548            215,129           311,758          2.92 21.91 14.85 18.5 20.75 25.32 34.83
IPI00215734 PRMT1 Isoform 2 of Protein arginine N‐methyltransferase 1 0.995 3.17 1 1 890,010           687,805           796,313           859,072           802,752           849,590           895,212           26,023         150,682            118,240           158,942              166,548            215,129           311,758          2.92 21.91 14.85 18.5 20.75 25.32 34.83
IPI00382516 PRMT1 protein arginine N‐methyltransferase 1 isoform 3 0.995 3.12 1 1 890,010           687,805           796,313           859,072           802,752           849,590           895,212           26,023         150,682            118,240           158,942              166,548            215,129           311,758          2.92 21.91 14.85 18.5 20.75 25.32 34.83
IPI00909470 PRMT1 cDNA FLJ60588, highly similar to Protein arginine N‐methyltransferase  0.995 3.75 1 1 890,010           687,805           796,313           859,072           802,752           849,590           895,212           26,023         150,682            118,240           158,942              166,548            215,129           311,758          2.92 21.91 14.85 18.5 20.75 25.32 34.83
IPI00914913 PRMT1 Isoform 3 of Protein arginine N‐methyltransferase 1 0.995 3.21 1 1 890,010           687,805           796,313           859,072           802,752           849,590           895,212           26,023         150,682            118,240           158,942              166,548            215,129           311,758          2.92 21.91 14.85 18.5 20.75 25.32 34.83
IPI00942520 PRMT1 cDNA FLJ55610, highly similar to Protein arginine N‐methyltransferase  0.995 3.12 1 1 890,010           687,805           796,313           859,072           802,752           849,590           895,212           26,023         150,682            118,240           158,942              166,548            215,129           311,758          2.92 21.91 14.85 18.5 20.75 25.32 34.83

ATLYVTAIEDR 2 0.9947
IPI00477495 H2BFS Histone H2B type F‐S 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00152906 HIST1H2BD Histone H2B type 1‐D 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00930570 HIST1H2BD Histone H2B 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00303133 HIST1H2BH Histone H2B type 1‐H 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00020101 BF;HIST1H2BG;HISHistone H2B type 1‐C/E/F/G/I 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00815755 BF;HIST1H2BG;HISHIST1H2BC protein 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00419833 HIST1H2BK Histone H2B type 1‐K 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00018534 HIST1H2BL Histone H2B type 1‐L 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00554798 HIST1H2BM Histone H2B type 1‐M 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00794461 HIST1H2BN Histone H2B type 1‐N 1 20.48 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00329665 HIST2H2BF Histone H2B type 2‐F 1 26.98 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00646240 HIST2H2BF Histone H2B 1 20.48 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56
IPI00930174 HIST2H2BF histone H2B type 2‐F isoform b 1 25.37 3 7 9,065,944        8,823,782        15,163,724     11,803,125     15,241,688     16,135,269     14,566,588     1,289,181    2,305,766        1,795,234       1,241,697          1,523,978        3,309,314        2,703,320      14.22 26.13 11.84 10.52 10 20.51 18.56

AMGIMNSFVNDIFER 1 0.9998
AMGIMNSFVNDIFER 2 0.9998
AMGIMNSFVNDIFER 3 0.9997

KESYSVYVYK 2 0.9997
KESYSVYVYK 3 0.9997
LLLPGELAK 1 0.9303
LLLPGELAK 2 0.8573

IPI00742929 ‐ Similar to High mobility group protein B1 1 16.37 3 3 2,002,075        2,060,398        1,845,072        2,092,894        1,875,738        2,382,646        2,008,904        158,754       422,097            114,140           415,305              323,142            135,759           508,307          7.93 20.49 6.19 19.84 17.23 5.7 25.3
IPI00903004 ‐ cDNA FLJ32558 fis, clone SPLEN1000143, highly similar to High mobility 1 15.91 3 3 2,002,075        2,060,398        1,845,072        2,092,894        1,875,738        2,382,646        2,008,904        158,754       422,097            114,140           415,305              323,142            135,759           508,307          7.93 20.49 6.19 19.84 17.23 5.7 25.3
IPI00018755 HMGB1L10 Putative high mobility group protein 1‐like 10 1 13.27 3 3 2,002,075        2,060,398        1,845,072        2,092,894        1,875,738        2,382,646        2,008,904        158,754       422,097            114,140           415,305              323,142            135,759           508,307          7.93 20.49 6.19 19.84 17.23 5.7 25.3
IPI00737736 LOC645490 similar to hCG1991922 1 5.76 3 3 2,002,075        2,060,398        1,845,072        2,092,894        1,875,738        2,382,646        2,008,904        158,754       422,097            114,140           415,305              323,142            135,759           508,307          7.93 20.49 6.19 19.84 17.23 5.7 25.3
IPI00886784 LOC645490 similar to hCG1991922 1 5.74 3 3 2,002,075        2,060,398        1,845,072        2,092,894        1,875,738        2,382,646        2,008,904        158,754       422,097            114,140           415,305              323,142            135,759           508,307          7.93 20.49 6.19 19.84 17.23 5.7 25.3

KLGEMWNNTAADDKQPYEK 3 0.9998
LGEMWNNTAADDKQPYEK 3 0.9998

YEKDIAAYR 3 0.9984
IPI00018780 CDK5RAP3 Isoform 2 of CDK5 regulatory subunit‐associated protein 3 0.995 4.06 1 1 541,420           529,557           629,767           611,943           583,877           695,160           566,663           81,656         67,747              20,330             55,942                35,551              123,582           53,534            15.08 12.79 3.23 9.14 6.09 17.78 9.45
IPI00187145 CDK5RAP3 Isoform 3 of CDK5 regulatory subunit‐associated protein 3 0.995 6.05 1 1 541,420           529,557           629,767           611,943           583,877           695,160           566,663           81,656         67,747              20,330             55,942                35,551              123,582           53,534            15.08 12.79 3.23 9.14 6.09 17.78 9.45
IPI00414442 CDK5RAP3 cDNA FLJ56403, highly similar to CDK5 regulatory subunit‐associated pr 0.995 3.2 1 1 541,420           529,557           629,767           611,943           583,877           695,160           566,663           81,656         67,747              20,330             55,942                35,551              123,582           53,534            15.08 12.79 3.23 9.14 6.09 17.78 9.45

NQFLDELMELEIFLAQR 2 0.9947
IPI00018783 ITPA Inosine triphosphate pyrophosphatase 0.991 7.22 1 1 1,210,840        1,289,767        1,268,477        1,205,247        1,099,143        1,084,827        1,151,963        456,735       372,024            182,296           263,311              142,781            172,991           208,840          37.72 28.84 14.37 21.85 12.99 15.95 18.13
IPI00375446 ITPA inosine triphosphate pyrophosphatase isoform b 0.991 7.91 1 1 1,210,840        1,289,767        1,268,477        1,205,247        1,099,143        1,084,827        1,151,963        456,735       372,024            182,296           263,311              142,781            172,991           208,840          37.72 28.84 14.37 21.85 12.99 15.95 18.13
IPI00797679 ITPA Inosine triphosphatase (Nucleoside triphosphate pyrophosphatase), iso 0.991 9.15 1 1 1,210,840        1,289,767        1,268,477        1,205,247        1,099,143        1,084,827        1,151,963        456,735       372,024            182,296           263,311              142,781            172,991           208,840          37.72 28.84 14.37 21.85 12.99 15.95 18.13

ALLELQEYFGSLAA 2 0.9909
IPI00018798 DNAJC17 DnaJ homolog subfamily C member 17 0.911 10.53 1 1 6,820,560        5,397,354        5,054,220        6,349,790        5,070,600        6,286,790        4,493,150        359,456       2,257,759        802,939           522,369              640,378            450,081           968,069          5.27 41.83 15.89 8.23 12.63 7.16 21.55

AAELAVQNEVGLVDNPLKISWLEGQPQDAVGR 3 0.9108
IPI00018829 SPTBN4 Isoform 1 of Spectrin beta chain, brain 3 0.959 0.59 1 1 4,802,170        4,101,013        4,934,743        4,969,877        5,460,627        5,007,697        5,142,690        1,878,132    1,502,305        871,546           1,523,940          1,085,054        1,648,003        1,452,114      39.11 36.63 17.66 30.66 19.87 32.91 28.24
IPI00217047 SPTBN4 Putative uncharacterized protein SPTBN4 0.959 0.59 1 1 4,802,170        4,101,013        4,934,743        4,969,877        5,460,627        5,007,697        5,142,690        1,878,132    1,502,305        871,546           1,523,940          1,085,054        1,648,003        1,452,114      39.11 36.63 17.66 30.66 19.87 32.91 28.24
IPI00217048 SPTBN4 Isoform 4 of Spectrin beta chain, brain 3 0.959 0.7 1 1 4,802,170        4,101,013        4,934,743        4,969,877        5,460,627        5,007,697        5,142,690        1,878,132    1,502,305        871,546           1,523,940          1,085,054        1,648,003        1,452,114      39.11 36.63 17.66 30.66 19.87 32.91 28.24

ALLEMGHPDSEQISR 3 0.8803
IPI00472879 NAMPTL Novel protein similar to Pre‐B cell enhancing factor 0.954 3.18 1 1 1,714,713        1,674,363        1,796,920        2,026,798        1,703,910        1,942,288        1,603,973        279,549       494,414            219,434           228,756              299,196            133,846           240,003          16.3 29.53 12.21 11.29 17.56 6.89 14.96
IPI00018873 NAMPT Nicotinamide phosphoribosyltransferase 0.954 3.05 1 1 1,714,713        1,674,363        1,796,920        2,026,798        1,703,910        1,942,288        1,603,973        279,549       494,414            219,434           228,756              299,196            133,846           240,003          16.3 29.53 12.21 11.29 17.56 6.89 14.96
IPI00337370 NAMPT 42 kDa protein 0.954 4.08 1 1 1,714,713        1,674,363        1,796,920        2,026,798        1,703,910        1,942,288        1,603,973        279,549       494,414            219,434           228,756              299,196            133,846           240,003          16.3 29.53 12.21 11.29 17.56 6.89 14.96
IPI00922378 NAMPT cDNA FLJ55038, highly similar to Nicotinamide phosphoribosyltransfera 0.954 6.22 1 1 1,714,713        1,674,363        1,796,920        2,026,798        1,703,910        1,942,288        1,603,973        279,549       494,414            219,434           228,756              299,196            133,846           240,003          16.3 29.53 12.21 11.29 17.56 6.89 14.96

YLLETSGNLDGLEYK 2 0.9539
IPI00018931 VPS35 Vacuolar protein sorting‐associated protein 35 1 8.79 7 7 142,805,230   140,644,240   118,703,510   121,544,220   123,900,420   160,799,530   122,028,500   1,111,136    37,113,959      14,439,909     15,767,149        10,269,198      14,853,049      27,540,448    0.78 26.39 12.16 12.97 8.29 9.24 22.57

HASNMLGELR 2 0.9062
ILVGTNLVR 2 0.8186

IPVDTYNNILTVLK 2 0.9996
LLKIPVDTYNNILTVLK 3 0.985

LSQLEGVNVER 2 0.9991
NYLLQCTR 2 0.9556

SEDPDQQYLILNTAR 2 0.9997
IPI00018946 PANK4 cDNA FLJ56439, highly similar to Pantothenate kinase 4 0.924 2.43 1 1 11,976,175     12,521,550     11,041,900     10,599,650     10,901,875     15,122,425     10,876,925     880,728       3,220,692        1,653,275       1,357,916          810,862            1,920,091        2,487,135      7.35 25.72 14.97 12.81 7.44 12.7 22.87
IPI00910339 PANK4 cDNA FLJ53892, highly similar to Pantothenate kinase 4 0.924 2.59 1 1 11,976,175     12,521,550     11,041,900     10,599,650     10,901,875     15,122,425     10,876,925     880,728       3,220,692        1,653,275       1,357,916          810,862            1,920,091        2,487,135      7.35 25.72 14.97 12.81 7.44 12.7 22.87
IPI00939845 PANK4 Pantothenate kinase 4 0.924 2.46 1 1 11,976,175     12,521,550     11,041,900     10,599,650     10,901,875     15,122,425     10,876,925     880,728       3,220,692        1,653,275       1,357,916          810,862            1,920,091        2,487,135      7.35 25.72 14.97 12.81 7.44 12.7 22.87
IPI00967885 PANK4 Protein 0.924 4.02 1 1 11,976,175     12,521,550     11,041,900     10,599,650     10,901,875     15,122,425     10,876,925     880,728       3,220,692        1,653,275       1,357,916          810,862            1,920,091        2,487,135      7.35 25.72 14.97 12.81 7.44 12.7 22.87

SLLHMISNDIGQLACLHAR 3 0.9237
IPI00018953 DPP4 Dipeptidyl peptidase 4 1 19.84 11 12 84,523,591     91,049,848     84,761,925     82,723,020     86,290,814     106,825,306   79,388,047     5,678,043    20,071,328      7,559,199       12,119,738        10,096,576      14,706,276      13,112,969    6.72 22.04 8.92 14.65 11.7 13.77 16.52

CSGPGLPLYTLHSSVNDK 3 0.9985
FWYQMILPPHFDK 3 0.9715

GTWEVIGIEALTSDYLYYISNEYK 2 0.9998
ISLQWLR 2 0.847

LAYVWNNDIYVK 2 0.9998
LGTFEVEDQIEAAR 2 0.9998

LNWATYLASTENIIVASFDGR 2 0.9998
LNWATYLASTENIIVASFDGR 3 0.9998

MLQNVQMPSK 2 0.9027
VLEDNSALDK 2 0.9995
VTCLSCELNPER 2 0.9995
WEYYDSVYTER 2 0.9997

IPI00019178 PSPH Phosphoserine phosphatase 0.998 11.11 2 2 9,761,530        9,263,395        8,720,735        9,185,215        9,359,555        10,329,725     9,426,315        1,413,555    1,557,176        1,100,498       980,579              1,476,242        889,505           2,274,359      14.48 16.81 12.62 10.68 15.77 8.61 24.13
IPI00925737 PSPH Putative uncharacterized protein PSPH 0.998 13.37 2 2 9,761,530        9,263,395        8,720,735        9,185,215        9,359,555        10,329,725     9,426,315        1,413,555    1,557,176        1,100,498       980,579              1,476,242        889,505           2,274,359      14.48 16.81 12.62 10.68 15.77 8.61 24.13

ICGVEDAVSEMTR 2 0.9897
NVQVFLISGGFR 2 0.9978

IPI00019242 MMP15 Matrix metalloproteinase‐15 0.986 3.14 1 1 21,937,650     22,363,540     26,571,400     31,451,400     26,180,810     34,988,500     18,958,950     4,737,183    10,540,970      2,197,154       5,547,841          7,512,967        12,965,381      8,392,687      21.59 47.13 8.27 17.64 28.7 37.06 44.27
MGSDPSAPGRPGWTGSLLGDR 2 0.9864



IPI00019269 WDR61 WD repeat‐containing protein 61 0.999 6.56 1 1 4,206,325        8,049,990        4,396,890        5,934,540        5,257,295        10,428,095     3,943,870        502,378       4,207,047        732,934           1,421,759          1,765,709        5,129,205        1,385,092      11.94 52.26 16.67 23.96 33.59 49.19 35.12
IPI00789452 WDR61 23 kDa protein 0.999 9.43 1 1 4,206,325        8,049,990        4,396,890        5,934,540        5,257,295        10,428,095     3,943,870        502,378       4,207,047        732,934           1,421,759          1,765,709        5,129,205        1,385,092      11.94 52.26 16.67 23.96 33.59 49.19 35.12

YLASGAIDGIINIFDIATGK 2 0.9992
IPI00019329 DYNLL1 Dynein light chain 1, cytoplasmic 1 37.08 2 2 18,123,620     24,558,620     15,935,015     19,481,740     18,279,490     26,335,750     19,017,930     1,126,124    6,995,672        4,040,758       3,343,514          3,714,935        2,661,405        4,188,085      6.21 28.49 25.36 17.16 20.32 10.11 22.02

NADMSEEMQQDSVECATQALEK 3 0.9996
YNPTWHCIVGR 2 0.9996

IPI00019359 KRT9 Keratin, type I cytoskeletal 9 1 3.21 2 2 10,146,530     10,504,100     11,693,250     10,892,750     11,095,610     13,723,100     10,939,600     1,091,932    3,367,513        1,121,493       1,621,307          2,538,341        2,754,226        1,716,285      10.76 32.06 9.59 14.88 22.88 20.07 15.69
QGVDADINGLR 2 0.9993
TLLDIDNTR 2 0.9934

IPI00019383 GALK1 cDNA FLJ56840, highly similar to Galactokinase 1 22.99 5 5 48,687,400     51,927,615     45,371,195     42,040,167     51,237,260     64,396,065     47,211,818     3,476,938    13,163,655      5,587,710       3,617,658          6,615,276        9,006,622        11,517,579    7.14 25.35 12.32 8.61 12.91 13.99 24.4
IPI00940264 GALK1 Galactokinase 1 24.74 5 5 48,687,400     51,927,615     45,371,195     42,040,167     51,237,260     64,396,065     47,211,818     3,476,938    13,163,655      5,587,710       3,617,658          6,615,276        9,006,622        11,517,579    7.14 25.35 12.32 8.61 12.91 13.99 24.4

AFREEFGAEPELAVSAPGR 3 0.8708
EVQLEELEAAR 2 0.9822

MTGGGFGGCTVTLLEASAAPHAMR 3 0.9986
QPQVAELLAEAR 2 0.9974

VNLIGEHTDYNQGLVLPMALELMTVLVGSPR 3 0.9994
IPI00019385 SSR4 Translocon‐associated protein subunit delta precursor 0.972 10.33 1 1 7,809,933        7,708,333        5,803,767        5,037,800        6,822,433        7,527,333        8,174,967        1,483,660    3,243,185        1,173,655       767,875              1,635,474        1,169,943        3,980,537      19 42.07 20.22 15.24 23.97 15.54 48.69
IPI00646864 SSR4 Protein 0.972 15.83 1 1 7,809,933        7,708,333        5,803,767        5,037,800        6,822,433        7,527,333        8,174,967        1,483,660    3,243,185        1,173,655       767,875              1,635,474        1,169,943        3,980,537      19 42.07 20.22 15.24 23.97 15.54 48.69
IPI00647421 SSR4 Putative uncharacterized protein SSR4 0.972 12.84 1 1 7,809,933        7,708,333        5,803,767        5,037,800        6,822,433        7,527,333        8,174,967        1,483,660    3,243,185        1,173,655       767,875              1,635,474        1,169,943        3,980,537      19 42.07 20.22 15.24 23.97 15.54 48.69

NNEDISIIPPLFTVSVDHR 3 0.9718
IPI00019407 NSDHL Sterol‐4‐alpha‐carboxylate 3‐dehydrogenase, decarboxylating 0.96 2.68 1 1 23,228,550     31,604,650     26,534,650     33,687,750     31,827,350     39,454,950     24,851,850     1,415,524    6,468,219        3,264,944       4,330,802          4,206,160        3,995,287        3,859,772      6.09 20.47 12.3 12.86 13.22 10.13 15.53
IPI00646262 NSDHL Putative uncharacterized protein NSDHL 0.96 3.94 1 1 23,228,550     31,604,650     26,534,650     33,687,750     31,827,350     39,454,950     24,851,850     1,415,524    6,468,219        3,264,944       4,330,802          4,206,160        3,995,287        3,859,772      6.09 20.47 12.3 12.86 13.22 10.13 15.53

MEPAVSEPMR 2 0.9604
IPI00019502 MYH9 Isoform 1 of Myosin‐9 1 24.95 38 40 202,402,420   204,168,278   197,475,986   199,154,881   200,620,651   229,987,546   196,889,432   13,358,276  44,274,337      18,817,787     22,129,969        24,123,460      14,797,142      37,007,274    6.6 21.69 9.53 11.11 12.02 6.43 18.8

AGVLAHLEEER 2 0.9965
ALEEAMEQK 2 0.9728

ALEEAMEQKAELER 2 0.9991
ALEQQVEEMK 2 0.9964

ALEQQVEEMKTQLEELEDELQATEDAK 3 0.9989
ANLQIDQINTDLNLER 2 0.9997

ASITALEAK 2 0.8325
CNGVLEGIR 2 0.9239

DFSALESQLQDTQELLQEENR 2 0.9998
DFSALESQLQDTQELLQEENR 3 0.9993

DLEGLSQR 2 0.8843
DLGEELEALKTELEDTLDSTAAQQELR 3 0.9998

ELEDATETADAMNR 2 0.9998
EMEAELEDER 2 0.8693
FDQLLAEEK 2 0.9803

IAEFTTNLTEEEEKSK 3 0.9953
IAQLEEQLDNETKER 3 0.9997

IIGLDQVAGMSETALPGAFK 2 0.9998
IRELESQISELQEDLESER 3 0.9997
KANLQIDQINTDLNLER 3 0.9997

KEEELQAALAR 3 0.9995
KFDQLLAEEK 2 0.9985
LDPHLVLDQLR 3 0.8514
LEVNLQAMK 2 0.9919

LQVELDNVTGLLSQSDSK 2 0.9998
LTEMETLQSQLMAEK 2 0.9998

MQQNIQELEEQLEEEESAR 3 0.9998
NKHEAMITDLEER 3 0.8563
NLPIYSEEIVEMYK 2 0.9998

QLLQANPILEAFGNAK 2 0.9998
RGDLPFVVPR 2 0.9997

SGFEPASLKEEVGEEAIVELVENGKK 3 0.8896
TEMEDLMSSKDDVGK 3 0.8987

VEAQLQELQVK 2 0.8662
VIQYLAYVASSHK 3 0.9974
VISGVLQLGNIVFK 2 0.9998
VSHLLGINVTDFTR 2 0.9989
VSHLLGINVTDFTR 3 0.9997

YEILTPNSIPK 2 0.9968
YKASITALEAK 3 0.872

IPI00019540 PPP6R3 Isoform 4 of Serine/threonine‐protein phosphatase 6 regulatory subun 0.994 5.04 2 3 262,523           241,133           335,874           256,822           334,954           338,382           335,938           35,205         28,892              36,106             38,585                74,503              42,527             64,305            13.41 11.98 10.75 15.02 22.24 12.57 19.14
IPI00030624 PPP6R3 Isoform 6 of Serine/threonine‐protein phosphatase 6 regulatory subun 0.994 4.74 2 3 262,523           241,133           335,874           256,822           334,954           338,382           335,938           35,205         28,892              36,106             38,585                74,503              42,527             64,305            13.41 11.98 10.75 15.02 22.24 12.57 19.14
IPI00719345 PPP6R3 Isoform 3 of Serine/threonine‐protein phosphatase 6 regulatory subun 0.994 5.06 2 3 262,523           241,133           335,874           256,822           334,954           338,382           335,938           35,205         28,892              36,106             38,585                74,503              42,527             64,305            13.41 11.98 10.75 15.02 22.24 12.57 19.14
IPI00719553 PPP6R3 Isoform 2 of Serine/threonine‐protein phosphatase 6 regulatory subun 0.994 4.61 2 3 262,523           241,133           335,874           256,822           334,954           338,382           335,938           35,205         28,892              36,106             38,585                74,503              42,527             64,305            13.41 11.98 10.75 15.02 22.24 12.57 19.14
IPI00719725 PPP6R3 Isoform 5 of Serine/threonine‐protein phosphatase 6 regulatory subun 0.994 4.55 2 3 262,523           241,133           335,874           256,822           334,954           338,382           335,938           35,205         28,892              36,106             38,585                74,503              42,527             64,305            13.41 11.98 10.75 15.02 22.24 12.57 19.14
IPI00719821 PPP6R3 Isoform 1 of Serine/threonine‐protein phosphatase 6 regulatory subun 0.994 4.58 2 3 262,523           241,133           335,874           256,822           334,954           338,382           335,938           35,205         28,892              36,106             38,585                74,503              42,527             64,305            13.41 11.98 10.75 15.02 22.24 12.57 19.14

LYSFLLNDSPLNPLLASFFSK 2 0.993
NESAIVSAIQILLTLLETR 2 0.9941
NESAIVSAIQILLTLLETR 3 0.9718

IPI00397947TMEM189‐UBE2V1TMEM189‐UBE2V1 readthrough transcript 1 12.16 4 4 3,920,203        3,703,410        3,592,739        3,288,805        3,559,847        4,006,977        3,585,383        295,060       736,976            369,775           218,106              287,617            208,755           496,838          7.53 19.9 10.29 6.63 8.08 5.21 13.86
IPI00019599 UBE2V1 Isoform 1 of Ubiquitin‐conjugating enzyme E2 variant 1 1 20.36 4 4 3,920,203        3,703,410        3,592,739        3,288,805        3,559,847        4,006,977        3,585,383        295,060       736,976            369,775           218,106              287,617            208,755           496,838          7.53 19.9 10.29 6.63 8.08 5.21 13.86
IPI00030962 UBE2V1 Isoform 5 of Ubiquitin‐conjugating enzyme E2 variant 1 1 26.47 4 4 3,920,203        3,703,410        3,592,739        3,288,805        3,559,847        4,006,977        3,585,383        295,060       736,976            369,775           218,106              287,617            208,755           496,838          7.53 19.9 10.29 6.63 8.08 5.21 13.86
IPI00447356 UBE2V1 Isoform 2 of Ubiquitin‐conjugating enzyme E2 variant 1 1 26.47 4 4 3,920,203        3,703,410        3,592,739        3,288,805        3,559,847        4,006,977        3,585,383        295,060       736,976            369,775           218,106              287,617            208,755           496,838          7.53 19.9 10.29 6.63 8.08 5.21 13.86
IPI00472498 UBE2V1 Isoform 3 of Ubiquitin‐conjugating enzyme E2 variant 1 1 30.61 4 4 3,920,203        3,703,410        3,592,739        3,288,805        3,559,847        4,006,977        3,585,383        295,060       736,976            369,775           218,106              287,617            208,755           496,838          7.53 19.9 10.29 6.63 8.08 5.21 13.86
IPI00890717 UBE2V1 42 kDa protein 1 12.16 4 4 3,920,203        3,703,410        3,592,739        3,288,805        3,559,847        4,006,977        3,585,383        295,060       736,976            369,775           218,106              287,617            208,755           496,838          7.53 19.9 10.29 6.63 8.08 5.21 13.86

INMNGVNSSNGVVDPR 2 0.9997
LLEELEEGQK 2 0.999
WTGMIIGPPR 2 0.9997
YPEAPPFVR 2 0.9823

IPI00019600 UBE2V2 Ubiquitin‐conjugating enzyme E2 variant 2 1 21.38 3 3 5,785,785        6,898,642        5,727,457        6,011,104        5,764,150        7,659,856        5,518,990        1,362,663    1,941,850        1,035,522       1,402,129          1,643,805        1,258,431        1,497,545      23.55 28.15 18.08 23.33 28.52 16.43 27.13
IPI00797889 UBE2V2 16 kDa protein 1 20.81 3 3 5,785,785        6,898,642        5,727,457        6,011,104        5,764,150        7,659,856        5,518,990        1,362,663    1,941,850        1,035,522       1,402,129          1,643,805        1,258,431        1,497,545      23.55 28.15 18.08 23.33 28.52 16.43 27.13

IYSLKVECGPK 2 0.9267
LLEELEEGQK 2 0.999
WTGMIIGPPR 2 0.9997

IPI00019755 GSTO1 Glutathione S‐transferase omega‐1 1 40.25 8 10 76,044,840     77,671,816     69,665,265     68,893,655     72,835,940     92,310,669     64,772,870     2,720,732    21,594,946      4,252,708       6,257,459          12,753,925      13,889,466      11,119,868    3.58 27.8 6.1 9.08 17.51 15.05 17.17
EFTKLEEVLTNKK 3 0.9961
GIRHEVININLK 3 0.9977

GSAPPGPVPEGSIR 2 0.9979
KLLPDDPYEK 2 0.9924
MILELFSK 2 0.9957
NKPEWFFK 2 0.9619
NKPEWFFK 3 0.9998

TTFFGGNSISMIDYLIWPWFER 2 0.9998
TTFFGGNSISMIDYLIWPWFER 3 0.9998

VPSLVGSFIR 2 0.9997
IPI00019812 PPP5C Serine/threonine‐protein phosphatase 5 0.966 2.61 1 1 6,272,255        6,862,920        5,142,925        5,822,315        6,233,285        8,060,000        6,326,175        879,977       2,276,727        637,290           1,329,430          1,291,859        1,607,428        1,559,691      14.03 33.17 12.39 22.83 20.73 19.94 24.65
IPI00793942 PPP5C Serine/threonine‐protein phosphatase 0.966 2.84 1 1 6,272,255        6,862,920        5,142,925        5,822,315        6,233,285        8,060,000        6,326,175        879,977       2,276,727        637,290           1,329,430          1,291,859        1,607,428        1,559,691      14.03 33.17 12.39 22.83 20.73 19.94 24.65

AFLEENNLDYIIR 2 0.9659
IPI00019872 HSD17B2 Estradiol 17‐beta‐dehydrogenase 2 0.995 6.72 1 1 433,517           434,338           461,710           498,573           432,271           445,415           459,601           85,168         115,619            77,451             122,890              136,943            80,601             63,628            19.65 26.62 16.77 24.65 31.68 18.1 13.84

MSTFFSDTAWICLAVPTVLCGTVFCK 2 0.9947



IPI00019884 ACTN2 Alpha‐actinin‐2 0.973 1.45 1 1 3,354,290        3,168,970        3,094,870        3,407,570        3,267,310        4,031,920        3,212,760        232,820       793,141            371,102           215,654              557,325            536,012           669,641          6.94 25.03 11.99 6.33 17.06 13.29 20.84
ISNRPAFMPSEGK 2 0.9731

IPI00019901 ADD1 Isoform 1 of Alpha‐adducin 1 3.12 2 2 5,699,936        5,738,496        5,347,995        6,315,840        5,281,439        6,807,786        4,392,108        357,830       1,725,747        385,016           344,409              726,625            1,464,244        720,888          6.28 30.07 7.2 5.45 13.76 21.51 16.41
IPI00220158 ADD1 Isoform 3 of Alpha‐adducin 1 2.99 2 2 5,699,936        5,738,496        5,347,995        6,315,840        5,281,439        6,807,786        4,392,108        357,830       1,725,747        385,016           344,409              726,625            1,464,244        720,888          6.28 30.07 7.2 5.45 13.76 21.51 16.41
IPI00253279 ADD1 Adducin 1 1 3.47 2 2 5,699,936        5,738,496        5,347,995        6,315,840        5,281,439        6,807,786        4,392,108        357,830       1,725,747        385,016           344,409              726,625            1,464,244        720,888          6.28 30.07 7.2 5.45 13.76 21.51 16.41
IPI00376220 ADD1 alpha‐adducin isoform d 1 3.47 2 2 5,699,936        5,738,496        5,347,995        6,315,840        5,281,439        6,807,786        4,392,108        357,830       1,725,747        385,016           344,409              726,625            1,464,244        720,888          6.28 30.07 7.2 5.45 13.76 21.51 16.41
IPI00963894 ADD1 73 kDa protein 1 3.47 2 2 5,699,936        5,738,496        5,347,995        6,315,840        5,281,439        6,807,786        4,392,108        357,830       1,725,747        385,016           344,409              726,625            1,464,244        720,888          6.28 30.07 7.2 5.45 13.76 21.51 16.41
IPI00964151 ADD1 70 kDa protein 1 3.64 2 2 5,699,936        5,738,496        5,347,995        6,315,840        5,281,439        6,807,786        4,392,108        357,830       1,725,747        385,016           344,409              726,625            1,464,244        720,888          6.28 30.07 7.2 5.45 13.76 21.51 16.41

INLQGDIVDR 2 0.9973
WQIGEQEFEALMR 2 0.9991

IPI00019912 HSD17B4 Peroxisomal multifunctional enzyme type 2 1 5.71 3 3 8,548,281        14,772,865     9,693,994        8,350,962        9,127,451        22,118,838     8,955,992        1,694,956    9,028,399        840,570           1,970,292          2,465,996        12,146,986      1,505,668      19.83 61.11 8.67 23.59 27.02 54.92 16.81
AVANYDSVEEGEK 2 0.979
GALVVVNDLGGDFK 2 0.9996
LGLLGLANSLAIEGR 2 0.9996

IPI00019992 MYBL1 87 kDa protein 0.95 3.92 1 1 2,261,310        1,889,790        1,888,550        1,890,503        1,809,590        2,322,837        2,167,830        353,324       275,526            477,958           447,758              322,490            468,898           678,798          15.62 14.58 25.31 23.68 17.82 20.19 31.31
IPI00742040 MYBL1 myb‐related protein A isoform 2 0.95 4.34 1 1 2,261,310        1,889,790        1,888,550        1,890,503        1,809,590        2,322,837        2,167,830        353,324       275,526            477,958           447,758              322,490            468,898           678,798          15.62 14.58 25.31 23.68 17.82 20.19 31.31
IPI00941501 MYBL1 Myb‐related protein A 0.95 3.99 1 1 2,261,310        1,889,790        1,888,550        1,890,503        1,809,590        2,322,837        2,167,830        353,324       275,526            477,958           447,758              322,490            468,898           678,798          15.62 14.58 25.31 23.68 17.82 20.19 31.31

KNTCNGGNSEAVPLTSPNIAKFSTPPAILR 3 0.9495
IPI00019997 LIN7C Protein lin‐7 homolog C 0.976 9.64 2 2 12,726,470     14,535,540     15,547,780     14,373,400     15,147,040     17,297,060     15,764,290     872,137       2,996,382        1,017,280       1,223,183          829,337            2,408,239        2,379,446      6.85 20.61 6.54 8.51 5.48 13.92 15.09

VLEEMESR 2 0.8788
VLQSEFCNAVR 2 0.9688

IPI00020039 CYLC1 Cylicin‐1 0.962 2.61 1 1 11,880,760     12,484,880     10,346,040     11,649,930     11,455,960     15,007,500     12,055,780     945,260       3,553,571        1,437,686       1,909,576          1,923,023        3,469,141        3,585,738      7.96 28.46 13.9 16.39 16.79 23.12 29.74
KYPESTDTESGDAKDAR 3 0.9615

IPI00738042 LOC652826 similar to proteasome 26S ATPase subunit 4 1 13.53 4 4 10,438,317     11,819,827     11,083,197     11,796,027     11,011,653     14,004,860     9,725,370        816,404       2,896,856        1,028,915       1,107,671          1,688,361        2,918,083        1,636,295      7.82 24.51 9.28 9.39 15.33 20.84 16.83
IPI00020042 PSMC4 Isoform 1 of 26S protease regulatory subunit 6B 1 13.4 4 4 10,438,317     11,819,827     11,083,197     11,796,027     11,011,653     14,004,860     9,725,370        816,404       2,896,856        1,028,915       1,107,671          1,688,361        2,918,083        1,636,295      7.82 24.51 9.28 9.39 15.33 20.84 16.83
IPI00216770 PSMC4 Isoform 2 of 26S protease regulatory subunit 6B 1 14.47 4 4 10,438,317     11,819,827     11,083,197     11,796,027     11,011,653     14,004,860     9,725,370        816,404       2,896,856        1,028,915       1,107,671          1,688,361        2,918,083        1,636,295      7.82 24.51 9.28 9.39 15.33 20.84 16.83

ENAPAIIFIDEIDAIATK 2 0.9996
ENAPAIIFIDEIDAIATKR 3 0.9916

ILLELLNQMDGFDQNVNVK 2 0.9997
MNLSEEVDLEDYVARPDK 3 0.9328

IPI00290542 STAM2 Isoform 1 of Signal transducing adapter molecule 2 0.928 1.9 1 1 1,557,763        1,375,047        1,467,317        1,486,543        1,310,063        1,802,187        1,283,927        211,317       290,301            211,916           280,554              207,467            248,940           362,726          13.57 21.11 14.44 18.87 15.84 13.81 28.25
IPI00020178 STAM Isoform 1 of Signal transducing adapter molecule 1 0.928 1.85 1 1 1,557,763        1,375,047        1,467,317        1,486,543        1,310,063        1,802,187        1,283,927        211,317       290,301            211,916           280,554              207,467            248,940           362,726          13.57 21.11 14.44 18.87 15.84 13.81 28.25
IPI00607769 STAM Isoform 2 of Signal transducing adapter molecule 1 0.928 2.48 1 1 1,557,763        1,375,047        1,467,317        1,486,543        1,310,063        1,802,187        1,283,927        211,317       290,301            211,916           280,554              207,467            248,940           362,726          13.57 21.11 14.44 18.87 15.84 13.81 28.25

HSELSELNVK 2 0.9277
IPI00020194 TAF15 Isoform Short of TATA‐binding protein‐associated factor 2N 1 2.38 1 1 249,249           246,354           203,621           231,857           216,593           285,076           210,237           33,641         74,164              38,400             46,572                56,726              22,476             52,498            13.5 30.1 18.86 20.09 26.19 7.88 24.97
IPI00294426 TAF15 Isoform Long of TATA‐binding protein‐associated factor 2N 1 2.36 1 1 249,249           246,354           203,621           231,857           216,593           285,076           210,237           33,641         74,164              38,400             46,572                56,726              22,476             52,498            13.5 30.1 18.86 20.09 26.19 7.88 24.97

GEATVSFDDPPSAK 2 0.9997
IPI00020301 GGCT Isoform 2 of Gamma‐glutamylcyclotransferase 0.961 22.81 1 1 1,883,318        2,288,795        2,572,820        2,467,145        2,257,698        2,332,393        2,251,718        453,555       483,396            382,373           530,675              452,998            520,011           438,117          24.08 21.12 14.86 21.51 20.06 22.3 19.46

TSQTWHGGIATIFQSPGDEVWGVVWK 3 0.9612
IPI00795676 RAB11A 22 kDa protein 1 17.68 3 3 7,403,355        7,022,503        6,660,964        6,623,886        7,283,231        9,374,479        7,139,488        697,474       1,644,753        467,871           450,937              1,269,490        1,654,000        1,349,029      9.42 23.42 7.02 6.81 17.43 17.64 18.9
IPI00020436 RAB11B Ras‐related protein Rab‐11B 1 16.06 3 3 7,403,355        7,022,503        6,660,964        6,623,886        7,283,231        9,374,479        7,139,488        697,474       1,644,753        467,871           450,937              1,269,490        1,654,000        1,349,029      9.42 23.42 7.02 6.81 17.43 17.64 18.9
IPI00930720 RAB11B cDNA FLJ61134, highly similar to Ras‐related protein Rab‐11B 1 19.55 3 3 7,403,355        7,022,503        6,660,964        6,623,886        7,283,231        9,374,479        7,139,488        697,474       1,644,753        467,871           450,937              1,269,490        1,654,000        1,349,029      9.42 23.42 7.02 6.81 17.43 17.64 18.9

AQIWDTAGQER 2 0.9994
GAVGALLVYDIAK 2 0.9997
VVLIGDSGVGK 2 0.9744

IPI00020501 MYH11 Myosin‐11 0.963 0.86 1 1 1,847,268        1,874,958        1,558,796        1,621,296        1,716,108        2,105,516        1,699,516        143,006       513,216            277,999           288,286              322,920            256,680           495,465          7.74 27.37 17.83 17.78 18.82 12.19 29.15
IPI00024870 MYH11 myosin‐11 isoform SM2A 0.963 0.88 1 1 1,847,268        1,874,958        1,558,796        1,621,296        1,716,108        2,105,516        1,699,516        143,006       513,216            277,999           288,286              322,920            256,680           495,465          7.74 27.37 17.83 17.78 18.82 12.19 29.15
IPI00743857 MYH11 myosin‐11 isoform SM1B 0.963 0.86 1 1 1,847,268        1,874,958        1,558,796        1,621,296        1,716,108        2,105,516        1,699,516        143,006       513,216            277,999           288,286              322,920            256,680           495,465          7.74 27.37 17.83 17.78 18.82 12.19 29.15
IPI00744256 MYH11 myosin‐11 isoform SM2B 0.963 0.87 1 1 1,847,268        1,874,958        1,558,796        1,621,296        1,716,108        2,105,516        1,699,516        143,006       513,216            277,999           288,286              322,920            256,680           495,465          7.74 27.37 17.83 17.78 18.82 12.19 29.15
IPI00873982 MYH11 Myosin heavy chain 11 smooth muscle isoform 0.963 0.84 1 1 1,847,268        1,874,958        1,558,796        1,621,296        1,716,108        2,105,516        1,699,516        143,006       513,216            277,999           288,286              322,920            256,680           495,465          7.74 27.37 17.83 17.78 18.82 12.19 29.15

KATQQAEQLSNELATER 2 0.9633
IPI00020512 ALG13 Isoform 2 of UDP‐N‐acetylglucosamine transferase subunit ALG13 hom 0.994 4.24 1 1 7,595,950        8,008,350        5,857,600        7,949,210        6,688,290        9,633,590        7,085,100        296,825       2,523,899        1,903,004       1,751,317          572,901            623,052           2,019,795      3.91 31.52 32.49 22.03 8.57 6.47 28.51

FSAFLDK 1 0.994
IPI00020530 ACOT13 Acyl‐coenzyme A thioesterase 13 1 15.71 2 2 11,937,690     13,450,070     12,171,265     11,844,830     12,083,370     15,714,905     12,482,550     1,411,611    3,633,261        1,332,408       1,379,976          1,166,527        1,683,321        2,254,234      11.82 27.01 10.95 11.65 9.65 10.71 18.06
IPI00930594 ACOT13 acyl‐coenzyme A thioesterase 13 isoform 2 1 18.8 2 2 11,937,690     13,450,070     12,171,265     11,844,830     12,083,370     15,714,905     12,482,550     1,411,611    3,633,261        1,332,408       1,379,976          1,166,527        1,683,321        2,254,234      11.82 27.01 10.95 11.65 9.65 10.71 18.06

ITLVSAAPGK 2 0.994
TLAFTSVDLTNK 2 0.9981

IPI00020557 LRP1 Prolow‐density lipoprotein receptor‐related protein 1 0.933 0.29 1 1 8,542,010        8,992,650        8,769,290        9,195,460        8,525,900        9,975,110        8,144,540        506,780       1,182,296        810,232           1,046,207          1,070,256        1,195,830        825,692          5.93 13.15 9.24 11.38 12.55 11.99 10.14
GPVGLAIDFPESK 2 0.9331

IPI00020567 ARHGAP1 Rho GTPase‐activating protein 1 0.994 17.08 4 4 34,173,700     34,281,375     29,541,960     35,563,800     33,718,850     44,765,430     30,076,155     1,835,837    7,753,496        1,879,722       3,366,032          4,654,033        8,079,716        7,080,867      5.37 22.62 6.36 9.46 13.8 18.05 23.54
FLLDHQGELFPSPDPSGL 2 0.9942
HQIVEVAGDDKYGR 3 0.9932

VPATLQVLQTLPEENYQVLR 3 0.9342
YNMGLPVDFDQYNELHLPAVILK 3 0.904

IPI00020599 CALR Calreticulin 1 43.41 11 13 128,159,270   126,271,410   118,028,190   111,657,840   116,624,700   144,672,760   121,739,720   7,334,351    25,991,146      6,794,461       10,380,212        10,017,143      11,356,207      21,672,387    5.72 20.58 5.76 9.3 8.59 7.85 17.8
EQFLDGDGWTSR 2 0.9998

FVLSSGK 2 0.9266
FYALSASFEPFSNK 2 0.9998
FYALSASFEPFSNK 3 0.9982

FYGDEEKDKGLQTSQDAR 3 0.9998
IDNSQVESGSLEDDWDFLPPKK 3 0.9998

IKDPDASKPEDWDER 3 0.9968
KPEDWDEEMDGEWEPPVIQNPEYK 3 0.9998

KVHVIFNYK 3 0.9977
LFPNSLDQTDMHGDSEYNIMFGPDICGPGTK 3 0.9998
SGTIFDNFLITNDEAYAEEFGNETWGVTK 2 0.9998
SGTIFDNFLITNDEAYAEEFGNETWGVTK 3 0.9998

VHVIFNYK 2 0.9746
IPI00956400 BBS1 Putative uncharacterized protein DKFZp686O1117 1 10.31 4 4 6,018,499        6,346,591        5,385,245        5,558,873        5,463,318        7,021,179        5,025,155        408,135       1,346,824        487,018           205,430              689,673            688,713           1,101,513      6.78 21.22 9.04 3.7 12.62 9.81 21.92
IPI00020672 DPP3 Isoform 1 of Dipeptidyl peptidase 3 1 10.31 4 4 6,018,499        6,346,591        5,385,245        5,558,873        5,463,318        7,021,179        5,025,155        408,135       1,346,824        487,018           205,430              689,673            688,713           1,101,513      6.78 21.22 9.04 3.7 12.62 9.81 21.92

KLIVQPNTR 2 0.9927
SFSERFPEDGPELEEILTQLATADAR 3 0.9643

VILGSEAAQQHPEEVR 3 0.9996
VLLEAGEGLVTITPTTGSDGRPDAR 3 0.9994

IPI00442821 PPP2R2A CDNA FLJ26613 fis, clone MPB05565, highly similar to Serine/threonine 0.995 3.13 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08
IPI00020850 PPP2R2B Isoform 1 of Serine/threonine‐protein phosphatase 2A 55 kDa regulato 0.995 3.16 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08
IPI00376972 PPP2R2B Isoform 2 of Serine/threonine‐protein phosphatase 2A 55 kDa regulato 0.995 3.14 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08
IPI00376973 PPP2R2B Isoform 5 of Serine/threonine‐protein phosphatase 2A 55 kDa regulato 0.995 2.75 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08
IPI00376974 PPP2R2B serine/threonine‐protein phosphatase 2A 55 kDa regulatory subunit B b 0.995 3.24 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08
IPI00944548 PPP2R2B Isoform 4 of Serine/threonine‐protein phosphatase 2A 55 kDa regulato 0.995 2.79 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08
IPI00944557 PPP2R2B Isoform 3 of Serine/threonine‐protein phosphatase 2A 55 kDa regulato 0.995 3.12 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08
IPI00184845 PPP2R2D Uncharacterized hematopoietic stem/progenitor cells protein MDS026 0.995 10.22 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08
IPI00470920 PPP2R2D Serine/threonine‐protein phosphatase 2A 55 kDa regulatory subunit B  0.995 3.09 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08
IPI00472385 PPP2R2D Putative uncharacterized protein PPP2R2D 0.995 6.19 1 1 263,548           286,041           287,880           323,547           298,578           308,041           325,445           20,328         62,057              46,747             115,227              41,790              59,194             84,873            7.71 21.7 16.24 35.61 14 19.22 26.08

SFFSEIISSISDVK 2 0.9951
IPI00020898 RPS6KA3 Ribosomal protein S6 kinase alpha‐3 0.988 2.16 1 1 6,599,580        7,878,130        6,294,630        6,505,690        7,219,540        9,087,800        8,216,480        1,095,363    2,582,122        1,730,305       787,073              1,917,015        1,739,409        1,990,610      16.6 32.78 27.49 12.1 26.55 19.14 24.23

LGMPQFLSPEAQSLLR 2 0.9882
IPI00020950 PPM1A Isoform Alpha‐1 of Protein phosphatase 1A 0.94 6.28 1 1 149,204           261,167           137,760           205,267           156,399           278,799           158,550           61,768         131,437            22,915             44,834                32,401              114,843           37,993            41.4 50.33 16.63 21.84 20.72 41.19 23.96
IPI00216196 PPM1A Isoform Alpha‐2 of Protein phosphatase 1A 0.94 7.41 1 1 149,204           261,167           137,760           205,267           156,399           278,799           158,550           61,768         131,437            22,915             44,834                32,401              114,843           37,993            41.4 50.33 16.63 21.84 20.72 41.19 23.96
IPI00900291 PPM1A protein phosphatase 1A isoform 3 0.94 5.27 1 1 149,204           261,167           137,760           205,267           156,399           278,799           158,550           61,768         131,437            22,915             44,834                32,401              114,843           37,993            41.4 50.33 16.63 21.84 20.72 41.19 23.96

MEKHNAQGQGNGLRYGLSSMQGWR 3 0.9402
IPI00020956 HDGF Hepatoma‐derived growth factor 1 38.75 8 9 51,615,755     51,494,813     45,112,397     44,985,663     47,431,598     57,658,881     42,713,204     1,699,198    12,099,828      2,294,978       3,001,460          6,676,677        9,262,939        5,279,792      3.29 23.5 5.09 6.67 14.08 16.07 12.36

AGDLLEDSPK 2 0.996
CGDLVFAK 2 0.9967



DLFPYEESKEK 2 0.9926
EAENPEGEEKEAATLEVERPLPMEVEK 3 0.9998

GYPHWPAR 2 0.9464
IDEMPEAAVK 2 0.9994
MKGYPHWPAR 3 0.867

YQVFFFGTHETAFLGPK 2 0.9997
YQVFFFGTHETAFLGPK 3 0.9997

IPI00021107 XYLB Xylulose kinase 0.999 7.09 2 3 2,237,408        2,067,925        2,254,083        2,558,390        2,249,551        2,037,020        1,945,996        471,147       608,928            187,770           597,694              402,563            337,320           428,916          21.06 29.45 8.33 23.36 17.9 16.56 22.04
DGLTVTSPVLMWVQALDIILEK 2 0.9991
DGLTVTSPVLMWVQALDIILEK 3 0.9869

VVAFTGDNPASLAGMR 2 0.9943
IPI00021187 RUVBL1 Isoform 1 of RuvB‐like 1 1 25.88 9 9 27,428,402     28,334,608     29,706,302     29,263,963     29,778,965     36,212,782     26,162,135     3,128,819    7,459,501        2,545,342       2,305,005          4,440,100        6,653,546        4,160,020      11.41 26.33 8.57 7.88 14.91 18.37 15.9

ALESSIAPIVIFASNR 2 0.9816
AQTEGINISEEALNHLGEIGTK 3 0.9996

AVLLAGPPGTGK 2 0.9987
GLGLDESGLAK 2 0.9996
LRGEINKVVNK 2 0.8279

TALALAIAQELGSK 2 0.9997
VPFCPMVGSEVYSTEIK 2 0.9996
VPFCPMVGSEVYSTEIKK 3 0.9904

YSVQLLTPANLLAK 2 0.9997
IPI00021258 ARFIP1 Isoform B of Arfaptin‐1 0.999 3.75 1 1 3,489,860        3,480,500        3,287,440        3,718,210        3,674,075        4,415,710        3,875,070        910,750       803,076            580,363           890,013              1,001,021        895,909           1,059,176      26.1 23.07 17.65 23.94 27.25 20.29 27.33
IPI00216520 ARFIP1 Isoform A of Arfaptin‐1 0.999 4.11 1 1 3,489,860        3,480,500        3,287,440        3,718,210        3,674,075        4,415,710        3,875,070        910,750       803,076            580,363           890,013              1,001,021        895,909           1,059,176      26.1 23.07 17.65 23.94 27.25 20.29 27.33

TVDLELEAQIDILR 2 0.8112
IPI00021263 YWHAZ 14‐3‐3 protein zeta/delta 1 62.86 14 16 166,985,196   163,027,133   155,161,044   160,971,789   161,983,864   197,644,991   147,134,358   11,120,789  38,693,530      13,726,885     13,778,886        20,911,043      27,200,856      24,637,775    6.66 23.73 8.85 8.56 12.91 13.76 16.75

DICNDVLSLLEK 2 0.9998
DNLTLWTSDTQGDEAEAGEGGEN 2 0.9998

EKIETELRDICNDVLSLLEK 3 0.9449
FLIPNASQAESK 2 0.9997

GIVDQSQQAYQEAFEISK 2 0.9998
GIVDQSQQAYQEAFEISK 3 0.9998
GIVDQSQQAYQEAFEISKK 3 0.9998
IETELRDICNDVLSLLEK 2 0.9997
IETELRDICNDVLSLLEK 3 0.9998

KGIVDQSQQAYQEAFEISK 3 0.9995
LAEQAERYDDMAACMK 3 0.9998
LGLALNFSVFYYEILNSPEK 2 0.9998

SVTEQGAELSNEER 2 0.9998
TAFDEAIAELDTLSEESYK 2 0.9998

TAFDEAIAELDTLSEESYKDSTLIMQLLR 2 0.9998
YDDMAACMK 2 0.9998

IPI00176755 ‐ 18 kDa protein 0.988 8.33 1 1 900,165           938,137           1,152,462        1,062,770        1,101,307        1,309,163        1,218,697        41,067         315,252            175,474           323,755              156,851            122,249           255,234          4.56 33.6 15.23 30.46 14.24 9.34 20.94
IPI00923578 ‐ Putative uncharacterized protein 0.988 8.33 1 1 900,165           938,137           1,152,462        1,062,770        1,101,307        1,309,163        1,218,697        41,067         315,252            175,474           323,755              156,851            122,249           255,234          4.56 33.6 15.23 30.46 14.24 9.34 20.94
IPI00021266 RPL23A 60S ribosomal protein L23a 0.988 8.33 1 1 900,165           938,137           1,152,462        1,062,770        1,101,307        1,309,163        1,218,697        41,067         315,252            175,474           323,755              156,851            122,249           255,234          4.56 33.6 15.23 30.46 14.24 9.34 20.94
IPI00789159 RPL23A Ribosomal protein L23a, isoform CRA_a 0.988 6.7 1 1 900,165           938,137           1,152,462        1,062,770        1,101,307        1,309,163        1,218,697        41,067         315,252            175,474           323,755              156,851            122,249           255,234          4.56 33.6 15.23 30.46 14.24 9.34 20.94
IPI00793523 RPL23A Putative uncharacterized protein RPL23A 0.988 8.23 1 1 900,165           938,137           1,152,462        1,062,770        1,101,307        1,309,163        1,218,697        41,067         315,252            175,474           323,755              156,851            122,249           255,234          4.56 33.6 15.23 30.46 14.24 9.34 20.94
IPI00794894 RPL23A Protein 0.988 8.23 1 1 900,165           938,137           1,152,462        1,062,770        1,101,307        1,309,163        1,218,697        41,067         315,252            175,474           323,755              156,851            122,249           255,234          4.56 33.6 15.23 30.46 14.24 9.34 20.94

LAPDYDALDVANK 2 0.9878
IPI00935456 ‐ cDNA FLJ55447, highly similar to ATP‐citrate synthase 0.967 1.81 1 1 2,184,063        2,024,593        2,233,168        2,149,645        2,055,705        2,456,470        2,029,390        487,445       452,854            303,235           498,759              426,850            214,896           368,048          22.32 22.37 13.58 23.2 20.76 8.75 18.14
IPI00021290 ACLY ATP‐citrate synthase 0.967 1.36 1 1 2,184,063        2,024,593        2,233,168        2,149,645        2,055,705        2,456,470        2,029,390        487,445       452,854            303,235           498,759              426,850            214,896           368,048          22.32 22.37 13.58 23.2 20.76 8.75 18.14
IPI00394838 ACLY cDNA FLJ56442, highly similar to ATP‐citrate synthase 0.967 1.31 1 1 2,184,063        2,024,593        2,233,168        2,149,645        2,055,705        2,456,470        2,029,390        487,445       452,854            303,235           498,759              426,850            214,896           368,048          22.32 22.37 13.58 23.2 20.76 8.75 18.14
IPI00939422 ACLY ATP‐citrate synthase isoform 2 0.967 1.37 1 1 2,184,063        2,024,593        2,233,168        2,149,645        2,055,705        2,456,470        2,029,390        487,445       452,854            303,235           498,759              426,850            214,896           368,048          22.32 22.37 13.58 23.2 20.76 8.75 18.14

IGNTGGMLDNILASK 2 0.9674
IPI00021298 KRT20 Keratin, type I cytoskeletal 20 1 63.92 21 26 241,842,064   236,442,996   218,323,778   227,105,101   226,790,121   264,377,810   220,193,998   9,539,109    49,532,289      16,592,086     16,429,244        17,997,994      20,268,106      43,065,932    3.94 20.95 7.6 7.23 7.94 7.67 19.56

CVLQIDNAK 2 0.9995
EHQEEVDGLHK 3 0.998
ESLEHTLEETK 2 0.9998
GTEVQLTELR 2 0.9977

HTVNYGSDLTGGGDLFVGNEK 2 0.9997
HTVNYGSDLTGGGDLFVGNEK 3 0.9998

IKTVVQEVVDGK 3 0.9637
LAAEDFR 2 0.999

LGTTPSVYGGAGGR 2 0.9998
LTVEADLQGLNK 2 0.9998
MAMQNLNDR 2 0.9998
QKYEVMAQK 2 0.9857
QNNEYHILLDIK 2 0.9978
QNNEYHILLDIK 3 0.9962

QTAVLQQQVTVNTEELK 2 0.9997
QWYETNAPR 2 0.9996

SLSSSLQAPVVSTVGMQR 3 0.9998
SQIKDAQLQNAR 2 0.9995
SQIKDAQLQNAR 3 0.8922

TDLEIQIEELNKDLALLKK 3 0.9992
TRLEQEIATYR 2 0.9997
TTEYQLSTLEER 2 0.9998
VVSSEVKEVEENI 2 0.9982
VVSSEVKEVEENI 3 0.8195

YSSQLANLQSLLSSLEAQLMQIR 2 0.9998
YSSQLANLQSLLSSLEAQLMQIR 3 0.9998

IPI00021302 SUSD2 Sushi domain‐containing protein 2 0.999 2.8 2 2 13,906,800     17,052,300     12,845,780     15,411,030     13,767,820     17,395,010     10,461,920     2,721,057    4,955,307        3,906,075       4,437,213          3,802,825        1,921,256        3,276,711      19.57 29.06 30.41 28.79 27.62 11.04 31.32
AGTWLAVHPNK 2 0.9624
MSSPTDASVICR 2 0.9921

IPI00021304 KRT2 Keratin, type II cytoskeletal 2 epidermal 1 13.95 7 7 39,570,495     35,873,412     34,535,951     34,619,359     34,968,982     39,768,264     33,858,064     1,839,353    7,145,813        4,322,781       2,991,657          5,739,437        5,005,954        5,857,209      4.65 19.92 12.52 8.64 16.41 12.59 17.3
AQYEEIAQR 2 0.9732

FLEQQNQVLQTK 2 0.9892
IEISELNR 2 0.994

NLDLDSIIAEVK 2 0.9997
QSGSRGGSGGGGSISGGGYGSGGGSGGR 3 0.9939

VDLLNQEIEFLK 2 0.9995
YLDGLTAER 2 0.9893

IPI00021327 GRB2 Isoform 1 of Growth factor receptor‐bound protein 2 0.999 8.76 2 2 5,670,880        6,534,580        5,823,780        6,559,410        6,044,900        7,512,140        5,107,555        603,312       1,731,384        594,963           345,827              574,078            1,306,307        788,004          10.64 26.5 10.22 5.27 9.5 17.39 15.43
ATADDELSFK 2 0.8514
FGNDVQHFK 3 0.99

IPI00021338 DLAT Dihydrolipoyllysine‐residue acetyltransferase component of pyruvate d 1 7.11 3 3 15,355,430     12,380,848     14,304,758     15,470,768     13,525,795     17,293,100     14,973,047     1,654,493    3,040,943        1,850,394       1,732,484          3,076,319        2,157,333        3,175,885      10.77 24.56 12.94 11.2 22.74 12.48 21.21
IPI00788836 DLAT cDNA FLJ57320, highly similar to Dihydrolipoyllysine‐residue acetyltran 1 8.49 3 3 15,355,430     12,380,848     14,304,758     15,470,768     13,525,795     17,293,100     14,973,047     1,654,493    3,040,943        1,850,394       1,732,484          3,076,319        2,157,333        3,175,885      10.77 24.56 12.94 11.2 22.74 12.48 21.21

GVETIANDVVSLATK 2 0.9994
VPEANSSWMDTVIR 2 0.9918

VPLPSLSPTMQAGTIAR 2 0.9868
IPI00021347 UBE2L3 Ubiquitin‐conjugating enzyme E2 L3 1 25.97 2 2 5,197,680        4,993,007        5,362,133        4,603,483        5,274,997        5,335,720        5,548,790        493,213       1,433,978        1,365,771       761,931              1,123,085        988,747           1,452,663      9.49 28.72 25.47 16.55 21.29 18.53 26.18
IPI00909773 UBE2L3 Ubiquitin carrier protein 1 18.87 2 2 5,197,680        4,993,007        5,362,133        4,603,483        5,274,997        5,335,720        5,548,790        493,213       1,433,978        1,365,771       761,931              1,123,085        988,747           1,452,663      9.49 28.72 25.47 16.55 21.29 18.53 26.18
IPI00909975 UBE2L3 Ubiquitin carrier protein 1 32.79 2 2 5,197,680        4,993,007        5,362,133        4,603,483        5,274,997        5,335,720        5,548,790        493,213       1,433,978        1,365,771       761,931              1,123,085        988,747           1,452,663      9.49 28.72 25.47 16.55 21.29 18.53 26.18

GQVCLPVISAENWKPATK 3 0.9862
TDQVIQSLIALVNDPQPEHPLR 3 0.9997



IPI00021370 UBE2K Isoform 1 of Ubiquitin‐conjugating enzyme E2 K 0.991 13.5 1 1 1,995,968        2,030,813        1,924,463        1,635,428        2,007,630        2,247,173        2,055,613        370,174       580,594            255,721           529,699              365,016            308,510           544,359          18.55 28.59 13.29 32.39 18.18 13.73 26.48
IPI00878126 UBE2K ubiquitin‐conjugating enzyme E2 K isoform 2 0.991 17.2 1 1 1,995,968        2,030,813        1,924,463        1,635,428        2,007,630        2,247,173        2,055,613        370,174       580,594            255,721           529,699              365,016            308,510           544,359          18.55 28.59 13.29 32.39 18.18 13.73 26.48
IPI00910176 UBE2K cDNA FLJ57995, moderately similar to Ubiquitin‐conjugating enzyme E2 0.991 19.42 1 1 1,995,968        2,030,813        1,924,463        1,635,428        2,007,630        2,247,173        2,055,613        370,174       580,594            255,721           529,699              365,016            308,510           544,359          18.55 28.59 13.29 32.39 18.18 13.73 26.48
IPI00967046 UBE2K Putative uncharacterized protein UBE2K 0.991 21.95 1 1 1,995,968        2,030,813        1,924,463        1,635,428        2,007,630        2,247,173        2,055,613        370,174       580,594            255,721           529,699              365,016            308,510           544,359          18.55 28.59 13.29 32.39 18.18 13.73 26.48

VDLVDENFTELRGEIAGPPDTPYEGGR 3 0.9907
IPI00021405 LMNA Isoform A of Prelamin‐A/C 1 43.22 25 31 306,972,660   305,589,130   267,963,440   288,142,900   283,560,647   349,543,185   267,468,960   12,598,596  66,134,132      18,951,824     19,817,583        32,372,546      39,815,436      44,726,249    4.1 21.64 7.07 6.88 11.42 11.39 16.72

AAYEAELGDAR 2 0.9998
AGQVVTIWAAGAGATHSPPTDLVWK 3 0.9998

AQNTWGCGNSLR 2 0.9998
ASASGSGAQVGGPISSGSSASSVTVTR 3 0.9998

EAALSTALSEK 2 0.9994
EAALSTALSEKR 2 0.9998
IDSLSAQLSQLQK 2 0.9998
IRIDSLSAQLSQLQK 3 0.9724

KQLQDEMLR 2 0.999
KQLQDEMLR 3 0.9756
LADALQELR 2 0.9995
LAVYIDR 2 0.9505

LKDLEALLNSK 2 0.9995
LKDLEALLNSK 3 0.9988

LQEKEDLQELNDR 2 0.9992
LQEKEDLQELNDR 3 0.9994

LQLELSK 2 0.9491
LQTMKEELDFQK 2 0.9997
LQTMKEELDFQK 3 0.9971
LRDLEDSLAR 2 0.9979
LRDLEDSLAR 3 0.9269

MQQQLDEYQELLDIK 2 0.9998
NIYSEELR 2 0.9976

NSNLVGAAHEELQQSR 2 0.9998
NSNLVGAAHEELQQSR 3 0.9996

QLQDEMLR 2 0.9813
SGAQASSTPLSPTR 2 0.9997
SNEDQSMGNWQIK 2 0.9998

SVGGSGGGSFGDNLVTR 2 0.9998
TALINSTGEEVAMR 2 0.9998

TLEGELHDLR 2 0.9997
IPI00021435 PSMC2 26S protease regulatory subunit 7 0.997 3.46 1 1 3,989,990        4,047,300        4,036,580        3,924,110        4,101,940        4,419,920        4,794,270        451,048       1,141,710        779,463           655,343              1,178,271        833,006           1,471,695      11.3 28.21 19.31 16.7 28.72 18.85 30.7

TMLELINQLDGFDPR 2 0.9928
IPI00021449 ITPKB Isoform 1 of Inositol‐trisphosphate 3‐kinase B 0.906 0.85 1 1 1,336,314        1,681,734        1,214,945        1,566,511        1,185,980        1,689,691        1,167,787        295,158       774,526            555,900           540,518              564,364            336,781           653,085          22.09 46.06 45.76 34.5 47.59 19.93 55.92

KEDGTVNR 2 0.9063
IPI00455339 LOC645139 similar to poly(A) binding protein interacting protein 1 0.995 4.38 1 1 644,183           759,210           689,639           622,229           705,906           807,476           613,526           130,843       218,541            191,151           111,999              43,323              132,275           146,444          20.31 28.79 27.72 18 6.14 16.38 23.87
IPI00943824 LOC645139 similar to poly(A) binding protein interacting protein 1 0.995 4.1 1 1 644,183           759,210           689,639           622,229           705,906           807,476           613,526           130,843       218,541            191,151           111,999              43,323              132,275           146,444          20.31 28.79 27.72 18 6.14 16.38 23.87
IPI00943886 LOC645139 similar to poly(A) binding protein interacting protein 1 0.995 3.88 1 1 644,183           759,210           689,639           622,229           705,906           807,476           613,526           130,843       218,541            191,151           111,999              43,323              132,275           146,444          20.31 28.79 27.72 18 6.14 16.38 23.87
IPI00021466 PAIP1 Isoform 1 of Polyadenylate‐binding protein‐interacting protein 1 0.995 4.18 1 1 644,183           759,210           689,639           622,229           705,906           807,476           613,526           130,843       218,541            191,151           111,999              43,323              132,275           146,444          20.31 28.79 27.72 18 6.14 16.38 23.87
IPI00337775 PAIP1 Isoform 2 of Polyadenylate‐binding protein‐interacting protein 1 0.995 5 1 1 644,183           759,210           689,639           622,229           705,906           807,476           613,526           130,843       218,541            191,151           111,999              43,323              132,275           146,444          20.31 28.79 27.72 18 6.14 16.38 23.87
IPI00386299 PAIP1 polyadenylate‐binding protein‐interacting protein 1 isoform 3 0.995 5.45 1 1 644,183           759,210           689,639           622,229           705,906           807,476           613,526           130,843       218,541            191,151           111,999              43,323              132,275           146,444          20.31 28.79 27.72 18 6.14 16.38 23.87
IPI00967955 PAIP1 Putative uncharacterized protein PAIP1 0.995 5.7 1 1 644,183           759,210           689,639           622,229           705,906           807,476           613,526           130,843       218,541            191,151           111,999              43,323              132,275           146,444          20.31 28.79 27.72 18 6.14 16.38 23.87

ELLNALFSNPMDDNLICAVK 2 0.9945
IPI00021700 PCNAAS;PCNA Proliferating cell nuclear antigen 1 45.21 10 11 89,895,820     82,443,410     83,044,980     85,699,080     79,574,100     97,380,610     80,282,590     7,169,790    16,829,125      8,947,473       8,551,004          11,012,633      11,436,663      15,888,299    7.98 20.41 10.77 9.98 13.84 11.74 19.79

AEDNADTLALVFEAPNQEK 3 0.8315
DLSHIGDAVVISCAK 2 0.9919
DLSHIGDAVVISCAK 3 0.9839
FSASGELGNGNIK 2 0.9998

LMDLDVEQLGIPEQEYSCVVK 2 0.9998
LVQGSILK 2 0.973
MPSGEFAR 2 0.9997

NLAMGVNLTSMSK 2 0.9998
SEGFDTYR 2 0.9988
YLNFFTK 2 0.999
YYLAPK 2 0.977

IPI00021728 EIF2S2 Eukaryotic translation initiation factor 2 subunit 2 1 10.81 3 3 49,065,560     43,760,370     36,926,830     40,813,900     38,346,350     48,866,220     39,296,730     7,312,945    11,875,132      3,189,831       4,144,158          2,881,024        11,076,213      7,274,400      14.9 27.14 8.64 10.15 7.51 22.67 18.51
DASDDLDDLNFFNQK 2 0.9936

DYTYEELLNR 2 0.943
TSFVNFTDICK 2 0.9853

IPI00883843 ‐ Exonuclease NEF‐sp 0.934 2.97 1 1 231,999           181,644           215,387           212,483           207,776           196,779           221,335           38,667         69,888              46,731             17,892                33,163              67,557             62,190            16.67 38.48 21.7 8.42 15.96 34.33 28.1
IPI00021754 LOC81691 Isoform 2 of Putative RNA exonuclease NEF‐sp 0.934 3.1 1 1 231,999           181,644           215,387           212,483           207,776           196,779           221,335           38,667         69,888              46,731             17,892                33,163              67,557             62,190            16.67 38.48 21.7 8.42 15.96 34.33 28.1
IPI00182768 LOC81691 Putative uncharacterized protein ENSP00000320394 0.934 3.4 1 1 231,999           181,644           215,387           212,483           207,776           196,779           221,335           38,667         69,888              46,731             17,892                33,163              67,557             62,190            16.67 38.48 21.7 8.42 15.96 34.33 28.1
IPI00307029 LOC81691 Isoform 1 of Putative RNA exonuclease NEF‐sp 0.934 2.97 1 1 231,999           181,644           215,387           212,483           207,776           196,779           221,335           38,667         69,888              46,731             17,892                33,163              67,557             62,190            16.67 38.48 21.7 8.42 15.96 34.33 28.1

EQLLQEPRLFLGLEAVILPKDLK 3 0.9344
IPI00021759 LOC220594 Pseudogene candidate 0.993 7.14 1 1 9,315,250        8,046,255        8,091,800        7,303,450        9,066,150        9,172,500        9,532,750        649,406       1,996,538        1,678,188       621,495              1,216,946        1,695,633        2,667,903      6.97 24.81 20.74 8.51 13.42 18.49 27.99

RFQFVNDQWIKSQK 2 0.9508
IPI00021766 RTN4 Isoform 1 of Reticulon‐4 0.99 2.85 1 1 1,210,083        1,323,947        1,272,120        1,334,863        1,323,927        1,511,237        1,226,797        89,286         340,477            161,122           233,145              78,485              96,310             287,026          7.38 25.72 12.67 17.47 5.93 6.37 23.4
IPI00298289 RTN4 Isoform 2 of Reticulon‐4 0.99 9.12 1 1 1,210,083        1,323,947        1,272,120        1,334,863        1,323,927        1,511,237        1,226,797        89,286         340,477            161,122           233,145              78,485              96,310             287,026          7.38 25.72 12.67 17.47 5.93 6.37 23.4
IPI00478442 RTN4 Isoform 5 of Reticulon‐4 0.99 8.67 1 1 1,210,083        1,323,947        1,272,120        1,334,863        1,323,927        1,511,237        1,226,797        89,286         340,477            161,122           233,145              78,485              96,310             287,026          7.38 25.72 12.67 17.47 5.93 6.37 23.4

KPAAGLSAAPVPTAPAAGAPLMDFGNDFVPPAPR 3 0.9904
IPI00021808 HARS Histidyl‐tRNA synthetase, cytoplasmic 0.96 4.32 1 1 1,170,426        1,272,259        1,042,916        1,247,035        1,053,156        1,463,786        1,069,384        78,965         385,338            212,796           285,362              229,210            127,612           209,332          6.75 30.29 20.4 22.88 21.76 8.72 19.58
IPI00908779 HARS cDNA FLJ58554, highly similar to Histidyl‐tRNA synthetase 0.96 4.69 1 1 1,170,426        1,272,259        1,042,916        1,247,035        1,053,156        1,463,786        1,069,384        78,965         385,338            212,796           285,362              229,210            127,612           209,332          6.75 30.29 20.4 22.88 21.76 8.72 19.58
IPI00909075 HARS cDNA FLJ59476, highly similar to Histidyl‐tRNA synthetase 0.96 6.88 1 1 1,170,426        1,272,259        1,042,916        1,247,035        1,053,156        1,463,786        1,069,384        78,965         385,338            212,796           285,362              229,210            127,612           209,332          6.75 30.29 20.4 22.88 21.76 8.72 19.58
IPI00910697 HARS cDNA FLJ53703, highly similar to Histidyl‐tRNA synthetase 0.96 5.06 1 1 1,170,426        1,272,259        1,042,916        1,247,035        1,053,156        1,463,786        1,069,384        78,965         385,338            212,796           285,362              229,210            127,612           209,332          6.75 30.29 20.4 22.88 21.76 8.72 19.58
IPI00911023 HARS cDNA FLJ58562, highly similar to Histidyl‐tRNA synthetase 0.96 5.57 1 1 1,170,426        1,272,259        1,042,916        1,247,035        1,053,156        1,463,786        1,069,384        78,965         385,338            212,796           285,362              229,210            127,612           209,332          6.75 30.29 20.4 22.88 21.76 8.72 19.58
IPI00940549 HARS Putative uncharacterized protein HARS 0.96 7.01 1 1 1,170,426        1,272,259        1,042,916        1,247,035        1,053,156        1,463,786        1,069,384        78,965         385,338            212,796           285,362              229,210            127,612           209,332          6.75 30.29 20.4 22.88 21.76 8.72 19.58
IPI00965198 HARS 50 kDa protein 0.96 4.9 1 1 1,170,426        1,272,259        1,042,916        1,247,035        1,053,156        1,463,786        1,069,384        78,965         385,338            212,796           285,362              229,210            127,612           209,332          6.75 30.29 20.4 22.88 21.76 8.72 19.58
IPI00967106 HARS Putative uncharacterized protein HARS 0.96 4.5 1 1 1,170,426        1,272,259        1,042,916        1,247,035        1,053,156        1,463,786        1,069,384        78,965         385,338            212,796           285,362              229,210            127,612           209,332          6.75 30.29 20.4 22.88 21.76 8.72 19.58

IGDYVQQHGGVSLVEQLLQDPK 3 0.9596
IPI00021812 AHNAK Neuroblast differentiation‐associated protein AHNAK 1 20.31 79 80 848,275,570   859,323,978   749,498,903   755,604,736   792,032,700   987,670,696   772,938,605   34,550,226  197,945,750    82,901,345     81,708,613        83,876,588      100,232,915    155,398,184  4.07 23.04 11.06 10.81 10.59 10.15 20.1

ADIDVSGPK 2 0.8781
AEGPDVAVDLPK 2 0.9818
AEGPEVDVNLPK 2 0.9998

AEGPEVDVNLPKADVVVSGPK 3 0.9545
APDVEGQGLDWSLK 2 0.9993

APEVNLNAPDVDVHGPDWNLK 3 0.9998
APSLDIKGPEVDVSGPK 3 0.9984
AVEVQGPSLESGDHGK 2 0.9967

ELLLPNWQGSGSHGLTIAQR 3 0.999
FKAEAPLPSPK 2 0.9595
FKMPEMNIK 3 0.997

FSMPGFKGEGPEVDVNLPK 3 0.9539
FSMPGFKGEGPEVDVTLPK 3 0.9932
FSMPSLKGEGPEVDVNLPK 3 0.9966

GEGPDVDVNLPK 2 0.9987
GEGPDVHMTLPK 2 0.904
GEYDVTMPK 2 0.9403

GGKPGLTIQAPQLEVSVPSANIEGLEGK 3 0.9903



GGQIGLQAPGLSVSGPQGHLESGSGK 3 0.9998
GGVDVTLPR 2 0.9666

GPAFNMASPESDFGINLK 2 0.9997
GSEVGFHGAAPDISVK 2 0.9998
IDVDAPDIDIHGPDAK 3 0.9994
IDVTAPDVSIEEPEGK 2 0.9998
IEGEMQVPDVDIR 2 0.9998

IKGDVDVSVPEVEGKLEVPDMNIR 2 0.9595
IKGDVPSVGLEGPDVDLQGPEAK 3 0.9998

IPMPDFDLHLK 2 0.9462
ISAPNVDFNLEGPK 2 0.9996
ISMPDVDLHLK 3 0.9998
ISMPDVDLHMK 2 0.9275
ISMPEIDLNLK 2 0.9778

ISMPGFKGEGPDVDVNLPK 3 0.9988
ISMPGFKGEGPEVDVNLPK 3 0.9984

ISMQDVDLSLGSPK 2 0.9998
ISMSEVDLNVAAPK 2 0.9984

LDFEGPDAK 2 0.9518
LEGELQAPDLELSLPAIHVEGLDIK 3 0.9998

LEGGEVDLKGPK 2 0.9977
LKGPQITGPSLEGDLGLK 3 0.9998
LKSEDGVEGDLGETQSR 3 0.9998

LNVGAPDVTLR 2 0.9896
LPTGQISGPEIK 2 0.9997

MDAEVPDVNIEGPDAK 2 0.9996
MDIDAPDVEVQGPDWHLK 3 0.9998
MDIDVPDVEVQGPDWHLK 3 0.9998
MDVNVGDIDIEGPEGK 2 0.9998

MPEMNIK 2 0.9227
MPSLEISAPK 2 0.981

SPQISMSDIDLNLKGPK 3 0.9997
SPSLDVTVPEAELNLETPEISVGGK 2 0.9919

SSGCDVNLPGVNVK 2 0.9725
VDIDAPDVDVHGPDWHLK 3 0.9956

VDIDTPDINIEGSEGK 2 0.9723
VDIDVPDVDVQGPDWHLK 3 0.9989
VDIDVPDVNIEGPDAK 2 0.9449
VDIDVPDVNIEGPEGK 2 0.9288
VDIDVPDVNLEAPEGK 2 0.9997
VDIEAPDVSLEGPEGK 2 0.9327
VDIEGPDVNIEGPEGK 2 0.9998
VDIETPNLEGTLTGPR 2 0.9997

VDINAPDVDVQGPDWHLK 3 0.9998
VDINAPDVDVR 2 0.9668

VDINAPDVEVQGK 2 0.9998
VDINAPDVGVQGPDWHLK 3 0.9998
VDVDVPDVNIEGPDAK 2 0.9997
VDVEVPDVSLEGPEGK 2 0.9997
VDVNAPDVQAPDWHLK 3 0.9529

VEGDMQVPDLDIK 2 0.9661
VESEIKVPDVELK 3 0.9997

VGIDTPDIDIHGPEGK 3 0.9997
VGVEVPDVNIEGPEGK 2 0.9998

VKGDVDVSLPK 2 0.9996
VKGDVDVSLPK 3 0.9989
VKGEYDMTVPK 3 0.8788
VKTPEMIIQKPK 3 0.9963
VSAPEVSVGHK 3 0.9477

VSMPDVDLNLKGPK 3 0.9966
VSMPDVELNLK 2 0.9693

VSVGAPDLSLEASEGSIKLPK 3 0.9981
IPI00021828 CSTB Cystatin‐B 1 55.1 4 5 46,442,780     55,888,860     40,164,640     39,946,640     45,331,750     61,546,440     43,060,700     2,904,140    18,086,974      6,004,563       5,133,062          3,064,748        8,157,783        8,507,107      6.25 32.36 14.95 12.85 6.76 13.25 19.76

AKHDELTYF 2 0.9076
SQVVAGTNYFIK 2 0.9998

VFQSLPHENKPLTLSNYQTNK 3 0.9998
VHVGDEDFVHLR 2 0.9997
VHVGDEDFVHLR 3 0.9998

IPI00021841 APOA1 Apolipoprotein A‐I 1 9.74 2 2 10,757,985     10,310,705     10,487,060     10,466,260     10,287,120     12,508,230     9,578,250        499,603       2,258,957        853,569           877,367              769,860            2,557,667        1,791,604      4.64 21.91 8.14 8.38 7.48 20.45 18.7
IPI00853525 APOA1 Apolipoprotein A1 1 10.61 2 2 10,757,985     10,310,705     10,487,060     10,466,260     10,287,120     12,508,230     9,578,250        499,603       2,258,957        853,569           877,367              769,860            2,557,667        1,791,604      4.64 21.91 8.14 8.38 7.48 20.45 18.7

LLDNWDSVTSTFSK 2 0.9994
VSFLSALEEYTK 2 0.9929

IPI00021842 APOE Apolipoprotein E 0.997 6.62 2 2 8,482,148        8,528,818        8,028,303        9,014,270        8,636,708        10,308,388     8,362,970        213,352       1,842,812        531,440           887,996              1,617,406        1,339,934        1,766,232      2.52 21.61 6.62 9.85 18.73 13 21.12
LGPLVEQGR 2 0.9172

SWFEPLVEDMQR 2 0.9945
IPI00021926 PSMC6 26S protease regulatory subunit 10B 1 19.79 7 7 56,677,945     51,946,073     51,839,325     50,543,713     51,125,148     59,781,078     51,588,017     4,076,697    8,883,007        3,708,403       6,016,873          4,126,447        2,498,793        9,037,017      7.19 17.1 7.15 11.9 8.07 4.18 17.52
IPI00926977 PSMC6 26S protease regulatory subunit S10B 1 19.11 7 7 56,677,945     51,946,073     51,839,325     50,543,713     51,125,148     59,781,078     51,588,017     4,076,697    8,883,007        3,708,403       6,016,873          4,126,447        2,498,793        9,037,017      7.19 17.1 7.15 11.9 8.07 4.18 17.52

ALQSVGQIVGEVLK 2 0.9996
AVASQLDCNFLK 2 0.9788
HGEIDYEAIVK 2 0.9998
IHIDLPNEQAR 2 0.9886
KIHIDLPNEQAR 3 0.8777
LSDGFNGADLR 2 0.9995

TLMELLNQMDGFDTLHR 3 0.9998
IPI00021954 GBF1 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange facto 0.971 1.4 1 1 3,398,170        2,728,550        3,509,580        3,256,690        2,951,010        3,184,770        3,147,260        347,429       512,508            868,185           273,962              806,543            373,372           606,427          10.22 18.78 24.74 8.41 27.33 11.72 19.27

EVLNSITELSEIEPNVFLRPFLEVIR 3 0.9706
IPI00022078 NDRG1 Protein NDRG1 1 44.92 9 11 47,275,150     46,029,355     41,167,110     36,311,070     43,155,765     54,010,870     42,352,055     1,290,432    11,128,922      5,339,275       4,284,958          4,457,994        3,543,255        8,223,981      2.73 24.18 12.97 11.8 10.33 6.56 19.42
IPI00923597 NDRG1 cDNA FLJ39243 fis, clone OCBBF2008283, highly similar to Protein NDR 1 49.58 9 11 47,275,150     46,029,355     41,167,110     36,311,070     43,155,765     54,010,870     42,352,055     1,290,432    11,128,922      5,339,275       4,284,958          4,457,994        3,543,255        8,223,981      2.73 24.18 12.97 11.8 10.33 6.56 19.42

EMQDVDLAEVKPLVEK 2 0.9998
EMQDVDLAEVKPLVEK 3 0.9973

FALNNPEMVEGLVLINVNPCAEGWMDWAASK 3 0.9998
GNRPVILTYHDIGMNHK 3 0.9998

ISGWTQALPDMVVSHLFGK 2 0.8823
ISGWTQALPDMVVSHLFGK 3 0.9998

MADCGGLPQISQPAK 2 0.9998
QHIVNDMNPGNLHLFINAYNSR 3 0.9998

SHTSEGAHLDITPNSGAAGNSAGPK 3 0.9998
SIIGMGTGAGAYILTR 2 0.9961

YFVQGMGYMPSASMTR 2 0.9998
IPI00022228 HDLBP Vigilin 0.999 6.62 5 5 15,815,598     15,573,678     15,669,058     16,509,938     14,946,629     18,531,503     14,315,865     1,895,655    4,065,686        1,080,085       1,706,876          2,771,100        3,596,771        1,768,096      11.99 26.11 6.89 10.34 18.54 19.41 12.35

EALEALVPVTIEVEVPFDLHR 3 0.9974
EAQKELEALIQNLDNVVEDSMLVDPK 3 0.9992

IVGELEQMVSEDVPLDHR 3 0.9926
KIMDEFK 2 0.8446



LVGEIMQETGTR 2 0.9934
IPI00022314 SOD2 Superoxide dismutase [Mn], mitochondrial 0.999 6.31 1 1 1,401,445        1,386,888        1,460,830        1,418,498        1,382,540        1,765,605        1,592,653        183,430       246,592            218,820           289,796              277,374            216,875           349,117          13.09 17.78 14.98 20.43 20.06 12.28 21.92
IPI00607577 SOD2 superoxide dismutase 2, mitochondrial isoform B precursor 0.999 7.65 1 1 1,401,445        1,386,888        1,460,830        1,418,498        1,382,540        1,765,605        1,592,653        183,430       246,592            218,820           289,796              277,374            216,875           349,117          13.09 17.78 14.98 20.43 20.06 12.28 21.92
IPI00847322 SOD2 superoxide dismutase 2, mitochondrial isoform A precursor 0.999 6.31 1 1 1,401,445        1,386,888        1,460,830        1,418,498        1,382,540        1,765,605        1,592,653        183,430       246,592            218,820           289,796              277,374            216,875           349,117          13.09 17.78 14.98 20.43 20.06 12.28 21.92
IPI00911015 SOD2 Superoxide dismutase 0.999 8.64 1 1 1,401,445        1,386,888        1,460,830        1,418,498        1,382,540        1,765,605        1,592,653        183,430       246,592            218,820           289,796              277,374            216,875           349,117          13.09 17.78 14.98 20.43 20.06 12.28 21.92

AIWNVINWENVTER 2 0.9992
IPI00022334 OAT Ornithine aminotransferase, mitochondrial 0.994 3.64 1 1 5,548,340        5,082,380        6,805,450        5,613,540        6,650,570        6,928,160        6,624,380        326,112       919,601            909,032           1,482,880          1,066,479        704,119           1,307,413      5.88 18.09 13.36 26.42 16.04 10.16 19.74

AFYNNVLGEYEEYITK 2 0.9942
IPI00022431 AHSG cDNA FLJ55606, highly similar to Alpha‐2‐HS‐glycoprotein 0.95 1.39 1 1 1,610,870        1,994,320        1,309,690        1,418,923        1,419,770        1,823,423        1,240,537        447,784       556,575            174,042           277,700              567,708            447,796           236,544          27.8 27.91 13.29 19.57 39.99 24.56 19.07
IPI00795830 AHSG 29 kDa protein 0.95 2.3 1 1 1,610,870        1,994,320        1,309,690        1,418,923        1,419,770        1,823,423        1,240,537        447,784       556,575            174,042           277,700              567,708            447,796           236,544          27.8 27.91 13.29 19.57 39.99 24.56 19.07
IPI00953689 AHSG Alpha‐2‐HS‐glycoprotein 0.95 1.63 1 1 1,610,870        1,994,320        1,309,690        1,418,923        1,419,770        1,823,423        1,240,537        447,784       556,575            174,042           277,700              567,708            447,796           236,544          27.8 27.91 13.29 19.57 39.99 24.56 19.07

QYGFCK 2 0.9207
IPI00022434 ALB Putative uncharacterized protein ALB 1 4.63 3 4 5,084,771        5,035,370        3,688,204        4,316,552        3,974,882        4,279,408        4,076,865        1,021,715    956,280            612,785           645,554              615,967            319,568           568,313          20.09 18.99 16.61 14.96 15.5 7.47 13.94
IPI00745872 ALB Isoform 1 of Serum albumin 1 4.76 3 4 5,084,771        5,035,370        3,688,204        4,316,552        3,974,882        4,279,408        4,076,865        1,021,715    956,280            612,785           645,554              615,967            319,568           568,313          20.09 18.99 16.61 14.96 15.5 7.47 13.94
IPI00908876 ALB cDNA FLJ50830, highly similar to Serum albumin 1 5.54 3 4 5,084,771        5,035,370        3,688,204        4,316,552        3,974,882        4,279,408        4,076,865        1,021,715    956,280            612,785           645,554              615,967            319,568           568,313          20.09 18.99 16.61 14.96 15.5 7.47 13.94
IPI00965913 ALB Protein 1 6.39 3 4 5,084,771        5,035,370        3,688,204        4,316,552        3,974,882        4,279,408        4,076,865        1,021,715    956,280            612,785           645,554              615,967            319,568           568,313          20.09 18.99 16.61 14.96 15.5 7.47 13.94
IPI00966829 ALB 69 kDa protein 1 4.8 3 4 5,084,771        5,035,370        3,688,204        4,316,552        3,974,882        4,279,408        4,076,865        1,021,715    956,280            612,785           645,554              615,967            319,568           568,313          20.09 18.99 16.61 14.96 15.5 7.47 13.94

KVPQVSTPTLVEVSR 2 0.9998
KVPQVSTPTLVEVSR 3 0.9998

LVTDLTK 2 0.993
YLYEIAR 2 0.9783

IPI00022443 AFP Alpha‐fetoprotein 0.98 3.78 1 1 2,098,480        1,766,350        1,718,265        2,051,890        1,704,120        1,886,655        1,673,810        240,006       287,054            388,999           455,636              343,714            272,658           532,301          11.44 16.25 22.64 22.21 20.17 14.45 31.8
IPI00968077 AFP 70 kDa protein 0.98 3.7 1 1 2,098,480        1,766,350        1,718,265        2,051,890        1,704,120        1,886,655        1,673,810        240,006       287,054            388,999           455,636              343,714            272,658           532,301          11.44 16.25 22.64 22.21 20.17 14.45 31.8

QKPQITEEQLEAVIADFSGLLEK 3 0.9797
IPI00022462 TFRC Transferrin receptor protein 1 1 3.55 2 2 15,936,250     14,876,550     15,179,900     14,339,205     14,034,415     14,935,045     12,184,155     2,257,603    4,701,353        1,008,802       1,012,683          3,219,878        2,859,572        2,998,160      14.17 31.6 6.65 7.06 22.94 19.15 24.61
IPI00924935 TFRC cDNA FLJ57106, highly similar to Transferrin receptor protein 1 1 3.98 2 2 15,936,250     14,876,550     15,179,900     14,339,205     14,034,415     14,935,045     12,184,155     2,257,603    4,701,353        1,008,802       1,012,683          3,219,878        2,859,572        2,998,160      14.17 31.6 6.65 7.06 22.94 19.15 24.61

LAQMFSDMVLK 2 0.9985
LVYLVENPGGYVAYSK 2 0.8682

IPI00022585 AKAP1 cDNA FLJ56047, highly similar to A kinase anchor protein 1, mitochondr 0.96 2.54 1 1 182,809           175,369           216,978           149,310           139,067           192,076           163,523           55,920         126,013            133,221           20,014                17,333              33,184             42,546            30.59 71.86 61.4 13.4 12.46 17.28 26.02
IPI00158627 AKAP1 Isoform 2 of A‐kinase anchor protein 1, mitochondria 0.96 4.05 1 1 182,809           175,369           216,978           149,310           139,067           192,076           163,523           55,920         126,013            133,221           20,014                17,333              33,184             42,546            30.59 71.86 61.4 13.4 12.46 17.28 26.02
IPI00942186 AKAP1 Isoform 1 of A‐kinase anchor protein 1, mitochondria 0.96 2.66 1 1 182,809           175,369           216,978           149,310           139,067           192,076           163,523           55,920         126,013            133,221           20,014                17,333              33,184             42,546            30.59 71.86 61.4 13.4 12.46 17.28 26.02

AAFQIISQVISEATEQVLATTVGK 3 0.9598
IPI00022608 SORL1 Sortilin‐related receptor 0.943 0.86 1 1 10,758,990     13,585,340     10,345,060     9,050,040        12,071,170     15,001,400     10,708,470     2,473,030    3,402,576        1,147,762       2,442,537          2,623,802        2,660,811        2,299,116      22.99 25.05 11.09 26.99 21.74 17.74 21.47

MSEDLSLEVCVPDPEFSGK 2 0.9425
IPI00022648 EIF5 Eukaryotic translation initiation factor 5 1 5.8 2 2 15,419,115     16,893,825     11,847,960     12,768,750     13,914,385     18,745,370     13,945,360     1,419,560    5,533,567        1,387,490       1,512,146          858,805            2,312,621        3,315,083      9.21 32.75 11.71 11.84 6.17 12.34 23.77

AMGPLVLTEVLFNEK 2 0.9997
VLTLSDDLER 2 0.9973

IPI00022694 PSMD4 Isoform Rpn10A of 26S proteasome non‐ATPase regulatory subunit 4 1 16.71 5 5 18,373,582     18,813,337     16,133,168     18,456,248     17,658,478     23,814,208     17,299,810     1,643,515    4,664,930        1,223,842       3,133,841          3,939,918        3,150,583        3,793,305      8.94 24.8 7.59 16.98 22.31 13.23 21.93
IPI00216247 PSMD4 Proteasome (Prosome, macropain) 26S subunit, non‐ATPase, 4, isoform 1 16.58 5 5 18,373,582     18,813,337     16,133,168     18,456,248     17,658,478     23,814,208     17,299,810     1,643,515    4,664,930        1,223,842       3,133,841          3,939,918        3,150,583        3,793,305      8.94 24.8 7.59 16.98 22.31 13.23 21.93

IIAFVGSPVEDNEKDLVK 3 0.8419
LQAQQDAVNIVCHSK 3 0.9996

MTISQQEFGR 2 0.9987
NAMGSLASQATK 2 0.9961

NGDFLPTR 2 0.9934
IPI00022744 CSE1L Isoform 1 of Exportin‐2 1 13.7 7 9 14,544,327     15,233,114     14,678,499     15,830,535     14,095,533     17,796,338     14,618,584     1,053,057    3,144,163        2,125,811       1,912,823          1,916,685        1,400,798        2,989,850      7.24 20.64 14.48 12.08 13.6 7.87 20.45
IPI00219994 CSE1L Isoform 3 of Exportin‐2 1 14.07 7 9 14,544,327     15,233,114     14,678,499     15,830,535     14,095,533     17,796,338     14,618,584     1,053,057    3,144,163        2,125,811       1,912,823          1,916,685        1,400,798        2,989,850      7.24 20.64 14.48 12.08 13.6 7.87 20.45

FFEGPVTGIFSGYVNSMLQEYAK 2 0.9998
FFEGPVTGIFSGYVNSMLQEYAK 3 0.9998
FLESVEGNQNYPLLLLTLLEK 2 0.9998
FLESVEGNQNYPLLLLTLLEK 3 0.9998

GSNTIASAAADKIPGLLGVFQK 3 0.9996
LLQTDDEEEAGLLELLK 2 0.9997

SANVNEFPVLK 2 0.8873
SFSLLQEAIIPYIPTLITQLTQK 3 0.9998

YGALALQEIFDGIQPK 2 0.9983
IPI00022774 VCP Transitional endoplasmic reticulum ATPase 1 43.92 29 33 383,107,061   379,994,820   329,859,782   347,262,501   348,746,347   447,275,117   337,022,700   15,405,741  85,029,149      34,828,042     23,552,670        33,905,385      63,816,393      60,516,422    4.02 22.38 10.56 6.78 9.72 14.27 17.96

AIANECQANFISIK 2 0.9998
DVDLEFLAK 2 0.999

ELQELVQYPVEHPDKFLK 3 0.9745
ETVVEVPQVTWEDIGGLEDVKR 3 0.9991

EVDIGIPDATGR 2 0.9995
FGMTPSK 1 0.8422

GDDLSTAILK 2 0.999
GVLFYGPPGCGK 2 0.9998
IVSQLLTLMDGLK 2 0.9998

KGDIFLVR 2 0.9998
KKMDLIDLEDETIDAEVMNSLAVTMDDFR 3 0.986
KMDLIDLEDETIDAEVMNSLAVTMDDFR 3 0.9998

KYEMFAQTLQQSR 2 0.9998
KYEMFAQTLQQSR 3 0.9996
LDQLIYIPLPDEK 2 0.9998

LEILQIHTK 2 0.9511
LEILQIHTK 3 0.9758

LGDVISIQPCPDVK 2 0.9998
LIVDEAINEDNSVVSLSQPK 2 0.9998
LIVDEAINEDNSVVSLSQPK 3 0.9998

MDELQLFR 2 0.9997
MDLIDLEDETIDAEVMNSLAVTMDDFR 3 0.9998

MTNGFSGADLTEICQR 2 0.9998
NAPAIIFIDELDAIAPK 3 0.9997
NAPAIIFIDELDAIAPKR 2 0.9998

NVFIIGATNRPDIIDPAILRPGR 3 0.9998
QAAPCVLFFDELDSIAK 2 0.9998
QAAPCVLFFDELDSIAK 3 0.9998

QTNPSAMEVEEDDPVPEIR 2 0.9997
QTNPSAMEVEEDDPVPEIRR 3 0.9944

RIVSQLLTLMDGLK 2 0.9816
VINQILTEMDGMSTKK 3 0.9997

WALSQSNPSALR 2 0.9998
IPI00969375 ‐ Hydroxyacyl‐Coenzyme A dehydrogenase/3‐ketoacyl‐Coenzyme A thiol 0.941 3.76 1 1 1,010,243        1,017,210        1,216,098        1,169,255        1,206,755        1,338,540        1,276,708        156,282       210,413            291,717           271,018              269,718            234,704           379,761          15.47 20.69 23.99 23.18 22.35 17.53 29.75
IPI00022793 HADHB Trifunctional enzyme subunit beta, mitochondria 0.941 2.95 1 1 1,010,243        1,017,210        1,216,098        1,169,255        1,206,755        1,338,540        1,276,708        156,282       210,413            291,717           271,018              269,718            234,704           379,761          15.47 20.69 23.99 23.18 22.35 17.53 29.75
IPI00383695 HADHB Mitochondrial trifunctional protein beta subunit (Fragment) 0.941 6.25 1 1 1,010,243        1,017,210        1,216,098        1,169,255        1,206,755        1,338,540        1,276,708        156,282       210,413            291,717           271,018              269,718            234,704           379,761          15.47 20.69 23.99 23.18 22.35 17.53 29.75
IPI00893108 HADHB Putative uncharacterized protein HADHB 0.941 3.99 1 1 1,010,243        1,017,210        1,216,098        1,169,255        1,206,755        1,338,540        1,276,708        156,282       210,413            291,717           271,018              269,718            234,704           379,761          15.47 20.69 23.99 23.18 22.35 17.53 29.75

DNGIRPSSLEQMAK 2 0.9407
IPI00022810 CTSC Isoform 1 of Dipeptidyl peptidase 1 0.997 5.62 2 2 11,538,400     11,442,170     11,115,480     11,315,780     11,302,400     13,853,840     11,239,680     694,361       2,929,645        1,874,025       1,515,122          1,531,914        1,933,383        1,939,752      6.02 25.6 16.86 13.39 13.55 13.96 17.26

NSWGTGWGENGYFR 2 0.9936
NVHGINFVSPVR 3 0.9925

IPI00022827 SLK Isoform 1 of STE20‐like serine/threonine‐protein kinase 0.999 1.7 1 1 903,818           751,006           862,145           911,335           781,495           992,880           891,545           306,790       131,679            229,781           189,402              169,675            211,554           188,853          33.94 17.53 26.65 20.78 21.71 21.31 21.18
IPI00247439 SLK Isoform 2 of STE20‐like serine/threonine‐protein kinase 0.999 1.74 1 1 903,818           751,006           862,145           911,335           781,495           992,880           891,545           306,790       131,679            229,781           189,402              169,675            211,554           188,853          33.94 17.53 26.65 20.78 21.71 21.31 21.18

DLNPEDFWEIIGELGDGAFGK 2 0.9992
IPI00022830 NSFL1C Isoform 2 of NSFL1 cofactor p47 0.998 11.8 3 3 8,426,550        8,525,659        6,712,742        7,478,975        7,502,298        10,131,506     7,406,859        565,242       2,523,698        875,906           866,164              766,334            983,426           1,602,297      6.71 29.6 13.05 11.58 10.21 9.71 21.63

DLIHDQDEDEEEEEGQR 3 0.9766
EANLLNAVIVQR 2 0.9518
SGFSLDNGELR 2 0.9693



IPI00022881 CLTCL1 Isoform 1 of Clathrin heavy chain 2 1 2.26 3 3 8,297,658        7,527,500        7,304,780        8,038,998        7,692,413        9,460,693        7,775,653        664,714       1,494,930        566,948           748,043              730,746            1,471,701        1,374,111      8.01 19.86 7.76 9.31 9.5 15.56 17.67
IPI00300446 CLTCL1 Isoform 2 of Clathrin heavy chain 2 1 2.34 3 3 8,297,658        7,527,500        7,304,780        8,038,998        7,692,413        9,460,693        7,775,653        664,714       1,494,930        566,948           748,043              730,746            1,471,701        1,374,111      8.01 19.86 7.76 9.31 9.5 15.56 17.67

IVLDNSVFSEHR 2 0.9906
KVGYTPDWIFLLR 2 0.9989
NLQNLLILTAIK 2 0.9998

IPI00022977 CKB Creatine kinase B‐type 1 62.47 21 38 1,011,009,674 1,067,822,619 1,011,459,273 922,481,888   1,108,183,070 1,399,845,760 1,043,124,777 64,866,659  259,312,219    126,822,184  110,964,355      117,315,627    189,938,359    220,690,799  6.42 24.28 12.54 12.03 10.59 13.57 21.16
AGVHIKLPNLGK 2 0.8695
AGVHIKLPNLGK 3 0.9998

AIEKLAVEALSSLDGDLAGR 2 0.9998
DLFDPIIEDR 2 0.9998

DYEFMWNPHLGYILTCPSNLGTGLR 3 0.9998
FCTGLTQIETLFK 1 0.9998
FCTGLTQIETLFK 2 0.9998

FPAEDEFPDLSAHNNHMAK 2 0.9998
FPAEDEFPDLSAHNNHMAK 3 0.9998

FSEVLK 1 0.9763
GFCLPPHCSR 2 0.9998
GGNMKEVFTR 2 0.9996
GGNMKEVFTR 3 0.9993

GTGGVDTAAVGGVFDVSNADR 2 0.9998
GTGGVDTAAVGGVFDVSNADR 3 0.9998

LAVEALSSLDGDLAGR 1 0.9998
LAVEALSSLDGDLAGR 2 0.9998
LAVEALSSLDGDLAGR 3 0.9998
LEQGQAIDDLMPAQK 1 0.9998
LEQGQAIDDLMPAQK 2 0.9998
LEQGQAIDDLMPAQK 3 0.9998
LGFSEVELVQMVVDGVK 1 0.9998
LGFSEVELVQMVVDGVK 2 0.9998
LGFSEVELVQMVVDGVK 3 0.9998
LGYILTCPSNLGTGLR 2 0.9813

LLIEMEQR 1 0.9796
LLIEMEQR 2 0.9998

LRFPAEDEFPDLSAHNNHMAK 3 0.9998
RGTGGVDTAAVGGVFDVSNADR 2 0.9998
RGTGGVDTAAVGGVFDVSNADR 3 0.9998

SKDYEFMWNPHLGYILTCPSNLGTGLR 2 0.9995
SKDYEFMWNPHLGYILTCPSNLGTGLR 3 0.9998
TDLNPDNLQGGDDLDPNYVLSSR 2 0.9998
TDLNPDNLQGGDDLDPNYVLSSR 3 0.9998

TFLVWVNEEDHLR 2 0.9998
TFLVWVNEEDHLR 3 0.9998
VLTPELYAELR 1 0.9998
VLTPELYAELR 2 0.9998

IPI00074224 EIF1AX Eukaryotic translation initiation factor 1A, X‐chromosoma 1 20.83 2 2 4,299,100        4,078,598        4,045,908        4,183,513        3,723,183        4,489,865        3,819,853        488,834       899,701            423,732           658,312              424,482            631,734           366,289          11.37 22.06 10.47 15.74 11.4 14.07 9.59
IPI00023004 EIF1AY Eukaryotic translation initiation factor 1A, Y‐chromosoma 1 20.83 2 2 4,299,100        4,078,598        4,045,908        4,183,513        3,723,183        4,489,865        3,819,853        488,834       899,701            423,732           658,312              424,482            631,734           366,289          11.37 22.06 10.47 15.74 11.4 14.07 9.59

ELVFKEDGQEYAQVIK 3 0.9991
VWINTSDIILVGLR 2 0.9974

IPI00023006 ACTC1 Actin, alpha cardiac muscle 1 1 27.59 9 11 280,073,313   290,963,343   257,996,360   249,650,573   273,977,413   336,960,287   253,777,150   15,248,418  73,957,052      29,847,718     26,897,688        26,391,403      43,448,836      54,301,799    5.44 25.42 11.57 10.77 9.63 12.89 21.4
AVFPSIVGRPR 2 0.999
DLTDYLMK 1 0.9873
DLTDYLMK 2 0.8057

EITALAPSTMK 1 0.9998
EITALAPSTMK 2 0.9983
IKIIAPPERK 3 0.9971

LDLAGRDLTDYLMK 2 0.9907
MQKEITALAPSTMK 3 0.9939
SYELPDGQVITIGNER 2 0.9998
YPIEHGIITNWDDMEK 2 0.9998

YSVWIGGSILASLSTFQQMWISK 2 0.9998
IPI00023014 VWF von Willebrand factor 0.918 0.39 1 1 5,505,520        5,685,265        3,742,900        4,528,335        3,960,695        5,863,590        4,222,505        1,571,793    1,344,282        547,912           875,288              869,568            1,119,049        1,233,977      28.55 23.65 14.64 19.33 21.95 19.08 29.22
IPI00788786 VWF cDNA FLJ59036, highly similar to von Willebrand factor 0.918 0.39 1 1 5,505,520        5,685,265        3,742,900        4,528,335        3,960,695        5,863,590        4,222,505        1,571,793    1,344,282        547,912           875,288              869,568            1,119,049        1,233,977      28.55 23.65 14.64 19.33 21.95 19.08 29.22

HIVTFDGQNFK 2 0.9181
IPI00023048 EEF1D Isoform 1 of Elongation factor 1‐delta 1 25.62 5 5 9,741,160        8,498,097        9,019,968        9,140,776        9,193,909        10,749,973     9,385,651        748,358       1,915,517        1,033,797       1,343,642          1,197,100        1,934,895        2,275,572      7.68 22.54 11.46 14.7 13.02 18 24.25
IPI00642971 EEF1D Isoform 2 of Elongation factor 1‐delta 1 11.13 5 5 9,741,160        8,498,097        9,019,968        9,140,776        9,193,909        10,749,973     9,385,651        748,358       1,915,517        1,033,797       1,343,642          1,197,100        1,934,895        2,275,572      7.68 22.54 11.46 14.7 13.02 18 24.25
IPI00789435 EEF1D elongation factor 1‐delta isoform 3 1 11.15 5 5 9,741,160        8,498,097        9,019,968        9,140,776        9,193,909        10,749,973     9,385,651        748,358       1,915,517        1,033,797       1,343,642          1,197,100        1,934,895        2,275,572      7.68 22.54 11.46 14.7 13.02 18 24.25

FYEQMNGPVAGASR 2 0.9998
GVVQELQQAISK 2 0.9998
IASLEVENQSLR 2 0.9998
QENGASVILR 2 0.9722

SLAGSSGPGASSGTSGDHGELVVR 3 0.9998
IPI00023191 TOM1 cDNA FLJ54710, highly similar to Target of Myb protein 1 0.988 2.59 1 1 338,320           289,521           334,608           328,785           357,776           314,111           357,454           60,840         21,346              63,370             76,301                123,793            46,550             81,096            17.98 7.37 18.94 23.21 34.6 14.82 22.69
IPI00879576 TOM1 Target of myb1 0.988 3.88 1 1 338,320           289,521           334,608           328,785           357,776           314,111           357,454           60,840         21,346              63,370             76,301                123,793            46,550             81,096            17.98 7.37 18.94 23.21 34.6 14.82 22.69
IPI00879680 TOM1 Isoform 4 of Target of Myb protein 1 0.988 2.83 1 1 338,320           289,521           334,608           328,785           357,776           314,111           357,454           60,840         21,346              63,370             76,301                123,793            46,550             81,096            17.98 7.37 18.94 23.21 34.6 14.82 22.69
IPI00903336 TOM1 cDNA FLJ40607 fis, clone THYMU2012273, highly similar to Target of M 0.988 4.91 1 1 338,320           289,521           334,608           328,785           357,776           314,111           357,454           60,840         21,346              63,370             76,301                123,793            46,550             81,096            17.98 7.37 18.94 23.21 34.6 14.82 22.69
IPI00910932 TOM1 cDNA FLJ54716, highly similar to Target of Myb protein 1 0.988 2.86 1 1 338,320           289,521           334,608           328,785           357,776           314,111           357,454           60,840         21,346              63,370             76,301                123,793            46,550             81,096            17.98 7.37 18.94 23.21 34.6 14.82 22.69
IPI00913835 TOM1 Isoform 1 of Target of Myb protein 1 0.988 2.64 1 1 338,320           289,521           334,608           328,785           357,776           314,111           357,454           60,840         21,346              63,370             76,301                123,793            46,550             81,096            17.98 7.37 18.94 23.21 34.6 14.82 22.69
IPI00941588 TOM1 Isoform 2 of Target of Myb protein 1 0.988 2.64 1 1 338,320           289,521           334,608           328,785           357,776           314,111           357,454           60,840         21,346              63,370             76,301                123,793            46,550             81,096            17.98 7.37 18.94 23.21 34.6 14.82 22.69
IPI00942537 TOM1 TOM1 0.988 6.22 1 1 338,320           289,521           334,608           328,785           357,776           314,111           357,454           60,840         21,346              63,370             76,301                123,793            46,550             81,096            17.98 7.37 18.94 23.21 34.6 14.82 22.69

VLNLIQSWADAFR 2 0.9876
IPI00023234 UBA2 SUMO‐activating enzyme subunit 2 1 6.56 2 2 7,913,215        6,855,292        7,113,694        5,890,493        8,420,654        8,457,860        9,691,091        572,282       1,409,363        436,558           353,121              1,274,473        543,285           2,422,196      7.23 20.56 6.14 5.99 15.14 6.42 24.99

SMAGNIIPAIATTNAVIAGLIVLEGLK 3 0.9996
VLVVGAGGIGCELLK 2 0.9996

IPI00023283 TTN Isoform 2 of Titin 0.987 0.06 2 2 3,572,498        4,145,529        5,133,559        4,834,839        5,489,590        6,657,388        4,678,367        1,148,767    1,676,038        459,512           1,066,621          1,146,826        2,630,971        1,168,538      32.16 40.43 8.95 22.06 20.89 39.52 24.98
IPI00179357 TTN Isoform 7 of Titin 0.987 0.06 2 2 3,572,498        4,145,529        5,133,559        4,834,839        5,489,590        6,657,388        4,678,367        1,148,767    1,676,038        459,512           1,066,621          1,146,826        2,630,971        1,168,538      32.16 40.43 8.95 22.06 20.89 39.52 24.98
IPI00759542 TTN Isoform 8 of Titin 0.987 0.06 2 2 3,572,498        4,145,529        5,133,559        4,834,839        5,489,590        6,657,388        4,678,367        1,148,767    1,676,038        459,512           1,066,621          1,146,826        2,630,971        1,168,538      32.16 40.43 8.95 22.06 20.89 39.52 24.98
IPI00759613 TTN titin isoform N2‐A 0.987 0.06 2 2 3,572,498        4,145,529        5,133,559        4,834,839        5,489,590        6,657,388        4,678,367        1,148,767    1,676,038        459,512           1,066,621          1,146,826        2,630,971        1,168,538      32.16 40.43 8.95 22.06 20.89 39.52 24.98
IPI00759637 TTN Isoform 4 of Titin 0.987 0.06 2 2 3,572,498        4,145,529        5,133,559        4,834,839        5,489,590        6,657,388        4,678,367        1,148,767    1,676,038        459,512           1,066,621          1,146,826        2,630,971        1,168,538      32.16 40.43 8.95 22.06 20.89 39.52 24.98
IPI00759754 TTN Isoform 1 of Titin 0.987 0.06 2 2 3,572,498        4,145,529        5,133,559        4,834,839        5,489,590        6,657,388        4,678,367        1,148,767    1,676,038        459,512           1,066,621          1,146,826        2,630,971        1,168,538      32.16 40.43 8.95 22.06 20.89 39.52 24.98
IPI00940872 TTN Titin, isoform CRA_a 0.987 0.06 2 2 3,572,498        4,145,529        5,133,559        4,834,839        5,489,590        6,657,388        4,678,367        1,148,767    1,676,038        459,512           1,066,621          1,146,826        2,630,971        1,168,538      32.16 40.43 8.95 22.06 20.89 39.52 24.98

FRDVIVVK 1 0.8084
NLCTLELFSVNR 3 0.9729

IPI00023322 DPF2 Zinc finger protein ubi‐d4 0.963 4.09 1 1 9,642,330        10,873,415     11,897,200     12,468,300     11,319,105     15,671,200     8,050,870        2,224,482    5,190,764        735,264           1,424,668          3,240,315        5,597,754        2,076,260      23.07 47.74 6.18 11.43 28.63 35.72 25.79
IPI00908945 DPF2 cDNA FLJ54147, highly similar to Zinc‐finger protein ubi‐d4 0.963 7.73 1 1 9,642,330        10,873,415     11,897,200     12,468,300     11,319,105     15,671,200     8,050,870        2,224,482    5,190,764        735,264           1,424,668          3,240,315        5,597,754        2,076,260      23.07 47.74 6.18 11.43 28.63 35.72 25.79

EGLISQDGSSLEALLR 2 0.9627
IPI00023532 SPATS2L cDNA FLJ59751, weakly similar to Mus musculus spermatogenesis asso 0.971 2.89 1 1 1,014,513        1,252,638        1,093,228        1,068,315        1,054,825        1,192,567        953,077           161,399       365,394            152,109           207,941              441,792            115,097           192,837          15.91 29.17 13.91 19.46 41.88 9.65 20.23
IPI00103027 SPATS2L Isoform 2 of SPATS2‐like protein 0.971 3.48 1 1 1,014,513        1,252,638        1,093,228        1,068,315        1,054,825        1,192,567        953,077           161,399       365,394            152,109           207,941              441,792            115,097           192,837          15.91 29.17 13.91 19.46 41.88 9.65 20.23
IPI00916831 SPATS2L Isoform 1 of SPATS2‐like protein 0.971 3.05 1 1 1,014,513        1,252,638        1,093,228        1,068,315        1,054,825        1,192,567        953,077           161,399       365,394            152,109           207,941              441,792            115,097           192,837          15.91 29.17 13.91 19.46 41.88 9.65 20.23
IPI00917040 SPATS2L Putative uncharacterized protein SPATS2L 0.971 3.41 1 1 1,014,513        1,252,638        1,093,228        1,068,315        1,054,825        1,192,567        953,077           161,399       365,394            152,109           207,941              441,792            115,097           192,837          15.91 29.17 13.91 19.46 41.88 9.65 20.23
IPI00926880 SPATS2L 30 kDa protein 0.971 6.39 1 1 1,014,513        1,252,638        1,093,228        1,068,315        1,054,825        1,192,567        953,077           161,399       365,394            152,109           207,941              441,792            115,097           192,837          15.91 29.17 13.91 19.46 41.88 9.65 20.23
IPI00956176 SPATS2L cDNA FLJ59743, weakly similar to Mus musculus spermatogenesis asso 0.971 3 1 1 1,014,513        1,252,638        1,093,228        1,068,315        1,054,825        1,192,567        953,077           161,399       365,394            152,109           207,941              441,792            115,097           192,837          15.91 29.17 13.91 19.46 41.88 9.65 20.23

LTDLASQMAEMQLAELR 3 0.9706
IPI00023591 PURA Transcriptional activator protein Pur‐alpha 0.992 7.14 1 1 9,023,730        8,364,390        8,249,050        7,290,470        8,921,540        10,216,890     6,022,120        1,238,627    2,258,083        1,113,409       1,123,961          1,100,709        1,765,216        1,437,628      13.73 27 13.5 15.42 12.34 17.28 23.87

GPGLGSTQGQTIALPAQGLIEFR 3 0.9919



IPI00023640 PDCD5 Programmed cell death protein 5 0.973 8.8 1 1 73,010,500     77,020,700     57,797,250     57,031,000     67,797,550     80,099,000     69,044,800     7,906,606    24,400,219      11,364,860     9,098,191          6,004,003        8,960,784        21,546,770    10.83 31.68 19.66 15.95 8.86 11.19 31.21
IPI00908931 PDCD5 cDNA FLJ52456, moderately similar to Programmed cell death protein 5 0.973 8.53 1 1 73,010,500     77,020,700     57,797,250     57,031,000     67,797,550     80,099,000     69,044,800     7,906,606    24,400,219      11,364,860     9,098,191          6,004,003        8,960,784        21,546,770    10.83 31.68 19.66 15.95 8.86 11.19 31.21

AVENYLIQMAR 2 0.973
IPI00023673 LGALS3BP Galectin‐3‐binding protein 1 18.29 7 7 265,957,295   263,195,400   279,128,048   282,678,957   266,457,035   329,638,890   225,147,363   28,783,736  81,057,836      25,210,135     14,781,837        44,193,583      61,996,749      43,931,694    10.82 30.8 9.03 5.23 16.59 18.81 19.51

ALMLCEGLFVADVTDFEGWK 2 0.9998
ASHEEVEGLVEK 3 0.9996
ELSEALGQIFDSQR 2 0.9998

GQWGTVCDNLWDLTDASVVCR 2 0.9997
RIDITLSSVK 2 0.9997

SDLAVPSELALLK 2 0.9994
TLQALEFHTVPFQLLAR 2 0.9998

IPI00023728 GGH Gamma‐glutamyl hydrolase 1 11.95 2 2 9,359,650        8,505,280        8,855,050        9,665,010        8,282,500        9,151,470        7,761,950        1,320,589    2,261,733        701,251           859,554              689,658            902,135           1,046,436      14.11 26.59 7.92 8.89 8.33 9.86 13.48
MFQNFPTELLLSLAVEPLTANFHK 3 0.9996

TAFYLAEFFVNEAR 2 0.9991
IPI00909970 ‐ cDNA FLJ53704, moderately similar to Nascent polypeptide‐associated  1 27.81 4 4 4,442,456        4,576,330        4,720,743        4,569,253        4,756,678        5,514,305        4,690,120        504,750       1,022,213        497,324           788,693              881,226            636,077           1,077,728      11.36 22.34 10.53 17.26 18.53 11.54 22.98
IPI00023748 NACA Nascent polypeptide‐associated complex subunit alpha 1 21.86 4 4 4,442,456        4,576,330        4,720,743        4,569,253        4,756,678        5,514,305        4,690,120        504,750       1,022,213        497,324           788,693              881,226            636,077           1,077,728      11.36 22.34 10.53 17.26 18.53 11.54 22.98
IPI00797126 NACA nascent polypeptide‐associated complex subunit alpha isoform a 1 5.08 4 4 4,442,456        4,576,330        4,720,743        4,569,253        4,756,678        5,514,305        4,690,120        504,750       1,022,213        497,324           788,693              881,226            636,077           1,077,728      11.36 22.34 10.53 17.26 18.53 11.54 22.98

ALKNNSNDIVNAIMELTM 2 0.9927
IEDLSQQAQLAAAEK 2 0.9935
NNSNDIVNAIMELTM 2 0.9996
SPASDTYIVFGEAK 2 0.9997

IPI00023860 NAP1L1 Nucleosome assembly protein 1‐like 1 1 17.65 5 5 8,142,224        8,320,867        8,245,124        8,458,720        8,089,629        9,419,801        7,875,310        1,293,993    2,055,728        540,105           1,464,361          1,363,760        895,833           1,308,091      15.89 24.71 6.55 17.31 16.86 9.51 16.61
IPI00789029 NAP1L1 cDNA FLJ30458 fis, clone BRACE2009421, highly similar to NUCLEOSOM 1 18.75 5 5 8,142,224        8,320,867        8,245,124        8,458,720        8,089,629        9,419,801        7,875,310        1,293,993    2,055,728        540,105           1,464,361          1,363,760        895,833           1,308,091      15.89 24.71 6.55 17.31 16.86 9.51 16.61
IPI00797545 NAP1L1 cDNA FLJ60539, highly similar to Nucleosome assembly protein 1‐like 1 1 18.02 5 5 8,142,224        8,320,867        8,245,124        8,458,720        8,089,629        9,419,801        7,875,310        1,293,993    2,055,728        540,105           1,464,361          1,363,760        895,833           1,308,091      15.89 24.71 6.55 17.31 16.86 9.51 16.61

FYEEVHDLER 3 0.9988
GIPEFWLTVFK 2 0.9995

NVDLLSDMVQEHDEPILK 3 0.9996
QLTVQMMQNPQILAALQER 3 0.9997

YAVLYQPLFDK 2 0.9869
IPI00023919 PSMC5 26S protease regulatory subunit 8 1 15.27 4 4 7,506,541        7,739,182        7,634,418        7,482,674        7,659,771        9,021,731        7,262,170        771,108       1,860,236        1,093,108       1,034,434          764,547            989,121           1,116,673      10.27 24.04 14.32 13.82 9.98 10.96 15.38
IPI00555749 PSMC5 Proteasome 26S ATPase subunit 5 variant (Fragment) 1 17.97 4 4 7,506,541        7,739,182        7,634,418        7,482,674        7,659,771        9,021,731        7,262,170        771,108       1,860,236        1,093,108       1,034,434          764,547            989,121           1,116,673      10.27 24.04 14.32 13.82 9.98 10.96 15.38
IPI00745502 PSMC5 cDNA FLJ75514, highly similar to S.scrofa putative 26S protease subunit 1 15.58 4 4 7,506,541        7,739,182        7,634,418        7,482,674        7,659,771        9,021,731        7,262,170        771,108       1,860,236        1,093,108       1,034,434          764,547            989,121           1,116,673      10.27 24.04 14.32 13.82 9.98 10.96 15.38

IEELQLIVNDK 2 0.9939
LLREELQLLQEQGSYVGEVVR 3 0.9989

TMLELLNQLDGFEATK 2 0.9997
VPDSTYEMIGGLDK 2 0.9996

IPI00024046 CDH13 cDNA FLJ52398, highly similar to Cadherin‐13 0.915 3.95 1 1 1,449,525        2,035,314        1,474,264        1,574,040        1,526,521        1,976,540        1,252,986        615,683       715,816            411,878           261,331              353,097            400,828           255,294          42.47 35.17 27.94 16.6 23.13 20.28 20.37
YELIIEAQDMAGLDFGLTGTATATIMIDDK 3 0.9153

IPI00024067 CLTC Isoform 1 of Clathrin heavy chain 1 1 37.07 40 44 147,991,379   149,436,338   147,626,105   149,960,904   152,452,942   182,746,723   141,450,972   9,892,262    31,506,917      15,354,768     11,606,213        22,204,960      17,583,534      25,038,299    6.68 21.08 10.4 7.74 14.57 9.62 17.7
IPI00455383 CLTC Isoform 2 of Clathrin heavy chain 1 1 37.89 40 44 147,991,379   149,436,338   147,626,105   149,960,904   152,452,942   182,746,723   141,450,972   9,892,262    31,506,917      15,354,768     11,606,213        22,204,960      17,583,534      25,038,299    6.68 21.08 10.4 7.74 14.57 9.62 17.7

ADDPSSYMEVVQAANTSGNWEELVK 2 0.9998
AFMTADLPNELIELLEK 2 0.9998

ALEHFTDLYDIKR 3 0.9998
AYEFAER 2 0.9981

DAMQYASESKDTELAEELLQWFLQEEK 3 0.9997
DTELAEELLQWFLQEEK 2 0.9998

EAIDSYIK 2 0.9555
FDVNTSAVQVLIEHIGNLDR 3 0.9998
GQCDLELINVCNENSLFK 2 0.9997
GQCDLELINVCNENSLFK 3 0.9998
GQFSTDELVAEVEKR 3 0.9997

HNIMDFAMPYFIQVMK 3 0.971
ISGETIFVTAPHEATAGIIGVNR 3 0.9998

IVLDNSVFSEHR 2 0.9906
IVLDNSVFSEHR 3 0.9997
IYIDSNNNPER 2 0.9997

KFDVNTSAVQVLIEHIGNLDR 3 0.9998
KFNALFAQGNYSEAAK 3 0.9998

KGQVLSVCVEEENIIPYITNVLQNPDLALR 3 0.9261
KVGYTPDWIFLLR 2 0.9989

LAELEEFINGPNNAHIQQVGDR 3 0.9998
LASTLVHLGEYQAAVDGAR 3 0.9998

LDNYDAPDIANIAISNELFEEAFAIFR 3 0.9997
LLEMNLMHAPQVADAILGNQMFTHYDR 3 0.9998

LLLPWLEAR 2 0.9993
LLYNNVSNFGR 2 0.9998

LPVVIGGLLDVDCSEDVIK 2 0.9998
NLQNLLILTAIK 2 0.9998

RPISADSAIMNPASK 3 0.9996
SFEGLFYFLGSIVNFSQDPDVHFK 3 0.9998

SVDPTLALSVYLR 2 0.9974
SVNESLNNLFITEEDYQALR 2 0.9998
SVNESLNNLFITEEDYQALR 3 0.9998

TLQIFNIEMK 2 0.9994
TSIDAYDNFDNISLAQR 2 0.9998
TSIDAYDNFDNISLAQR 3 0.9996

VANVELYYR 2 0.9997
VGYTPDWIFLLR 2 0.9998
VIQCFAETGQVQK 2 0.9998

VMEYINR 2 0.9965
VSQPIEGHAASFAQFK 3 0.9992

WISLNTVALVTDNAVYHWSMEGESQPVK 3 0.9998
WLLLTGISAQQNR 2 0.9998

YHEQLSTQSLIELFESFK 3 0.9998
IPI00024095 ANXA3 Annexin A3 1 46.75 13 13 44,088,301     44,432,408     39,269,363     42,324,596     43,120,432     53,431,102     41,513,946     1,697,024    9,562,602        3,749,291       3,756,589          5,190,291        7,356,413        8,261,711      3.85 21.52 9.55 8.88 12.04 13.77 19.9
IPI00745868 ANXA3 36 kDa protein 1 46.75 13 13 44,088,301     44,432,408     39,269,363     42,324,596     43,120,432     53,431,102     41,513,946     1,697,024    9,562,602        3,749,291       3,756,589          5,190,291        7,356,413        8,261,711      3.85 21.52 9.55 8.88 12.04 13.77 19.9

ALLTLADGR 2 0.9909
DESLKVDEHLAK 3 0.9978

DYPDFSPSVDAEAIQK 2 0.9998
GAGTNEDALIEILTTR 2 0.9997

GELSGHFEDLLLAIVNCVR 2 0.9997
MLISILTER 2 0.9994
NTPAFLAER 2 0.9556
QDAQILYK 2 0.9959

SDTSGDYEITLLK 2 0.9998
SEIDLLDIR 2 0.999

SLGDDISSETSGDFR 2 0.9289
SLGDDISSETSGDFRK 3 0.9384
WGTDEDKFTEILCLR 3 0.9997

IPI00024097 TES Isoform 1 of Testin 0.998 2.85 1 1 1,605,820        1,320,850        1,415,860        1,247,112        1,305,310        1,318,469        1,403,255        140,356       467,949            255,552           344,455              327,436            372,796           336,020          8.74 35.43 18.05 27.62 25.08 28.27 23.95
IPI00216425 TES Isoform 2 of Testin 0.998 2.91 1 1 1,605,820        1,320,850        1,415,860        1,247,112        1,305,310        1,318,469        1,403,255        140,356       467,949            255,552           344,455              327,436            372,796           336,020          8.74 35.43 18.05 27.62 25.08 28.27 23.95

STPAAVGAMEDK 2 0.9979
IPI00737171 LOC729317 similar to voltage‐dependent anion channel 2 1 9.56 2 2 1,355,167        1,233,617        1,097,878        1,132,724        1,173,127        1,388,312        1,086,204        127,503       295,636            132,052           200,324              248,609            205,333           216,497          9.41 23.96 12.03 17.69 21.19 14.79 19.93
IPI00888783 LOC729317 similar to voltage‐dependent anion channel 2 1 9.56 2 2 1,355,167        1,233,617        1,097,878        1,132,724        1,173,127        1,388,312        1,086,204        127,503       295,636            132,052           200,324              248,609            205,333           216,497          9.41 23.96 12.03 17.69 21.19 14.79 19.93



IPI00455531 VDAC2 similar to voltage‐dependent anion channel 2 1 9.56 2 2 1,355,167        1,233,617        1,097,878        1,132,724        1,173,127        1,388,312        1,086,204        127,503       295,636            132,052           200,324              248,609            205,333           216,497          9.41 23.96 12.03 17.69 21.19 14.79 19.93
IPI00024145 VDAC2 Isoform 2 of Voltage‐dependent anion‐selective channel protein 2 1 9.89 2 2 1,355,167        1,233,617        1,097,878        1,132,724        1,173,127        1,388,312        1,086,204        127,503       295,636            132,052           200,324              248,609            205,333           216,497          9.41 23.96 12.03 17.69 21.19 14.79 19.93
IPI00216026 VDAC2 Isoform 3 of Voltage‐dependent anion‐selective channel protein 2 1 9.52 2 2 1,355,167        1,233,617        1,097,878        1,132,724        1,173,127        1,388,312        1,086,204        127,503       295,636            132,052           200,324              248,609            205,333           216,497          9.41 23.96 12.03 17.69 21.19 14.79 19.93
IPI00902560 VDAC2 Isoform 1 of Voltage‐dependent anion‐selective channel protein 2 1 9.06 2 2 1,355,167        1,233,617        1,097,878        1,132,724        1,173,127        1,388,312        1,086,204        127,503       295,636            132,052           200,324              248,609            205,333           216,497          9.41 23.96 12.03 17.69 21.19 14.79 19.93
IPI00917420 VDAC2 30 kDa protein 1 9.93 2 2 1,355,167        1,233,617        1,097,878        1,132,724        1,173,127        1,388,312        1,086,204        127,503       295,636            132,052           200,324              248,609            205,333           216,497          9.41 23.96 12.03 17.69 21.19 14.79 19.93

NNFAVGYR 2 0.999
VNNSSLIGVGYTQTLRPGVK 3 0.9996

IPI00024157 FKBP3 Peptidyl‐prolyl cis‐trans isomerase FKBP3 1 16.52 3 3 50,154,519     51,966,911     39,936,741     41,550,986     46,227,467     58,168,378     40,539,468     4,326,539    16,069,954      5,094,792       4,021,502          3,514,197        8,272,883        8,286,731      8.63 30.92 12.76 9.68 7.6 14.22 20.44
AWTVEQLR 2 0.9408

FLQEHGSDSFLAEHK 3 0.9991
SEETLDEGPPKYTK 2 0.9856

IPI00024175 PSMA7 Isoform 1 of Proteasome subunit alpha type‐7 0.999 20.56 3 3 9,128,284        8,056,655        8,212,393        8,943,983        7,742,494        8,736,807        7,666,514        1,064,433    1,779,534        544,535           810,511              559,082            607,480           1,184,212      11.66 22.09 6.63 9.06 7.22 6.95 15.45
ALLEVVQSGGK 2 0.9991

KICALDDNVCMAFAGLTADARIVINR 3 0.9068
LTVEDPVTVEYITR 2 0.9944

IPI00024320 RBM3 Putative RNA‐binding protein 3 1 41.4 3 3 55,302,850     61,308,720     45,549,180     51,797,825     48,174,780     61,643,250     49,176,935     3,013,445    15,227,507      5,473,060       5,259,193          3,147,159        12,277,874      10,263,041    5.45 24.84 12.02 10.15 6.53 19.92 20.87
GFGFITFTNPEHASVAMR 3 0.9986

LFVGGLNFNTDEQALEDHFSSFGPISEVVVVK 3 0.9997
YYDSRPGGYGYGYGR 3 0.979

IPI00024364 TNPO1 Isoform 1 of Transportin‐1 1 1.45 1 1 4,635,100        4,809,515        4,427,290        4,551,750        4,315,520        5,339,660        4,170,930        1,154,716    1,331,569        554,772           1,180,956          888,949            571,644           721,443          24.91 27.69 12.53 25.95 20.6 10.71 17.3
IPI00843876 TNPO1 Isoform 2 of Transportin‐1 1 1.46 1 1 4,635,100        4,809,515        4,427,290        4,551,750        4,315,520        5,339,660        4,170,930        1,154,716    1,331,569        554,772           1,180,956          888,949            571,644           721,443          24.91 27.69 12.53 25.95 20.6 10.71 17.3

ATVGILITTIASK 2 0.9906
IPI00024466 UGGT1 Isoform 1 of UDP‐glucose:glycoprotein glucosyltransferase 1 1 7.07 6 6 13,045,414     13,021,741     12,437,096     13,105,843     11,423,576     14,353,858     12,057,649     1,530,988    3,107,651        1,960,168       2,485,847          1,630,025        680,136           3,302,851      11.74 23.87 15.76 18.97 14.27 4.74 27.39
IPI00619903 UGGT1 Isoform 2 of UDP‐glucose:glycoprotein glucosyltransferase 1 1 7.18 6 6 13,045,414     13,021,741     12,437,096     13,105,843     11,423,576     14,353,858     12,057,649     1,530,988    3,107,651        1,960,168       2,485,847          1,630,025        680,136           3,302,851      11.74 23.87 15.76 18.97 14.27 4.74 27.39

EISYENTQISR 2 0.997
IIGPLEDSELFNQDDFHLLENIILK 3 0.9994

ILFLDVLFPLVVDK 2 0.9997
IYSHDGTDSPPDADEVVIVLNNFK 3 0.9752

VFMNCQSKLSDMPLK 2 0.82
YNSWPSSLQELLRPTFPGVIR 3 0.9581

IPI00024502 UBQLN4 Ubiquilin‐4 0.994 1.66 1 1 1,368,677        1,469,256        1,498,886        1,321,321        1,824,083        1,855,516        1,415,151        183,824       633,738            251,447           183,008              458,054            543,482           461,547          13.43 43.13 16.78 13.85 25.11 29.29 32.61
IPI00744359 UBQLN4 cDNA FLJ13292 fis, clone OVARC1001180, weakly similar to UBIQUITIN‐ 0.994 3.18 1 1 1,368,677        1,469,256        1,498,886        1,321,321        1,824,083        1,855,516        1,415,151        183,824       633,738            251,447           183,008              458,054            543,482           461,547          13.43 43.13 16.78 13.85 25.11 29.29 32.61

NPAMMQEMMR 2 0.9939
IPI00024642 CCDC47 Isoform 1 of Coiled‐coil domain‐containing protein 47 0.99 4.97 1 1 1,073,005        1,141,757        1,118,245        1,086,440        1,024,650        1,135,950        945,055           263,880       406,326            79,721             264,080              301,108            120,596           142,820          24.59 35.59 7.13 24.31 29.39 10.62 15.11
IPI00743775 CCDC47 Isoform 2 of Coiled‐coil domain‐containing protein 47 0.99 5 1 1 1,073,005        1,141,757        1,118,245        1,086,440        1,024,650        1,135,950        945,055           263,880       406,326            79,721             264,080              301,108            120,596           142,820          24.59 35.59 7.13 24.31 29.39 10.62 15.11

YGLPDSLAILSEMGEVTDGMMDTK 2 0.9898
IPI00024661 SEC24C Protein transport protein Sec24C 0.964 1.19 1 1 4,300,040        4,777,340        4,653,460        4,257,500        4,681,640        5,663,010        4,590,740        202,439       1,395,462        1,743,566       1,011,493          1,069,459        597,497           1,351,870      4.71 29.21 37.47 23.76 22.84 10.55 29.45

SPVESTTEPPAVR 2 0.964
IPI00024662 CBX5 Chromobox protein homolog 5 0.982 5.76 1 1 1,940,970        2,417,844        2,075,890        2,042,960        2,452,765        2,381,662        2,950,640        657,660       986,772            803,246           334,953              605,396            722,495           397,196          33.88 40.81 38.69 16.4 24.68 30.34 13.46

SNFSNSADDIK 2 0.9817
IPI00024664 USP5 Isoform Long of Ubiquitin carboxyl‐terminal hydrolase 5 1 19.11 10 11 28,647,428     31,288,706     26,907,194     26,175,420     28,235,290     35,230,020     26,994,767     1,439,492    6,920,512        4,212,106       4,193,968          3,324,256        4,657,465        6,799,304      5.02 22.12 15.65 16.02 11.77 13.22 25.19
IPI00375145 USP5 Isoform Short of Ubiquitin carboxyl‐terminal hydrolase 5 1 19.64 10 11 28,647,428     31,288,706     26,907,194     26,175,420     28,235,290     35,230,020     26,994,767     1,439,492    6,920,512        4,212,106       4,193,968          3,324,256        4,657,465        6,799,304      5.02 22.12 15.65 16.02 11.77 13.22 25.19

FASFPDYLVIQIK 2 0.9991
GTGLQPGEEELPDIAPPLVTPDEPK 2 0.9781
IGEWELIQESGVPLKPLFGPGYTGIR 3 0.9998

IVILPDYLEIAR 2 0.9343
KLDVSIEMPEELDISQLR 3 0.9997
KQEVQAWDGEVR 2 0.9996

QQDAQEFFLHLINMVER 2 0.9819
QQDAQEFFLHLINMVER 3 0.9997
SAADSISESVPVGPK 2 0.9994

SSENPNEVFR 2 0.9972
VTSAVEALLSADSASR 2 0.9996

IPI00024821 PSMD14 26S proteasome non‐ATPase regulatory subunit 14 1 7.1 1 2 1,514,936        1,763,381        2,276,275        1,930,126        2,197,848        2,066,235        2,633,410        376,197       409,253            225,051           455,614              616,639            250,814           292,988          24.83 23.21 9.89 23.61 28.06 12.14 11.13
IPI00915790 PSMD14 Putative uncharacterized protein PSMD14 1 26.19 1 2 1,514,936        1,763,381        2,276,275        1,930,126        2,197,848        2,066,235        2,633,410        376,197       409,253            225,051           455,614              616,639            250,814           292,988          24.83 23.21 9.89 23.61 28.06 12.14 11.13

AGVPMEVMGLMLGEFVDDYTVR 2 0.9997
AGVPMEVMGLMLGEFVDDYTVR 3 0.9997

IPI00024896 PBLD Phenazine biosynthesis‐like domain‐containing protein 1 25.69 5 5 15,654,092     16,847,043     15,102,366     14,659,723     15,738,633     19,892,048     15,682,727     2,624,639    4,298,235        2,367,058       2,663,266          1,994,635        2,256,675        3,670,537      16.77 25.51 15.67 18.17 12.67 11.34 23.4
EMNLSETAFIR 2 0.9996

GGELGISLRPDGR 2 0.9791
GNPAAVCLLENELDEDMHQK 3 0.9979

NMNSTLTFVTLSGELR 2 0.862
VNTENLLQVENTGK 2 0.9998

IPI00024911 ERP29 Endoplasmic reticulum resident protein 29 1 26.05 5 5 28,820,247     26,708,503     25,624,547     27,724,750     26,127,713     31,454,337     25,919,137     1,352,417    6,003,582        2,300,944       3,725,363          3,444,276        3,643,075        4,611,854      4.69 22.48 8.98 13.44 13.18 11.58 17.79
DGDFENPVPYTGAVK 2 0.9998

GALPLDTVTFYK 2 0.9997
GQGVYLGMPGCLPVYDALAGEFIR 2 0.9997

SLNILTAFQK 2 0.9997
WAEQYLK 2 0.9961

IPI00024915 PRDX5 Isoform Mitochondrial of Peroxiredoxin‐5, mitochondria 1 55.61 9 10 38,266,200     38,954,418     34,778,084     35,921,164     36,219,637     45,765,387     33,881,523     3,134,742    10,279,598      3,172,540       3,653,831          3,339,280        8,601,548        6,441,062      8.19 26.39 9.12 10.17 9.22 18.79 19.01
IPI00759663 PRDX5 Isoform Cytoplasmic+peroxisomal of Peroxiredoxin‐5, mitochondria 1 73.46 9 10 38,266,200     38,954,418     34,778,084     35,921,164     36,219,637     45,765,387     33,881,523     3,134,742    10,279,598      3,172,540       3,653,831          3,339,280        8,601,548        6,441,062      8.19 26.39 9.12 10.17 9.22 18.79 19.01

ALNVEPDGTGLTCSLAPNIISQL 2 0.9998
ETDLLLDDSLVSIFGNR 2 0.9992

FSMVVQDGIVK 2 0.9998
GVLFGVPGAFTPGCSK 2 0.9998

LLADPTGAFGKETDLLLDDSLVSIFGNRR 3 0.9984
THLPGFVEQAEALK 2 0.9996
THLPGFVEQAEALK 3 0.9998

VGDAIPAVEVFEGEPGNK 2 0.9998
VGDAIPAVEVFEGEPGNKVNLAELFK 3 0.9019

VNLAELFK 2 0.9996
IPI00024919 PRDX3 Thioredoxin‐dependent peroxide reductase, mitochondria 1 37.89 7 7 92,463,495     89,257,496     87,041,038     84,610,491     89,732,266     113,174,450   83,250,401     8,903,141    21,863,536      8,460,908       8,016,442          12,333,514      13,632,374      14,493,431    9.63 24.49 9.72 9.47 13.74 12.05 17.41
IPI00374151 PRDX3 thioredoxin‐dependent peroxide reductase, mitochondrial isoform b 1 40.76 7 7 92,463,495     89,257,496     87,041,038     84,610,491     89,732,266     113,174,450   83,250,401     8,903,141    21,863,536      8,460,908       8,016,442          12,333,514      13,632,374      14,493,431    9.63 24.49 9.72 9.47 13.74 12.05 17.41

DYGVLLEGSGLALR 2 0.9998
GLFIIDPNGVIK 2 0.9996
GTAVVNGEFK 2 0.9989

GTAVVNGEFKDLSLDDFK 3 0.9831
HLSVNDLPVGR 2 0.9997

NGGLGHMNIALLSDLTK 2 0.9997
YLVLFFYPLDFTFVCPTEIVAFSDK 2 0.9998

IPI00024933 RPL12 Isoform 1 of 60S ribosomal protein L12 1 58.79 7 8 54,834,975     49,305,582     45,812,325     51,684,990     46,137,945     54,534,076     47,793,912     2,424,342    12,156,197      6,363,468       7,177,372          3,698,662        2,358,369        12,223,546    4.42 24.65 13.89 13.89 8.02 4.32 25.58
CTGGEVGATSALAPK 2 0.9997
EILGTAQSVGCNVDGR 2 0.9998

ELSGTIKEILGTAQSVGCNVDGR 3 0.9473
HPHDIIDDINSGAVECPAS 3 0.9997

HSGNITFDEIVNIAR 2 0.9997
HSGNITFDEIVNIAR 3 0.9997

IGPLGLSPK 2 0.999
QAQIEVVPSASALIIK 2 0.9997

IPI00024976 TOMM22 Mitochondrial import receptor subunit TOM22 homolog 1 25.35 2 2 12,403,830     12,667,150     13,845,420     13,401,550     13,701,780     13,906,770     13,469,510     2,251,488    3,037,370        1,748,094       2,322,464          3,329,298        1,637,277        1,139,971      18.15 23.98 12.63 17.33 24.3 11.77 8.46
LWGLTEMFPER 2 0.9929

QILLGPNTGLSGGMPGALPSLPGKI 3 0.961
IPI00024993 ECHS1 Enoyl‐CoA hydratase, mitochondrial 1 40.34 8 10 118,874,170   118,620,750   97,116,545     113,256,860   103,573,040   125,900,190   98,345,505     4,624,316    26,253,334      11,866,830     11,571,944        10,315,861      10,511,838      16,057,759    3.89 22.13 12.22 10.22 9.96 8.35 16.33

AFAAGADIK 2 0.97



ALNALCDGLIDELNQALK 2 0.9998
AQFAQPEILIGTIPGAGGTQR 2 0.9991

EGMTAFVEK 2 0.9995
ICPVETLVEEAIQCAEK 2 0.9997
ICPVETLVEEAIQCAEK 3 0.9998
NNTVGLIQLNRPK 2 0.9997
NNTVGLIQLNRPK 3 0.9806
SLAMEMVLTGDR 2 0.9993

TFEEDPAVGAIVLTGGDK 3 0.8293
IPI00025019 PSMB1 Proteasome subunit beta type‐1 0.998 14.11 2 2 20,660,190     20,888,450     18,823,620     18,440,380     19,172,490     20,748,540     20,018,640     3,268,098    5,782,250        2,270,665       1,338,228          2,706,216        2,028,580        3,666,452      15.82 27.68 12.06 7.26 14.12 9.78 18.32

AGGSASAMLQPLLDNQVGFK 3 0.9607
NMQNVEHVPLSLDR 3 0.9903

IPI00025084 CAPNS1 Calpain small subunit 1 1 35.82 7 8 37,084,070     37,197,641     37,165,370     36,427,630     38,549,240     49,218,050     36,204,200     4,487,946    8,547,528        4,351,616       3,742,299          5,271,061        8,605,487        8,049,417      12.1 22.98 11.71 10.27 13.67 17.48 22.23
ILGGVISAISEAAAQYNPEPPPPR 3 0.9998

LDAMFR 2 0.9959
LFAQLAGDDMEVSATELMNILNK 2 0.9998
LFAQLAGDDMEVSATELMNILNK 3 0.9997
RLFAQLAGDDMEVSATELMNILNK 3 0.9987

SMVAVMDSDTTGK 2 0.9998
TDGFGIDTCR 2 0.9998

YSDESGNMDFDNFISCLVR 2 0.9998
IPI00025086 COX5A Cytochrome c oxidase subunit 5A, mitochondrial 1 26.67 2 2 13,460,000     12,413,370     10,887,770     11,583,000     12,874,970     14,522,330     12,330,480     2,513,426    2,387,081        1,358,160       1,771,796          2,543,402        3,101,214        2,009,305      18.67 19.23 12.47 15.3 19.75 21.35 16.3

EIYPYVIQELRPTLNELGISTPEELGLDKV 3 0.9995
RLNDFASTVR 2 0.9761

IPI00025091 RPS11 40S ribosomal protein S11 1 6.96 1 1 4,526,120        4,192,050        4,528,380        4,211,270        5,017,850        4,922,530        4,765,820        734,933       1,032,603        613,929           659,750              598,476            1,127,994        1,173,294      16.24 24.63 13.56 15.67 11.93 22.91 24.62
EAIEGTYIDKK 2 0.9976

IPI00025244 ZNF259 Zinc finger protein ZPR1 1 5.45 2 2 6,357,810        7,935,110        6,666,027        5,891,987        8,047,457        9,727,900        6,254,313        1,145,967    1,991,739        801,913           870,115              2,154,679        1,507,950        1,349,142      18.02 25.1 12.03 14.77 26.77 15.5 21.57
IPI00657874 ZNF259 Protein 1 6.48 2 2 6,357,810        7,935,110        6,666,027        5,891,987        8,047,457        9,727,900        6,254,313        1,145,967    1,991,739        801,913           870,115              2,154,679        1,507,950        1,349,142      18.02 25.1 12.03 14.77 26.77 15.5 21.57
IPI00657912 ZNF259 Protein 1 5.81 2 2 6,357,810        7,935,110        6,666,027        5,891,987        8,047,457        9,727,900        6,254,313        1,145,967    1,991,739        801,913           870,115              2,154,679        1,507,950        1,349,142      18.02 25.1 12.03 14.77 26.77 15.5 21.57

GALTTVEGLITR 2 0.9982
ITLHITDASDMTR 3 0.9691

IPI00025252 PDIA3 Protein disulfide‐isomerase A3 1 61.39 23 24 261,880,800   264,479,942   229,856,660   236,397,740   246,044,005   307,022,490   237,390,545   14,969,403  65,230,386      24,064,679     28,660,878        25,814,806      33,746,858      47,739,123    5.72 24.66 10.47 12.12 10.49 10.99 20.11
ELSDFISYLQR 2 0.9998

FAHTNVESLVNEYDDNGEGIILFR 3 0.9997
FEDKTVAYTEQK 3 0.9997

FIQENIFGICPHMTEDNKDLIQGK 3 0.9998
FISDKDASIVGFFDDSFSEAHSEFLK 3 0.9998

FLDAGHKLNFAVASR 3 0.8768
FLQDYFDGNLK 2 0.9942
FLQDYFDGNLKR 2 0.9996
FVMQEEFSR 2 0.9998

GFPTIYFSPANK 2 0.9996
GSNYWR 2 0.9885

IFRDGEEAGAYDGPR 3 0.9998
ISDTGSAGLMLVEFFAPWCGHCK 3 0.9926

LAPEYEAAATR 2 0.9996
LKGIVPLAK 2 0.8361
LNFAVASR 2 0.9979

LSKDPNIVIAK 2 0.9994
LSKDPNIVIAK 3 0.9995

MDATANDVPSPYEVR 2 0.9998
QAGPASVPLRTEEEFKK 3 0.9503
SDVLELTDDNFESR 2 0.9998

TADGIVSHLK 2 0.9998
TFSHELSDFGLESTAGEIPVVAIR 3 0.9998

YGVSGYPTLK 2 0.9998
IPI00025273 GART Isoform Long of Trifunctional purine biosynthetic protein adenosine‐3 1 2.28 2 2 5,437,017        6,433,450        4,467,053        5,140,193        5,212,170        6,903,543        4,959,290        809,664       2,190,973        677,815           567,167              703,178            843,015           864,691          14.89 34.06 15.17 11.03 13.49 12.21 17.44
IPI00218408 GART Isoform Short of Trifunctional purine biosynthetic protein adenosine‐3 1 5.31 2 2 5,437,017        6,433,450        4,467,053        5,140,193        5,212,170        6,903,543        4,959,290        809,664       2,190,973        677,815           567,167              703,178            843,015           864,691          14.89 34.06 15.17 11.03 13.49 12.21 17.44
IPI00879865 GART GARS protein 1 5.31 2 2 5,437,017        6,433,450        4,467,053        5,140,193        5,212,170        6,903,543        4,959,290        809,664       2,190,973        677,815           567,167              703,178            843,015           864,691          14.89 34.06 15.17 11.03 13.49 12.21 17.44

FGDPECQVILPLLK 2 0.999
HGIPTAQWK 2 0.815

IPI00025277 PDCD6 Programmed cell death protein 6 0.998 12.04 2 2 9,809,797        10,452,313     9,227,973        9,263,890        9,585,053        11,320,000     9,530,517        1,452,490    2,226,215        1,144,303       1,263,511          588,451            1,079,950        1,490,152      14.81 21.3 12.4 13.64 6.14 9.54 15.64
IPI00930049 PDCD6 Programmed cell death 6 0.998 12.17 2 2 9,809,797        10,452,313     9,227,973        9,263,890        9,585,053        11,320,000     9,530,517        1,452,490    2,226,215        1,144,303       1,263,511          588,451            1,079,950        1,490,152      14.81 21.3 12.4 13.64 6.14 9.54 15.64
IPI00966206 PDCD6 Protein 0.998 17.04 2 2 9,809,797        10,452,313     9,227,973        9,263,890        9,585,053        11,320,000     9,530,517        1,452,490    2,226,215        1,144,303       1,263,511          588,451            1,079,950        1,490,152      14.81 21.3 12.4 13.64 6.14 9.54 15.64

AGVNFSEFTGVWK 2 0.9979
YITDWQNVFR 2 0.9236

IPI00025318 SH3BGRL SH3 domain‐binding glutamic acid‐rich‐like protein 0.974 11.4 1 1 1,780,578        1,693,397        1,080,022        1,313,369        1,190,512        1,354,654        888,048           211,018       370,803            280,121           591,730              494,709            514,984           333,803          11.85 21.9 25.94 45.05 41.55 38.02 37.59
VYIASSSGSTAIK 2 0.9736

IPI00472724 EEF1A1;EEF1A1P5Putative elongation factor 1‐alpha‐like 3 1 26.19 9 10 18,413,301     17,367,110     15,829,861     15,684,194     15,568,303     18,350,724     15,753,821     1,183,241    4,091,381        1,577,154       1,428,287          1,407,652        2,006,567        2,887,951      6.43 23.56 9.96 9.11 9.04 10.93 18.33
IPI00025447 EEF1A1 Elongation factor 1‐alpha 1 27.44 9 10 18,413,301     17,367,110     15,829,861     15,684,194     15,568,303     18,350,724     15,753,821     1,183,241    4,091,381        1,577,154       1,428,287          1,407,652        2,006,567        2,887,951      6.43 23.56 9.96 9.11 9.04 10.93 18.33
IPI00396485 EEF1A1 Elongation factor 1‐alpha 1 1 26.19 9 10 18,413,301     17,367,110     15,829,861     15,684,194     15,568,303     18,350,724     15,753,821     1,183,241    4,091,381        1,577,154       1,428,287          1,407,652        2,006,567        2,887,951      6.43 23.56 9.96 9.11 9.04 10.93 18.33

IGGIGTVPVGR 2 0.9998
LPLQDVYK 2 0.9982

NMITGTSQADCAVLIVAAGVGEFEAGISK 3 0.8986
QTVAVGVIK 2 0.9995

THINIVVIGHVDSGK 3 0.9997
VETGVLKPGMVVTFAPVNVTTEVK 2 0.9998
VETGVLKPGMVVTFAPVNVTTEVK 3 0.9998

YEEIVK 2 0.9931
YEEIVKEVSTYIK 3 0.9982
YYVTIIDAPGHR 3 0.9998

IPI00025491 EIF4A1 Eukaryotic initiation factor 4A‐I 1 44.58 14 15 54,253,144     55,944,855     54,564,010     58,232,322     54,398,648     67,285,280     53,930,408     2,306,819    11,886,473      8,684,143       4,066,096          8,437,752        5,447,603        11,926,499    4.25 21.25 15.92 6.98 15.51 8.1 22.11
ATQALVLAPTR 2 0.9979

DFTVSAMHGDMDQK 2 0.9995
DIETFYNTSIEEMPLNVADLI 2 0.9987

GIYAYGFEKPSAIQQR 3 0.9998
GYDVIAQAQSGTGK 2 0.9998
KGVAINMVTEEDKR 3 0.9998

LNSNTQVVLLSATMPSDVLEVTKK 3 0.9998
LQMEAPHIIVGTPGR 2 0.9916
LQMEAPHIIVGTPGR 3 0.9998
MFVLDEADEMLSR 2 0.9998

RKVDWLTEK 3 0.9975
TATFAISILQQIELDLK 2 0.9952

TATFAISILQQIELDLKATQALVLAPTR 3 0.9997
TLRDIETFYNTSIEEMPLNVADLI 2 0.9997

VLITTDLLAR 2 0.9998
IPI00025512 HSPB1 Heat shock protein beta‐1 1 17.56 3 4 13,102,127     13,246,451     11,332,758     11,700,926     11,949,441     14,788,374     11,299,286     901,648       3,341,857        1,893,062       1,956,484          2,050,220        2,098,179        3,012,022      6.88 25.23 16.7 16.72 17.16 14.19 26.66
IPI00924436 HSPB1 20 kDa protein 1 19.35 3 4 13,102,127     13,246,451     11,332,758     11,700,926     11,949,441     14,788,374     11,299,286     901,648       3,341,857        1,893,062       1,956,484          2,050,220        2,098,179        3,012,022      6.88 25.23 16.7 16.72 17.16 14.19 26.66

LFDQAFGLPR 2 0.9931
QLSSGVSEIR 2 0.9967
QLSSGVSEIR 3 0.9885

VSLDVNHFAPDELTVK 3 0.9944
IPI00025721 COPS3 COP9 signalosome complex subunit 3 0.989 3.07 1 1 20,747,300     20,419,170     17,879,500     19,485,900     15,248,720     22,577,200     17,137,200     6,168,947    4,372,726        1,995,295       2,865,607          3,862,439        1,848,094        3,429,692      29.73 21.41 11.16 14.71 25.33 8.19 20.01



TFLTLSLQDMASR 2 0.9887
IPI00025767 HGF Isoform 1 of Hepatocyte growth factor 0.931 2.88 1 1 3,344,900        3,211,890        3,385,910        3,371,110        3,188,415        3,729,720        3,133,460        187,589       784,124            729,418           640,122              367,040            780,907           530,539          5.61 24.41 21.54 18.99 11.51 20.94 16.93
IPI00400879 HGF Isoform 3 of Hepatocyte growth factor 0.931 2.9 1 1 3,344,900        3,211,890        3,385,910        3,371,110        3,188,415        3,729,720        3,133,460        187,589       784,124            729,418           640,122              367,040            780,907           530,539          5.61 24.41 21.54 18.99 11.51 20.94 16.93

TSCSVYGWGYTGLINYDGLLR 2 0.9309
IPI00025815 TARDBP TDP43 1 9.38 3 3 6,946,160        6,908,428        7,019,928        7,257,082        6,744,235        8,837,875        7,435,367        795,494       1,959,164        738,662           1,404,972          813,898            804,395           1,582,966      11.45 28.36 10.52 19.36 12.07 9.1 21.29

FGGNPGGFGNQGGFGNSR 2 0.9938
FTEYETQVK 2 0.9993

TSDLIVLGLPWK 2 0.9991
IPI00025849 OC723972;ANP32 Acidic leucine‐rich nuclear phosphoprotein 32 family member A 1 32.93 6 7 15,271,649     15,586,874     13,580,327     15,180,046     14,921,923     18,103,824     13,848,808     792,280       3,226,825        1,778,359       1,426,777          595,263            3,236,936        2,224,039      5.19 20.7 13.1 9.4 3.99 17.88 16.06
IPI00449263 OC723972;ANP32 ANP32A protein (Fragment) 1 39.23 6 7 15,271,649     15,586,874     13,580,327     15,180,046     14,921,923     18,103,824     13,848,808     792,280       3,226,825        1,778,359       1,426,777          595,263            3,236,936        2,224,039      5.19 20.7 13.1 9.4 3.99 17.88 16.06
IPI00940656 OC723972;ANP32 28 kDa protein 1 33.2 6 7 15,271,649     15,586,874     13,580,327     15,180,046     14,921,923     18,103,824     13,848,808     792,280       3,226,825        1,778,359       1,426,777          595,263            3,236,936        2,224,039      5.19 20.7 13.1 9.4 3.99 17.88 16.06

CPNLTHLNLSGNK 2 0.9998
CPNLTHLNLSGNK 3 0.9997

ELVLDNSR 2 0.9995
LEGLTDEFEELEFLSTINVGLTSIANLPK 3 0.9998

SLDLFNCEVTNLNDYR 2 0.9998
SLDLFNCEVTNLNDYRENVFK 3 0.9998

VSGGLEVLAEK 2 0.9998
IPI00025974 CHMP4B Charged multivesicular body protein 4b 1 21.43 4 5 30,632,609     27,113,615     26,378,647     27,021,525     26,558,563     34,591,016     28,020,673     1,329,556    5,224,611        4,208,178       5,175,957          4,029,696        5,312,692        5,990,898      4.34 19.27 15.95 19.15 15.17 15.36 21.38

EALENANTNTEVLK 2 0.9998
KIEQELTAAK 2 0.9975
LFGAGGGK 1 0.9827

QLAQIDGTLSTIEFQR 2 0.9998
QLAQIDGTLSTIEFQR 3 0.9997

IPI00026087 BANF1 Barrier‐to‐autointegration factor 1 21.35 2 2 7,359,140        7,715,920        6,917,270        6,914,835        6,711,435        8,446,210        6,248,490        325,600       2,487,054        881,776           775,967              930,566            1,271,026        833,564          4.42 32.23 12.75 11.22 13.87 15.05 13.34
AYVVLGQFLVLK 2 0.9998

KDEDLFR 2 0.998
IPI00026105 SCP2 Isoform SCPx of Non‐specific lipid‐transfer protein 1 3.84 2 2 4,120,163        4,087,373        3,749,903        3,498,127        3,787,993        4,569,483        3,694,390        246,200       1,109,579        461,164           434,730              687,782            593,788           977,214          5.98 27.15 12.3 12.43 18.16 12.99 26.45
IPI00479934 SCP2 sterol carrier protein 2 isoform 2 precursor 1 15 2 2 4,120,163        4,087,373        3,749,903        3,498,127        3,787,993        4,569,483        3,694,390        246,200       1,109,579        461,164           434,730              687,782            593,788           977,214          5.98 27.15 12.3 12.43 18.16 12.99 26.45
IPI00943320 SCP2 Isoform SCP2 of Non‐specific lipid‐transfer protein 1 14.69 2 2 4,120,163        4,087,373        3,749,903        3,498,127        3,787,993        4,569,483        3,694,390        246,200       1,109,579        461,164           434,730              687,782            593,788           977,214          5.98 27.15 12.3 12.43 18.16 12.99 26.45

EATWVVDVK 2 0.9928
LQNLQLQPGNAK 2 0.9997

IPI00026154 PRKCSH cDNA FLJ59211, highly similar to Glucosidase 2 subunit beta 1 16.26 7 8 16,862,638     19,293,913     17,318,308     16,363,985     17,246,376     24,639,940     17,151,728     1,227,500    5,446,981        1,791,676       1,697,460          2,324,146        4,578,384        3,257,223      7.28 28.23 10.35 10.37 13.48 18.58 18.99
IPI00792916 PRKCSH glucosidase 2 subunit beta isoform 2 1 16.57 7 8 16,862,638     19,293,913     17,318,308     16,363,985     17,246,376     24,639,940     17,151,728     1,227,500    5,446,981        1,791,676       1,697,460          2,324,146        4,578,384        3,257,223      7.28 28.23 10.35 10.37 13.48 18.58 18.99
IPI00943074 PRKCSH Glucosidase 2 subunit beta 1 16.48 7 8 16,862,638     19,293,913     17,318,308     16,363,985     17,246,376     24,639,940     17,151,728     1,227,500    5,446,981        1,791,676       1,697,460          2,324,146        4,578,384        3,257,223      7.28 28.23 10.35 10.37 13.48 18.58 18.99

ESLQQMAEVTR 2 0.9997
ILIEDWK 2 0.9645

LGGSPTSLGTWGSWIGPDHDKFSAMK 3 0.9998
LWEEQLAAAK 2 0.9998
SLEDQVEMLR 2 0.9998
SLKDMEESIR 2 0.9945
SLKDMEESIR 3 0.9972

YEQGTGCWQGPNR 2 0.9998
IPI00026167 NHP2L1 NHP2‐like protein 1 1 18.75 2 2 13,645,370     11,567,675     10,809,115     10,744,450     10,192,555     12,923,555     11,753,025     906,660       2,009,252        1,164,284       1,766,569          1,498,736        1,284,708        3,191,239      6.64 17.37 10.77 16.44 14.7 9.94 27.15
IPI00893746 NHP2L1 NHP2 non‐histone chromosome protein 2‐like 1 1 18.18 2 2 13,645,370     11,567,675     10,809,115     10,744,450     10,192,555     12,923,555     11,753,025     906,660       2,009,252        1,164,284       1,766,569          1,498,736        1,284,708        3,191,239      6.64 17.37 10.77 16.44 14.7 9.94 27.15

LLDLVQQSCNYK 2 0.9997
QQIQSIQQSIER 2 0.9997

IPI00026182 CAPZA2 F‐actin‐capping protein subunit alpha‐2 1 21.33 4 4 8,184,856        7,687,721        7,014,638        7,309,865        7,067,449        7,926,614        7,141,857        619,568       1,764,178        821,378           898,125              1,032,162        325,998           1,269,393      7.57 22.95 11.71 12.29 14.6 4.11 17.77
IPI00873113 CAPZA2 Putative uncharacterized protein CAPZA2 1 21.33 4 4 8,184,856        7,687,721        7,014,638        7,309,865        7,067,449        7,926,614        7,141,857        619,568       1,764,178        821,378           898,125              1,032,162        325,998           1,269,393      7.57 22.95 11.71 12.29 14.6 4.11 17.77

EATDPRPCEVENAVESWR 3 0.9961
FIIHAPPGEFNEVFNDVR 3 0.9998

FTITPSTTQVVGILK 2 0.9997
LLLNNDNLLR 2 0.9997

IPI00026185 CAPZB Isoform 1 of F‐actin‐capping protein subunit beta 1 28.16 5 5 12,238,615     13,124,475     11,066,053     11,094,543     12,579,318     15,177,110     10,603,650     990,171       3,551,384        1,195,951       1,311,342          1,550,227        2,847,555        2,057,803      8.09 27.06 10.81 11.82 12.32 18.76 19.41
IPI00642256 CAPZB Isoform 2 of F‐actin‐capping protein subunit beta 1 28.68 5 5 12,238,615     13,124,475     11,066,053     11,094,543     12,579,318     15,177,110     10,603,650     990,171       3,551,384        1,195,951       1,311,342          1,550,227        2,847,555        2,057,803      8.09 27.06 10.81 11.82 12.32 18.76 19.41

DYLLCDYNR 2 0.9993
NLSDLIDLVPSLCEDLLSSVDQPLK 2 0.9998

SGSGTMNLGGSLTR 2 0.9998
SPWSNKYDPPLEDGAMPSAR 3 0.9997

STLNEIYFGK 2 0.9998
IPI00026216 NPEPPS Puromycin‐sensitive aminopeptidase 1 13.06 10 10 122,360,076   127,442,171   112,166,677   114,708,444   112,337,959   136,227,444   107,641,138   11,210,464  34,091,723      13,146,154     15,879,285        17,242,856      22,172,307      23,081,979    9.16 26.75 11.72 13.84 15.35 16.28 21.44

ATFDISLVVPK 2 0.9982
DYFNVPYPLPK 2 0.9816

IDLIAIADFAAGAMENWGLVTYR 3 0.9998
KPYPDDENLVEVK 3 0.9996
LGLQNDLFSLAR 2 0.9916

QILSADLR 2 0.9812
SPVYLTVLK 2 0.9993

VALSNMNVIDR 2 0.9559
VLGATLLPDLIQK 2 0.9998
YQGGFLISR 2 0.9996

IPI00026230 HNRNPH2 Heterogeneous nuclear ribonucleoprotein H2 1 23.39 7 8 12,048,017     12,938,639     12,483,982     11,719,959     11,666,674     14,235,529     11,617,331     761,308       3,138,363        1,807,797       1,452,209          1,895,341        931,377           2,159,828      6.32 24.26 14.48 12.39 16.25 6.54 18.59
ATENDIYNFFSPLNPMR 2 0.9997
DLNYCFSGMSDHR 2 0.9997
DLNYCFSGMSDHR 3 0.9985
GLPWSCSADEVMR 2 0.9998

HTGPNSPDTANDGFVR 3 0.9998
STGEAFVQFASQEIAEK 2 0.9998

VHIEIGPDGR 2 0.9998
YGDGGSSFQSTTGHCVHMR 3 0.9982

IPI00026260E1‐NME2;NME1;N Isoform 1 of Nucleoside diphosphate kinase B 1 50 7 8 17,234,047     15,827,739     15,706,113     16,266,957     16,145,776     19,504,732     15,560,094     508,207       3,517,043        1,102,947       1,270,493          1,230,624        4,150,213        2,851,210      2.95 22.22 7.02 7.81 7.62 21.28 18.32
DRPFFPGLVK 2 0.9981
GDFCIQVGR 2 0.9998
GLVGEIIK 2 0.9985
GLVGEIIKR 2 0.9996

TFIAIKPDGVQR 2 0.9998
VMLGETNPADSKPGTIR 2 0.9998
VMLGETNPADSKPGTIR 3 0.9997

YMNSGPVVAMVWEGLNVVK 2 0.9998
IPI00026268 GNB1 Guanine nucleotide‐binding protein G(I)/G(S)/G(T) subunit beta‐1 1 26.76 6 6 35,165,398     35,552,912     38,673,006     44,307,492     37,907,678     51,146,134     30,616,950     4,926,396    13,412,084      2,454,261       6,527,661          8,232,235        15,567,677      9,281,713      14.01 37.72 6.35 14.73 21.72 30.44 30.32

KACADATLSQITNNIDPVGR 3 0.9992
LFVSGACDASAK 2 0.9996
LIIWDSYTTNK 2 0.9997

LLLAGYDDFNCNVWDALK 2 0.9995
VHAIPLR 2 0.9818

VSCLGVTDDGMAVATGSWDSFLK 3 0.9064
IPI00026271 RPS14 40S ribosomal protein S14 1 21.19 2 2 6,381,757        6,475,174        5,319,905        5,764,319        5,189,472        6,531,313        6,068,448        559,317       1,955,642        1,584,044       859,716              564,474            891,068           1,827,736      8.76 30.2 29.78 14.91 10.88 13.64 30.12

ADRDESSPYAAMLAAQDVAQR 3 0.989
TPGPGAQSALR 2 0.9966

IPI00216456 HIST1H2AC Histone H2A type 1‐C 1 35.38 4 5 8,803,888        8,218,779        15,209,072     9,653,863        13,571,993     13,581,123     12,446,619     940,319       1,819,395        1,360,248       1,002,276          2,042,396        2,232,081        2,223,769      10.68 22.14 8.94 10.38 15.05 16.44 17.87
IPI00026272 AJ;HIST1H2AG;HISHistone H2A type 1‐B/E 1 35.38 4 5 8,803,888        8,218,779        15,209,072     9,653,863        13,571,993     13,581,123     12,446,619     940,319       1,819,395        1,360,248       1,002,276          2,042,396        2,232,081        2,223,769      10.68 22.14 8.94 10.38 15.05 16.44 17.87
IPI00031562 HIST3H2A Histone H2A type 3 1 35.38 4 5 8,803,888        8,218,779        15,209,072     9,653,863        13,571,993     13,581,123     12,446,619     940,319       1,819,395        1,360,248       1,002,276          2,042,396        2,232,081        2,223,769      10.68 22.14 8.94 10.38 15.05 16.44 17.87

AGLQFPVGR 2 0.9998
HLQLAIRNDEELNK 3 0.9935



NDEELNKLLGR 3 0.9995
VTIAQGGVLPNIQAVLLPK 2 0.9998
VTIAQGGVLPNIQAVLLPK 3 0.9998

IPI00026302 RPL31 60S ribosomal protein L31 0.968 7.2 1 1 469,810           417,989           607,355           666,480           580,810           828,039           549,559           141,044       125,359            208,490           204,637              248,478            392,045           134,085          30.02 29.99 34.33 30.7 42.78 47.35 24.4
IPI00848331 RPL31 60S ribosomal protein L31 isoform 2 0.968 7.03 1 1 469,810           417,989           607,355           666,480           580,810           828,039           549,559           141,044       125,359            208,490           204,637              248,478            392,045           134,085          30.02 29.99 34.33 30.7 42.78 47.35 24.4
IPI00856058 RPL31 60S ribosomal protein L31 isoform 3 0.968 7.44 1 1 469,810           417,989           607,355           666,480           580,810           828,039           549,559           141,044       125,359            208,490           204,637              248,478            392,045           134,085          30.02 29.99 34.33 30.7 42.78 47.35 24.4
IPI00915795 RPL31 Putative uncharacterized protein RPL31 0.968 7.83 1 1 469,810           417,989           607,355           666,480           580,810           828,039           549,559           141,044       125,359            208,490           204,637              248,478            392,045           134,085          30.02 29.99 34.33 30.7 42.78 47.35 24.4
IPI00916315 RPL31 cDNA FLJ58908, highly similar to 60S ribosomal protein L31 0.968 7.5 1 1 469,810           417,989           607,355           666,480           580,810           828,039           549,559           141,044       125,359            208,490           204,637              248,478            392,045           134,085          30.02 29.99 34.33 30.7 42.78 47.35 24.4
IPI00916572 RPL31 Protein 0.968 8.33 1 1 469,810           417,989           607,355           666,480           580,810           828,039           549,559           141,044       125,359            208,490           204,637              248,478            392,045           134,085          30.02 29.99 34.33 30.7 42.78 47.35 24.4
IPI00917298 RPL31 cDNA FLJ57527, highly similar to 60S ribosomal protein L31 0.968 6.92 1 1 469,810           417,989           607,355           666,480           580,810           828,039           549,559           141,044       125,359            208,490           204,637              248,478            392,045           134,085          30.02 29.99 34.33 30.7 42.78 47.35 24.4
IPI00917675 RPL31 Putative uncharacterized protein RPL31 0.968 11.39 1 1 469,810           417,989           607,355           666,480           580,810           828,039           549,559           141,044       125,359            208,490           204,637              248,478            392,045           134,085          30.02 29.99 34.33 30.7 42.78 47.35 24.4

SAINEVVTR 2 0.9676
IPI00026314 GSN Isoform 1 of Gelsolin 1 35.17 19 21 56,385,208     56,844,211     52,945,386     53,791,141     54,003,028     65,128,245     51,442,481     4,126,478    13,123,925      3,161,514       5,330,821          8,223,132        6,571,538        9,283,951      7.32 23.09 5.97 9.91 15.23 10.09 18.05
IPI00646773 GSN Isoform 2 of Gelsolin 1 37.62 19 21 56,385,208     56,844,211     52,945,386     53,791,141     54,003,028     65,128,245     51,442,481     4,126,478    13,123,925      3,161,514       5,330,821          8,223,132        6,571,538        9,283,951      7.32 23.09 5.97 9.91 15.23 10.09 18.05
IPI00647556 GSN gelsolin isoform c 1 37.06 19 21 56,385,208     56,844,211     52,945,386     53,791,141     54,003,028     65,128,245     51,442,481     4,126,478    13,123,925      3,161,514       5,330,821          8,223,132        6,571,538        9,283,951      7.32 23.09 5.97 9.91 15.23 10.09 18.05

AGALNSNDAFVLK 2 0.9998
AGKEPGLQIWR 3 0.9996

AQPVQVAEGSEPDGFWEALGGK 2 0.9998
AQPVQVAEGSEPDGFWEALGGK 3 0.9998

AVEVLPK 2 0.9966
DPDQTDGLGLSYLSSHIANVER 3 0.9997

EPGLQIWR 2 0.9224
EVQGFESATFLGYFK 2 0.9998

FDLVPVPTNLYGDFFTGDAYVILK 2 0.9998
FDLVPVPTNLYGDFFTGDAYVILK 3 0.9998

HVVPNEVVVQR 3 0.9923
IEGSNKVPVDPATYGQFYGGDSYIILYNYR 3 0.9995
NWRDPDQTDGLGLSYLSSHIANVER 3 0.9998

QGFEPPSFVGWFLGWDDDYWSVDPLDR 2 0.9998
QTQVSVLPEGGETPLFK 2 0.9998

SEDCFILDHGK 3 0.8754
TASDFITK 2 0.9995
TGAQELLR 2 0.9996

TPSAAYLWVGTGASEAEK 2 0.9998
TPSAAYLWVGTGASEAEKTGAQELLR 3 0.9998

VPFDAATLHTSTAMAAQHGMDDDGTGQK 3 0.9998
IPI00026328 TXNDC12 Thioredoxin domain‐containing protein 12 1 17.44 2 2 12,229,660     13,141,820     12,055,400     12,856,640     12,169,910     14,335,170     12,603,940     1,201,405    2,892,168        1,673,278       2,367,848          2,375,077        1,161,898        2,396,893      9.82 22.01 13.88 18.42 19.52 8.11 19.02

EAAASGLPLMVIIHK 2 0.9408
VHPEIINENGNPSYK 3 0.9996

IPI00026466 NIPBL Isoform 2 of Nipped‐B‐like protein 0.994 0.3 1 1 2,939,470        3,044,685        2,997,525        2,742,265        3,235,340        4,653,685        3,179,730        289,579       903,181            537,581           354,748              557,064            889,315           865,645          9.85 29.66 17.93 12.94 17.22 19.11 27.22
IPI00964506 NIPBL Protein 0.994 3.92 1 1 2,939,470        3,044,685        2,997,525        2,742,265        3,235,340        4,653,685        3,179,730        289,579       903,181            537,581           354,748              557,064            889,315           865,645          9.85 29.66 17.93 12.94 17.22 19.11 27.22

RSQRISQR 1 0.9938
IPI00026496 NPM3 Nucleoplasmin‐3 0.994 11.8 1 1 4,433,540        4,741,110        3,997,560        4,678,610        4,190,270        5,426,670        4,672,570        886,857       1,316,982        605,495           988,947              978,955            1,228,064        1,701,371      20 27.78 15.15 21.14 23.36 22.63 36.41

VPAPVTMDSFFFGCELSGHTR 3 0.9942
IPI00026513 RPIA Ribose‐5‐phosphate isomerase 0.989 5.47 1 1 22,352,400     17,588,300     16,729,000     17,309,810     17,788,000     20,399,810     15,881,270     1,555,402    4,767,808        1,987,114       4,199,350          1,968,426        5,416,905        3,537,295      6.96 27.11 11.88 24.26 11.07 26.55 22.27

MIPGVVDTGLFINMAER 2 0.9885
IPI00026546 PAFAH1B2 Platelet‐activating factor acetylhydrolase IB subunit beta 1 26.2 3 3 12,929,945     12,460,680     10,968,555     11,624,785     11,077,585     14,080,220     10,964,475     662,259       2,818,226        1,394,151       1,187,068          1,436,349        1,157,514        2,130,725      5.12 22.62 12.71 10.21 12.97 8.22 19.43

ELFSPLHALNFGIGGDTTR 3 0.9998
IIVLGLLPR 2 0.9997

VIVVWVGTNNHENTAEEVAGGIEAIVQLINTR 3 0.9998
IPI00026625 NUP155 Isoform 1 of Nuclear pore complex protein Nup155 1 2.73 2 2 5,883,077        6,634,103        6,043,177        6,560,887        5,962,470        7,225,790        6,066,570        606,885       1,741,336        1,055,719       1,181,733          1,126,618        550,775           1,491,664      10.32 26.25 17.47 18.01 18.9 7.62 24.59
IPI00376609 NUP155 Isoform 2 of Nuclear pore complex protein Nup155 1 2.85 2 2 5,883,077        6,634,103        6,043,177        6,560,887        5,962,470        7,225,790        6,066,570        606,885       1,741,336        1,055,719       1,181,733          1,126,618        550,775           1,491,664      10.32 26.25 17.47 18.01 18.9 7.62 24.59
IPI00965680 NUP155 cDNA FLJ11241 fis, clone PLACE1008603, highly similar to Nuclear pore 1 2.86 2 2 5,883,077        6,634,103        6,043,177        6,560,887        5,962,470        7,225,790        6,066,570        606,885       1,741,336        1,055,719       1,181,733          1,126,618        550,775           1,491,664      10.32 26.25 17.47 18.01 18.9 7.62 24.59

EITAIESSVPCQLLESVLQELK 2 0.9994
HLLVSNVGGDGEEIER 3 0.8215

IPI00026689 CDK1 Putative uncharacterized protein DKFZp686L20222 1 6.6 1 1 820,773           986,193           1,177,593        948,043           820,760           1,026,740        959,990           143,946       338,022            381,474           260,737              176,505            194,215           236,840          17.54 34.28 32.39 27.5 21.51 18.92 24.67
IPI00073536 CDK1 Isoform 2 of Cell division protein kinase 1 1 8.33 1 1 820,773           986,193           1,177,593        948,043           820,760           1,026,740        959,990           143,946       338,022            381,474           260,737              176,505            194,215           236,840          17.54 34.28 32.39 27.5 21.51 18.92 24.67
IPI00955014 CDK1 cell division control protein 2 homolog isoform 1 1 6.73 1 1 820,773           986,193           1,177,593        948,043           820,760           1,026,740        959,990           143,946       338,022            381,474           260,737              176,505            194,215           236,840          17.54 34.28 32.39 27.5 21.51 18.92 24.67

YSTPVDIWSIGTIFAELATK 2 0.9994
IPI00026781 FASN Fatty acid synthase 1 20.99 35 37 287,890,195   274,246,172   274,418,900   277,784,977   277,743,721   328,300,168   268,097,474   17,936,002  59,538,588      29,758,715     20,704,489        32,560,923      26,005,282      45,254,583    6.23 21.71 10.84 7.45 11.72 7.92 16.88

AALQEELQLCK 2 0.9809
AFDTAGNGYCR 2 0.851

ALGLGVEQLPVVFEDVVLHQATILPK 3 0.9998
CTVFHGAQVEDAFR 3 0.9996

DNWVSFMDTMLQMSILGSAK 2 0.9998
DNWVSFMDTMLQMSILGSAK 3 0.8847

DPSQQELPR 2 0.9666
FDASFFGVHPK 2 0.9892
FPQLDSTSFANSR 2 0.9565
GLVQALQTK 2 0.9646

GVDLVLNSLAEEK 2 0.9997
GYAVLGGER 2 0.9969
LGMLSPEGTCK 2 0.9931

LHLSGIDANPNALFPPVEFPAPR 3 0.9969
LPEDPLLSGLLDSPALK 2 0.9998

LPESENLQEFWDNLIGGVDMVTDDDRR 3 0.9998
LQVVDQPLPVR 2 0.9998
LSIPTYGLQCTR 2 0.9984

MASCLEVLDLFLNQPHMVLSSFVLAEK 3 0.9998
QEPLLIGSTK 2 0.8145
QVQPEGPYR 2 0.9601
SDEAVKPFGLK 3 0.9109

SLLVNPEGPTLMR 2 0.9998
SLYQSAGVAPESFEYIEAHGTGTK 3 0.9991

SNMGHPEPASGLAALAK 3 0.9853
SYIIAGGLGGFGLELAQWLIQR 2 0.9995

TGGMAFHSYFMEAIAPPLLQELKK 3 0.9065
TGTVSLEVR 2 0.98

TLLEGSGLESIISIIHSSLAEPR 2 0.9995
TLLEGSGLESIISIIHSSLAEPR 3 0.9998

VGDPQELNGITR 2 0.9995
VLFPATGYLSIVWK 2 0.9997
VLQGDLVMNVYR 2 0.9172
VTAIHIDPATHR 3 0.9936

VVVQVLAEEPEAVLK 2 0.9962
WLSTSIPEAQWHSSLAR 3 0.9986

YSGTLNLDR 2 0.9509
IPI00026833 ADSS Adenylosuccinate synthetase isozyme 2 0.994 4.61 1 1 3,577,550        3,544,210        3,739,350        3,423,910        3,982,950        4,776,160        3,766,450        329,136       849,046            882,856           599,791              627,217            1,091,767        1,047,187      9.2 23.96 23.61 17.52 15.75 22.86 27.8

VGIGAFPTEQDNEIGELLQTR 2 0.9941
IPI00026843 PIK3C2G phosphatidylinositol‐4‐phosphate 3‐kinase C2 domain‐containing subun 1 3.39 3 3 9,117,905        9,853,405        7,820,765        7,613,470        8,285,440        14,017,600     8,693,205        1,244,306    3,069,722        1,194,754       1,785,174          1,580,599        6,805,032        2,105,677      13.65 31.15 15.28 23.45 19.08 48.55 24.22
IPI00922656 PIK3C2G PIK3C2G protein 1 3.3 3 3 9,117,905        9,853,405        7,820,765        7,613,470        8,285,440        14,017,600     8,693,205        1,244,306    3,069,722        1,194,754       1,785,174          1,580,599        6,805,032        2,105,677      13.65 31.15 15.28 23.45 19.08 48.55 24.22

QCLLTLIRK 2 0.9993
SWYQKLLAALQFCAGK 3 0.8674

WTFSQPLEALGLLTSSFPDQEIRK 3 0.8185



IPI00026904 ADSL cDNA FLJ59367, highly similar to Adenylosuccinate lyase 0.994 5.82 1 1 127,028           90,216             97,316             97,387             105,378           82,140             89,847             32,968         21,379              13,832             24,697                21,890              24,815             28,295            25.95 23.7 14.21 25.36 20.77 30.21 31.49
IPI00220887 ADSL Isoform 2 of Adenylosuccinate lyase 0.994 6.82 1 1 127,028           90,216             97,316             97,387             105,378           82,140             89,847             32,968         21,379              13,832             24,697                21,890              24,815             28,295            25.95 23.7 14.21 25.36 20.77 30.21 31.49
IPI00942092 ADSL Isoform 1 of Adenylosuccinate lyase 0.994 5.99 1 1 127,028           90,216             97,316             97,387             105,378           82,140             89,847             32,968         21,379              13,832             24,697                21,890              24,815             28,295            25.95 23.7 14.21 25.36 20.77 30.21 31.49

ICLAEAFLTADTILNTLQNISEGLVVYPK 3 0.9944
IPI00026952 PKP3 Plakophilin‐3 0.996 3.26 1 1 866,196           508,741           1,123,949        823,977           962,469           664,902           1,146,867        264,536       96,127              224,716           122,377              487,839            253,842           188,489          30.54 18.89 19.99 14.85 50.69 38.18 16.44

SPPAEVLVNIIAVLNNLVVASPIAAR 3 0.9943
IPI00026970 SUPT16H FACT complex subunit SPT16 0.994 3.63 2 2 4,172,670        4,155,595        4,581,655        5,277,515        4,549,310        4,578,600        4,481,675        975,409       820,310            616,685           868,758              1,077,445        681,815           982,442          23.38 19.74 13.46 16.46 23.68 14.89 21.92

TLMVDPSQEVQENYNFLLQLQEELLK 3 0.9942
YTEGVQSLNWTK 2 0.9689

IPI00027009 PACSIN2 Isoform 1 of Protein kinase C and casein kinase substrate in neurons pr 0.999 7 2 2 13,386,030     12,663,520     12,542,375     12,610,620     11,873,875     14,850,945     11,743,155     1,870,601    2,633,978        1,536,027       1,679,169          1,932,941        1,220,185        1,525,593      13.97 20.8 12.25 13.32 16.28 8.22 12.99
IPI00221111 PACSIN2 Isoform 2 of Protein kinase C and casein kinase substrate in neurons pr 0.999 7.64 2 2 13,386,030     12,663,520     12,542,375     12,610,620     11,873,875     14,850,945     11,743,155     1,870,601    2,633,978        1,536,027       1,679,169          1,932,941        1,220,185        1,525,593      13.97 20.8 12.25 13.32 16.28 8.22 12.99

ANHGPGMAMNWPQFEEWSADLNR 3 0.9992
HLDLSNVAGYK 2 0.9992

IPI00027032 LYPLA2 Acyl‐protein thioesterase 2 1 29.87 3 3 9,405,865        9,672,622        8,269,458        8,766,014        8,985,743        11,102,696     8,525,753        457,797       2,384,195        1,103,518       711,958              1,276,075        1,893,480        1,280,845      4.87 24.65 13.34 8.12 14.2 17.05 15.02
DLAILQCHGELDPMVPVR 3 0.9989

ETAAVIFLHGLGDTGHSWADALSTIR 3 0.9686
MVMPSWFDLMGLSPDAPEDEAGIKK 3 0.9939

IPI00027107 TUFM Tu translation elongation factor, mitochondrial precursor 1 7.25 3 3 19,788,720     24,143,540     18,617,890     19,157,610     18,648,810     22,872,420     19,037,210     2,015,516    6,736,527        1,073,359       3,839,755          2,227,619        4,007,964        2,759,063      10.19 27.9 5.77 20.04 11.95 17.52 14.49
AEAGDNLGALVR 2 0.997

EHLLLAR 2 0.9438
LLDAVDTYIPVPAR 2 0.9991

IPI00027146 GLUD2 Glutamate dehydrogenase 2, mitochondrial 1 9.14 4 4 17,890,080     17,172,955     15,652,630     16,637,095     16,033,495     19,522,120     15,516,735     715,893       3,256,415        1,396,783       1,379,501          1,330,808        1,790,631        2,132,118      4 18.96 8.92 8.29 8.3 9.17 13.74
DDGSWEVIEGYR 2 0.9997

IIAEGANGPTTPEADKIFLER 3 0.9997
TAAYVNAIEK 2 0.9993
YNLGLDLR 2 0.9991

IPI00027165 PKLR Isoform R‐type of Pyruvate kinase isozymes R/L 0.97 5.4 2 2 5,004,021        5,195,426        4,940,933        5,059,886        4,700,631        5,638,756        5,146,456        1,004,710    827,828            583,689           1,009,416          1,084,129        579,701           955,662          20.08 15.93 11.81 19.95 23.06 10.28 18.57
IPI00871353 PKLR Pyruvate kinase 0.97 5.3 2 2 5,004,021        5,195,426        4,940,933        5,059,886        4,700,631        5,638,756        5,146,456        1,004,710    827,828            583,689           1,009,416          1,084,129        579,701           955,662          20.08 15.93 11.81 19.95 23.06 10.28 18.57

RFDEILEVSDGIMVAR 3 0.9702
SILIGAPGGPAGYLR 2 0.942

IPI00027175 SRI Sorcin 1 33.33 5 5 8,170,547        8,206,480        7,266,934        7,272,661        7,338,847        8,991,509        7,883,248        357,139       1,454,782        1,070,817       942,170              965,505            992,022           1,453,317      4.37 17.73 14.74 12.95 13.16 11.03 18.44
IPI00414264 SRI sorcin isoform b 1 36.07 5 5 8,170,547        8,206,480        7,266,934        7,272,661        7,338,847        8,991,509        7,883,248        357,139       1,454,782        1,070,817       942,170              965,505            992,022           1,453,317      4.37 17.73 14.74 12.95 13.16 11.03 18.44
IPI00946099 SRI Putative uncharacterized protein SRI 1 42.58 5 5 8,170,547        8,206,480        7,266,934        7,272,661        7,338,847        8,991,509        7,883,248        357,139       1,454,782        1,070,817       942,170              965,505            992,022           1,453,317      4.37 17.73 14.74 12.95 13.16 11.03 18.44

DMSGTMGFNEFK 2 0.8062
DTAQQGVVNFPYDDFIQCVMSV 2 0.9998

LSPQAVNSIAK 2 0.9996
QHFISFDTDR 3 0.9997
SGTVDPQELQK 2 0.9995

IPI00027178 AP1G2 AP‐1 complex subunit gamma‐like 2 0.976 0.76 1 1 1,586,045        1,718,510        3,080,610        2,575,600        3,037,605        3,304,715        2,729,125        295,867       310,541            481,293           245,137              739,699            547,422           624,660          18.65 18.07 15.62 9.52 24.35 16.56 22.89
IPI00908750 AP1G2 AP1G2 protein 0.976 0.94 1 1 1,586,045        1,718,510        3,080,610        2,575,600        3,037,605        3,304,715        2,729,125        295,867       310,541            481,293           245,137              739,699            547,422           624,660          18.65 18.07 15.62 9.52 24.35 16.56 22.89

MPLVER 2 0.9761
IPI00027193 CLIC5 Isoform 2 of Chloride intracellular channel protein 5 0.963 4.15 1 1 2,047,878        2,267,703        2,222,920        2,156,075        2,002,265        2,173,533        1,833,590        89,146         1,010,924        731,368           379,409              425,099            262,964           404,444          4.35 44.58 32.9 17.6 21.23 12.1 22.06
IPI00294443 CLIC5 Isoform 1 of Chloride intracellular channel protein 5 0.963 6.77 1 1 2,047,878        2,267,703        2,222,920        2,156,075        2,002,265        2,173,533        1,833,590        89,146         1,010,924        731,368           379,409              425,099            262,964           404,444          4.35 44.58 32.9 17.6 21.23 12.1 22.06
IPI00165936 CLIC6 Isoform A of Chloride intracellular channel protein 6 0.963 2.48 1 1 2,047,878        2,267,703        2,222,920        2,156,075        2,002,265        2,173,533        1,833,590        89,146         1,010,924        731,368           379,409              425,099            262,964           404,444          4.35 44.58 32.9 17.6 21.23 12.1 22.06
IPI00394749 CLIC6 Isoform B of Chloride intracellular channel protein 6 0.963 2.41 1 1 2,047,878        2,267,703        2,222,920        2,156,075        2,002,265        2,173,533        1,833,590        89,146         1,010,924        731,368           379,409              425,099            262,964           404,444          4.35 44.58 32.9 17.6 21.23 12.1 22.06

FLDGDELTLADCNLLPK 2 0.9682
IPI00027223 IDH1 Isocitrate dehydrogenase [NADP] cytoplasmic 1 55.56 19 24 234,583,890   237,523,885   237,094,012   241,196,660   247,978,470   295,340,810   231,931,353   25,456,675  58,075,472      20,328,308     18,710,179        26,058,336      38,765,113      35,028,155    10.85 24.45 8.57 7.76 10.51 13.13 15.1

ATDFVVPGPGK 2 0.9997
ATDFVVPGPGKVEITYTPSDGTQK 3 0.9998

DATNDQVTKDAAEAIKK 3 0.9998
ELAFFANALEEVSIETIEAGFMTK 2 0.9998

FKDIFQEIYDK 2 0.9989
FKDIFQEIYDK 3 0.9997
GWPLYLSTK 2 0.9465
IIWELIK 2 0.998

ISGGSVVEMQGDEMTR 2 0.9998
IWYEHR 2 0.8757

LDNNKELAFFANALEEVSIETIEAGFMTK 3 0.9998
LIDDMVAQAMK 2 0.9998

LIFPYVELDLHSYDLGIENR 2 0.9998
LIFPYVELDLHSYDLGIENR 3 0.9998

LVSGWVKPIIIGR 2 0.9998
LVSGWVKPIIIGR 3 0.9998
SDYLNTFEFMDK 2 0.9998

SDYLNTFEFMDKLGENLK 2 0.9998
SDYLNTFEFMDKLGENLK 3 0.9998

SEGGFIWACK 2 0.9997
SIEDFAHSSFQMALSK 2 0.9998
SIEDFAHSSFQMALSK 3 0.9998
VEITYTPSDGTQK 2 0.9998

VTYLVHNFEEGGGVAMGMYNQDK 3 0.9998
IPI00027230 HSP90B1 Endoplasmin 1 41.34 30 35 369,591,900   386,483,700   350,842,742   352,134,447   364,220,330   461,313,430   351,022,579   17,688,916  92,399,498      34,808,714     33,736,015        44,654,396      60,327,539      72,374,144    4.79 23.91 9.92 9.58 12.26 13.08 20.62

DISTNYYASQK 2 0.9998
EAESSPFVER 2 0.9998

EAVEKEFEPLLNWMK 2 0.9998
EAVEKEFEPLLNWMK 3 0.9997

EAVEKEFEPLLNWMKDK 3 0.9998
EGSRTDDEVVQREEEAIQLDGLNASQIR 3 0.9978

FAFQAEVNR 2 0.9992
GLFDEYGSK 2 0.9997

GVVDSDDLPLNVSR 2 0.9998
GYEVIYLTEPVDEYCIQALPEFDGKR 3 0.9998

IADDKYNDTFWKEFGTNIK 3 0.9998
IYFMAGSSR 2 0.9998

KGYEVIYLTEPVDEYCIQALPEFDGKR 3 0.9997
KYSQFINFPIYVWSSK 2 0.9997
KYSQFINFPIYVWSSK 3 0.9998

LGVIEDHSNR 2 0.9998
LIINSLYK 2 0.9994

LISLTDENALSGNEELTVK 2 0.9998
LSLNIDPDAK 2 0.9936

LTESPCALVASQYGWSGNMER 2 0.9998
LTESPCALVASQYGWSGNMER 3 0.9998

NLLHVTDTGVGMTR 2 0.9998
NLLHVTDTGVGMTR 3 0.9998

NLLHVTDTGVGMTREELVK 3 0.9997
RVFITDDFHDMMPK 3 0.9998

SGTSEFLNK 2 0.9996
SGYLLPDTK 2 0.9997
SILFVPTSAPR 2 0.9998
TFEINPR 2 0.9992
TLDMIK 2 0.9061

TVWDWELMNDIKPIWQR 3 0.9674
TVWDWELMNDIKPIWQRPSK 3 0.9997



VFITDDFHDMMPK 2 0.9998
VFITDDFHDMMPK 3 0.9998
YSQFINFPIYVWSSK 2 0.9998

IPI00027252 PHB2 Prohibitin‐2 1 10.03 2 2 5,861,485        5,784,665        6,839,475        6,660,285        6,120,335        8,206,565        6,936,805        281,103       1,460,683        836,563           525,895              1,678,509        1,336,458        1,429,456      4.8 25.25 12.23 7.9 27.43 16.29 20.61
IPI00797822 PHB2 cDNA FLJ56579, highly similar to Prohibitin‐2 1 11.49 2 2 5,861,485        5,784,665        6,839,475        6,660,285        6,120,335        8,206,565        6,936,805        281,103       1,460,683        836,563           525,895              1,678,509        1,336,458        1,429,456      4.8 25.25 12.23 7.9 27.43 16.29 20.61

IGGVQQDTILAEGLHFR 3 0.9996
IPWFQYPIIYDIR 2 0.9864

IPI00027255 MYL6B Myosin light chain 6B 0.916 4.33 1 1 4,522,890        3,133,505        3,769,150        3,213,370        3,765,370        3,492,405        3,942,515        808,829       238,149            619,914           396,173              697,604            737,503           706,081          17.88 7.6 16.45 12.33 18.53 21.12 17.91
IPI00792530 MYL6B 13 kDa protein 0.916 7.76 1 1 4,522,890        3,133,505        3,769,150        3,213,370        3,765,370        3,492,405        3,942,515        808,829       238,149            619,914           396,173              697,604            737,503           706,081          17.88 7.6 16.45 12.33 18.53 21.12 17.91

HVLTTLGEK 2 0.9165
IPI00220361 CALB1 Calbindin 0.994 4.21 1 1 3,307,800        3,521,675        3,461,500        3,494,105        3,452,475        4,244,500        3,743,825        277,748       1,177,492        513,277           459,315              924,872            740,715           898,746          8.4 33.44 14.83 13.15 26.79 17.45 24.01
IPI00027264 CALB2 Calretinin 0.994 4.06 1 1 3,307,800        3,521,675        3,461,500        3,494,105        3,452,475        4,244,500        3,743,825        277,748       1,177,492        513,277           459,315              924,872            740,715           898,746          8.4 33.44 14.83 13.15 26.79 17.45 24.01

LLPVQENFLLK 2 0.9937
IPI00027270 RPL26 60S ribosomal protein L26 0.962 6.21 1 1 1,850,205        1,794,145        1,718,243        1,713,988        1,844,298        2,365,365        1,508,380        312,306       357,576            236,937           185,720              142,851            279,588           225,374          16.88 19.93 13.79 10.84 7.75 11.82 14.94
IPI00433834 RPL26 Putative uncharacterized protein RPL26 0.962 5.88 1 1 1,850,205        1,794,145        1,718,243        1,713,988        1,844,298        2,365,365        1,508,380        312,306       357,576            236,937           185,720              142,851            279,588           225,374          16.88 19.93 13.79 10.84 7.75 11.82 14.94
IPI00789514 RPL26 13 kDa protein 0.962 8.18 1 1 1,850,205        1,794,145        1,718,243        1,713,988        1,844,298        2,365,365        1,508,380        312,306       357,576            236,937           185,720              142,851            279,588           225,374          16.88 19.93 13.79 10.84 7.75 11.82 14.94
IPI00792420 RPL26 8 kDa protein 0.962 14.29 1 1 1,850,205        1,794,145        1,718,243        1,713,988        1,844,298        2,365,365        1,508,380        312,306       357,576            236,937           185,720              142,851            279,588           225,374          16.88 19.93 13.79 10.84 7.75 11.82 14.94

HFNAPSHIR 3 0.9619
IPI00027310 MEGF8 Isoform 1 of Multiple epidermal growth factor‐like domains protein 8 0.989 1.02 1 1 2,063,500        1,953,533        1,909,417        1,928,133        2,018,847        2,352,597        1,944,827        268,030       564,487            171,033           122,105              338,154            224,445           300,159          12.99 28.9 8.96 6.33 16.75 9.54 15.43
IPI00607580 MEGF8 Isoform 2 of Multiple epidermal growth factor‐like domains protein 8 0.989 1.04 1 1 2,063,500        1,953,533        1,909,417        1,928,133        2,018,847        2,352,597        1,944,827        268,030       564,487            171,033           122,105              338,154            224,445           300,159          12.99 28.9 8.96 6.33 16.75 9.54 15.43
IPI00791343 MEGF8 MEGF8 protein 0.989 1.18 1 1 2,063,500        1,953,533        1,909,417        1,928,133        2,018,847        2,352,597        1,944,827        268,030       564,487            171,033           122,105              338,154            224,445           300,159          12.99 28.9 8.96 6.33 16.75 9.54 15.43

FYLLLLGVGDPSGPGANGSADSQGLLFFR 3 0.9889
IPI00027341 CAPG Macrophage‐capping protein 1 43.68 9 9 20,575,523     21,000,011     19,013,911     18,777,118     19,126,246     23,654,774     19,092,898     1,115,294    4,836,689        2,445,366       1,848,928          1,568,771        3,233,928        3,245,930      5.42 23.03 12.86 9.85 8.2 13.67 17

ALNWDSFNTGDCFILDLGQNIFAWCGGK 3 0.9998
AQVEIVTDGEEPAEMIQVLGPKPALK 3 0.9998

DLALAIR 2 0.9306
EGNPEEDLTADKANAQAAALYK 3 0.9998

EVQGNESDLFMSYFPR 2 0.9998
MQYAPNTQVEILPQGR 2 0.9998

QAALQVAEGFISR 2 0.9998
VSDATGQMNLTK 2 0.9998
YQEGGVESAFHK 3 0.9993

IPI00027350 PRDX2 Peroxiredoxin‐2 1 64.14 13 17 74,528,059     73,673,717     69,753,930     69,363,294     71,011,673     81,727,609     71,012,032     4,043,458    15,404,244      8,856,245       6,630,634          4,544,995        5,349,567        13,843,937    5.43 20.91 12.7 9.56 6.4 6.55 19.5
IPI00909207 PRDX2 cDNA FLJ60461, highly similar to Peroxiredoxin‐2 1 69.4 13 17 74,528,059     73,673,717     69,753,930     69,363,294     71,011,673     81,727,609     71,012,032     4,043,458    15,404,244      8,856,245       6,630,634          4,544,995        5,349,567        13,843,937    5.43 20.91 12.7 9.56 6.4 6.55 19.5

ATAVVDGAFK 2 0.9998
ATAVVDGAFKEVK 2 0.9996
ATAVVDGAFKEVK 3 0.9996

EGGLGPLNIPLLADVTR 2 0.9998
GLFIIDGK 2 0.9774
IGKPAPDFK 2 0.854

KEGGLGPLNIPLLADVTR 2 0.9998
KEGGLGPLNIPLLADVTR 3 0.9998

KLGCEVLGVSVDSQFTHLAWINTPR 3 0.9997
LGCEVLGVSVDSQFTHLAWINTPR 3 0.9998

LSEDYGVLK 1 0.8232
LSEDYGVLK 2 0.9978

LSEDYGVLKTDEGIAYR 3 0.9998
QITVNDLPVGR 2 0.9998
RLSEDYGVLK 2 0.9991
RLSEDYGVLK 3 0.9996

YVVLFFYPLDFTFVCPTEIIAFSNR 2 0.9998
IPI00419979 PAK2 Serine/threonine‐protein kinase PAK 2 0.999 4.95 2 2 909,555           851,802           858,238           870,267           828,891           1,045,119        880,508           137,298       244,323            145,822           185,056              135,134            133,932           217,486          15.1 28.68 16.99 21.26 16.3 12.82 24.7
IPI00027382 PAK3 Isoform 2 of Serine/threonine‐protein kinase PAK 3 0.999 4.78 2 2 909,555           851,802           858,238           870,267           828,891           1,045,119        880,508           137,298       244,323            145,822           185,056              135,134            133,932           217,486          15.1 28.68 16.99 21.26 16.3 12.82 24.7
IPI00410084 PAK3 Isoform 1 of Serine/threonine‐protein kinase PAK 3 0.999 4.65 2 2 909,555           851,802           858,238           870,267           828,891           1,045,119        880,508           137,298       244,323            145,822           185,056              135,134            133,932           217,486          15.1 28.68 16.99 21.26 16.3 12.82 24.7
IPI00553222 PAK3 serine/threonine‐protein kinase PAK 3 isoform b 0.999 4.48 2 2 909,555           851,802           858,238           870,267           828,891           1,045,119        880,508           137,298       244,323            145,822           185,056              135,134            133,932           217,486          15.1 28.68 16.99 21.26 16.3 12.82 24.7
IPI00896377 PAK3 serine/threonine‐protein kinase PAK 3 isoform c 0.999 4.6 2 2 909,555           851,802           858,238           870,267           828,891           1,045,119        880,508           137,298       244,323            145,822           185,056              135,134            133,932           217,486          15.1 28.68 16.99 21.26 16.3 12.82 24.7
IPI00930214 PAK3 PAK2 0.999 4.81 2 2 909,555           851,802           858,238           870,267           828,891           1,045,119        880,508           137,298       244,323            145,822           185,056              135,134            133,932           217,486          15.1 28.68 16.99 21.26 16.3 12.82 24.7
IPI00941059 PAK3 Putative uncharacterized protein PAK3 0.999 5.65 2 2 909,555           851,802           858,238           870,267           828,891           1,045,119        880,508           137,298       244,323            145,822           185,056              135,134            133,932           217,486          15.1 28.68 16.99 21.26 16.3 12.82 24.7

LLQTSNITK 2 0.9502
STMVGTPYWMAPEVVTR 2 0.9943

IPI00027397 HN1L Isoform 1 of Hematological and neurological expressed 1‐like protein 0.994 7.37 1 1 867,694           986,558           836,672           1,057,170        911,508           1,049,254        945,352           161,619       289,288            88,113             167,733              188,264            177,506           301,486          18.63 29.32 10.53 15.87 20.65 16.92 31.89
IPI00607796 HN1L Putative uncharacterized protein HN1L 0.994 11.02 1 1 867,694           986,558           836,672           1,057,170        911,508           1,049,254        945,352           161,619       289,288            88,113             167,733              188,264            177,506           301,486          18.63 29.32 10.53 15.87 20.65 16.92 31.89
IPI00607884 HN1L Isoform 2 of Hematological and neurological expressed 1‐like protein 0.994 8.05 1 1 867,694           986,558           836,672           1,057,170        911,508           1,049,254        945,352           161,619       289,288            88,113             167,733              188,264            177,506           301,486          18.63 29.32 10.53 15.87 20.65 16.92 31.89
IPI00909195 HN1L cDNA FLJ53622, highly similar to Hematological and neurological expre 0.994 6.42 1 1 867,694           986,558           836,672           1,057,170        911,508           1,049,254        945,352           161,619       289,288            88,113             167,733              188,264            177,506           301,486          18.63 29.32 10.53 15.87 20.65 16.92 31.89
IPI00909743 HN1L cDNA FLJ60660, highly similar to Hematological and neurological expre 0.994 6.7 1 1 867,694           986,558           836,672           1,057,170        911,508           1,049,254        945,352           161,619       289,288            88,113             167,733              188,264            177,506           301,486          18.63 29.32 10.53 15.87 20.65 16.92 31.89

GSGIFDESTPVQTR 2 0.9936
IPI00027423 PPP1CA serine/threonine‐protein phosphatase PP1‐alpha catalytic subunit isofo 1 13.49 4 4 7,207,314        6,294,600        6,390,671        5,968,531        6,085,358        6,862,389        6,495,603        720,721       1,742,045        690,983           254,242              415,015            525,233           859,832          10 27.68 10.81 4.26 6.82 7.65 13.24
IPI00550451 PPP1CA Serine/threonine‐protein phosphatase PP1‐alpha catalytic subunit 1 13.94 4 4 7,207,314        6,294,600        6,390,671        5,968,531        6,085,358        6,862,389        6,495,603        720,721       1,742,045        690,983           254,242              415,015            525,233           859,832          10 27.68 10.81 4.26 6.82 7.65 13.24

IYGFYDECK 2 0.9428
LNLDSIIGR 2 0.9871
NVQLTENEIR 2 0.9992

TFTDCFNCLPIAAIVDEK 2 0.9997
IPI00027434 RHOC Rho‐related GTP‐binding protein RhoC 1 18.13 2 2 4,129,036        4,183,501        3,904,860        4,040,631        4,126,301        5,032,615        3,857,920        91,530         897,094            412,709           570,357              477,076            615,612           640,624          2.22 21.44 10.57 14.12 11.56 12.23 16.61
IPI00552834 RHOC Ras homolog gene family, member C 1 17.59 2 2 4,129,036        4,183,501        3,904,860        4,040,631        4,126,301        5,032,615        3,857,920        91,530         897,094            412,709           570,357              477,076            615,612           640,624          2.22 21.44 10.57 14.12 11.56 12.23 16.61
IPI00643368 RHOC Ras homolog gene family, member C 1 27.56 2 2 4,129,036        4,183,501        3,904,860        4,040,631        4,126,301        5,032,615        3,857,920        91,530         897,094            412,709           570,357              477,076            615,612           640,624          2.22 21.44 10.57 14.12 11.56 12.23 16.61
IPI00647268 RHOC Ras homolog gene family, member C 1 18.52 2 2 4,129,036        4,183,501        3,904,860        4,040,631        4,126,301        5,032,615        3,857,920        91,530         897,094            412,709           570,357              477,076            615,612           640,624          2.22 21.44 10.57 14.12 11.56 12.23 16.61

DQFPEVYVPTVFENYIADIEVDGK 2 0.9996
LVIVGDGACGK 2 0.9902

IPI00027442 AARS Alanyl‐tRNA synthetase, cytoplasmic 1 22.11 13 15 51,296,870     49,781,158     46,816,496     53,579,330     49,371,562     57,028,230     43,795,395     3,795,494    9,738,379        5,433,259       5,726,544          6,467,354        6,277,238        6,042,489      7.4 19.56 11.61 10.69 13.1 11.01 13.8
ASEWVQQVSGLMDGK 2 0.9997

AVFDETYPDPVR 2 0.9977
DAAHLVNQDDPNVLEIWNLVFIQYNR 3 0.9997

EADGILKPLPK 2 0.9531
EADGILKPLPK 3 0.9897

GAGGEDLIMLDIYAIEELR 2 0.9998
GGYVLHIGTIYGDLK 2 0.9717
GLVVDMDGFEEER 2 0.9997
KAEEIANEMIEAAK 2 0.9794

NVGCLQEALQLATSFAQLR 2 0.9951
NVGCLQEALQLATSFAQLR 3 0.9998

QIWQNLGLDDTK 2 0.9981
TIPGDTAWLLYDTYGFPVDLTGLIAEEK 3 0.9997

TITVALADGGRPDNTGR 3 0.9881
VGDQVWLFIDEPR 2 0.9998

IPI00027444 SERPINB1 Leukocyte elastase inhibitor 1 34.04 11 11 96,645,818     106,347,704   89,483,506     97,788,372     91,839,862     118,505,274   96,689,706     8,742,233    28,674,733      6,535,586       12,757,570        11,682,436      11,543,876      14,732,788    9.05 26.96 7.3 13.05 12.72 9.74 15.24
FAYGYIEDLK 2 0.9996
FQSLNADINKR 2 0.9642

GQTEGKIPELLASGMVDNMTK 3 0.9997
IEEQLTLEK 2 0.9979

IPELLASGMVDNMTK 2 0.9998
KIEEQLTLEK 2 0.8388

LGVQDLFNSSK 2 0.9998
LVLVNAIYFK 2 0.9998

TFHFNTVEEVHSR 2 0.9647



TYNFLPEFLVSTQK 2 0.9998
VLELPYQGEELSMVILLPDDIEDESTGLKK 3 0.9998

IPI00027463 S100A6 Protein S100‐A6 1 52.22 7 10 161,008,489   164,004,610   116,636,789   123,796,564   129,635,776   158,945,677   128,593,794   15,122,794  51,346,059      27,278,291     22,971,497        14,794,694      11,577,658      32,245,811    9.39 31.31 23.39 18.56 11.41 7.28 25.08
DQEVNFQEYVTFLGALALIYNEALK 2 0.9998
DQEVNFQEYVTFLGALALIYNEALK 3 0.9998
DQEVNFQEYVTFLGALALIYNEALKG 2 0.9998
DQEVNFQEYVTFLGALALIYNEALKG 3 0.9998

ELIQKELTIGSK 2 0.9998
LMEDLDR 2 0.9956

LMEDLDRNK 3 0.8643
NKDQEVNFQEYVTFLGALALIYNEALK 3 0.9998
NKDQEVNFQEYVTFLGALALIYNEALKG 2 0.9998
NKDQEVNFQEYVTFLGALALIYNEALKG 3 0.9998

IPI00027485 EIF4E Eukaryotic translation initiation factor 4E 0.934 5.07 1 1 838,023           847,723           1,019,308        936,788           869,013           971,603           843,823           194,907       233,582            84,787             141,105              155,772            104,928           184,042          23.26 27.55 8.32 15.06 17.93 10.8 21.81
IPI00873680 EIF4E eukaryotic translation initiation factor 4E isoform 3 0.934 4.64 1 1 838,023           847,723           1,019,308        936,788           869,013           971,603           843,823           194,907       233,582            84,787             141,105              155,772            104,928           184,042          23.26 27.55 8.32 15.06 17.93 10.8 21.81
IPI00908416 EIF4E 29 kDa protein 0.934 4.44 1 1 838,023           847,723           1,019,308        936,788           869,013           971,603           843,823           194,907       233,582            84,787             141,105              155,772            104,928           184,042          23.26 27.55 8.32 15.06 17.93 10.8 21.81
IPI00965726 EIF4E eukaryotic translation initiation factor 4E isoform 2 0.934 4.44 1 1 838,023           847,723           1,019,308        936,788           869,013           971,603           843,823           194,907       233,582            84,787             141,105              155,772            104,928           184,042          23.26 27.55 8.32 15.06 17.93 10.8 21.81
IPI00966031 EIF4E Putative uncharacterized protein EIF4E 0.934 4.49 1 1 838,023           847,723           1,019,308        936,788           869,013           971,603           843,823           194,907       233,582            84,787             141,105              155,772            104,928           184,042          23.26 27.55 8.32 15.06 17.93 10.8 21.81
IPI00788723 LOC100131693 similar to hCG1777996 0.934 5.07 1 1 838,023           847,723           1,019,308        936,788           869,013           971,603           843,823           194,907       233,582            84,787             141,105              155,772            104,928           184,042          23.26 27.55 8.32 15.06 17.93 10.8 21.81

IAIWTTECENR 2 0.9342
IPI00027497 GPI Glucose‐6‐phosphate isomerase 1 48.57 19 26 61,332,545     59,025,859     60,184,238     57,963,773     59,724,674     71,598,810     59,101,636     5,273,841    12,264,182      6,370,922       4,995,365          5,981,415        9,054,324        9,720,450      8.6 20.78 10.59 8.62 10.01 12.65 16.45

AVLHVALR 2 0.9508
EFGIDPQNMFEFWDWVGGR 2 0.9998

FAAYFQQGDMESNGK 2 0.9998
IFVQGIIWDINSFDQWGVELGK 2 0.9998
IFVQGIIWDINSFDQWGVELGK 3 0.9998

ILLANFLAQTEALMR 2 0.9998
ILLANFLAQTEALMR 3 0.9998

INYTEGR 2 0.9917
KIEPELDGSAQVTSHDASTNGLINFIK 3 0.9998

LQQWYR 2 0.9934
LTPFMLGALVAMYEHK 2 0.9946
LTPFMLGALVAMYEHK 3 0.9997

MLVDLAK 2 0.9827
NLVTEDVMR 2 0.9988

SELNLR 1 0.9888
SELNLR 2 0.9565

SNTPILVDGKDVMPEVNK 2 0.9998
TFTTQETITNAETAK 2 0.9998

TITDVINIGIGGSDLGPLMVTEALKPYSSGGPR 3 0.9998
TLAQLNPESSLFIIASK 2 0.9998
TLAQLNPESSLFIIASK 3 0.9998
VFEGNRPTNSIVFTK 2 0.9998
VFEGNRPTNSIVFTK 3 0.9996

VKEFGIDPQNMFEFWDWVGGR 2 0.9267
VKEFGIDPQNMFEFWDWVGGR 3 0.9998

VWYVSNIDGTHIAK 2 0.9998
IPI00027626 CCT6A T‐complex protein 1 subunit zeta 1 32.77 11 13 77,724,080     77,217,710     70,361,451     74,710,170     72,511,315     92,335,780     65,850,195     3,549,168    18,263,784      7,740,013       6,973,847          7,276,912        10,880,960      11,713,169    4.57 23.65 11 9.33 10.04 11.78 17.79

AQLGVQAFADALLIIPK 2 0.9997
DGNVLLHEMQIQHPTASLIAK 3 0.9998

IITEGFEAAK 2 0.9943
KQDEPIDLFMIEIMEMK 3 0.9998

NAIDDGCVVPGAGAVEVAMAEALIK 2 0.9998
NAIDDGCVVPGAGAVEVAMAEALIK 3 0.9997

QADLYISEGLHPR 3 0.9987
QDEPIDLFMIEIMEMK 2 0.9997

SETDTSLIR 2 0.9622
VATAQDDITGDGTTSNVLIIGELLK 2 0.9998

VHAELADVLTEAVVDSILAIK 2 0.9998
VHAELADVLTEAVVDSILAIK 3 0.9998
VLAQNSGFDLQETLVK 2 0.9998

IPI00027627 TNFAIP8 Isoform 1 of Tumor necrosis factor alpha‐induced protein 8 0.943 10.1 1 1 882,240           818,910           1,024,592        948,524           879,494           1,035,696        929,658           177,288       131,708            374,183           207,429              194,531            239,895           186,362          20.1 16.08 36.52 21.87 22.12 23.16 20.05
IPI00807579 TNFAIP8 Isoform 3 of Tumor necrosis factor alpha‐induced protein 8 0.943 10.64 1 1 882,240           818,910           1,024,592        948,524           879,494           1,035,696        929,658           177,288       131,708            374,183           207,429              194,531            239,895           186,362          20.1 16.08 36.52 21.87 22.12 23.16 20.05
IPI00845242 TNFAIP8 Isoform 2 of Tumor necrosis factor alpha‐induced protein 8 0.943 10.53 1 1 882,240           818,910           1,024,592        948,524           879,494           1,035,696        929,658           177,288       131,708            374,183           207,429              194,531            239,895           186,362          20.1 16.08 36.52 21.87 22.12 23.16 20.05
IPI00965514 TNFAIP8 Putative uncharacterized protein TNFAIP8 0.943 10 1 1 882,240           818,910           1,024,592        948,524           879,494           1,035,696        929,658           177,288       131,708            374,183           207,429              194,531            239,895           186,362          20.1 16.08 36.52 21.87 22.12 23.16 20.05
IPI00966585 TNFAIP8 cDNA FLJ58699, highly similar to Homo sapiens tumor necrosis factor, a 0.943 9.52 1 1 882,240           818,910           1,024,592        948,524           879,494           1,035,696        929,658           177,288       131,708            374,183           207,429              194,531            239,895           186,362          20.1 16.08 36.52 21.87 22.12 23.16 20.05

SIATTLIDDTSSEVLDELYR 2 0.9431
IPI00027701 ACADS Short‐chain specific acyl‐CoA dehydrogenase, mitochondria 1 9.22 2 2 2,539,600        2,592,830        2,587,510        2,408,823        2,644,075        2,607,070        2,198,730        221,983       648,071            212,693           426,222              585,004            285,167           315,648          8.74 24.99 8.22 17.69 22.13 10.94 14.36
IPI00909944 ACADS cDNA FLJ51323, highly similar to Short‐chain specific acyl‐CoA dehydrog 1 9.31 2 2 2,539,600        2,592,830        2,587,510        2,408,823        2,644,075        2,607,070        2,198,730        221,983       648,071            212,693           426,222              585,004            285,167           315,648          8.74 24.99 8.22 17.69 22.13 10.94 14.36

IGIASQALGIAQTALDCAVNYAENR 3 0.9979
ITEIYEGTSEIQR 2 0.8969

IPI00027745 GUSB Isoform Long of Beta‐glucuronidase 1 4.45 2 2 2,831,372        2,478,647        2,342,308        2,331,439        2,395,348        2,706,688        2,499,601        464,214       541,982            271,903           332,570              327,895            246,889           555,146          16.4 21.87 11.61 14.26 13.69 9.12 22.21
IPI00219516 GUSB Isoform Short of Beta‐glucuronidase 1 4.83 2 2 2,831,372        2,478,647        2,342,308        2,331,439        2,395,348        2,706,688        2,499,601        464,214       541,982            271,903           332,570              327,895            246,889           555,146          16.4 21.87 11.61 14.26 13.69 9.12 22.21
IPI00927883 GUSB cDNA FLJ53268, highly similar to Beta‐glucuronidase 1 5.74 2 2 2,831,372        2,478,647        2,342,308        2,331,439        2,395,348        2,706,688        2,499,601        464,214       541,982            271,903           332,570              327,895            246,889           555,146          16.4 21.87 11.61 14.26 13.69 9.12 22.21

GFEEQWYR 2 0.9837
YVVGELIWNFADFMTEQSPTR 2 0.9996

IPI00179415 PPP3CA Isoform 1 of Serine/threonine‐protein phosphatase 2B catalytic subunit 0.963 1.73 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00747748 PPP3CA Isoform 2 of Serine/threonine‐protein phosphatase 2B catalytic subunit 0.963 1.76 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00877617 PPP3CA Calcineurin isoform CNEX3‐10 0.963 3.11 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00966317 PPP3CA Serine/threonine‐protein phosphatase 0.963 1.98 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00027809 PPP3CB serine/threonine‐protein phosphatase 2B catalytic subunit beta isoform 0.963 1.71 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00181738 PPP3CB serine/threonine‐protein phosphatase 2B catalytic subunit beta isoform 0.963 1.75 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00218862 PPP3CB Isoform 2 of Serine/threonine‐protein phosphatase 2B catalytic subunit 0.963 1.75 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00748557 PPP3CB Serine/threonine‐protein phosphatase 0.963 1.81 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00872930 PPP3CB Isoform 1 of Serine/threonine‐protein phosphatase 2B catalytic subunit 0.963 1.72 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00305491 PPP3CC Isoform 2 of Serine/threonine‐protein phosphatase 2B catalytic subunit 0.963 1.79 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00413731 PPP3CC Isoform 1 of Serine/threonine‐protein phosphatase 2B catalytic subunit 0.963 1.76 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57
IPI00872489 PPP3CC Serine/threonine‐protein phosphatase 0.963 1.73 1 1 1,530,725        1,247,842        1,167,832        1,146,310        1,196,181        1,546,367        1,241,065        284,492       447,520            135,348           347,598              225,030            156,804           354,592          18.59 35.86 11.59 30.32 18.81 10.14 28.57

YENNVMNIR 2 0.9631
IPI00027834 HNRNPL Heterogeneous nuclear ribonucleoprotein L 1 39.9 13 16 96,590,268     96,181,593     81,886,423     85,402,969     86,242,665     107,912,551   81,559,892     4,453,513    21,478,196      7,576,379       3,218,941          8,906,374        9,360,408        15,411,749    4.61 22.33 9.25 3.77 10.33 8.67 18.9

AITHLNNNFMFGQK 2 0.9998
AITHLNNNFMFGQK 3 0.9982
ASLNGADIYSGCCTLK 2 0.9998

GLIDGVVEADLVEALQEFGPISYVVVMPK 2 0.9998
LCFSTAQHAS 2 0.9998

NDQDTWDYTNPNLSGQGDPGSNPNKR 3 0.9998
NPNGPYPYTLK 2 0.9985

QPAIMPGQSYGLEDGSCSYKDFSESR 3 0.9998
SDALETLGFLNHYQMK 2 0.9998
SDALETLGFLNHYQMK 3 0.9998

SKPGAAMVEMADGYAVDR 2 0.9998
SKPGAAMVEMADGYAVDR 3 0.9998

SSSGLLEWESK 2 0.9997
TDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHK 3 0.9989



TPASPVVHIR 3 0.9835
VFNVFCLYGNVEK 2 0.9998

IPI00027843 PROZ Isoform 1 of Vitamin K‐dependent protein Z 0.919 4 1 1 27,409,700     25,609,050     28,023,450     28,487,450     27,631,000     34,319,600     24,957,800     2,355,428    6,454,932        2,936,132       1,802,993          3,333,970        6,700,666        2,846,656      8.59 25.21 10.48 6.33 12.07 19.52 11.41
IPI00216065 PROZ Isoform 2 of Vitamin K‐dependent protein Z 0.919 3.79 1 1 27,409,700     25,609,050     28,023,450     28,487,450     27,631,000     34,319,600     24,957,800     2,355,428    6,454,932        2,936,132       1,802,993          3,333,970        6,700,666        2,846,656      8.59 25.21 10.48 6.33 12.07 19.52 11.41

AGSYLLEELFEGNLEK 3 0.9187
IPI00027851 HEXA cDNA FLJ53927, highly similar to Beta‐hexosaminidase alpha chain 1 7.04 2 3 5,160,008        5,023,235        4,320,350        4,133,830        4,856,051        6,000,702        4,344,472        337,153       1,520,547        573,745           411,810              922,254            1,008,135        809,629          6.53 30.27 13.28 9.96 18.99 16.8 18.64
IPI00941167 HEXA Beta‐hexosaminidase subunit alpha 1 7.18 2 3 5,160,008        5,023,235        4,320,350        4,133,830        4,856,051        6,000,702        4,344,472        337,153       1,520,547        573,745           411,810              922,254            1,008,135        809,629          6.53 30.27 13.28 9.96 18.99 16.8 18.64

HYLPLSSILDTLDVMAYNK 2 0.992
HYLPLSSILDTLDVMAYNK 3 0.9973
QLESFYIQTLLDIVSSYGK 2 0.9996

IPI00027996 CORO7 Isoform 1 of Coronin‐7 0.949 1.95 1 1 3,536,195        3,443,355        3,380,905        3,057,235        3,246,805        3,968,810        3,773,380        515,051       637,269            775,063           228,603              300,442            522,037           1,283,770      14.57 18.51 22.92 7.48 9.25 13.15 34.02
IPI00940326 CORO7 Isoform 2 of Coronin‐7 0.949 2.14 1 1 3,536,195        3,443,355        3,380,905        3,057,235        3,246,805        3,968,810        3,773,380        515,051       637,269            775,063           228,603              300,442            522,037           1,283,770      14.57 18.51 22.92 7.48 9.25 13.15 34.02

VAVPLLSSGGQVAVLELR 2 0.9493
IPI00028004 PSMB3 Proteasome subunit beta type‐3 1 15.61 2 3 4,626,907        4,947,363        4,902,320        4,849,460        4,675,297        6,348,667        4,660,247        458,010       993,761            505,011           675,184              827,406            1,601,854        937,257          9.9 20.09 10.3 13.92 17.7 25.23 20.11
IPI00788896 PSMB3 13 kDa protein 1 28.57 2 3 4,626,907        4,947,363        4,902,320        4,849,460        4,675,297        6,348,667        4,660,247        458,010       993,761            505,011           675,184              827,406            1,601,854        937,257          9.9 20.09 10.3 13.92 17.7 25.23 20.11
IPI00789577 PSMB3 12 kDa protein 1 29.91 2 3 4,626,907        4,947,363        4,902,320        4,849,460        4,675,297        6,348,667        4,660,247        458,010       993,761            505,011           675,184              827,406            1,601,854        937,257          9.9 20.09 10.3 13.92 17.7 25.23 20.11

FGIQAQMVTTDFQK 2 0.9997
LYIGLAGLATDVQTVAQR 2 0.9916
LYIGLAGLATDVQTVAQR 3 0.9996

IPI00028005 NUP107 Nuclear pore complex protein Nup107 0.994 1.73 1 1 3,362,085        3,181,800        3,329,995        3,032,295        3,428,985        4,643,585        2,540,200        434,860       706,081            413,625           376,446              763,440            818,765           568,208          12.93 22.19 12.42 12.41 22.26 17.63 22.37
IPI00448974 NUP107 NUP107 protein 0.994 2.33 1 1 3,362,085        3,181,800        3,329,995        3,032,295        3,428,985        4,643,585        2,540,200        434,860       706,081            413,625           376,446              763,440            818,765           568,208          12.93 22.19 12.42 12.41 22.26 17.63 22.37

FLILGDIDGLMDEFSK 2 0.9943
IPI00028006 PSMB2 Proteasome subunit beta type‐2 0.997 5.47 1 1 30,375,000     29,647,600     25,903,300     27,003,800     29,711,000     34,081,300     28,536,300     2,555,526    8,822,399        3,519,226       2,908,358          3,703,796        3,695,047        8,548,512      8.41 29.76 13.59 10.77 12.47 10.84 29.96

FILNLPTFSVR 2 0.9944
IPI00028031 ACADVL cDNA FLJ56425, highly similar to Very‐long‐chain specific acyl‐CoAdehy 0.993 4.56 2 2 6,295,387        6,055,120        5,305,857        5,542,430        5,413,363        6,298,823        5,823,090        1,212,286    1,403,148        1,146,007       943,133              1,018,846        539,395           1,050,066      19.26 23.17 21.6 17.02 18.82 8.56 18.03
IPI00178744 ACADVL Isoform 2 of Very long‐chain specific acyl‐CoA dehydrogenase, mitocho 0.993 4.71 2 2 6,295,387        6,055,120        5,305,857        5,542,430        5,413,363        6,298,823        5,823,090        1,212,286    1,403,148        1,146,007       943,133              1,018,846        539,395           1,050,066      19.26 23.17 21.6 17.02 18.82 8.56 18.03
IPI00937735 ACADVL cDNA FLJ55801, highly similar to Very‐long‐chain specific acyl‐CoAdehy 0.993 4.72 2 2 6,295,387        6,055,120        5,305,857        5,542,430        5,413,363        6,298,823        5,823,090        1,212,286    1,403,148        1,146,007       943,133              1,018,846        539,395           1,050,066      19.26 23.17 21.6 17.02 18.82 8.56 18.03

LWISNGGLADIFTVFAK 2 0.993
VPSENVLGEVGSGFK 2 0.9622

IPI00911085 ‐ cDNA FLJ53754, highly similar to Transmembrane emp24 domain‐conta 0.925 6.21 1 1 9,569,940        9,049,510        9,732,550        8,667,600        8,968,090        8,356,450        7,807,650        1,872,837    3,137,831        736,869           584,981              1,685,582        1,743,682        1,755,460      19.57 34.67 7.57 6.75 18.8 20.87 22.48
IPI00028055 TMED10 Transmembrane emp24 domain‐containing protein 10 0.925 5.02 1 1 9,569,940        9,049,510        9,732,550        8,667,600        8,968,090        8,356,450        7,807,650        1,872,837    3,137,831        736,869           584,981              1,685,582        1,743,682        1,755,460      19.57 34.67 7.57 6.75 18.8 20.87 22.48

IPDQLVILDMK 2 0.9246
IPI00028091 ACTR3 Actin‐related protein 3 1 28.23 8 8 42,689,040     41,531,225     42,993,481     41,404,214     42,157,904     48,699,534     41,924,599     2,698,102    9,143,838        5,715,606       4,959,170          5,890,890        3,130,782        8,580,043      6.32 22.02 13.29 11.98 13.97 6.43 20.47

DITYFIQQLLR 2 0.9997
FMEQVIFK 2 0.8813

HGIVEDWDLMER 2 0.9996
LGYAGNTEPQFIIPSCIAIK 2 0.9757

LKLSEELSGGR 2 0.9313
LPACVVDCGTGYTK 2 0.9997
NIVLSGGSTMFR 2 0.9997

TLTGTVIDSGDGVTHVIPVAEGYVIGSCIK 3 0.9457
IPI00028109 DPY30 Protein dpy‐30 homolog 1 36.36 2 2 4,453,423        3,862,523        4,088,553        4,097,697        3,690,270        3,867,277        4,292,517        607,706       1,246,604        1,111,331       995,938              646,067            363,458           1,272,439      13.65 32.27 27.18 24.3 17.51 9.4 29.64

AYLDQTVVPILLQGLAVLAK 3 0.9997
ERPPNPIEFLASYLLK 2 0.9995

IPI00028160 HMBS Isoform 1 of Porphobilinogen deaminase 1 8.59 2 2 4,884,610        5,228,185        5,639,740        5,464,335        5,764,345        6,668,210        5,624,240        709,988       1,433,842        913,704           994,599              924,343            547,933           1,256,919      14.54 27.43 16.2 18.2 16.04 8.22 22.35
IPI00219877 HMBS Isoform 2 of Porphobilinogen deaminase 1 9.01 2 2 4,884,610        5,228,185        5,639,740        5,464,335        5,764,345        6,668,210        5,624,240        709,988       1,433,842        913,704           994,599              924,343            547,933           1,256,919      14.54 27.43 16.2 18.2 16.04 8.22 22.35

GPQLAAQNLGISLANLLLSK 2 0.9941
IQTDSVVATLK 2 0.9898

IPI00028177 PRUNE Isoform 5 of Protein prune homolog 0.942 5.25 1 1 3,905,195        3,634,605        3,257,840        3,400,065        3,427,530        3,793,905        3,580,375        488,652       1,242,782        344,984           556,515              451,954            329,494           1,092,352      12.51 34.19 10.59 16.37 13.19 8.68 30.51
IPI00166931 PRUNE Isoform 1 of Protein prune homolog 0.942 4.64 1 1 3,905,195        3,634,605        3,257,840        3,400,065        3,427,530        3,793,905        3,580,375        488,652       1,242,782        344,984           556,515              451,954            329,494           1,092,352      12.51 34.19 10.59 16.37 13.19 8.68 30.51

SDTALEEAVAEVLDHRPIEPK 2 0.9493
IPI00028565 GBP2 Interferon‐induced guanylate‐binding protein 2 0.99 4.06 1 1 6,052,095        7,523,180        6,191,470        5,784,685        7,173,550        7,882,255        5,576,585        854,043       2,431,219        791,653           703,295              1,066,904        1,626,822        499,688          14.11 32.32 12.79 12.16 14.87 20.64 8.96
IPI00848358 GBP2 Interferon‐induced guanylate‐binding protein 2 0.99 4.06 1 1 6,052,095        7,523,180        6,191,470        5,784,685        7,173,550        7,882,255        5,576,585        854,043       2,431,219        791,653           703,295              1,066,904        1,626,822        499,688          14.11 32.32 12.79 12.16 14.87 20.64 8.96

DFTLELEVDGEPITADDYLELSLK 3 0.9901
IPI00028618 MGMT methylated‐DNA‐‐protein‐cysteine methyltransferase 0.995 7.56 1 1 1,862,120        1,968,995        2,200,355        1,786,305        2,237,635        2,395,305        2,442,335        206,114       550,367            594,122           122,957              420,646            501,453           470,243          11.07 27.95 27 6.88 18.8 20.93 19.25
IPI00940824 MGMT Methylated‐DNA‐‐protein‐cysteine methyltransferase 0.995 8.7 1 1 1,862,120        1,968,995        2,200,355        1,786,305        2,237,635        2,395,305        2,442,335        206,114       550,367            594,122           122,957              420,646            501,453           470,243          11.07 27.95 27 6.88 18.8 20.93 19.25

FGEVISYQQLAALAGNPK 2 0.9952
IPI00028888 HNRNPD Isoform 1 of Heterogeneous nuclear ribonucleoprotein D0 1 26.2 10 13 12,561,085     12,770,708     10,999,913     11,529,535     11,675,282     14,673,672     11,429,072     824,929       2,760,979        1,050,875       1,310,377          1,419,905        1,488,496        1,950,924      6.57 21.62 9.55 11.37 12.16 10.14 17.07
IPI00220683 HNRNPD Isoform 2 of Heterogeneous nuclear ribonucleoprotein D0 1 27.68 10 13 12,561,085     12,770,708     10,999,913     11,529,535     11,675,282     14,673,672     11,429,072     824,929       2,760,979        1,050,875       1,310,377          1,419,905        1,488,496        1,950,924      6.57 21.62 9.55 11.37 12.16 10.14 17.07
IPI00220684 HNRNPD Isoform 3 of Heterogeneous nuclear ribonucleoprotein D0 1 30.39 10 13 12,561,085     12,770,708     10,999,913     11,529,535     11,675,282     14,673,672     11,429,072     824,929       2,760,979        1,050,875       1,310,377          1,419,905        1,488,496        1,950,924      6.57 21.62 9.55 11.37 12.16 10.14 17.07
IPI00220685 HNRNPD Isoform 4 of Heterogeneous nuclear ribonucleoprotein D0 1 32.4 10 13 12,561,085     12,770,708     10,999,913     11,529,535     11,675,282     14,673,672     11,429,072     824,929       2,760,979        1,050,875       1,310,377          1,419,905        1,488,496        1,950,924      6.57 21.62 9.55 11.37 12.16 10.14 17.07
IPI00903278 HNRNPD P37 AUF1 1 32.52 10 13 12,561,085     12,770,708     10,999,913     11,529,535     11,675,282     14,673,672     11,429,072     824,929       2,760,979        1,050,875       1,310,377          1,419,905        1,488,496        1,950,924      6.57 21.62 9.55 11.37 12.16 10.14 17.07
IPI00915340 HNRNPD Putative uncharacterized protein HNRNPD 1 33.1 10 13 12,561,085     12,770,708     10,999,913     11,529,535     11,675,282     14,673,672     11,429,072     824,929       2,760,979        1,050,875       1,310,377          1,419,905        1,488,496        1,950,924      6.57 21.62 9.55 11.37 12.16 10.14 17.07
IPI00964648 HNRNPD 30 kDa protein 1 35.63 10 13 12,561,085     12,770,708     10,999,913     11,529,535     11,675,282     14,673,672     11,429,072     824,929       2,760,979        1,050,875       1,310,377          1,419,905        1,488,496        1,950,924      6.57 21.62 9.55 11.37 12.16 10.14 17.07
IPI00965952 HNRNPD Putative uncharacterized protein HNRNPD 1 42.08 10 13 12,561,085     12,770,708     10,999,913     11,529,535     11,675,282     14,673,672     11,429,072     824,929       2,760,979        1,050,875       1,310,377          1,419,905        1,488,496        1,950,924      6.57 21.62 9.55 11.37 12.16 10.14 17.07

DLKDYFSK 2 0.8997
ESESVDKVMDQK 2 0.9996

EYFGGFGEVESIELPMDNK 2 0.9998
EYFGGFGEVESIELPMDNK 3 0.8621

FGEVVDCTLK 2 0.9759
FGEVVDCTLKLDPITGR 2 0.9415
FGEVVDCTLKLDPITGR 3 0.9997

GFGFVLFK 2 0.9998
IFVGGLSPDTPEEK 2 0.9998

IREYFGGFGEVESIELPMDNK 3 0.9997
MFIGGLSWDTTK 2 0.9998
MFIGGLSWDTTKK 2 0.9997
MFIGGLSWDTTKK 3 0.9997

IPI00028946 RTN3 Isoform 3 of Reticulon‐3 0.911 4.66 1 1 1,758,163        1,930,250        1,559,460        1,740,143        1,628,693        2,615,725        1,667,910        127,677       659,893            130,347           247,129              292,535            921,693           289,779          7.26 34.19 8.36 14.2 17.96 35.24 17.37
IPI00398795 RTN3 Isoform 2 of Reticulon‐3 0.911 1.09 1 1 1,758,163        1,930,250        1,559,460        1,740,143        1,628,693        2,615,725        1,667,910        127,677       659,893            130,347           247,129              292,535            921,693           289,779          7.26 34.19 8.36 14.2 17.96 35.24 17.37
IPI00412154 RTN3 Isoform 4 of Reticulon‐3 0.911 4.31 1 1 1,758,163        1,930,250        1,559,460        1,740,143        1,628,693        2,615,725        1,667,910        127,677       659,893            130,347           247,129              292,535            921,693           289,779          7.26 34.19 8.36 14.2 17.96 35.24 17.37
IPI00743293 RTN3 Isoform 1 of Reticulon‐3 0.911 1.07 1 1 1,758,163        1,930,250        1,559,460        1,740,143        1,628,693        2,615,725        1,667,910        127,677       659,893            130,347           247,129              292,535            921,693           289,779          7.26 34.19 8.36 14.2 17.96 35.24 17.37

TQIDHYVGIAR 3 0.9114
IPI00028957 UBE4A Isoform 2 of Ubiquitin conjugation factor E4 A 0.995 1.49 1 1 1,433,167        1,131,643        2,020,950        1,578,530        1,664,303        1,752,010        2,085,407        540,552       220,660            381,348           684,117              480,567            241,109           462,063          37.72 19.5 18.87 43.34 28.87 13.76 22.16
IPI00556075 UBE4A Isoform 1 of Ubiquitin conjugation factor E4 A 0.995 1.5 1 1 1,433,167        1,131,643        2,020,950        1,578,530        1,664,303        1,752,010        2,085,407        540,552       220,660            381,348           684,117              480,567            241,109           462,063          37.72 19.5 18.87 43.34 28.87 13.76 22.16
IPI00807340 UBE4A UBE4A protein (Fragment) 0.995 4.08 1 1 1,433,167        1,131,643        2,020,950        1,578,530        1,664,303        1,752,010        2,085,407        540,552       220,660            381,348           684,117              480,567            241,109           462,063          37.72 19.5 18.87 43.34 28.87 13.76 22.16

TFPEVMIPVFDILLGR 2 0.9945
IPI00029012 EIF3A Eukaryotic translation initiation factor 3 subunit A 1 3.04 3 3 65,020,380     71,592,660     65,434,660     70,904,740     66,676,540     78,864,320     60,464,700     4,691,144    13,244,340      8,666,938       4,101,001          7,807,960        10,622,406      8,601,736      7.21 18.5 13.25 5.78 11.71 13.47 14.23

FNVLQYVVPEVK 2 0.9924
LLQQVSQIYQSIEFSR 2 0.9996
VLLATLSIPITPER 2 0.9533

IPI00029048 TTLL12 Tubulin‐‐tyrosine ligase‐like protein 12 0.995 4.5 2 2 5,388,550        5,110,865        5,187,115        5,261,250        5,082,745        5,036,435        5,250,975        725,512       1,215,930        1,391,275       1,162,191          1,509,990        429,493           1,133,298      13.46 23.79 26.82 22.09 29.71 8.53 21.58
IPI00879002 TTLL12 Tubulin tyrosine ligase‐like family, member 12 0.995 4.56 2 2 5,388,550        5,110,865        5,187,115        5,261,250        5,082,745        5,036,435        5,250,975        725,512       1,215,930        1,391,275       1,162,191          1,509,990        429,493           1,133,298      13.46 23.79 26.82 22.09 29.71 8.53 21.58

MPVWYIMDEFGSR 2 0.9946
QYPEFPWTDVQAEIFR 2 0.9846

IPI00029056 SEPHS1 Selenide, water dikinase 1 1 7.14 2 2 27,504,667     26,207,913     21,909,017     22,077,087     23,758,140     28,180,353     21,731,743     1,164,395    5,946,418        2,308,135       4,207,985          586,127            3,000,364        5,250,059      4.23 22.69 10.54 19.06 2.47 10.65 24.16
LGIGMDTCVIPLR 2 0.9984
NEVSFVIHNLPVLAK 2 0.9992

IPI00029091 ‐ Putative nucleoside diphosphate kinase 1 40.15 4 5 9,371,344        9,507,733        8,181,163        8,830,464        8,544,406        11,001,855     7,835,458        251,316       2,477,025        530,183           1,045,123          745,181            1,968,893        1,554,519      2.68 26.05 6.48 11.84 8.72 17.9 19.84
DRPFFPGLVK 2 0.9981
GDFCIQVGR 2 0.9998

VMLGETNPADSKPGTIR 2 0.9998
VMLGETNPADSKPGTIR 3 0.9997

YMNSGPVVAMVWEGLNVVK 2 0.9998



IPI00029143 GNB3 Guanine nucleotide‐binding protein G(I)/G(S)/G(T) subunit beta‐3 1 2.06 1 1 226,651           257,644           227,957           249,165           192,773           253,306           231,272           37,647         82,325              76,579             42,961                70,395              37,913             70,029            16.61 31.95 33.59 17.24 36.52 14.97 30.28
IPI00386304 GNB3 GNB3 protein 1 2.36 1 1 226,651           257,644           227,957           249,165           192,773           253,306           231,272           37,647         82,325              76,579             42,961                70,395              37,913             70,029            16.61 31.95 33.59 17.24 36.52 14.97 30.28

VHAIPLR 2 0.9818
IPI00029159 MRE11A cDNA FLJ38069 fis, clone CTONG2015434, highly similar to DOUBLE‐STR 0.98 1.83 1 1 2,951,697        2,661,760        2,558,207        2,835,040        2,729,357        2,965,407        2,870,680        158,810       648,912            384,484           454,015              380,741            302,740           669,458          5.38 24.38 15.03 16.01 13.95 10.21 23.32
IPI00218853 MRE11A Isoform 2 of Double‐strand break repair protein MRE11A 0.98 1.91 1 1 2,951,697        2,661,760        2,558,207        2,835,040        2,729,357        2,965,407        2,870,680        158,810       648,912            384,484           454,015              380,741            302,740           669,458          5.38 24.38 15.03 16.01 13.95 10.21 23.32
IPI00940798 MRE11A Isoform 1 of Double‐strand break repair protein MRE11A 0.98 1.84 1 1 2,951,697        2,661,760        2,558,207        2,835,040        2,729,357        2,965,407        2,870,680        158,810       648,912            384,484           454,015              380,741            302,740           669,458          5.38 24.38 15.03 16.01 13.95 10.21 23.32

GNDTFVTLDEILR 2 0.9795
IPI00068430 SNRPEL1 Putative small nuclear ribonucleoprotein polypeptide E‐like protein 1 0.999 11.96 1 1 4,541,245        4,404,080        4,692,580        4,671,205        4,637,565        6,302,455        4,459,510        280,525       1,085,058        841,422           400,541              806,065            712,193           1,060,221      6.18 24.64 17.93 8.57 17.38 11.3 23.77
IPI00029266 SNRPE Small nuclear ribonucleoprotein E 0.999 11.96 1 1 4,541,245        4,404,080        4,692,580        4,671,205        4,637,565        6,302,455        4,459,510        280,525       1,085,058        841,422           400,541              806,065            712,193           1,060,221      6.18 24.64 17.93 8.57 17.38 11.3 23.77

VMVQPINLIFR 2 0.9985
IPI00029447 GOSR1 Golgi SNAP receptor complex member 1 0.996 8.8 1 1 848,370           891,073           1,049,923        1,136,260        954,073           1,126,630        804,053           169,576       289,633            170,541           129,739              185,269            231,985           272,243          19.99 32.5 16.24 11.42 19.42 20.59 33.86
IPI00477701 GOSR1 golgi SNAP receptor complex member 1 isoform 2 0.996 8.87 1 1 848,370           891,073           1,049,923        1,136,260        954,073           1,126,630        804,053           169,576       289,633            170,541           129,739              185,269            231,985           272,243          19.99 32.5 16.24 11.42 19.42 20.59 33.86
IPI00479817 GOSR1 golgi SNAP receptor complex member 1 isoform 3 0.996 11.89 1 1 848,370           891,073           1,049,923        1,136,260        954,073           1,126,630        804,053           169,576       289,633            170,541           129,739              185,269            231,985           272,243          19.99 32.5 16.24 11.42 19.42 20.59 33.86

DSLILGGVIGICTILLLLYAFH 3 0.9935
IPI00029485 DCTN1 Isoform p150 of Dynactin subunit 1 0.995 1.33 1 1 1,924,122        1,986,799        1,876,744        1,786,778        1,915,689        2,402,767        1,914,233        256,640       623,468            208,423           166,868              120,238            592,309           318,515          13.34 31.38 11.11 9.34 6.28 24.65 16.64
IPI00219114 DCTN1 Isoform p135 of Dynactin subunit 1 0.995 1.49 1 1 1,924,122        1,986,799        1,876,744        1,786,778        1,915,689        2,402,767        1,914,233        256,640       623,468            208,423           166,868              120,238            592,309           318,515          13.34 31.38 11.11 9.34 6.28 24.65 16.64
IPI00872359 DCTN1 Putative uncharacterized protein DCTN1 0.995 1.33 1 1 1,924,122        1,986,799        1,876,744        1,786,778        1,915,689        2,402,767        1,914,233        256,640       623,468            208,423           166,868              120,238            592,309           318,515          13.34 31.38 11.11 9.34 6.28 24.65 16.64
IPI00873712 DCTN1 Putative uncharacterized protein DCTN1 0.995 1.33 1 1 1,924,122        1,986,799        1,876,744        1,786,778        1,915,689        2,402,767        1,914,233        256,640       623,468            208,423           166,868              120,238            592,309           318,515          13.34 31.38 11.11 9.34 6.28 24.65 16.64
IPI00914026 DCTN1 dynactin subunit 1 isoform 4 0.995 1.49 1 1 1,924,122        1,986,799        1,876,744        1,786,778        1,915,689        2,402,767        1,914,233        256,640       623,468            208,423           166,868              120,238            592,309           318,515          13.34 31.38 11.11 9.34 6.28 24.65 16.64
IPI00916757 DCTN1 137 kDa protein 0.995 1.38 1 1 1,924,122        1,986,799        1,876,744        1,786,778        1,915,689        2,402,767        1,914,233        256,640       623,468            208,423           166,868              120,238            592,309           318,515          13.34 31.38 11.11 9.34 6.28 24.65 16.64
IPI00917166 DCTN1 Putative uncharacterized protein DKFZp686E0752 0.995 1.91 1 1 1,924,122        1,986,799        1,876,744        1,786,778        1,915,689        2,402,767        1,914,233        256,640       623,468            208,423           166,868              120,238            592,309           318,515          13.34 31.38 11.11 9.34 6.28 24.65 16.64
IPI00917681 DCTN1 139 kDa protein 0.995 1.36 1 1 1,924,122        1,986,799        1,876,744        1,786,778        1,915,689        2,402,767        1,914,233        256,640       623,468            208,423           166,868              120,238            592,309           318,515          13.34 31.38 11.11 9.34 6.28 24.65 16.64
IPI00935906 DCTN1 dynactin subunit 1 isoform 3 0.995 1.36 1 1 1,924,122        1,986,799        1,876,744        1,786,778        1,915,689        2,402,767        1,914,233        256,640       623,468            208,423           166,868              120,238            592,309           318,515          13.34 31.38 11.11 9.34 6.28 24.65 16.64

AFLQGGQEATDIALLLR 2 0.9946
IPI00029534 PPAT Amidophosphoribosyltransferase 0.954 2.13 1 1 3,280,050        2,912,368        3,479,830        2,924,730        3,100,199        3,587,180        3,258,120        613,335       908,608            606,662           698,670              942,230            670,339           1,091,827      18.7 31.2 17.43 23.89 30.39 18.69 33.51

HNVQTLDIISR 2 0.9535
IPI00029542 C21orf105 Uncharacterized protein C21orf105 (Fragment) 0.957 14.53 1 1 3,985,055        4,306,580        4,730,810        4,602,275        4,976,550        5,213,730        3,859,360        1,160,419    1,218,534        1,050,375       572,535              647,096            864,923           759,110          29.12 28.29 22.2 12.44 13 16.59 19.67
IPI00935160 LOC100288303 hypothetical protein XP_002343794 0.957 12.21 1 1 3,985,055        4,306,580        4,730,810        4,602,275        4,976,550        5,213,730        3,859,360        1,160,419    1,218,534        1,050,375       572,535              647,096            864,923           759,110          29.12 28.29 22.2 12.44 13 16.59 19.67

LSVHAHRSLISPTGTDVFIGQTDPHK 3 0.9569
IPI00029601 CTTN Src substrate cortactin 1 18.36 8 8 15,003,568     15,349,207     14,728,969     15,268,683     15,197,789     17,148,428     14,601,307     1,660,362    4,029,248        1,865,492       2,859,465          2,124,322        1,956,951        2,875,250      11.07 26.25 12.67 18.73 13.98 11.41 19.69

GPVSGTEPEPVYSMEAADYR 2 0.9998
MDKNASTFEDVTQVSSAYQK 3 0.9998

QDSAAVGFDYKEK 3 0.8513
SAVGFDYQGK 2 0.9997
SAVGFEYQGK 2 0.9996

VDKSAVGFEYQGK 2 0.8963
VDQSAVGFEYQGK 2 0.9929
YGLFPANYVELR 2 0.9997

IPI00029623 PSMA6 Proteasome subunit alpha type‐6 1 36.18 7 8 45,217,328     46,662,487     42,111,513     42,710,722     42,753,588     54,121,712     44,513,153     3,863,379    12,947,109      7,423,650       6,975,210          5,897,120        6,333,754        9,377,323      8.54 27.75 17.63 16.33 13.79 11.7 21.07
AINQGGLTSVAVR 2 0.9997

HITIFSPEGR 2 0.9994
ILTEAEIDAHLVALAERD 2 0.9523
ILTEAEIDAHLVALAERD 3 0.9994
ITENIGCVMTGMTADSR 2 0.9997

LLDSSTVTHLFK 2 0.9433
LYQVEYAFK 2 0.9975
QTESTSFLEK 2 0.9992

IPI00029628 RCN2 Reticulocalbin‐2 0.951 4.73 1 1 3,606,900        4,041,375        3,584,620        3,510,885        3,501,885        4,754,380        3,664,105        434,035       1,219,234        372,184           663,283              657,613            811,251           809,706          12.03 30.17 10.38 18.89 18.78 17.06 22.1
IPI00790214 RCN2 39 kDa protein 0.951 4.48 1 1 3,606,900        4,041,375        3,584,620        3,510,885        3,501,885        4,754,380        3,664,105        434,035       1,219,234        372,184           663,283              657,613            811,251           809,706          12.03 30.17 10.38 18.89 18.78 17.06 22.1

EALLGVQEDVDEYVK 2 0.9514
IPI00029629 TRIM25 E3 ubiquitin/ISG15 ligase TRIM25 0.944 1.9 1 1 1,283,943        1,167,594        946,258           1,132,193        1,059,038        1,237,008        947,761           351,725       587,227            292,000           291,353              205,257            233,848           486,434          27.39 50.29 30.86 25.73 19.38 18.9 51.32

ALLDASETTSTR 2 0.9435
IPI00029631 ERH Enhancer of rudimentary homolog 1 16.35 1 1 2,530,210        2,214,735        2,015,390        2,072,390        2,018,850        2,542,610        1,762,520        98,907         636,608            589,489           245,026              326,511            329,710           718,880          3.91 28.74 29.25 11.82 16.17 12.97 40.79

TYADYESVNECMEGVCK 2 0.9995
IPI00029740 SNX3 Isoform 3 of Sorting nexin‐3 0.987 7.08 1 1 1,622,090        1,554,970        2,143,430        1,730,770        1,873,230        1,752,180        1,804,447        352,588       211,271            275,030           129,868              497,741            320,345           207,497          21.74 13.59 12.83 7.5 26.57 18.28 11.5
IPI00552276 SNX3 Isoform 4 of Sorting nexin‐3 0.987 5.71 1 1 1,622,090        1,554,970        2,143,430        1,730,770        1,873,230        1,752,180        1,804,447        352,588       211,271            275,030           129,868              497,741            320,345           207,497          21.74 13.59 12.83 7.5 26.57 18.28 11.5
IPI00815770 SNX3 Isoform 1 of Sorting nexin‐3 0.987 4.94 1 1 1,622,090        1,554,970        2,143,430        1,730,770        1,873,230        1,752,180        1,804,447        352,588       211,271            275,030           129,868              497,741            320,345           207,497          21.74 13.59 12.83 7.5 26.57 18.28 11.5

YSDFEWLR 2 0.9872
IPI00029744 SSBP1 Single‐stranded DNA‐binding protein, mitochondria 0.995 10.14 1 1 831,728           954,813           861,423           788,010           803,688           970,243           724,618           98,632         320,794            168,735           127,610              74,898              91,560             174,063          11.86 33.6 19.59 16.19 9.32 9.44 24.02
IPI00922415 SSBP1 cDNA FLJ51825, highly similar to Single‐stranded DNA‐binding protein,  0.995 9.43 1 1 831,728           954,813           861,423           788,010           803,688           970,243           724,618           98,632         320,794            168,735           127,610              74,898              91,560             174,063          11.86 33.6 19.59 16.19 9.32 9.44 24.02
IPI00946606 SSBP1 16 kDa protein 0.995 11.11 1 1 831,728           954,813           861,423           788,010           803,688           970,243           724,618           98,632         320,794            168,735           127,610              74,898              91,560             174,063          11.86 33.6 19.59 16.19 9.32 9.44 24.02
IPI00947310 SSBP1 Putative uncharacterized protein SSBP1 0.995 12.4 1 1 831,728           954,813           861,423           788,010           803,688           970,243           724,618           98,632         320,794            168,735           127,610              74,898              91,560             174,063          11.86 33.6 19.59 16.19 9.32 9.44 24.02

SGDSEVYQLGDVSQK 2 0.9949
IPI00029750 RPS24 Isoform 1 of 40S ribosomal protein S24 1 19.55 2 2 3,629,815        3,592,722        3,338,000        3,286,953        3,721,697        4,050,882        3,404,875        340,019       1,076,338        412,041           644,385              847,160            379,423           686,140          9.37 29.96 12.34 19.6 22.76 9.37 20.15
IPI00847986 RPS24 Isoform 2 of 40S ribosomal protein S24 1 20 2 2 3,629,815        3,592,722        3,338,000        3,286,953        3,721,697        4,050,882        3,404,875        340,019       1,076,338        412,041           644,385              847,160            379,423           686,140          9.37 29.96 12.34 19.6 22.76 9.37 20.15
IPI00903204 RPS24 15 kDa protein 1 19.7 2 2 3,629,815        3,592,722        3,338,000        3,286,953        3,721,697        4,050,882        3,404,875        340,019       1,076,338        412,041           644,385              847,160            379,423           686,140          9.37 29.96 12.34 19.6 22.76 9.37 20.15
IPI00915363 RPS24 40S ribosomal protein S24 isoform d 1 9 2 2 3,629,815        3,592,722        3,338,000        3,286,953        3,721,697        4,050,882        3,404,875        340,019       1,076,338        412,041           644,385              847,160            379,423           686,140          9.37 29.96 12.34 19.6 22.76 9.37 20.15
IPI00915463 RPS24 Isoform 3 of 40S ribosomal protein S24 1 19.7 2 2 3,629,815        3,592,722        3,338,000        3,286,953        3,721,697        4,050,882        3,404,875        340,019       1,076,338        412,041           644,385              847,160            379,423           686,140          9.37 29.96 12.34 19.6 22.76 9.37 20.15
IPI00942970 RPS24 40S ribosomal protein S24 isoform f 1 18.98 2 2 3,629,815        3,592,722        3,338,000        3,286,953        3,721,697        4,050,882        3,404,875        340,019       1,076,338        412,041           644,385              847,160            379,423           686,140          9.37 29.96 12.34 19.6 22.76 9.37 20.15

QMVIDVLHPGK 2 0.976
TTGFGMIYDSLDYAK 2 0.9988

IPI00029764 SF3A3 Splicing factor 3A subunit 3 1 9.38 3 3 12,584,780     11,423,585     10,820,580     10,750,535     10,732,035     12,360,730     10,262,480     1,434,615    1,755,705        1,192,797       896,241              1,678,256        616,538           1,779,149      11.4 15.37 11.02 8.34 15.64 4.99 17.34
IPI00908449 SF3A3 cDNA FLJ58737, highly similar to Splicing factor 3A subunit 3 1 10.49 3 3 12,584,780     11,423,585     10,820,580     10,750,535     10,732,035     12,360,730     10,262,480     1,434,615    1,755,705        1,192,797       896,241              1,678,256        616,538           1,779,149      11.4 15.37 11.02 8.34 15.64 4.99 17.34

SLESLDTSLFAK 2 0.9756
WQPDTEEEYEDSSGNVVNKK 3 0.9053

YLEMLLEYLQDYTDR 2 0.9996
IPI00029818 MYH14 Isoform 5 of Myosin‐14 1 8.19 8 8 9,368,981        10,539,580     8,937,403        9,309,417        8,522,815        10,805,578     8,808,711        1,725,978    2,792,485        1,112,703       1,639,631          1,028,825        1,100,841        1,739,401      18.42 26.5 12.45 17.61 12.07 10.19 19.75

AELSSLQTAR 2 0.9642
DLGEELEALRGELEDTLDSTNAQQELR 3 0.9996

DQADFSVLHYAGK 3 0.9991
HGQALGELAEQLEQARR 2 0.8046

LLGLGVTDFSR 2 0.9998
QLLQANPILEAFGNAK 2 0.9998
VIQYLAHVASSPK 2 0.9996
VLGFSHEEIISMLR 2 0.9997

IPI00029819 NOTCH3 Neurogenic locus notch homolog protein 3 0.966 1.25 1 1 496,429           481,445           448,750           636,374           440,146           539,237           411,350           89,149         102,279            72,076             117,713              65,125              70,909             93,943            17.96 21.24 16.06 18.5 14.8 13.15 22.84
AGLGRQPPGGCVLSLGLLNPVAVPLDWAR 3 0.9662

IPI00029997 PGLS 6‐phosphogluconolactonase 1 12.4 2 2 10,409,400     10,472,830     10,224,780     9,501,810        10,971,100     11,190,200     11,798,250     1,168,206    2,577,556        571,270           1,545,634          2,743,106        882,528           2,632,034      11.22 24.61 5.59 16.27 25 7.89 22.31
ILEDQEENPLPAALVQPHTGK 3 0.9997

LCWFLDEAAAR 2 0.9996
IPI00030023 HNMT Histamine N‐methyltransferase 0.999 19.52 3 3 15,773,570     15,819,855     14,352,000     14,171,055     14,425,415     19,586,310     14,481,120     1,502,730    3,565,658        1,471,389       1,402,657          1,937,263        3,051,176        3,312,583      9.53 22.54 10.25 9.9 13.43 15.58 22.88

AELGKDLQEPEFSAK 3 0.9987
ILSIGGGAGEIDLQILSK 2 0.993

VQAQYPGVCINNEVVEPSAEQIAK 3 0.9943
IPI00030116 PGM3 cDNA FLJ55543, highly similar to Phosphoacetylglucosamine mutase 0.994 2.28 1 1 1,730,434        2,607,236        1,698,196        1,700,160        1,829,087        3,075,914        1,731,527        153,300       1,170,822        322,613           266,002              417,994            723,621           192,744          8.86 44.91 19 15.65 22.85 23.53 11.13
IPI00643166 PGM3 55 kDa protein 0.994 2.58 1 1 1,730,434        2,607,236        1,698,196        1,700,160        1,829,087        3,075,914        1,731,527        153,300       1,170,822        322,613           266,002              417,994            723,621           192,744          8.86 44.91 19 15.65 22.85 23.53 11.13
IPI00941001 PGM3 Phosphoacetylglucosamine mutase 0.994 2.4 1 1 1,730,434        2,607,236        1,698,196        1,700,160        1,829,087        3,075,914        1,731,527        153,300       1,170,822        322,613           266,002              417,994            723,621           192,744          8.86 44.91 19 15.65 22.85 23.53 11.13
IPI00966305 PGM3 Protein 0.994 11.5 1 1 1,730,434        2,607,236        1,698,196        1,700,160        1,829,087        3,075,914        1,731,527        153,300       1,170,822        322,613           266,002              417,994            723,621           192,744          8.86 44.91 19 15.65 22.85 23.53 11.13
IPI00966941 PGM3 51 kDa protein 0.994 2.82 1 1 1,730,434        2,607,236        1,698,196        1,700,160        1,829,087        3,075,914        1,731,527        153,300       1,170,822        322,613           266,002              417,994            723,621           192,744          8.86 44.91 19 15.65 22.85 23.53 11.13
IPI00967673 PGM3 22 kDa protein 0.994 6.6 1 1 1,730,434        2,607,236        1,698,196        1,700,160        1,829,087        3,075,914        1,731,527        153,300       1,170,822        322,613           266,002              417,994            723,621           192,744          8.86 44.91 19 15.65 22.85 23.53 11.13
IPI00968239 PGM3 Putative uncharacterized protein PGM3 0.994 2.3 1 1 1,730,434        2,607,236        1,698,196        1,700,160        1,829,087        3,075,914        1,731,527        153,300       1,170,822        322,613           266,002              417,994            723,621           192,744          8.86 44.91 19 15.65 22.85 23.53 11.13

AFVRPSGTEDVVR 3 0.9941
IPI00030179 RPL7;RPL7P32 60S ribosomal protein L7 0.993 10.08 2 2 8,200,060        8,659,825        8,678,335        8,424,023        9,498,488        11,481,058     8,781,985        796,294       2,300,490        734,560           802,557              1,091,149        2,762,338        1,358,199      9.71 26.57 8.46 9.53 11.49 24.06 15.47
IPI00472171 RPL7;RPL7P32 30 kDa protein 0.993 9.65 2 2 8,200,060        8,659,825        8,678,335        8,424,023        9,498,488        11,481,058     8,781,985        796,294       2,300,490        734,560           802,557              1,091,149        2,762,338        1,358,199      9.71 26.57 8.46 9.53 11.49 24.06 15.47



IPI00794746 RPL7;RPL7P32 Putative uncharacterized protein RPL7 0.993 12.02 2 2 8,200,060        8,659,825        8,678,335        8,424,023        9,498,488        11,481,058     8,781,985        796,294       2,300,490        734,560           802,557              1,091,149        2,762,338        1,358,199      9.71 26.57 8.46 9.53 11.49 24.06 15.47
IPI00871827 RPL7;RPL7P32 32 kDa protein 0.993 9.19 2 2 8,200,060        8,659,825        8,678,335        8,424,023        9,498,488        11,481,058     8,781,985        796,294       2,300,490        734,560           802,557              1,091,149        2,762,338        1,358,199      9.71 26.57 8.46 9.53 11.49 24.06 15.47

IALTDNALIAR 2 0.9929
IVEPYIAWGYPNLK 2 0.9907

IPI00030207 GMDS GDP‐mannose 4,6 dehydratase 0.981 10.75 2 2 15,152,470     17,820,670     17,369,660     16,309,000     16,321,540     16,831,630     15,306,170     2,147,335    1,647,963        1,166,587       3,077,037          3,677,936        3,477,939        1,131,792      14.17 9.25 6.72 18.87 22.53 20.66 7.39
IYLGQLECFSLGNLDAK 2 0.9805

NVALITGITGQDGSYLAEFLLEK 2 0.9775
IPI00218830 NMT1 Isoform Short of Glycylpeptide N‐tetradecanoyltransferase 1 0.966 3.37 1 1 498,507           617,580           573,528           498,450           547,133           644,642           593,413           54,135         104,822            97,935             51,134                126,149            165,656           116,395          10.86 16.97 17.08 10.26 23.06 25.7 19.61
IPI00329692 NMT1 Isoform Long of Glycylpeptide N‐tetradecanoyltransferase 1 0.966 2.82 1 1 498,507           617,580           573,528           498,450           547,133           644,642           593,413           54,135         104,822            97,935             51,134                126,149            165,656           116,395          10.86 16.97 17.08 10.26 23.06 25.7 19.61
IPI00030223 NMT2 Glycylpeptide N‐tetradecanoyltransferase 2 0.966 2.81 1 1 498,507           617,580           573,528           498,450           547,133           644,642           593,413           54,135         104,822            97,935             51,134                126,149            165,656           116,395          10.86 16.97 17.08 10.26 23.06 25.7 19.61
IPI00477856 NMT2 Glycylpeptide N‐tetradecanoyltransferase 0.966 2.89 1 1 498,507           617,580           573,528           498,450           547,133           644,642           593,413           54,135         104,822            97,935             51,134                126,149            165,656           116,395          10.86 16.97 17.08 10.26 23.06 25.7 19.61
IPI00478260 NMT2 Glycylpeptide N‐tetradecanoyltransferase 0.966 2.65 1 1 498,507           617,580           573,528           498,450           547,133           644,642           593,413           54,135         104,822            97,935             51,134                126,149            165,656           116,395          10.86 16.97 17.08 10.26 23.06 25.7 19.61
IPI00815834 NMT2 Glycylpeptide N‐tetradecanoyltransferase 0.966 18.18 1 1 498,507           617,580           573,528           498,450           547,133           644,642           593,413           54,135         104,822            97,935             51,134                126,149            165,656           116,395          10.86 16.97 17.08 10.26 23.06 25.7 19.61

GFDVFNALDLMENK 2 0.9662
IPI00030229 GALE UDP‐galactose‐4‐epimerase 0.995 5.43 1 1 1,309,570        1,167,686        1,289,192        1,384,894        1,026,576        1,175,930        1,148,332        178,219       298,859            211,101           191,491              258,111            122,516           387,594          13.61 25.59 16.37 13.83 25.14 10.42 33.75

VNLTGTIQLLEIMK 2 0.9946
IPI00030250 ELAVL2 Isoform 1 of ELAV‐like protein 2 0.909 2.51 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00184721 ELAVL2 ELAV (Embryonic lethal, abnormal vision, Drosophila)‐like 2 0.909 4.76 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00219967 ELAVL2 Isoform 2 of ELAV‐like protein 2 0.909 2.6 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00644008 ELAVL2 ELAV (Embryonic lethal, abnormal vision, Drosophila)‐like 2 0.909 2.33 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00395507 ELAVL4 Isoform 2 of ELAV‐like protein 4 0.909 2.46 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00479625 ELAVL4 Isoform 1 of ELAV‐like protein 4 0.909 2.37 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00513758 ELAVL4 ELAV (Embryonic lethal, abnormal vision, Drosophila)‐like 4 0.909 2.34 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00607677 ELAVL4 Isoform 3 of ELAV‐like protein 4 0.909 2.35 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00643012 ELAVL4 cDNA FLJ50619, highly similar to ELAV‐like protein 4 0.909 2.43 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00644588 ELAVL4 Isoform 4 of ELAV‐like protein 4 0.909 2.46 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00902494 ELAVL4 40 kDa protein 0.909 2.47 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63
IPI00943170 ELAVL4 41 kDa protein 0.909 2.43 1 1 277,687           458,315           248,276           261,574           242,886           532,239           251,132           42,065         244,449            41,661             37,343                60,598              252,587           84,451            15.15 53.34 16.78 14.28 24.95 47.46 33.63

AINTLNGLR 2 0.9087
IPI00030255 PLOD3 Procollagen‐lysine,2‐oxoglutarate 5‐dioxygenase 3 0.99 2.3 1 1 1,491,147        1,848,927        1,475,320        1,621,043        1,915,213        1,688,037        2,357,377        133,881       937,288            512,982           537,664              546,771            191,705           658,827          8.98 50.69 34.77 33.17 28.55 11.36 27.95
IPI00926601 PLOD3 Protein 0.99 25.76 1 1 1,491,147        1,848,927        1,475,320        1,621,043        1,915,213        1,688,037        2,357,377        133,881       937,288            512,982           537,664              546,771            191,705           658,827          8.98 50.69 34.77 33.17 28.55 11.36 27.95
IPI00926796 PLOD3 Protein 0.99 6.3 1 1 1,491,147        1,848,927        1,475,320        1,621,043        1,915,213        1,688,037        2,357,377        133,881       937,288            512,982           537,664              546,771            191,705           658,827          8.98 50.69 34.77 33.17 28.55 11.36 27.95

LWSNFWGALSPDEYYAR 2 0.9898
IPI00030296NORA4;MIR1248;SEukaryotic translation initiation factor 4A, isoform 2, isoform CRA_b 1 21.79 5 5 11,268,740     11,009,169     9,975,753        10,733,967     10,866,600     13,276,001     9,878,745        299,249       2,661,866        1,383,547       1,145,978          1,591,355        1,884,601        2,648,356      2.66 24.18 13.87 10.68 14.64 14.2 26.81

DFTVSALHGDMDQKER 2 0.9316
KGVAINFVTEEDKR 3 0.9991
LQAEAPHIVVGTPGR 3 0.9997
MFVLDEADEMLSR 2 0.9998

VLITTDLLAR 2 0.9998
IPI00030320 DDX6 Probable ATP‐dependent RNA helicase DDX6 0.993 8.07 2 2 6,024,058        6,102,510        5,802,075        6,787,230        5,712,039        7,465,321        6,552,085        648,453       795,829            1,454,792       861,926              1,070,961        1,076,279        1,292,166      10.76 13.04 25.07 12.7 18.75 14.42 19.72

GPVKPTGGPGGGGTQTQQQMNQLK 3 0.9926
QILLYSATFPLSVQK 2 0.9781

IPI00030355 PPP1R11 Protein phosphatase 1 regulatory subunit 11 0.985 20.63 1 1 3,551,275        3,256,135        2,494,095        2,784,315        2,774,760        3,343,815        2,450,065        377,368       955,944            400,631           234,127              319,422            349,002           724,116          10.63 29.36 16.06 8.41 11.51 10.44 29.55
IPI00645264 PPP1R11 Putative uncharacterized protein ENSP00000365956 0.985 35.14 1 1 3,551,275        3,256,135        2,494,095        2,784,315        2,774,760        3,343,815        2,450,065        377,368       955,944            400,631           234,127              319,422            349,002           724,116          10.63 29.36 16.06 8.41 11.51 10.44 29.55

ATLGPTPTTPPQPPDPSQPPPGPMQH 3 0.9854
IPI00030363 ACAT1 Acetyl‐CoA acetyltransferase, mitochondrial 1 10.3 2 2 30,845,420     41,538,015     27,538,120     33,693,165     32,085,170     58,753,895     22,772,615     3,189,047    19,816,658      4,971,354       5,613,350          11,040,954      22,975,449      4,863,617      10.34 47.71 18.05 16.66 34.41 39.1 21.36

IVAFADAAVEPIDFPIAPVYAASMVLK 2 0.9997
TPIGSFLGSLSLLPATK 2 0.9997

IPI00030385 SELENBP1 cDNA FLJ13813 fis, clone THYRO1000358, moderately similar to SELENI 1 9.36 1 1 8,624,243        9,176,143        7,346,429        8,156,614        7,951,629        10,645,471     7,195,914        445,606       2,828,315        1,060,055       368,098              1,194,432        990,259           2,081,506      5.17 30.82 14.43 4.51 15.02 9.3 28.93
FLHNPDAAQGFVGCALSSTIQR 3 0.9887

IPI00030706 AHSA1 Activator of 90 kDa heat shock protein ATPase homolog 1 0.961 6.51 1 1 6,278,610        5,556,600        6,363,600        6,118,810        6,508,500        5,791,590        6,453,540        1,227,884    1,517,292        1,753,126       1,512,295          2,094,655        727,694           1,499,694      19.56 27.31 27.55 24.72 32.18 12.56 23.24
VFTTQELVQAFTHAPATLEADR 3 0.9607

IPI00030730 SULT1A4;SULT1A3Phenol sulfotransferase 1A5*1A possible alternative splicing form 1 44.85 8 10 24,785,983     23,141,510     23,898,426     22,581,987     24,547,266     28,732,046     24,810,367     1,658,432    4,947,573        2,052,978       1,632,321          1,966,396        2,176,103        5,916,923      6.69 21.38 8.59 7.23 8.01 7.57 23.85
IPI00872071 SULT1A4;SULT1A3Isoform 1 of Sulfotransferase 1A3/1A4 1 45.76 8 10 24,785,983     23,141,510     23,898,426     22,581,987     24,547,266     28,732,046     24,810,367     1,658,432    4,947,573        2,052,978       1,632,321          1,966,396        2,176,103        5,916,923      6.69 21.38 8.59 7.23 8.01 7.57 23.85

FDADYAEK 2 0.9978
FMAGEVSYGSWYQHVQEWWELSR 3 0.9997

ILEFVGR 2 0.9987
MAGCSLSFR 2 0.9993

SGTTWVSQILDMIYQGGDLEK 2 0.9998
SGTTWVSQILDMIYQGGDLEK 3 0.9998

SHLPLALLPQTLLDQK 2 0.9897
SHLPLALLPQTLLDQK 3 0.9962

VPFLEVNDPGEPSGLETLKDTPPPR 3 0.9998
YFAEALGPLQSFQARPDDLLINTYPK 3 0.9998

IPI00030929 MYL9 myosin regulatory light polypeptide 9 isoform b 1 16.1 2 2 2,254,978        2,338,763        1,960,089        1,801,897        1,986,272        2,422,523        2,111,242        171,524       524,243            266,761           268,999              452,166            301,180           610,789          7.61 22.42 13.61 14.93 22.76 12.43 28.93
EAFNMIDQNR 2 0.9998
ELLTTMGDR 2 0.9996

IPI00031016 JAK2 Tyrosine‐protein kinase JAK2 0.991 3.27 2 2 19,496,370     18,676,660     20,885,900     20,091,510     17,968,640     20,866,370     17,538,850     1,549,305    2,749,267        2,066,921       2,174,256          2,069,516        2,279,129        1,304,579      7.95 14.72 9.9 10.82 11.52 10.92 7.44
EVGDYGQLHETEVLLKVLDKAHR 3 0.9283

QGQMIVFHLIELLK 2 0.9664
IPI00031022 HSPA4 Heat shock protein, 110 kDa 1 29.05 3 3 8,181,840        7,772,950        7,285,405        7,512,530        7,779,605        9,151,825        7,568,760        926,306       1,955,769        793,601           648,885              1,004,816        1,556,793        967,130          11.32 25.16 10.89 8.64 12.92 17.01 12.78

AFSDPFVEAEK 2 0.9388
AFSDPFVEAEKSNLAYDIVQLPTGLTGIK 3 0.9997

AGGIETIANEYSDR 2 0.9998
IPI00031091 EFHD1 EF‐hand domain‐containing protein D1 1 8.79 2 2 2,110,138        1,909,448        1,797,295        2,131,235        1,906,161        1,968,936        2,031,213        98,009         260,196            347,804           497,858              228,926            258,371           480,482          4.64 13.63 19.35 23.36 12.01 13.12 23.65
IPI00916914 EFHD1 Putative uncharacterized protein FLJ13612 1 14.69 2 2 2,110,138        1,909,448        1,797,295        2,131,235        1,906,161        1,968,936        2,031,213        98,009         260,196            347,804           497,858              228,926            258,371           480,482          4.64 13.63 19.35 23.36 12.01 13.12 23.65

DGFIDLMELK 2 0.9993
LGAPQTHLGLK 3 0.9923

IPI00031420 UGDH UDP‐glucose 6‐dehydrogenase 1 26.11 8 8 15,814,869     14,689,362     14,376,941     14,468,626     14,437,982     17,612,746     14,299,464     1,270,663    3,069,269        1,914,156       1,082,844          2,377,626        1,815,152        3,204,356      8.03 20.89 13.31 7.48 16.47 10.31 22.41
AVQALCAVYEHWVPR 2 0.9987

DVLNLVYLCEALNLPEVAR 2 0.9983
FLKASVGFGGSCFQK 2 0.9715
ILTTNTWSSELSK 2 0.9996

INAWNSPTLPIYEPGLK 2 0.9997
LAANAFLAQR 2 0.9995

NLFFSTNIDDAIKEADLVFISVNTPTK 3 0.9996
VLIGGDETPEGQR 2 0.9997

IPI00031461 GDI2 cDNA FLJ60299, highly similar to Rab GDP dissociation inhibitor beta 1 61.47 22 26 96,975,221     94,029,098     88,426,818     92,464,645     87,743,186     105,874,945   85,050,955     8,772,045    19,887,072      9,242,045       8,537,521          7,471,569        8,398,615        14,549,049    9.05 21.15 10.45 9.23 8.52 7.93 17.11
IPI00940148 GDI2 Rab GDP dissociation inhibitor beta 1 62.02 22 26 96,975,221     94,029,098     88,426,818     92,464,645     87,743,186     105,874,945   85,050,955     8,772,045    19,887,072      9,242,045       8,537,521          7,471,569        8,398,615        14,549,049    9.05 21.15 10.45 9.23 8.52 7.93 17.11

DLGTESQIFISR 2 0.9998
FDLGQDVIDFTGHALALYR 2 0.9998
FDLGQDVIDFTGHALALYR 3 0.9998

FKIPGSPPESMGR 3 0.9997
FLMANGQLVK 2 0.999

FLVYVANFDEKDPR 3 0.9741
FVSISDLLVPK 2 0.9998
GRDWNVDLIPK 2 0.9912
GRDWNVDLIPK 3 0.9921
IKLYSESLAR 2 0.8834
IKLYSESLAR 3 0.9945

IYKVPSTEAEALASSLMGLFEK 3 0.9998
KFDLGQDVIDFTGHALALYR 3 0.9998
KSDIYVCMISFAHNVAAQGK 3 0.9997

LSAIYGGTYMLNKPIEEIIVQNGK 3 0.9995



LYSESLAR 2 0.9993
MLLYTEVTR 2 0.9997

MTGSEFDFEEMKR 3 0.9988
NPYYGGESASITPLEDLYKR 3 0.9998
SPYLYPLYGLGELPQGFAR 2 0.9998
SPYLYPLYGLGELPQGFAR 3 0.9998
TDDYLDQPCYETINR 2 0.9998

TFEGIDPK 2 0.9977
TYDATTHFETTCDDIK 3 0.9925

VPSTEAEALASSLMGLFEK 2 0.9998
VTEGSFVYK 2 0.9982

IPI00031556 U2AF2 Isoform 1 of Splicing factor U2AF 65 kDa subunit 1 18.11 5 6 25,821,929     26,628,729     22,250,346     24,018,031     21,590,827     27,928,076     19,521,686     2,519,205    5,705,398        2,974,779       3,677,597          2,570,588        4,859,426        3,076,209      9.76 21.43 13.37 15.31 11.91 17.4 15.76
IPI00830039 U2AF2 Isoform 2 of Splicing factor U2AF 65 kDa subunit 1 18.26 5 6 25,821,929     26,628,729     22,250,346     24,018,031     21,590,827     27,928,076     19,521,686     2,519,205    5,705,398        2,974,779       3,677,597          2,570,588        4,859,426        3,076,209      9.76 21.43 13.37 15.31 11.91 17.4 15.76

IFVEFTSVFDCQK 2 0.9556
LFIGGLPNYLNDDQVKELLTSFGPLK 3 0.9997
LYVGNIPFGITEEAMMDFFNAQMR 3 0.9997
RLYVGNIPFGITEEAMMDFFNAQMR 3 0.9996

SVDETTQAMAFDGIIFQGQSLK 2 0.9998
SVDETTQAMAFDGIIFQGQSLK 3 0.9941

IPI00031564 GGCT Isoform 1 of Gamma‐glutamylcyclotransferase 1 38.3 4 4 10,791,708     11,986,609     11,850,060     12,082,633     11,955,325     15,229,013     10,562,888     2,029,970    2,398,720        1,660,284       2,421,373          2,227,599        1,064,974        1,408,485      18.81 20.01 14.01 20.04 18.63 6.99 13.33
ENGLPLEYQEK 2 0.9375

LKAIEPNDYTGKVSEEIEDIIK 3 0.8725
SNLNSLDEQEGVK 2 0.9901

TSQTWHGGIATIFQSPGDEVWGVVWK 3 0.9612
IPI00031583 USO1 Isoform 2 of General vesicular transport factor p115 1 14.49 8 8 33,130,036     32,512,994     31,520,319     32,168,956     32,483,177     37,744,347     26,034,831     3,576,748    7,994,242        3,353,947       1,592,140          5,077,394        5,115,869        4,946,697      10.8 24.59 10.64 4.95 15.63 13.55 19
IPI00941161 USO1 Isoform 1 of General vesicular transport factor p115 1 14.66 8 8 33,130,036     32,512,994     31,520,319     32,168,956     32,483,177     37,744,347     26,034,831     3,576,748    7,994,242        3,353,947       1,592,140          5,077,394        5,115,869        4,946,697      10.8 24.59 10.64 4.95 15.63 13.55 19

ASQKPQPNFPSPEYMIFDHEFTK 3 0.9979
IVAFENAFER 2 0.9918

LELEITDSKKEQDDLLVLLADQDQK 3 0.9937
LLDIISEEGNSDGGIVVEDCLILLQNLLK 3 0.9997

LMDLLADSR 2 0.9962
NDGVLLLQALTR 2 0.9996

QQENVTLLLSLLEEFDFHVR 3 0.9997
TLEQHDNIVTHYK 3 0.8175

IPI00031615 LLPH Protein LLP homolog 0.963 12.4 1 1 6,879,845        6,762,480        5,218,535        5,080,105        6,076,100        7,584,050        5,592,160        1,015,543    1,908,389        918,529           1,083,793          501,182            708,178           1,651,801      14.76 28.22 17.6 21.33 8.25 9.34 29.54
IPI00887445 LOC646644 similar to LLP homolog 0.963 12.4 1 1 6,879,845        6,762,480        5,218,535        5,080,105        6,076,100        7,584,050        5,592,160        1,015,543    1,908,389        918,529           1,083,793          501,182            708,178           1,651,801      14.76 28.22 17.6 21.33 8.25 9.34 29.54

TLLDQHGQYPIWMNQR 2 0.9628
IPI00795717 ‐ 19 kDa protein 1 12.73 2 2 3,776,744        3,072,091        3,391,086        3,141,778        3,243,662        3,189,389        3,065,338        246,289       605,020            440,751           494,364              655,729            275,747           662,636          6.52 19.69 13 15.74 20.22 8.65 21.62
IPI00031691 RPL9 60S ribosomal protein L9 1 10.94 2 2 3,776,744        3,072,091        3,391,086        3,141,778        3,243,662        3,189,389        3,065,338        246,289       605,020            440,751           494,364              655,729            275,747           662,636          6.52 19.69 13 15.74 20.22 8.65 21.62
IPI00965303 RPL9 Putative uncharacterized protein RPL9 1 11.54 2 2 3,776,744        3,072,091        3,391,086        3,141,778        3,243,662        3,189,389        3,065,338        246,289       605,020            440,751           494,364              655,729            275,747           662,636          6.52 19.69 13 15.74 20.22 8.65 21.62

FLDGIYVSEK 2 0.9994
TICSHVQNMIK 2 0.9778

IPI00031801 CSDA Isoform 1 of DNA‐binding protein A 1 11.29 3 3 3,396,205        3,088,974        2,932,146        3,311,545        3,183,402        3,781,239        3,251,590        451,653       740,039            489,137           588,204              251,407            489,410           616,334          13.3 23.96 16.68 17.76 7.9 12.94 18.95
IPI00219147 CSDA Isoform 2 of DNA‐binding protein A 1 13.86 3 3 3,396,205        3,088,974        2,932,146        3,311,545        3,183,402        3,781,239        3,251,590        451,653       740,039            489,137           588,204              251,407            489,410           616,334          13.3 23.96 16.68 17.76 7.9 12.94 18.95
IPI00219148 CSDA Isoform 3 of DNA‐binding protein A 1 12.28 3 3 3,396,205        3,088,974        2,932,146        3,311,545        3,183,402        3,781,239        3,251,590        451,653       740,039            489,137           588,204              251,407            489,410           616,334          13.3 23.96 16.68 17.76 7.9 12.94 18.95
IPI00555698 CSDA CSDA protein variant (Fragment) 1 31.34 3 3 3,396,205        3,088,974        2,932,146        3,311,545        3,183,402        3,781,239        3,251,590        451,653       740,039            489,137           588,204              251,407            489,410           616,334          13.3 23.96 16.68 17.76 7.9 12.94 18.95

GAEAANVTGPDGVPVEGSR 2 0.9952
NDTKEDVFVHQTAIK 3 0.9985

NGYGFINR 2 0.9996
IPI00031812 YBX1 Nuclease‐sensitive element‐binding protein 1 1 18.21 4 4 3,478,115        3,639,739        3,297,917        3,518,066        3,473,986        4,444,363        3,771,528        150,328       857,548            397,500           440,409              338,068            496,314           1,517,559      4.32 23.56 12.05 12.52 9.73 11.17 40.24
IPI00450235 YBX1 Nuclease sensitive element binding protein‐1 1 18.32 4 4 3,478,115        3,639,739        3,297,917        3,518,066        3,473,986        4,444,363        3,771,528        150,328       857,548            397,500           440,409              338,068            496,314           1,517,559      4.32 23.56 12.05 12.52 9.73 11.17 40.24

GAEAANVTGPGGVPVQGSK 2 0.984
NDTKEDVFVHQTAIK 3 0.9985

NGYGFINR 2 0.9996
SVGDGETVEFDVVEGEKGAEAANVTGPGGVPVQGSK 3 0.9997

IPI00032063 LRP1B Similar to Candidate tumor suppressor protein 0.969 0.63 1 1 11,492,390     10,397,800     8,905,110        10,587,350     9,330,180        11,878,210     9,715,830        737,610       2,392,502        1,097,899       1,635,319          1,036,651        1,396,718        2,770,920      6.42 23.01 12.33 15.45 11.11 11.76 28.52
MTPLDSRLQAAAAAAAAAGPKVPPSSLQR 3 0.9685

IPI00032140 SERPINH1 Serpin H1 1 15.55 4 5 18,048,120     20,161,255     21,004,735     20,472,150     21,337,895     24,552,995     19,912,175     2,590,173    5,408,311        1,784,139       1,613,382          3,962,024        4,346,255        2,828,440      14.35 26.83 8.49 7.88 18.57 17.7 14.2
DQAVENILVSPVVVASSLGLVSLGGK 2 0.9997
DQAVENILVSPVVVASSLGLVSLGGK 3 0.9995

GVVEVTHDLQK 2 0.9994
LFYADHPFIFLVR 2 0.9815

LYGPSSVSFADDFVR 2 0.963
IPI00032179 SERPINC1 Antithrombin‐III 0.983 8.41 2 2 39,124,397     37,654,960     33,295,880     32,415,146     34,561,905     42,554,075     35,725,308     1,949,468    6,227,376        4,766,891       3,203,352          2,394,077        5,492,944        3,686,366      4.98 16.54 14.32 9.88 6.93 12.91 10.32

LPGIVAEGR 2 0.9052
VYLLSLLLIGFWDCVTCHGSPVDICTAKPR 3 0.9507

IPI00032220 AGT Angiotensinogen 1 7.42 2 2 6,251,817        6,821,445        5,803,243        6,453,325        6,038,554        8,317,842        6,933,697        837,501       2,403,679        1,183,911       1,160,184          1,240,464        1,554,226        1,773,281      13.4 35.24 20.4 17.98 20.54 18.69 25.57
ADSQAQLLLSTVVGVFTAPGLHLK 3 0.998

ALQDQLVLVAAK 2 0.9996
IPI00032304 PLS1 Plastin‐1 1 7.95 4 4 21,438,973     22,618,943     21,177,050     18,403,975     21,240,540     24,514,718     20,029,630     2,543,278    3,617,343        4,711,411       3,721,159          3,001,559        2,041,913        4,871,426      11.86 15.99 22.25 20.22 14.13 8.33 24.32

GGEDGPAIAIDLSGINETNDLK 3 0.9002
GGEDGPAIAIDLSGINETNDLKR 3 0.9906

MINLSEPDTIDER 2 0.9238
QFVTPADVVSGNPK 2 0.9996

IPI00032313 S100A4 Protein S100‐A4 1 19.8 2 2 21,181,430     20,762,280     20,144,640     18,051,790     21,348,540     23,710,630     20,092,500     692,702       5,553,336        2,372,860       1,874,186          2,881,871        4,565,818        3,687,067      3.27 26.75 11.78 10.38 13.5 19.26 18.35
ALDVMVSTFHK 3 0.9987
SELKELLTR 2 0.9957

IPI00032406 DNAJA2 DnaJ homolog subfamily A member 2 0.994 7.28 1 1 3,051,720        2,795,110        3,283,540        3,301,030        3,225,750        3,106,180        3,012,720        274,441       655,734            495,607           391,850              224,374            435,923           420,264          8.99 23.46 15.09 11.87 6.96 14.03 13.95
EGSGGGGGMDDIFSHIFGGGLFGFMGNQSR 3 0.9943

IPI00032513 KRT31 Keratin, type I cuticular Ha1 1 12.26 4 4 14,459,835     16,043,620     14,810,175     15,325,065     15,037,260     19,322,475     14,540,780     2,051,674    3,584,439        2,074,831       784,946              1,698,777        1,877,026        3,201,072      14.19 22.34 14.01 5.12 11.3 9.71 22.01
IPI00796364 KRT31 51 kDa protein 1 11.41 4 4 14,459,835     16,043,620     14,810,175     15,325,065     15,037,260     19,322,475     14,540,780     2,051,674    3,584,439        2,074,831       784,946              1,698,777        1,877,026        3,201,072      14.19 22.34 14.01 5.12 11.3 9.71 22.01

LECEINTYR 2 0.9995
LNVEVDAAPTVDLNR 2 0.9998

QLVESDINGLR 2 0.9995
TVNALEIELQAQHNLR 3 0.9997

IPI00926851MED7‐TICAM2;TMETRAM adaptor with GOLD domain isoform 2 0.928 13.83 1 1 1,332,957        1,403,950        1,309,760        1,442,987        1,460,590        1,605,097        1,281,907        149,927       275,741            300,774           220,722              236,887            327,654           268,384          11.25 19.64 22.96 15.3 16.22 20.41 20.94
IPI00428967 TMED7‐TICAM2 TRAM adaptor with GOLD domain isoform 1 0.928 6.44 1 1 1,332,957        1,403,950        1,309,760        1,442,987        1,460,590        1,605,097        1,281,907        149,927       275,741            300,774           220,722              236,887            327,654           268,384          11.25 19.64 22.96 15.3 16.22 20.41 20.94
IPI00032825 TMED7 Transmembrane emp24 domain‐containing protein 7 0.928 11.61 1 1 1,332,957        1,403,950        1,309,760        1,442,987        1,460,590        1,605,097        1,281,907        149,927       275,741            300,774           220,722              236,887            327,654           268,384          11.25 19.64 22.96 15.3 16.22 20.41 20.94

LLALLLLVPGPGGASEITFELPDNAK 2 0.9283
IPI00032826 ST13 Hsc70‐interacting protein 1 20.87 7 7 8,369,310        8,565,730        8,199,865        7,553,388        7,810,077        9,330,145        7,815,879        844,783       2,132,466        973,817           1,215,163          1,306,913        453,317           1,744,547      10.09 24.9 11.88 16.09 16.73 4.86 22.32

AIDLFTDAIK 2 0.9984
AIEINPDSAQPYK 2 0.9996
EWVESMGGK 2 0.9694

LAILYAK 2 0.9886
LDYDEDASAMLK 2 0.9997
QDPSVLHTEEMR 2 0.9995
VAAIEALNDGELQK 2 0.9998

IPI00032827 SF3B14 Pre‐mRNA branch site protein p14 1 9.6 1 1 18,761,000     21,218,060     14,659,010     17,676,700     20,138,700     26,359,800     15,014,150     2,946,434    7,175,893        2,825,143       3,939,191          3,499,063        4,063,782        3,357,673      15.71 33.82 19.27 22.28 17.37 15.42 22.36
ITAEEMYDIFGK 2 0.9916

IPI00032830 REXO2 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) 0.993 14.35 2 2 5,641,990        5,995,080        5,577,050        5,339,590        5,797,295        6,550,040        5,574,205        611,052       1,790,688        348,302           1,004,609          937,823            675,056           1,122,359      10.83 29.87 6.25 18.81 16.18 10.31 20.13
IPI00217330 REXO2 Isoform 2 of Oligoribonuclease, mitochondrial (Fragment) 0.993 17.09 2 2 5,641,990        5,995,080        5,577,050        5,339,590        5,797,295        6,550,040        5,574,205        611,052       1,790,688        348,302           1,004,609          937,823            675,056           1,122,359      10.83 29.87 6.25 18.81 16.18 10.31 20.13

ALDDISESIKELQFYR 3 0.9201
ESTITLQQAEYEFLSFVR 2 0.9931

IPI00032851 COPZ1 Coatomer subunit zeta‐1 0.993 21.47 2 2 8,025,475        7,484,034        6,686,232        7,533,913        6,507,867        7,701,093        7,293,298        1,043,686    2,154,754        1,073,183       1,760,479          1,054,454        1,062,146        1,798,096      13 28.79 16.05 23.37 16.2 13.79 24.65



IPI00792696 COPZ1 13 kDa protein 0.993 31.93 2 2 8,025,475        7,484,034        6,686,232        7,533,913        6,507,867        7,701,093        7,293,298        1,043,686    2,154,754        1,073,183       1,760,479          1,054,454        1,062,146        1,798,096      13 28.79 16.05 23.37 16.2 13.79 24.65
AILILDNDGDRLFAK 2 0.9453

VALRGEDVPLTEQTVSQVLQSAK 3 0.9931
IPI00032957 UBE2I SUMO‐conjugating enzyme UBC9 0.958 8.23 1 1 7,294,400        7,278,455        6,627,650        7,319,750        7,171,350        8,775,600        6,538,270        479,744       2,014,277        838,427           650,324              644,138            1,439,159        1,465,323      6.58 27.67 12.65 8.88 8.98 16.4 22.41
IPI00450472 UBE2I Ubiquitin carrier protein 0.958 7.07 1 1 7,294,400        7,278,455        6,627,650        7,319,750        7,171,350        8,775,600        6,538,270        479,744       2,014,277        838,427           650,324              644,138            1,439,159        1,465,323      6.58 27.67 12.65 8.88 8.98 16.4 22.41

MLFKDDYPSSPPK 2 0.9579
IPI00033022 DNM2 Isoform 1 of Dynamin‐2 1 8.16 4 4 4,735,879        4,604,675        4,747,735        4,604,247        4,869,406        5,592,824        4,392,648        362,355       900,797            430,431           620,556              472,943            671,345           569,490          7.65 19.56 9.07 13.48 9.71 12 12.96
IPI00181352 DNM2 dynamin‐2 isoform 4 1 8.2 4 4 4,735,879        4,604,675        4,747,735        4,604,247        4,869,406        5,592,824        4,392,648        362,355       900,797            430,431           620,556              472,943            671,345           569,490          7.65 19.56 9.07 13.48 9.71 12 12.96
IPI00218889 DNM2 Isoform 2 of Dynamin‐2 1 8.2 4 4 4,735,879        4,604,675        4,747,735        4,604,247        4,869,406        5,592,824        4,392,648        362,355       900,797            430,431           620,556              472,943            671,345           569,490          7.65 19.56 9.07 13.48 9.71 12 12.96
IPI00514550 DNM2 dynamin‐2 isoform 2 1 8.16 4 4 4,735,879        4,604,675        4,747,735        4,604,247        4,869,406        5,592,824        4,392,648        362,355       900,797            430,431           620,556              472,943            671,345           569,490          7.65 19.56 9.07 13.48 9.71 12 12.96
IPI00556437 DNM2 Dynamin 2 isoform 4 variant (Fragment) 1 14.58 4 4 4,735,879        4,604,675        4,747,735        4,604,247        4,869,406        5,592,824        4,392,648        362,355       900,797            430,431           620,556              472,943            671,345           569,490          7.65 19.56 9.07 13.48 9.71 12 12.96

ESSLILAVTPANMDLANSDALK 2 0.985
GYIGVVNR 2 0.9751

LDLMDEGTDARDVLENK 3 0.9931
VPVGDQPPDIEYQIKDMILQFISR 3 0.9997

IPI00033036 METAP2 Methionine aminopeptidase 2 0.993 4.6 1 1 1,240,153        1,077,833        1,051,407        1,073,617        1,091,260        1,230,603        1,098,690        149,538       301,863            372,852           217,066              358,103            205,030           294,244          12.06 28.01 35.46 20.22 32.82 16.66 26.78
IPI00300763 METAP2 Methionine aminopeptidase 0.993 4.84 1 1 1,240,153        1,077,833        1,051,407        1,073,617        1,091,260        1,230,603        1,098,690        149,538       301,863            372,852           217,066              358,103            205,030           294,244          12.06 28.01 35.46 20.22 32.82 16.66 26.78
IPI00789396 METAP2 Methionine aminopeptidase 0.993 5.05 1 1 1,240,153        1,077,833        1,051,407        1,073,617        1,091,260        1,230,603        1,098,690        149,538       301,863            372,852           217,066              358,103            205,030           294,244          12.06 28.01 35.46 20.22 32.82 16.66 26.78

LCDVGEAIQEVMESYEVEIDGK 2 0.9927
IPI00033130 SAE1 SUMO‐activating enzyme subunit 1 1 8.96 2 2 6,180,390        5,534,800        6,275,947        6,875,827        6,227,643        7,421,180        5,697,590        884,919       1,578,287        1,069,412       837,384              1,022,828        1,165,029        932,161          14.32 28.52 17.04 12.18 16.42 15.7 16.36

AQNLNPMVDVK 2 0.9995
NDVLDSLGISPDLLPEDFVR 2 0.9997

IPI00033143 EIF3K Eukaryotic translation initiation factor 3 subunit K 0.994 6.42 1 1 19,969,800     18,990,600     13,687,260     16,915,200     14,834,300     18,418,700     14,158,700     2,791,318    4,556,574        2,517,318       1,828,309          1,473,804        1,638,475        3,307,717      13.98 23.99 18.39 10.81 9.94 8.9 23.36
ENAYDLEANLAVLK 2 0.9942

IPI00033486 POLG2 DNA polymerase subunit gamma‐2, mitochondrial 0.961 4.95 1 1 9,607,520        9,760,380        8,419,310        8,375,700        8,574,700        10,442,510     9,011,820        759,810       2,092,890        1,054,285       1,186,285          964,946            1,590,504        1,220,196      7.91 21.44 12.52 14.16 11.25 15.23 13.54
ELIETLWNLGDHELLHMYPGNVSK 3 0.9609

IPI00220573 MYL12A Myosin regulatory light chain 12A 1 50.88 9 10 24,769,215     24,489,625     24,277,645     24,891,918     24,712,183     31,084,938     22,514,263     2,574,046    5,281,915        1,151,809       2,107,177          3,479,702        6,445,522        2,980,097      10.39 21.57 4.74 8.47 14.08 20.74 13.24
IPI00604523 MYL12A Myosin regulatory light chain MRCL3 variant 1 49.15 9 10 24,769,215     24,489,625     24,277,645     24,891,918     24,712,183     31,084,938     22,514,263     2,574,046    5,281,915        1,151,809       2,107,177          3,479,702        6,445,522        2,980,097      10.39 21.57 4.74 8.47 14.08 20.74 13.24
IPI00033494 MYL12B Myosin regulatory light chain 12B 1 50.58 9 10 24,769,215     24,489,625     24,277,645     24,891,918     24,712,183     31,084,938     22,514,263     2,574,046    5,281,915        1,151,809       2,107,177          3,479,702        6,445,522        2,980,097      10.39 21.57 4.74 8.47 14.08 20.74 13.24

ATSNVFAMFDQSQIQEFK 2 0.9997
ATSNVFAMFDQSQIQEFKEAFNMIDQNR 3 0.9997

DGFIDKEDLHDMLASLGK 2 0.9997
DGFIDKEDLHDMLASLGK 3 0.9998

EAFNMIDQNR 2 0.9998
ELLTTMGDR 2 0.9996

ELLTTMGDRFTDEEVDELYR 3 0.9998
FTDEEVDELYR 2 0.9998
GNFNYIEFTR 2 0.9995
LNGTDPEDVIR 2 0.9997

IPI00033600 PPP1R7 Isoform 1 of Protein phosphatase 1 regulatory subunit 7 1 13.61 3 4 2,650,506        2,506,404        2,337,839        2,409,449        2,495,677        2,836,687        2,332,808        379,810       539,291            211,781           350,098              331,739            359,851           313,547          14.33 21.52 9.06 14.53 13.29 12.69 13.44
IPI00395771 PPP1R7 Isoform 2 of Protein phosphatase 1 regulatory subunit 7 1 15.46 3 4 2,650,506        2,506,404        2,337,839        2,409,449        2,495,677        2,836,687        2,332,808        379,810       539,291            211,781           350,098              331,739            359,851           313,547          14.33 21.52 9.06 14.53 13.29 12.69 13.44
IPI00759705 PPP1R7 Isoform 3 of Protein phosphatase 1 regulatory subunit 7 1 17.5 3 4 2,650,506        2,506,404        2,337,839        2,409,449        2,495,677        2,836,687        2,332,808        379,810       539,291            211,781           350,098              331,739            359,851           313,547          14.33 21.52 9.06 14.53 13.29 12.69 13.44
IPI00759816 PPP1R7 Isoform 4 of Protein phosphatase 1 regulatory subunit 7 1 20.68 3 4 2,650,506        2,506,404        2,337,839        2,409,449        2,495,677        2,836,687        2,332,808        379,810       539,291            211,781           350,098              331,739            359,851           313,547          14.33 21.52 9.06 14.53 13.29 12.69 13.44
IPI00893539 PPP1R7 Protein 1 14.63 3 4 2,650,506        2,506,404        2,337,839        2,409,449        2,495,677        2,836,687        2,332,808        379,810       539,291            211,781           350,098              331,739            359,851           313,547          14.33 21.52 9.06 14.53 13.29 12.69 13.44
IPI00893764 PPP1R7 Putative uncharacterized protein PPP1R7 1 16.96 3 4 2,650,506        2,506,404        2,337,839        2,409,449        2,495,677        2,836,687        2,332,808        379,810       539,291            211,781           350,098              331,739            359,851           313,547          14.33 21.52 9.06 14.53 13.29 12.69 13.44
IPI00893774 PPP1R7 Putative uncharacterized protein PPP1R7 1 22.17 3 4 2,650,506        2,506,404        2,337,839        2,409,449        2,495,677        2,836,687        2,332,808        379,810       539,291            211,781           350,098              331,739            359,851           313,547          14.33 21.52 9.06 14.53 13.29 12.69 13.44
IPI00893943 PPP1R7 Putative uncharacterized protein PPP1R7 1 17.88 3 4 2,650,506        2,506,404        2,337,839        2,409,449        2,495,677        2,836,687        2,332,808        379,810       539,291            211,781           350,098              331,739            359,851           313,547          14.33 21.52 9.06 14.53 13.29 12.69 13.44
IPI00894184 PPP1R7 Putative uncharacterized protein PPP1R7 1 17.38 3 4 2,650,506        2,506,404        2,337,839        2,409,449        2,495,677        2,836,687        2,332,808        379,810       539,291            211,781           350,098              331,739            359,851           313,547          14.33 21.52 9.06 14.53 13.29 12.69 13.44

IEGLQNLVNLR 2 0.9991
IENLSNLHQLQMLELGSNR 2 0.9996
IENLSNLHQLQMLELGSNR 3 0.9997
LQNLDALTNLTVLSMQSNR 2 0.9996

IPI00034015 CELF1 Isoform 1 of CUGBP Elav‐like family member 1 0.985 1.65 1 1 1,126,944        965,578           841,188           872,326           928,524           1,259,520        999,452           129,889       293,347            115,467           194,529              165,023            563,128           230,729          11.53 30.38 13.73 22.3 17.77 44.71 23.09
IPI00218388 CELF1 Isoform 2 of CUGBP Elav‐like family member 1 0.985 1.66 1 1 1,126,944        965,578           841,188           872,326           928,524           1,259,520        999,452           129,889       293,347            115,467           194,529              165,023            563,128           230,729          11.53 30.38 13.73 22.3 17.77 44.71 23.09
IPI00218389 CELF1 Isoform 3 of CUGBP Elav‐like family member 1 0.985 1.66 1 1 1,126,944        965,578           841,188           872,326           928,524           1,259,520        999,452           129,889       293,347            115,467           194,529              165,023            563,128           230,729          11.53 30.38 13.73 22.3 17.77 44.71 23.09
IPI00853009 CELF1 Isoform 4 of CUGBP Elav‐like family member 1 0.985 1.56 1 1 1,126,944        965,578           841,188           872,326           928,524           1,259,520        999,452           129,889       293,347            115,467           194,529              165,023            563,128           230,729          11.53 30.38 13.73 22.3 17.77 44.71 23.09
IPI00956101 CELF1 CUGBP Elav‐like family member 1 isoform 5 0.985 1.65 1 1 1,126,944        965,578           841,188           872,326           928,524           1,259,520        999,452           129,889       293,347            115,467           194,529              165,023            563,128           230,729          11.53 30.38 13.73 22.3 17.77 44.71 23.09

MFVGQVPR 2 0.9851
IPI00034049 UPF1 Isoform 1 of Regulator of nonsense transcripts 1 0.91 1.24 1 1 3,594,220        3,215,380        3,192,145        3,195,635        3,129,810        3,640,410        3,538,715        436,194       440,648            545,201           331,101              425,629            650,264           667,083          12.14 13.7 17.08 10.36 13.6 17.86 18.85
IPI00399170 UPF1 Isoform 2 of Regulator of nonsense transcripts 1 0.91 1.25 1 1 3,594,220        3,215,380        3,192,145        3,195,635        3,129,810        3,640,410        3,538,715        436,194       440,648            545,201           331,101              425,629            650,264           667,083          12.14 13.7 17.08 10.36 13.6 17.86 18.85

VPDNYGDEIAIELR 2 0.9099
IPI00034280 DHRS11 Isoform 1 of Dehydrogenase/reductase SDR family member 11 0.993 22.31 4 4 12,780,168     12,403,733     12,064,625     12,796,183     11,405,160     14,317,948     12,061,412     1,074,796    3,406,498        1,684,398       1,901,162          806,017            2,255,767        1,060,628      8.41 27.46 13.96 14.86 7.07 15.75 8.79

CDLSNEEDILSMFSAIR 2 0.9932
NVDDGHIININSMSGHR 3 0.9374

TVGNIEELAAECK 2 0.9181
YAVTALTEGLR 2 0.9916

IPI00034319 CUTA Isoform A of Protein CutA 1 29.8 3 4 6,532,272        6,556,425        6,174,145        6,194,201        6,374,621        7,114,253        6,245,322        512,633       1,449,406        503,618           936,259              1,039,074        867,243           1,127,669      7.85 22.11 8.16 15.12 16.3 12.19 18.06
IPI00554556 CUTA Isoform C of Protein CutA 1 37.82 3 4 6,532,272        6,556,425        6,174,145        6,194,201        6,374,621        7,114,253        6,245,322        512,633       1,449,406        503,618           936,259              1,039,074        867,243           1,127,669      7.85 22.11 8.16 15.12 16.3 12.19 18.06
IPI00554634 CUTA Isoform B of Protein CutA 1 32.96 3 4 6,532,272        6,556,425        6,174,145        6,194,201        6,374,621        7,114,253        6,245,322        512,633       1,449,406        503,618           936,259              1,039,074        867,243           1,127,669      7.85 22.11 8.16 15.12 16.3 12.19 18.06

LAACVNLIPQITSIYEWK 2 0.9997
LAACVNLIPQITSIYEWK 3 0.9996

SVHPYEVAEVIALPVEQGNFPYLQWVR 3 0.9997
TQSSLVPALTDFVR 2 0.9996

IPI00037070 HSPA8 54 kDa protein 1 56.48 24 33 107,836,333   105,219,219   96,868,213     107,035,311   98,976,925     119,453,223   96,585,803     4,024,023    20,409,256      6,468,239       7,086,087          7,000,501        9,150,454        16,043,960    3.73 19.4 6.68 6.62 7.07 7.66 16.61
IPI00939595 HSPA8 Isoform 2 of Heat shock cognate 71 kDa protein 1 56.59 24 33 107,836,333   105,219,219   96,868,213     107,035,311   98,976,925     119,453,223   96,585,803     4,024,023    20,409,256      6,468,239       7,086,087          7,000,501        9,150,454        16,043,960    3.73 19.4 6.68 6.62 7.07 7.66 16.61

ARFEELNADLFR 2 0.9993
ARFEELNADLFR 3 0.9997
DAGTIAGLNVLR 2 0.9998

DNNLLGK 1 0.9998
FDDAVVQSDMK 2 0.9998
FEELNADLFR 2 0.9998

GPAVGIDLGTTYSCVGVFQHGK 3 0.9983
GTLDPVEK 1 0.995
GTLDPVEK 2 0.9649

HWPFMVVNDAGRPK 3 0.9998
IINEPTAAAIAYGLDKK 2 0.9998
IINEPTAAAIAYGLDKK 3 0.9976
LDKSQIHDIVLVGGSTR 3 0.9998

LLQDFFNGK 2 0.9998
LLQDFFNGKELNK 2 0.984
LLQDFFNGKELNK 3 0.9997
MKEIAEAYLGK 2 0.9996
MKEIAEAYLGK 3 0.9997
MVNHFIAEFK 2 0.9998
MVNHFIAEFK 3 0.9998

NQVAMNPTNTVFDAK 2 0.9998
NQVAMNPTNTVFDAKR 3 0.9989

RFDDAVVQSDMK 2 0.9998
RFDDAVVQSDMK 3 0.9997

SENVQDLLLLDVTPLSLGIETAGGVMTVLIK 3 0.9843
SFYPEEVSSMVLTK 2 0.9998

SINPDEAVAYGAAVQAAILSGDK 2 0.9997
SQIHDIVLVGGSTR 2 0.9998
SQIHDIVLVGGSTR 3 0.991



STAGDTHLGGEDFDNR 3 0.9998
TVTNAVVTVPAYFNDSQR 2 0.9998
TVTNAVVTVPAYFNDSQR 3 0.9997

VQVEYK 2 0.9854
IPI00037448 GRHPR Glyoxylate reductase/hydroxypyruvate reductase 0.995 7.32 1 1 3,035,965        2,928,010        2,723,520        2,870,200        2,633,505        3,253,255        2,780,255        442,359       523,174            431,514           397,789              338,659            311,860           839,310          14.57 17.87 15.84 13.86 12.86 9.59 30.19
IPI00550682 GRHPR GRHPR protein (Fragment) 0.995 7.04 1 1 3,035,965        2,928,010        2,723,520        2,870,200        2,633,505        3,253,255        2,780,255        442,359       523,174            431,514           397,789              338,659            311,860           839,310          14.57 17.87 15.84 13.86 12.86 9.59 30.19

IAAAGLDVTSPEPLPTNHPLLTLK 3 0.9945
IPI00037619 RPL39P5 Putative 60S ribosomal protein L39‐like 5 0.983 19.61 1 1 3,796,147        3,007,223        3,412,997        3,150,713        3,556,777        3,708,197        3,543,280        296,544       611,759            288,973           636,979              790,175            427,003           706,918          7.81 20.34 8.47 20.22 22.22 11.52 19.95
IPI00219162 RPL39 60S ribosomal protein L39 0.983 19.61 1 1 3,796,147        3,007,223        3,412,997        3,150,713        3,556,777        3,708,197        3,543,280        296,544       611,759            288,973           636,979              790,175            427,003           706,918          7.81 20.34 8.47 20.22 22.22 11.52 19.95
IPI00646086 RPL39 Protein 0.983 10.1 1 1 3,796,147        3,007,223        3,412,997        3,150,713        3,556,777        3,708,197        3,543,280        296,544       611,759            288,973           636,979              790,175            427,003           706,918          7.81 20.34 8.47 20.22 22.22 11.52 19.95

QNRPIPQWIR 3 0.9828
IPI00039639 ‐ Similar to Histidine triad nucleotide‐binding protein 1 1 7.14 1 1 1,291,615        1,300,910        1,033,702        1,287,871        1,104,425        1,330,660        1,047,390        131,103       328,771            223,630           347,650              220,547            246,963           280,178          10.15 25.27 21.63 26.99 19.97 18.56 26.75

CAADLGLNK 2 0.9997
IPI00040897 SNRPD2P1 hypothetical protein LOC119358 1 17.09 2 2 1,769,573        1,788,183        1,660,965        1,707,950        1,734,400        2,000,638        1,730,790        94,697         463,233            259,883           253,646              468,700            273,490           447,126          5.35 25.91 15.65 14.85 27.02 13.67 25.83
IPI00742239 SNRPD2P1 similar to hCG2040270 1 17.09 2 2 1,769,573        1,788,183        1,660,965        1,707,950        1,734,400        2,000,638        1,730,790        94,697         463,233            259,883           253,646              468,700            273,490           447,126          5.35 25.91 15.65 14.85 27.02 13.67 25.83

HCNMVLENVK 2 0.9996
NNTQVLINCR 2 0.9996

IPI00043370 WDR52 WD repeat‐containing protein 52 0.908 1.12 1 1 2,419,030        2,617,590        2,795,905        2,682,505        2,962,575        3,811,290        2,444,105        271,388       859,831            496,762           309,799              1,015,097        1,055,843        528,250          11.22 32.85 17.77 11.55 34.26 27.7 21.61
IPI00747180 WDR52 WD repeat‐containing protein 52 isoform 1 0.908 0.59 1 1 2,419,030        2,617,590        2,795,905        2,682,505        2,962,575        3,811,290        2,444,105        271,388       859,831            496,762           309,799              1,015,097        1,055,843        528,250          11.22 32.85 17.77 11.55 34.26 27.7 21.61

QGGTALVWVPR 2 0.908
IPI00043516 ZNF407 Isoform 1 of Zinc finger protein 407 0.938 1.47 1 1 1,009,483        885,877           1,127,673        1,176,010        822,317           1,135,200        961,080           279,058       143,947            181,595           149,907              294,626            195,700           237,855          27.64 16.25 16.1 12.75 35.83 17.24 24.75
IPI00302008 ZNF407 Isoform 3 of Zinc finger protein 407 0.938 1.99 1 1 1,009,483        885,877           1,127,673        1,176,010        822,317           1,135,200        961,080           279,058       143,947            181,595           149,907              294,626            195,700           237,855          27.64 16.25 16.1 12.75 35.83 17.24 24.75
IPI00869072 ZNF407 Isoform 2 of Zinc finger protein 407 0.938 1.82 1 1 1,009,483        885,877           1,127,673        1,176,010        822,317           1,135,200        961,080           279,058       143,947            181,595           149,907              294,626            195,700           237,855          27.64 16.25 16.1 12.75 35.83 17.24 24.75

PPDSGLHSLTVKPASGSQTLCACTDCGQVATNR 3 0.9378
IPI00043715 ‐ Conserved hypothetical protein 0.943 14.73 1 1 6,427,080        6,601,410        6,622,150        6,800,440        7,410,060        7,032,980        6,285,090        1,929,567    1,280,093        2,109,852       2,135,032          2,275,327        1,479,313        977,757          30.02 19.39 31.86 31.4 30.71 21.03 15.56

AFLHSLLAFSVAREKTFHF 2 0.9429
IPI00044369 PLXDC2 Isoform 1 of Plexin domain‐containing protein 2 0.92 1.32 1 1 2,054,335        1,957,840        1,791,760        1,844,805        2,070,205        2,465,160        2,064,805        239,605       602,962            134,688           420,130              444,456            1,008,969        729,484          11.66 30.8 7.52 22.77 21.47 40.93 35.33
IPI00073777 PLXDC2 Isoform 2 of Plexin domain‐containing protein 2 0.92 1.46 1 1 2,054,335        1,957,840        1,791,760        1,844,805        2,070,205        2,465,160        2,064,805        239,605       602,962            134,688           420,130              444,456            1,008,969        729,484          11.66 30.8 7.52 22.77 21.47 40.93 35.33

RNLDFLK 2 0.8727
IPI00219037 H2AFX Histone H2A.x 1 27.27 4 6 10,942,458     9,975,507        17,024,640     11,791,288     16,437,693     16,556,109     15,615,651     884,638       2,374,182        2,677,459       2,064,462          2,676,392        3,522,120        2,494,625      8.08 23.8 15.73 17.51 16.28 21.27 15.98
IPI00045109 HIST1H2AA Histone H2A type 1‐A 1 29.77 4 6 10,942,458     9,975,507        17,024,640     11,791,288     16,437,693     16,556,109     15,615,651     884,638       2,374,182        2,677,459       2,064,462          2,676,392        3,522,120        2,494,625      8.08 23.8 15.73 17.51 16.28 21.27 15.98

AGLQFPVGR 2 0.9998
LLGGVTIAQGGVLPNIQAVLLPK 2 0.9998
LLGGVTIAQGGVLPNIQAVLLPK 3 0.9998

NDEELNKLLGGVTIAQGGVLPNIQAVLLPK 3 0.9938
VTIAQGGVLPNIQAVLLPK 2 0.9998
VTIAQGGVLPNIQAVLLPK 3 0.9998

IPI00969064 ‐ Calumenin isoform 8 1 6.47 1 1 1,124,262        1,146,856        1,027,324        1,036,616        988,976           1,166,460        1,062,290        165,436       236,403            138,497           137,239              237,861            144,739           112,770          14.72 20.61 13.48 13.24 24.05 12.41 10.62
IPI00045396 CALU Calumenin isoform 4 1 4.02 1 1 1,124,262        1,146,856        1,027,324        1,036,616        988,976           1,166,460        1,062,290        165,436       236,403            138,497           137,239              237,861            144,739           112,770          14.72 20.61 13.48 13.24 24.05 12.41 10.62

TFDQLTPEESKER 3 0.9951
IPI00046828 CCDC58 Coiled‐coil domain‐containing protein 58 0.963 10.42 1 1 1,785,413        1,911,388        1,884,185        1,782,715        2,013,118        1,968,288        2,048,178        96,527         595,298            338,049           307,368              188,901            202,430           331,322          5.41 31.14 17.94 17.24 9.38 10.28 16.18
IPI00945719 CCDC58 Putative uncharacterized protein CCDC58 0.963 11.54 1 1 1,785,413        1,911,388        1,884,185        1,782,715        2,013,118        1,968,288        2,048,178        96,527         595,298            338,049           307,368              188,901            202,430           331,322          5.41 31.14 17.94 17.24 9.38 10.28 16.18
IPI00945888 CCDC58 Protein 0.963 10.64 1 1 1,785,413        1,911,388        1,884,185        1,782,715        2,013,118        1,968,288        2,048,178        96,527         595,298            338,049           307,368              188,901            202,430           331,322          5.41 31.14 17.94 17.24 9.38 10.28 16.18
IPI00946377 CCDC58 Putative uncharacterized protein CCDC58 0.963 28.3 1 1 1,785,413        1,911,388        1,884,185        1,782,715        2,013,118        1,968,288        2,048,178        96,527         595,298            338,049           307,368              188,901            202,430           331,322          5.41 31.14 17.94 17.24 9.38 10.28 16.18

WMQSELNVEEVVNDR 2 0.9627
IPI00054042 GTF2I Isoform 1 of General transcription factor II‐I 1 1.1 1 1 1,172,102        1,116,820        899,582           1,083,157        976,127           1,451,655        833,577           184,742       233,643            172,546           146,380              230,654            293,969           198,886          15.76 20.92 19.18 13.51 23.63 20.25 23.86
IPI00217449 GTF2I Isoform 3 of General transcription factor II‐I 1 1.12 1 1 1,172,102        1,116,820        899,582           1,083,157        976,127           1,451,655        833,577           184,742       233,643            172,546           146,380              230,654            293,969           198,886          15.76 20.92 19.18 13.51 23.63 20.25 23.86
IPI00217450 GTF2I Isoform 4 of General transcription factor II‐I 1 1.13 1 1 1,172,102        1,116,820        899,582           1,083,157        976,127           1,451,655        833,577           184,742       233,643            172,546           146,380              230,654            293,969           198,886          15.76 20.92 19.18 13.51 23.63 20.25 23.86
IPI00293242 GTF2I Isoform 2 of General transcription factor II‐I 1 1.15 1 1 1,172,102        1,116,820        899,582           1,083,157        976,127           1,451,655        833,577           184,742       233,643            172,546           146,380              230,654            293,969           198,886          15.76 20.92 19.18 13.51 23.63 20.25 23.86
IPI00927953 GTF2I cDNA FLJ61347, highly similar to General transcription factor II‐ 1 2.08 1 1 1,172,102        1,116,820        899,582           1,083,157        976,127           1,451,655        833,577           184,742       233,643            172,546           146,380              230,654            293,969           198,886          15.76 20.92 19.18 13.51 23.63 20.25 23.86
IPI00943949 GTF2I general transcription factor II‐I isoform 5 1 1.13 1 1 1,172,102        1,116,820        899,582           1,083,157        976,127           1,451,655        833,577           184,742       233,643            172,546           146,380              230,654            293,969           198,886          15.76 20.92 19.18 13.51 23.63 20.25 23.86

APSYLEISSMR 2 0.9868
IPI00059242 SYAP1 Synapse‐associated protein 1 0.994 5.68 1 1 4,194,430        3,798,540        3,556,420        3,139,420        3,646,560        4,789,260        3,592,610        2,199,990    1,227,175        1,026,054       454,576              883,282            968,448           1,038,260      52.45 32.31 28.85 14.48 24.22 20.22 28.9

QSAQLTALAAQQQAAGKEEK 3 0.9939
IPI00059685 ASAH1 acid ceramidase isoform c 0.996 9 2 2 5,305,845        4,955,095        4,767,003        4,942,563        4,807,360        5,626,288        4,655,533        658,515       1,100,476        895,259           328,972              552,542            598,955           858,610          12.41 22.21 18.78 6.66 11.49 10.65 18.44

LTVYTTLIDVTK 2 0.9265
TSQENISFETMYDVLSTKPVLNK 3 0.9948

IPI00059944 RNF25 E3 ubiquitin‐protein ligase RNF25 0.933 2.61 1 1 7,784,700        6,701,360        8,775,170        9,129,600        8,219,130        8,359,680        8,230,450        1,842,953    1,132,033        867,025           1,240,440          1,364,965        2,228,776        1,665,101      23.67 16.89 9.88 13.59 16.61 26.66 20.23
GGIIDLEAERNR 2 0.9326

IPI00060181 EFHD2 EF‐hand domain‐containing protein D2 1 8.75 2 2 2,110,138        1,909,448        1,797,295        2,131,235        1,906,161        1,968,936        2,031,213        98,009         260,196            347,804           497,858              228,926            258,371           480,482          4.64 13.63 19.35 23.36 12.01 13.12 23.65
DGFIDLMELK 2 0.9993
LGAPQTHLGLK 3 0.9923

IPI00060200 GALM Aldose 1‐epimerase 1 29.24 7 7 14,637,691     13,998,229     13,613,374     13,106,160     14,589,239     17,645,200     14,264,922     1,232,250    3,090,766        1,345,272       1,339,035          1,729,094        2,762,326        3,107,121      8.42 22.08 9.88 10.22 11.85 15.65 21.78
ASDVVLGFAELEGYLQK 2 0.9998
AVFGELPSGGGTVEK 2 0.9996

FQLQSDLLR 2 0.9973
HSGFCLETQNWPDAVNQPR 3 0.9998

ISPDGEEGYPGELK 2 0.9981
VDIISWGCTITALEVK 2 0.9964

VLSNGVQFSR 2 0.9996
IPI00060283 SLC38A10 Isoform 2 of Putative sodium‐coupled neutral amino acid transporter 1 0.95 2.95 1 1 17,894,800     14,925,380     12,639,960     12,805,750     17,289,100     17,631,000     18,862,900     1,583,727    5,259,131        3,785,284       2,592,453          2,336,569        2,947,420        5,978,917      8.85 35.24 29.95 20.24 13.51 16.72 31.7

AFCSLPISSLLSGNLLSALLPFK 3 0.9498
IPI00060650 PCNP Isoform 2 of PEST proteolytic signal‐containing nuclear protein 0.992 8.46 1 1 1,465,550        1,294,988        1,564,050        1,535,343        1,469,568        1,569,355        1,576,703        197,760       291,958            176,820           248,163              410,635            295,541           268,721          13.49 22.55 11.31 16.16 27.94 18.83 17.04
IPI00291608 PCNP Isoform 1 of PEST proteolytic signal‐containing nuclear protein 0.992 6.18 1 1 1,465,550        1,294,988        1,564,050        1,535,343        1,469,568        1,569,355        1,576,703        197,760       291,958            176,820           248,163              410,635            295,541           268,721          13.49 22.55 11.31 16.16 27.94 18.83 17.04
IPI00790305 PCNP PEST proteolytic signal containing nuclear protein, isoform CRA_a 0.992 5.53 1 1 1,465,550        1,294,988        1,564,050        1,535,343        1,469,568        1,569,355        1,576,703        197,760       291,958            176,820           248,163              410,635            295,541           268,721          13.49 22.55 11.31 16.16 27.94 18.83 17.04
IPI00796456 PCNP 19 kDa protein 0.992 6.21 1 1 1,465,550        1,294,988        1,564,050        1,535,343        1,469,568        1,569,355        1,576,703        197,760       291,958            176,820           248,163              410,635            295,541           268,721          13.49 22.55 11.31 16.16 27.94 18.83 17.04

FGFAIGSQTTK 2 0.9919
IPI00061178 RBMXL1 RNA binding motif protein, X‐linked‐like 1 1 3.33 1 1 723,323           681,222           683,002           796,973           709,230           737,770           731,955           212,390       124,047            75,578             197,085              184,243            78,723             247,937          29.36 18.21 11.07 24.73 25.98 10.67 33.87
IPI00643486 RBMXL1 RNA binding motif protein, X‐linked‐like 1 1 8.18 1 1 723,323           681,222           683,002           796,973           709,230           737,770           731,955           212,390       124,047            75,578             197,085              184,243            78,723             247,937          29.36 18.21 11.07 24.73 25.98 10.67 33.87

LFIGGLNTETNEK 2 0.9997
IPI00061200 KRT71 Keratin, type II cytoskeletal 71 0.909 2.68 1 1 2,017,200        2,039,612        2,204,417        2,411,167        1,940,442        2,483,720        1,780,028        245,563       650,206            314,177           216,114              439,328            534,348           303,939          12.17 31.88 14.25 8.96 22.64 21.51 17.07
IPI00796137 KRT71 38 kDa protein 0.909 4.17 1 1 2,017,200        2,039,612        2,204,417        2,411,167        1,940,442        2,483,720        1,780,028        245,563       650,206            314,177           216,114              439,328            534,348           303,939          12.17 31.88 14.25 8.96 22.64 21.51 17.07
IPI00103481 KRT72 Isoform 1 of Keratin, type II cytoskeletal 72 0.909 2.74 1 1 2,017,200        2,039,612        2,204,417        2,411,167        1,940,442        2,483,720        1,780,028        245,563       650,206            314,177           216,114              439,328            534,348           303,939          12.17 31.88 14.25 8.96 22.64 21.51 17.07
IPI00793641 KRT72 cDNA FLJ50908, highly similar to Homo sapiens keratin protein K6irs (K6 0.909 3.52 1 1 2,017,200        2,039,612        2,204,417        2,411,167        1,940,442        2,483,720        1,780,028        245,563       650,206            314,177           216,114              439,328            534,348           303,939          12.17 31.88 14.25 8.96 22.64 21.51 17.07
IPI00794272 KRT72 Isoform 2 of Keratin, type II cytoskeletal 72 0.909 2.75 1 1 2,017,200        2,039,612        2,204,417        2,411,167        1,940,442        2,483,720        1,780,028        245,563       650,206            314,177           216,114              439,328            534,348           303,939          12.17 31.88 14.25 8.96 22.64 21.51 17.07
IPI00910219 KRT72 keratin, type II cytoskeletal 72 isoform 2 0.909 2.99 1 1 2,017,200        2,039,612        2,204,417        2,411,167        1,940,442        2,483,720        1,780,028        245,563       650,206            314,177           216,114              439,328            534,348           303,939          12.17 31.88 14.25 8.96 22.64 21.51 17.07

ALNNKFASFIDKVR 3 0.9091
IPI00061354 BAZ2B Isoform 2 of Bromodomain adjacent to zinc finger domain protein 2B 0.996 1.89 2 2 938,227           855,334           938,696           832,391           801,236           910,264           823,569           164,362       264,873            140,618           227,939              235,570            137,620           134,865          17.52 30.97 14.98 27.38 29.4 15.12 16.38
IPI00220295 BAZ2B Isoform 3 of Bromodomain adjacent to zinc finger domain protein 2B 0.996 1.83 2 2 938,227           855,334           938,696           832,391           801,236           910,264           823,569           164,362       264,873            140,618           227,939              235,570            137,620           134,865          17.52 30.97 14.98 27.38 29.4 15.12 16.38
IPI00873703 BAZ2B Isoform 1 of Bromodomain adjacent to zinc finger domain protein 2B 0.996 1.8 2 2 938,227           855,334           938,696           832,391           801,236           910,264           823,569           164,362       264,873            140,618           227,939              235,570            137,620           134,865          17.52 30.97 14.98 27.38 29.4 15.12 16.38
IPI00916292 BAZ2B Isoform 5 of Bromodomain adjacent to zinc finger domain protein 2B 0.996 1.83 2 2 938,227           855,334           938,696           832,391           801,236           910,264           823,569           164,362       264,873            140,618           227,939              235,570            137,620           134,865          17.52 30.97 14.98 27.38 29.4 15.12 16.38

KAESVQIK 2 0.8753
MESGERLPSSAASSTTPTSSSTPSVASVVSK 3 0.9735

IPI00061476 KLC4 kinesin light chain 4 isoform c 1 18.73 4 4 3,488,201        3,271,519        3,240,140        3,343,004        3,260,167        4,029,564        3,276,168        342,143       659,829            361,278           531,965              432,200            585,376           701,873          9.81 20.17 11.15 15.91 13.26 14.53 21.42
IPI00398812 KLC4 Isoform 1 of Kinesin light chain 4 1 9.53 4 4 3,488,201        3,271,519        3,240,140        3,343,004        3,260,167        4,029,564        3,276,168        342,143       659,829            361,278           531,965              432,200            585,376           701,873          9.81 20.17 11.15 15.91 13.26 14.53 21.42
IPI00743879 KLC4 Isoform 3 of Kinesin light chain 4 1 9.26 4 4 3,488,201        3,271,519        3,240,140        3,343,004        3,260,167        4,029,564        3,276,168        342,143       659,829            361,278           531,965              432,200            585,376           701,873          9.81 20.17 11.15 15.91 13.26 14.53 21.42

HLEFLGQLR 2 0.968
LSQEEILGSTR 2 0.9938
LVSQGLEALR 2 0.9132

SMENIELGLSEAQVMLALASHLSTVESEK 3 0.9995
IPI00061507 C11orf54 Isoform 3 of Ester hydrolase C11orf54 1 10.94 2 2 3,688,551        3,422,273        3,572,401        3,734,972        3,539,645        4,111,048        3,692,219        208,149       846,395            377,946           543,915              583,633            282,147           1,075,388      5.64 24.73 10.58 14.56 16.49 6.86 29.13

APLVCLPVFVSR 2 0.9996
IAEVGGVPYLLPLVNQK 2 0.9993

IPI00062003 ACAT1 ACAT1 protein 1 10.49 1 1 4,103,120        4,373,515        3,485,320        3,885,465        3,899,170        4,461,595        3,949,415        1,087,825    1,249,591        350,266           1,052,195          1,065,862        547,853           918,116          26.51 28.57 10.05 27.08 27.34 12.28 23.25



TPIGSFLGSLSLLPATK 2 0.9997
IPI00062037 DYNLL2 Dynein light chain 2, cytoplasmic 1 37.08 2 2 20,760,860     25,879,850     19,023,825     21,700,960     21,407,750     28,922,350     21,409,840     1,550,005    6,088,832        4,636,699       1,311,742          4,064,817        2,895,907        4,502,400      7.47 23.53 24.37 6.04 18.99 10.01 21.03

NADMSEDMQQDAVDCATQAMEK 3 0.9842
YNPTWHCIVGR 2 0.9996

IPI00062120 S100A16 Protein S100‐A16 0.99 15.53 1 1 4,739,390        5,708,100        4,730,220        5,496,940        5,241,740        6,107,830        4,971,030        402,066       1,607,171        476,146           1,687,886          628,592            813,495           2,256,504      8.48 28.16 10.07 30.71 11.99 13.32 45.39
AADKLIQNLDANHDGR 3 0.9901

IPI00062266 SCRN2 Secernin‐2 1 30.82 7 7 23,652,202     26,299,528     23,312,177     25,017,273     23,676,043     31,707,208     22,224,390     3,085,026    5,662,315        2,217,975       2,039,502          2,356,818        8,088,221        5,503,564      13.04 21.53 9.51 8.15 9.95 25.51 24.76
DKESGICMDSGGFR 3 0.9932
GHQAALGLMER 2 0.9961
LQCTYIEVEQVSK 2 0.9912

NISNQLSIGTDISAQHPELR 3 0.9995
QGGITAEVMMGILR 2 0.9997

SVFKPFIFGVGVAQAPQVLSPTFGAQDPVR 3 0.9997
TTASMVSVLPQDPTQPCVHFLTATPDPSR 3 0.9997

IPI00062884 CTTN src substrate cortactin isoform b 1 17.15 7 7 9,924,748        10,282,237     9,142,239        9,839,663        9,681,699        11,015,808     9,715,637        773,959       2,359,491        1,010,060       1,539,122          1,124,352        1,639,668        2,190,045      7.8 22.95 11.05 15.64 11.61 14.88 22.54
GPVSGTEPEPVYSMEAADYR 2 0.9998
MDKNASTFEDVTQVSSAYQK 3 0.9998

SAVGFDYQGK 2 0.9997
SAVGFEYQGK 2 0.9996

VDKSAVGFEYQGK 2 0.8963
VDQSAVGFEYQGK 2 0.9929
YGLFPANYVELR 2 0.9997

IPI00063025 ACY3 Aspartoacylase‐2 0.971 8.78 1 1 1,279,065        1,142,900        1,174,165        1,366,650        1,094,720        1,046,290        1,360,820        360,939       200,881            217,780           150,401              183,643            229,270           157,920          28.22 17.58 18.55 11.01 16.78 21.91 11.6
IPI00382975 ACY3 Hepatitis C virus core‐binding protein 1 0.971 10 1 1 1,279,065        1,142,900        1,174,165        1,366,650        1,094,720        1,046,290        1,360,820        360,939       200,881            217,780           150,401              183,643            229,270           157,920          28.22 17.58 18.55 11.01 16.78 21.91 11.6

ASFSAVPVLANPAATSGCRRYVDHDLNR 3 0.8548
IPI00063245 FUBP3 Putative uncharacterized protein FUBP3 0.992 5.61 1 1 7,309,655        5,891,360        7,848,650        7,928,630        6,690,520        6,519,145        7,314,815        2,311,659    1,223,076        1,519,746       1,041,476          1,658,272        1,729,217        1,854,130      31.62 20.76 19.36 13.14 24.79 26.53 25.35

RPLDDGVGNQLGALVHQR 3 0.9916
IPI00063827 ABHD14B Isoform 1 of Abhydrolase domain‐containing protein 14B 1 28.57 4 4 12,688,581     12,456,628     12,002,965     11,538,864     12,321,313     14,768,553     11,029,622     625,993       2,006,153        1,396,966       871,674              1,282,349        3,668,953        1,785,425      4.93 16.11 11.64 7.55 10.41 24.84 16.19
IPI00910706 ABHD14B cDNA FLJ52710, highly similar to Abhydrolase domain‐containing prote 1 32.43 4 4 12,688,581     12,456,628     12,002,965     11,538,864     12,321,313     14,768,553     11,029,622     625,993       2,006,153        1,396,966       871,674              1,282,349        3,668,953        1,785,425      4.93 16.11 11.64 7.55 10.41 24.84 16.19

EGTIQVQGQALFFR 2 0.9912
FSSETWQNLGTLHR 3 0.9997

FSVLLLHGIR 2 0.9996
TPALIVYGDQDPMGQTSFEHLK 3 0.9998

IPI00064086 EEF1D elongation factor 1‐delta isoform 4 1 14.4 3 3 6,971,293        5,633,683        7,201,243        6,713,135        6,737,840        6,890,605        7,442,445        923,733       903,210            880,540           1,129,197          1,227,835        1,126,359        1,878,046      13.25 16.03 12.23 16.82 18.22 16.35 25.23
GVVQELQQAISK 2 0.9998
IASLEVENQSLR 2 0.9998

SIQLDGLVWGASK 2 0.9998
IPI00064931 EP400 Isoform 2 of E1A‐binding protein p400 0.972 0.96 1 1 347,706           367,159           314,059           411,514           306,686           377,561           291,247           37,024         105,646            20,945             59,067                36,822              32,741             63,263            10.65 28.77 6.67 14.35 12.01 8.67 21.72
IPI00167535 EP400 Isoform 1 of E1A‐binding protein p400 0.972 0.95 1 1 347,706           367,159           314,059           411,514           306,686           377,561           291,247           37,024         105,646            20,945             59,067                36,822              32,741             63,263            10.65 28.77 6.67 14.35 12.01 8.67 21.72
IPI00783050 EP400 Putative uncharacterized protein EP400 0.972 0.96 1 1 347,706           367,159           314,059           411,514           306,686           377,561           291,247           37,024         105,646            20,945             59,067                36,822              32,741             63,263            10.65 28.77 6.67 14.35 12.01 8.67 21.72
IPI00783692 EP400 Isoform 3 of E1A‐binding protein p400 0.972 0.97 1 1 347,706           367,159           314,059           411,514           306,686           377,561           291,247           37,024         105,646            20,945             59,067                36,822              32,741             63,263            10.65 28.77 6.67 14.35 12.01 8.67 21.72
IPI00798339 EP400 Isoform 4 of E1A‐binding protein p400 0.972 0.99 1 1 347,706           367,159           314,059           411,514           306,686           377,561           291,247           37,024         105,646            20,945             59,067                36,822              32,741             63,263            10.65 28.77 6.67 14.35 12.01 8.67 21.72
IPI00878154 EP400 E1A‐binding protein p400 0.972 0.96 1 1 347,706           367,159           314,059           411,514           306,686           377,561           291,247           37,024         105,646            20,945             59,067                36,822              32,741             63,263            10.65 28.77 6.67 14.35 12.01 8.67 21.72
IPI00952950 EP400 Putative uncharacterized protein EP400 0.972 0.97 1 1 347,706           367,159           314,059           411,514           306,686           377,561           291,247           37,024         105,646            20,945             59,067                36,822              32,741             63,263            10.65 28.77 6.67 14.35 12.01 8.67 21.72

QSQQQYDPSTGPPVQNAASLHTPLPQLPGR 3 0.9651
IPI00065432 PPP3R2 Protein phosphatase 3 (Formerly 2B), regulatory subunit B, beta isoform 0.927 14.45 1 1 38,916,400     39,473,300     38,438,700     38,131,900     37,337,000     49,420,300     32,821,300     5,256,076    8,947,297        6,271,140       1,248,869          6,585,793        7,282,548        6,655,365      13.51 22.67 16.31 3.28 17.64 14.74 20.28

MSTMGNEASYPAEMCSHFDNDEIKR 3 0.9272
IPI00066817 IFT122 Isoform 1 of Intraflagellar transport protein 122 homolog 0.974 1.05 1 1 1,912,413        1,748,464        1,774,113        1,590,599        1,780,688        2,139,013        1,777,803        114,573       489,817            231,378           209,557              164,032            189,671           557,755          5.99 28.01 13.04 13.17 9.21 8.87 31.37
IPI00165352 IFT122 intraflagellar transport protein 122 homolog isoform 4 0.974 1.15 1 1 1,912,413        1,748,464        1,774,113        1,590,599        1,780,688        2,139,013        1,777,803        114,573       489,817            231,378           209,557              164,032            189,671           557,755          5.99 28.01 13.04 13.17 9.21 8.87 31.37
IPI00296605 IFT122 intraflagellar transport protein 122 homolog isoform 3 0.974 1.1 1 1 1,912,413        1,748,464        1,774,113        1,590,599        1,780,688        2,139,013        1,777,803        114,573       489,817            231,378           209,557              164,032            189,671           557,755          5.99 28.01 13.04 13.17 9.21 8.87 31.37
IPI00307430 IFT122 intraflagellar transport protein 122 homolog isoform 1 0.974 1.01 1 1 1,912,413        1,748,464        1,774,113        1,590,599        1,780,688        2,139,013        1,777,803        114,573       489,817            231,378           209,557              164,032            189,671           557,755          5.99 28.01 13.04 13.17 9.21 8.87 31.37
IPI00792189 IFT122 100 kDa protein 0.974 1.49 1 1 1,912,413        1,748,464        1,774,113        1,590,599        1,780,688        2,139,013        1,777,803        114,573       489,817            231,378           209,557              164,032            189,671           557,755          5.99 28.01 13.04 13.17 9.21 8.87 31.37
IPI00943167 IFT122 Isoform 2 of Intraflagellar transport protein 122 homolog 0.974 1.05 1 1 1,912,413        1,748,464        1,774,113        1,590,599        1,780,688        2,139,013        1,777,803        114,573       489,817            231,378           209,557              164,032            189,671           557,755          5.99 28.01 13.04 13.17 9.21 8.87 31.37
IPI00964473 IFT122 141 kDa protein 0.974 1.05 1 1 1,912,413        1,748,464        1,774,113        1,590,599        1,780,688        2,139,013        1,777,803        114,573       489,817            231,378           209,557              164,032            189,671           557,755          5.99 28.01 13.04 13.17 9.21 8.87 31.37
IPI00965471 IFT122 cDNA FLJ56621, highly similar to Intraflagellar transport 122 homolog 0.974 1.16 1 1 1,912,413        1,748,464        1,774,113        1,590,599        1,780,688        2,139,013        1,777,803        114,573       489,817            231,378           209,557              164,032            189,671           557,755          5.99 28.01 13.04 13.17 9.21 8.87 31.37

IFVDNLFAIVLLK 2 0.9742
IPI00069084 TRRAP Isoform 1 of Transformation/transcription domain‐associated protein 0.983 0.13 1 1 311,644           417,313           295,941           388,788           402,552           349,780           302,694           63,364         149,526            105,970           92,969                77,010              76,260             73,609            20.33 35.83 35.81 23.91 19.13 21.8 24.32
IPI00879277 TRRAP Isoform 2 of Transformation/transcription domain‐associated protein 0.983 0.13 1 1 311,644           417,313           295,941           388,788           402,552           349,780           302,694           63,364         149,526            105,970           92,969                77,010              76,260             73,609            20.33 35.83 35.81 23.91 19.13 21.8 24.32
IPI00925034 TRRAP 436 kDa protein 0.983 0.13 1 1 311,644           417,313           295,941           388,788           402,552           349,780           302,694           63,364         149,526            105,970           92,969                77,010              76,260             73,609            20.33 35.83 35.81 23.91 19.13 21.8 24.32
IPI00926412 TRRAP Transformation/transcription domain‐associated protein variant 0.983 0.14 1 1 311,644           417,313           295,941           388,788           402,552           349,780           302,694           63,364         149,526            105,970           92,969                77,010              76,260             73,609            20.33 35.83 35.81 23.91 19.13 21.8 24.32

DVLMR 1 0.9224
IPI00069750 PUF60 Isoform 1 of Poly(U)‐binding‐splicing factor PUF60 0.989 7.33 3 3 2,522,550        2,594,210        2,744,905        2,567,825        2,947,010        3,119,456        2,981,534        213,354       321,236            508,583           170,513              218,591            425,329           564,415          8.46 12.38 18.53 6.64 7.42 13.63 18.93
IPI00100716 PUF60 Isoform 2 of Poly(U)‐binding‐splicing factor PUF60 0.989 7.56 3 3 2,522,550        2,594,210        2,744,905        2,567,825        2,947,010        3,119,456        2,981,534        213,354       321,236            508,583           170,513              218,591            425,329           564,415          8.46 12.38 18.53 6.64 7.42 13.63 18.93
IPI00788826 PUF60 Isoform 4 of Poly(U)‐binding‐splicing factor PUF60 0.989 8.22 3 3 2,522,550        2,594,210        2,744,905        2,567,825        2,947,010        3,119,456        2,981,534        213,354       321,236            508,583           170,513              218,591            425,329           564,415          8.46 12.38 18.53 6.64 7.42 13.63 18.93
IPI00797595 PUF60 Isoform 3 of Poly(U)‐binding‐splicing factor PUF60 0.989 7.95 3 3 2,522,550        2,594,210        2,744,905        2,567,825        2,947,010        3,119,456        2,981,534        213,354       321,236            508,583           170,513              218,591            425,329           564,415          8.46 12.38 18.53 6.64 7.42 13.63 18.93
IPI00855912 PUF60 Isoform 6 of Poly(U)‐binding‐splicing factor PUF60 0.989 7.99 3 3 2,522,550        2,594,210        2,744,905        2,567,825        2,947,010        3,119,456        2,981,534        213,354       321,236            508,583           170,513              218,591            425,329           564,415          8.46 12.38 18.53 6.64 7.42 13.63 18.93
IPI00856076 PUF60 Isoform 5 of Poly(U)‐binding‐splicing factor PUF60 0.989 7.74 3 3 2,522,550        2,594,210        2,744,905        2,567,825        2,947,010        3,119,456        2,981,534        213,354       321,236            508,583           170,513              218,591            425,329           564,415          8.46 12.38 18.53 6.64 7.42 13.63 18.93

AQSSQDAVSSMNLFDLGGQYLR 3 0.9891
GYGFIEYEK 2 0.8575

VVAEVYDQER 2 0.9216
IPI00069823 TSGA13 Testis‐specific gene 13 protein 0.959 8 1 1 6,862,335        5,866,965        7,213,750        6,481,550        7,200,150        8,028,950        7,456,995        1,491,640    1,234,485        1,130,180       284,821              915,669            1,078,252        1,062,087      21.74 21.04 15.67 4.39 12.72 13.43 14.24
IPI00925663 TSGA13 Putative uncharacterized protein TSGA13 0.959 9.91 1 1 6,862,335        5,866,965        7,213,750        6,481,550        7,200,150        8,028,950        7,456,995        1,491,640    1,234,485        1,130,180       284,821              915,669            1,078,252        1,062,087      21.74 21.04 15.67 4.39 12.72 13.43 14.24

VMESHHQHKPTENLWLPRMPQK 3 0.9585
IPI00071059 BAX Isoform Epsilon of Apoptosis regulator BAX 1 21.95 3 3 2,982,062        3,301,242        3,500,267        3,484,531        3,436,528        4,614,980        2,490,908        678,865       1,288,241        523,382           462,446              1,027,025        1,234,717        520,039          22.76 39.02 14.95 13.27 29.89 26.75 20.88
IPI00443773 BAX Isoform Alpha of Apoptosis regulator BAX 1 18.75 3 3 2,982,062        3,301,242        3,500,267        3,484,531        3,436,528        4,614,980        2,490,908        678,865       1,288,241        523,382           462,446              1,027,025        1,234,717        520,039          22.76 39.02 14.95 13.27 29.89 26.75 20.88
IPI00444945 BAX Isoform Beta of Apoptosis regulator BAX 1 16.51 3 3 2,982,062        3,301,242        3,500,267        3,484,531        3,436,528        4,614,980        2,490,908        678,865       1,288,241        523,382           462,446              1,027,025        1,234,717        520,039          22.76 39.02 14.95 13.27 29.89 26.75 20.88
IPI00845474 BAX Isoform Sigma of Apoptosis regulator BAX 1 20.11 3 3 2,982,062        3,301,242        3,500,267        3,484,531        3,436,528        4,614,980        2,490,908        678,865       1,288,241        523,382           462,446              1,027,025        1,234,717        520,039          22.76 39.02 14.95 13.27 29.89 26.75 20.88

GGGPTSSEQIMK 2 0.9996
MIAAVDTDSPR 2 0.9978
TGALLLQGFIQDR 2 0.9997

IPI00071180 UBQLN1 Isoform 2 of Ubiquilin‐1 1 4.46 2 2 7,413,647        7,156,041        6,890,081        6,823,326        7,283,348        8,484,166        6,363,656        450,103       1,728,761        1,148,342       675,889              713,894            817,648           1,084,783      6.07 24.16 16.67 9.91 9.8 9.64 17.05
IPI00099550 UBQLN1 Isoform 1 of Ubiquilin‐1 1 4.24 2 2 7,413,647        7,156,041        6,890,081        6,823,326        7,283,348        8,484,166        6,363,656        450,103       1,728,761        1,148,342       675,889              713,894            817,648           1,084,783      6.07 24.16 16.67 9.91 9.8 9.64 17.05

NPAMMQEMMR 2 0.9939
NPEISHMLNNPDIMR 3 0.9995

IPI00071318 LUC7L Isoform 1 of Putative RNA‐binding protein Luc7‐like 1 1 2.7 1 1 33,594             40,984             34,316             37,632             37,663             70,279             29,418             8,288            15,006              7,176               19,943                9,476                44,796             9,527              24.67 36.61 20.91 52.99 25.16 63.74 32.39
IPI00410026 LUC7L Isoform 2 of Putative RNA‐binding protein Luc7‐like 1 1 3.08 1 1 33,594             40,984             34,316             37,632             37,663             70,279             29,418             8,288            15,006              7,176               19,943                9,476                44,796             9,527              24.67 36.61 20.91 52.99 25.16 63.74 32.39
IPI00410027 LUC7L Isoform 3 of Putative RNA‐binding protein Luc7‐like 1 1 2.82 1 1 33,594             40,984             34,316             37,632             37,663             70,279             29,418             8,288            15,006              7,176               19,943                9,476                44,796             9,527              24.67 36.61 20.91 52.99 25.16 63.74 32.39
IPI00793246 LUC7L 24 kDa protein 1 4.85 1 1 33,594             40,984             34,316             37,632             37,663             70,279             29,418             8,288            15,006              7,176               19,943                9,476                44,796             9,527              24.67 36.61 20.91 52.99 25.16 63.74 32.39
IPI00798019 LUC7L LUC7‐like (S. cerevisiae), isoform CRA_a 1 3.51 1 1 33,594             40,984             34,316             37,632             37,663             70,279             29,418             8,288            15,006              7,176               19,943                9,476                44,796             9,527              24.67 36.61 20.91 52.99 25.16 63.74 32.39
IPI00853373 LUC7L Putative uncharacterized protein LUC7L 1 3.68 1 1 33,594             40,984             34,316             37,632             37,663             70,279             29,418             8,288            15,006              7,176               19,943                9,476                44,796             9,527              24.67 36.61 20.91 52.99 25.16 63.74 32.39
IPI00893219 LUC7L LUC7‐like 1 5.49 1 1 33,594             40,984             34,316             37,632             37,663             70,279             29,418             8,288            15,006              7,176               19,943                9,476                44,796             9,527              24.67 36.61 20.91 52.99 25.16 63.74 32.39
IPI00927379 LUC7L LUC7‐like 1 11.9 1 1 33,594             40,984             34,316             37,632             37,663             70,279             29,418             8,288            15,006              7,176               19,943                9,476                44,796             9,527              24.67 36.61 20.91 52.99 25.16 63.74 32.39

VHELNEEIGK 2 0.997
IPI00646152 DDX3Y Putative uncharacterized protein DDX3Y 1 4.8 1 1 273,756           270,612           339,716           242,030           310,599           226,547           309,513           59,000         66,455              58,353             82,878                73,234              25,145             71,951            21.55 24.56 17.18 34.24 23.58 11.1 23.25
IPI00071483 DDX4 Isoform 1 of Probable ATP‐dependent RNA helicase DDX4 1 1.66 1 1 273,756           270,612           339,716           242,030           310,599           226,547           309,513           59,000         66,455              58,353             82,878                73,234              25,145             71,951            21.55 24.56 17.18 34.24 23.58 11.1 23.25
IPI00456933 DDX4 Isoform 2 of Probable ATP‐dependent RNA helicase DDX4 1 1.74 1 1 273,756           270,612           339,716           242,030           310,599           226,547           309,513           59,000         66,455              58,353             82,878                73,234              25,145             71,951            21.55 24.56 17.18 34.24 23.58 11.1 23.25
IPI00953956 DDX4 probable ATP‐dependent RNA helicase DDX4 isoform 3 1 1.7 1 1 273,756           270,612           339,716           242,030           310,599           226,547           309,513           59,000         66,455              58,353             82,878                73,234              25,145             71,951            21.55 24.56 17.18 34.24 23.58 11.1 23.25
IPI00954025 DDX4 probable ATP‐dependent RNA helicase DDX4 isoform 4 1 2.09 1 1 273,756           270,612           339,716           242,030           310,599           226,547           309,513           59,000         66,455              58,353             82,878                73,234              25,145             71,951            21.55 24.56 17.18 34.24 23.58 11.1 23.25
IPI00964112 DDX4 Protein 1 3.93 1 1 273,756           270,612           339,716           242,030           310,599           226,547           309,513           59,000         66,455              58,353             82,878                73,234              25,145             71,951            21.55 24.56 17.18 34.24 23.58 11.1 23.25

DLMACAQTGSGK 2 0.9972
IPI00072044 C11orf54 Isoform 1 of Ester hydrolase C11orf54 1 9.21 2 2 3,688,551        3,422,273        3,572,401        3,734,972        3,539,645        4,111,048        3,692,219        208,149       846,395            377,946           543,915              583,633            282,147           1,075,388      5.64 24.73 10.58 14.56 16.49 6.86 29.13
IPI00761072 C11orf54 Isoform 2 of Ester hydrolase C11orf54 1 9.8 2 2 3,688,551        3,422,273        3,572,401        3,734,972        3,539,645        4,111,048        3,692,219        208,149       846,395            377,946           543,915              583,633            282,147           1,075,388      5.64 24.73 10.58 14.56 16.49 6.86 29.13

APLVCLPVFVSR 2 0.9996
IAEVGGVPYLLPLVNQK 2 0.9993



IPI00072377 SET Isoform 1 of Protein SET 1 18.62 6 6 9,563,623        9,992,347        8,820,789        9,469,881        9,399,729        11,916,073     8,753,725        291,002       2,445,099        731,660           1,183,132          1,701,769        1,793,670        1,933,172      3.04 24.47 8.29 12.49 18.1 15.05 22.08
EFHLNESGDPSSK 2 0.9997
IDFYFDENPYFENK 2 0.9998
LNEQASEEILK 2 0.9449

LNEQASEEILKVEQK 3 0.9514
LRQPFFQK 3 0.9992

SGYRIDFYFDENPYFENK 3 0.9972
IPI00072534 UNC45A Isoform 1 of Protein unc‐45 homolog A 0.935 2.12 1 1 1,457,025        1,483,965        1,615,130        1,678,800        1,420,740        1,588,145        1,732,005        384,849       382,675            474,813           564,942              189,234            261,966           437,654          26.41 25.79 29.4 33.65 13.32 16.5 25.27
IPI00735181 UNC45A Isoform 2 of Protein unc‐45 homolog A 0.935 2.15 1 1 1,457,025        1,483,965        1,615,130        1,678,800        1,420,740        1,588,145        1,732,005        384,849       382,675            474,813           564,942              189,234            261,966           437,654          26.41 25.79 29.4 33.65 13.32 16.5 25.27

VLISNLLDLLTEVGVSGQGR 2 0.9351
IPI00073442 C14orf73 SEC6‐like protein C14orf73 0.993 3.97 2 2 24,966,860     26,091,560     21,300,020     23,688,290     21,051,450     28,671,050     18,446,920     4,487,416    6,333,513        2,955,616       2,925,378          3,310,815        3,711,921        3,340,419      17.97 24.27 13.88 12.35 15.73 12.95 18.11

MPSPQTDTPGPELQSPK 2 0.8939
QEVQPAYAAAGFPAWEVYLR 3 0.9313

IPI00073763 SEMA4C Semaphorin‐4C 0.992 2.76 1 1 2,415,295        2,517,265        2,351,150        2,653,835        2,515,285        3,294,600        2,773,855        252,203       498,535            519,385           357,379              370,229            258,907           420,233          10.44 19.8 22.09 13.47 14.72 7.86 15.15
IPI00435974 SEMA4C FP2823 0.992 6.15 1 1 2,415,295        2,517,265        2,351,150        2,653,835        2,515,285        3,294,600        2,773,855        252,203       498,535            519,385           357,379              370,229            258,907           420,233          10.44 19.8 22.09 13.47 14.72 7.86 15.15

YRSCADCVLARDPYCAWSVNTSR 3 0.973
IPI00073772 FBP1 Fructose‐1,6‐bisphosphatase 1 0.994 9.76 2 2 17,488,570     20,340,000     17,952,180     17,158,860     18,930,830     23,743,240     18,789,960     2,698,355    5,196,704        2,063,239       3,225,719          2,322,171        1,585,007        4,494,020      15.43 25.55 11.49 18.8 12.27 6.68 23.92

APVILGSPDDVLEFLK 2 0.9937
GTGELTQLLNSLCTAVK 2 0.9934

IPI00074829 UNKL Isoform 3 of RING finger protein unkempt‐like 0.943 8.3 1 1 3,034,763        3,025,230        2,842,860        2,957,260        3,042,370        3,697,203        2,719,800        255,138       716,563            278,098           612,032              341,014            524,854           508,289          8.41 23.69 9.78 20.7 11.21 14.2 18.69
IPI00877778 UNKL Isoform 1 of RING finger protein unkempt‐like 0.943 8.19 1 1 3,034,763        3,025,230        2,842,860        2,957,260        3,042,370        3,697,203        2,719,800        255,138       716,563            278,098           612,032              341,014            524,854           508,289          8.41 23.69 9.78 20.7 11.21 14.2 18.69
IPI00965861 UNKL Unkempt homolog (Drosophila)‐like 0.943 2.59 1 1 3,034,763        3,025,230        2,842,860        2,957,260        3,042,370        3,697,203        2,719,800        255,138       716,563            278,098           612,032              341,014            524,854           508,289          8.41 23.69 9.78 20.7 11.21 14.2 18.69

QLQEELEGLGVASTLPGLR 2 0.9434
IPI00916600 ‐ 22 kDa protein 1 35.71 5 6 10,921,592     11,367,689     10,884,947     10,619,545     12,406,581     14,464,967     11,753,222     578,954       2,970,268        749,452           1,346,675          1,350,913        2,296,836        2,550,913      5.3 26.13 6.89 12.68 10.89 15.88 21.7
IPI00916768 ‐ 21 kDa protein 1 37.43 5 6 10,921,592     11,367,689     10,884,947     10,619,545     12,406,581     14,464,967     11,753,222     578,954       2,970,268        749,452           1,346,675          1,350,913        2,296,836        2,550,913      5.3 26.13 6.89 12.68 10.89 15.88 21.7
IPI00075248ALM2;CALM3;CALMCalmodulin 1 46.98 5 6 10,921,592     11,367,689     10,884,947     10,619,545     12,406,581     14,464,967     11,753,222     578,954       2,970,268        749,452           1,346,675          1,350,913        2,296,836        2,550,913      5.3 26.13 6.89 12.68 10.89 15.88 21.7
IPI00794543ALM2;CALM3;CALMcDNA FLJ75174, highly similar to Homo sapiens calmodulin 1 (phosphor 1 46.05 5 6 10,921,592     11,367,689     10,884,947     10,619,545     12,406,581     14,464,967     11,753,222     578,954       2,970,268        749,452           1,346,675          1,350,913        2,296,836        2,550,913      5.3 26.13 6.89 12.68 10.89 15.88 21.7

DTDSEEEIREAFR 3 0.9458
EADIDGDGQVNYEEFVQMMTAK 2 0.9998

EAFSLFDKDGDGTITTK 2 0.9998
MKDTDSEEEIREAFR 3 0.9955
VFDKDGNGYISAAELR 2 0.9998
VFDKDGNGYISAAELR 3 0.9997

IPI00220855 H2AFJ Isoform 1 of Histone H2A.J 1 23.26 2 3 4,084,686        3,926,054        7,863,579        4,335,924        7,459,227        7,134,302        6,675,339        300,351       906,611            1,119,981       606,660              1,188,348        1,599,232        1,096,710      7.35 23.09 14.24 13.99 15.93 22.42 16.43
IPI00930144 H2AFJ Histone H2A 1 27.03 2 3 4,084,686        3,926,054        7,863,579        4,335,924        7,459,227        7,134,302        6,675,339        300,351       906,611            1,119,981       606,660              1,188,348        1,599,232        1,096,710      7.35 23.09 14.24 13.99 15.93 22.42 16.43
IPI00255316 HIST1H2AD Histone H2A type 1‐D 1 23.08 2 3 4,084,686        3,926,054        7,863,579        4,335,924        7,459,227        7,134,302        6,675,339        300,351       906,611            1,119,981       606,660              1,188,348        1,599,232        1,096,710      7.35 23.09 14.24 13.99 15.93 22.42 16.43
IPI00081836 AJ;HIST1H2AG;HISHistone H2A type 1‐H 1 23.44 2 3 4,084,686        3,926,054        7,863,579        4,335,924        7,459,227        7,134,302        6,675,339        300,351       906,611            1,119,981       606,660              1,188,348        1,599,232        1,096,710      7.35 23.09 14.24 13.99 15.93 22.42 16.43
IPI00291764AG;HIST1H2AL;HISTHistone H2A type 1 1 23.08 2 3 4,084,686        3,926,054        7,863,579        4,335,924        7,459,227        7,134,302        6,675,339        300,351       906,611            1,119,981       606,660              1,188,348        1,599,232        1,096,710      7.35 23.09 14.24 13.99 15.93 22.42 16.43
IPI00552873 T1H2AG;HIST1H2AHistone H2A type 1‐J 1 23.44 2 3 4,084,686        3,926,054        7,863,579        4,335,924        7,459,227        7,134,302        6,675,339        300,351       906,611            1,119,981       606,660              1,188,348        1,599,232        1,096,710      7.35 23.09 14.24 13.99 15.93 22.42 16.43

NDEELNKLLGK 3 0.9992
VTIAQGGVLPNIQAVLLPK 2 0.9998
VTIAQGGVLPNIQAVLLPK 3 0.9998

IPI00164300 LOC283398 similar to sucb isoform 1 1 4.24 2 2 10,354,517     9,433,873        7,432,767        9,647,817        7,426,983        8,830,817        6,175,750        732,801       1,605,157        844,036           1,355,233          686,555            731,206           770,240          7.08 17.01 11.36 14.05 9.24 8.28 12.47
IPI00888064 LOC283398 similar to hCG1791842 1 4.29 2 2 10,354,517     9,433,873        7,432,767        9,647,817        7,426,983        8,830,817        6,175,750        732,801       1,605,157        844,036           1,355,233          686,555            731,206           770,240          7.08 17.01 11.36 14.05 9.24 8.28 12.47
IPI00096066 SUCLG2 Succinyl‐CoA ligase [GDP‐forming] subunit beta, mitochondria 1 5.32 2 2 10,354,517     9,433,873        7,432,767        9,647,817        7,426,983        8,830,817        6,175,750        732,801       1,605,157        844,036           1,355,233          686,555            731,206           770,240          7.08 17.01 11.36 14.05 9.24 8.28 12.47
IPI00921931 SUCLG2 cDNA FLJ50080, highly similar to Succinyl‐CoA ligase (GDP‐forming) bet 1 6.07 2 2 10,354,517     9,433,873        7,432,767        9,647,817        7,426,983        8,830,817        6,175,750        732,801       1,605,157        844,036           1,355,233          686,555            731,206           770,240          7.08 17.01 11.36 14.05 9.24 8.28 12.47
IPI00945507 SUCLG2 succinyl‐CoA ligase [GDP‐forming] subunit beta, mitochondrial isoform  1 5.23 2 2 10,354,517     9,433,873        7,432,767        9,647,817        7,426,983        8,830,817        6,175,750        732,801       1,605,157        844,036           1,355,233          686,555            731,206           770,240          7.08 17.01 11.36 14.05 9.24 8.28 12.47
IPI00155466 SUCLG2 Putative uncharacterized protein DKFZp586M2023 1 12.85 2 2 10,354,517     9,433,873        7,432,767        9,647,817        7,426,983        8,830,817        6,175,750        732,801       1,605,157        844,036           1,355,233          686,555            731,206           770,240          7.08 17.01 11.36 14.05 9.24 8.28 12.47

MAENLGFVGPLK 2 0.9964
VMVAEALDISR 2 0.9227

IPI00098769 CHST2 Isoform 1 of Carbohydrate sulfotransferase 2 0.974 3.21 1 1 4,355,535        3,873,160        3,981,870        4,337,350        3,458,545        4,245,545        3,861,635        802,322       1,487,283        1,264,437       943,590              567,296            895,248           1,227,513      18.42 38.4 31.75 21.75 16.4 21.09 31.79
IPI00759564 CHST2 Isoform 2 of Carbohydrate sulfotransferase 2 0.974 3.52 1 1 4,355,535        3,873,160        3,981,870        4,337,350        3,458,545        4,245,545        3,861,635        802,322       1,487,283        1,264,437       943,590              567,296            895,248           1,227,513      18.42 38.4 31.75 21.75 16.4 21.09 31.79

CDLSVFQLYSPAGSGGR 2 0.9735
IPI00099670 CEL carboxyl ester lipase precursor 0.922 3.84 1 1 2,399,165        2,097,895        1,474,953        2,329,900        1,382,758        1,894,055        1,226,850        308,744       579,033            321,647           476,683              213,403            164,040           329,256          12.87 27.6 21.81 20.46 15.43 8.66 26.84
IPI00218674 CEL Isoform Short of Bile salt‐activated lipase 0.922 4.22 1 1 2,399,165        2,097,895        1,474,953        2,329,900        1,382,758        1,894,055        1,226,850        308,744       579,033            321,647           476,683              213,403            164,040           329,256          12.87 27.6 21.81 20.46 15.43 8.66 26.84
IPI00843810 CEL Bile salt‐activated lipase precursor 0.922 3.89 1 1 2,399,165        2,097,895        1,474,953        2,329,900        1,382,758        1,894,055        1,226,850        308,744       579,033            321,647           476,683              213,403            164,040           329,256          12.87 27.6 21.81 20.46 15.43 8.66 26.84
IPI00952944 CEL Putative uncharacterized protein CEL 0.922 4.29 1 1 2,399,165        2,097,895        1,474,953        2,329,900        1,382,758        1,894,055        1,226,850        308,744       579,033            321,647           476,683              213,403            164,040           329,256          12.87 27.6 21.81 20.46 15.43 8.66 26.84

RCLQATITQDSTYGDEDCLYLNIWVPQGR 3 0.8757
IPI00100154 TOLLIP Toll‐interacting protein 0.976 3.28 1 1 4,377,115        4,261,980        2,665,275        3,238,215        3,268,775        3,660,170        2,980,015        1,012,009    1,484,226        618,339           439,279              225,437            256,716           956,046          23.12 34.82 23.2 13.57 6.9 7.01 32.08
IPI00654582 TOLLIP Toll interacting protein variant (Fragment) 0.976 2.56 1 1 4,377,115        4,261,980        2,665,275        3,238,215        3,268,775        3,660,170        2,980,015        1,012,009    1,484,226        618,339           439,279              225,437            256,716           956,046          23.12 34.82 23.2 13.57 6.9 7.01 32.08

LNITVVQAK 2 0.9763
IPI00100160 CAND1 Isoform 1 of Cullin‐associated NEDD8‐dissociated protein 1 1 16.75 13 13 53,407,032     52,432,824     48,749,527     50,538,597     50,374,792     62,871,460     51,486,882     5,806,714    12,601,667      5,255,843       5,697,270          4,390,389        7,732,025        8,555,667      10.87 24.03 10.78 11.27 8.72 12.3 16.62

FMATNDLMTELQK 2 0.9965
FTISDHPQPIDPLLK 3 0.9869

HEMLPEFYK 2 0.9995
IDLRPVLGEGVPILASFLR 3 0.9991

ITSEALLVTQQLVK 2 0.9961
LGTLSALDILIK 2 0.9972
LKGYLISGSSYAR 2 0.9232

LLEDKNGEVQNLAVK 3 0.9708
LTLIDPETLLPR 2 0.9984

QEDVSVQLEALDIMADMLSR 2 0.9998
QGGLLVNFHPSILTCLLPQLTSPR 3 0.9996

SAASYALGSISVGNLPEYLPFVLQEITSQPK 3 0.999
TVSPALISR 2 0.9792

IPI00100197 NSFL1C Isoform 1 of NSFL1 cofactor p47 0.998 10.81 3 3 8,426,550        8,525,659        6,712,742        7,478,975        7,502,298        10,131,506     7,406,859        565,242       2,523,698        875,906           866,164              766,334            983,426           1,602,297      6.71 29.6 13.05 11.58 10.21 9.71 21.63
IPI00397571 NSFL1C Isoform 3 of NSFL1 cofactor p47 0.998 10.75 3 3 8,426,550        8,525,659        6,712,742        7,478,975        7,502,298        10,131,506     7,406,859        565,242       2,523,698        875,906           866,164              766,334            983,426           1,602,297      6.71 29.6 13.05 11.58 10.21 9.71 21.63

DLIHDQDEDEEEEEGQR 3 0.9766
EANLLNAVIVQR 2 0.9518
SGFSLDNGELR 2 0.9693

IPI00100748 HSPBP1 cDNA FLJ55382, highly similar to Hsp70‐binding protein 1 0.927 2.47 1 1 1,860,880        1,987,343        2,475,327        2,178,547        2,304,367        2,714,747        2,437,763        610,183       321,237            329,170           633,887              383,528            248,311           277,673          32.79 16.16 13.3 29.1 16.64 9.15 11.39
IPI00442503 HSPBP1 Isoform 2 of Hsp70‐binding protein 1 0.927 3.86 1 1 1,860,880        1,987,343        2,475,327        2,178,547        2,304,367        2,714,747        2,437,763        610,183       321,237            329,170           633,887              383,528            248,311           277,673          32.79 16.16 13.3 29.1 16.64 9.15 11.39
IPI00953460 HSPBP1 Putative uncharacterized protein HSPBP1 0.927 3.89 1 1 1,860,880        1,987,343        2,475,327        2,178,547        2,304,367        2,714,747        2,437,763        610,183       321,237            329,170           633,887              383,528            248,311           277,673          32.79 16.16 13.3 29.1 16.64 9.15 11.39

YLEAGAAGLR 2 0.9266
IPI00100796 CHMP5 Charged multivesicular body protein 5 0.994 12.33 1 1 2,465,200        2,214,270        2,337,660        2,716,970        2,070,950        2,162,600        2,401,900        418,589       623,468            409,667           496,874              513,535            393,731           499,874          16.98 28.16 17.52 18.29 24.8 18.21 20.81

IDQIEDLQDQLEDMMEDANEIQEALSR 3 0.9944
IPI00100933 PTER Isoform 1 of Phosphotriesterase‐related protein 1 3.15 1 1 3,307,255        3,265,609        2,792,721        2,854,064        3,301,850        3,816,929        3,018,925        542,679       1,280,059        1,461,251       1,136,075          641,036            1,455,477        389,422          16.41 39.2 52.32 39.81 19.41 38.13 12.9
IPI00903152 PTER Isoform 2 of Phosphotriesterase‐related protein 1 3.64 1 1 3,307,255        3,265,609        2,792,721        2,854,064        3,301,850        3,816,929        3,018,925        542,679       1,280,059        1,461,251       1,136,075          641,036            1,455,477        389,422          16.41 39.2 52.32 39.81 19.41 38.13 12.9

ILQEAGADISK 2 0.9991
IPI00101968 DBNL Isoform 3 of Drebrin‐like protein 1 15.03 4 5 6,866,607        6,530,547        6,223,391        6,577,892        6,277,529        7,849,997        5,814,234        1,278,126    1,172,001        877,593           1,374,982          1,821,583        1,589,431        1,130,642      18.61 17.95 14.1 20.9 29.02 20.25 19.45
IPI00396437 DBNL Isoform 2 of Drebrin‐like protein 1 15.31 4 5 6,866,607        6,530,547        6,223,391        6,577,892        6,277,529        7,849,997        5,814,234        1,278,126    1,172,001        877,593           1,374,982          1,821,583        1,589,431        1,130,642      18.61 17.95 14.1 20.9 29.02 20.25 19.45
IPI00456925 DBNL Isoform 1 of Drebrin‐like protein 1 15.35 4 5 6,866,607        6,530,547        6,223,391        6,577,892        6,277,529        7,849,997        5,814,234        1,278,126    1,172,001        877,593           1,374,982          1,821,583        1,589,431        1,130,642      18.61 17.95 14.1 20.9 29.02 20.25 19.45
IPI00910949 DBNL cDNA FLJ52531, highly similar to Drebrin‐like protein 1 17.28 4 5 6,866,607        6,530,547        6,223,391        6,577,892        6,277,529        7,849,997        5,814,234        1,278,126    1,172,001        877,593           1,374,982          1,821,583        1,589,431        1,130,642      18.61 17.95 14.1 20.9 29.02 20.25 19.45

FVLINWTGEGVNDVR 2 0.9995
GYGPDGHFGMFPANYVELIE 2 0.9959

TWEQQQEVVSR 2 0.9993
VAGTGEGGLEEMVEELNSGK 2 0.9997
VAGTGEGGLEEMVEELNSGK 3 0.9942

IPI00102069 EIF3M Eukaryotic translation initiation factor 3 subunit M 1 12.03 2 2 1,279,287        1,276,708        1,184,762        1,287,546        1,309,775        1,427,487        1,263,951        178,903       208,227            159,169           289,509              248,945            405,629           306,130          13.98 16.31 13.43 22.49 19.01 28.42 24.22
EISFDTMQQELQIGADDVEAFVIDAVR 3 0.9997

FLEGELIHDLLTIFVSAK 3 0.9997
IPI00102581 SULT1B1 Sulfotransferase family cytosolic 1B member 1 0.995 7.09 1 2 457,895           385,076           516,625           517,928           420,288           429,956           378,740           69,059         113,827            117,380           91,064                96,025              103,552           61,800            15.08 29.56 22.72 17.58 22.85 24.08 16.32
IPI00966178 SULT1B1 Putative uncharacterized protein SULT1B1 0.995 28.77 1 2 457,895           385,076           516,625           517,928           420,288           429,956           378,740           69,059         113,827            117,380           91,064                96,025              103,552           61,800            15.08 29.56 22.72 17.58 22.85 24.08 16.32
IPI00968156 SULT1B1 Putative uncharacterized protein SULT1B1 0.995 13.55 1 2 457,895           385,076           516,625           517,928           420,288           429,956           378,740           69,059         113,827            117,380           91,064                96,025              103,552           61,800            15.08 29.56 22.72 17.58 22.85 24.08 16.32



SGTTWVSEIIDMILNDGDIEK 2 0.9939
SGTTWVSEIIDMILNDGDIEK 3 0.9946

IPI00103142 NUDCD2 NudC domain‐containing protein 2 0.994 7.01 1 1 1,814,432        1,845,971        1,517,208        2,058,682        1,726,140        2,016,092        1,902,351        389,885       722,147            796,201           558,918              285,844            1,004,226        805,544          21.49 39.12 52.48 27.15 16.56 49.81 42.34
AQDIQCGLQSR 2 0.9941

IPI00103146 PDLIM5 Isoform 3 of PDZ and LIM domain protein 5 0.926 5.61 1 1 1,816,175        1,683,121        1,667,033        1,653,675        1,598,863        1,900,450        1,588,501        139,798       346,819            234,536           227,046              145,864            217,362           350,881          7.7 20.61 14.07 13.73 9.12 11.44 22.09
IPI00552367 PDLIM5 PDZ and LIM domain protein 5 isoform d 0.926 5.13 1 1 1,816,175        1,683,121        1,667,033        1,653,675        1,598,863        1,900,450        1,588,501        139,798       346,819            234,536           227,046              145,864            217,362           350,881          7.7 20.61 14.07 13.73 9.12 11.44 22.09
IPI00942043 PDLIM5 Putative uncharacterized protein PDLIM5 0.926 5.13 1 1 1,816,175        1,683,121        1,667,033        1,653,675        1,598,863        1,900,450        1,588,501        139,798       346,819            234,536           227,046              145,864            217,362           350,881          7.7 20.61 14.07 13.73 9.12 11.44 22.09
IPI00964290 PDLIM5 Isoform 2 of PDZ and LIM domain protein 5 0.926 5.13 1 1 1,816,175        1,683,121        1,667,033        1,653,675        1,598,863        1,900,450        1,588,501        139,798       346,819            234,536           227,046              145,864            217,362           350,881          7.7 20.61 14.07 13.73 9.12 11.44 22.09

DFNMPLTISSLK 2 0.926
IPI00103242 POF1B Isoform 1 of Protein POF1B 1 3.36 2 2 2,945,535        2,964,191        3,054,913        2,775,688        3,210,433        3,975,760        3,057,655        339,820       784,578            559,497           597,652              982,619            995,834           767,218          11.54 26.47 18.31 21.53 30.61 25.05 25.09
IPI00646687 POF1B Isoform 2 of Protein POF1B 1 3.4 2 2 2,945,535        2,964,191        3,054,913        2,775,688        3,210,433        3,975,760        3,057,655        339,820       784,578            559,497           597,652              982,619            995,834           767,218          11.54 26.47 18.31 21.53 30.61 25.05 25.09

HTLSDMEYR 2 0.9544
YFGELLADLSR 2 0.9997

IPI00103397 MUC5AC Mucin‐5AC (Fragment) 1 13.82 46 50 439,799,904   417,381,353   369,055,993   392,984,541   372,005,412   467,647,715   368,065,345   3,489,664    93,915,609      40,108,303     39,522,338        38,500,666      42,078,523      77,276,585    0.79 22.5 10.87 10.06 10.35 9 21
ACEDHCVAGCFCPEGTVLDDIGQTGCVPVSK 3 0.9998

ACPPLSCSLDEAR 2 0.9993
AEDAPGVPLR 2 0.9996

AESFPNTPLADLGQDVICSHTEGLICLNK 3 0.9998
AESHPEVNIEHLGQVVQCSR 3 0.9998
AESHPEVSIEHLGQVVQCSR 3 0.9998

AFSYTEVEECGCMGR 2 0.9998
CGLTDSETCLK 2 0.9997
DEGYTFCESPR 2 0.9965

DGVCTKPMTTCPK 2 0.9985
DPCTANPFRK 3 0.96

GCPVTSTSVTAPSPLVGEPPAQTQSTSSWQK 3 0.9962
GLEGCYPK 2 0.9988

GNCGDSSSMYSLEGNTVEHR 3 0.9998
GPDFCPQK 2 0.9996

GSVLVNGHPVLLPFSQSGVLIQQSSSYTK 3 0.9997
GTDSGDFDTLENLR 2 0.9998

GTFLDDTGK 2 0.9971
GVQLGGWR 2 0.8413
IFLGGFELK 2 0.9092

IQCCETVNVCR 2 0.9998
KACPPLSCSLDEAR 3 0.9967
LSPSCPDALAPK 2 0.9998
LTPMEFGNLQK 2 0.9997
MCLNYEVR 2 0.9996

NREQASGLCYNYQIR 3 0.8376
NSFEDPCSLSVENEK 2 0.9998

QCSILHGPTFAACHAHVEPAR 2 0.8559
SHPEVSIEHLGQVVQCSR 3 0.9997

SIILEYHQDR 2 0.9997
SIILEYHQDR 3 0.938

SLIIQQQGCSSSEPVR 2 0.9998
SVVGDVLEFGNSWK 2 0.9998

SYRPGAVVPSDKNCQSCLCTER 3 0.9997
TCGLCGDFNGMPVVSELLSHNTK 3 0.9971

TGHMCPFTCPADK 3 0.9956
TLSGVVEATAAAFFNTFK 2 0.9998
TLSGVVEATAAAFFNTFK 3 0.9998

TQAACPNIR 2 0.9754
TSIFINLSPEFK 2 0.9997

VCGLCGNFDDIAVNDFATR 2 0.9998
VCGLCGNFDDIAVNDFATR 3 0.9618

VDGVVIQLTK 2 0.9998
VFEPCHTVIPPLLFYEGCVFDR 3 0.9998

VLMKVDGVVIQLTK 2 0.8799
VLVDNYFCGAEDGLSCPR 2 0.9998
VLVDNYFCGAEDGLSCPR 3 0.9994

VQCSPDVGLTCR 2 0.9998
WFDVDFPSPGPHGGDKETYNNIIR 3 0.9998

YAQHWCSQLTDADGPFGR 3 0.9985
IPI00103525 PSPC1 Isoform 1 of Paraspeckle component 1 1 9.18 3 3 11,839,605     10,910,105     10,239,330     9,985,570        10,435,510     12,195,330     10,590,465     1,739,431    2,482,854        1,040,496       1,961,995          1,667,841        1,332,418        2,468,596      14.69 22.76 10.16 19.65 15.98 10.93 23.31
IPI00395775 PSPC1 Isoform 2 of Paraspeckle component 1 1 12.21 3 3 11,839,605     10,910,105     10,239,330     9,985,570        10,435,510     12,195,330     10,590,465     1,739,431    2,482,854        1,040,496       1,961,995          1,667,841        1,332,418        2,468,596      14.69 22.76 10.16 19.65 15.98 10.93 23.31

FAQPGTFEFEYASR 2 0.9939
NLSPVVSNELLEQAFSQFGPVEK 3 0.9986

YGEPSEVFINR 2 0.9165
IPI00103528 RASSF5 Isoform 2 of Ras association domain‐containing protein 5 0.975 9.81 1 1 156,703           157,992           181,558           172,253           159,364           156,592           158,553           27,912         22,975              30,179             30,381                15,026              19,953             26,216            17.81 14.54 16.62 17.64 9.43 12.74 16.53
IPI00332633 RASSF5 Isoform 1 of Ras association domain‐containing protein 5 0.975 6.22 1 1 156,703           157,992           181,558           172,253           159,364           156,592           158,553           27,912         22,975              30,179             30,381                15,026              19,953             26,216            17.81 14.54 16.62 17.64 9.43 12.74 16.53

ENETGEVEWDAFSIPELQNFLTILEK 3 0.9745
IPI00104050 THRAP3 Thyroid hormone receptor‐associated protein 3 1 4.5 3 3 13,049,970     12,167,570     13,770,830     12,440,150     13,780,150     14,934,570     13,210,580     1,794,937    2,595,152        1,484,924       1,693,884          2,387,777        1,708,634        2,953,188      13.75 21.33 10.78 13.62 17.33 11.44 22.35

ASAVSELSPR 2 0.9385
ASESSKPWPDATYGTGSASR 3 0.9728

SIFQHIQSAQSQR 3 0.999
IPI00104341 EPHX2 cDNA FLJ59619, highly similar to Epoxide hydrolase 2 0.904 3.67 1 1 315,379           338,786           411,783           351,386           412,853           347,382           291,116           107,967       103,674            89,671             127,307              95,545              128,510           67,371            34.23 30.6 21.78 36.23 23.14 36.99 23.14
IPI00909862 EPHX2 cDNA FLJ54951, highly similar to Epoxide hydrolase 2 0.904 4.18 1 1 315,379           338,786           411,783           351,386           412,853           347,382           291,116           107,967       103,674            89,671             127,307              95,545              128,510           67,371            34.23 30.6 21.78 36.23 23.14 36.99 23.14
IPI00942976 EPHX2 Epoxide hydrolase 2 0.904 3.78 1 1 315,379           338,786           411,783           351,386           412,853           347,382           291,116           107,967       103,674            89,671             127,307              95,545              128,510           67,371            34.23 30.6 21.78 36.23 23.14 36.99 23.14

DLGMVTILVQDTDTALKELEK 3 0.9037
IPI00105407 AKR1B10 Aldo‐keto reductase family 1 member B10 1 26.58 6 7 38,478,833     39,589,915     37,402,995     36,780,340     39,716,188     46,565,480     40,303,188     3,314,740    10,190,126      4,002,419       3,026,406          4,875,582        6,576,660        7,791,151      8.61 25.74 10.7 8.23 12.28 14.12 19.33

ATFLDAWEAMEELVDEGLVK 2 0.9998
ATFLDAWEAMEELVDEGLVK 3 0.9997

IVENIQVFDFK 2 0.9997
LSYLDVYLIHWPQGFK 3 0.9997

MPIVGLGTWK 2 0.9994
REDLFIVSK 2 0.9963

SGDDLFPKDDKGNAIGGK 3 0.9123
IPI00106509 HNRNPAB Isoform 4 of Heterogeneous nuclear ribonucleoprotein A/B 1 13.99 3 3 1,960,419        1,726,796        1,737,291        1,799,814        1,616,250        2,023,013        1,639,814        158,507       326,760            177,805           70,423                150,000            218,761           322,943          8.09 18.92 10.23 3.91 9.28 10.81 19.69
IPI00329355 HNRNPAB Isoform 1 of Heterogeneous nuclear ribonucleoprotein A/B 1 12.05 3 3 1,960,419        1,726,796        1,737,291        1,799,814        1,616,250        2,023,013        1,639,814        158,507       326,760            177,805           70,423                150,000            218,761           322,943          8.09 18.92 10.23 3.91 9.28 10.81 19.69

EYFGEFGEIEAIELPMDPK 2 0.9998
GFGFILFK 2 0.9996

MFVGGLSWDTSKK 2 0.9997
IPI00106642 SDF2L1 Dihydropyrimidinase‐like 2 1 15.99 6 6 20,589,693     22,348,029     18,148,223     19,059,549     20,334,125     25,457,164     20,668,183     1,493,372    5,600,317        3,075,573       4,191,864          1,180,085        3,358,612        5,082,356      7.25 25.06 16.95 21.99 5.8 13.19 24.59

AITIANQTNCPLYITK 2 0.9998
FQLTDCQIYEVLSVIR 2 0.9997

FQMPDQGMTSADDFFQGTK 2 0.9998
IVNDDQSFYADIYMEDGLIK 2 0.9996
MDENQFVAVTSTNAAK 2 0.9928

MVIPGGIDVHTR 3 0.9997
IPI00106668 PLIN3 perilipin‐3 isoform 3 1 40.76 10 11 27,605,194     27,696,782     26,606,231     28,112,595     26,823,070     32,922,638     25,261,875     1,953,968    7,130,519        2,833,299       3,819,081          3,760,960        3,368,938        5,297,486      7.08 25.74 10.65 13.58 14.02 10.23 20.97

DIAQQLQATCTSLGSSIQGLPTNVKDQVQQAR 3 0.9998
DTVATQLSEAVDATR 2 0.9998

EALDHMVEYVAQNTPVTWLVGPFAPGITEK 3 0.9979



IATSLDGFDVASVQQQR 2 0.9998
IATSLDGFDVASVQQQR 3 0.9991
LGQMVLSGVDTVLGK 2 0.9998
LHQMWLSWNQK 2 0.994

QEQSYFVR 2 0.9991
SEEWADNHLPLTDAELAR 3 0.9998
SVVTGGVQSVMGSR 2 0.9998
VSGAQEMVSSAK 2 0.9998

IPI00107104 CXorf26 UPF0368 protein Cxorf26 0.994 11.16 2 2 11,211,430     12,410,510     9,884,520        11,274,485     10,508,245     14,215,330     10,625,280     1,564,509    3,706,721        1,092,086       1,567,394          1,291,679        5,089,263        2,131,580      13.95 29.87 11.05 13.9 12.29 35.8 20.06
FNGIVEDFNYGTLLR 2 0.994

LISSVDPQFLK 2 0.9166
IPI00107531 RAD50 Isoform 3 of DNA repair protein RAD50 0.961 1.53 1 1 1,079,650        989,208           954,143           974,355           1,016,185        1,105,963        900,980           59,011         182,588            122,700           184,547              148,897            99,024             154,890          5.47 18.46 12.86 18.94 14.65 8.95 17.19
IPI00305282 RAD50 Isoform 1 of DNA repair protein RAD50 0.961 1.37 1 1 1,079,650        989,208           954,143           974,355           1,016,185        1,105,963        900,980           59,011         182,588            122,700           184,547              148,897            99,024             154,890          5.47 18.46 12.86 18.94 14.65 8.95 17.19
IPI00549205 RAD50 Isoform 2 of DNA repair protein RAD50 0.961 1.37 1 1 1,079,650        989,208           954,143           974,355           1,016,185        1,105,963        900,980           59,011         182,588            122,700           184,547              148,897            99,024             154,890          5.47 18.46 12.86 18.94 14.65 8.95 17.19
IPI00658205 RAD50 77 kDa protein 0.961 2.73 1 1 1,079,650        989,208           954,143           974,355           1,016,185        1,105,963        900,980           59,011         182,588            122,700           184,547              148,897            99,024             154,890          5.47 18.46 12.86 18.94 14.65 8.95 17.19

VFQTEAELQEVISDLQSK 2 0.9609
IPI00107555 PFN2 Profilin 1 7.45 1 1 425,358           457,627           391,117           419,082           394,165           476,115           406,193           28,145         124,520            72,201             40,606                45,996              54,243             108,962          6.62 27.21 18.46 9.69 11.67 11.39 26.83
IPI00219468 PFN2 Isoform IIa of Profilin‐2 1 10 1 1 425,358           457,627           391,117           419,082           394,165           476,115           406,193           28,145         124,520            72,201             40,606                45,996              54,243             108,962          6.62 27.21 18.46 9.69 11.67 11.39 26.83
IPI00795892 PFN2 Putative uncharacterized protein PFN2 1 15.38 1 1 425,358           457,627           391,117           419,082           394,165           476,115           406,193           28,145         124,520            72,201             40,606                45,996              54,243             108,962          6.62 27.21 18.46 9.69 11.67 11.39 26.83
IPI00940567 PFN2 Isoform IIb of Profilin‐2 1 10 1 1 425,358           457,627           391,117           419,082           394,165           476,115           406,193           28,145         124,520            72,201             40,606                45,996              54,243             108,962          6.62 27.21 18.46 9.69 11.67 11.39 26.83
IPI00945855 PFN2 Putative uncharacterized protein PFN2 1 15.38 1 1 425,358           457,627           391,117           419,082           394,165           476,115           406,193           28,145         124,520            72,201             40,606                45,996              54,243             108,962          6.62 27.21 18.46 9.69 11.67 11.39 26.83
IPI00947095 PFN2 Profilin 1 12.73 1 1 425,358           457,627           391,117           419,082           394,165           476,115           406,193           28,145         124,520            72,201             40,606                45,996              54,243             108,962          6.62 27.21 18.46 9.69 11.67 11.39 26.83

SQGGEPTYNVAVGR 2 0.9995
IPI00107831 PTPRF Isoform 1 of Receptor‐type tyrosine‐protein phosphatase F 0.984 0.79 1 1 1,318,190        1,202,740        1,229,840        1,337,398        1,435,100        1,459,450        1,196,646        201,373       405,521            122,116           200,912              226,227            259,218           314,162          15.28 33.72 9.93 15.02 15.76 17.76 26.25
IPI00384626 PTPRF Protein tyrosine phosphatase, receptor type, F 0.984 4.25 1 1 1,318,190        1,202,740        1,229,840        1,337,398        1,435,100        1,459,450        1,196,646        201,373       405,521            122,116           200,912              226,227            259,218           314,162          15.28 33.72 9.93 15.02 15.76 17.76 26.25
IPI00465186 PTPRF Isoform 2 of Receptor‐type tyrosine‐protein phosphatase F 0.984 0.79 1 1 1,318,190        1,202,740        1,229,840        1,337,398        1,435,100        1,459,450        1,196,646        201,373       405,521            122,116           200,912              226,227            259,218           314,162          15.28 33.72 9.93 15.02 15.76 17.76 26.25
IPI00641061 PTPRF Protein tyrosine phosphatase, receptor type, F 0.984 4.32 1 1 1,318,190        1,202,740        1,229,840        1,337,398        1,435,100        1,459,450        1,196,646        201,373       405,521            122,116           200,912              226,227            259,218           314,162          15.28 33.72 9.93 15.02 15.76 17.76 26.25
IPI00655814 PTPRF Protein tyrosine phosphatase, receptor type, F 0.984 5.73 1 1 1,318,190        1,202,740        1,229,840        1,337,398        1,435,100        1,459,450        1,196,646        201,373       405,521            122,116           200,912              226,227            259,218           314,162          15.28 33.72 9.93 15.02 15.76 17.76 26.25

FEVIEFDDGAGSVLR 2 0.984
IPI00140420 SND1 Staphylococcal nuclease domain‐containing protein 1 1 10.44 7 7 23,856,115     23,023,871     21,567,551     25,082,546     23,169,376     25,877,991     20,774,831     3,363,844    4,361,861        2,510,618       1,398,761          3,825,105        3,070,774        3,209,395      14.1 18.94 11.64 5.58 16.51 11.87 15.45

ALLLPDYYLVTVMLSGIK 2 0.9997
DYVAPTANLDQK 2 0.9417

NDIASHPPVEGSYAPR 3 0.9995
SEAVVEYVFSGSR 2 0.9866
SLLSAEEAAK 2 0.9934

VITEYLNAQESAK 2 0.9871
VMQVLNADAIVVK 2 0.8061

IPI00140827 LOC728825 Putative uncharacterized protein ENSP00000391266 1 23.16 2 2 1,059,466        1,262,745        878,904           989,412           1,002,836        1,141,719        902,732           200,687       369,189            55,638             159,066              189,561            162,217           234,772          18.94 29.24 6.33 16.08 18.9 14.21 26.01
IPI00299149 SUMO2 Small ubiquitin‐related modifier 2 1 23.16 2 2 1,059,466        1,262,745        878,904           989,412           1,002,836        1,141,719        902,732           200,687       369,189            55,638             159,066              189,561            162,217           234,772          18.94 29.24 6.33 16.08 18.9 14.21 26.01
IPI00745893 SUMO2 SMT3 suppressor of mif two 3 homolog 2 isoform b precursor 1 30.99 2 2 1,059,466        1,262,745        878,904           989,412           1,002,836        1,141,719        902,732           200,687       369,189            55,638             159,066              189,561            162,217           234,772          18.94 29.24 6.33 16.08 18.9 14.21 26.01
IPI00790142 SUMO2 10 kDa protein 1 24.18 2 2 1,059,466        1,262,745        878,904           989,412           1,002,836        1,141,719        902,732           200,687       369,189            55,638             159,066              189,561            162,217           234,772          18.94 29.24 6.33 16.08 18.9 14.21 26.01

TENNDHINLK 2 0.9995
VAGQDGSVVQFK 2 0.9997

IPI00147874 NANS Sialic acid synthase 1 15.32 4 4 19,127,330     20,326,370     20,238,933     22,412,733     19,104,153     22,083,653     19,410,680     1,042,008    4,245,248        1,078,717       3,413,684          2,849,740        1,987,726        2,859,942      5.45 20.89 5.33 15.23 14.92 9 14.73
GSDHSASLEPGELAELVR 3 0.9996

SELEFK 2 0.9385
VGSGDTNNFPYLEK 2 0.9997

VKIPEGTILTMDMLTVK 3 0.9992
IPI00148063 HEBP1 Heme‐binding protein 1 1 34.92 4 4 23,150,790     24,040,633     21,568,130     21,437,790     22,259,240     26,335,110     20,908,274     1,540,468    5,566,856        2,223,858       2,374,545          1,107,710        3,214,596        4,533,263      6.65 23.16 10.31 11.08 4.98 12.21 21.68

FATVEVTDKPVDEALR 3 0.9952
GDIYFCTGYDPPMKPYGR 3 0.99
IPNQFQSDPPAPSDK 2 0.9921

NSLFGSVETWPWQVLSK 2 0.9997
IPI00149605 TTC23 Isoform 1 of Tetratricopeptide repeat protein 23 0.924 4.25 1 1 3,045,473        3,099,213        2,543,080        2,467,667        3,021,437        3,855,323        3,314,357        230,770       874,477            530,568           629,169              413,724            763,759           948,455          7.58 28.22 20.86 25.5 13.69 19.81 28.62
IPI00847184 TTC23 Isoform 2 of Tetratricopeptide repeat protein 23 0.924 4.86 1 1 3,045,473        3,099,213        2,543,080        2,467,667        3,021,437        3,855,323        3,314,357        230,770       874,477            530,568           629,169              413,724            763,759           948,455          7.58 28.22 20.86 25.5 13.69 19.81 28.62
IPI00847288 TTC23 Isoform 3 of Tetratricopeptide repeat protein 23 0.924 4.83 1 1 3,045,473        3,099,213        2,543,080        2,467,667        3,021,437        3,855,323        3,314,357        230,770       874,477            530,568           629,169              413,724            763,759           948,455          7.58 28.22 20.86 25.5 13.69 19.81 28.62

QILANSIVPPYSENTDVFK 2 0.9245
IPI00150057 SMARCC2 Isoform 2 of SWI/SNF complex subunit SMARCC2 1 3.01 2 2 5,508,499        5,830,497        5,356,095        5,044,420        5,445,961        6,636,238        5,047,456        402,331       1,853,231        748,287           566,179              480,239            1,171,138        1,019,511      7.3 31.79 13.97 11.22 8.82 17.65 20.2
IPI00216047 SMARCC2 Isoform 1 of SWI/SNF complex subunit SMARCC2 1 2.8 2 2 5,508,499        5,830,497        5,356,095        5,044,420        5,445,961        6,636,238        5,047,456        402,331       1,853,231        748,287           566,179              480,239            1,171,138        1,019,511      7.3 31.79 13.97 11.22 8.82 17.65 20.2

MKEEVPTALVEAHVR 3 0.935
SLSSLVVQLLQFQEEVFGK 2 0.9996

IPI00150269 PRPF4 Isoform 1 of U4/U6 small nuclear ribonucleoprotein Prp4 0.996 3.07 1 1 14,251,850     16,489,400     14,846,350     13,847,400     17,178,950     22,206,350     15,683,300     666,451       4,617,289        2,073,553       2,963,085          1,785,887        3,656,920        4,147,338      4.68 28 13.97 21.4 10.4 16.47 26.44
IPI00218435 PRPF4 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prp4 0.996 3.07 1 1 14,251,850     16,489,400     14,846,350     13,847,400     17,178,950     22,206,350     15,683,300     666,451       4,617,289        2,073,553       2,963,085          1,785,887        3,656,920        4,147,338      4.68 28 13.97 21.4 10.4 16.47 26.44

ALGEPITLFGEGPAER 2 0.9852
IPI00152002 CCDC115 Coiled‐coil domain‐containing protein 115 0.991 11.67 1 1 200,099           258,668           208,183           217,570           207,913           269,131           202,719           40,398         59,692              26,958             37,420                36,880              88,628             46,700            20.19 23.08 12.95 17.2 17.74 32.93 23.04
IPI00908697 CCDC115 cDNA FLJ55215, moderately similar to Mus musculus coiled‐coil domain 0.991 10.88 1 1 200,099           258,668           208,183           217,570           207,913           269,131           202,719           40,398         59,692              26,958             37,420                36,880              88,628             46,700            20.19 23.08 12.95 17.2 17.74 32.93 23.04

AELDSLVLQLLGDLEELEGKR 3 0.9914
IPI00152092 KLC3 21 kDa protein 0.968 4.59 1 1 739,490           672,998           779,986           789,771           666,389           887,157           693,797           168,558       186,259            117,704           104,369              148,124            166,450           235,364          22.79 27.68 15.09 13.22 22.23 18.76 33.92
IPI00465074 KLC3 Isoform 3 of Kinesin light chain 3 0.968 1.74 1 1 739,490           672,998           779,986           789,771           666,389           887,157           693,797           168,558       186,259            117,704           104,369              148,124            166,450           235,364          22.79 27.68 15.09 13.22 22.23 18.76 33.92
IPI00478456 KLC3 Isoform 1 of Kinesin light chain 3 0.968 1.79 1 1 739,490           672,998           779,986           789,771           666,389           887,157           693,797           168,558       186,259            117,704           104,369              148,124            166,450           235,364          22.79 27.68 15.09 13.22 22.23 18.76 33.92
IPI00736469 KLC3 Isoform 2 of Kinesin light chain 3 0.968 1.79 1 1 739,490           672,998           779,986           789,771           666,389           887,157           693,797           168,558       186,259            117,704           104,369              148,124            166,450           235,364          22.79 27.68 15.09 13.22 22.23 18.76 33.92
IPI00943986 KLC4 38 kDa protein 0.968 2.69 1 1 739,490           672,998           779,986           789,771           666,389           887,157           693,797           168,558       186,259            117,704           104,369              148,124            166,450           235,364          22.79 27.68 15.09 13.22 22.23 18.76 33.92
IPI00945465 KLC4 Putative uncharacterized protein KLC4 0.968 5.56 1 1 739,490           672,998           779,986           789,771           666,389           887,157           693,797           168,558       186,259            117,704           104,369              148,124            166,450           235,364          22.79 27.68 15.09 13.22 22.23 18.76 33.92

HLEFLGQLR 2 0.968
IPI00908363 ‐ cDNA FLJ54774 0.974 8.48 1 1 2,969,380        2,618,556        2,748,660        3,238,820        2,736,840        3,271,100        2,625,740        182,700       471,628            317,297           159,374              293,530            474,197           377,374          6.15 18.01 11.54 4.92 10.73 14.5 14.37
IPI00152199 C1orf93 Isoform 1 of Uncharacterized protein C1orf93 0.974 9.6 1 1 2,969,380        2,618,556        2,748,660        3,238,820        2,736,840        3,271,100        2,625,740        182,700       471,628            317,297           159,374              293,530            474,197           377,374          6.15 18.01 11.54 4.92 10.73 14.5 14.37
IPI00383997 C1orf93 cDNA FLJ32465 fis, clone SKNMC1000264 0.974 9.45 1 1 2,969,380        2,618,556        2,748,660        3,238,820        2,736,840        3,271,100        2,625,740        182,700       471,628            317,297           159,374              293,530            474,197           377,374          6.15 18.01 11.54 4.92 10.73 14.5 14.37
IPI00643409 C1orf93 Isoform 2 of Uncharacterized protein C1orf93 0.974 10.38 1 1 2,969,380        2,618,556        2,748,660        3,238,820        2,736,840        3,271,100        2,625,740        182,700       471,628            317,297           159,374              293,530            474,197           377,374          6.15 18.01 11.54 4.92 10.73 14.5 14.37
IPI00910916 C1orf93 cDNA FLJ52973 0.974 9.95 1 1 2,969,380        2,618,556        2,748,660        3,238,820        2,736,840        3,271,100        2,625,740        182,700       471,628            317,297           159,374              293,530            474,197           377,374          6.15 18.01 11.54 4.92 10.73 14.5 14.37

WIAQDLSSLAGLLDQHGVR 3 0.9741
IPI00152409 AGR3 Anterior gradient protein 3 homolog 1 12.65 2 2 20,544,995     19,508,965     21,656,575     19,814,110     19,894,615     21,386,850     20,468,020     1,784,583    2,264,304        3,000,362       3,606,175          2,519,654        1,677,683        4,481,972      8.69 11.61 13.85 18.2 12.67 7.84 21.9

DLPLLIENMK 2 0.997
IMFVDPSLTVR 2 0.9998

IPI00152510 DDX54 ATP‐dependent RNA helicase DDX54 isoform 1 0.984 2.27 1 1 3,325,980        3,198,670        2,707,180        3,326,305        2,991,860        3,542,790        3,040,925        362,271       988,611            239,450           680,281              510,811            277,365           939,766          10.89 30.91 8.84 20.45 17.07 7.83 30.9
IPI00879999 DDX54 ATP‐dependent RNA helicase DDX54 0.984 2.27 1 1 3,325,980        3,198,670        2,707,180        3,326,305        2,991,860        3,542,790        3,040,925        362,271       988,611            239,450           680,281              510,811            277,365           939,766          10.89 30.91 8.84 20.45 17.07 7.83 30.9

EEEEEAGESVEDIFSEVVGR 3 0.9837
IPI00152688 NSUN6 Putative methyltransferase NSUN6 0.95 3.62 1 1 6,499,140        7,649,750        8,017,190        6,797,010        8,721,650        10,456,740     8,429,830        689,728       2,498,794        861,093           1,373,126          1,344,904        1,969,323        2,131,711      10.61 32.67 10.74 20.2 15.42 18.83 25.29

MTEPVYLSPSFDSVLPR 2 0.93
IPI00152900 LZIC cDNA FLJ55829, highly similar to Homo sapiens leucine zipper and CTNN 1 23.7 2 2 7,713,890        7,734,536        7,184,055        8,327,869        6,933,148        9,637,620        6,865,201        1,149,766    1,859,159        805,261           1,555,752          1,496,802        2,129,641        1,296,123      14.91 24.04 11.21 18.68 21.59 22.1 18.88

IMSGNMTLVDELSGMQLAIQAAISQAFK 2 0.8343
LTADDEAFLSANAGAILSQFEK 3 0.9995

IPI00218372 PSMA7 Isoform 2 of Proteasome subunit alpha type‐7 0.999 14.04 2 2 4,597,484        3,831,525        4,549,673        4,768,873        4,028,784        4,690,967        3,848,424        777,370       935,427            361,074           387,086              721,745            399,810           830,417          16.91 24.41 7.94 8.12 17.91 8.52 21.58
IPI00154509 PSMA8 Isoform 1 of Proteasome subunit alpha type‐7‐like 0.999 9.77 2 2 4,597,484        3,831,525        4,549,673        4,768,873        4,028,784        4,690,967        3,848,424        777,370       935,427            361,074           387,086              721,745            399,810           830,417          16.91 24.41 7.94 8.12 17.91 8.52 21.58
IPI00219950 PSMA8 Isoform 2 of Proteasome subunit alpha type‐7‐like 0.999 11.79 2 2 4,597,484        3,831,525        4,549,673        4,768,873        4,028,784        4,690,967        3,848,424        777,370       935,427            361,074           387,086              721,745            399,810           830,417          16.91 24.41 7.94 8.12 17.91 8.52 21.58
IPI00748423 PSMA8 Isoform 3 of Proteasome subunit alpha type‐7‐like 0.999 10 2 2 4,597,484        3,831,525        4,549,673        4,768,873        4,028,784        4,690,967        3,848,424        777,370       935,427            361,074           387,086              721,745            399,810           830,417          16.91 24.41 7.94 8.12 17.91 8.52 21.58

ALLEVVQSGGK 2 0.9991
LTVEDPVTVEYITR 2 0.9944

IPI00156374 IPO4 Isoform 1 of Importin‐4 1 3.61 2 2 4,462,899        4,458,817        3,821,517        3,797,323        3,687,630        3,452,180        4,073,311        176,217       1,347,838        1,014,289       609,744              352,672            413,599           1,105,852      3.95 30.23 26.54 16.06 9.56 11.98 27.15
IPI00398009 IPO4 Isoform 2 of Importin‐4 1 3.6 2 2 4,462,899        4,458,817        3,821,517        3,797,323        3,687,630        3,452,180        4,073,311        176,217       1,347,838        1,014,289       609,744              352,672            413,599           1,105,852      3.95 30.23 26.54 16.06 9.56 11.98 27.15
IPI00744488 IPO4 IPO4 protein variant (Fragment) 1 5.15 2 2 4,462,899        4,458,817        3,821,517        3,797,323        3,687,630        3,452,180        4,073,311        176,217       1,347,838        1,014,289       609,744              352,672            413,599           1,105,852      3.95 30.23 26.54 16.06 9.56 11.98 27.15

QVVMAVLEALTGVLR 2 0.9916
SFAVGTLAETIQGLGAASAQFVSR 3 0.9966

IPI00156689 VAT1 Synaptic vesicle membrane protein VAT‐1 homolog 1 24.94 7 7 37,292,755     41,950,088     34,648,050     36,404,855     37,796,805     46,911,123     36,059,248     3,247,427    9,798,254        2,471,126       5,658,171          3,808,835        3,880,036        6,869,362      8.71 23.36 7.13 15.54 10.08 8.27 19.05
ENGVTHPIDYHTTDYVDEIK 2 0.9239



GVDIVMDPLGGSDTAK 2 0.9997
LQSRPAAPPAPGPGQLTLR 3 0.9996

PAAPPAPGPGQLTLR 2 0.9995
TWWNQFSVTALQLLQANR 2 0.9997

VLLVPGPEKEN 2 0.9994
VVTYGMANLLTGPK 2 0.9997

IPI00159072 ROD1 regulator of differentiation 1 isoform 2 0.992 4.01 1 1 102,306           94,788             124,638           125,194           120,255           133,223           106,264           37,879         30,045              42,497             37,115                44,082              55,831             34,045            37.03 31.7 34.1 29.65 36.66 41.91 32.04
IPI00384710 ROD1 Isoform 2 of Regulator of differentiation 1 0.992 3.84 1 1 102,306           94,788             124,638           125,194           120,255           133,223           106,264           37,879         30,045              42,497             37,115                44,082              55,831             34,045            37.03 31.7 34.1 29.65 36.66 41.91 32.04
IPI00470879 ROD1 Isoform 1 of Regulator of differentiation 1 0.992 4.03 1 1 102,306           94,788             124,638           125,194           120,255           133,223           106,264           37,879         30,045              42,497             37,115                44,082              55,831             34,045            37.03 31.7 34.1 29.65 36.66 41.91 32.04
IPI00640632 ROD1 ROD1 regulator of differentiation 1 0.992 4.6 1 1 102,306           94,788             124,638           125,194           120,255           133,223           106,264           37,879         30,045              42,497             37,115                44,082              55,831             34,045            37.03 31.7 34.1 29.65 36.66 41.91 32.04
IPI00915287 ROD1 Isoform 5 of Regulator of differentiation 1 0.992 3.78 1 1 102,306           94,788             124,638           125,194           120,255           133,223           106,264           37,879         30,045              42,497             37,115                44,082              55,831             34,045            37.03 31.7 34.1 29.65 36.66 41.91 32.04
IPI00915299 ROD1 Isoform 3 of Regulator of differentiation 1 0.992 3.8 1 1 102,306           94,788             124,638           125,194           120,255           133,223           106,264           37,879         30,045              42,497             37,115                44,082              55,831             34,045            37.03 31.7 34.1 29.65 36.66 41.91 32.04
IPI00915400 ROD1 Isoform 4 of Regulator of differentiation 1 0.992 3.76 1 1 102,306           94,788             124,638           125,194           120,255           133,223           106,264           37,879         30,045              42,497             37,115                44,082              55,831             34,045            37.03 31.7 34.1 29.65 36.66 41.91 32.04

IIIENLFYPVTLEVLHQIFSK 3 0.9915
IPI00163505 RBM39 Isoform 1 of RNA‐binding protein 39 0.917 3.21 1 1 6,069,733        5,801,750        4,989,167        4,830,167        5,112,067        6,635,200        4,685,807        525,812       1,651,692        835,584           695,502              1,011,673        919,434           1,197,710      8.66 28.47 16.75 14.4 19.79 13.86 25.56
IPI00215801 RBM39 Isoform 2 of RNA‐binding protein 39 0.917 3.24 1 1 6,069,733        5,801,750        4,989,167        4,830,167        5,112,067        6,635,200        4,685,807        525,812       1,651,692        835,584           695,502              1,011,673        919,434           1,197,710      8.66 28.47 16.75 14.4 19.79 13.86 25.56
IPI00942853 RBM39 RNA binding motif protein 39 0.917 3.41 1 1 6,069,733        5,801,750        4,989,167        4,830,167        5,112,067        6,635,200        4,685,807        525,812       1,651,692        835,584           695,502              1,011,673        919,434           1,197,710      8.66 28.47 16.75 14.4 19.79 13.86 25.56

CPSIAAAIAAVNALHGR 2 0.9166
IPI00164354 MCM10 Isoform 2 of Protein MCM10 homolog 1 5.95 2 2 2,025,470        1,833,460        1,906,283        1,809,750        1,775,570        2,002,907        1,702,207        203,967       382,209            227,561           263,039              104,446            330,926           325,282          10.07 20.85 11.94 14.53 5.88 16.52 19.11
IPI00375915 MCM10 Isoform 1 of Protein MCM10 homolog 1 5.94 2 2 2,025,470        1,833,460        1,906,283        1,809,750        1,775,570        2,002,907        1,702,207        203,967       382,209            227,561           263,039              104,446            330,926           325,282          10.07 20.85 11.94 14.53 5.88 16.52 19.11
IPI00844003 MCM10 Minichromosome maintenance complex component 10 1 6.08 2 2 2,025,470        1,833,460        1,906,283        1,809,750        1,775,570        2,002,907        1,702,207        203,967       382,209            227,561           263,039              104,446            330,926           325,282          10.07 20.85 11.94 14.53 5.88 16.52 19.11

FLQSSSEVESPAVPSSSRQPPAQPPR 3 0.9168
GQIVGTPGSSGETTQPICVEAFSGLR 2 0.9916

IPI00164946 FIGN Fidgetin 0.974 2.77 1 1 1,031,766        1,061,410        700,792           950,716           823,560           1,203,171        729,713           216,441       175,450            181,337           102,590              177,204            204,306           343,331          20.98 16.53 25.88 10.79 21.52 16.98 47.05
TYQYAWANDDISALTASNLLK 3 0.9741

IPI00165041 TCOF1 treacle protein isoform a 0.971 0.69 1 1 715,699           582,001           1,021,979        644,990           708,526           661,590           740,281           160,896       166,374            481,870           57,059                93,000              154,302           117,776          22.48 28.59 47.15 8.85 13.13 23.32 15.91
IPI00298696 TCOF1 Isoform 2 of Treacle protein 0.971 0.71 1 1 715,699           582,001           1,021,979        644,990           708,526           661,590           740,281           160,896       166,374            481,870           57,059                93,000              154,302           117,776          22.48 28.59 47.15 8.85 13.13 23.32 15.91
IPI00815713 TCOF1 Isoform 4 of Treacle protein 0.971 0.66 1 1 715,699           582,001           1,021,979        644,990           708,526           661,590           740,281           160,896       166,374            481,870           57,059                93,000              154,302           117,776          22.48 28.59 47.15 8.85 13.13 23.32 15.91
IPI00815731 TCOF1 Isoform 1 of Treacle protein 0.971 0.67 1 1 715,699           582,001           1,021,979        644,990           708,526           661,590           740,281           160,896       166,374            481,870           57,059                93,000              154,302           117,776          22.48 28.59 47.15 8.85 13.13 23.32 15.91
IPI00815944 TCOF1 Isoform 3 of Treacle protein 0.971 0.67 1 1 715,699           582,001           1,021,979        644,990           708,526           661,590           740,281           160,896       166,374            481,870           57,059                93,000              154,302           117,776          22.48 28.59 47.15 8.85 13.13 23.32 15.91
IPI00914061 TCOF1 treacle protein isoform e 0.971 0.69 1 1 715,699           582,001           1,021,979        644,990           708,526           661,590           740,281           160,896       166,374            481,870           57,059                93,000              154,302           117,776          22.48 28.59 47.15 8.85 13.13 23.32 15.91
IPI00941770 TCOF1 cDNA FLJ57346, highly similar to Homo sapiens Treacher Collins‐France 0.971 0.71 1 1 715,699           582,001           1,021,979        644,990           708,526           661,590           740,281           160,896       166,374            481,870           57,059                93,000              154,302           117,776          22.48 28.59 47.15 8.85 13.13 23.32 15.91
IPI00965339 TCOF1 152 kDa protein 0.971 0.67 1 1 715,699           582,001           1,021,979        644,990           708,526           661,590           740,281           160,896       166,374            481,870           57,059                93,000              154,302           117,776          22.48 28.59 47.15 8.85 13.13 23.32 15.91
IPI00969501 TCOF1 treacle protein isoform f 0.971 0.71 1 1 715,699           582,001           1,021,979        644,990           708,526           661,590           740,281           160,896       166,374            481,870           57,059                93,000              154,302           117,776          22.48 28.59 47.15 8.85 13.13 23.32 15.91

VLTELLEQER 2 0.9707
IPI00165230 DAZAP1 Isoform 1 of DAZ‐associated protein 1 1 11.3 3 3 8,049,015        8,000,135        7,126,200        7,383,624        7,589,830        8,813,875        6,777,984        294,013       1,973,678        643,195           840,544              1,505,123        1,419,902        1,609,920      3.65 24.67 9.03 11.38 19.83 16.11 23.75
IPI00335930 DAZAP1 Isoform 2 of DAZ‐associated protein 1 1 12.17 3 3 8,049,015        8,000,135        7,126,200        7,383,624        7,589,830        8,813,875        6,777,984        294,013       1,973,678        643,195           840,544              1,505,123        1,419,902        1,609,920      3.65 24.67 9.03 11.38 19.83 16.11 23.75

FGVVTEVVMIYDAEK 2 0.9996
LFVGGLDWSTTQETLR 2 0.9945
SQAPGQPGASQWGSR 2 0.9997

IPI00165360 MPST 3‐mercaptopyruvate sulfurtransferase 1 22.9 4 4 6,016,008        6,302,522        5,845,577        6,070,267        5,875,950        7,730,255        6,061,725        445,940       1,278,450        358,174           1,016,455          1,138,992        527,261           1,209,949      7.41 20.28 6.13 16.74 19.38 6.82 19.96
IPI00910977 MPST 3‐mercaptopyruvate sulfurtransferase isoform 1 1 21.45 4 4 6,016,008        6,302,522        5,845,577        6,070,267        5,875,950        7,730,255        6,061,725        445,940       1,278,450        358,174           1,016,455          1,138,992        527,261           1,209,949      7.41 20.28 6.13 16.74 19.38 6.82 19.96

AGQPLQLLDASWYLPK 2 0.9997
ALVSAQWVAEALR 2 0.9997

DGIEPGHIPGTVNIPFTDFLSQEGLEK 3 0.9996
TYEDIKENLESR 3 0.9941

IPI00165393 ANP32E Acidic leucine‐rich nuclear phosphoprotein 32 family member E 1 11.94 2 2 3,623,448        4,395,658        3,121,348        3,284,560        3,366,358        4,794,283        3,005,770        293,746       1,462,664        614,001           815,494              323,107            1,049,931        790,731          8.11 33.28 19.67 24.83 9.6 21.9 26.31
IPI00514333 ANP32E Acidic (Leucine‐rich) nuclear phosphoprotein 32 family, member E 1 21.48 2 2 3,623,448        4,395,658        3,121,348        3,284,560        3,366,358        4,794,283        3,005,770        293,746       1,462,664        614,001           815,494              323,107            1,049,931        790,731          8.11 33.28 19.67 24.83 9.6 21.9 26.31
IPI00640833 ANP32E acidic leucine‐rich nuclear phosphoprotein 32 family member E isoform 1 14.55 2 2 3,623,448        4,395,658        3,121,348        3,284,560        3,366,358        4,794,283        3,005,770        293,746       1,462,664        614,001           815,494              323,107            1,049,931        790,731          8.11 33.28 19.67 24.83 9.6 21.9 26.31
IPI00910423 ANP32E cDNA FLJ54218, highly similar to Acidic leucine‐rich nuclear phosphopro 1 19.39 2 2 3,623,448        4,395,658        3,121,348        3,284,560        3,366,358        4,794,283        3,005,770        293,746       1,462,664        614,001           815,494              323,107            1,049,931        790,731          8.11 33.28 19.67 24.83 9.6 21.9 26.31

CPNLTYLNLSGNK 2 0.9993
KLELSDNIISGGLEVLAEK 2 0.9661

IPI00165467 IGF2BP3 Isoform 2 of Insulin‐like growth factor 2 mRNA‐binding protein 3 1 6.57 1 1 1,103,848        1,039,120        953,211           1,272,546        1,002,301        994,120           842,857           165,494       138,004            157,878           255,078              107,760            171,732           97,257            14.99 13.28 16.56 20.04 10.75 17.27 11.54
MVIITGPPEAQFK 2 0.9997

IPI00165579 CNDP2 Isoform 2 of Cytosolic non‐specific dipeptidase 1 19.95 6 6 27,913,530     28,644,458     24,038,900     24,774,697     27,260,777     31,716,225     26,739,870     1,562,660    8,332,996        2,539,439       2,682,745          2,982,845        3,780,774        8,031,182      5.6 29.09 10.56 10.83 10.94 11.92 30.03
MLAAYLYEVSQLKD 2 0.9539
MMEVAAADVK 2 0.9996

NVMLLPVGSADDGAHSQNEK 3 0.9894
QLGGSVELVDIGK 2 0.853
WVAIQSVSAWPEK 2 0.9178

YNYIEGTK 2 0.9838
IPI00165949 ERAP1 Isoform 2 of Endoplasmic reticulum aminopeptidase 1 0.926 1.37 1 1 2,253,240        2,043,020        2,114,595        2,306,300        2,042,840        2,278,710        2,042,135        335,679       543,271            534,653           520,638              359,029            267,595           168,476          14.9 26.59 25.28 22.57 17.57 11.74 8.25
IPI00477831 ERAP1 Isoform 1 of Endoplasmic reticulum aminopeptidase 1 0.926 1.38 1 1 2,253,240        2,043,020        2,114,595        2,306,300        2,042,840        2,278,710        2,042,135        335,679       543,271            534,653           520,638              359,029            267,595           168,476          14.9 26.59 25.28 22.57 17.57 11.74 8.25

ILASTQFEPTAAR 2 0.9265
IPI00165995 SFRS18 Isoform 1 of Splicing factor, arginine/serine‐rich 18 0.994 1.74 1 1 4,906,650        5,626,390        5,253,520        4,828,210        5,014,330        5,724,360        4,549,270        809,129       1,776,459        1,143,071       1,309,774          1,060,638        461,300           681,343          16.49 31.57 21.76 27.13 21.15 8.06 14.98

IDDQRGNLSGNSHK 3 0.9937
IPI00166121 SPICE1 Coiled‐coil domain‐containing protein 52 0.987 3.39 1 1 31,071,700     28,221,400     25,429,700     24,260,400     30,506,800     34,930,800     35,415,600     1,468,154    7,962,809        4,758,232       4,588,570          3,996,748        5,864,904        14,755,478    4.73 28.22 18.71 18.91 13.1 16.79 41.66

ELNKQESASDMTSTFPVAQSLTPGSMEER 3 0.9865
IPI00166612 CMYA5 Cardiomyopathy‐associated protein 5 0.933 0.27 1 1 8,250,530        7,070,210        8,012,480        8,447,280        6,238,390        7,830,320        7,549,620        2,004,090    1,097,159        1,085,146       2,402,795          1,450,613        2,481,195        1,502,972      24.29 15.52 13.54 28.44 23.25 31.69 19.91

SFMTTKPADVK 2 0.9325
IPI00167002 ELF1 ETS‐related transcription factor Elf‐1 0.99 2.75 1 1 289,865           225,850           325,218           431,427           236,575           286,870           299,306           19,416         56,988              60,233             156,735              32,546              45,511             68,003            6.7 25.23 18.52 36.33 13.76 15.86 22.72
IPI00384476 ELF1 ETS‐related transcription factor Elf‐1 isoform b 0.99 2.86 1 1 289,865           225,850           325,218           431,427           236,575           286,870           299,306           19,416         56,988              60,233             156,735              32,546              45,511             68,003            6.7 25.23 18.52 36.33 13.76 15.86 22.72

GNTIYLWEFLLALLQDK 2 0.9896
IPI00167201 CCDC65 Isoform 2 of Coiled‐coil domain‐containing protein 65 0.948 1.61 1 1 3,903,570        4,062,985        3,683,870        3,570,750        3,712,170        4,791,515        3,726,705        1,016,951    1,485,128        688,950           615,440              656,988            886,153           1,681,422      26.05 36.55 18.7 17.24 17.7 18.49 45.12
IPI00300466 CCDC65 Isoform 1 of Coiled‐coil domain‐containing protein 65 0.948 1.65 1 1 3,903,570        4,062,985        3,683,870        3,570,750        3,712,170        4,791,515        3,726,705        1,016,951    1,485,128        688,950           615,440              656,988            886,153           1,681,422      26.05 36.55 18.7 17.24 17.7 18.49 45.12

EIEVQMKK 2 0.8182
IPI00167515 PTGR2 Isoform 1 of Prostaglandin reductase 2 0.995 3.99 1 1 3,578,455        3,731,385        3,763,310        3,769,955        3,350,190        3,787,780        3,473,845        526,128       937,431            418,889           761,522              676,013            401,128           889,023          14.7 25.12 11.13 20.2 20.18 10.59 25.59
IPI00869302 PTGR2 Isoform 2 of Prostaglandin reductase 2 0.995 7.78 1 1 3,578,455        3,731,385        3,763,310        3,769,955        3,350,190        3,787,780        3,473,845        526,128       937,431            418,889           761,522              676,013            401,128           889,023          14.7 25.12 11.13 20.2 20.18 10.59 25.59

GDFVTSFYWPWQTK 2 0.9947
IPI00167615 ABHD14B Isoform 2 of Abhydrolase domain‐containing protein 14B 1 12.79 1 1 1,312,418        1,370,250        1,229,698        1,349,546        1,224,440        1,924,054        1,129,640        137,259       273,655            120,610           196,832              138,884            1,210,113        242,365          10.46 19.97 9.81 14.59 11.34 62.89 21.46
IPI00908954 ABHD14B cDNA FLJ52511, highly similar to Abhydrolase domain‐containing prote 1 16.92 1 1 1,312,418        1,370,250        1,229,698        1,349,546        1,224,440        1,924,054        1,129,640        137,259       273,655            120,610           196,832              138,884            1,210,113        242,365          10.46 19.97 9.81 14.59 11.34 62.89 21.46

TPALIVYGDQDPMGQTSFEHLK 3 0.9998
IPI00167973 PBLD cDNA FLJ35507 fis, clone SMINT2009468, moderately similar to Homo s 1 22.46 2 2 6,036,502        7,245,776        6,038,069        6,024,569        6,558,930        7,810,505        6,565,377        891,590       1,691,526        1,138,360       1,007,472          865,364            1,132,536        1,243,043      14.77 23.34 18.85 16.72 13.19 14.5 18.93

EMNLSETAFIR 2 0.9996
GNPAAVCLLENELDEDMHQK 3 0.9979

IPI00168184 PPP2R1A cDNA FLJ34068 fis, clone FCBBF3001918, highly similar to SERINE/THRE 1 21.41 8 9 12,192,597     12,768,026     11,902,385     11,644,789     12,154,623     15,172,906     11,980,233     559,001       3,103,014        1,132,202       1,200,553          1,315,244        1,730,230        2,749,051      4.58 24.3 9.51 10.31 10.82 11.4 22.95
IPI00798040 PPP2R1A cDNA FLJ33169 fis, clone ADRGL2000384, highly similar to Serine/threo 1 26.59 8 9 12,192,597     12,768,026     11,902,385     11,644,789     12,154,623     15,172,906     11,980,233     559,001       3,103,014        1,132,202       1,200,553          1,315,244        1,730,230        2,749,051      4.58 24.3 9.51 10.31 10.82 11.4 22.95
IPI00910732 PPP2R1A cDNA FLJ56053, highly similar to Serine/threonine‐protein phosphatase 1 20.41 8 9 12,192,597     12,768,026     11,902,385     11,644,789     12,154,623     15,172,906     11,980,233     559,001       3,103,014        1,132,202       1,200,553          1,315,244        1,730,230        2,749,051      4.58 24.3 9.51 10.31 10.82 11.4 22.95

IGPILDNSTLQSEVKPILEK 3 0.9998
LNIISNLDCVNEVIGIR 2 0.9997

MAGDPVANVR 2 0.9997
QLSQSLLPAIVELAEDAK 2 0.9998

QLSQSLLPAIVELAEDAKWR 3 0.9998
SALASVIMGLSPILGK 2 0.9997
VLAMSGDPNYLHR 2 0.9995
VLAMSGDPNYLHR 3 0.9997
YFAQEALTVLSLA 2 0.8749

IPI00168479 APOA1BP cDNA FLJ56357, highly similar to Homo sapiens apolipoprotein A‐I bind 1 18.24 4 4 6,660,552        7,081,350        6,285,224        6,263,718        6,667,378        8,651,128        6,297,789        675,515       1,604,590        589,546           675,429              756,954            1,277,686        1,597,849      10.14 22.66 9.38 10.78 11.35 14.77 25.37
IPI00848298 APOA1BP Isoform 2 of Apolipoprotein A‐I‐binding protein 1 30.27 4 4 6,660,552        7,081,350        6,285,224        6,263,718        6,667,378        8,651,128        6,297,789        675,515       1,604,590        589,546           675,429              756,954            1,277,686        1,597,849      10.14 22.66 9.38 10.78 11.35 14.77 25.37
IPI00941988 APOA1BP Isoform 1 of Apolipoprotein A‐I‐binding protein 1 19.44 4 4 6,660,552        7,081,350        6,285,224        6,263,718        6,667,378        8,651,128        6,297,789        675,515       1,604,590        589,546           675,429              756,954            1,277,686        1,597,849      10.14 22.66 9.38 10.78 11.35 14.77 25.37

GLTVPIASIDIPSGWDVEK 2 0.9979
GNAGGIQPDLLISLTAPK 2 0.9937

LFGYEPTIYYPK 2 0.9997
YHYLGGR 2 0.8533



IPI00168510 LOC100130815 Putative uncharacterized protein DKFZp434O1614 0.921 15.75 1 1 3,538,360        4,255,200        3,578,760        3,960,490        2,986,030        3,797,930        3,455,320        505,886       1,541,937        673,829           1,308,323          652,388            900,487           530,532          14.3 36.24 18.83 33.03 21.85 23.71 15.35
VHFEPLNFAASPFLISISDG 2 0.9209

IPI00168839 ST13P5 Putative protein FAM10A5 1 6.23 2 2 2,382,030        2,583,368        2,174,792        2,400,402        1,957,667        2,728,892        2,172,308        200,603       560,357            476,578           447,929              89,247              591,367           446,028          8.42 21.69 21.91 18.66 4.56 21.67 20.53
AIDLFTDAIK 2 0.9984

AIEINPDSAQPYK 2 0.9996
IPI00168885 DHX57 Isoform 1 of Putative ATP‐dependent RNA helicase DHX57 0.991 2.6 2 2 3,345,164        3,437,507        3,283,852        3,723,184        3,733,575        4,691,914        3,628,311        462,040       529,771            419,327           845,865              986,647            661,354           572,962          13.81 15.41 12.77 22.72 26.43 14.1 15.79

ILEMFSAHNLQSVFSR 2 0.8264
SHGSGGGGGGGGGGGGGNRK 2 0.9474

IPI00169280 AKR7L Isoform 1 of Aflatoxin B1 aldehyde reductase member 4 1 4.53 1 1 1,772,358        1,588,752        1,616,032        1,818,248        1,852,180        1,925,950        1,627,712        228,284       378,143            146,294           158,437              218,138            324,419           389,961          12.88 23.8 9.05 8.71 11.78 16.84 23.96
IPI00942126 AKR7L Putative uncharacterized protein AKR7L 1 5.07 1 1 1,772,358        1,588,752        1,616,032        1,818,248        1,852,180        1,925,950        1,627,712        228,284       378,143            146,294           158,437              218,138            324,419           389,961          12.88 23.8 9.05 8.71 11.78 16.84 23.96

FYAYNPLAGGLLTGK 2 0.9996
IPI00169307 ARHGAP21 rho GTPase‐activating protein 21 0.918 0.72 1 1 2,429,177        2,408,027        2,614,690        2,217,240        2,540,050        3,051,790        2,455,707        125,958       654,490            457,468           539,500              680,743            300,186           465,920          5.19 27.18 17.5 24.33 26.8 9.84 18.97
IPI00867539 ARHGAP21 Rho GTPase activating protein 21 0.918 1 1 1 2,429,177        2,408,027        2,614,690        2,217,240        2,540,050        3,051,790        2,455,707        125,958       654,490            457,468           539,500              680,743            300,186           465,920          5.19 27.18 17.5 24.33 26.8 9.84 18.97
IPI00941749 ARHGAP21 Isoform 1 of Rho GTPase‐activating protein 21 0.918 0.72 1 1 2,429,177        2,408,027        2,614,690        2,217,240        2,540,050        3,051,790        2,455,707        125,958       654,490            457,468           539,500              680,743            300,186           465,920          5.19 27.18 17.5 24.33 26.8 9.84 18.97

CSAQDLSISDWLAR 2 0.8838
IPI00169383 PGK1 Phosphoglycerate kinase 1 1 82.97 34 52 906,029,598   909,256,250   732,530,013   736,937,765   797,279,170   999,035,726   760,597,753   23,410,657  208,653,128    75,342,524     50,163,389        63,780,974      110,426,321    143,585,104  2.58 22.95 10.29 6.81 8 11.05 18.88

ACANPAAGSVILLENLR 2 0.9998
ACANPAAGSVILLENLR 3 0.9998

AEPAKIEAFR 2 0.9995
AEPAKIEAFR 3 0.9993
AGGFLMK 1 0.9413
AGGFLMK 2 0.9995

AHSSMVGVNLPQK 2 0.9998
AHSSMVGVNLPQK 3 0.9998
ALESPERPFLAILGGAK 2 0.9998
ALESPERPFLAILGGAK 3 0.9998

ALMDEVVK 1 0.9998
ALMDEVVK 2 0.9844
DVLFLK 2 0.9658

DVLFLKDCVGPEVEK 2 0.9995
ELNYFAK 2 0.9638
FCLDNGAK 1 0.996
FCLDNGAK 2 0.9906

GCITIIGGGDTATCCAK 2 0.9998
IQLINNMLDKVNEMIIGGGMAFTFLK 2 0.9996

ITLPVDFVTADKFDENAK 2 0.9998
ITLPVDFVTADKFDENAK 3 0.9997

KELNYFAK 2 0.8305
LGDVYVNDAFGTAHR 2 0.9998
LGDVYVNDAFGTAHR 3 0.9998

LTLDKLDVK 2 0.9972
QIVWNGPVGVFEWEAFAR 2 0.9998
QIVWNGPVGVFEWEAFAR 3 0.9998

SLLGKDVLFLK 2 0.9996
SLLGKDVLFLK 3 0.9997

SLLGKDVLFLKDCVGPEVEK 3 0.9723
SVVLMSHLGRPDGVPMPDK 3 0.9998

SVVLMSHLGRPDGVPMPDKYSLEPVAVELK 3 0.9998
TGQATVASGIPAGWMGLDCGPESSK 2 0.9998
TGQATVASGIPAGWMGLDCGPESSKK 2 0.9998
TGQATVASGIPAGWMGLDCGPESSKK 3 0.9998

VADKIQLINNMLDKVNEMIIGGGMAFTFLK 3 0.9998
VDFNVPMK 1 0.9997
VDFNVPMK 2 0.999

VDFNVPMKNNQITNNQR 2 0.9997
VDFNVPMKNNQITNNQR 3 0.9998

VKAEPAKIEAFR 3 0.9998
VLNNMEIGTSLFDEEGAK 2 0.9998
VLNNMEIGTSLFDEEGAK 3 0.9998

VLNNMEIGTSLFDEEGAKIVK 3 0.9997
VLPGVDALSNI 1 0.9998
VLPGVDALSNI 2 0.9998

VNEMIIGGGMAFTFLK 2 0.999
VSHVSTGGGASLELLEGK 2 0.9998
VSHVSTGGGASLELLEGK 3 0.9998

WNTEDKVSHVSTGGGASLELLEGK 2 0.9998
WNTEDKVSHVSTGGGASLELLEGK 3 0.9998

YSLEPVAVELK 2 0.9998
IPI00169430 STRBP Isoform 1 of Spermatid perinuclear RNA‐binding protein 0.918 1.04 1 1 4,944,340        4,917,300        4,418,935        4,444,555        4,581,555        5,261,905        3,986,805        1,306,884    2,111,903        1,623,126       705,163              794,338            1,261,256        971,652          26.43 42.95 36.73 15.87 17.34 23.97 24.37
IPI00413860 STRBP Isoform 2 of Spermatid perinuclear RNA‐binding protein 0.918 1.06 1 1 4,944,340        4,917,300        4,418,935        4,444,555        4,581,555        5,261,905        3,986,805        1,306,884    2,111,903        1,623,126       705,163              794,338            1,261,256        971,652          26.43 42.95 36.73 15.87 17.34 23.97 24.37

EPTLTLK 2 0.9181
IPI00170814 PTK7 Isoform 2 of Tyrosine‐protein kinase‐like 7 0.94 2.72 1 1 940,778           960,432           985,718           992,003           971,143           1,186,008        968,263           145,061       227,303            118,524           94,670                111,986            122,267           157,392          15.42 23.67 12.02 9.54 11.53 10.31 16.26
IPI00174794 PTK7 Isoform 5 of Tyrosine‐protein kinase‐like 7 0.94 3.43 1 1 940,778           960,432           985,718           992,003           971,143           1,186,008        968,263           145,061       227,303            118,524           94,670                111,986            122,267           157,392          15.42 23.67 12.02 9.54 11.53 10.31 16.26
IPI00298292 PTK7 Isoform 1 of Tyrosine‐protein kinase‐like 7 0.94 2.62 1 1 940,778           960,432           985,718           992,003           971,143           1,186,008        968,263           145,061       227,303            118,524           94,670                111,986            122,267           157,392          15.42 23.67 12.02 9.54 11.53 10.31 16.26
IPI00478565 PTK7 Isoform 4 of Tyrosine‐protein kinase‐like 7 0.94 2.76 1 1 940,778           960,432           985,718           992,003           971,143           1,186,008        968,263           145,061       227,303            118,524           94,670                111,986            122,267           157,392          15.42 23.67 12.02 9.54 11.53 10.31 16.26
IPI00555762 PTK7 PTK7 protein tyrosine kinase 7 isoform a variant (Fragment) 0.94 3.62 1 1 940,778           960,432           985,718           992,003           971,143           1,186,008        968,263           145,061       227,303            118,524           94,670                111,986            122,267           157,392          15.42 23.67 12.02 9.54 11.53 10.31 16.26
IPI00946792 PTK7 cDNA FLJ55335, highly similar to Tyrosine‐protein kinase‐like 7 0.94 2.6 1 1 940,778           960,432           985,718           992,003           971,143           1,186,008        968,263           145,061       227,303            118,524           94,670                111,986            122,267           157,392          15.42 23.67 12.02 9.54 11.53 10.31 16.26

INSVEVYDGTWYRCMSSTPAGSIEAQAR 3 0.9402
IPI00170935 LRRC47 Leucine‐rich repeat‐containing protein 47 1 12.18 4 4 20,088,613     17,497,963     18,747,358     19,072,637     16,318,819     19,877,615     16,910,610     1,571,379    4,050,077        1,443,755       2,611,168          2,826,868        1,580,888        3,455,174      7.82 23.15 7.7 13.69 17.32 7.95 20.43

APGPGLAQGLPQLHSLVLR 3 0.9996
ELSPDIAHLASLK 2 0.9805
TAATLATHELR 2 0.9995

TTSDLFLEVTSATSLQICKDVMDALILK 3 0.9996
IPI00171057 SSH3 Isoform 2 of Protein phosphatase Slingshot homolog 3 0.999 5.73 2 2 5,207,477        5,701,083        5,552,143        5,639,827        5,707,303        7,334,350        5,214,847        673,123       1,388,227        275,286           390,333              733,599            1,265,521        766,644          12.93 24.35 4.96 6.92 12.85 17.25 14.7

DFIDNQMLLLVAQR 2 0.8693
VLDVSDLESVTSK 2 0.9939

IPI00171199 PSMA3 Isoform 2 of Proteasome subunit alpha type‐3 1 8.47 2 2 6,261,530        5,689,635        5,402,375        5,334,030        5,364,900        5,598,445        5,181,685        486,186       1,203,717        606,373           669,620              821,736            677,577           935,705          7.76 21.16 11.22 12.55 15.32 12.1 18.06
IPI00419249 PSMA3 Isoform 1 of Proteasome subunit alpha type‐3 1 8.24 2 2 6,261,530        5,689,635        5,402,375        5,334,030        5,364,900        5,598,445        5,181,685        486,186       1,203,717        606,373           669,620              821,736            677,577           935,705          7.76 21.16 11.22 12.55 15.32 12.1 18.06

AVENSSTAIGIR 2 0.9995
VFQVEYAMK 2 0.9982

IPI00171412 SUMF2 sulfatase modifying factor 2 isoform b precursor 0.998 6.56 2 2 2,332,822        2,052,810        2,119,153        2,272,608        2,130,450        2,679,159        2,251,784        511,944       593,532            255,347           223,645              351,191            314,889           442,881          21.95 28.91 12.05 9.84 16.48 11.75 19.67
IPI00334514 SUMF2 sulfatase modifying factor 2 isoform e precursor 0.998 5.87 2 2 2,332,822        2,052,810        2,119,153        2,272,608        2,130,450        2,679,159        2,251,784        511,944       593,532            255,347           223,645              351,191            314,889           442,881          21.95 28.91 12.05 9.84 16.48 11.75 19.67
IPI00783919 SUMF2 Putative uncharacterized protein SUMF2 0.998 6.5 2 2 2,332,822        2,052,810        2,119,153        2,272,608        2,130,450        2,679,159        2,251,784        511,944       593,532            255,347           223,645              351,191            314,889           442,881          21.95 28.91 12.05 9.84 16.48 11.75 19.67
IPI00910862 SUMF2 cDNA FLJ54105, highly similar to Sulfatase‐modifying factor 2 0.998 11.48 2 2 2,332,822        2,052,810        2,119,153        2,272,608        2,130,450        2,679,159        2,251,784        511,944       593,532            255,347           223,645              351,191            314,889           442,881          21.95 28.91 12.05 9.84 16.48 11.75 19.67
IPI00924919 SUMF2 Putative uncharacterized protein DKFZP566I1024 0.998 6.77 2 2 2,332,822        2,052,810        2,119,153        2,272,608        2,130,450        2,679,159        2,251,784        511,944       593,532            255,347           223,645              351,191            314,889           442,881          21.95 28.91 12.05 9.84 16.48 11.75 19.67
IPI00926529 SUMF2 Putative uncharacterized protein SUMF2 0.998 5.97 2 2 2,332,822        2,052,810        2,119,153        2,272,608        2,130,450        2,679,159        2,251,784        511,944       593,532            255,347           223,645              351,191            314,889           442,881          21.95 28.91 12.05 9.84 16.48 11.75 19.67
IPI00926849 SUMF2 19 kDa protein 0.998 12.73 2 2 2,332,822        2,052,810        2,119,153        2,272,608        2,130,450        2,679,159        2,251,784        511,944       593,532            255,347           223,645              351,191            314,889           442,881          21.95 28.91 12.05 9.84 16.48 11.75 19.67
IPI00927565 SUMF2 cDNA FLJ59949, highly similar to Homo sapiens sulfatase modifying fact 0.998 9.05 2 2 2,332,822        2,052,810        2,119,153        2,272,608        2,130,450        2,679,159        2,251,784        511,944       593,532            255,347           223,645              351,191            314,889           442,881          21.95 28.91 12.05 9.84 16.48 11.75 19.67
IPI00942652 SUMF2 Isoform 1 of Sulfatase‐modifying factor 2 0.998 6.98 2 2 2,332,822        2,052,810        2,119,153        2,272,608        2,130,450        2,679,159        2,251,784        511,944       593,532            255,347           223,645              351,191            314,889           442,881          21.95 28.91 12.05 9.84 16.48 11.75 19.67

FLMGTNSPDSR 2 0.9891
SVLWWLPVEK 2 0.9429

IPI00171438 TXNDC5 Thioredoxin domain‐containing protein 5 1 11.57 4 4 26,422,950     25,089,030     26,047,385     24,940,885     25,474,500     29,120,800     23,484,620     3,515,101    5,882,283        2,578,348       2,610,815          3,351,394        3,118,988        3,626,278      13.3 23.45 9.9 10.47 13.16 10.71 15.44
IPI00939560 TXNDC5 thioredoxin domain‐containing protein 5 isoform 3 1 15.43 4 4 26,422,950     25,089,030     26,047,385     24,940,885     25,474,500     29,120,800     23,484,620     3,515,101    5,882,283        2,578,348       2,610,815          3,351,394        3,118,988        3,626,278      13.3 23.45 9.9 10.47 13.16 10.71 15.44

ALAPTWEQLALGLEHSETVK 3 0.9989



FVLSQAKDEL 2 0.9495
GYPTLLLFR 2 0.8608

TLAPTWEELSK 2 0.8222
IPI00171494 DYNC2H1 Isoform 2 of Cytoplasmic dynein 2 heavy chain 1 0.967 0.25 1 1 4,358,650        3,673,685        5,015,265        4,011,450        3,922,895        3,892,015        4,451,865        688,251       1,393,777        1,040,105       1,174,181          999,811            778,636           613,248          15.79 37.94 20.74 29.27 25.49 20.01 13.78
IPI00788188 DYNC2H1 Isoform 1 of Cytoplasmic dynein 2 heavy chain 1 0.967 0.26 1 1 4,358,650        3,673,685        5,015,265        4,011,450        3,922,895        3,892,015        4,451,865        688,251       1,393,777        1,040,105       1,174,181          999,811            778,636           613,248          15.79 37.94 20.74 29.27 25.49 20.01 13.78

DHDEFIINLIR 3 0.9579
IPI00171542 NUP85 Nucleoporin 85 0.986 2.59 1 1 290,253           294,230           302,616           447,199           315,652           392,112           290,262           33,322         96,616              85,108             155,990              26,592              90,293             89,049            11.48 32.84 28.12 34.88 8.42 23.03 30.68
IPI00790530 NUP85 Nuclear pore complex protein Nup85 0.986 2.59 1 1 290,253           294,230           302,616           447,199           315,652           392,112           290,262           33,322         96,616              85,108             155,990              26,592              90,293             89,049            11.48 32.84 28.12 34.88 8.42 23.03 30.68
IPI00909193 NUP85 cDNA FLJ59373, highly similar to Homo sapiens pericentrin 1 (PCNT1), m 0.986 3.68 1 1 290,253           294,230           302,616           447,199           315,652           392,112           290,262           33,322         96,616              85,108             155,990              26,592              90,293             89,049            11.48 32.84 28.12 34.88 8.42 23.03 30.68

SFWMTLLTDALPLLEQK 2 0.986
IPI00171741 PGBD4 PiggyBac transposable element‐derived protein 4 0.972 4.27 1 1 405,801           263,467           354,244           384,109           341,501           335,417           298,978           54,072         50,764              64,743             112,613              52,296              59,676             84,863            13.32 19.27 18.28 29.32 15.31 17.79 28.38

KVDVSDITDPLQYFELFFTEELVSK 3 0.9716
IPI00171844 COPS4 COP9 signalosome complex subunit 4 0.984 4.19 1 1 2,003,127        1,663,340        2,262,490        2,054,000        1,829,010        1,997,493        1,687,823        391,547       383,338            617,996           220,950              285,593            259,631           503,397          19.55 23.05 27.31 10.76 15.61 13 29.83
IPI00966084 COPS4 Putative uncharacterized protein COPS4 0.984 6.18 1 1 2,003,127        1,663,340        2,262,490        2,054,000        1,829,010        1,997,493        1,687,823        391,547       383,338            617,996           220,950              285,593            259,631           503,397          19.55 23.05 27.31 10.76 15.61 13 29.83
IPI00967027 COPS4 Putative uncharacterized protein COPS4 0.984 3.88 1 1 2,003,127        1,663,340        2,262,490        2,054,000        1,829,010        1,997,493        1,687,823        391,547       383,338            617,996           220,950              285,593            259,631           503,397          19.55 23.05 27.31 10.76 15.61 13 29.83

MNGFIDQIDGIVHFETR 2 0.8638
IPI00171903 HNRNPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M 1 41.64 24 24 88,745,948     85,401,623     79,134,017     83,995,143     82,004,517     94,043,009     76,999,079     6,213,315    18,282,796      9,117,435       6,651,278          9,333,896        3,239,118        13,580,482    7 21.41 11.52 7.92 11.38 3.44 17.64
IPI00383296 HNRNPM Isoform 2 of Heterogeneous nuclear ribonucleoprotein M 1 43.99 24 24 88,745,948     85,401,623     79,134,017     83,995,143     82,004,517     94,043,009     76,999,079     6,213,315    18,282,796      9,117,435       6,651,278          9,333,896        3,239,118        13,580,482    7 21.41 11.52 7.92 11.38 3.44 17.64

ADILEDKDGK 2 0.9678
AFITNIPFDVK 2 0.9997
FESPEVAER 2 0.9989

FGSGMNMGR 2 0.9981
GCGVVKFESPEVAER 2 0.9928

GIGMGNIGPAGMGMEGIGFGINK 2 0.9998
GNFGGSFAGSFGGAGGHAPGVAR 3 0.9994

INEILSNALK 2 0.9994
KACQIFVR 2 0.9799

LGSTVFVANLDYK 2 0.9997
LKEVFSMAGVVVR 3 0.8591

MEEESGAPGVPSGNGAPGPK 2 0.8465
MGAGLGHGMDR 2 0.9998
MGAGMGFGLER 2 0.9998

MGANSLER 2 0.9561
MGGMEGPFGGGMENMGR 2 0.9998
MGLAMGGGGGASFDR 2 0.9985

MGLVMDR 2 0.9959
MGPAMGPALGAGIER 2 0.9998
MGPLGLDHMASSIER 3 0.9998

MGPVMDR 2 0.8705
MVPAGMGAGLER 2 0.9997

QGGGGGGGSVPGIER 2 0.9998
VGEVTYVELLMDAEGK 2 0.9998

IPI00172421 SKP1 Isoform 2 of S‐phase kinase‐associated protein 1 1 43.75 4 5 27,746,973     28,064,086     26,601,976     27,045,600     27,599,950     35,269,325     26,821,933     1,947,021    7,667,433        4,074,974       3,515,005          3,053,545        2,760,866        5,115,502      7.02 27.32 15.32 13 11.06 7.83 19.07
GLLDVTCK 2 0.9943

RTDDIPVWDQEFLK 2 0.9981
TMLEDLGMDDEGDDDPVPLPNVNAAILKK 3 0.9997

VDQGTLFELILAANYLDIK 2 0.9997
VDQGTLFELILAANYLDIK 3 0.9997

IPI00172460 AK2 Isoform 3 of Adenylate kinase 2, mitochondrial 1 14.36 2 2 2,446,495        2,178,469        2,302,527        2,571,493        2,157,093        2,380,641        2,628,559        788,984       383,702            315,964           352,240              487,977            239,630           632,217          32.25 17.61 13.72 13.7 22.62 10.07 24.05
EKLDSVIEFSIPDSLLIR 3 0.9978
QAEMLDDLMEK 2 0.9995

IPI00172513 APPL2 cDNA FLJ59337, highly similar to DCC‐interacting protein 13 beta 0.993 6.42 2 2 90,546,350     83,443,780     79,200,088     80,473,880     78,570,850     96,083,980     83,540,790     6,566,304    21,449,138      14,478,457     10,712,640        10,689,512      15,441,151      20,322,999    7.25 25.7 18.28 13.31 13.6 16.07 24.33
LNQTALQAVTPITSFGK 2 0.9931

SLLSVFEEDAGTLTDYTNQLLQAMQR 3 0.9825
IPI00172636 CAMK2D Isoform Delta 6 of Calcium/calmodulin‐dependent protein kinase type  1 2.72 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00430291 CAMK2D Isoform Delta 2 of Calcium/calmodulin‐dependent protein kinase type  1 2.61 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00654569 CAMK2D Isoform Delta 4 of Calcium/calmodulin‐dependent protein kinase type  1 2.5 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00827573 CAMK2D Isoform Delta 10 of Calcium/calmodulin‐dependent protein kinase type 1 2.64 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00827606 CAMK2D Isoform Delta 7 of Calcium/calmodulin‐dependent protein kinase type  1 2.66 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00827625 CAMK2D Isoform Delta 11 of Calcium/calmodulin‐dependent protein kinase type 1 2.48 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00827717 CAMK2D Isoform Delta 3 of Calcium/calmodulin‐dependent protein kinase type  1 2.55 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00828139 CAMK2D Isoform Delta 8 of Calcium/calmodulin‐dependent protein kinase type  1 2.61 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00828178 CAMK2D Isoform Delta 9 of Calcium/calmodulin‐dependent protein kinase type  1 2.53 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00876923 CAMK2D calcium/calmodulin‐dependent protein kinase type II subunit delta isof 1 2.72 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00965234 CAMK2D cDNA FLJ53470, highly similar to Calcium/calmodulin‐dependent protei 1 2.44 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00967869 CAMK2D CAMK2D protein 1 2.54 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69
IPI00969118 CAMK2D Putative uncharacterized protein CAMK2D 1 2.61 1 1 633,645           568,031           536,409           572,339           522,612           638,649           587,271           53,091         193,141            190,822           117,959              113,244            106,890           115,617          8.38 34 35.57 20.61 21.67 16.74 19.69

FTDEYQLFEELGK 2 0.9997
IPI00174775 KRT73 Isoform 1 of Keratin, type II cytoskeletal 73 0.93 1.67 1 1 221,806           201,797           214,699           201,964           186,606           256,651           169,999           45,514         48,008              68,120             77,045                40,978              58,525             57,937            20.52 23.79 31.73 38.15 21.96 22.8 34.08
IPI00878987 KRT73 Isoform 2 of Keratin, type II cytoskeletal 73 0.93 2.36 1 1 221,806           201,797           214,699           201,964           186,606           256,651           169,999           45,514         48,008              68,120             77,045                40,978              58,525             57,937            20.52 23.79 31.73 38.15 21.96 22.8 34.08

AQYEEIARK 2 0.9303
IPI00175169 ARFGAP1 Isoform 1 of ADP‐ribosylation factor GTPase‐activating protein 1 0.993 3.69 1 1 1,430,763        1,231,008        1,179,630        1,231,525        1,403,500        1,527,995        1,311,928        165,098       298,097            110,761           151,713              217,708            246,522           236,459          11.54 24.22 9.39 12.32 15.51 16.13 18.02
IPI00217354 ARFGAP1 Isoform 2 of ADP‐ribosylation factor GTPase‐activating protein 1 0.993 3.62 1 1 1,430,763        1,231,008        1,179,630        1,231,525        1,403,500        1,527,995        1,311,928        165,098       298,097            110,761           151,713              217,708            246,522           236,459          11.54 24.22 9.39 12.32 15.51 16.13 18.02
IPI00449160 ARFGAP1 ADP‐ribosylation factor GTPase activating protein 1, isoform CRA_f 0.993 3.72 1 1 1,430,763        1,231,008        1,179,630        1,231,525        1,403,500        1,527,995        1,311,928        165,098       298,097            110,761           151,713              217,708            246,522           236,459          11.54 24.22 9.39 12.32 15.51 16.13 18.02
IPI00922590 ARFGAP1 cDNA FLJ55014, highly similar to ADP‐ribosylation factor GTPase‐activa 0.993 5.12 1 1 1,430,763        1,231,008        1,179,630        1,231,525        1,403,500        1,527,995        1,311,928        165,098       298,097            110,761           151,713              217,708            246,522           236,459          11.54 24.22 9.39 12.32 15.51 16.13 18.02

IFDDVSSGVSQLASK 2 0.9928
IPI00176593 ‐ Putative uncharacterized protein ENSP00000380341 1 6.84 2 2 6,606,290        6,049,740        5,854,775        5,372,725        6,093,668        6,715,165        6,685,385        525,755       1,943,146        1,021,600       1,265,972          795,624            1,102,766        2,625,643      7.96 32.12 17.45 23.56 13.06 16.42 39.27

DLMVGDEASELR 2 0.9967
SMLEVNYPMENGIVR 2 0.9997

IPI00176637 EIF2S2P4;EIF2S2 Eukaryotic translation initiation factor 2 subunit 2‐like protein 0.912 4.28 1 1 17,508,920     14,276,300     18,154,100     20,493,000     17,051,200     15,290,050     20,675,000     3,724,202    3,001,737        3,332,825       3,516,677          3,018,243        4,346,795        4,459,761      21.27 21.03 18.36 17.16 17.7 28.43 21.57
FPDEDEALEDEDNK 2 0.8575

IPI00176692 ‐ 32 kDa protein 1 10.68 2 3 1,681,538        1,647,457        1,571,901        1,599,166        1,703,659        2,010,921        1,857,068        208,185       377,140            142,468           389,060              227,990            245,602           537,383          12.38 22.89 9.06 24.33 13.38 12.21 28.94
IPI00797902 HNRNPA1 16 kDa protein 1 20.69 2 3 1,681,538        1,647,457        1,571,901        1,599,166        1,703,659        2,010,921        1,857,068        208,185       377,140            142,468           389,060              227,990            245,602           537,383          12.38 22.89 9.06 24.33 13.38 12.21 28.94

GFGFVTYATVEEVDAAMNAR 2 0.9998
GFGFVTYATVEEVDAAMNAR 3 0.9998

IEVIEIMTDR 2 0.9998
IPI00176696 ‐ 13 kDa protein 0.953 7.83 1 1 2,307,563        1,776,395        1,734,090        2,142,780        1,798,839        2,173,021        1,958,204        88,156         373,958            402,476           442,938              384,604            656,466           588,862          3.82 21.05 23.21 20.67 21.38 30.21 30.07
IPI00477550 ‐ 13 kDa protein 0.953 7.83 1 1 2,307,563        1,776,395        1,734,090        2,142,780        1,798,839        2,173,021        1,958,204        88,156         373,958            402,476           442,938              384,604            656,466           588,862          3.82 21.05 23.21 20.67 21.38 30.21 30.07
IPI00787644 ‐ 13 kDa protein 0.953 7.83 1 1 2,307,563        1,776,395        1,734,090        2,142,780        1,798,839        2,173,021        1,958,204        88,156         373,958            402,476           442,938              384,604            656,466           588,862          3.82 21.05 23.21 20.67 21.38 30.21 30.07
IPI00795435 ‐ 13 kDa protein 0.953 7.83 1 1 2,307,563        1,776,395        1,734,090        2,142,780        1,798,839        2,173,021        1,958,204        88,156         373,958            402,476           442,938              384,604            656,466           588,862          3.82 21.05 23.21 20.67 21.38 30.21 30.07
IPI00187140 RPS26P11 Putative 40S ribosomal protein S26‐like 1 0.953 7.83 1 1 2,307,563        1,776,395        1,734,090        2,142,780        1,798,839        2,173,021        1,958,204        88,156         373,958            402,476           442,938              384,604            656,466           588,862          3.82 21.05 23.21 20.67 21.38 30.21 30.07
IPI00401819 RPS26 Similar to 40S ribosomal protein S26 0.953 7.83 1 1 2,307,563        1,776,395        1,734,090        2,142,780        1,798,839        2,173,021        1,958,204        88,156         373,958            402,476           442,938              384,604            656,466           588,862          3.82 21.05 23.21 20.67 21.38 30.21 30.07
IPI00655650 RPS26 40S ribosomal protein S26 0.953 7.83 1 1 2,307,563        1,776,395        1,734,090        2,142,780        1,798,839        2,173,021        1,958,204        88,156         373,958            402,476           442,938              384,604            656,466           588,862          3.82 21.05 23.21 20.67 21.38 30.21 30.07
IPI00797875 RPS26 Ribosomal protein S26 0.953 12 1 1 2,307,563        1,776,395        1,734,090        2,142,780        1,798,839        2,173,021        1,958,204        88,156         373,958            402,476           442,938              384,604            656,466           588,862          3.82 21.05 23.21 20.67 21.38 30.21 30.07

NIVEAAAVR 2 0.9602
IPI00177728 CNDP2 Isoform 1 of Cytosolic non‐specific dipeptidase 1 18.53 7 7 28,913,665     29,698,251     24,871,478     25,904,764     28,114,597     32,840,135     27,647,033     1,401,452    8,607,167        2,666,737       3,006,302          3,024,540        3,661,600        8,256,774      4.85 28.98 10.72 11.61 10.76 11.15 29.86

MLAAYLYEVSQLKD 2 0.9539
MMEVAAADVK 2 0.9996

NVMLLPVGSADDGAHSQNEK 3 0.9894
QLGGSVELVDIGK 2 0.853
TGQEIPVNVR 2 0.9968

WVAIQSVSAWPEK 2 0.9178
YNYIEGTK 2 0.9838

IPI00178056 ‐ 44 kDa protein 1 2.83 1 1 5,599,700        5,420,993        5,271,500        5,419,233        5,901,633        6,477,833        4,793,267        325,464       1,593,430        717,596           998,539              1,284,457        1,056,028        1,379,865      5.81 29.39 13.61 18.43 21.76 16.3 28.79



HGEIDYEAIVK 2 0.9998
IPI00178188 DYNLRB2 Dynein light chain roadblock‐type 2 1 12.5 1 1 2,345,195        2,376,838        2,262,825        2,210,920        2,267,848        2,947,890        2,292,833        287,473       601,567            287,416           589,677              292,718            205,028           582,085          12.26 25.31 12.7 26.67 12.91 6.96 25.39

DIDPQNDLTFLR 2 0.9996
IPI00178352 FLNC Isoform 1 of Filamin‐C 0.984 0.92 2 2 6,704,280        6,374,495        6,726,675        6,948,875        6,515,410        8,054,345        6,289,460        827,586       1,208,337        710,207           1,068,296          827,740            547,546           1,342,763      12.34 18.96 10.56 15.37 12.7 6.8 21.35
IPI00413958 FLNC Isoform 2 of Filamin‐C 0.984 0.93 2 2 6,704,280        6,374,495        6,726,675        6,948,875        6,515,410        8,054,345        6,289,460        827,586       1,208,337        710,207           1,068,296          827,740            547,546           1,342,763      12.34 18.96 10.56 15.37 12.7 6.8 21.35

APSGNEEPCLLK 2 0.9361
YGGPQHIVGSPFK 2 0.9296

IPI00178440 SNORA41;EEF1B2 Elongation factor 1‐beta 1 37.33 5 5 97,213,920     98,769,880     77,072,240     81,650,430     83,317,940     108,130,060   78,372,920     4,643,163    26,881,541      8,162,580       8,409,022          10,946,043      13,736,011      17,468,055    4.78 27.22 10.59 10.3 13.14 12.7 22.29
SIQADGLVWGSSK 2 0.9997
SPAGLQVLNDYLADK 2 0.9997

SSILLDVKPWDDETDMAK 3 0.9992
SSILLDVKPWDDETDMAKLEECVR 3 0.9997

SYIEGYVPSQADVAVFEAVSSPPPADLCHALR 3 0.9952
IPI00179138 SF3B3 Isoform 2 of Splicing factor 3B subunit 3 1 12 3 3 14,421,525     13,572,390     13,800,310     14,748,565     13,336,825     17,507,725     13,172,480     1,244,557    3,499,723        1,182,636       2,764,213          1,571,042        1,912,175        3,028,488      8.63 25.79 8.57 18.74 11.78 10.92 22.99

IVILEYQPSK 2 0.902
IVPGQFLAVDPK 2 0.9832
LTISSPLEAHK 3 0.9955

IPI00179298 HUWE1 482 kDa protein 1 0.98 2 2 540,621           515,058           546,067           642,780           613,845           565,430           574,881           65,302         111,122            89,897             109,733              125,556            127,878           130,915          12.08 21.57 16.46 17.07 20.45 22.62 22.77
IPI00445401 HUWE1 Isoform 2 of E3 ubiquitin‐protein ligase HUWE1 1 0.99 2 2 540,621           515,058           546,067           642,780           613,845           565,430           574,881           65,302         111,122            89,897             109,733              125,556            127,878           130,915          12.08 21.57 16.46 17.07 20.45 22.62 22.77
IPI00456919 HUWE1 Isoform 1 of E3 ubiquitin‐protein ligase HUWE1 1 0.98 2 2 540,621           515,058           546,067           642,780           613,845           565,430           574,881           65,302         111,122            89,897             109,733              125,556            127,878           130,915          12.08 21.57 16.46 17.07 20.45 22.62 22.77
IPI00643153 HUWE1 Isoform 3 of E3 ubiquitin‐protein ligase HUWE1 1 0.99 2 2 540,621           515,058           546,067           642,780           613,845           565,430           574,881           65,302         111,122            89,897             109,733              125,556            127,878           130,915          12.08 21.57 16.46 17.07 20.45 22.62 22.77

IPIPLMDYILNVMK 2 0.8641
VPVSEGLEHSDLPDGTGEFLDAWLMLVEK 3 0.9996

IPI00179330 RPS27A Ubiquitin‐40S ribosomal protein S27a 1 21.79 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00798155 RPS27A 12 kDa protein 1 32.08 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00456429 UBA52 Ubiquitin‐60S ribosomal protein L40 1 26.56 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00719280 UBB Polyubiquitin‐B 1 14.85 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00784990 UBC Ubiquitin C splice variant 1 22.22 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00789823 UBC 16 kDa protein 1 23.78 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00790633 UBC 25 kDa protein 1 15.6 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00792712 UBC 39 kDa protein 1 9.69 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00793330 UBC 12 kDa protein 1 31.19 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00793729 UBC UBC protein 1 11.15 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00793810 UBC 19 kDa protein 1 20 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00794211 UBC 18 kDa protein 1 21.79 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00794925 UBC 21 kDa protein 1 17.99 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00795527 UBC 21 kDa protein 1 18.38 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00796007 UBC 17 kDa protein 1 22.52 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00796600 UBC 18 kDa protein 1 21.66 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00797400 UBC 19 kDa protein 1 20.36 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00969566 UBC Polyubiquitin‐C 1 4.96 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00970811 UBC 33 kDa protein 1 11.72 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17
IPI00970878 UBC 11 kDa protein 1 33.66 3 4 1,691,791        1,567,921        1,448,185        1,538,296        1,528,349        1,882,933        1,525,979        158,647       381,446            131,264           157,285              188,104            271,678           307,850          9.38 24.33 9.06 10.22 12.31 14.43 20.17

ESTLHLVLR 2 0.9995
ESTLHLVLR 3 0.9994

TITLEVEPSDTIENVK 2 0.9998
TLSDYNIQK 2 0.9997

IPI00179589 ‐ 14 kDa protein 1 23.08 2 3 7,766,863        7,298,863        6,479,667        7,069,097        6,830,067        8,974,710        6,823,330        454,475       1,824,144        671,511           628,062              681,878            1,617,737        1,678,489      5.85 24.99 10.36 8.88 9.98 18.03 24.6
GPDGLTAFEATDNQAIK 2 0.9997
NGDLDEVKDYVAK 2 0.9992
NGDLDEVKDYVAK 3 0.9804

IPI00179700 HMGA1 Isoform HMG‐I of High mobility group protein HMG‐I/HMG‐Y 0.994 23.36 2 2 2,007,993        1,944,350        1,855,970        2,019,465        1,858,993        2,295,335        1,836,538        302,984       505,603            118,971           278,925              359,495            435,569           253,918          15.09 26 6.41 13.81 19.34 18.98 13.83
IPI00744851 HMGA1 cDNA FLJ54188, moderately similar to High mobility group protein HMG 0.994 7.62 2 2 2,007,993        1,944,350        1,855,970        2,019,465        1,858,993        2,295,335        1,836,538        302,984       505,603            118,971           278,925              359,495            435,569           253,918          15.09 26 6.41 13.81 19.34 18.98 13.83
IPI00746310 HMGA1 Isoform HMG‐R of High mobility group protein HMG‐I/HMG‐Y 0.994 13.97 2 2 2,007,993        1,944,350        1,855,970        2,019,465        1,858,993        2,295,335        1,836,538        302,984       505,603            118,971           278,925              359,495            435,569           253,918          15.09 26 6.41 13.81 19.34 18.98 13.83
IPI00952829 HMGA1 Putative uncharacterized protein HMGA1 0.994 13.97 2 2 2,007,993        1,944,350        1,855,970        2,019,465        1,858,993        2,295,335        1,836,538        302,984       505,603            118,971           278,925              359,495            435,569           253,918          15.09 26 6.41 13.81 19.34 18.98 13.83

KQPPVSPGTALVGSQK 3 0.9316
KQPPVSPGTALVGSQKEPSEVPTPK 3 0.9939

IPI00179713 IGF2BP2 Isoform 1 of Insulin‐like growth factor 2 mRNA‐binding protein 2 1 4.34 2 2 2,268,473        2,123,590        1,913,186        2,334,790        2,175,836        2,360,990        2,069,726        416,176       366,498            247,644           423,588              214,854            378,271           519,895          18.35 17.26 12.94 18.14 9.87 16.02 25.12
IPI00180983 IGF2BP2 Isoform 2 of Insulin‐like growth factor 2 mRNA‐binding protein 2 1 4.68 2 2 2,268,473        2,123,590        1,913,186        2,334,790        2,175,836        2,360,990        2,069,726        416,176       366,498            247,644           423,588              214,854            378,271           519,895          18.35 17.26 12.94 18.14 9.87 16.02 25.12
IPI00743914 IGF2BP2 Isoform 3 of Insulin‐like growth factor 2 mRNA‐binding protein 2 1 4.35 2 2 2,268,473        2,123,590        1,913,186        2,334,790        2,175,836        2,360,990        2,069,726        416,176       366,498            247,644           423,588              214,854            378,271           519,895          18.35 17.26 12.94 18.14 9.87 16.02 25.12
IPI00922068 IGF2BP2 Isoform 5 of Insulin‐like growth factor 2 mRNA‐binding protein 2 1 5.27 2 2 2,268,473        2,123,590        1,913,186        2,334,790        2,175,836        2,360,990        2,069,726        416,176       366,498            247,644           423,588              214,854            378,271           519,895          18.35 17.26 12.94 18.14 9.87 16.02 25.12
IPI00922167 IGF2BP2 Isoform 4 of Insulin‐like growth factor 2 mRNA‐binding protein 2 1 4.8 2 2 2,268,473        2,123,590        1,913,186        2,334,790        2,175,836        2,360,990        2,069,726        416,176       366,498            247,644           423,588              214,854            378,271           519,895          18.35 17.26 12.94 18.14 9.87 16.02 25.12
IPI00953576 IGF2BP2 Putative uncharacterized protein IGF2BP2 1 4.84 2 2 2,268,473        2,123,590        1,913,186        2,334,790        2,175,836        2,360,990        2,069,726        416,176       366,498            247,644           423,588              214,854            378,271           519,895          18.35 17.26 12.94 18.14 9.87 16.02 25.12

IIGHFFASQTAQR 2 0.8291
MVIITGPPEAQFK 2 0.9997

IPI00179953 NASP Isoform 1 of Nuclear autoantigenic sperm protein 1 6.98 3 3 1,921,973        1,919,993        2,104,558        2,067,391        1,946,532        2,443,780        1,972,148        298,309       448,791            249,335           160,126              255,968            200,020           350,005          15.52 23.37 11.85 7.75 13.15 8.18 17.75
IPI00219821 NASP Isoform 2 of Nuclear autoantigenic sperm protein 1 12.25 3 3 1,921,973        1,919,993        2,104,558        2,067,391        1,946,532        2,443,780        1,972,148        298,309       448,791            249,335           160,126              255,968            200,020           350,005          15.52 23.37 11.85 7.75 13.15 8.18 17.75
IPI00332499 NASP Isoform 3 of Nuclear autoantigenic sperm protein 1 6.96 3 3 1,921,973        1,919,993        2,104,558        2,067,391        1,946,532        2,443,780        1,972,148        298,309       448,791            249,335           160,126              255,968            200,020           350,005          15.52 23.37 11.85 7.75 13.15 8.18 17.75

HLVMGDIPAAVNAFQEAASLLGK 3 0.9996
SIEVIENR 2 0.9986

SLQENEEEEIGNLELAWDMLDLAK 2 0.9997
IPI00179964 PTBP1 Isoform 1 of Polypyrimidine tract‐binding protein 1 1 36.53 11 14 25,891,910     24,863,738     25,451,701     26,683,441     25,430,622     30,486,834     24,664,831     1,452,849    4,757,120        2,583,414       898,960              2,311,887        3,250,776        4,410,257      5.61 19.13 10.15 3.37 9.09 10.66 17.88
IPI00183626 PTBP1 polypyrimidine tract‐binding protein 1 isoform a 1 34.83 11 14 25,891,910     24,863,738     25,451,701     26,683,441     25,430,622     30,486,834     24,664,831     1,452,849    4,757,120        2,583,414       898,960              2,311,887        3,250,776        4,410,257      5.61 19.13 10.15 3.37 9.09 10.66 17.88
IPI00334175 PTBP1 Isoform 2 of Polypyrimidine tract‐binding protein 1 1 35.27 11 14 25,891,910     24,863,738     25,451,701     26,683,441     25,430,622     30,486,834     24,664,831     1,452,849    4,757,120        2,583,414       898,960              2,311,887        3,250,776        4,410,257      5.61 19.13 10.15 3.37 9.09 10.66 17.88

DYGNSPLHR 2 0.981
EGQEDQGLTKDYGNSPLHR 3 0.9777

GKNQAFIEMNTEEAANTMVNYYTSVTPVLR 3 0.9997
IAIPGLAGAGNSVLLVSNLNPER 2 0.9998
IAIPGLAGAGNSVLLVSNLNPER 3 0.9998
IIVENLFYPVTLDVLHQIFSK 2 0.9998
IIVENLFYPVTLDVLHQIFSK 3 0.9998
KLPIDVTEGEVISLGLPFGK 2 0.9998
KLPIDVTEGEVISLGLPFGK 3 0.9996
LSLDGQNIYNACCTLR 2 0.9794

LTSLNVK 2 0.9292
NFQNIFPPSATLHLSNIPPSVSEEDLK 3 0.9998

NNQFQALLQYADPVSAQHAK 3 0.9998
VLFSSNGGVVK 2 0.9995

IPI00816288 TMSB4XP1 Putative thymosin beta‐4‐like protein 1 1 54.55 3 4 5,872,896        6,729,840        5,111,088        5,567,102        5,462,370        6,840,626        5,155,346        108,637       1,659,232        667,376           855,737              1,104,002        747,180           1,165,638      1.85 24.65 13.06 15.37 20.21 10.92 22.61
IPI00220828 TMSB4X Thymosin beta‐4 1 54.55 3 4 5,872,896        6,729,840        5,111,088        5,567,102        5,462,370        6,840,626        5,155,346        108,637       1,659,232        667,376           855,737              1,104,002        747,180           1,165,638      1.85 24.65 13.06 15.37 20.21 10.92 22.61
IPI00815642 TMSB4X TMSB4X protein (Fragment) 1 34.29 3 4 5,872,896        6,729,840        5,111,088        5,567,102        5,462,370        6,840,626        5,155,346        108,637       1,659,232        667,376           855,737              1,104,002        747,180           1,165,638      1.85 24.65 13.06 15.37 20.21 10.92 22.61
IPI00180240 TMSL3 Thymosin beta‐4‐like protein 3 1 54.55 3 4 5,872,896        6,729,840        5,111,088        5,567,102        5,462,370        6,840,626        5,155,346        108,637       1,659,232        667,376           855,737              1,104,002        747,180           1,165,638      1.85 24.65 13.06 15.37 20.21 10.92 22.61
IPI00719405 TMSL6 Putative thymosin beta‐4‐like protein 6 1 54.55 3 4 5,872,896        6,729,840        5,111,088        5,567,102        5,462,370        6,840,626        5,155,346        108,637       1,659,232        667,376           855,737              1,104,002        747,180           1,165,638      1.85 24.65 13.06 15.37 20.21 10.92 22.61

NPLPSKETIEQEK 2 0.9977
NPLPSKETIEQEK 3 0.9987

NPLPSKETIEQEKQAGES 3 0.9996
TETQEKNPLPSKETIEQEK 3 0.9997

IPI00180305 UBR4 Isoform 5 of E3 ubiquitin‐protein ligase UBR4 0.993 1.43 2 2 2,840,488        2,753,690        2,769,152        2,989,528        2,779,250        3,362,712        2,595,075        392,029       725,527            409,466           253,284              341,578            225,262           581,125          13.8 26.35 14.79 8.47 12.29 6.7 22.39
IPI00640981 UBR4 Isoform 4 of E3 ubiquitin‐protein ligase UBR4 0.993 0.68 2 2 2,840,488        2,753,690        2,769,152        2,989,528        2,779,250        3,362,712        2,595,075        392,029       725,527            409,466           253,284              341,578            225,262           581,125          13.8 26.35 14.79 8.47 12.29 6.7 22.39
IPI00646605 UBR4 Isoform 3 of E3 ubiquitin‐protein ligase UBR4 0.993 0.68 2 2 2,840,488        2,753,690        2,769,152        2,989,528        2,779,250        3,362,712        2,595,075        392,029       725,527            409,466           253,284              341,578            225,262           581,125          13.8 26.35 14.79 8.47 12.29 6.7 22.39
IPI00746934 UBR4 Isoform 2 of E3 ubiquitin‐protein ligase UBR4 0.993 0.67 2 2 2,840,488        2,753,690        2,769,152        2,989,528        2,779,250        3,362,712        2,595,075        392,029       725,527            409,466           253,284              341,578            225,262           581,125          13.8 26.35 14.79 8.47 12.29 6.7 22.39
IPI00843999 UBR4 Isoform 1 of E3 ubiquitin‐protein ligase UBR4 0.993 0.68 2 2 2,840,488        2,753,690        2,769,152        2,989,528        2,779,250        3,362,712        2,595,075        392,029       725,527            409,466           253,284              341,578            225,262           581,125          13.8 26.35 14.79 8.47 12.29 6.7 22.39

APSYIEIFGR 2 0.9789
KDPELFLGLASNILNFITSSMLNSR 3 0.9934



IPI00180707 FREM2 Isoform 1 of FRAS1‐related extracellular matrix protein 2 0.973 0.57 1 1 10,917,700     14,482,000     10,605,550     9,953,550        13,924,890     13,023,000     9,565,355        1,843,122    3,771,438        1,432,561       2,156,761          4,303,482        6,041,778        1,894,628      16.88 26.04 13.51 21.67 30.9 46.39 19.81
IPI00640805 FREM2 Isoform 2 of FRAS1‐related extracellular matrix protein 2 0.973 0.67 1 1 10,917,700     14,482,000     10,605,550     9,953,550        13,924,890     13,023,000     9,565,355        1,843,122    3,771,438        1,432,561       2,156,761          4,303,482        6,041,778        1,894,628      16.88 26.04 13.51 21.67 30.9 46.39 19.81

VSGQILHVGGLFHLEDIK 3 0.9615
IPI00180954 CIRBP Cold‐inducible RNA‐binding protein 1 26.16 3 3 2,862,353        3,440,373        3,030,990        2,865,030        2,771,907        3,621,882        2,845,973        329,967       1,116,645        443,630           610,747              481,177            412,856           661,014          11.53 32.46 14.64 21.32 17.36 11.4 23.23

DSYDSYATHNE 2 0.9929
GFGFVTFENIDDAKDAMMAMNGK 3 0.9921

YGQISEVVVVK 2 0.9933
IPI00181006 PPP1R13L Protein phosphatase 1, regulatory (Inhibitor) subunit 13 like, isoform C 0.995 5.9 1 1 193,317           144,814           172,554           175,501           160,283           130,910           205,390           66,093         34,231              48,628             83,009                34,618              41,740             114,419          34.19 23.64 28.18 47.3 21.6 31.88 55.71
IPI00439948 PPP1R13L Isoform 1 of RelA‐associated inhibitor 0.995 2.9 1 1 193,317           144,814           172,554           175,501           160,283           130,910           205,390           66,093         34,231              48,628             83,009                34,618              41,740             114,419          34.19 23.64 28.18 47.3 21.6 31.88 55.71

LNPLVLLLDAALTGELEVVQQAVK 3 0.9948
IPI00182469 CTNND1 Isoform 1AB of Catenin delta‐1 1 11.43 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00182540 CTNND1 Putative uncharacterized protein CTNND1 1 11.6 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219725 CTNND1 Isoform 2AB of Catenin delta‐1 1 12.11 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219726 CTNND1 Isoform 2AC of Catenin delta‐1 1 12.43 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219727 CTNND1 Isoform 2BC of Catenin delta‐1 1 12.3 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219728 CTNND1 Isoform 2A of Catenin delta‐1 1 12.51 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219730 CTNND1 Isoform 2B of Catenin delta‐1 1 12.39 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219731 CTNND1 Isoform 2C of Catenin delta‐1 1 12.72 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219732 CTNND1 Isoform 2 of Catenin delta‐1 1 12.81 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219733 CTNND1 Isoform 3ABC of Catenin delta‐1 1 12.69 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219734 CTNND1 Isoform 3AB of Catenin delta‐1 1 12.78 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219735 CTNND1 Isoform 3AC of Catenin delta‐1 1 13.13 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219737 CTNND1 Isoform 3BC of Catenin delta‐1 1 12.99 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219738 CTNND1 Isoform 3A of Catenin delta‐1 1 13.22 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219739 CTNND1 Isoform 3B of Catenin delta‐1 1 13.08 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219741 CTNND1 Isoform 3C of Catenin delta‐1 1 13.45 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219742 CTNND1 Isoform 3 of Catenin delta‐1 1 13.55 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219868 CTNND1 Isoform 1AC of Catenin delta‐1 1 11.71 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219869 CTNND1 Isoform 1BC of Catenin delta‐1 1 11.6 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219870 CTNND1 Isoform 1A of Catenin delta‐1 1 11.79 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219872 CTNND1 Isoform 1B of Catenin delta‐1 1 11.68 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219873 CTNND1 Isoform 1C of Catenin delta‐1 1 11.97 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00219875 CTNND1 Isoform 2ABC of Catenin delta‐1 1 12.04 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00419482 CTNND1 catenin delta‐1 isoform 1B 1 11.69 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00845519 CTNND1 Isoform 1 of Catenin delta‐1 1 12.05 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00940850 CTNND1 Putative uncharacterized protein CTNND1 1 11.97 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1
IPI00942869 CTNND1 Isoform 1ABC of Catenin delta‐1 1 11.36 7 7 1,272,578        1,263,636        1,300,835        1,259,114        1,278,374        1,608,521        1,239,892        220,456       354,994            174,549           310,785              203,657            421,042           236,766          17.32 28.09 13.42 24.68 15.93 26.18 19.1

AAALVLQTIWGYK 2 0.9997
ALSAIADLLTNEHER 2 0.999
APSRQDVYGPQPQVR 3 0.9786

DMDLTEVITGTLWNLSSHDSIK 3 0.8683
ECDGLVDALIFIVQAEIGQK 2 0.9534

FHPEPYGLEDDQR 3 0.9871
SDFQVNLNNASR 2 0.9997

IPI00182757 KIAA1967 Isoform 1 of Protein KIAA1967 1 8.99 5 5 15,191,628     13,567,949     15,533,553     15,650,397     14,727,930     15,301,600     14,129,762     2,172,229    2,879,081        1,486,524       2,350,996          2,159,054        1,664,327        2,557,168      14.3 21.22 9.57 15.02 14.66 10.88 18.1
IPI00873406 KIAA1967 Isoform 2 of Protein KIAA1967 1 8.99 5 5 15,191,628     13,567,949     15,533,553     15,650,397     14,727,930     15,301,600     14,129,762     2,172,229    2,879,081        1,486,524       2,350,996          2,159,054        1,664,327        2,557,168      14.3 21.22 9.57 15.02 14.66 10.88 18.1

ISFEVMVLAELFLEMLQR 3 0.9926
QGILGAQPQLIFQPHR 3 0.9754
SPAPPLLHVAALGQK 3 0.9427

VHLTPYTVDSPICDFLELQR 3 0.9937
VLLLSSPGLEELYR 2 0.9986

IPI00182933 CYB5A Isoform 2 of Cytochrome b5 0.957 21.43 1 1 597,638           620,378           512,270           507,902           555,143           753,045           503,563           31,390         148,862            72,987             95,963                113,283            120,148           167,818          5.25 24 14.25 18.89 20.41 15.95 33.33
IPI00397860 CYB5A Isoform 1 of Cytochrome b5 0.957 15.67 1 1 597,638           620,378           512,270           507,902           555,143           753,045           503,563           31,390         148,862            72,987             95,963                113,283            120,148           167,818          5.25 24 14.25 18.89 20.41 15.95 33.33
IPI00645474 CYB5A 14 kDa protein 0.957 16.94 1 1 597,638           620,378           512,270           507,902           555,143           753,045           503,563           31,390         148,862            72,987             95,963                113,283            120,148           167,818          5.25 24 14.25 18.89 20.41 15.95 33.33
IPI00871858 CYB5A Cytochrome b‐5 isoform 1 variant 0.957 21.43 1 1 597,638           620,378           512,270           507,902           555,143           753,045           503,563           31,390         148,862            72,987             95,963                113,283            120,148           167,818          5.25 24 14.25 18.89 20.41 15.95 33.33

EQAGGDATENFEDVGHSTDAR 3 0.9571
IPI00183002 PPP1R12A Isoform 1 of Protein phosphatase 1 regulatory subunit 12A 0.99 2.14 1 1 408,062           422,343           466,878           434,016           380,354           405,402           430,466           92,114         85,771              181,171           99,126                106,455            93,169             80,616            22.57 20.31 38.8 22.84 27.99 22.98 18.73
IPI00397728 PPP1R12A Isoform 2 of Protein phosphatase 1 regulatory subunit 12A 0.99 2.21 1 1 408,062           422,343           466,878           434,016           380,354           405,402           430,466           92,114         85,771              181,171           99,126                106,455            93,169             80,616            22.57 20.31 38.8 22.84 27.99 22.98 18.73
IPI00397730 PPP1R12A Isoform 4 of Protein phosphatase 1 regulatory subunit 12A 0.99 2.27 1 1 408,062           422,343           466,878           434,016           380,354           405,402           430,466           92,114         85,771              181,171           99,126                106,455            93,169             80,616            22.57 20.31 38.8 22.84 27.99 22.98 18.73
IPI00413191 PPP1R12A Isoform 3 of Protein phosphatase 1 regulatory subunit 12A 0.99 2.26 1 1 408,062           422,343           466,878           434,016           380,354           405,402           430,466           92,114         85,771              181,171           99,126                106,455            93,169             80,616            22.57 20.31 38.8 22.84 27.99 22.98 18.73
IPI00939648 PPP1R12A protein phosphatase 1 regulatory subunit 12A isoform b 0.99 2.33 1 1 408,062           422,343           466,878           434,016           380,354           405,402           430,466           92,114         85,771              181,171           99,126                106,455            93,169             80,616            22.57 20.31 38.8 22.84 27.99 22.98 18.73

VGQTAFDVADEDILGYLEELQK 3 0.9898
IPI00183274 SNX1 sorting nexin‐1 isoform c 1 9.92 3 3 7,378,227        6,691,176        5,975,314        6,628,486        5,437,750        6,731,926        5,824,025        1,074,667    1,437,519        737,555           539,595              562,367            340,287           1,237,100      14.57 21.48 12.34 8.14 10.34 5.05 21.24
IPI00183530 SNX1 cDNA FLJ46302 fis, clone TESTI4036048, highly similar to Sorting nexin  1 8.44 3 3 7,378,227        6,691,176        5,975,314        6,628,486        5,437,750        6,731,926        5,824,025        1,074,667    1,437,519        737,555           539,595              562,367            340,287           1,237,100      14.57 21.48 12.34 8.14 10.34 5.05 21.24
IPI00220527 SNX1 Isoform 1A of Sorting nexin‐1 1 10.28 3 3 7,378,227        6,691,176        5,975,314        6,628,486        5,437,750        6,731,926        5,824,025        1,074,667    1,437,519        737,555           539,595              562,367            340,287           1,237,100      14.57 21.48 12.34 8.14 10.34 5.05 21.24

ALSQLAEVEEK 2 0.9958
ELALNTAQFAK 2 0.8041

IEQLHQEQANNDFFLLAELLSDYIR 3 0.9925
IPI00183526 NCL NCL protein 1 8.71 3 3 6,925,955        7,601,918        6,233,223        7,188,253        7,115,098        8,940,953        6,564,893        352,585       1,949,301        795,488           984,288              734,422            977,866           1,198,232      5.09 25.64 12.76 13.69 10.32 10.94 18.25
IPI00916188 NCL 32 kDa protein 1 14.14 3 3 6,925,955        7,601,918        6,233,223        7,188,253        7,115,098        8,940,953        6,564,893        352,585       1,949,301        795,488           984,288              734,422            977,866           1,198,232      5.09 25.64 12.76 13.69 10.32 10.94 18.25

GLSEDTTEETLK 2 0.9986
GLSEDTTEETLKESFDGSVR 3 0.9998
TLVLSNLSYSATEETLQEVFEK 2 0.9998

IPI00183695 S100A10 Protein S100‐A10 1 32.99 3 4 19,017,410     15,639,960     23,237,718     18,361,149     23,878,950     20,882,060     23,811,370     4,313,557    4,165,610        3,372,736       3,756,242          3,657,002        2,435,228        5,225,823      22.68 26.63 14.51 20.46 15.31 11.66 21.95
EFPGFLENQKDPLAVDK 2 0.9997

FAGDKGYLTK 2 0.9983
FAGDKGYLTK 3 0.8855

VLMEKEFPGFLENQKDPLAVDK 3 0.9997
IPI00183968 TPM3 tropomyosin alpha‐3 chain isoform 1 1 10.88 3 3 1,886,814        1,823,214        1,836,815        1,760,525        1,735,631        2,036,340        1,912,587        316,283       324,811            224,431           303,865              236,169            290,797           402,409          16.76 17.82 12.22 17.26 13.61 14.28 21.04

ALKDEEKMELQEIQLK 3 0.9996
IQLVEEELDR 2 0.9996

RIQLVEEELDRAQER 3 0.9994
IPI00184262 ESRP1 Isoform 3 of Epithelial splicing regulatory protein 1 0.988 3.55 1 1 325,656           263,630           364,989           409,027           325,290           357,676           294,770           80,858         92,255              58,413             73,630                80,997              51,630             117,494          24.83 34.99 16 18 24.9 14.43 39.86
IPI00654821 ESRP1 Isoform 4 of Epithelial splicing regulatory protein 1 0.988 3.62 1 1 325,656           263,630           364,989           409,027           325,290           357,676           294,770           80,858         92,255              58,413             73,630                80,997              51,630             117,494          24.83 34.99 16 18 24.9 14.43 39.86
IPI00789651 ESRP1 Isoform 2 of Epithelial splicing regulatory protein 1 0.988 3.95 1 1 325,656           263,630           364,989           409,027           325,290           357,676           294,770           80,858         92,255              58,413             73,630                80,997              51,630             117,494          24.83 34.99 16 18 24.9 14.43 39.86
IPI00797684 ESRP1 Isoform 1 of Epithelial splicing regulatory protein 1 0.988 3.52 1 1 325,656           263,630           364,989           409,027           325,290           357,676           294,770           80,858         92,255              58,413             73,630                80,997              51,630             117,494          24.83 34.99 16 18 24.9 14.43 39.86
IPI00889667 ESRP1 epithelial splicing regulatory protein 1 isoform 5 0.988 3.97 1 1 325,656           263,630           364,989           409,027           325,290           357,676           294,770           80,858         92,255              58,413             73,630                80,997              51,630             117,494          24.83 34.99 16 18 24.9 14.43 39.86
IPI00889741 ESRP1 epithelial splicing regulatory protein 1 isoform 3 0.988 3.64 1 1 325,656           263,630           364,989           409,027           325,290           357,676           294,770           80,858         92,255              58,413             73,630                80,997              51,630             117,494          24.83 34.99 16 18 24.9 14.43 39.86
IPI00939145 ESRP1 71 kDa protein 0.988 3.77 1 1 325,656           263,630           364,989           409,027           325,290           357,676           294,770           80,858         92,255              58,413             73,630                80,997              51,630             117,494          24.83 34.99 16 18 24.9 14.43 39.86

YGASQVEDMGNIILAMISEPYNHR 3 0.9877
IPI00184402 VAT1 Chromosome 17q21 mRNA clone 694:2 1 7.85 2 2 2,387,805        2,352,748        2,261,850        2,036,625        2,217,375        2,405,273        2,255,148        167,235       694,056            425,192           270,984              370,693            263,738           696,989          7 29.5 18.8 13.31 16.72 10.96 30.91
IPI00789469 VAT1 22 kDa protein 1 9.09 2 2 2,387,805        2,352,748        2,261,850        2,036,625        2,217,375        2,405,273        2,255,148        167,235       694,056            425,192           270,984              370,693            263,738           696,989          7 29.5 18.8 13.31 16.72 10.96 30.91
IPI00797605 VAT1 15 kDa protein 1 13.1 2 2 2,387,805        2,352,748        2,261,850        2,036,625        2,217,375        2,405,273        2,255,148        167,235       694,056            425,192           270,984              370,693            263,738           696,989          7 29.5 18.8 13.31 16.72 10.96 30.91

LQSRPAAPPAPGPGQLTLR 3 0.9996
PAAPPAPGPGQLTLR 2 0.9995

IPI00184775 GALM 21 kDa protein 1 41.54 6 6 10,742,296     10,724,764     10,254,099     9,447,775        10,963,819     13,830,995     10,474,292     826,774       2,271,673        1,187,525       1,046,692          1,064,242        2,734,100        2,015,102      7.7 21.18 11.58 11.08 9.71 19.77 19.24
IPI00939637 GALM 21 kDa protein 1 41.33 6 6 10,742,296     10,724,764     10,254,099     9,447,775        10,963,819     13,830,995     10,474,292     826,774       2,271,673        1,187,525       1,046,692          1,064,242        2,734,100        2,015,102      7.7 21.18 11.58 11.08 9.71 19.77 19.24

ASDVVLGFAELEGYLQK 2 0.9998
AVFGELPSGGGTVEK 2 0.9996

FQLQSDLLR 2 0.9973
ISPDGEEGYPGELK 2 0.9981
VDIISWGCTITALEVK 2 0.9964

VLSNGVQFSR 2 0.9996
IPI00185146 IPO9 Importin‐9 1 5.19 2 2 1,811,106        1,499,579        1,683,828        1,773,266        1,614,689        1,610,073        1,744,767        251,660       297,759            174,815           70,721                219,556            561,447           438,604          13.9 19.86 10.38 3.99 13.6 34.87 25.14



ALPELIYYIILYMQITEEQIK 3 0.9996
LIPTLVSIMQAPADKIPAGLCATAIDILTTVVR 3 0.9939

IPI00185217 RAB1A Isoform 3 of Ras‐related protein Rab‐1A 0.994 13.18 1 1 1,546,055        1,871,810        1,468,977        1,588,992        1,782,502        2,131,770        1,365,840        168,758       510,926            178,037           297,044              346,665            320,413           208,624          10.92 27.3 12.12 18.69 19.45 15.03 15.27
NATNVEQSFMTMAAEIK 2 0.9942

IPI00185374 PSMD12 26S proteasome non‐ATPase regulatory subunit 12 0.999 2.85 1 1 15,579,200     15,714,700     12,040,300     11,952,810     13,051,120     19,073,800     12,954,800     2,235,179    4,675,753        1,473,059       1,872,916          2,270,585        6,845,290        1,805,713      14.35 29.75 12.23 15.67 17.4 35.89 13.94
LQEVIETLLSLEK 2 0.9989

IPI00186008 STARD10 PCTP‐like protein 1 37.11 7 7 70,665,320     68,988,260     63,075,690     59,146,450     65,501,580     78,359,500     68,205,070     2,453,878    15,339,094      5,121,549       7,615,808          4,839,256        5,801,536        15,090,365    3.47 22.23 8.12 12.88 7.39 7.4 22.12
AVSIQTGYLIQSTGPK 2 0.9997
ESVQVPDDQDFR 2 0.9998

LAASTEPQGPRPVLGR 3 0.9988
MECCDVPAETLYDVLHDIEYR 3 0.9996

SCVITYLAQVDPK 2 0.9997
SWLPMGADYIIMNYSVK 2 0.9997

WDSNVIETFDIAR 2 0.9997
IPI00186290 EEF2 Elongation factor 2 1 27.97 18 20 147,381,387   149,580,557   135,443,137   148,278,724   142,723,160   175,678,797   135,046,777   11,759,729  32,224,504      12,135,215     11,708,861        15,908,251      16,528,311      23,369,879    7.98 21.54 8.96 7.9 11.15 9.41 17.31

ALLELQLEPEELYQTFQR 2 0.9997
ALLELQLEPEELYQTFQR 3 0.9998

ARPFPDGLAEDIDKGEVSAR 3 0.9998
AYLPVNESFGFTADLR 2 0.9997

FSVSPVVR 2 0.8887
GGGQIIPTAR 2 0.9935
GPLMMYISK 2 0.9985

GVQYLNEIKDSVVAGFQWATK 3 0.9997
KIWCFGPDGTGPNILTDITK 3 0.9998

KVEDMMK 2 0.9425
QFAEMYVAK 2 0.8061

STAISLFYELSENDLNFIK 2 0.9998
STAISLFYELSENDLNFIK 3 0.9998

TFCQLILDPIFK 2 0.9998
TGTITTFEHAHNMR 3 0.9158
VFSGLVSTGLK 2 0.9997

WLPAGDALLQMITIHLPSPVTAQK 3 0.9998
YEWDVAEAR 2 0.9991
YFDPANGK 2 0.9927

YLAEKYEWDVAEAR 3 0.9997
IPI00186338 LOC645870 similar to barrier to autointegration factor 1 1 41.86 2 2 6,102,305        6,231,495        7,039,650        6,379,675        6,958,935        7,838,435        7,130,020        871,032       1,877,035        962,987           629,905              920,458            696,919           1,315,404      14.27 30.12 13.68 9.87 13.23 8.89 18.45

AYVVLGQFLVLK 2 0.9998
DFVAEPMGEKPVGSLAGIGEVLGK 3 0.9998

IPI00186966 BIN1 Isoform IIA of Myc box‐dependent‐interacting protein 1 0.973 3.04 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00220586 BIN1 Isoform BIN1‐13 of Myc box‐dependent‐interacting protein 1 0.973 4.25 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00220587 BIN1 Isoform BIN1+12A of Myc box‐dependent‐interacting protein 1 0.973 3.62 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00220996 BIN1 Isoform IIB of Myc box‐dependent‐interacting protein 1 0.973 3.47 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00220997 BIN1 Isoform IIC1 of Myc box‐dependent‐interacting protein 1 0.973 3.56 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00220998 BIN1 Isoform II2 of Myc box‐dependent‐interacting protein 1 0.973 3.73 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00220999 BIN1 Isoform II3 of Myc box‐dependent‐interacting protein 1 0.973 4.1 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00221000 BIN1 Isoform BIN1 of Myc box‐dependent‐interacting protein 1 0.973 3.96 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00221001 BIN1 Isoform BIN1‐10‐13 of Myc box‐dependent‐interacting protein 1 0.973 4.4 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00329733 BIN1 Isoform IIC2 of Myc box‐dependent‐interacting protein 1 0.973 3.79 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69
IPI00395680 BIN1 Isoform IID of Myc box‐dependent‐interacting protein 1 0.973 3.27 1 1 465,420           421,684           448,806           454,281           424,996           535,046           437,123           56,184         60,566              45,693             37,260                136,980            57,796             86,074            12.07 14.36 10.18 8.2 32.23 10.8 19.69

VQAQHDYTATDTDELQLK 3 0.9652
IPI00215611 CRIP1 Cysteine‐rich protein 1 0.98 12.99 1 1 23,581,300     24,828,300     23,596,100     22,759,500     24,270,400     26,165,000     22,259,100     3,722,579    5,985,901        1,593,584       3,106,872          3,898,816        6,326,580        4,813,008      15.79 24.11 6.75 13.65 16.06 24.18 21.62

CNKEVYFAER 3 0.974
IPI00215637 DDX3X ATP‐dependent RNA helicase DDX3X 1 6.04 3 3 6,505,042        5,984,639        7,049,921        6,125,943        6,379,014        7,979,436        6,409,641        673,034       1,618,729        716,664           1,446,294          1,217,372        1,000,616        1,248,635      10.35 27.05 10.17 23.61 19.08 12.54 19.48
IPI00293616 DDX3Y ATP‐dependent RNA helicase DDX3Y 1 6.06 3 3 6,505,042        5,984,639        7,049,921        6,125,943        6,379,014        7,979,436        6,409,641        673,034       1,618,729        716,664           1,446,294          1,217,372        1,000,616        1,248,635      10.35 27.05 10.17 23.61 19.08 12.54 19.48

HVINFDLPSDIEEYVHR 3 0.9947
MLDMGFEPQIR 2 0.9996
SPILVATAVAAR 2 0.9848

IPI00215715 CAMK2A Isoform A of Calcium/calmodulin‐dependent protein kinase type II subu 0.992 6.28 1 1 149,446           199,123           165,317           198,180           160,653           183,697           157,369           21,480         76,982              30,071             46,528                17,633              46,248             48,403            14.37 38.66 18.19 23.48 10.98 25.18 30.76
IPI00550056 CAMK2A Isoform B of Calcium/calmodulin‐dependent protein kinase type II subu 0.992 6.13 1 1 149,446           199,123           165,317           198,180           160,653           183,697           157,369           21,480         76,982              30,071             46,528                17,633              46,248             48,403            14.37 38.66 18.19 23.48 10.98 25.18 30.76

LHDSISEEGHHYLIFDLVTGGELFEDIVAR 3 0.9922
IPI00215743 RRBP1 Isoform 3 of Ribosome‐binding protein 1 1 8.23 9 9 21,337,307     19,628,204     17,349,248     18,126,248     17,667,625     22,090,133     17,497,561     1,088,182    3,561,310        2,472,580       1,235,221          766,048            4,666,357        3,351,699      5.1 18.14 14.25 6.81 4.34 21.12 19.16
IPI00220967 RRBP1 Isoform 1 of Ribosome‐binding protein 1 1 8.24 9 9 21,337,307     19,628,204     17,349,248     18,126,248     17,667,625     22,090,133     17,497,561     1,088,182    3,561,310        2,472,580       1,235,221          766,048            4,666,357        3,351,699      5.1 18.14 14.25 6.81 4.34 21.12 19.16
IPI00744135 RRBP1 Isoform 2 of Ribosome‐binding protein 1 1 11.87 9 9 21,337,307     19,628,204     17,349,248     18,126,248     17,667,625     22,090,133     17,497,561     1,088,182    3,561,310        2,472,580       1,235,221          766,048            4,666,357        3,351,699      5.1 18.14 14.25 6.81 4.34 21.12 19.16
IPI00856098 RRBP1 p180/ribosome receptor 1 7.53 9 9 21,337,307     19,628,204     17,349,248     18,126,248     17,667,625     22,090,133     17,497,561     1,088,182    3,561,310        2,472,580       1,235,221          766,048            4,666,357        3,351,699      5.1 18.14 14.25 6.81 4.34 21.12 19.16

AMEALATAEQACK 2 0.9995
DALNQATSQVESK 2 0.9991
EHTSHLEAELEK 3 0.9632
LLATEQEDAAVAK 2 0.9994

QSDELALVR 2 0.8926
QVLQLQASHR 2 0.9983
SIEALLEAGQAR 2 0.999

TLQEQLENGPNTQLAR 2 0.9995
VEPAVSSVVNSIQVLTSK 2 0.9996

IPI00215780 RPS19 40S ribosomal protein S19 0.998 6.21 1 1 2,918,050        2,645,580        2,508,500        2,499,560        2,730,050        3,931,630        2,436,110        142,981       965,691            191,293           453,663              612,610            866,469           611,117          4.9 36.5 7.63 18.15 22.44 22.04 25.09
DVNQQEFVR 2 0.9956

IPI00215884 SRSF1 Isoform ASF‐1 of Serine/arginine‐rich splicing factor 1 1 20.97 4 4 8,676,413        9,167,477        8,255,387        8,311,262        8,254,647        9,982,000        7,903,646        578,699       2,354,033        405,133           605,315              1,289,830        1,288,382        1,303,559      6.67 25.68 4.91 7.28 15.63 12.91 16.49
DGTGVVEFVR 2 0.9979
DGYDYDGYR 2 0.9997

GGPPFAFVEFEDPRDAEDAVYGR 3 0.9997
TKDIEDVFYK 3 0.8924

IPI00215901 AK2 Isoform 1 of Adenylate kinase 2, mitochondrial 1 28.87 4 5 8,948,978        9,188,072        8,227,589        8,014,234        8,443,242        10,114,746     8,170,583        694,921       2,271,082        828,583           1,192,809          1,514,163        863,878           1,369,061      7.77 24.72 10.07 14.88 17.93 8.54 16.76
IPI00218988 AK2 Isoform 2 of Adenylate kinase 2, mitochondrial 1 29.74 4 5 8,948,978        9,188,072        8,227,589        8,014,234        8,443,242        10,114,746     8,170,583        694,921       2,271,082        828,583           1,192,809          1,514,163        863,878           1,369,061      7.77 24.72 10.07 14.88 17.93 8.54 16.76

AVLLGPPGAGK 2 0.8961
GIHSAIDASQTPDVVFASILAAFSK 2 0.9976
GIHSAIDASQTPDVVFASILAAFSK 3 0.9996

LAENFCVCHLATGDMLR 3 0.9997
LQAYHTQTTPLIEYYR 3 0.9993

IPI00215914 ARF1 ADP‐ribosylation factor 1 1 47.51 7 9 22,893,468     22,856,413     20,993,972     21,604,418     20,747,810     25,781,086     20,391,213     1,154,166    5,527,462        2,485,479       1,814,536          1,730,976        3,372,053        3,190,729      5.04 24.18 11.84 8.4 8.34 13.08 15.65
ILMVGLDAAGK 2 0.9997

LGEIVTTIPTIGFNVETVEYK 2 0.9998
LGEIVTTIPTIGFNVETVEYK 3 0.9997

LGLHSLR 2 0.8357
MLAEDELR 2 0.9425

MLAEDELRDAVLLVFANK 2 0.9998
MLAEDELRDAVLLVFANK 3 0.9998
NISFTVWDVGGQDK 2 0.9998
QDLPNAMNAAEITDK 2 0.9998

IPI00215917 ARF3 ADP‐ribosylation factor 3 1 47.51 7 9 22,893,468     22,856,413     20,993,972     21,604,418     20,747,810     25,781,086     20,391,213     1,154,166    5,527,462        2,485,479       1,814,536          1,730,976        3,372,053        3,190,729      5.04 24.18 11.84 8.4 8.34 13.08 15.65
ILMVGLDAAGK 2 0.9997

LGEIVTTIPTIGFNVETVEYK 2 0.9998
LGEIVTTIPTIGFNVETVEYK 3 0.9997

LGLHSLR 2 0.8357
MLAEDELR 2 0.9425

MLAEDELRDAVLLVFANK 2 0.9998



MLAEDELRDAVLLVFANK 3 0.9998
NISFTVWDVGGQDK 2 0.9998
QDLPNAMNAAEITDK 2 0.9998

IPI00215918 ARF4 ADP‐ribosylation factor 4 1 15.56 2 2 1,573,806        1,295,116        1,559,652        1,487,452        1,325,306        1,281,902        1,330,283        124,349       348,641            308,230           337,753              249,616            101,953           322,762          7.9 26.92 19.76 22.71 18.83 7.95 24.26
IPI00792330 ARF4 Putative uncharacterized protein ARF4 1 22.05 2 2 1,573,806        1,295,116        1,559,652        1,487,452        1,325,306        1,281,902        1,330,283        124,349       348,641            308,230           337,753              249,616            101,953           322,762          7.9 26.92 19.76 22.71 18.83 7.95 24.26

IQEVADELQK 2 0.9913
MLLVDELRDAVLLLFANK 2 0.9981

IPI00215948 CTNNA1 Isoform 1 of Catenin alpha‐1 1 9.71 6 6 14,850,560     14,298,682     13,234,508     13,683,307     13,767,384     17,227,454     13,314,689     316,922       3,321,522        984,456           1,093,465          2,236,779        3,191,125        2,419,648      2.13 23.23 7.44 7.99 16.25 18.52 18.17
IPI00473136 CTNNA1 Isoform 2 of Catenin alpha‐1 1 9.46 6 6 14,850,560     14,298,682     13,234,508     13,683,307     13,767,384     17,227,454     13,314,689     316,922       3,321,522        984,456           1,093,465          2,236,779        3,191,125        2,419,648      2.13 23.23 7.44 7.99 16.25 18.52 18.17
IPI00953077 CTNNA1 Putative uncharacterized protein CTNNA1 1 9.47 6 6 14,850,560     14,298,682     13,234,508     13,683,307     13,767,384     17,227,454     13,314,689     316,922       3,321,522        984,456           1,093,465          2,236,779        3,191,125        2,419,648      2.13 23.23 7.44 7.99 16.25 18.52 18.17

IAEQVASFQEEK 2 0.9887
NLMNAVVQTVK 2 0.9246
QIIVDPLSFSEER 2 0.9972
SDALNSAIDK 2 0.9858

VLTDAVDDITSIDDFLAVSENHILEDVNK 3 0.9997
WDDSGNDIIVLAK 2 0.9991

IPI00215965 HNRNPA1 Isoform A1‐B of Heterogeneous nuclear ribonucleoprotein A1 1 24.73 9 11 11,809,119     11,948,481     11,158,511     12,445,765     11,757,270     14,761,772     11,682,094     825,329       2,854,321        1,148,336       1,510,434          1,272,316        2,099,798        2,417,102      6.99 23.89 10.29 12.14 10.82 14.22 20.69
IPI00465365 HNRNPA1 Isoform A1‐A of Heterogeneous nuclear ribonucleoprotein A1 1 28.75 9 11 11,809,119     11,948,481     11,158,511     12,445,765     11,757,270     14,761,772     11,682,094     825,329       2,854,321        1,148,336       1,510,434          1,272,316        2,099,798        2,417,102      6.99 23.89 10.29 12.14 10.82 14.22 20.69
IPI00797148 HNRNPA1 Isoform 2 of Heterogeneous nuclear ribonucleoprotein A1 1 34.46 9 11 11,809,119     11,948,481     11,158,511     12,445,765     11,757,270     14,761,772     11,682,094     825,329       2,854,321        1,148,336       1,510,434          1,272,316        2,099,798        2,417,102      6.99 23.89 10.29 12.14 10.82 14.22 20.69
IPI00760620 HNRPA1L‐2 Similar to Heterogeneous nuclear ribonucleoprotein A1 1 28.66 9 11 11,809,119     11,948,481     11,158,511     12,445,765     11,757,270     14,761,772     11,682,094     825,329       2,854,321        1,148,336       1,510,434          1,272,316        2,099,798        2,417,102      6.99 23.89 10.29 12.14 10.82 14.22 20.69

GFAFVTFDDHDSVDK 2 0.9998
GFGFVTYATVEEVDAAMNAR 2 0.9998
GFGFVTYATVEEVDAAMNAR 3 0.9998

GFGFVTYATVEEVDAAMNARPHK 3 0.978
IEVIEIMTDR 2 0.9998

KLFIGGLSFETTDESLR 3 0.9998
LFIGGLSFETTDESLR 2 0.9998
SSGPYGGGGQYFAK 2 0.9988

SSGPYGGGGQYFAKPR 2 0.9998
SSGPYGGGGQYFAKPR 3 0.9996

WGTLTDCVVMR 2 0.9997
IPI00216049 HNRNPK Isoform 1 of Heterogeneous nuclear ribonucleoprotein K 1 43.2 18 23 45,350,622     44,855,475     40,707,271     42,508,706     41,710,879     51,105,774     41,149,309     2,120,547    9,584,140        3,954,688       3,698,551          3,607,032        5,448,853        6,768,253      4.68 21.37 9.71 8.7 8.65 10.66 16.45
IPI00216746 HNRNPK Isoform 2 of Heterogeneous nuclear ribonucleoprotein K 1 43.1 18 23 45,350,622     44,855,475     40,707,271     42,508,706     41,710,879     51,105,774     41,149,309     2,120,547    9,584,140        3,954,688       3,698,551          3,607,032        5,448,853        6,768,253      4.68 21.37 9.71 8.7 8.65 10.66 16.45
IPI00514561 HNRNPK Heterogeneous nuclear ribonucleoprotein K 1 46.73 18 23 45,350,622     44,855,475     40,707,271     42,508,706     41,710,879     51,105,774     41,149,309     2,120,547    9,584,140        3,954,688       3,698,551          3,607,032        5,448,853        6,768,253      4.68 21.37 9.71 8.7 8.65 10.66 16.45
IPI00807545 HNRNPK Isoform 3 of Heterogeneous nuclear ribonucleoprotein K 1 45.45 18 23 45,350,622     44,855,475     40,707,271     42,508,706     41,710,879     51,105,774     41,149,309     2,120,547    9,584,140        3,954,688       3,698,551          3,607,032        5,448,853        6,768,253      4.68 21.37 9.71 8.7 8.65 10.66 16.45
IPI00910458 HNRNPK cDNA FLJ54552, highly similar to Heterogeneous nuclear ribonucleopro 1 45.56 18 23 45,350,622     44,855,475     40,707,271     42,508,706     41,710,879     51,105,774     41,149,309     2,120,547    9,584,140        3,954,688       3,698,551          3,607,032        5,448,853        6,768,253      4.68 21.37 9.71 8.7 8.65 10.66 16.45

DLAGSIIGK 2 0.9639
GGDLMAYDR 2 0.9985
GGDLMAYDRR 2 0.9435
GGDLMAYDRR 3 0.9997
GSDFDCELR 2 0.9998

GSYGDLGGPIITTQVTIPK 2 0.9998
GSYGDLGGPIITTQVTIPK 3 0.9998
HESGASIKIDEPLEGSEDR 3 0.9998

IILDLISESPIK 2 0.9998
IILDLISESPIKGR 3 0.9995

IITITGTQDQIQNAQYLLQNSVK 2 0.9998
IITITGTQDQIQNAQYLLQNSVK 3 0.9998

ILSISADIETIGEILK 2 0.9997
ILSISADIETIGEILKK 2 0.9998
ILSISADIETIGEILKK 3 0.9997
LFQECCPHSTDR 2 0.9997
LLIHQSLAGGIIGVK 2 0.9998
LLIHQSLAGGIIGVK 3 0.9998
NLPLPPPPPPR 2 0.9996
NTDEMVELR 2 0.9998

RPAEDMEEEQAFKR 3 0.9998
SRNTDEMVELR 2 0.9994

TDYNASVSVPDSSGPER 2 0.9998
IPI00216057 SORD Sorbitol dehydrogenase 1 14.85 3 3 8,862,019        10,308,974     9,648,811        9,868,353        9,089,984        10,886,786     8,852,993        1,110,462    2,321,476        1,043,994       1,824,028          1,376,982        2,004,299        1,587,682      12.53 22.52 10.82 18.48 15.15 18.41 17.93

LPDNVTFEEGALIEPLSVGIHACR 3 0.9997
SVNVKPLVTHR 2 0.8261

VLVCGAGPIGMVTLLVAK 2 0.9997
IPI00216085 COX6B1 Cytochrome c oxidase subunit 6B1 1 26.74 2 3 13,910,475     14,194,610     12,665,260     12,913,370     13,359,805     15,674,640     12,465,945     932,410       3,449,533        1,708,231       726,638              1,963,043        1,667,445        1,749,735      6.7 24.3 13.49 5.63 14.69 10.64 14.04
IPI00797738 COX6B1 12 kDa protein 1 22.33 2 3 13,910,475     14,194,610     12,665,260     12,913,370     13,359,805     15,674,640     12,465,945     932,410       3,449,533        1,708,231       726,638              1,963,043        1,667,445        1,749,735      6.7 24.3 13.49 5.63 14.69 10.64 14.04

GGDISVCEWYQR 2 0.9997
NCWQNYLDFHR 2 0.9989
NCWQNYLDFHR 3 0.9994

IPI00216088 CRABP2 Cellular retinoic acid‐binding protein 2 1 29.71 4 4 28,818,010     26,861,585     24,213,825     23,881,945     24,148,310     30,303,455     24,088,285     2,672,523    6,396,487        3,390,852       1,273,068          2,249,349        2,280,886        3,947,006      9.27 23.81 14 5.33 9.31 7.53 16.39
SENFEELLK 2 0.9931
TTEINFK 2 0.8939

VGEEFEEQTVDGRPCK 3 0.9985
VLGVNVMLR 2 0.9978

IPI00216106 OLA1 Isoform 3 of Obg‐like ATPase 1 1 5.4 1 1 953,466           927,544           1,185,536        1,213,034        1,002,074        1,054,178        1,018,156        153,714       251,785            147,843           112,726              181,599            195,646           193,070          16.12 27.15 12.47 9.29 18.12 18.56 18.96
IPI00908669 OLA1 cDNA FLJ58890, highly similar to GTP‐binding protein PTD004 1 5.49 1 1 953,466           927,544           1,185,536        1,213,034        1,002,074        1,054,178        1,018,156        153,714       251,785            147,843           112,726              181,599            195,646           193,070          16.12 27.15 12.47 9.29 18.12 18.56 18.96

IPAFLNVVDIAGLVK 2 0.9996
IPI00216134 TPM1 tropomyosin alpha‐1 chain isoform 7 1 18.95 5 6 8,308,584        8,638,647        7,832,815        8,085,146        8,363,161        10,287,637     8,319,770        526,174       2,414,522        740,362           754,253              1,093,198        1,498,449        1,202,688      6.33 27.95 9.45 9.33 13.07 14.57 14.46
IPI00384369 TPM1 Tropomyosin 1 alpha variant 6 1 18.95 5 6 8,308,584        8,638,647        7,832,815        8,085,146        8,363,161        10,287,637     8,319,770        526,174       2,414,522        740,362           754,253              1,093,198        1,498,449        1,202,688      6.33 27.95 9.45 9.33 13.07 14.57 14.46
IPI00921977 TPM1 cDNA FLJ54760, highly similar to Rattus norvegicus tropomyosin 1, alph 1 18.95 5 6 8,308,584        8,638,647        7,832,815        8,085,146        8,363,161        10,287,637     8,319,770        526,174       2,414,522        740,362           754,253              1,093,198        1,498,449        1,202,688      6.33 27.95 9.45 9.33 13.07 14.57 14.46

ETAEADVASLNR 2 0.9995
IQLVEEELDR 2 0.9996

IQLVEEELDRAQER 2 0.8432
IQLVEEELDRAQER 3 0.9454

LATALQKLEEAEKAADESER 3 0.9998
RIQLVEEELDRAQER 3 0.9994

IPI00216159 GFPT2 Glucosamine‐‐fructose‐6‐phosphate aminotransferase [isomerizing] 2 1 3.23 1 2 615,976           642,213           981,841           1,322,783        1,029,793        1,008,192        956,799           106,080       150,302            129,793           118,324              143,171            229,028           167,130          17.22 23.4 13.22 8.95 13.9 22.72 17.47
QVLEELTELPVMVELASDFLDR 2 0.9997
QVLEELTELPVMVELASDFLDR 3 0.9998

IPI00216164 EHHADH Peroxisomal bifunctional enzyme 0.905 4.15 1 1 3,118,207        2,667,180        2,753,490        2,565,020        2,628,290        3,275,187        2,673,830        485,800       456,194            683,900           559,424              498,589            687,043           663,108          15.58 17.1 24.84 21.81 18.97 20.98 24.8
IPI00796526 EHHADH 15 kDa protein 0.905 21.58 1 1 3,118,207        2,667,180        2,753,490        2,565,020        2,628,290        3,275,187        2,673,830        485,800       456,194            683,900           559,424              498,589            687,043           663,108          15.58 17.1 24.84 21.81 18.97 20.98 24.8
IPI00927231 EHHADH peroxisomal bifunctional enzyme isoform 2 0.905 4.78 1 1 3,118,207        2,667,180        2,753,490        2,565,020        2,628,290        3,275,187        2,673,830        485,800       456,194            683,900           559,424              498,589            687,043           663,108          15.58 17.1 24.84 21.81 18.97 20.98 24.8

WSTPSGASWKTASARPVSSVGVVGLGTMGR 3 0.9052
IPI00216171 ENO2 Gamma‐enolase 1 29.49 7 9 59,620,958     59,930,105     50,251,472     52,121,712     54,901,782     66,186,197     52,154,228     928,552       14,178,136      7,321,152       6,150,771          5,600,916        4,707,547        11,085,447    1.56 23.66 14.57 11.8 10.2 7.11 21.26
IPI00791564 ENO2 Enolase 1 32.74 7 9 59,620,958     59,930,105     50,251,472     52,121,712     54,901,782     66,186,197     52,154,228     928,552       14,178,136      7,321,152       6,150,771          5,600,916        4,707,547        11,085,447    1.56 23.66 14.57 11.8 10.2 7.11 21.26

AAVPSGASTGIYEALELR 2 0.9998
AAVPSGASTGIYEALELR 3 0.9998

DATNVGDEGGFAPNILENSEALELVKEAIDK 3 0.9992
LAMQEFMILPVGAESFR 2 0.9997
LAQENGWGVMVSHR 3 0.9997

LGAEVYHTLK 2 0.9917
SGETEDTFIADLVVGLCTGQIK 2 0.9998
SGETEDTFIADLVVGLCTGQIK 3 0.9998

YITGDQLGALYQDFVR 2 0.9998
IPI00216184 PICALM Isoform 2 of Phosphatidylinositol‐binding clathrin assembly protein 0.994 3.16 1 1 749,083           891,083           755,782           881,680           936,842           990,362           711,743           183,055       211,702            122,834           307,572              271,579            228,235           179,696          24.44 23.76 16.25 34.88 28.99 23.05 25.25



IPI00290738 PICALM Isoform 1 of Phosphatidylinositol‐binding clathrin assembly protein 0.994 3.07 1 1 749,083           891,083           755,782           881,680           936,842           990,362           711,743           183,055       211,702            122,834           307,572              271,579            228,235           179,696          24.44 23.76 16.25 34.88 28.99 23.05 25.25
IPI00400849 PICALM Isoform 3 of Phosphatidylinositol‐binding clathrin assembly protein 0.994 3.28 1 1 749,083           891,083           755,782           881,680           936,842           990,362           711,743           183,055       211,702            122,834           307,572              271,579            228,235           179,696          24.44 23.76 16.25 34.88 28.99 23.05 25.25
IPI00871365 PICALM Putative uncharacterized protein PICALM 0.994 3.16 1 1 749,083           891,083           755,782           881,680           936,842           990,362           711,743           183,055       211,702            122,834           307,572              271,579            228,235           179,696          24.44 23.76 16.25 34.88 28.99 23.05 25.25
IPI00871890 PICALM Putative uncharacterized protein PICALM 0.994 3.03 1 1 749,083           891,083           755,782           881,680           936,842           990,362           711,743           183,055       211,702            122,834           307,572              271,579            228,235           179,696          24.44 23.76 16.25 34.88 28.99 23.05 25.25
IPI00872089 PICALM Putative uncharacterized protein PICALM 0.994 3.07 1 1 749,083           891,083           755,782           881,680           936,842           990,362           711,743           183,055       211,702            122,834           307,572              271,579            228,235           179,696          24.44 23.76 16.25 34.88 28.99 23.05 25.25

ATTLSNAVSSLASTGLSLTK 2 0.9936
IPI00216237 RPL36 60S ribosomal protein L36 1 19.05 2 2 16,740,510     14,864,680     15,368,420     15,624,520     15,750,020     18,171,450     15,390,800     2,158,674    3,456,827        1,959,389       2,344,307          3,061,310        3,799,423        2,371,774      12.89 23.26 12.75 15 19.44 20.91 15.41

EELSNVLAAMR 2 0.848
YPMAVGLNK 2 0.9991

IPI00216246 TJP2 tight junction protein ZO‐2 isoform 5 1 2.16 1 2 226,487           254,372           240,872           265,083           280,368           279,445           244,622           23,313         49,708              13,829             27,090                36,778              48,142             27,452            10.29 19.54 5.74 10.22 13.12 17.23 11.22
IPI00291668 TJP2 tight junction protein ZO‐2 isoform 6 1 2.22 1 2 226,487           254,372           240,872           265,083           280,368           279,445           244,622           23,313         49,708              13,829             27,090                36,778              48,142             27,452            10.29 19.54 5.74 10.22 13.12 17.23 11.22
IPI00332453 TJP2 Isoform A3 of Tight junction protein ZO‐2 1 2.22 1 2 226,487           254,372           240,872           265,083           280,368           279,445           244,622           23,313         49,708              13,829             27,090                36,778              48,142             27,452            10.29 19.54 5.74 10.22 13.12 17.23 11.22
IPI00797934 TJP2 tight junction protein ZO‐2 isoform 2 1 2.11 1 2 226,487           254,372           240,872           265,083           280,368           279,445           244,622           23,313         49,708              13,829             27,090                36,778              48,142             27,452            10.29 19.54 5.74 10.22 13.12 17.23 11.22

AVDLLNYTQWFPIVIFFNPDSR 2 0.9943
AVDLLNYTQWFPIVIFFNPDSR 3 0.9996

IPI00216298 TXN Thioredoxin 1 65.71 5 7 135,243,880   143,673,260   116,633,670   118,909,890   123,900,470   164,474,280   106,905,200   3,923,620    40,082,851      15,657,091     8,281,960          14,237,108      26,309,118      19,264,152    2.9 27.9 13.42 6.96 11.49 16 18.02
CMPTFQFFK 2 0.999
EKLEATINELV 2 0.9992
MIKPFFHSLSEK 2 0.9997
MIKPFFHSLSEK 3 0.9995

TAFQEALDAAGDKLVVVDFSATWCGPCK 3 0.9992
VGEFSGANKEKLEATINELV 2 0.9995
VGEFSGANKEKLEATINELV 3 0.8525

IPI00216308 VDAC1 Voltage‐dependent anion‐selective channel protein 1 1 35.34 6 6 13,101,655     13,763,527     14,634,272     13,903,653     14,750,863     17,187,737     14,440,553     1,869,577    2,762,150        1,140,986       2,219,106          3,347,283        3,232,767        2,435,790      14.27 20.07 7.8 15.96 22.69 18.81 16.87
GALVLGYEGWLAGYQMNFETAK 2 0.998

LTFDSSFSPNTGK 2 0.9997
TDEFQLHTNVNDGTEFGGSIYQK 3 0.8738

VNNSSLIGLGYTQTLKPGIK 3 0.9995
VTQSNFAVGYK 2 0.978
WTEYGLTFTEK 2 0.9971

IPI00216318 YWHAB Isoform Long of 14‐3‐3 protein beta/alpha 1 60.98 11 13 22,227,552     22,117,631     20,269,767     21,092,015     20,576,491     26,170,651     21,207,347     1,018,219    5,187,148        2,678,042       2,386,639          2,909,037        1,760,674        4,974,905      4.58 23.45 13.21 11.32 14.14 6.73 23.46
IPI00759832 YWHAB Isoform Short of 14‐3‐3 protein beta/alpha 1 61.48 11 13 22,227,552     22,117,631     20,269,767     21,092,015     20,576,491     26,170,651     21,207,347     1,018,219    5,187,148        2,678,042       2,386,639          2,909,037        1,760,674        4,974,905      4.58 23.45 13.21 11.32 14.14 6.73 23.46

DNLTLWTSENQGDEGDAGEGEN 2 0.9998
EKIEAELQDICNDVLELLDK 2 0.9709
EKIEAELQDICNDVLELLDK 3 0.9998
IEAELQDICNDVLELLDK 2 0.9997
LAEQAERYDDMAAAMK 3 0.9998
LGLALNFSVFYYEILNSPEK 2 0.9998
QTTVSNSQQAYQEAFEISK 2 0.9998
QTTVSNSQQAYQEAFEISK 3 0.9998
QTTVSNSQQAYQEAFEISKK 3 0.9998

TAFDEAIAELDTLNEESYKDSTLIMQLLR 2 0.9998
YDDMAAAMK 2 0.9998
YLIPNATQPESK 2 0.9997

YLSEVASGDNKQTTVSNSQQAYQEAFEISK 3 0.9998
IPI00216319 YWHAH 14‐3‐3 protein eta 1 20.73 2 2 17,488,560     16,119,350     17,892,240     16,514,895     18,252,495     20,155,645     19,113,210     1,810,948    3,698,094        1,783,417       2,587,682          1,543,918        1,176,878        4,594,747      10.36 22.94 9.97 15.67 8.46 5.84 24.04

AVTELNEPLSNEDRNLLSVAYK 3 0.9956
QAFDDAIAELDTLNEDSYKDSTLIMQLLR 3 0.9996

IPI00216320 PDXK Isoform 2 of Pyridoxal kinase 1 22.89 4 5 12,610,683     12,998,674     11,215,765     14,018,373     11,300,883     16,096,336     9,357,875        951,464       3,502,693        1,178,535       1,384,506          1,449,948        2,323,876        2,167,698      7.54 26.95 10.51 9.88 12.83 14.44 23.16
AQAGEGVRPSPMQLELR 3 0.9996
GQVLNSDELQELYEGLR 2 0.9996

VLSIQSHVIR 2 0.9919
VLSIQSHVIR 3 0.9845

VVPLADIITPNQFEAELLSGR 2 0.9998
IPI00216345 LRRN4 Leucine‐rich repeat neuronal protein 4 0.941 2.97 1 1 19,954,600     19,432,460     18,150,800     19,570,400     19,479,900     20,710,200     20,295,900     3,424,459    5,189,048        2,272,152       2,846,782          2,723,298        4,525,269        4,572,767      17.16 26.7 12.52 14.55 13.98 21.85 22.53

EGTAPSTTNSVAGHSNSSVFPR 3 0.9405
IPI00216457T2H2AA4;HIST2H2Histone H2A type 2‐A 1 30 3 5 9,563,874        9,172,932        16,709,857     9,996,757        15,388,120     15,212,080     14,344,089     879,555       2,229,036        2,346,544       1,246,065          2,458,456        3,514,964        2,441,653      9.2 24.3 14.04 12.46 15.98 23.11 17.02
IPI00339274 HIST2H2AC Histone H2A type 2‐C 1 30.23 3 5 9,563,874        9,172,932        16,709,857     9,996,757        15,388,120     15,212,080     14,344,089     879,555       2,229,036        2,346,544       1,246,065          2,458,456        3,514,964        2,441,653      9.2 24.3 14.04 12.46 15.98 23.11 17.02

AGLQFPVGR 2 0.9998
NDEELNKLLGK 2 0.9997
NDEELNKLLGK 3 0.9992

VTIAQGGVLPNIQAVLLPK 2 0.9998
VTIAQGGVLPNIQAVLLPK 3 0.9998

IPI00216494 HNRNPH3 Isoform 4 of Heterogeneous nuclear ribonucleoprotein H3 1 19.07 3 4 2,701,981        2,706,616        2,564,202        2,431,465        2,453,439        3,030,357        2,408,422        327,552       643,936            236,300           466,581              519,035            177,961           316,864          12.12 23.79 9.22 19.19 21.16 5.87 13.16
IPI00908651 HNRNPH3 cDNA FLJ57726, highly similar to Heterogeneous nuclear ribonucleopro 1 17.23 3 4 2,701,981        2,706,616        2,564,202        2,431,465        2,453,439        3,030,357        2,408,422        327,552       643,936            236,300           466,581              519,035            177,961           316,864          12.12 23.79 9.22 19.19 21.16 5.87 13.16

ATENDIANFFSPLNPIR 2 0.9998
ATENDIANFFSPLNPIR 3 0.9998
DGMDNQGGYGSVGR 2 0.9998

VHIDIGADGR 2 0.9998
IPI00216495 HNRNPH3 Isoform 5 of Heterogeneous nuclear ribonucleoprotein H3 1 18.62 2 3 2,416,833        2,400,224        2,338,276        2,176,909        2,180,199        2,679,043        2,165,737        327,945       563,290            162,193           399,859              430,666            210,230           259,772          13.57 23.47 6.94 18.37 19.75 7.85 11.99
IPI00216496 HNRNPH3 Isoform 6 of Heterogeneous nuclear ribonucleoprotein H3 1 19.42 2 3 2,416,833        2,400,224        2,338,276        2,176,909        2,180,199        2,679,043        2,165,737        327,945       563,290            162,193           399,859              430,666            210,230           259,772          13.57 23.47 6.94 18.37 19.75 7.85 11.99

ATENDIANFFSPLNPIR 2 0.9998
ATENDIANFFSPLNPIR 3 0.9998

VHIDIGADGR 2 0.9998
IPI00216560 CDH23 Cadherin‐like 23 0.986 1.16 2 2 1,188,967        1,117,026        1,226,882        1,115,366        1,138,197        1,315,911        1,224,006        86,414         185,491            200,672           140,506              204,439            142,859           210,120          7.27 16.61 16.36 12.6 17.96 10.86 17.17
IPI00216561 CDH23 Isoform 3 of Cadherin‐23 0.986 1.16 2 2 1,188,967        1,117,026        1,226,882        1,115,366        1,138,197        1,315,911        1,224,006        86,414         185,491            200,672           140,506              204,439            142,859           210,120          7.27 16.61 16.36 12.6 17.96 10.86 17.17
IPI00216562 CDH23 Isoform 4 of Cadherin‐23 0.986 1.18 2 2 1,188,967        1,117,026        1,226,882        1,115,366        1,138,197        1,315,911        1,224,006        86,414         185,491            200,672           140,506              204,439            142,859           210,120          7.27 16.61 16.36 12.6 17.96 10.86 17.17
IPI00419673 CDH23 cadherin‐23 isoform 3 0.986 1.18 2 2 1,188,967        1,117,026        1,226,882        1,115,366        1,138,197        1,315,911        1,224,006        86,414         185,491            200,672           140,506              204,439            142,859           210,120          7.27 16.61 16.36 12.6 17.96 10.86 17.17
IPI00940291 CDH23 Isoform 1 of Cadherin‐23 0.986 1.16 2 2 1,188,967        1,117,026        1,226,882        1,115,366        1,138,197        1,315,911        1,224,006        86,414         185,491            200,672           140,506              204,439            142,859           210,120          7.27 16.61 16.36 12.6 17.96 10.86 17.17

GPDGIHVVHGSTGTLLATDLNSLPEEDQK 3 0.8797
LTFNITAGNR 2 0.8856

IPI00216587 SNORD55;RPS8 40S ribosomal protein S8 1 11.06 2 2 6,654,400        6,150,710        5,793,310        6,700,135        5,669,720        6,853,215        5,828,235        468,796       1,324,312        1,011,126       1,373,878          1,011,849        887,621           1,395,153      7.04 21.53 17.45 20.51 17.85 12.95 23.94
IPI00645201 SNORD55;RPS8 40S ribosomal protein S8 1 12.23 2 2 6,654,400        6,150,710        5,793,310        6,700,135        5,669,720        6,853,215        5,828,235        468,796       1,324,312        1,011,126       1,373,878          1,011,849        887,621           1,395,153      7.04 21.53 17.45 20.51 17.85 12.95 23.94

LTPEEEEILNK 2 0.9995
NCIVLIDSTPYR 2 0.9847

IPI00216592 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 1 24.23 9 9 20,624,965     21,159,181     20,433,938     20,054,265     21,122,368     25,314,996     20,123,557     1,285,260    4,823,637        2,496,875       2,200,291          1,665,583        2,849,182        4,852,402      6.23 22.8 12.22 10.97 7.89 11.25 24.11
IPI00909232 HNRNPC cDNA FLJ53542, highly similar to Heterogeneous nuclear ribonucleopro 1 24.65 9 9 20,624,965     21,159,181     20,433,938     20,054,265     21,122,368     25,314,996     20,123,557     1,285,260    4,823,637        2,496,875       2,200,291          1,665,583        2,849,182        4,852,402      6.23 22.8 12.22 10.97 7.89 11.25 24.11

GFAFVQYVNER 2 0.9998
KSDVEAIFSK 3 0.9989

MIAGQVLDINLAAEPK 2 0.9998
MYSYPAR 2 0.8897

QKVDSLLENLEK 2 0.9991
QKVDSLLENLEKIEK 3 0.8913

SDVEAIFSK 2 0.9994
VDSLLENLEK 2 0.9994

VFIGNLNTLVVK 2 0.9998
IPI00216613 SFPQ Isoform Short of Splicing factor, proline‐ and glutamine‐rich 1 2.84 2 2 14,733,024     13,896,082     13,420,598     13,278,646     13,580,026     15,503,128     11,091,768     816,187       3,290,964        1,384,837       1,487,316          1,574,402        2,440,150        1,613,132      5.54 23.68 10.32 11.2 11.59 15.74 14.54

AVVIVDDR 2 0.9981
FATHAAALSVR 3 0.9998

IPI00216654 NOLC1 Isoform Beta of Nucleolar and coiled‐body phosphoprotein 1 1 3.67 2 2 1,220,430        1,231,871        1,248,365        1,295,814        1,104,734        1,416,295        1,245,480        103,593       408,611            300,521           133,771              171,978            220,463           398,254          8.49 33.17 24.07 10.32 15.57 15.57 31.98
IPI00292387 NOLC1 Isoform Alpha of Nucleolar and coiled‐body phosphoprotein 1 1 3.72 2 2 1,220,430        1,231,871        1,248,365        1,295,814        1,104,734        1,416,295        1,245,480        103,593       408,611            300,521           133,771              171,978            220,463           398,254          8.49 33.17 24.07 10.32 15.57 15.57 31.98
IPI00908873 NOLC1 Isoform 3 of Nucleolar and coiled‐body phosphoprotein 1 1 3.71 2 2 1,220,430        1,231,871        1,248,365        1,295,814        1,104,734        1,416,295        1,245,480        103,593       408,611            300,521           133,771              171,978            220,463           398,254          8.49 33.17 24.07 10.32 15.57 15.57 31.98

VREEEIEVDSR 2 0.8043
VVPSDLYPLVLGFLR 2 0.9991



IPI00216691 PFN1 Profilin‐1 1 76.43 11 15 200,794,854   187,408,199   176,946,587   183,554,764   181,156,992   207,156,016   173,856,721   12,964,100  37,260,646      12,049,504     14,164,722        19,783,643      10,500,434      30,995,243    6.46 19.88 6.81 7.72 10.92 5.07 17.83
CSVIRDSLLQDGEFSMDLR 3 0.9826

CYEMASHLR 2 0.9996
CYEMASHLR 3 0.995

DSLLQDGEFSMDLR 2 0.9998
DSPSVWAAVPGK 2 0.9904
EGVHGGLINK 2 0.9997

SSFYVNGLTLGGQK 2 0.9998
STGGAPTFNVTVTK 2 0.9998
TDKTLVLLMGK 2 0.9998
TDKTLVLLMGK 3 0.9977

TFVNITPAEVGVLVGK 2 0.9998
TFVNITPAEVGVLVGK 3 0.9998

TFVNITPAEVGVLVGKDR 2 0.9998
TFVNITPAEVGVLVGKDR 3 0.9997

TLVLLMGK 2 0.9997
IPI00216694 PLS3 Plastin‐3 1 7.14 3 3 7,734,097        6,976,253        7,888,613        8,046,572        7,303,772        8,199,777        8,353,498        1,241,655    1,352,752        1,297,323       1,539,429          1,099,170        1,524,697        2,150,304      16.05 19.39 16.45 19.13 15.05 18.59 25.74

ISFDEFVYIFQEVK 2 0.9851
LNLAFVANLFNK 2 0.9951

VDLNSNGFICDYELHELFK 3 0.9992
IPI00216730 HIST2H2AB Histone H2A type 2‐B 1 23.08 3 5 8,495,424        7,749,455        12,159,922     8,864,570        11,863,854     11,544,791     11,439,231     659,668       1,748,926        1,785,669       1,606,518          2,473,466        1,532,279        2,034,975      7.76 22.57 14.68 18.12 20.85 13.27 17.79

HLQLAVR 2 0.9061
LLGGVTIAQGGVLPNIQAVLLPK 2 0.9998
LLGGVTIAQGGVLPNIQAVLLPK 3 0.9998

VTIAQGGVLPNIQAVLLPK 2 0.9998
VTIAQGGVLPNIQAVLLPK 3 0.9998

IPI00216773 ALB ALB protein 1 3.79 1 2 2,832,297        2,785,184        1,879,890        2,245,060        2,106,426        2,386,001        2,295,816        667,648       637,913            465,133           340,427              421,820            216,789           426,807          23.57 22.9 24.74 15.16 20.03 9.09 18.59
KVPQVSTPTLVEVSR 2 0.9998
KVPQVSTPTLVEVSR 3 0.9998

IPI00216951 DARS Aspartyl‐tRNA synthetase, cytoplasmic 0.999 9.98 4 4 25,737,585     25,122,462     22,755,721     21,746,589     23,583,564     28,164,821     21,912,050     2,499,563    6,075,941        2,162,107       1,513,893          2,425,693        5,504,503        2,097,543      9.71 24.19 9.5 6.96 10.29 19.54 9.57
ALHHGIDLEK 3 0.93

FGAPPHAGGGIGLER 3 0.9818
GEEILSGAQR 2 0.9423

YGISSMIQSQEKPDR 3 0.9928
IPI00216973 LIX1L LIX1‐like protein 0.975 5.34 1 1 275,757           253,507           208,051           269,127           248,316           232,034           254,648           16,345         52,686              55,930             79,197                61,392              63,214             55,158            5.93 20.78 26.88 29.43 24.72 27.24 21.66
IPI00902947 LIX1L cDNA FLJ46901 fis, clone UTERU3023141, highly similar to LIX1‐like pro 0.975 6.34 1 1 275,757           253,507           208,051           269,127           248,316           232,034           254,648           16,345         52,686              55,930             79,197                61,392              63,214             55,158            5.93 20.78 26.88 29.43 24.72 27.24 21.66

DILVLAAGQLGNMHSSNC 2 0.859
IPI00217030 RPS4X 40S ribosomal protein S4, X isoform 1 10.27 2 2 3,576,672        3,329,973        4,209,100        3,337,728        3,924,409        4,792,396        3,641,317        481,449       987,835            847,861           936,416              934,898            1,202,900        979,231          13.46 29.66 20.14 28.06 23.82 25.1 26.89

FDTGNLCMVTGGANLGR 2 0.9997
YALTGDEVKK 2 0.9954

IPI00217053 PRRC1 Isoform 3 of Protein PRRC1 1 10.39 3 3 4,363,268        4,553,770        3,993,807        4,146,512        3,915,293        5,216,284        4,104,734        283,905       1,183,947        729,295           551,003              453,946            318,771           801,938          6.51 26 18.26 13.29 11.59 6.11 19.54
IPI00386206 PRRC1 33 kDa protein 1 15.79 3 3 4,363,268        4,553,770        3,993,807        4,146,512        3,915,293        5,216,284        4,104,734        283,905       1,183,947        729,295           551,003              453,946            318,771           801,938          6.51 26 18.26 13.29 11.59 6.11 19.54
IPI00744319 PRRC1 Isoform 2 of Protein PRRC1 1 10.34 3 3 4,363,268        4,553,770        3,993,807        4,146,512        3,915,293        5,216,284        4,104,734        283,905       1,183,947        729,295           551,003              453,946            318,771           801,938          6.51 26 18.26 13.29 11.59 6.11 19.54
IPI00868973 PRRC1 Isoform 1 of Protein PRRC1 1 10.79 3 3 4,363,268        4,553,770        3,993,807        4,146,512        3,915,293        5,216,284        4,104,734        283,905       1,183,947        729,295           551,003              453,946            318,771           801,938          6.51 26 18.26 13.29 11.59 6.11 19.54
IPI00965550 PRRC1 Putative uncharacterized protein PRRC1 1 10.34 3 3 4,363,268        4,553,770        3,993,807        4,146,512        3,915,293        5,216,284        4,104,734        283,905       1,183,947        729,295           551,003              453,946            318,771           801,938          6.51 26 18.26 13.29 11.59 6.11 19.54

GQDEASAGGIWGFIK 2 0.9974
HSVESMITTLDPGMAPYIK 3 0.9112

WSGLLVTVGEVLEK 2 0.9994
IPI00217143 SDHA SDHA protein 1 4.23 2 2 2,517,349        1,962,739        2,146,632        2,074,580        2,069,475        2,236,188        1,796,245        467,645       346,199            290,069           538,548              369,523            575,960           232,251          18.58 17.64 13.51 25.96 17.86 25.76 12.93
IPI00964764 SDHA cDNA FLJ55072, highly similar to Succinate dehydrogenase (ubiquinone 1 3.57 2 2 2,517,349        1,962,739        2,146,632        2,074,580        2,069,475        2,236,188        1,796,245        467,645       346,199            290,069           538,548              369,523            575,960           232,251          18.58 17.64 13.51 25.96 17.86 25.76 12.93
IPI00902754 SDHA cDNA FLJ16373 fis, clone THYMU3000269, highly similar to Succinate d 1 8.53 2 2 2,517,349        1,962,739        2,146,632        2,074,580        2,069,475        2,236,188        1,796,245        467,645       346,199            290,069           538,548              369,523            575,960           232,251          18.58 17.64 13.51 25.96 17.86 25.76 12.93

HTLSYVDVGTGK 2 0.9987
SMQNHAAVFR 2 0.9149

IPI00969616 ‐ Desmoplakin Ia 1 16.93 29 29 90,645,509     90,872,655     84,548,580     83,743,421     86,629,671     102,404,969   85,141,559     4,002,781    18,822,521      5,616,661       6,715,532          10,639,652      7,989,429        12,576,061    4.42 20.71 6.64 8.02 12.28 7.8 14.77
IPI00217182 DSP Isoform DPII of Desmoplakin 1 18.09 29 29 90,645,509     90,872,655     84,548,580     83,743,421     86,629,671     102,404,969   85,141,559     4,002,781    18,822,521      5,616,661       6,715,532          10,639,652      7,989,429        12,576,061    4.42 20.71 6.64 8.02 12.28 7.8 14.77

AELIVQPELK 2 0.9991
AFIGFEGVK 2 0.8298

AITGFDDPFSGK 2 0.9996
ALLQAILQTEDMLK 2 0.9997

AVTGYNDPETGNIISLFQAMNK 3 0.9996
FFDQYR 2 0.9379

FLEFQYLTGGLVDPEVHGR 3 0.9998
GIVDSITGQR 2 0.9997

GYFNEELSEILSDPSDDTK 2 0.9998
IGLVRPGTALELLEAQAATGFIVDPVSNLR 3 0.9974

IKDFLQGSSCIAGIYNETTK 3 0.9996
ISITEGIER 2 0.9953
LASLEELK 2 0.9353

LLEAQACTGGIIHPTTGQK 3 0.9982
LLEAQIATGGIIDPK 2 0.9997

LLQLQEQMR 2 0.8822
LPVEEAYKR 3 0.9959
LTVDSAIAR 2 0.9933

NGVGTSSSMGSGVSDDVFSSSR 2 0.8927
QLQNIIQATSR 2 0.9976

SAIYQLEEEYENLLK 2 0.9998
SGSLSLTQFADMISLK 2 0.9998

SMVEDITGLR 2 0.8698
SRELDECFAQANDQMEILDSLIR 3 0.9994
SSSFSDTLEESSPIAAIFDTENLEK 2 0.9998

SVQNDSQAIAEVLNQLK 2 0.987
SVQNDSQAIAEVLNQLKDMLANFR 3 0.9998

YGDGIQLTR 2 0.9943
YIELLTR 2 0.8855

IPI00217223 PAICS Multifunctional protein ADE2 1 11.75 3 3 5,525,837        4,841,338        5,270,272        5,490,068        4,961,683        5,629,998        5,250,777        998,727       1,238,904        556,026           893,065              986,367            423,727           830,486          18.07 25.59 10.55 16.27 19.88 7.53 15.82
IPI00815732 PAICS multifunctional protein ADE2 isoform 1 1 12.27 3 3 5,525,837        4,841,338        5,270,272        5,490,068        4,961,683        5,629,998        5,250,777        998,727       1,238,904        556,026           893,065              986,367            423,727           830,486          18.07 25.59 10.55 16.27 19.88 7.53 15.82
IPI00963816 PAICS Putative uncharacterized protein PAICS 1 15.92 3 3 5,525,837        4,841,338        5,270,272        5,490,068        4,961,683        5,629,998        5,250,777        998,727       1,238,904        556,026           893,065              986,367            423,727           830,486          18.07 25.59 10.55 16.27 19.88 7.53 15.82

ASILNTWISLK 2 0.9993
FCFAGLLIGQTEVDIMSHATQAIFEILEK 3 0.9997

SWLPQNCTLVDMK 2 0.9952
IPI00217236 TBCA Tubulin‐specific chaperone A 1 51.85 5 6 34,771,534     35,159,060     30,862,543     30,523,859     31,427,175     38,280,272     30,456,213     1,668,252    7,868,538        3,897,486       3,504,862          3,666,857        4,586,300        5,133,390      4.8 22.38 12.63 11.48 11.67 11.98 16.85

ILENEKDLEEAEEYKEAR 3 0.9998
LVLDSVKLEA 2 0.9971
MMIPDCQR 2 0.9994
QAEILQESR 2 0.9987

RLEAAYLDLQR 2 0.9998
RLEAAYLDLQR 3 0.9892

IPI00217253 GCHFR GTP cyclohydrolase 1 feedback regulatory protein 0.995 29.76 1 1 3,852,770        4,442,030        3,489,990        3,473,410        3,609,080        5,143,630        3,587,510        517,533       1,655,608        699,900           678,271              565,467            1,174,048        863,670          13.43 37.27 20.05 19.53 15.67 22.83 24.07
MEVGPTMVGDEQSDPELMQHLGASK 3 0.9952

IPI00217296 PPP2R4 Isoform 3 of Serine/threonine‐protein phosphatase 2A activator 0.978 3.4 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43
IPI00293102 PPP2R4 Isoform 2 of Serine/threonine‐protein phosphatase 2A activator 0.978 2.79 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43
IPI00640101 PPP2R4 Protein phosphatase 2A activator, regulatory subunit 4 0.978 4 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43
IPI00853207 PPP2R4 Protein phosphatase 2A activator, regulatory subunit 4 0.978 7.75 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43
IPI00853351 PPP2R4 Protein phosphatase 2A activator, regulatory subunit 4 0.978 5.68 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43



IPI00880122 PPP2R4 Protein phosphatase 2A activator, regulatory subunit 4 0.978 15.63 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43
IPI00893197 PPP2R4 Serine/threonine‐protein phosphatase 2A regulatory subunit B' (PP2A,  0.978 2.68 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43
IPI00910771 PPP2R4 cDNA FLJ54705, highly similar to Serine/threonine‐protein phosphatase 0.978 2.67 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43
IPI00935879 PPP2R4 Protein phosphatase 2A activator, regulatory subunit 4 0.978 3.04 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43
IPI00941236 PPP2R4 Protein phosphatase 2A activator, regulatory subunit 4 0.978 3.8 1 1 592,669           710,010           660,857           658,661           714,400           811,056           647,753           50,834         183,751            74,242             66,825                69,395              131,725           93,443            8.58 25.88 11.23 10.15 9.71 16.24 14.43

LVALLNTLDR 2 0.9781
IPI00217437 TTBK2 Tau‐tubulin kinase 0.989 0.85 1 1 7,504,130        7,704,060        7,149,340        8,266,130        7,302,130        8,365,150        6,747,850        826,368       1,955,699        1,758,430       1,340,881          654,611            1,856,471        1,709,493      11.01 25.39 24.6 16.22 8.96 22.19 25.33

KAYQPDLVKLLVEK 3 0.8713
IPI00217465 HIST1H1C Histone H1.2 0.902 6.1 1 1 1,006,817        1,030,350        1,045,313        1,169,637        1,231,727        1,603,230        1,354,697        127,963       411,156            203,655           167,475              341,490            259,058           311,619          12.71 39.9 19.48 14.32 27.72 16.16 23
IPI00217467 HIST1H1E Histone H1.4 0.902 5.94 1 1 1,006,817        1,030,350        1,045,313        1,169,637        1,231,727        1,603,230        1,354,697        127,963       411,156            203,655           167,475              341,490            259,058           311,619          12.71 39.9 19.48 14.32 27.72 16.16 23

KASGPPVSELITK 2 0.9021
IPI00217466 HIST1H1D Histone H1.3 0.99 14.93 3 3 8,965,587        9,513,322        8,901,693        9,556,977        9,133,807        11,955,650     8,933,927        989,179       2,427,907        1,131,711       1,538,458          2,084,993        2,638,036        2,563,339      11.03 25.52 12.71 16.1 22.83 22.07 28.69

KAASGEGKPK 2 0.9145
KASGPPVSELITK 2 0.9021
SGVSLAALKK 2 0.9691

IPI00965414 ‐ Truncated beta‐globin 0.991 15.87 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00654755 HBB Hemoglobin subunit beta 0.991 6.8 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00796636 HBB Hemoglobin (Fragment) 0.991 9.52 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00815947 HBB Truncated beta‐globin (Fragment) 0.991 25 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00884107 HBB Beta‐globin gene from a thalassemia patient 0.991 5.71 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00657660 HBD Delta‐globin B2 variant 0.991 7.09 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00791558 HBD Delta‐hemoglobin 0.991 9.62 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00829896 HBD Hemoglobin Lepore‐Baltimore (Fragment) 0.991 9.52 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00930351 HBD Hbbm fused globin protein (Fragment) 0.991 9.9 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00217471 HBE1 Hemoglobin subunit epsilon 0.991 6.8 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00853641 HBE1 Putative uncharacterized protein HBE1 0.991 11.49 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00220706 HBG1 Hemoglobin subunit gamma‐1 0.991 6.8 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00744503 HBG1 17 kDa protein 0.991 6.33 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00970940 HBG1 17 kDa protein 0.991 6.58 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00554676 HBG2 Hemoglobin subunit gamma‐2 0.991 6.8 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00657911 HBG2 Gamma‐globin 0.991 7.3 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00749035 HBG2 Gamma‐G globin 0.991 6.33 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00939160 HBG2 G‐gamma globin Paulinia variant 0.991 6.8 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16
IPI00939544 HBG2 A‐gamma globin Osilo variant 0.991 6.8 1 1 616,635           612,297           659,345           581,678           631,135           637,070           596,017           52,744         132,852            92,545             52,911                23,421              46,651             114,217          8.55 21.7 14.04 9.1 3.71 7.32 19.16

LLVVYPWTQR 2 0.9908
IPI00217620 C11orf82 Isoform 1 of Nitric oxide‐inducible gene protein 0.946 1.8 1 1 13,178,970     12,275,780     8,404,560        11,350,090     8,819,210        11,267,800     8,346,980        3,619,011    2,764,978        1,860,282       4,250,361          1,344,427        1,036,225        1,356,696      27.46 22.52 22.13 37.45 15.24 9.2 16.25

TIRISPHRESDHSSLNNK 3 0.9455
IPI00217735 ARNTL Isoform BMAL1F of Aryl hydrocarbon receptor nuclear translocator‐like 0.92 2.66 1 1 4,982,535        5,168,530        3,991,410        4,261,860        4,297,145        5,303,945        3,982,770        154,665       1,375,355        817,382           711,261              848,032            454,061           1,044,732      3.1 26.61 20.48 16.69 19.73 8.56 26.23
IPI00953382 ARNTL Putative uncharacterized protein ARNTL 0.92 2.66 1 1 4,982,535        5,168,530        3,991,410        4,261,860        4,297,145        5,303,945        3,982,770        154,665       1,375,355        817,382           711,261              848,032            454,061           1,044,732      3.1 26.61 20.48 16.69 19.73 8.56 26.23

FLIAGMFTEPTSWK 2 0.9205
IPI00217862 RRP9 U3 small nucleolar RNA‐interacting protein 2 0.993 3.79 1 1 1,536,695        1,296,226        1,457,063        1,656,865        1,715,886        1,544,050        1,405,116        401,452       462,860            255,506           388,244              456,242            225,545           449,501          26.12 35.71 17.54 23.43 26.59 14.61 31.99

QLDLLCDIPLVGFINSLK 2 0.9933
IPI00217872 PGM1 Isoform 2 of Phosphoglucomutase‐1 1 11.72 4 4 21,688,670     20,532,640     18,559,202     20,847,000     18,182,430     22,673,200     19,007,818     1,837,929    3,995,642        2,418,875       1,173,823          1,985,634        1,781,216        4,002,052      8.47 19.46 13.03 5.63 10.92 7.86 21.05

FNISNGGPAPEAITDKIFQISK 3 0.9246
IALYETPTGWK 2 0.9992

INQDPQVMLAPLISIALK 2 0.9972
SIFDFSALKELLSGPNR 2 0.9926

IPI00217874 RCOR2 REST corepressor 2 0.933 3.06 1 1 381,424           386,826           536,370           463,850           460,992           486,044           460,177           80,024         89,095              166,936           124,291              102,833            103,119           164,012          20.98 23.03 31.12 26.8 22.31 21.22 35.64
HGYNIEQALGMLLWHK 2 0.9326

IPI00217911 NUDT18 Nudix (nucleoside diphosphate linked moiety X)‐type motif 18 0.929 3.34 1 1 4,403,180        4,527,570        4,352,470        4,532,840        4,975,890        5,958,430        5,014,030        546,447       1,256,439        302,638           805,987              998,320            835,771           1,449,506      12.41 27.75 6.95 17.78 20.06 14.03 28.91
EEAGLHCEPETLLSVEER 2 0.9288

IPI00217937 C1orf101 Isoform 1 of Uncharacterized protein C1orf101 0.955 1.26 1 1 2,119,723        1,869,237        1,828,483        1,840,793        1,851,607        2,626,493        1,901,967        453,827       629,989            365,834           354,312              819,504            649,136           534,789          21.41 33.7 20.01 19.25 44.26 24.71 28.12
IPI00514357 C1orf101 Chromosome 1 open reading frame 101 0.955 1.36 1 1 2,119,723        1,869,237        1,828,483        1,840,793        1,851,607        2,626,493        1,901,967        453,827       629,989            365,834           354,312              819,504            649,136           534,789          21.41 33.7 20.01 19.25 44.26 24.71 28.12
IPI00645983 C1orf101 Isoform 2 of Uncharacterized protein C1orf101 0.955 1.44 1 1 2,119,723        1,869,237        1,828,483        1,840,793        1,851,607        2,626,493        1,901,967        453,827       629,989            365,834           354,312              819,504            649,136           534,789          21.41 33.7 20.01 19.25 44.26 24.71 28.12

KIFLVIYNEDTK 2 0.9546
IPI00217952 GFPT1 Isoform 1 of Glucosamine‐‐fructose‐6‐phosphate aminotransferase [iso 1 17.6 9 10 26,540,236     26,833,613     27,852,141     29,609,203     27,922,293     33,140,487     27,488,814     2,283,757    6,342,254        3,464,489       4,001,202          5,135,393        3,238,381        6,106,220      8.6 23.64 12.44 13.51 18.39 9.77 22.21
IPI00299506 GFPT1 Isoform 2 of Glucosamine‐‐fructose‐6‐phosphate aminotransferase [iso 1 18.06 9 10 26,540,236     26,833,613     27,852,141     29,609,203     27,922,293     33,140,487     27,488,814     2,283,757    6,342,254        3,464,489       4,001,202          5,135,393        3,238,381        6,106,220      8.6 23.64 12.44 13.51 18.39 9.77 22.21

AVQTLQMELQQIMK 2 0.9996
CQNALQQVVAR 2 0.9995
EIFEQPESVVNTMR 2 0.9998
ESQDTSFTTLVER 2 0.9998
GNFSSFMQK 2 0.9995

QVLEELTELPVMVELASDFLDR 2 0.9997
QVLEELTELPVMVELASDFLDR 3 0.9998

RGSPLLIGVR 2 0.9959
VIFLEDDDVAAVVDGR 2 0.9997
VIQQLEGAFALVFK 2 0.9997

IPI00217963 KRT16 Keratin, type I cytoskeletal 16 0.994 4.02 2 2 22,357,130     17,730,510     20,158,560     20,604,280     19,751,150     19,518,470     18,965,390     2,305,779    3,264,388        2,957,856       1,960,631          1,386,607        3,116,813        2,993,189      10.31 18.41 14.67 9.52 7.02 15.97 15.78
QTVEADVNGLR 2 0.9938

YEHELALRQTVEADVNGLR 2 0.9064
IPI00217966 LDHA Isoform 1 of L‐lactate dehydrogenase A chain 1 18.07 4 5 22,026,047     22,075,323     21,440,713     20,756,803     20,950,687     27,485,193     20,074,883     1,987,610    5,740,817        2,786,426       2,233,467          2,978,278        5,257,148        3,811,219      9.02 26.01 13 10.76 14.22 19.13 18.99
IPI00908791 LDHA L‐lactate dehydrogenase 1 19.61 4 5 22,026,047     22,075,323     21,440,713     20,756,803     20,950,687     27,485,193     20,074,883     1,987,610    5,740,817        2,786,426       2,233,467          2,978,278        5,257,148        3,811,219      9.02 26.01 13 10.76 14.22 19.13 18.99
IPI00947127 LDHA L‐lactate dehydrogenase A chain isoform 3 1 16.62 4 5 22,026,047     22,075,323     21,440,713     20,756,803     20,950,687     27,485,193     20,074,883     1,987,610    5,740,817        2,786,426       2,233,467          2,978,278        5,257,148        3,811,219      9.02 26.01 13 10.76 14.22 19.13 18.99

DQLIYNLLKEEQTPQNK 2 0.9997
DQLIYNLLKEEQTPQNK 3 0.9974

GYTSWAIGLSVADLAESIMK 2 0.9998
LLIVSNPVDILTYVAWK 2 0.9921

NVNIFK 1 0.9895
IPI00217975 LMNB1 Lamin‐B1 1 36.86 17 19 105,191,525   109,167,570   100,642,538   101,954,490   106,129,585   144,485,980   103,124,935   4,830,328    26,179,953      9,743,275       9,219,565          13,881,093      33,889,901      21,130,528    4.59 23.98 9.68 9.04 13.08 23.46 20.49

CQSLTEDLEFRK 3 0.8694
DAALATALGDKK 2 0.9998
DAALATALGDKK 3 0.9993

DQMQQQLNDYEQLLDVK 2 0.9998
EMAEIRDQMQQQLNDYEQLLDVK 3 0.9998

IESLSSQLSNLQK 2 0.9997
IQELEDLLAK 2 0.9975
KQLADETLLK 2 0.9811
LAVYIDK 2 0.9858

LKNTSEQDQPMGGWEMIR 3 0.9997
LQIELGK 2 0.8623

LREYEAALNSK 2 0.9996
LSSEMNTSTVNSAREELMESR 3 0.999

QIEYEYK 2 0.9919
QLADETLLK 2 0.8391

SLEGDLEDLKDQIAQLEASLAAAK 2 0.9998
SLEGDLEDLKDQIAQLEASLAAAK 3 0.9998

SMYEEEINETR 2 0.9998
TTIPEEEEEEEEAAGVVVEEELFHQQGTPR 3 0.9998

IPI00217985 DOCK3 Dedicator of cytokinesis protein 3 0.91 1.53 1 1 229,320           188,180           222,785           218,838           208,903           274,691           218,535           46,863         52,691              39,125             37,118                27,344              49,497             40,893            20.44 28 17.56 16.96 13.09 18.02 18.71
IPI00942397 DOCK3 69 kDa protein 0.91 5.22 1 1 229,320           188,180           222,785           218,838           208,903           274,691           218,535           46,863         52,691              39,125             37,118                27,344              49,497             40,893            20.44 28 17.56 16.96 13.09 18.02 18.71

GNVLASHSPMSPESIKMTHRHSPMNLMGTGR 3 0.9105
IPI00218038 ST13P4 Putative protein FAM10A4 1 18.33 4 4 4,076,612        4,414,892        3,713,240        3,873,627        3,444,822        4,537,620        3,537,087        358,945       1,021,367        543,444           620,567              232,677            651,825           661,299          8.8 23.13 14.64 16.02 6.75 14.36 18.7
IPI00892883 ST13 Suppression of tumorigenicity 13 1 27.16 4 4 4,076,612        4,414,892        3,713,240        3,873,627        3,444,822        4,537,620        3,537,087        358,945       1,021,367        543,444           620,567              232,677            651,825           661,299          8.8 23.13 14.64 16.02 6.75 14.36 18.7

AIDLFTDAIK 2 0.9984



AIEINPDSAQPYK 2 0.9996
LAILYAK 2 0.9886

VAAIEALNDGELQK 2 0.9998
IPI00218070 GRB2 Isoform GRB3‐3 of Growth factor receptor‐bound protein 2 0.974 5.68 1 1 3,843,525        4,454,585        4,142,485        4,741,355        4,152,345        5,277,415        3,581,000        420,950       1,264,381        300,635           328,065              443,460            868,648           719,530          10.95 28.38 7.26 6.92 10.68 16.46 20.09

ATADDELSFK 2 0.8514
IPI00218130 PYGM Glycogen phosphorylase, muscle form 1 3.92 2 2 7,896,097        7,167,109        7,377,573        8,027,186        7,460,423        8,048,609        7,333,201        944,277       1,640,614        969,219           1,826,697          1,361,871        1,711,825        1,754,746      11.96 22.89 13.14 22.76 18.25 21.27 23.93

VIFLENYR 2 0.9996
VIPAADLSEQISTAGTEASGTGNMK 3 0.9169

IPI00218236 PPP1CB Serine/threonine‐protein phosphatase PP1‐beta catalytic subunit 1 7.65 2 2 7,213,037        11,984,533     9,433,419        9,106,190        8,794,569        16,402,618     7,930,029        1,086,807    4,834,118        1,263,396       1,740,010          2,169,943        5,113,295        1,563,630      15.07 40.34 13.39 19.11 24.67 31.17 19.72
IYGFYDECK 2 0.9428

YQYGGLNSGRPVTPPR 3 0.977
IPI00218251 TGM2 Isoform 2 of Protein‐glutamine gamma‐glutamyltransferase 2 0.974 2.74 1 1 1,275,480        1,592,360        1,232,080        1,331,320        1,424,655        1,783,120        1,226,495        142,422       538,790            157,176           204,558              502,650            283,462           256,999          11.17 33.84 12.76 15.37 35.28 15.9 20.95

TVSYNGILGPECGTK 2 0.9737
IPI00218319 TPM3 Isoform 2 of Tropomyosin alpha‐3 chain 1 33.87 11 11 16,537,865     16,952,765     14,752,983     15,362,213     15,607,827     18,497,785     14,872,373     558,886       3,691,745        1,298,495       1,463,246          1,217,806        1,281,119        2,500,135      3.38 21.78 8.8 9.52 7.8 6.93 16.81
IPI00479185 TPM3 tropomyosin alpha‐3 chain isoform 4 1 33.87 11 11 16,537,865     16,952,765     14,752,983     15,362,213     15,607,827     18,497,785     14,872,373     558,886       3,691,745        1,298,495       1,463,246          1,217,806        1,281,119        2,500,135      3.38 21.78 8.8 9.52 7.8 6.93 16.81

ALKDEEKMELQEIQLK 3 0.9996
AREQAEAEVASLNR 3 0.9987
AREQAEAEVASLNRR 3 0.9875
EQAEAEVASLNR 2 0.991
IQLVEEELDR 2 0.9996

IQLVEEELDRAQER 3 0.9454
IQVLQQQADDAEER 2 0.9998

IQVLQQQADDAEERAER 3 0.9985
MLDQTLLDLNEM 2 0.9988
RIQLVEEELDRAQER 3 0.9994

TIDDLEDKLK 2 0.9991
IPI00218320 TPM3 Isoform 3 of Tropomyosin alpha‐3 chain 1 18.62 6 6 7,591,261        8,367,365        6,518,176        6,643,622        7,376,946        8,923,231        6,595,564        203,364       2,141,174        765,848           914,803              655,320            884,393           1,359,242      2.68 25.59 11.75 13.77 8.88 9.91 20.61
IPI00382894 TPM3 Tropomyosin 3, isoform CRA_b 1 18.55 6 6 7,591,261        8,367,365        6,518,176        6,643,622        7,376,946        8,923,231        6,595,564        203,364       2,141,174        765,848           914,803              655,320            884,393           1,359,242      2.68 25.59 11.75 13.77 8.88 9.91 20.61
IPI00477649 TPM3 tropomyosin alpha‐3 chain isoform 5 1 18.62 6 6 7,591,261        8,367,365        6,518,176        6,643,622        7,376,946        8,923,231        6,595,564        203,364       2,141,174        765,848           914,803              655,320            884,393           1,359,242      2.68 25.59 11.75 13.77 8.88 9.91 20.61

AREQAEAEVASLNRR 3 0.9875
EQAEAEVASLNR 2 0.991
IQLVEEELDR 2 0.9996

IQVLQQQADDAEER 2 0.9998
IQVLQQQADDAEERAER 3 0.9985
RIQLVEEELDRAQER 3 0.9994

IPI00218342 MTHFD1 C‐1‐tetrahydrofolate synthase, cytoplasmic 1 5.13 4 4 17,426,480     16,969,870     15,870,805     16,738,285     16,443,460     20,098,740     16,787,840     1,322,146    3,684,757        1,497,911       1,403,296          2,097,110        2,917,839        3,797,430      7.59 21.71 9.44 8.38 12.75 14.52 22.62
IPI00794900 MTHFD1 cDNA FLJ56016, highly similar to C‐1‐tetrahydrofolate synthase, cytopla 1 4.71 4 4 17,426,480     16,969,870     15,870,805     16,738,285     16,443,460     20,098,740     16,787,840     1,322,146    3,684,757        1,497,911       1,403,296          2,097,110        2,917,839        3,797,430      7.59 21.71 9.44 8.38 12.75 14.52 22.62

GALALAQAVQR 2 0.9994
LAILQVGNR 2 0.9922

QGFGNLPICMAK 2 0.9734
YVVVTGITPTPLGEGK 2 0.9995

IPI00218343 TUBA1C Tubulin alpha‐1C chain 1 63.47 20 28 344,528,573   349,433,719   326,068,675   333,435,961   342,537,282   406,636,074   317,835,038   11,413,031  87,020,477      35,977,836     29,716,260        28,733,149      47,917,440      55,332,044    3.31 24.9 11.03 8.91 8.39 11.78 17.41
AVCMLSNTTAVAEAWAR 2 0.9998
AVCMLSNTTAVAEAWAR 3 0.9998

AVFVDLEPTVIDEVR 2 0.9998
AVFVDLEPTVIDEVR 3 0.9998

AYHEQLTVAEITNACFEPANQMVK 3 0.9995
DVNAAIATIK 1 0.9998
DVNAAIATIK 2 0.9998

EDMAALEKDYEEVGADSADGEDEGEEY 2 0.9998
EIIDLVLDR 2 0.9997

FDGALNVDLTEFQTNLVPYPR 2 0.9998
FDGALNVDLTEFQTNLVPYPR 3 0.9998

FDLMYAK 2 0.9996
IHFPLATYAPVISAEK 2 0.9998
IHFPLATYAPVISAEK 3 0.9998
LDHKFDLMYAK 3 0.9998
LISQIVSSITASLR 2 0.9998
LISQIVSSITASLR 3 0.9998

LSVDYGKK 2 0.9664
NLDIERPTYTNLNR 2 0.9997
NLDIERPTYTNLNR 3 0.9997

QLFHPEQLITGKEDAANNYAR 3 0.9998
RTIQFVDWCPTGFK 3 0.8425

SFGGGTGSGFTSLLMER 2 0.8516
TIGGGDDSFNTFFSETGAGK 2 0.9998
TIGGGDDSFNTFFSETGAGK 3 0.9998

TIQFVDWCPTGFK 2 0.9998
VGINYQPPTVVPGGDLAK 2 0.9998

YMACCLLYR 2 0.9998
IPI00218414 CA2 Carbonic anhydrase 2 0.991 7.31 1 1 4,180,930        4,965,760        4,102,485        4,262,155        4,069,400        5,936,385        4,328,840        777,461       1,190,544        306,954           465,635              651,269            1,089,481        1,120,275      18.6 23.98 7.48 10.92 16 18.35 25.88
IPI00790885 CA2 11 kDa protein 0.991 18.81 1 1 4,180,930        4,965,760        4,102,485        4,262,155        4,069,400        5,936,385        4,328,840        777,461       1,190,544        306,954           465,635              651,269            1,089,481        1,120,275      18.6 23.98 7.48 10.92 16 18.35 25.88

YDPSLKPLSVSYDQATSLR 3 0.9914
IPI00218486 SSH3 Isoform 1 of Protein phosphatase Slingshot homolog 3 0.999 4.1 2 2 5,207,477        5,701,083        5,552,143        5,639,827        5,707,303        7,334,350        5,214,847        673,123       1,388,227        275,286           390,333              733,599            1,265,521        766,644          12.93 24.35 4.96 6.92 12.85 17.25 14.7
IPI00655638 SSH3 Isoform 3 of Protein phosphatase Slingshot homolog 3 0.999 5.26 2 2 5,207,477        5,701,083        5,552,143        5,639,827        5,707,303        7,334,350        5,214,847        673,123       1,388,227        275,286           390,333              733,599            1,265,521        766,644          12.93 24.35 4.96 6.92 12.85 17.25 14.7

DFIDNQMLLLVAQR 2 0.8693
VLDVSDLESVTSK 2 0.9939

IPI00218493 HPRT1 Hypoxanthine‐guanine phosphoribosyltransferase 0.977 5.96 1 1 3,771,220        3,317,325        3,573,815        3,554,635        3,391,095        4,231,250        3,552,160        588,491       1,095,689        440,620           800,320              699,055            637,309           808,324          15.6 33.03 12.33 22.51 20.61 15.06 22.76
IPI00873466 HPRT1 Putative uncharacterized protein HPRT1 0.977 5.96 1 1 3,771,220        3,317,325        3,573,815        3,554,635        3,391,095        4,231,250        3,552,160        588,491       1,095,689        440,620           800,320              699,055            637,309           808,324          15.6 33.03 12.33 22.51 20.61 15.06 22.76

VIGGDDLSTLTGK 2 0.9771
IPI00218568 PCBD1 Pterin‐4‐alpha‐carbinolamine dehydratase 1 50.96 4 5 101,503,350   124,796,980   93,530,916     112,516,980   101,477,730   155,536,440   96,625,190     13,323,574  41,769,047      13,978,950     18,814,148        24,564,099      28,550,583      31,827,585    13.13 33.47 14.95 16.72 24.21 18.36 32.94

AVGWNELEGR 2 0.9995
DINLASFIEQVAVSMT 2 0.9997
LDHHPEWFNVYNK 3 0.999
LSAEERDQLLPNLR 2 0.9674
LSAEERDQLLPNLR 3 0.9987

IPI00218570 PGAM2 Phosphoglycerate mutase 2 1 9.88 2 2 6,366,848        6,379,350        6,361,720        6,058,393        6,575,810        7,862,465        6,379,773        90,404         1,448,582        535,272           304,146              739,376            1,176,520        1,273,996      1.42 22.71 8.41 5.02 11.24 14.96 19.97
IPI00844133 PGAM2 Phosphoglycerate mutase 1 9.92 2 2 6,366,848        6,379,350        6,361,720        6,058,393        6,575,810        7,862,465        6,379,773        90,404         1,448,582        535,272           304,146              739,376            1,176,520        1,273,996      1.42 22.71 8.41 5.02 11.24 14.96 19.97

ALPFWNEEIVPQIK 2 0.9997
VLIAAHGNSLR 3 0.9993

IPI00218591 SRSF1 Isoform ASF‐2 of Serine/arginine‐rich splicing factor 1 1 17.81 4 5 10,599,196     11,180,530     10,205,330     10,051,072     10,060,250     11,853,640     9,887,976        479,135       2,748,353        679,108           626,238              1,640,947        1,426,491        1,721,501      4.52 24.58 6.65 6.23 16.31 12.03 17.41
IPI00218592 SRSF1 Isoform ASF‐3 of Serine/arginine‐rich splicing factor 1 1 25.87 4 5 10,599,196     11,180,530     10,205,330     10,051,072     10,060,250     11,853,640     9,887,976        479,135       2,748,353        679,108           626,238              1,640,947        1,426,491        1,721,501      4.52 24.58 6.65 6.23 16.31 12.03 17.41

DGTGVVEFVR 2 0.9979
DGYDYDGYR 2 0.9997

GGPPFAFVEFEDPRDAEDAVYGR 3 0.9997
TKDIEDVFYK 2 0.9993
TKDIEDVFYK 3 0.8924

IPI00218693 APRT Adenine phosphoribosyltransferase 1 75 10 13 80,036,495     82,739,275     73,748,940     81,437,055     78,622,790     99,295,105     75,174,850     5,299,078    19,447,585      9,686,777       7,628,127          8,738,144        11,449,189      13,152,828    6.62 23.5 13.13 9.37 11.11 11.53 17.5
AAIGLLAR 2 0.9971

AELEIQKDALEPGQR 2 0.9998
DISPVLKDPASFR 2 0.9991
DISPVLKDPASFR 3 0.9891
EKLAPVPFFSLLQYE 2 0.9998

GFLFGPSLAQELGLGCVLIR 2 0.9998



GFLFGPSLAQELGLGCVLIR 3 0.9998
IDYIAGLDSR 2 0.9998

LAPVPFFSLLQYE 2 0.9996
LQAEVLECVSLVELTSLK 2 0.9998

SFPDFPTPGVVFR 2 0.9998
VVVVDDLLATGGTMNAACELLGR 2 0.9998
VVVVDDLLATGGTMNAACELLGR 3 0.9998

IPI00218733 SOD1 Superoxide dismutase [Cu‐Zn] 1 19.48 2 2 20,066,220     21,377,340     19,404,830     23,642,000     20,203,160     23,393,530     17,820,740     2,080,387    5,114,760        1,080,839       2,610,283          1,898,606        1,755,137        3,076,944      10.37 23.93 5.57 11.04 9.4 7.5 17.27
AVCVLKGDGPVQGIINFEQK 3 0.9997

LACGVIGIAQ 1 0.9946
IPI00218820 TPM2 Isoform 3 of Tropomyosin beta chain 1 8.06 2 2 3,025,480        3,521,620        3,078,610        2,904,111        3,238,674        3,931,480        3,083,296        257,787       914,319            574,258           756,931              870,212            525,829           620,835          8.52 25.96 18.65 26.06 26.87 13.37 20.14

AEADVASLNR 2 0.9353
IQLVEEELDR 2 0.9996

IPI00218829 GSPT1 Eukaryotic peptide chain release factor GTP‐binding subunit ERF3A 0.945 2.2 1 1 886,003           694,235           933,963           905,053           829,125           905,363           797,443           128,115       145,805            141,960           191,734              264,023            158,006           280,236          14.46 21 15.2 21.18 31.84 17.45 35.14
IPI00909083 GSPT1 eukaryotic peptide chain release factor GTP‐binding subunit ERF3A isof 0.945 1.73 1 1 886,003           694,235           933,963           905,053           829,125           905,363           797,443           128,115       145,805            141,960           191,734              264,023            158,006           280,236          14.46 21 15.2 21.18 31.84 17.45 35.14
IPI00910513 GSPT1 eukaryotic peptide chain release factor GTP‐binding subunit ERF3A isof 0.945 1.73 1 1 886,003           694,235           933,963           905,053           829,125           905,363           797,443           128,115       145,805            141,960           191,734              264,023            158,006           280,236          14.46 21 15.2 21.18 31.84 17.45 35.14
IPI00642097 GSPT2 Eukaryotic peptide chain release factor GTP‐binding subunit ERF3B 0.945 1.75 1 1 886,003           694,235           933,963           905,053           829,125           905,363           797,443           128,115       145,805            141,960           191,734              264,023            158,006           280,236          14.46 21 15.2 21.18 31.84 17.45 35.14

HFTILDAPGHK 3 0.9451
IPI00218847 ACP1 Isoform 2 of Low molecular weight phosphotyrosine protein phosphata 1 20.25 3 3 3,584,724        3,712,288        3,054,057        3,427,412        3,365,868        4,098,059        2,979,880        83,433         820,271            302,892           322,001              601,912            573,660           752,842          2.33 22.1 9.92 9.39 17.88 14 25.26
IPI00410615 ACP1 Isoform 3 of Low molecular weight phosphotyrosine protein phosphata 1 25.81 3 3 3,584,724        3,712,288        3,054,057        3,427,412        3,365,868        4,098,059        2,979,880        83,433         820,271            302,892           322,001              601,912            573,660           752,842          2.33 22.1 9.92 9.39 17.88 14 25.26
IPI00952677 ACP1 Putative uncharacterized protein ACP1 1 25.81 3 3 3,584,724        3,712,288        3,054,057        3,427,412        3,365,868        4,098,059        2,979,880        83,433         820,271            302,892           322,001              601,912            573,660           752,842          2.33 22.1 9.92 9.39 17.88 14 25.26

IELLGSYDPQK 2 0.9989
SPIAEAVFR 2 0.996

SVLFVCLGNICR 2 0.9996
IPI00218852 VIL1 Villin‐1 1 34.95 23 24 149,078,626   149,939,744   146,663,289   149,248,429   147,667,907   190,688,577   145,491,375   7,822,239    35,763,957      12,186,874     21,237,665        21,107,724      27,289,423      30,891,803    5.25 23.85 8.31 14.23 14.29 14.31 21.23

AAATTAQEYLK 2 0.9997
AAVPDTVVEPALK 2 0.9987
ANFLNSNDVFVLK 2 0.9998
DWSQITAEVTSPK 2 0.9998
EVQGNESEAFR 2 0.9997

FDATSMHVKPQVAAQQK 3 0.9998
GAMSHALNFIK 2 0.9417

GSLNITTPGLQIWR 2 0.9998
HVETNSYDVQR 2 0.9969
IENLELVPVDSK 2 0.9998

LFQVQGTGANNTK 2 0.9998
LIIQWNGPESTR 2 0.9998
LMEVMNHVLGK 2 0.9995
LMEVMNHVLGK 3 0.9996
LQEENLVITPR 2 0.9998

LYHVSDSEGNLVVR 3 0.9998
MVDDGSGEVQVWR 2 0.9998
NVVAGEVEMSWK 2 0.9007

QGHEPPTFTGWFLAWDPFK 3 0.9998
QVVVEGQEPANFWMALGGK 2 0.9998

RLQEENLVITPR 2 0.9997
SYEDLKAELGNSR 2 0.9998

TYVGVVDGENELASPK 2 0.9998
YNGEPVQIR 2 0.9996

IPI00218914 ALDH1A1 Retinal dehydrogenase 1 1 57.49 19 22 185,647,481   183,942,243   171,965,105   175,640,719   174,829,319   209,588,737   166,815,881   6,986,921    45,329,677      13,038,739     13,950,865        16,325,143      24,852,596      27,322,596    3.76 24.64 7.58 7.94 9.34 11.86 16.38
EAGFPPGVVNIVPGYGPTAGAAISSHMDIDK 3 0.9998

ELGEYGFHEYTEVK 2 0.9424
GYFVQPTVFSNVTDEMR 2 0.9998
GYFVQPTVFSNVTDEMR 3 0.9997

HEPIGVCGQIIPWNFPLVMLIWK 2 0.9997
HEPIGVCGQIIPWNFPLVMLIWK 3 0.9998

IAKEEIFGPVQQIMK 3 0.9998
IFINNEWHDSVSGK 3 0.9961
IFVEESIYDEFVR 2 0.9998

IGPALSCGNTVVVKPAEQTPLTALHVASLIK 3 0.9998
ILDLIESGKK 2 0.8782
ILDLIESGKK 3 0.9995
LADLIER 2 0.9664

LECGGGPWGNK 2 0.9928
LLLATMESMNGGK 2 0.9998
LYSNAYLNDLAGCIK 2 0.9998
QAFQIGSPWR 2 0.9997
SLDDVIKR 2 0.9889

TIPIDGNFFTYTR 2 0.9995
VAFTGSTEVGK 2 0.9466
VTLELGGK 2 0.9706

YILGNPLTPGVTQGPQIDKEQYDK 3 0.9997
IPI00218918 ANXA1 Annexin A1 1 53.76 12 12 76,479,113     77,948,586     70,955,752     74,890,145     74,426,080     88,685,930     69,458,643     4,445,913    17,983,134      6,829,732       7,442,262          8,450,772        7,559,687        11,967,972    5.81 23.07 9.63 9.94 11.35 8.52 17.23

AAYLQETGKPLDETLKK 3 0.9388
ALTGHLEEVVLALLK 2 0.9998
DITSDTSGDFR 2 0.9998

GDRSEDFGVNEDLADSDAR 3 0.9998
GGPGSAVSPYPTFNPSSDVAALHK 3 0.9998

GLGTDEDTLIEILASR 2 0.9998
GTDVNVFNTILTTR 2 0.9998
GVDEATIIDILTK 2 0.9998

MYGISLCQAILDETKGDYEK 3 0.9997
QAWFIENEEQEYVQTVK 3 0.9997

SEIDMNDIK 2 0.999
TPAQFDADELR 2 0.9998

IPI00218977 FTCD Isoform D of Formimidoyltransferase‐cyclodeaminase 0.994 5.86 2 2 17,679,640     18,426,840     13,836,253     16,942,500     15,602,035     19,821,475     14,683,690     1,357,973    5,058,601        2,069,627       1,818,312          1,190,359        2,751,674        3,206,947      7.68 27.45 14.96 10.73 7.63 13.88 21.84
IPI00921399 FTCD Putative uncharacterized protein FTCD 0.994 5.86 2 2 17,679,640     18,426,840     13,836,253     16,942,500     15,602,035     19,821,475     14,683,690     1,357,973    5,058,601        2,069,627       1,818,312          1,190,359        2,751,674        3,206,947      7.68 27.45 14.96 10.73 7.63 13.88 21.84

LAEELDVPVYLYGEAAR 2 0.9907
LGLDSLCPFSPK 2 0.837

IPI00218989 AK2 Isoform 4 of Adenylate kinase 2, mitochondrial 1 22.14 2 2 2,446,495        2,178,469        2,302,527        2,571,493        2,157,093        2,380,641        2,628,559        788,984       383,702            315,964           352,240              487,977            239,630           632,217          32.25 17.61 13.72 13.7 22.62 10.07 24.05
EKLDSVIEFSIPDSLLIR 3 0.9978
QAEMLDDLMEK 2 0.9995

IPI00218993 HSPH1 Isoform Beta of Heat shock protein 105 kDa 1 4.18 3 3 26,269,420     23,718,648     22,499,208     22,268,003     23,313,203     26,020,047     21,428,833     1,820,419    4,837,650        3,099,680       1,229,005          2,285,454        2,720,770        4,032,122      6.93 20.4 13.78 5.52 9.8 10.46 18.82
IPI00513743 HSPH1 Isoform 3 of Heat shock protein 105 kDa 1 4.16 3 3 26,269,420     23,718,648     22,499,208     22,268,003     23,313,203     26,020,047     21,428,833     1,820,419    4,837,650        3,099,680       1,229,005          2,285,454        2,720,770        4,032,122      6.93 20.4 13.78 5.52 9.8 10.46 18.82
IPI00514983 HSPH1 cDNA FLJ52364, highly similar to Heat‐shock protein 105 kDa 1 3.95 3 3 26,269,420     23,718,648     22,499,208     22,268,003     23,313,203     26,020,047     21,428,833     1,820,419    4,837,650        3,099,680       1,229,005          2,285,454        2,720,770        4,032,122      6.93 20.4 13.78 5.52 9.8 10.46 18.82
IPI00908988 HSPH1 cDNA FLJ52360, highly similar to Heat‐shock protein 105 kDa 1 5.02 3 3 26,269,420     23,718,648     22,499,208     22,268,003     23,313,203     26,020,047     21,428,833     1,820,419    4,837,650        3,099,680       1,229,005          2,285,454        2,720,770        4,032,122      6.93 20.4 13.78 5.52 9.8 10.46 18.82
IPI00939163 HSPH1 Isoform Alpha of Heat shock protein 105 kDa 1 3.96 3 3 26,269,420     23,718,648     22,499,208     22,268,003     23,313,203     26,020,047     21,428,833     1,820,419    4,837,650        3,099,680       1,229,005          2,285,454        2,720,770        4,032,122      6.93 20.4 13.78 5.52 9.8 10.46 18.82

FVVQNVSAQK 2 0.9963
NAVEEYVYEFR 2 0.8518
SQFEELCAELLQK 2 0.9964

IPI00219005 FKBP4 Peptidyl‐prolyl cis‐trans isomerase FKBP4 0.972 3.92 2 2 10,794,869     9,577,445        10,562,122     9,762,361        10,685,484     11,109,695     10,923,088     905,202       1,629,242        883,561           1,869,735          1,988,886        684,679           2,394,154      8.39 17.01 8.37 19.15 18.61 6.16 21.92
TQLAVCQQR 2 0.9715
VLQLYPNNK 2 0.9512

IPI00219018 GAPDH Glyceraldehyde‐3‐phosphate dehydrogenase 1 67.76 21 32 703,966,802   672,975,169   612,075,934   624,833,979   656,543,761   813,613,259   622,537,848   33,706,776  155,496,935    67,696,263     60,232,400        62,879,660      93,618,592      134,634,730  4.79 23.11 11.06 9.64 9.58 11.51 21.63



AENGKLVINGNPITIFQERDPSK 3 0.9998
GALQNIIPASTGAAK 2 0.9998
IISNASCTTNCLAPLAK 2 0.9998
IISNASCTTNCLAPLAK 3 0.9998

IKWGDAGAEYVVESTGVFTTMEK 3 0.9996
LISWYDNEFGYSNR 2 0.9998
LISWYDNEFGYSNR 3 0.9998

LTGMAFR 2 0.9961
LVINGNPITIFQER 2 0.9998

LVINGNPITIFQERDPSK 2 0.9998
LVINGNPITIFQERDPSK 3 0.9902

MTTVHAITATQK 2 0.9995
RVIISAPSADAPMFVMGVNHEK 3 0.9998

VDIVAINDPFIDLNYMVYMFQYDSTHGK 2 0.9998
VDIVAINDPFIDLNYMVYMFQYDSTHGK 3 0.9998

VGVNGFGR 1 0.9646
VGVNGFGR 2 0.9996

VIHDNFGIVEGLMTTVHAITATQK 2 0.9998
VIHDNFGIVEGLMTTVHAITATQK 3 0.9998
VIISAPSADAPMFVMGVNHEK 2 0.9998
VIISAPSADAPMFVMGVNHEK 3 0.9997

VIISAPSADAPMFVMGVNHEKYDNSLK 3 0.9992
VIPELNGK 1 0.9909

VPTANVSVVDLTCR 2 0.9998
VPTANVSVVDLTCR 3 0.9996

VPTANVSVVDLTCRLEKPAK 3 0.9997
VVDLMAHMASK 2 0.9998
VVDLMAHMASK 3 0.9991
VVDLMAHMASKE 2 0.9998
VVDLMAHMASKE 3 0.998

WGDAGAEYVVESTGVFTTMEK 2 0.9998
WGDAGAEYVVESTGVFTTMEK 3 0.9998

IPI00219025 GLRX Glutaredoxin‐1 1 70.75 5 5 31,385,920     32,748,560     28,815,890     29,364,810     29,965,430     38,613,210     30,175,520     1,315,184    7,725,763        3,017,361       4,378,608          3,758,338        6,724,804        6,726,646      4.19 23.59 10.47 14.91 12.54 17.42 22.29
AQEILSQLPIK 2 0.9973

DCIGGCSDLVSLQQSGELLTR 2 0.9809
QGLLEFVDITATNHTNEIQDYLQQLTGAR 3 0.9997

RAQEILSQLPIK 2 0.999
VVVFIKPTCPYCR 3 0.9997

IPI00219029 GOT1 Aspartate aminotransferase, cytoplasmic 1 41.4 12 14 127,830,715   127,582,895   114,276,710   120,663,520   122,667,355   147,879,225   111,434,245   3,715,911    26,723,396      9,078,105       6,049,753          12,849,288      19,743,555      17,045,336    2.91 20.95 7.94 5.01 10.47 13.35 15.3
FLFPFFDSAYQGFASGNLER 2 0.9997
FLFPFFDSAYQGFASGNLER 3 0.9998
IANDNSLNHEYLPILGLAEFR 3 0.9998

IGADFLAR 2 0.9987
ITWSNPPAQGAR 2 0.9995

IVASTLSNPELFEEWTGNVK 2 0.9998
IVASTLSNPELFEEWTGNVK 3 0.9998

KVNLGVGAYR 2 0.947
LALGDDSPALK 2 0.998
NFGLYNER 2 0.956

NLDYVATSIHEAVTK 3 0.9994
QVEYLVNEK 2 0.9963

TPGTWNHITDQIGMFSFTGLNPK 3 0.9898
VGGVQSLGGTGALR 2 0.9997

IPI0021903814;H3F3A;LOC4409Histone H3.3 1 23.53 1 1 715,330           658,287           957,127           795,903           1,055,387        812,067           836,233           214,840       162,179            120,614           99,770                139,286            64,925             265,690          30.03 24.64 12.6 12.54 13.2 7.99 31.77
IPI0097082114;H3F3A;LOC4409Histone H3 1 23.53 1 1 715,330           658,287           957,127           795,903           1,055,387        812,067           836,233           214,840       162,179            120,614           99,770                139,286            64,925             265,690          30.03 24.64 12.6 12.54 13.2 7.99 31.77
IPI0097094614;H3F3A;LOC4409Histone H3 1 23.53 1 1 715,330           658,287           957,127           795,903           1,055,387        812,067           836,233           214,840       162,179            120,614           99,770                139,286            64,925             265,690          30.03 24.64 12.6 12.54 13.2 7.99 31.77

FQSAAIGALQEASEAYLVGLFEDTNLCAIHAK 3 0.9997
IPI00219077 LTA4H Isoform 1 of Leukotriene A‐4 hydrolase 1 11.62 5 5 10,838,181     12,082,618     9,818,699        10,549,178     10,506,752     13,128,675     10,250,775     609,308       2,459,668        1,393,329       1,498,210          1,253,978        585,652           2,335,100      5.62 20.36 14.19 14.2 11.93 4.46 22.78

ASMHPVTAMLVGK 2 0.953
EDDLNSFNATDLK 2 0.9281
GSPMEISLPIALSK 2 0.9451
SAYEFSETESMLK 2 0.9997

VPIPCYLIALVVGALESR 2 0.9997
IPI00219097 HMGB2 High mobility group protein B2 1 9.57 2 3 9,977,525        11,464,726     8,339,343        10,319,333     9,065,039        11,657,508     9,352,471        1,449,585    4,395,722        1,386,706       2,962,153          1,179,065        1,997,001        3,394,844      14.53 38.34 16.63 28.7 13.01 17.13 36.3

LGEMWSEQSAK 2 0.9992
YEKDIAAYR 2 0.9605
YEKDIAAYR 3 0.9984

IPI00219129 NQO2 Ribosyldihydronicotinamide dehydrogenase [quinone] 0.988 9.09 1 1 400,728           359,959           403,004           528,033           321,066           471,500           326,427           156,334       116,781            102,815           116,716              39,640              99,484             219,587          39.01 32.44 25.51 22.1 12.35 21.1 67.27
IPI00640851 NQO2 NAD(P)H dehydrogenase, quinone 2 0.988 15.11 1 1 400,728           359,959           403,004           528,033           321,066           471,500           326,427           156,334       116,781            102,815           116,716              39,640              99,484             219,587          39.01 32.44 25.51 22.1 12.35 21.1 67.27

EADLVIFQFPLYWFSVPAILK 2 0.9878
IPI00219153 RPL22 60S ribosomal protein L22 1 29.69 3 3 11,436,745     10,434,075     10,657,535     12,286,320     9,925,135        12,632,820     11,129,705     1,457,335    2,481,031        1,535,118       2,382,195          1,551,094        1,839,206        3,030,528      12.74 23.78 14.4 19.39 15.63 14.56 27.23

FTLDCTHPVEDGIMDAANFEQFLQER 3 0.9997
ITVTSEVPFSK 2 0.9996
ITVTSEVPFSKR 2 0.999

IPI00219155 RPL27 60S ribosomal protein L27 0.995 6.62 1 1 15,466,850     14,787,350     10,965,650     12,992,300     11,442,200     14,574,865     8,874,000        105,283       3,741,767        911,162           312,239              2,259,578        4,171,358        1,343,818      0.68 25.3 8.31 2.4 19.75 28.62 15.14
IPI00790294 RPL27 60S ribosomal protein L27 0.995 11.25 1 1 15,466,850     14,787,350     10,965,650     12,992,300     11,442,200     14,574,865     8,874,000        105,283       3,741,767        911,162           312,239              2,259,578        4,171,358        1,343,818      0.68 25.3 8.31 2.4 19.75 28.62 15.14

YSVDIPLDK 2 0.981
IPI00219156 RPL30 60S ribosomal protein L30 0.989 24.35 2 2 10,055,418     8,448,253        9,067,405        8,590,618        8,681,005        9,322,200        7,951,733        1,450,775    1,650,437        685,318           719,643              1,612,098        1,245,590        1,459,029      14.43 19.54 7.56 8.38 18.57 13.36 18.35
IPI00872940 RPL30 13 kDa protein 0.989 24.35 2 2 10,055,418     8,448,253        9,067,405        8,590,618        8,681,005        9,322,200        7,951,733        1,450,775    1,650,437        685,318           719,643              1,612,098        1,245,590        1,459,029      14.43 19.54 7.56 8.38 18.57 13.36 18.35

LVILANNCPALR 2 0.8848
VCTLAIIDPGDSDIIR 2 0.9889

IPI00219217 LDHB L‐lactate dehydrogenase B chain 1 68.86 20 25 187,824,886   182,563,002   181,572,545   189,391,796   179,713,369   217,941,749   176,261,643   8,840,764    41,367,954      21,480,369     15,225,202        19,160,095      24,011,658      32,248,198    4.71 22.66 11.83 8.04 10.66 11.02 18.3
EVHKMVVESAYEVIK 3 0.8948

FIIPQIVK 2 0.9459
GEMMDLQHGSLFLQTPK 3 0.9998

GLTSVINQK 1 0.9744
GLTSVINQK 2 0.9998

GMYGIENEVFLSLPCILNAR 2 0.9998
GMYGIENEVFLSLPCILNAR 3 0.9998
GYTNWAIGLSVADLIESMLK 2 0.9998
GYTNWAIGLSVADLIESMLK 3 0.9998
ITVVGVGQVGMACAISILGK 2 0.9998
ITVVGVGQVGMACAISILGK 3 0.9998

IVADKDYSVTANSK 3 0.9997
IVVVTAGVR 2 0.9985

LIAPVAEEEATVPNNK 2 0.9998
LKGYTNWAIGLSVADLIESMLK 2 0.9876
LKGYTNWAIGLSVADLIESMLK 3 0.9998

LNLVQR 2 0.9885
MVVESAYEVIK 2 0.9998

NVNVFK 2 0.9932
SADTLWDIQK 2 0.9998

SLADELALVDVLEDK 2 0.9998
SLADELALVDVLEDKLK 3 0.9997



VIGSGCNLDSAR 1 0.9928
YLMAEK 1 0.9949

YSPDCIIIVVSNPVDILTYVTWK 2 0.992
IPI00219229 LSM3 U6 snRNA‐associated Sm‐like protein LSm3 0.994 11.76 1 1 12,460,900     12,488,410     12,312,020     11,681,960     11,877,560     14,591,920     12,069,580     839,661       3,681,522        1,308,920       1,307,679          901,749            1,771,787        1,956,087      6.74 29.48 10.63 11.19 7.59 12.14 16.21

GDGVVLVAPPLR 2 0.9939
IPI00219299 TLN2 Talin‐2 1 0.43 1 1 160,717           153,312           123,691           126,662           130,958           177,282           128,945           49,027         53,424              10,222             17,659                23,861              34,924             37,934            30.51 34.85 8.26 13.94 18.22 19.7 29.42

EVANSTANLVK 2 0.9979
IPI00219301 MARCKS Myristoylated alanine‐rich C‐kinase substrate 0.994 9.64 1 1 1,606,180        1,629,633        1,291,870        1,354,560        1,499,170        1,831,320        1,512,780        172,988       769,918            288,671           264,711              272,474            203,369           547,859          10.77 47.24 22.35 19.54 18.17 11.11 36.22

EAPAEGEAAEPGSPTAAEGEAASAASSTSSPK 3 0.9942
IPI00219330 ILF3 Isoform 5 of Interleukin enhancer‐binding factor 3 1 13.77 7 7 14,501,644     14,435,785     11,810,633     12,729,570     13,003,612     15,972,238     12,624,499     863,652       3,568,157        1,199,377       1,671,430          1,497,138        1,551,741        2,257,126      5.96 24.72 10.16 13.13 11.51 9.72 17.88
IPI00298788 ILF3 Isoform 1 of Interleukin enhancer‐binding factor 3 1 10.63 7 7 14,501,644     14,435,785     11,810,633     12,729,570     13,003,612     15,972,238     12,624,499     863,652       3,568,157        1,199,377       1,671,430          1,497,138        1,551,741        2,257,126      5.96 24.72 10.16 13.13 11.51 9.72 17.88
IPI00298789 ILF3 Isoform 2 of Interleukin enhancer‐binding factor 3 1 13.53 7 7 14,501,644     14,435,785     11,810,633     12,729,570     13,003,612     15,972,238     12,624,499     863,652       3,568,157        1,199,377       1,671,430          1,497,138        1,551,741        2,257,126      5.96 24.72 10.16 13.13 11.51 9.72 17.88
IPI00414335 ILF3 Isoform 3 of Interleukin enhancer‐binding factor 3 1 12.43 7 7 14,501,644     14,435,785     11,810,633     12,729,570     13,003,612     15,972,238     12,624,499     863,652       3,568,157        1,199,377       1,671,430          1,497,138        1,551,741        2,257,126      5.96 24.72 10.16 13.13 11.51 9.72 17.88
IPI00418313 ILF3 interleukin enhancer‐binding factor 3 isoform d 1 10.58 7 7 14,501,644     14,435,785     11,810,633     12,729,570     13,003,612     15,972,238     12,624,499     863,652       3,568,157        1,199,377       1,671,430          1,497,138        1,551,741        2,257,126      5.96 24.72 10.16 13.13 11.51 9.72 17.88
IPI00556173 ILF3 Isoform 6 of Interleukin enhancer‐binding factor 3 1 13.46 7 7 14,501,644     14,435,785     11,810,633     12,729,570     13,003,612     15,972,238     12,624,499     863,652       3,568,157        1,199,377       1,671,430          1,497,138        1,551,741        2,257,126      5.96 24.72 10.16 13.13 11.51 9.72 17.88

AYAALAALEK 2 0.9995
FVMEVEVDGQK 2 0.8286

HSSVYPTQEELEAVQNMVSHTER 3 0.9998
LAAFGQLHK 2 0.9873

VLAGETLSVNDPPDVLDR 2 0.9998
VLGMDPLPSK 2 0.9995

VLQDMGLPTGAEGR 2 0.9998
IPI00219335 RPL3L 60S ribosomal protein L3‐like 1 2.7 1 1 808,198           638,268           690,375           683,340           682,632           769,440           635,135           234,502       51,483              74,799             188,679              194,197            67,192             155,727          29.02 8.07 10.83 27.61 28.45 8.73 24.52

VACIGAWHPAR 3 0.9987
IPI00219344 HPCAL1 Hippocalcin‐like protein 1 0.984 8.29 1 1 2,077,483        2,212,390        2,120,463        2,183,873        2,213,583        2,082,153        2,126,527        266,961       391,399            295,464           387,785              451,362            325,262           361,257          12.85 17.69 13.93 17.76 20.39 15.62 16.99
IPI00470800 HPCAL1 Putative uncharacterized protein DKFZp781K1922 0.984 9.14 1 1 2,077,483        2,212,390        2,120,463        2,183,873        2,213,583        2,082,153        2,126,527        266,961       391,399            295,464           387,785              451,362            325,262           361,257          12.85 17.69 13.93 17.76 20.39 15.62 16.99
IPI00894533 HPCAL1 Protein 0.984 15.53 1 1 2,077,483        2,212,390        2,120,463        2,183,873        2,213,583        2,082,153        2,126,527        266,961       391,399            295,464           387,785              451,362            325,262           361,257          12.85 17.69 13.93 17.76 20.39 15.62 16.99

WAFSMYDLDGNGYISR 2 0.9939
IPI00219358 MPI Isoform 1 of Mannose‐6‐phosphate isomerase 0.994 8.51 2 2 2,429,783        2,759,706        2,866,848        2,581,970        2,664,112        3,084,462        2,782,174        235,793       739,935            539,491           363,938              626,921            315,268           583,670          9.7 26.81 18.82 14.1 23.53 10.22 20.98
IPI00332187 MPI Isoform 2 of Mannose‐6‐phosphate isomerase 0.994 9.94 2 2 2,429,783        2,759,706        2,866,848        2,581,970        2,664,112        3,084,462        2,782,174        235,793       739,935            539,491           363,938              626,921            315,268           583,670          9.7 26.81 18.82 14.1 23.53 10.22 20.98

SQEDPYLSIYDPPVPDFTIMK 2 0.9943
VFPLSCAVQQYAWGK 2 0.9601

IPI00219365 MSN Moesin 1 7.8 5 5 18,759,170     20,381,259     17,993,780     17,615,710     20,664,450     25,774,826     18,881,339     1,061,420    4,653,580        2,631,519       2,148,111          1,824,807        3,862,228        3,684,155      5.66 22.83 14.62 12.19 8.83 14.98 19.51
IPI00872814 MSN 68 kDa protein 1 7.81 5 5 18,759,170     20,381,259     17,993,780     17,615,710     20,664,450     25,774,826     18,881,339     1,061,420    4,653,580        2,631,519       2,148,111          1,824,807        3,862,228        3,684,155      5.66 22.83 14.62 12.19 8.83 14.98 19.51

ALELEQER 2 0.8168
APDFVFYAPR 2 0.9998
ESEAVEWQQK 2 0.9782
IGFPWSEIR 2 0.9996
ISQLEMAR 2 0.9955

IPI00219446 PEBP1 Phosphatidylethanolamine‐binding protein 1 1 68.98 8 11 137,511,883   139,403,400   118,584,070   122,837,953   129,297,850   167,229,438   117,471,070   10,986,350  35,622,341      13,660,312     8,004,575          13,366,674      21,159,685      25,285,412    7.99 25.55 11.52 6.52 10.34 12.65 21.52
APVAGTCYQAEWDDYVPK 2 0.9998
GNDISSGTVLSDYVGSGPPK 2 0.9998
GNDISSGTVLSDYVGSGPPK 3 0.9995

LYEQLSGK 2 0.9988
LYTLVLTDPDAPSR 2 0.9997

NRPTSISWDGLDSGK 2 0.9998
NRPTSISWDGLDSGK 3 0.828

WSGPLSLQEVDEQPQHPLHVTYAGAAVDELGK 3 0.9998
YVWLVYEQDRPLK 2 0.9954
YVWLVYEQDRPLK 3 0.9996

YVWLVYEQDRPLKCDEPILSNR 3 0.9998
IPI00219483 SNRNP70 Isoform 2 of U1 small nuclear ribonucleoprotein 70 kDa 0.994 4.21 1 1 469,611           504,184           471,154           466,492           376,161           595,163           400,793           64,885         152,222            125,290           112,750              130,312            63,810             126,337          13.82 30.19 26.59 24.17 34.64 10.72 31.52
IPI00219485 SNRNP70 Isoform 4 of U1 small nuclear ribonucleoprotein 70 kDa 0.994 5.28 1 1 469,611           504,184           471,154           466,492           376,161           595,163           400,793           64,885         152,222            125,290           112,750              130,312            63,810             126,337          13.82 30.19 26.59 24.17 34.64 10.72 31.52
IPI00290204 SNRNP70 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa 0.994 4.12 1 1 469,611           504,184           471,154           466,492           376,161           595,163           400,793           64,885         152,222            125,290           112,750              130,312            63,810             126,337          13.82 30.19 26.59 24.17 34.64 10.72 31.52

GGGGGQDNGLEGLGNDSR 2 0.994
IPI00908516 ‐ cDNA FLJ53084, highly similar to ADP‐ribosylation factor‐like protein 1 0.995 10.74 1 1 530,693           613,074           528,897           684,923           532,627           633,033           455,885           101,084       213,047            99,860             94,693                97,309              158,018           70,827            19.05 34.75 18.88 13.83 18.27 24.96 15.54
IPI00219518 ARL1 ADP‐ribosylation factor‐like protein 1 0.995 8.84 1 1 530,693           613,074           528,897           684,923           532,627           633,033           455,885           101,084       213,047            99,860             94,693                97,309              158,018           70,827            19.05 34.75 18.88 13.83 18.27 24.96 15.54
IPI00791961 ARL1 cDNA FLJ50309, highly similar to ADP‐ribosylation factor‐like protein 1 0.995 11.85 1 1 530,693           613,074           528,897           684,923           532,627           633,033           455,885           101,084       213,047            99,860             94,693                97,309              158,018           70,827            19.05 34.75 18.88 13.83 18.27 24.96 15.54

GTGLDEAMEWLVETLK 2 0.9951
IPI00219525 PGD 6‐phosphogluconate dehydrogenase, decarboxylating 1 19.05 6 6 30,251,075     28,864,635     24,980,780     25,072,990     24,985,395     44,427,620     26,615,390     4,435,426    5,396,783        3,953,108       1,991,097          2,158,855        33,227,621      5,553,641      14.66 18.7 15.82 7.94 8.64 74.79 20.87

AGQAVDDFIEK 2 0.9956
GILFVGSGVSGGEEGAR 2 0.9997

IISYAQGFMLLR 2 0.9196
LVPLLDTGDIIIDGGNSEYR 2 0.9997

VGTGEPCCDWVGDEGAGHFVK 3 0.9847
YGPSLMPGGNK 2 0.9849

IPI00219526 PGM1 Isoform 1 of Phosphoglucomutase‐1 1 13.52 5 5 32,659,837     30,885,377     27,665,118     30,597,070     28,535,600     32,609,007     28,037,965     3,211,828    6,397,510        2,488,326       1,924,842          2,622,767        2,313,994        5,609,694      9.83 20.71 8.99 6.29 9.19 7.1 20.01
FNISNGGPAPEAITDKIFQISK 3 0.9246

IALYETPTGWK 2 0.9992
INQDPQVMLAPLISIALK 2 0.9972

TIEEYAVCPDLK 2 0.9699
YDYEEVEAEGANK 2 0.9809

IPI00219568 PGK2 Phosphoglycerate kinase 2 1 17.99 7 10 93,923,030     98,212,650     79,735,860     78,898,345     87,337,355     110,453,090   82,478,350     4,483,377    24,339,419      9,863,109       6,442,415          7,372,462        12,247,207      16,736,255    4.77 24.78 12.37 8.17 8.44 11.09 20.29
ACANPAPGSVILLENLR 2 0.9996

DVLFLK 2 0.9658
LGDVYVNDAFGTAHR 2 0.9998
LGDVYVNDAFGTAHR 3 0.9998

SLLGKDVLFLK 2 0.9996
SLLGKDVLFLK 3 0.9997
VDFNVPMK 2 0.999

VSHVSTGGGASLELLEGK 2 0.9998
VSHVSTGGGASLELLEGK 3 0.9998

WNTEDKVSHVSTGGGASLELLEGK 3 0.9998
IPI00219575 BLMH Bleomycin hydrolase 0.994 2.42 1 1 22,233,150     20,574,700     17,177,950     18,461,200     16,925,000     22,589,100     20,668,050     3,399,247    3,768,868        3,126,255       1,621,851          2,101,957        4,232,271        3,468,956      15.29 18.32 18.2 8.79 12.42 18.74 16.78
IPI00794082 BLMH cDNA FLJ57650, highly similar to Bleomycin hydrolase 0.994 2.99 1 1 22,233,150     20,574,700     17,177,950     18,461,200     16,925,000     22,589,100     20,668,050     3,399,247    3,768,868        3,126,255       1,621,851          2,101,957        4,232,271        3,468,956      15.29 18.32 18.2 8.79 12.42 18.74 16.78

IGPITPLEFYR 2 0.9937
IPI00219622 PSMA2 Proteasome subunit alpha type‐2 1 17.09 2 3 6,279,885        5,696,297        6,842,370        6,723,305        5,622,925        6,601,085        5,464,315        1,857,767    1,715,839        1,515,333       825,775              655,472            508,162           1,615,386      29.58 30.12 22.15 12.28 11.66 7.7 29.56

LVQIEYALAAVAGGAPSVGIK 3 0.9221
YNEDLELEDAIHTAILTLK 2 0.9932
YNEDLELEDAIHTAILTLK 3 0.9996

IPI00219673 GSTK1 Glutathione S‐transferase kappa 1 0.991 6.19 1 1 1,384,034        1,438,054        1,194,810        1,127,072        1,242,450        1,587,990        1,202,276        193,339       593,877            210,318           185,808              335,367            238,691           337,050          13.97 41.3 17.6 16.49 26.99 15.03 28.03
IPI00440703 GSTK1 glutathione S‐transferase kappa 1 isoform b 0.991 4.96 1 1 1,384,034        1,438,054        1,194,810        1,127,072        1,242,450        1,587,990        1,202,276        193,339       593,877            210,318           185,808              335,367            238,691           337,050          13.97 41.3 17.6 16.49 26.99 15.03 28.03
IPI00909432 GSTK1 glutathione S‐transferase kappa 1 isoform d 0.991 7.65 1 1 1,384,034        1,438,054        1,194,810        1,127,072        1,242,450        1,587,990        1,202,276        193,339       593,877            210,318           185,808              335,367            238,691           337,050          13.97 41.3 17.6 16.49 26.99 15.03 28.03
IPI00917331 GSTK1 cDNA FLJ37944 fis, clone CTONG2008720, highly similar to Glutathione 0.991 7.37 1 1 1,384,034        1,438,054        1,194,810        1,127,072        1,242,450        1,587,990        1,202,276        193,339       593,877            210,318           185,808              335,367            238,691           337,050          13.97 41.3 17.6 16.49 26.99 15.03 28.03
IPI00917714 GSTK1 glutathione S‐transferase kappa 1 isoform c 0.991 6.54 1 1 1,384,034        1,438,054        1,194,810        1,127,072        1,242,450        1,587,990        1,202,276        193,339       593,877            210,318           185,808              335,367            238,691           337,050          13.97 41.3 17.6 16.49 26.99 15.03 28.03

AGMSAEQAQGLLEK 2 0.9914
IPI00219678 EIF2S1 Eukaryotic translation initiation factor 2 subunit 1 1 17.46 3 3 49,817,042     43,835,803     46,480,072     45,947,960     45,493,560     57,032,472     44,310,290     8,537,971    12,551,940      11,532,242     4,959,132          4,893,793        2,652,195        9,998,144      17.14 28.63 24.81 10.79 10.76 4.65 22.56

SIAEMGAYVSLLEYNNIEGMILLSELSR 3 0.9801
TEGLSVLSQAMAVIK 2 0.9987
VVTDTDETELAR 2 0.9996

IPI00219689 VAV3 Isoform Beta of Guanine nucleotide exchange factor VAV3 0.92 2.66 1 1 4,240,593        3,855,810        3,979,637        3,406,710        3,500,730        5,744,003        3,706,130        1,676,404    1,651,299        463,841           1,032,059          775,149            1,337,675        1,303,657      39.53 42.83 11.66 30.29 22.14 23.29 35.18
IPI00299763 VAV3 Isoform Alpha of Guanine nucleotide exchange factor VAV3 0.92 2.36 1 1 4,240,593        3,855,810        3,979,637        3,406,710        3,500,730        5,744,003        3,706,130        1,676,404    1,651,299        463,841           1,032,059          775,149            1,337,675        1,303,657      39.53 42.83 11.66 30.29 22.14 23.29 35.18
IPI00910879 VAV3 VAV3 protein 0.92 2.29 1 1 4,240,593        3,855,810        3,979,637        3,406,710        3,500,730        5,744,003        3,706,130        1,676,404    1,651,299        463,841           1,032,059          775,149            1,337,675        1,303,657      39.53 42.83 11.66 30.29 22.14 23.29 35.18

CPENDIRSCCLAEIKQTEEK 3 0.9201



IPI00219743 CTNND1 Isoform 4ABC of Catenin delta‐1 1 12.71 5 5 702,300           673,709           742,927           708,261           736,279           876,708           751,427           138,020       171,916            93,715             150,514              65,801              285,793           171,073          19.65 25.52 12.61 21.25 8.94 32.6 22.77
IPI00219744 CTNND1 Isoform 4AB of Catenin delta‐1 1 12.83 5 5 702,300           673,709           742,927           708,261           736,279           876,708           751,427           138,020       171,916            93,715             150,514              65,801              285,793           171,073          19.65 25.52 12.61 21.25 8.94 32.6 22.77
IPI00219745 CTNND1 Isoform 4AC of Catenin delta‐1 1 13.31 5 5 702,300           673,709           742,927           708,261           736,279           876,708           751,427           138,020       171,916            93,715             150,514              65,801              285,793           171,073          19.65 25.52 12.61 21.25 8.94 32.6 22.77
IPI00219746 CTNND1 Isoform 4BC of Catenin delta‐1 1 13.12 5 5 702,300           673,709           742,927           708,261           736,279           876,708           751,427           138,020       171,916            93,715             150,514              65,801              285,793           171,073          19.65 25.52 12.61 21.25 8.94 32.6 22.77
IPI00219747 CTNND1 Isoform 4A of Catenin delta‐1 1 13.44 5 5 702,300           673,709           742,927           708,261           736,279           876,708           751,427           138,020       171,916            93,715             150,514              65,801              285,793           171,073          19.65 25.52 12.61 21.25 8.94 32.6 22.77
IPI00219748 CTNND1 Isoform 4B of Catenin delta‐1 1 13.25 5 5 702,300           673,709           742,927           708,261           736,279           876,708           751,427           138,020       171,916            93,715             150,514              65,801              285,793           171,073          19.65 25.52 12.61 21.25 8.94 32.6 22.77
IPI00219749 CTNND1 Isoform 4C of Catenin delta‐1 1 13.76 5 5 702,300           673,709           742,927           708,261           736,279           876,708           751,427           138,020       171,916            93,715             150,514              65,801              285,793           171,073          19.65 25.52 12.61 21.25 8.94 32.6 22.77
IPI00219750 CTNND1 Isoform 4 of Catenin delta‐1 1 13.9 5 5 702,300           673,709           742,927           708,261           736,279           876,708           751,427           138,020       171,916            93,715             150,514              65,801              285,793           171,073          19.65 25.52 12.61 21.25 8.94 32.6 22.77

AAALVLQTIWGYK 2 0.9997
ALSAIADLLTNEHER 2 0.999

DMDLTEVITGTLWNLSSHDSIK 3 0.8683
ECDGLVDALIFIVQAEIGQK 2 0.9534

SDFQVNLNNASR 2 0.9997
IPI00219757 GSTP1 Glutathione S‐transferase P 1 70 12 22 434,847,660   434,658,787   402,117,760   399,014,920   422,221,330   495,663,720   386,055,375   28,702,309  109,455,304    47,833,770     46,686,020        45,970,459      55,638,275      80,491,143    6.6 25.18 11.9 11.7 10.89 11.23 20.85

AFLASPEYVNLPINGNGK 2 0.9998
AFLASPEYVNLPINGNGK 3 0.9996
AFLASPEYVNLPINGNGKQ 2 0.9998
AFLASPEYVNLPINGNGKQ 3 0.9997
ALPGQLKPFETLLSQNQGGK 2 0.9998
ALPGQLKPFETLLSQNQGGK 3 0.9998

ASCLYGQLPK 1 0.9998
ASCLYGQLPK 2 0.9998

DQQEAALVDMVNDGVEDLR 2 0.9998
DQQEAALVDMVNDGVEDLR 3 0.9998

FQDGDLTLYQSNTILR 2 0.9998
FQDGDLTLYQSNTILR 3 0.9998
MLLADQGQSWK 2 0.9998

MLLADQGQSWKEEVVTVETWQEGSLK 2 0.9996
MLLADQGQSWKEEVVTVETWQEGSLK 3 0.9998

MPPYTVVYFPVR 2 0.9989
TLGLYGK 1 0.946
TLGLYGK 2 0.9177

TLGLYGKDQQEAALVDMVNDGVEDLR 2 0.9998
TLGLYGKDQQEAALVDMVNDGVEDLR 3 0.9997

YISLIYTNYEAGKDDYVK 2 0.9998
YISLIYTNYEAGKDDYVK 3 0.9997

IPI00219762 CSE1L Isoform 2 of Exportin‐2 1 10.77 1 2 1,058,693        1,242,053        1,193,390        1,238,328        1,155,510        1,529,318        1,409,600        334,478       306,448            207,721           155,737              244,092            128,595           306,637          31.59 24.67 17.41 12.58 21.12 8.41 21.75
FLESVEGNQNYPLLLLTLLEK 2 0.9998
FLESVEGNQNYPLLLLTLLEK 3 0.9998

IPI00219861 ACP1 Isoform 1 of Low molecular weight phosphotyrosine protein phosphata 1 28.48 4 4 6,864,714        7,089,068        6,253,727        7,003,442        6,516,038        8,134,119        6,165,070        311,590       1,735,759        602,087           652,957              1,478,237        1,106,317        1,600,037      4.54 24.49 9.63 9.32 22.69 13.6 25.95
IELLGSYDPQK 2 0.9989

KLVTDQNISENWR 2 0.9994
SPIAEAVFR 2 0.996

SVLFVCLGNICR 2 0.9996
IPI00219871 NAA38 N‐alpha‐acetyltransferase 38, NatC auxiliary subunit 1 41.67 2 2 2,450,535        2,411,708        2,430,476        2,055,778        2,305,315        2,449,466        2,235,044        378,569       241,153            228,006           231,873              568,439            449,014           446,625          15.45 10 9.38 11.28 24.66 18.33 19.98
IPI00924695 NAA38 Putative uncharacterized protein NAA38 1 53.33 2 2 2,450,535        2,411,708        2,430,476        2,055,778        2,305,315        2,449,466        2,235,044        378,569       241,153            228,006           231,873              568,439            449,014           446,625          15.45 10 9.38 11.28 24.66 18.33 19.98

GDNVAVIGEIDEETDSALDLGNIR 2 0.9997
GFDQTINLILDESHER 3 0.9996

IPI00478986 RPS4XP21 30 kDa protein 1 3.8 1 1 84,462             53,813             54,990             64,728             55,969             78,566             54,897             26,642         14,326              12,383             21,672                19,304              12,031             14,921            31.54 26.62 22.52 33.48 34.49 15.31 27.18
IPI00945801 RPS4XP21 Putative uncharacterized protein ENSP00000420227 1 3.66 1 1 84,462             53,813             54,990             64,728             55,969             78,566             54,897             26,642         14,326              12,383             21,672                19,304              12,031             14,921            31.54 26.62 22.52 33.48 34.49 15.31 27.18
IPI00646114 RPS4X cDNA FLJ57716, highly similar to 40S ribosomal protein S4, X isoform 1 7.58 1 1 84,462             53,813             54,990             64,728             55,969             78,566             54,897             26,642         14,326              12,383             21,672                19,304              12,031             14,921            31.54 26.62 22.52 33.48 34.49 15.31 27.18
IPI00302740 RPS4Y1 40S ribosomal protein S4, Y isoform 1 1 3.8 1 1 84,462             53,813             54,990             64,728             55,969             78,566             54,897             26,642         14,326              12,383             21,672                19,304              12,031             14,921            31.54 26.62 22.52 33.48 34.49 15.31 27.18
IPI00643830 RPS4Y1 Putative uncharacterized protein RPS4Y1 1 3.82 1 1 84,462             53,813             54,990             64,728             55,969             78,566             54,897             26,642         14,326              12,383             21,672                19,304              12,031             14,921            31.54 26.62 22.52 33.48 34.49 15.31 27.18
IPI00219894 RPS4Y2 40S ribosomal protein S4, Y isoform 2 1 3.8 1 1 84,462             53,813             54,990             64,728             55,969             78,566             54,897             26,642         14,326              12,383             21,672                19,304              12,031             14,921            31.54 26.62 22.52 33.48 34.49 15.31 27.18

YALTGDEVKK 2 0.9954
IPI00219910 ‐ 22 kDa protein 1 30.92 4 4 10,888,103     12,079,794     9,934,696        10,521,245     10,919,334     13,593,235     9,670,724        801,108       3,597,629        1,536,350       1,532,117          1,418,946        1,827,699        2,269,631      7.36 29.78 15.46 14.56 12.99 13.45 23.47
IPI00783862 BLVRB Flavin reductase 1 31.07 4 4 10,888,103     12,079,794     9,934,696        10,521,245     10,919,334     13,593,235     9,670,724        801,108       3,597,629        1,536,350       1,532,117          1,418,946        1,827,699        2,269,631      7.36 29.78 15.46 14.56 12.99 13.45 23.47

LQAVTDDHIR 2 0.9997
NDLSPTTVMSEGAR 2 0.9998
TVAGQDAVIVLLGTR 2 0.9973

YVAVMPPHIGDQPLTGAYTVTLDGR 3 0.9998
IPI00219913 USP14 Ubiquitin carboxyl‐terminal hydrolase 14 1 27.94 8 8 18,322,420     19,263,619     16,526,580     17,043,017     19,157,241     22,336,736     17,610,293     1,180,068    3,068,670        1,937,144       1,902,402          2,415,863        1,913,840        2,086,715      6.44 15.93 11.72 11.16 12.61 8.57 11.85
IPI00640357 USP14 ubiquitin carboxyl‐terminal hydrolase 14 isoform b 1 30.07 8 8 18,322,420     19,263,619     16,526,580     17,043,017     19,157,241     22,336,736     17,610,293     1,180,068    3,068,670        1,937,144       1,902,402          2,415,863        1,913,840        2,086,715      6.44 15.93 11.72 11.16 12.61 8.57 11.85

ASGEMASAQYITAALR 2 0.9997
EKFEGVELNTDEPPMVFK 3 0.9928
FPLMLDMYELCTPELQEK 2 0.9997

LEAIEDDSVKETDSSSASAATPSK 3 0.9998
LPAYLTIQMVR 2 0.9998

NALYIK 2 0.8378
SLIDQFFGVEFETTMK 2 0.9998

YEPFSFADDIGSNNCGYYDLQAVLTHQGR 3 0.9998
IPI00219953 CMPK1 UMP‐CMP kinase isoform a 1 57.89 10 13 62,003,194     59,544,477     56,076,724     57,391,867     58,949,106     71,352,137     57,051,606     1,026,864    11,074,584      5,400,935       6,371,871          6,748,952        8,283,560        10,529,304    1.66 18.6 9.63 11.1 11.45 11.61 18.46

EMDQTMAANAQK 2 0.9997
FLIDGFPR 2 0.9797

IQTYLQSTKPIIDLYEEMGK 3 0.9998
IVPVEITISLLK 2 0.992

KNPDSQYGELIEK 2 0.9998
KNPDSQYGELIEK 3 0.9997
NQDNLQGWNK 2 0.9997

SVDEVFDEVVQIFDKEG 2 0.9998
SVDEVFDEVVQIFDKEG 3 0.9997

TMDGKADVSFVLFFDCNNEICIER 3 0.8494
YGYTHLSAGELLR 2 0.9008
YGYTHLSAGELLR 3 0.9998

YGYTHLSAGELLRDER 3 0.9983
IPI00220007 APOL2 cDNA FLJ55764, highly similar to Apolipoprotein‐L2 0.914 5.76 1 1 559,894           545,774           405,932           512,191           546,511           555,081           469,662           151,739       122,989            110,534           136,533              62,955              210,440           141,497          27.1 22.53 27.23 26.66 11.52 37.91 30.13
IPI00877964 APOL2 Apolipoprotein L2 0.914 7.72 1 1 559,894           545,774           405,932           512,191           546,511           555,081           469,662           151,739       122,989            110,534           136,533              62,955              210,440           141,497          27.1 22.53 27.23 26.66 11.52 37.91 30.13

GTMIVGAATGGILLLLDVVSLAYESK 3 0.9138
IPI00220014 IDI1 Isoform 2 of Isopentenyl‐diphosphate Delta‐isomerase 1 0.994 14.44 2 2 11,256,810     9,723,255        11,020,465     9,829,515        10,952,560     12,042,505     11,636,905     427,424       2,773,338        1,507,546       1,043,116          337,276            3,344,465        2,316,762      3.8 28.52 13.68 10.61 3.08 27.77 19.91
IPI00645307 IDI1 Isoform 1 of Isopentenyl‐diphosphate Delta‐isomerase 1 0.994 18.06 2 2 11,256,810     9,723,255        11,020,465     9,829,515        10,952,560     12,042,505     11,636,905     427,424       2,773,338        1,507,546       1,043,116          337,276            3,344,465        2,316,762      3.8 28.52 13.68 10.61 3.08 27.77 19.91

AQSDGIWGEHEIDYILLVR 3 0.9942
LKAELGIPLEEVPPEEINYLTR 3 0.9921

IPI00220038 SRRT Isoform 2 of Serrate RNA effector molecule homolog 1 3.9 2 2 933,841           1,055,580        700,666           864,783           716,066           1,114,383        713,687           148,740       371,518            141,199           102,188              81,730              135,508           86,191            15.93 35.2 20.15 11.82 11.41 12.16 12.08
IPI00375144 SRRT Isoform 1 of Serrate RNA effector molecule homolog 1 3.88 2 2 933,841           1,055,580        700,666           864,783           716,066           1,114,383        713,687           148,740       371,518            141,199           102,188              81,730              135,508           86,191            15.93 35.2 20.15 11.82 11.41 12.16 12.08
IPI00888085 SRRT Isoform 4 of Serrate RNA effector molecule homolog 1 3.9 2 2 933,841           1,055,580        700,666           864,783           716,066           1,114,383        713,687           148,740       371,518            141,199           102,188              81,730              135,508           86,191            15.93 35.2 20.15 11.82 11.41 12.16 12.08
IPI00888510 SRRT Isoform 3 of Serrate RNA effector molecule homolog 1 3.89 2 2 933,841           1,055,580        700,666           864,783           716,066           1,114,383        713,687           148,740       371,518            141,199           102,188              81,730              135,508           86,191            15.93 35.2 20.15 11.82 11.41 12.16 12.08

LIHTLDDR 2 0.9386
VFLSLMETGWFDNLLLDIDKADAIVK 3 0.9996

IPI00220194 SLC2A1 Solute carrier family 2, facilitated glucose transporter member 1 0.994 2.03 1 1 2,409,550        2,166,050        2,152,103        2,094,030        2,147,280        2,450,037        2,156,840        129,064       447,877            145,301           227,229              146,452            361,810           438,141          5.36 20.68 6.75 10.85 6.82 14.77 20.31
IPI00872375 SLC2A1 Solute carrier family 2 (Facilitated glucose transporter), member 1 varia 0.994 1.93 1 1 2,409,550        2,166,050        2,152,103        2,094,030        2,147,280        2,450,037        2,156,840        129,064       447,877            145,301           227,229              146,452            361,810           438,141          5.36 20.68 6.75 10.85 6.82 14.77 20.31
IPI00909237 SLC2A1 cDNA FLJ55703, highly similar to Solute carrier family 2, facilitated gluc 0.994 2.3 1 1 2,409,550        2,166,050        2,152,103        2,094,030        2,147,280        2,450,037        2,156,840        129,064       447,877            145,301           227,229              146,452            361,810           438,141          5.36 20.68 6.75 10.85 6.82 14.77 20.31

TFDEIASGFR 2 0.9939
IPI00220219 COPB2 Coatomer subunit beta' 0.999 9.6 4 4 15,580,972     15,808,828     12,224,067     13,004,987     13,306,778     16,713,667     14,132,908     1,383,064    4,709,812        2,309,339       2,664,281          1,440,814        1,390,072        4,780,513      8.88 29.79 18.89 20.49 10.83 8.32 33.83
IPI00789674 COPB2 cDNA FLJ56271, highly similar to Coatomer subunit beta 0.999 9.92 4 4 15,580,972     15,808,828     12,224,067     13,004,987     13,306,778     16,713,667     14,132,908     1,383,064    4,709,812        2,309,339       2,664,281          1,440,814        1,390,072        4,780,513      8.88 29.79 18.89 20.49 10.83 8.32 33.83



KSFKPDFGAESIYGGFLLGVR 3 0.8414
SVNGLAFYDWDNTELIR 2 0.9996

VLAAQETHEGVTEDGIEDAFEVLGEIQEIVK 3 0.9789
VWQLGSSSPNFTLEGHEK 3 0.9732

IPI00220267 ASL Argininosuccinate lyase 1 5.17 2 2 2,406,885        2,906,399        2,910,253        3,190,992        2,690,491        3,383,660        2,631,580        367,908       568,648            460,650           637,642              267,211            601,898           449,106          15.29 19.57 15.83 19.98 9.93 17.79 17.07
IPI00607562 ASL argininosuccinate lyase isoform 2 1 5.41 2 2 2,406,885        2,906,399        2,910,253        3,190,992        2,690,491        3,383,660        2,631,580        367,908       568,648            460,650           637,642              267,211            601,898           449,106          15.29 19.57 15.83 19.98 9.93 17.79 17.07
IPI00607563 ASL argininosuccinate lyase isoform 3 1 5.48 2 2 2,406,885        2,906,399        2,910,253        3,190,992        2,690,491        3,383,660        2,631,580        367,908       568,648            460,650           637,642              267,211            601,898           449,106          15.29 19.57 15.83 19.98 9.93 17.79 17.07

NPDSLELIR 2 0.9727
QTCSTLSGLLWELIR 2 0.9947

IPI00220271 AKR1A1 Alcohol dehydrogenase [NADP+] 1 36.31 8 8 150,093,100   145,639,016   125,918,345   132,211,045   141,104,455   170,437,680   142,272,945   3,985,959    37,597,956      13,609,819     18,033,421        11,254,792      17,218,156      37,066,976    2.66 25.82 10.81 13.64 7.98 10.1 26.05
AWRDPDEPVLLEEPVVLALAEK 3 0.9997

DAGHPLYPFNDPY 2 0.9124
GLEVTAYSPLGSSDR 2 0.9998
GLVQALGLSNFNSR 2 0.9998

SPAQILLR 2 0.9134
TLADLQLEYLDLYLMHWPYAFER 3 0.9998

VFDFTFSPEEMK 2 0.9998
YIVPMLTVDGK 2 0.9892

IPI00220278 MYL9 Myosin regulatory light polypeptide 9 1 17.44 3 3 3,030,741        3,156,364        2,604,860        2,469,060        2,695,984        3,349,856        2,794,752        190,016       786,391            322,070           276,496              565,757            283,229           768,825          6.27 24.91 12.36 11.2 20.99 8.45 27.51
EAFNMIDQNR 2 0.9998
ELLTTMGDR 2 0.9996
LNGTDPEDVIR 2 0.9997

IPI00220301 PRDX6 Peroxiredoxin‐6 1 61.61 17 21 250,820,862   232,631,799   231,096,403   225,831,350   232,015,711   278,708,608   227,775,981   8,126,529    45,190,508      18,895,798     18,069,360        20,604,402      28,072,191      36,480,326    3.24 19.43 8.18 8 8.88 10.07 16.02
DFTPVCTTELGR 2 0.9998
DINAYNCEEPTEK 2 0.9998

DINAYNCEEPTEKLPFPIIDDR 3 0.9998
ELAILLGMLDPAEKDEK 2 0.9998
ELAILLGMLDPAEKDEK 3 0.9917
LIALSIDSVEDHLAWSK 2 0.9998
LIALSIDSVEDHLAWSK 3 0.9998

LKLSILYPATTGR 3 0.9891
LPFPIIDDR 2 0.9998

LPFPIIDDRNR 3 0.8009
LSILYPATTGR 2 0.9951
NFDEILR 2 0.9983

NRELAILLGMLDPAEKDEK 2 0.9756
NRELAILLGMLDPAEKDEK 3 0.9998

VATPVDWKDGDSVMVLPTIPEEEAK 3 0.9975
VATPVDWKDGDSVMVLPTIPEEEAKK 3 0.9322

VVFVFGPDK 2 0.9932
VVFVFGPDKK 2 0.9997
VVFVFGPDKK 3 0.9997
VVISLQLTAEK 2 0.9951
VVISLQLTAEKR 3 0.981

IPI00220327 KRT1 Keratin, type II cytoskeletal 1 1 16.93 9 9 92,545,960     88,711,845     81,954,805     88,305,465     84,278,815     99,641,965     82,841,235     2,718,436    16,265,069      8,528,211       8,845,777          7,615,587        12,466,313      15,419,710    2.94 18.33 10.41 10.02 9.04 12.51 18.61
DYQELMNTK 2 0.987

FLEQQNQVLQTK 2 0.9892
IEISELNR 2 0.994

LALDLEIATYR 2 0.9838
NKLNDLEDALQQAKEDLAR 3 0.9997

THNLEPYFESFINNLR 3 0.9998
TNAENEFVTIKK 3 0.9997
WELLQQVDTSTR 2 0.9997
YEELQITAGR 2 0.9997

IPI00220342 DDAH1 N(G),N(G)‐dimethylarginine dimethylaminohydrolase 1 1 16.14 3 4 31,539,555     27,514,765     27,363,635     28,458,190     27,682,095     31,370,335     27,709,710     2,694,401    6,242,016        5,473,324       6,156,925          3,393,482        3,605,558        5,818,323      8.54 22.69 20 21.63 12.26 11.49 21
EFFVGLSK 2 0.8978

GAEILADTFKDYAVSTVPVADGLHLK 3 0.9987
QHQLYVGVLGSK 2 0.9848
QHQLYVGVLGSK 3 0.9947

IPI00220362 HSPE1 10 kDa heat shock protein, mitochondrial 1 60.78 7 7 83,649,288     85,751,675     76,706,260     80,188,344     85,107,919     97,162,310     77,315,997     3,393,798    12,883,765      12,895,498     16,178,238        12,443,549      9,779,546        18,021,630    4.06 15.02 16.81 20.18 14.62 10.07 23.31
FLPLFDR 2 0.9533

GGEIQPVSVK 2 0.9942
GGIMLPEK 2 0.8741
KFLPLFDR 2 0.9797

VLLPEYGGTK 2 0.9243
VLQATVVAVGSGSK 2 0.9998
VVLDDKDYFLFR 3 0.9998

IPI00220365 EIF4G1 87 kDa protein 0.961 1.38 1 1 540,240           609,796           506,615           515,269           467,022           524,814           560,579           115,940       170,004            39,334             124,606              31,879              49,409             108,867          21.46 27.88 7.76 24.18 6.83 9.41 19.42
IPI00384463 EIF4G1 96 kDa protein 0.961 1.25 1 1 540,240           609,796           506,615           515,269           467,022           524,814           560,579           115,940       170,004            39,334             124,606              31,879              49,409             108,867          21.46 27.88 7.76 24.18 6.83 9.41 19.42
IPI00926013 EIF4G1 Putative uncharacterized protein EIF4G1 0.961 1.22 1 1 540,240           609,796           506,615           515,269           467,022           524,814           560,579           115,940       170,004            39,334             124,606              31,879              49,409             108,867          21.46 27.88 7.76 24.18 6.83 9.41 19.42

EAVGDLLDAFK 2 0.832
IPI00220373 IDE Insulin‐degrading enzyme 0.992 2.45 2 2 10,179,935     12,059,260     9,247,600        10,233,645     10,337,845     12,279,630     9,501,920        1,572,565    3,364,901        1,001,237       888,096              700,405            1,515,598        1,594,563      15.45 27.9 10.83 8.68 6.78 12.34 16.78

EMLAVDAPRR 3 0.868
FAQFFLCPLFDESCK 2 0.9919

IPI00220466 LIMA1 Isoform 3 of LIM domain and actin‐binding protein 1 1 4.81 2 2 1,670,327        2,048,413        1,556,237        1,503,570        1,590,255        2,557,945        1,581,792        124,370       622,142            176,506           240,609              360,138            535,614           435,927          7.45 30.37 11.34 16 22.65 20.94 27.56
ISANENSLAVR 2 0.9995
VGVLAASMEAK 2 0.9996

IPI00220503 DCTN2 dynactin subunit 2 0.994 11.58 3 3 13,272,435     14,427,017     11,054,180     10,914,726     13,047,008     16,724,425     12,477,982     1,299,721    4,784,402        2,110,343       2,923,654          2,042,552        2,168,326        4,105,437      9.79 33.16 19.09 26.79 15.66 12.97 32.9
IPI00789792 DCTN2 cDNA FLJ77785 0.994 14.97 3 3 13,272,435     14,427,017     11,054,180     10,914,726     13,047,008     16,724,425     12,477,982     1,299,721    4,784,402        2,110,343       2,923,654          2,042,552        2,168,326        4,105,437      9.79 33.16 19.09 26.79 15.66 12.97 32.9

LLGPDAAINLTDPDGALAK 2 0.9937
LLHEVQELTTEVEK 2 0.9915
WSPIASTLPELVQR 2 0.9241

IPI00220642 YWHAG 14‐3‐3 protein gamma 1 55.87 10 10 42,437,887     42,454,253     40,536,093     41,725,313     40,008,980     50,292,915     37,654,077     1,463,130    8,764,577        3,600,450       4,206,691          5,989,394        8,811,722        6,686,265      3.45 20.64 8.88 10.08 14.97 17.52 17.76
DNLTLWTSDQQDDDGGEGNN 2 0.9998

ELEAVCQDVLSLLDNYLIK 3 0.9998
IEKELEAVCQDVLSLLDNYLIK 3 0.9997
LAEQAERYDDMAAAMK 3 0.9998

LGLALNYSVFYYEIQNAPEQACHLAK 3 0.9998
NVTELNEPLSNEER 2 0.9998

TAFDDAIAELDTLNEDSYKDSTLIMQLLR 3 0.9998
YDDMAAAMK 2 0.9998
YLAEVATGEK 2 0.9994
YLAEVATGEKR 2 0.9997

IPI00220740 NPM1 Isoform 2 of Nucleophosmin 1 39.62 9 12 80,660,120     82,350,875     72,271,040     77,675,225     76,073,552     92,131,905     72,368,344     3,528,194    17,808,617      5,384,276       4,879,841          7,794,139        9,872,371        14,028,127    4.37 21.63 7.45 6.28 10.25 10.72 19.38
IPI00549248 NPM1 Isoform 1 of Nucleophosmin 1 35.71 9 12 80,660,120     82,350,875     72,271,040     77,675,225     76,073,552     92,131,905     72,368,344     3,528,194    17,808,617      5,384,276       4,879,841          7,794,139        9,872,371        14,028,127    4.37 21.63 7.45 6.28 10.25 10.72 19.38

DELHIVEAEAMNYEGSPIK 3 0.9998
FINYVK 1 0.9697
FINYVK 2 0.8902

GPSSVEDIK 2 0.9998
LLSISGK 1 0.9839

MSVQPTVSLGGFEITPPVVLR 2 0.9998
MSVQPTVSLGGFEITPPVVLR 3 0.9998

MTDQEAIQDLWQWR 2 0.9997
MTDQEAIQDLWQWR 3 0.9997



TVSLGAGAKDELHIVEAEAMNYEGSPIK 3 0.9998
VDNDENEHQLSLR 3 0.9988

VTLATLK 1 0.8497
IPI00220766 GLO1 Lactoylglutathione lyase 1 42.93 7 8 67,659,910     77,495,690     65,043,480     66,607,730     68,400,850     84,334,840     61,574,770     3,944,332    21,190,142      10,173,814     7,367,572          14,015,015      10,285,263      10,191,726    5.83 27.34 15.64 11.06 20.49 12.2 16.55

DFLLQQTMLR 2 0.9998
GFGHIGIAVPDVYSACK 3 0.9982

GLAFIQDPDGYWIEILNPNK 2 0.9998
GLAFIQDPDGYWIEILNPNK 3 0.9998

IAWALSR 2 0.9986
KSLDFYTR 2 0.9979
RFEELGVK 2 0.9997
VLGMTLIQK 2 0.9998

IPI00328526 ARPP19 Isoform ARPP‐19 of cAMP‐regulated phosphoprotein 19 0.994 9.82 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00745466 ARPP19 Isoform ARPP‐16 of cAMP‐regulated phosphoprotein 19 0.994 11.46 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00792984 ARPP19 14 kDa protein 0.994 8.4 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00220797 ENSA Isoform 2 of Alpha‐endosulfine 0.994 9.4 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00383552 ENSA Isoform 1 of Alpha‐endosulfine 0.994 9.09 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00410177 ENSA Endosulfine alpha 0.994 5.88 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00410178 ENSA alpha‐endosulfine isoform 2 0.994 8.27 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00410179 ENSA Isoform 7 of Alpha‐endosulfine 0.994 8.27 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00410180 ENSA Isoform 5 of Alpha‐endosulfine 0.994 9.4 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00410181 ENSA Isoform 6 of Alpha‐endosulfine 0.994 9.73 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00470835 ENSA Putative uncharacterized protein ENSA 0.994 7.64 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00644717 ENSA Isoform 3 of Alpha‐endosulfine 0.994 8.03 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00929648 ENSA Isoform 4 of Alpha‐endosulfine 0.994 7.86 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00967420 ENSA Putative uncharacterized protein ENSA 0.994 9.09 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41
IPI00967729 ENSA Putative uncharacterized protein ENSA 0.994 7.86 1 1 265,985           379,436           269,150           262,212           266,971           507,963           280,431           28,546         159,965            60,143             42,053                60,515              265,303           48,817            10.73 42.16 22.35 16.04 22.67 52.23 17.41

YFDSGDYNMAK 2 0.9942
IPI00220827 TMSB10 Thymosin beta‐10 1 31.82 2 3 41,419,840     44,085,140     29,854,403     36,338,358     38,957,470     48,024,500     32,088,750     5,495,563    19,434,854      2,318,960       12,120,011        11,815,624      14,354,607      8,897,420      13.27 44.08 7.77 33.35 30.33 29.89 27.73

NTLPTKETIEQEK 2 0.9975
NTLPTKETIEQEK 3 0.9996
NTLPTKETIEQEKR 3 0.9998

IPI00220834 XRCC5 X‐ray repair cross‐complementing protein 5 1 39.75 18 22 173,101,634   166,640,505   169,072,790   171,530,666   165,257,160   195,177,070   157,704,164   13,298,064  33,850,154      10,381,397     10,454,883        18,421,919      16,599,735      24,667,642    7.68 20.31 6.14 6.1 11.15 8.5 15.64
ASFEEASNQLINHIEQFLDTNETPYFMK 3 0.9998
DDEAAAVALSSLIHALDDLDMVAIVR 2 0.9998
DKPSGDTAAVFEEGGDVDDLLDMI 2 0.9998
EPLPPIQQHIWNMLNPPAEVTTK 3 0.9997
ETVYCLNDDDETEVLKEDIIQGFR 3 0.9996

FFMGNQVLK 2 0.9987
HIEIFTDLSSR 2 0.9998

HLMLPDFDLLEDIESK 2 0.9998
HLMLPDFDLLEDIESK 3 0.9998

IQPGSQQADFLDALIVSMDVIQHETIGK 3 0.9998
KCDISLQFFLPFSLGK 2 0.9683
KDEKTDTLEDLFPTTK 3 0.9997

KYAPTEAQLNAVDALIDSMSLAK 2 0.9946
KYAPTEAQLNAVDALIDSMSLAK 3 0.9997

LFQCLLHR 3 0.9767
LGGHGPSFPLK 2 0.9643
LGGHGPSFPLK 3 0.9997
LTIGSNLSIR 2 0.9992
QYMFSSLK 2 0.904

YAPTEAQLNAVDALIDSMSLAK 2 0.9998
YAPTEAQLNAVDALIDSMSLAK 3 0.9998

YGSDIVPFSK 2 0.9998
IPI00921920 ‐ cDNA FLJ53909, moderately similar to Calpastatin 0.986 3.19 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00220857 CAST Isoform 2 of Calpastatin 0.986 2.73 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00220859 CAST Protein 0.986 4.09 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00302047 CAST cDNA FLJ77737, highly similar to Homo sapiens calpastatin (CAST), tran 0.986 4.41 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00305750 CAST Isoform 1 of Calpastatin 0.986 2.68 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00413492 CAST calpastatin isoform b 0.986 2.77 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00760715 CAST Isoform 5 of Calpastatin 0.986 2.51 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00760909 CAST 46 kDa protein 0.986 4.49 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00761035 CAST Isoform 7 of Calpastatin 0.986 2.46 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00761069 CAST calpastatin isoform f 0.986 2.53 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00761140 CAST 82 kDa protein 0.986 2.47 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00761160 CAST Isoform 6 of Calpastatin 0.986 2.4 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00939354 CAST cDNA, FLJ96767, highly similar to Homo sapiens calpastatin (CAST), tran 0.986 4.42 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00964032 CAST cDNA FLJ56123, highly similar to Calpastatin 0.986 2.74 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00964761 CAST 75 kDa protein 0.986 2.74 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00965413 CAST Calpastatin 0.986 4.36 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00965486 CAST Putative uncharacterized protein CAST 0.986 20.88 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00966074 CAST cDNA FLJ50632, highly similar to Calpastatin 0.986 2.94 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00967304 CAST cDNA FLJ50686, highly similar to Calpastatin 0.986 2.99 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00968085 CAST cDNA FLJ56102, highly similar to Homo sapiens calpastatin (CAST), tran 0.986 2.52 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8
IPI00970915 CAST Isoform 3 of Calpastatin 0.986 2.82 1 1 334,964           281,433           356,009           360,819           367,252           367,066           350,377           38,562         36,273              39,562             54,901                41,717              34,092             83,388            11.51 12.89 11.11 15.22 11.36 9.29 23.8

SESELIDELSEDFDRSECK 3 0.9859
IPI00220901 TBC1D4 TBC1 domain family member 4 0.984 1.08 1 1 2,416,250        2,545,670        1,964,733        1,803,033        2,269,122        2,833,200        2,243,900        266,593       1,055,373        682,494           160,689              484,442            430,443           900,911          11.03 41.46 34.74 8.91 21.35 15.19 40.15
IPI00926241 TBC1D4 Isoform 2 of TBC1 domain family member 4 0.984 1.13 1 1 2,416,250        2,545,670        1,964,733        1,803,033        2,269,122        2,833,200        2,243,900        266,593       1,055,373        682,494           160,689              484,442            430,443           900,911          11.03 41.46 34.74 8.91 21.35 15.19 40.15
IPI00926460 TBC1D4 Isoform 3 of TBC1 domain family member 4 0.984 1.09 1 1 2,416,250        2,545,670        1,964,733        1,803,033        2,269,122        2,833,200        2,243,900        266,593       1,055,373        682,494           160,689              484,442            430,443           900,911          11.03 41.46 34.74 8.91 21.35 15.19 40.15
IPI00926756 TBC1D4 Isoform 4 of TBC1 domain family member 4 0.984 3.03 1 1 2,416,250        2,545,670        1,964,733        1,803,033        2,269,122        2,833,200        2,243,900        266,593       1,055,373        682,494           160,689              484,442            430,443           900,911          11.03 41.46 34.74 8.91 21.35 15.19 40.15
IPI00926985 TBC1D4 Isoform 5 of TBC1 domain family member 4 0.984 2.72 1 1 2,416,250        2,545,670        1,964,733        1,803,033        2,269,122        2,833,200        2,243,900        266,593       1,055,373        682,494           160,689              484,442            430,443           900,911          11.03 41.46 34.74 8.91 21.35 15.19 40.15
IPI00942269 TBC1D4 Putative uncharacterized protein TBC1D4 0.984 1.08 1 1 2,416,250        2,545,670        1,964,733        1,803,033        2,269,122        2,833,200        2,243,900        266,593       1,055,373        682,494           160,689              484,442            430,443           900,911          11.03 41.46 34.74 8.91 21.35 15.19 40.15

IQALESNLENLLTR 2 0.9844
IPI00922628 ‐ Putative uncharacterized protein 0.994 7.09 1 1 2,178,713        2,010,550        2,140,260        2,070,620        1,896,607        2,635,920        2,181,647        287,437       387,968            423,226           184,464              165,354            400,919           587,909          13.19 19.3 19.77 8.91 8.72 15.21 26.95
IPI00333838 ACOT1 Acyl‐coenzyme A thioesterase 1 0.994 6.65 1 1 2,178,713        2,010,550        2,140,260        2,070,620        1,896,607        2,635,920        2,181,647        287,437       387,968            423,226           184,464              165,354            400,919           587,909          13.19 19.3 19.77 8.91 8.72 15.21 26.95
IPI00220906 ACOT2 Isoform 1 of Acyl‐coenzyme A thioesterase 2, mitochondrial 0.994 5.8 1 1 2,178,713        2,010,550        2,140,260        2,070,620        1,896,607        2,635,920        2,181,647        287,437       387,968            423,226           184,464              165,354            400,919           587,909          13.19 19.3 19.77 8.91 8.72 15.21 26.95

APALGGSFAGLEPMGLLWALEPEKPLVR 3 0.994
IPI00221035 BTF3 Isoform 1 of Transcription factor BTF3 1 11.17 2 3 4,259,248        4,270,898        4,650,313        5,019,975        4,501,088        5,294,635        3,992,065        279,504       890,456            787,964           671,001              593,651            847,483           682,928          6.56 20.85 16.94 13.37 13.19 16.01 17.11
IPI00967045 BTF3 9 kDa protein 1 27.06 2 3 4,259,248        4,270,898        4,650,313        5,019,975        4,501,088        5,294,635        3,992,065        279,504       890,456            787,964           671,001              593,651            847,483           682,928          6.56 20.85 16.94 13.37 13.19 16.01 17.11

QLTEMLPSILNQLGADSLTSLR 2 0.9939
QLTEMLPSILNQLGADSLTSLR 3 0.9996
QLTEMLPSILNQLGADSLTSLRR 3 0.9953

IPI00221093 RPS17 40S ribosomal protein S17 1 52.59 4 7 41,796,000     39,982,968     40,383,025     43,975,935     40,863,655     53,435,990     40,500,965     3,956,661    8,780,155        3,657,530       6,344,675          5,894,121        7,409,408        9,689,410      9.47 21.96 9.06 14.43 14.42 13.87 23.92
IAGYVTHLMK 2 0.9975
IAGYVTHLMK 3 0.9984

LLDFGSLSNLQVTQPTVGMNFK 2 0.9997
LLDFGSLSNLQVTQPTVGMNFK 3 0.9252

RDNYVPEVSALDQEIIEVDPDTKEMLK 3 0.9955
VCEEIAIIPSKK 2 0.9909
VCEEIAIIPSKK 3 0.9957

IPI00221106 SF3B2 Splicing factor 3B subunit 2 1 5.36 3 3 9,313,245        8,956,805        7,362,665        8,387,300        7,505,470        9,287,120        7,411,525        345,721       2,372,042        1,301,254       991,970              763,781            1,145,556        1,138,946      3.71 26.48 17.67 11.83 10.18 12.33 15.37
IPI00477803 SF3B2 Putative uncharacterized protein DKFZp781L0540 (Fragment) 1 6.01 3 3 9,313,245        8,956,805        7,362,665        8,387,300        7,505,470        9,287,120        7,411,525        345,721       2,372,042        1,301,254       991,970              763,781            1,145,556        1,138,946      3.71 26.48 17.67 11.83 10.18 12.33 15.37

AAVLLEQER 2 0.9765



KGPAPELQGVEVALAPEELELDPMAMTQK 3 0.9859
KPGDLSDELR 2 0.9991

IPI00221117 ACYP1 Acylphosphatase‐1 0.976 13.13 1 1 2,990,490        3,342,170        2,884,080        3,285,390        3,137,610        3,688,990        2,919,200        319,392       1,035,347        626,564           725,174              343,334            623,306           960,957          10.68 30.98 21.72 22.07 10.94 16.9 32.92
GTVQGQLQGPISK 2 0.9761

IPI00221178 TPD52L2 Isoform 2 of Tumor protein D54 1 15.59 2 2 2,481,073        2,124,421        2,238,674        2,379,231        2,494,074        2,538,060        2,657,970        247,296       511,276            203,056           271,111              311,650            619,010           706,205          9.97 24.07 9.07 11.39 12.5 24.39 26.57
IPI00399266 TPD52L2 Isoform 3 of Tumor protein D54 1 13.88 2 2 2,481,073        2,124,421        2,238,674        2,379,231        2,494,074        2,538,060        2,657,970        247,296       511,276            203,056           271,111              311,650            619,010           706,205          9.97 24.07 9.07 11.39 12.5 24.39 26.57
IPI00399268 TPD52L2 Isoform 4 of Tumor protein D54 1 14.5 2 2 2,481,073        2,124,421        2,238,674        2,379,231        2,494,074        2,538,060        2,657,970        247,296       511,276            203,056           271,111              311,650            619,010           706,205          9.97 24.07 9.07 11.39 12.5 24.39 26.57

LGLSTLGELKQNLSR 3 0.8571
TSAALSTVGSAISR 2 0.9997

IPI00221222 SUB1 Activated RNA polymerase II transcriptional coactivator p15 1 41.73 5 5 31,251,600     32,099,460     28,351,660     30,724,850     30,364,980     35,536,920     29,878,670     1,064,769    6,940,167        2,685,382       2,797,775          2,676,368        1,994,864        4,950,366      3.41 21.62 9.47 9.11 8.81 5.61 16.57
DDNMFQIGK 2 0.9997
EQISDIDDAVR 2 0.9995

EYWMDPEGEMKPGR 2 0.9996
GISLNPEQWSQLK 2 0.9998

VLIDIR 2 0.9634
IPI00221231 NUDT2 Bis(5'‐nucleosyl)‐tetraphosphatase [asymmetrical] 0.999 9.52 1 1 7,803,760        8,413,250        6,993,310        7,260,510        8,111,380        9,249,070        7,930,840        943,366       1,235,860        1,247,933       710,001              911,633            1,535,656        2,505,065      12.09 14.69 17.84 9.78 11.24 16.6 31.59

WLGLEEACQLAQFK 2 0.9993
IPI00221234 ALDH7A1 Isoform 1 of Alpha‐aminoadipic semialdehyde dehydrogenase 0.999 7.24 3 3 12,924,243     14,900,910     13,035,347     12,874,805     14,239,677     18,636,487     12,955,950     1,080,893    4,132,669        830,981           959,833              1,886,600        4,761,906        2,086,181      8.36 27.73 6.37 7.46 13.25 25.55 16.1
IPI00909694 ALDH7A1 cDNA FLJ56008, highly similar to Aldehyde dehydrogenase family 7 mem 0.999 7.77 3 3 12,924,243     14,900,910     13,035,347     12,874,805     14,239,677     18,636,487     12,955,950     1,080,893    4,132,669        830,981           959,833              1,886,600        4,761,906        2,086,181      8.36 27.73 6.37 7.46 13.25 25.55 16.1
IPI00936002 ALDH7A1 Isoform 2 of Alpha‐aminoadipic semialdehyde dehydrogenase 0.999 7.63 3 3 12,924,243     14,900,910     13,035,347     12,874,805     14,239,677     18,636,487     12,955,950     1,080,893    4,132,669        830,981           959,833              1,886,600        4,761,906        2,086,181      8.36 27.73 6.37 7.46 13.25 25.55 16.1

GAPTTSLISVAVTK 2 0.9991
MIGGPILPSER 2 0.9088

VNLLSFTGSTQVGK 2 0.9946
IPI00428056 ‐ BBF2H7/FUS protein (Fragment) 1 28.66 4 5 4,676,460        4,913,570        4,172,193        4,388,654        4,209,026        5,816,411        4,188,171        243,172       1,185,471        286,121           629,015              669,189            811,187           823,852          5.2 24.13 6.86 14.33 15.9 13.95 19.67
IPI00221354 FUS Isoform Short of RNA‐binding protein FUS 1 8.57 4 5 4,676,460        4,913,570        4,172,193        4,388,654        4,209,026        5,816,411        4,188,171        243,172       1,185,471        286,121           629,015              669,189            811,187           823,852          5.2 24.13 6.86 14.33 15.9 13.95 19.67
IPI00260715 FUS Fus‐like protein (Fragment) 1 8.52 4 5 4,676,460        4,913,570        4,172,193        4,388,654        4,209,026        5,816,411        4,188,171        243,172       1,185,471        286,121           629,015              669,189            811,187           823,852          5.2 24.13 6.86 14.33 15.9 13.95 19.67
IPI00645208 FUS RNA‐binding protein FUS isoform 3 1 8.62 4 5 4,676,460        4,913,570        4,172,193        4,388,654        4,209,026        5,816,411        4,188,171        243,172       1,185,471        286,121           629,015              669,189            811,187           823,852          5.2 24.13 6.86 14.33 15.9 13.95 19.67
IPI00854677 FUS Putative uncharacterized protein FUS 1 29.8 4 5 4,676,460        4,913,570        4,172,193        4,388,654        4,209,026        5,816,411        4,188,171        243,172       1,185,471        286,121           629,015              669,189            811,187           823,852          5.2 24.13 6.86 14.33 15.9 13.95 19.67
IPI00909890 FUS cDNA FLJ58049, highly similar to RNA‐binding protein FUS 1 10.49 4 5 4,676,460        4,913,570        4,172,193        4,388,654        4,209,026        5,816,411        4,188,171        243,172       1,185,471        286,121           629,015              669,189            811,187           823,852          5.2 24.13 6.86 14.33 15.9 13.95 19.67
IPI00941083 FUS 53 kDa protein 1 8.59 4 5 4,676,460        4,913,570        4,172,193        4,388,654        4,209,026        5,816,411        4,188,171        243,172       1,185,471        286,121           629,015              669,189            811,187           823,852          5.2 24.13 6.86 14.33 15.9 13.95 19.67

AAIDWFDGKEFSGNPIK 2 0.9945
AAIDWFDGKEFSGNPIK 3 0.9994
GEATVSFDDPPSAK 2 0.9997
LKGEATVSFDDPPSAK 3 0.9344
TGQPMINLYTDR 2 0.9038

IPI00232533 EIF1AXP1;EIF1AX Eukaryotic translation initiation factor 1A, X‐chromosoma 1 28.47 3 3 7,902,010        7,625,698        8,129,823        7,353,278        7,922,793        9,675,525        7,361,693        442,068       1,983,265        459,875           445,100              1,132,205        1,504,251        1,250,150      5.59 26.01 5.66 6.05 14.29 15.55 16.98
ELVFKEDGQEYAQVIK 3 0.9991

LEAMCFDGVKR 3 0.999
VWINTSDIILVGLR 2 0.9974

IPI00234252 SMARCC1 SWI/SNF complex subunit SMARCC1 0.989 1.72 1 1 231,987           205,828           206,126           246,203           208,897           255,546           196,094           49,895         15,351              42,829             41,170                52,030              55,522             40,501            21.51 7.46 20.78 16.72 24.91 21.73 20.65
IPI00925226 SMARCC1 14 kDa protein 0.989 14.29 1 1 231,987           205,828           206,126           246,203           208,897           255,546           196,094           49,895         15,351              42,829             41,170                52,030              55,522             40,501            21.51 7.46 20.78 16.72 24.91 21.73 20.65

TLAGLVVQLLQFQEDAFGK 2 0.9886
IPI00234368 ADK Isoform Short of Adenosine kinase 1 6.96 2 2 6,223,495        6,171,330        5,914,375        6,338,075        5,637,560        7,271,830        5,368,970        792,297       976,487            427,990           1,015,286          875,530            690,251           687,662          12.73 15.82 7.24 16.02 15.53 9.49 12.81
IPI00290279 ADK Isoform Long of Adenosine kinase 1 6.63 2 2 6,223,495        6,171,330        5,914,375        6,338,075        5,637,560        7,271,830        5,368,970        792,297       976,487            427,990           1,015,286          875,530            690,251           687,662          12.73 15.82 7.24 16.02 15.53 9.49 12.81

SLIANLAAANCYK 2 0.9978
VAQWMIQQPHK 3 0.9837

IPI00235632 COL28A1 Isoform 2 of Collagen alpha‐1(XXVIII) chain 0.964 3.23 1 1 1,031,167        1,060,427        1,106,217        1,052,790        1,115,860        1,293,563        1,040,810        74,851         328,084            279,502           334,875              99,286              225,682           189,480          7.26 30.94 25.27 31.81 8.9 17.45 18.21
IPI00657936 COL28A1 Isoform 1 of Collagen alpha‐1(XXVIII) chain 0.964 2.04 1 1 1,031,167        1,060,427        1,106,217        1,052,790        1,115,860        1,293,563        1,040,810        74,851         328,084            279,502           334,875              99,286              225,682           189,480          7.26 30.94 25.27 31.81 8.9 17.45 18.21
IPI00894116 COL28A1 117 kDa protein 0.964 2.04 1 1 1,031,167        1,060,427        1,106,217        1,052,790        1,115,860        1,293,563        1,040,810        74,851         328,084            279,502           334,875              99,286              225,682           189,480          7.26 30.94 25.27 31.81 8.9 17.45 18.21

GQEGRPGAPGPIGVGEPGQPGPR 2 0.9641
IPI00239077 HINT1 Histidine triad nucleotide‐binding protein 1 1 23.81 4 5 31,230,445     30,128,870     30,138,242     29,940,261     30,023,305     35,785,250     30,974,810     1,842,650    6,787,276        2,630,087       2,216,057          6,725,094        7,235,337        4,848,532      5.9 22.53 8.73 7.4 22.4 20.22 15.65

AQVARPGGDTIFGK 2 0.9997
AQVARPGGDTIFGK 3 0.9757

CAADLGLNK 2 0.9997
IIFEDDR 2 0.9862

PGGDTIFGK 2 0.9515
IPI00239405 SYNE2 Isoform 1 of Nesprin‐2 0.933 0.26 1 1 810,493           968,650           852,530           931,217           1,048,553        980,690           972,430           164,112       194,230            131,751           269,290              99,092              169,982           223,515          20.25 20.05 15.45 28.92 9.45 17.33 22.99
IPI00239406 SYNE2 Isoform 2 of Nesprin‐2 0.933 0.26 1 1 810,493           968,650           852,530           931,217           1,048,553        980,690           972,430           164,112       194,230            131,751           269,290              99,092              169,982           223,515          20.25 20.05 15.45 28.92 9.45 17.33 22.99
IPI00239415 SYNE2 Polytrophin 0.933 0.26 1 1 810,493           968,650           852,530           931,217           1,048,553        980,690           972,430           164,112       194,230            131,751           269,290              99,092              169,982           223,515          20.25 20.05 15.45 28.92 9.45 17.33 22.99

VQDTEISLQQQQQHLQLR 2 0.903
IPI00240675 PDCD4 programmed cell death protein 4 isoform 2 1 10.92 3 3 9,103,957        8,668,287        8,541,767        8,908,860        8,731,113        10,666,103     8,646,493        440,218       1,685,275        598,173           873,787              496,039            2,304,541        1,877,257      4.84 19.44 7 9.81 5.68 21.61 21.71
IPI00290110 PDCD4 Programmed cell death protein 4 1 10.66 3 3 9,103,957        8,668,287        8,541,767        8,908,860        8,731,113        10,666,103     8,646,493        440,218       1,685,275        598,173           873,787              496,039            2,304,541        1,877,257      4.84 19.44 7 9.81 5.68 21.61 21.71
IPI00940614 PDCD4 50 kDa protein 1 10.94 3 3 9,103,957        8,668,287        8,541,767        8,908,860        8,731,113        10,666,103     8,646,493        440,218       1,685,275        598,173           873,787              496,039            2,304,541        1,877,257      4.84 19.44 7 9.81 5.68 21.61 21.71

APQLVGQFIAR 2 0.9991
AVGDGILCNTYIDSYK 2 0.9858

TLTPIIQEYFEHGDTNEVAEMLR 3 0.9991
IPI00242956 FCGBP IgGFc‐binding protein 1 2.26 9 9 21,028,353     20,578,076     18,517,920     19,366,433     17,828,977     22,844,874     18,336,403     1,097,282    4,598,254        2,321,688       1,847,770          2,338,681        2,165,502        3,544,788      5.22 22.35 12.54 9.54 13.12 9.48 19.33

AIGYATAADCGR 2 0.9997
APGWDPLCWDECR 2 0.9997

EYPGQVLVDDVLQYLPFQAADGQVQVFR 3 0.9923
FAVLQENVAWGNGR 2 0.9998
GEVGFVLVDNQR 2 0.9994
LPVVLANGQIR 2 0.9806
TPDGSLLVR 2 0.9995
VAYDLVYYVR 2 0.9978

YDLAFVVASQATK 2 0.9993
IPI00246058 PDCD6IP Programmed cell death 6‐interacting protein 1 14.98 7 7 33,589,572     33,476,498     25,815,292     27,671,435     26,645,361     34,705,601     24,517,892     1,804,473    8,436,458        2,766,057       1,636,891          2,569,275        3,683,140        5,227,723      5.37 25.2 10.71 5.92 9.64 10.61 21.32
IPI00938079 PDCD6IP programmed cell death 6‐interacting protein isoform 2 1 14.89 7 7 33,589,572     33,476,498     25,815,292     27,671,435     26,645,361     34,705,601     24,517,892     1,804,473    8,436,458        2,766,057       1,636,891          2,569,275        3,683,140        5,227,723      5.37 25.2 10.71 5.92 9.64 10.61 21.32

EPTVDISPDTVGTLSLIMLAQAQEVFFLK 3 0.9997
FLTALAQDGVINEEALSVTELDRVYGGLTTK 3 0.9715

LANQAADYFGDAFK 2 0.9956
NLATAYDNFVELVANLK 2 0.9997

STPVNVPISQK 2 0.9964
SVIEQGGIQTVDQLIK 2 0.9995
TMQGSEVVNVLK 2 0.9582

IPI00247063 MME Neprilysin 0.9 1.33 1 1 2,884,360        2,802,200        2,612,750        2,936,850        2,849,290        2,716,060        2,767,530        402,871       780,887            527,407           680,264              586,824            600,191           442,581          13.97 27.87 20.19 23.16 20.6 22.1 15.99
LLPGLDLNHK 2 0.9004

IPI00247583 RPL21;SNORD102 60S ribosomal protein L21 1 16.25 2 2 6,006,890        5,760,840        4,359,325        4,881,650        4,583,515        6,159,955        4,825,148        1,481,875    1,539,499        599,200           834,056              554,431            742,250           1,282,110      24.67 26.72 13.75 17.09 12.1 12.05 26.57
IPI00845507 RPL21;SNORD102 Similar to 60S ribosomal protein L21 1 16.25 2 2 6,006,890        5,760,840        4,359,325        4,881,650        4,583,515        6,159,955        4,825,148        1,481,875    1,539,499        599,200           834,056              554,431            742,250           1,282,110      24.67 26.72 13.75 17.09 12.1 12.05 26.57

HGVVPLATYMR 2 0.9994
VYNVTQHAVGIVVNK 3 0.9997

IPI00248651 REV3L Isoform 1 of DNA polymerase zeta catalytic subunit 0.933 0.89 1 1 220,143           180,746           166,130           239,538           198,676           195,495           164,959           87,608         26,959              29,603             65,459                33,363              43,513             30,344            39.8 14.92 17.82 27.33 16.79 22.26 18.39
IPI00745230 REV3L Isoform 2 of DNA polymerase zeta catalytic subunit 0.933 0.92 1 1 220,143           180,746           166,130           239,538           198,676           195,495           164,959           87,608         26,959              29,603             65,459                33,363              43,513             30,344            39.8 14.92 17.82 27.33 16.79 22.26 18.39

VSIQNLQEAKALHEIQNLTLISVELHAR 3 0.9329
IPI00784202 YBX1P2 Similar to YB‐1 protein 1 6.65 2 2 2,001,143        1,995,615        1,841,539        1,859,052        1,984,842        2,343,066        2,027,820        89,312         418,710            292,992           195,318              255,358            332,979           470,990          4.46 20.98 15.91 10.51 12.87 14.21 23.23
IPI00250153 YBX2 Y‐box‐binding protein 2 1 6.32 2 2 2,001,143        1,995,615        1,841,539        1,859,052        1,984,842        2,343,066        2,027,820        89,312         418,710            292,992           195,318              255,358            332,979           470,990          4.46 20.98 15.91 10.51 12.87 14.21 23.23

NDTKEDVFVHQTAIK 3 0.9985
NGYGFINR 2 0.9996

IPI00253036 CD99 Isoform I of CD99 antigen 0.991 9.73 1 1 1,760,835        1,973,890        1,699,920        1,959,630        1,594,260        1,951,085        1,822,920        100,556       381,203            322,193           799,077              347,031            273,960           358,080          5.71 19.31 18.95 40.78 21.77 14.04 19.64
IPI00642948 CD99 CD99 antigen isoform b precursor 0.991 10.65 1 1 1,760,835        1,973,890        1,699,920        1,959,630        1,594,260        1,951,085        1,822,920        100,556       381,203            322,193           799,077              347,031            273,960           358,080          5.71 19.31 18.95 40.78 21.77 14.04 19.64

LCFKENAEQGEVDMESHR 3 0.9914
IPI00257508 DPYSL2 Dihydropyrimidinase‐related protein 2 1 39.16 14 14 78,164,610     74,803,949     69,203,408     74,779,092     70,609,013     83,213,869     69,707,903     5,503,927    14,918,930      10,605,758     7,574,644          5,283,236        4,724,755        13,449,292    7.04 19.94 15.33 10.13 7.48 5.68 19.29

AITIANQTNCPLYITK 2 0.9998
DIGAIAQVHAENGDIIAEEQQR 3 0.9888



FQLTDCQIYEVLSVIR 2 0.9997
FQMPDQGMTSADDFFQGTK 2 0.9998

GLYDGPVCEVSVTPK 2 0.9998
GSPLVVISQGK 2 0.8551

IAVGSDADLVIWDPDSVK 2 0.9998
IVLEDGTLHVTEGSGR 3 0.9991

IVNDDQSFYADIYMEDGLIK 2 0.9996
KPFPDFVYKR 3 0.9989

MDENQFVAVTSTNAAK 2 0.9928
MVIPGGIDVHTR 3 0.9997

NLHQSGFSLSGAQIDDNIPR 3 0.9998
QIGENLIVPGGVK 2 0.9997

IPI00257882 PEPD Xaa‐Pro dipeptidase 0.995 4.06 2 2 13,108,110     12,922,565     14,043,195     13,400,910     14,393,830     16,499,575     13,894,780     2,222,827    2,388,039        1,196,089       736,262              892,920            997,931           1,728,004      16.96 18.48 8.52 5.49 6.2 6.05 12.44
LPASHATWMGK 3 0.9559
TDMELEVLR 2 0.9432

IPI00260209 LOC344382 similar to unr‐interacting protein 0.998 3.16 1 1 94,369             96,106             89,321             94,610             73,197             129,245           75,821             16,244         38,863              29,229             18,885                18,923              55,017             11,620            17.21 40.44 32.72 19.96 25.85 42.57 15.33
IPI00887011 LOC344382 similar to unr‐interacting protein 0.998 3.17 1 1 94,369             96,106             89,321             94,610             73,197             129,245           75,821             16,244         38,863              29,229             18,885                18,923              55,017             11,620            17.21 40.44 32.72 19.96 25.85 42.57 15.33

AATAAADFTAK 2 0.9694
IPI00260769 PYCR1 Putative uncharacterized protein 1 4.41 1 1 1,024,754        1,206,594        993,714           1,133,510        1,042,709        1,491,641        1,076,931        98,587         276,378            106,930           92,145                224,662            251,426           260,080          9.62 22.91 10.76 8.13 21.55 16.86 24.15
IPI00930393 PYCR1 23 kDa protein 1 5.53 1 1 1,024,754        1,206,594        993,714           1,133,510        1,042,709        1,491,641        1,076,931        98,587         276,378            106,930           92,145                224,662            251,426           260,080          9.62 22.91 10.76 8.13 21.55 16.86 24.15

GFTAAGVLAAHK 2 0.9903
IPI00289334 FLNB Isoform 1 of Filamin‐B 1 16.45 29 32 38,466,157     36,288,009     33,664,640     35,640,387     34,723,455     42,704,505     34,528,794     1,840,005    7,792,703        3,716,527       3,574,170          3,156,624        5,176,718        6,490,404      4.78 21.47 11.04 10.03 9.09 12.12 18.8
IPI00477536 FLNB filamin‐B isoform 3 1 16.52 29 32 38,466,157     36,288,009     33,664,640     35,640,387     34,723,455     42,704,505     34,528,794     1,840,005    7,792,703        3,716,527       3,574,170          3,156,624        5,176,718        6,490,404      4.78 21.47 11.04 10.03 9.09 12.12 18.8
IPI00900293 FLNB filamin‐B isoform 1 1 16.26 29 32 38,466,157     36,288,009     33,664,640     35,640,387     34,723,455     42,704,505     34,528,794     1,840,005    7,792,703        3,716,527       3,574,170          3,156,624        5,176,718        6,490,404      4.78 21.47 11.04 10.03 9.09 12.12 18.8
IPI00943563 FLNB Isoform 2 of Filamin‐B 1 16.6 29 32 38,466,157     36,288,009     33,664,640     35,640,387     34,723,455     42,704,505     34,528,794     1,840,005    7,792,703        3,716,527       3,574,170          3,156,624        5,176,718        6,490,404      4.78 21.47 11.04 10.03 9.09 12.12 18.8

AAGSGELGVTMK 2 0.8946
ADIEMPFDPSK 2 0.9987

APLNVQFNSPLPGDAVK 2 0.9998
DAGEGLLAVQITDQEGKPK 3 0.9995

DLDIIDNYDYSHTVK 3 0.9941
EATTDFTVDSRPLTQVGGDHIK 3 0.9997

FADEHVPGSPFTVK 3 0.9256
FNDEHIPESPYLVPVIAPSDDAR 3 0.9702

GEAGVPAEFSIWTR 2 0.9988
GIEPTGNMVK 2 0.9956
IAGPGLGSGVR 2 0.9825
IFAQDGEGQR 2 0.9488

IPYLPITNFNQNWQDGK 2 0.9998
LGSAADFLLDISETDLSSLTASIK 2 0.9998
LGSAADFLLDISETDLSSLTASIK 3 0.9998

LLGWIQNK 2 0.9957
LVSPGSANETSSILVESVTR 2 0.9998
QMQLENVSVALEFLDRESIK 3 0.9997

SGCIVNNLAEFTVDPK 2 0.9998
SPFEVSVDK 2 0.9989
SSFLVDCSK 2 0.9433

VEVGKDQEFTVDTR 3 0.9975
VLFASQEIPASPFR 2 0.9992
VLQSFTVDSSK 2 0.9996

VTASGPGLSSYGVPASLPVDFAIDAR 2 0.9998
VTASGPGLSSYGVPASLPVDFAIDAR 3 0.9897

VTVLFAGQHISK 3 0.9168
VVPCLVTPVTGR 2 0.8567

YADEEIPR 2 0.9996
YGGELVPHFPAR 2 0.9944
YGGELVPHFPAR 3 0.9998

YMIGVTYGGDDIPLSPYR 2 0.9998
IPI00289499 ATIC Bifunctional purine biosynthesis protein PURH 1 29.9 11 12 24,494,289     24,429,738     23,378,576     23,752,064     23,332,581     28,144,963     23,336,003     1,239,963    4,957,580        2,337,965       2,648,894          2,474,707        2,159,140        4,185,567      5.06 20.29 10 11.15 10.61 7.67 17.94
IPI00925601 ATIC cDNA FLJ75424, highly similar to Human AICAR formyltransferase/IMP  1 29.95 11 12 24,494,289     24,429,738     23,378,576     23,752,064     23,332,581     28,144,963     23,336,003     1,239,963    4,957,580        2,337,965       2,648,894          2,474,707        2,159,140        4,185,567      5.06 20.29 10 11.15 10.61 7.67 17.94

ALFEEVPELLTEAEKK 2 0.8489
EVSDGIIAPGYEEEALTILSK 2 0.9998

GVSQMPLR 2 0.9317
LPITVLNGAPGFINLCDALNAWQLVK 2 0.9996
LPITVLNGAPGFINLCDALNAWQLVK 3 0.9996

MSSFGDFVALSDVCDVPTAK 2 0.9997
NGQVIGIGAGQQSR 2 0.9998

NLTALGLNLVASGGTAK 2 0.9998
RAEISNAIDQYVTGTIGEDEDLIKWK 3 0.9995

TGLVEFAR 2 0.9958
TLFGLHLSQK 2 0.9939
VVACNLYPFVK 2 0.9994

IPI00909130 ‐ cDNA FLJ60052, highly similar to Aldo‐keto reductase family 1 member  1 6.16 1 1 298,481           257,977           285,254           238,996           255,645           294,797           296,959           33,250         64,658              70,723             59,001                56,380              35,028             66,418            11.14 25.06 24.79 24.69 22.05 11.88 22.37
IPI00642560 AKR1C1 Putative uncharacterized protein AKR1C1 1 4.39 1 1 298,481           257,977           285,254           238,996           255,645           294,797           296,959           33,250         64,658              70,723             59,001                56,380              35,028             66,418            11.14 25.06 24.79 24.69 22.05 11.88 22.37
IPI00843904 AKR1C2 Aldo‐keto reductase family 1, member C2 variant (Fragment) 1 3.15 1 1 298,481           257,977           285,254           238,996           255,645           294,797           296,959           33,250         64,658              70,723             59,001                56,380              35,028             66,418            11.14 25.06 24.79 24.69 22.05 11.88 22.37
IPI00887673 AKR1C2 aldo‐keto reductase family 1 member C2 isoform 2 1 6.47 1 1 298,481           257,977           285,254           238,996           255,645           294,797           296,959           33,250         64,658              70,723             59,001                56,380              35,028             66,418            11.14 25.06 24.79 24.69 22.05 11.88 22.37
IPI00289524 AKR1C4 Aldo‐keto reductase family 1 member C4 1 2.79 1 1 298,481           257,977           285,254           238,996           255,645           294,797           296,959           33,250         64,658              70,723             59,001                56,380              35,028             66,418            11.14 25.06 24.79 24.69 22.05 11.88 22.37
IPI00871915 AKR1C4 3 alpha‐hydroxysteroid dehydrogenase/dihydrodiol dehydrogenase 4 1 7.14 1 1 298,481           257,977           285,254           238,996           255,645           294,797           296,959           33,250         64,658              70,723             59,001                56,380              35,028             66,418            11.14 25.06 24.79 24.69 22.05 11.88 22.37

REDIFYTSK 2 0.9955
IPI00937998 LOC100290519 hypothetical protein XP_002346939 0.991 1.04 1 1 4,153,314        3,936,329        3,858,157        3,684,871        4,239,729        5,178,771        4,007,171        173,855       839,048            439,908           180,419              509,822            711,746           746,680          4.19 21.32 11.4 4.9 12.02 13.74 18.63
IPI00289654 PRDM16 Isoform 1 of PR domain zinc finger protein 16 0.991 0.94 1 1 4,153,314        3,936,329        3,858,157        3,684,871        4,239,729        5,178,771        4,007,171        173,855       839,048            439,908           180,419              509,822            711,746           746,680          4.19 21.32 11.4 4.9 12.02 13.74 18.63
IPI00914925 PRDM16 Isoform 2 of PR domain zinc finger protein 16 0.991 0.95 1 1 4,153,314        3,936,329        3,858,157        3,684,871        4,239,729        5,178,771        4,007,171        173,855       839,048            439,908           180,419              509,822            711,746           746,680          4.19 21.32 11.4 4.9 12.02 13.74 18.63
IPI00939635 PRDM16 Putative uncharacterized protein PRDM16 0.991 1.04 1 1 4,153,314        3,936,329        3,858,157        3,684,871        4,239,729        5,178,771        4,007,171        173,855       839,048            439,908           180,419              509,822            711,746           746,680          4.19 21.32 11.4 4.9 12.02 13.74 18.63
IPI00940111 PRDM16 Putative uncharacterized protein PRDM16 0.991 1.02 1 1 4,153,314        3,936,329        3,858,157        3,684,871        4,239,729        5,178,771        4,007,171        173,855       839,048            439,908           180,419              509,822            711,746           746,680          4.19 21.32 11.4 4.9 12.02 13.74 18.63
IPI00964578 PRDM16 Putative uncharacterized protein PRDM16 0.991 1.02 1 1 4,153,314        3,936,329        3,858,157        3,684,871        4,239,729        5,178,771        4,007,171        173,855       839,048            439,908           180,419              509,822            711,746           746,680          4.19 21.32 11.4 4.9 12.02 13.74 18.63
IPI00964904 PRDM16 Putative uncharacterized protein PRDM16 0.991 1.02 1 1 4,153,314        3,936,329        3,858,157        3,684,871        4,239,729        5,178,771        4,007,171        173,855       839,048            439,908           180,419              509,822            711,746           746,680          4.19 21.32 11.4 4.9 12.02 13.74 18.63

YFGPGFMGMQEK 3 0.9706
IPI00289746 PAK1 Isoform 2 of Serine/threonine‐protein kinase PAK 1 1 8.14 3 4 3,207,906        2,912,859        2,887,795        2,652,745        2,646,493        3,407,286        2,460,933        428,158       874,945            613,147           217,290              664,215            849,865           479,421          13.35 30.04 21.23 8.19 25.1 24.94 19.48
IPI00656138 PAK1 Isoform 1 of Serine/threonine‐protein kinase PAK 1 1 8.26 3 4 3,207,906        2,912,859        2,887,795        2,652,745        2,646,493        3,407,286        2,460,933        428,158       874,945            613,147           217,290              664,215            849,865           479,421          13.35 30.04 21.23 8.19 25.1 24.94 19.48

LLQTSNITK 2 0.9502
SIVSVGDPK 2 0.8067

VDIWSLGIMAIEMIEGEPPYLNENPLR 2 0.9989
VDIWSLGIMAIEMIEGEPPYLNENPLR 3 0.9991

IPI00289758 CAPN2 Calpain‐2 catalytic subunit 1 12.71 6 6 23,962,010     25,728,078     34,055,753     24,446,502     31,009,508     32,615,355     29,245,273     3,197,755    6,214,369        3,087,713       4,269,480          5,256,079        3,031,145        5,466,011      13.35 24.15 9.07 17.46 16.95 9.29 18.69
ERSDTFINLR 2 0.8772

FADDQLIIDFDNFVR 2 0.9993
GHAYSVTGAEEVESNGSLQK 3 0.9417

NPWGEVEWTGR 2 0.9995
NYPNTFWMNPQYLIK 2 0.9995
RPTEICADPQFIIGGATR 3 0.9928

IPI00908505 ‐ cDNA FLJ54276, highly similar to Secernin‐1 0.994 11.27 1 1 1,015,125        729,660           1,044,529        1,184,445        770,871           874,330           852,344           157,693       112,658            133,191           237,876              99,418              185,637           219,216          15.53 15.44 12.75 20.08 12.9 21.23 25.72
IPI00289862 SCRN1 Secernin‐1 0.994 3.86 1 1 1,015,125        729,660           1,044,529        1,184,445        770,871           874,330           852,344           157,693       112,658            133,191           237,876              99,418              185,637           219,216          15.53 15.44 12.75 20.08 12.9 21.23 25.72
IPI00657698 SCRN1 secernin‐1 isoform c 0.994 4.62 1 1 1,015,125        729,660           1,044,529        1,184,445        770,871           874,330           852,344           157,693       112,658            133,191           237,876              99,418              185,637           219,216          15.53 15.44 12.75 20.08 12.9 21.23 25.72
IPI00917232 SCRN1 Putative uncharacterized protein SCRN1 0.994 11.35 1 1 1,015,125        729,660           1,044,529        1,184,445        770,871           874,330           852,344           157,693       112,658            133,191           237,876              99,418              185,637           219,216          15.53 15.44 12.75 20.08 12.9 21.23 25.72
IPI00917382 SCRN1 Putative uncharacterized protein SCRN1 0.994 11.43 1 1 1,015,125        729,660           1,044,529        1,184,445        770,871           874,330           852,344           157,693       112,658            133,191           237,876              99,418              185,637           219,216          15.53 15.44 12.75 20.08 12.9 21.23 25.72



IPI00917523 SCRN1 Putative uncharacterized protein SCRN1 0.994 6.53 1 1 1,015,125        729,660           1,044,529        1,184,445        770,871           874,330           852,344           157,693       112,658            133,191           237,876              99,418              185,637           219,216          15.53 15.44 12.75 20.08 12.9 21.23 25.72
IPI00917645 SCRN1 Protein 0.994 8 1 1 1,015,125        729,660           1,044,529        1,184,445        770,871           874,330           852,344           157,693       112,658            133,191           237,876              99,418              185,637           219,216          15.53 15.44 12.75 20.08 12.9 21.23 25.72
IPI00923582 SCRN1 secernin‐1 isoform b 0.994 3.69 1 1 1,015,125        729,660           1,044,529        1,184,445        770,871           874,330           852,344           157,693       112,658            133,191           237,876              99,418              185,637           219,216          15.53 15.44 12.75 20.08 12.9 21.23 25.72

EPAAEIEALLGMDLVR 2 0.9937
IPI00290158 MARK2 Isoform 7 of Serine/threonine‐protein kinase MARK2 0.999 3.61 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00335766 MARK2 Isoform 6 of Serine/threonine‐protein kinase MARK2 0.999 3.31 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00555696 MARK2 Isoform 12 of Serine/threonine‐protein kinase MARK2 0.999 3.38 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00555760 MARK2 Isoform 10 of Serine/threonine‐protein kinase MARK2 0.999 3.64 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00555838 MARK2 Isoform 1 of Serine/threonine‐protein kinase MARK2 0.999 3.17 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00556171 MARK2 Isoform 4 of Serine/threonine‐protein kinase MARK2 0.999 3.45 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00556187 MARK2 Isoform 8 of Serine/threonine‐protein kinase MARK2 0.999 3.21 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00556468 MARK2 Isoform 11 of Serine/threonine‐protein kinase MARK2 0.999 3.23 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00556593 MARK2 Isoform 2 of Serine/threonine‐protein kinase MARK2 0.999 3.57 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00556620 MARK2 Isoform 9 of Serine/threonine‐protein kinase MARK2 0.999 3.41 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00556650 MARK2 Isoform 5 of Serine/threonine‐protein kinase MARK2 0.999 3.48 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00718858 MARK2 Isoform 3 of Serine/threonine‐protein kinase MARK2 0.999 3.35 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93
IPI00967355 MARK2 Protein 0.999 3.24 1 1 1,143,286        1,102,205        859,966           854,863           1,040,867        1,080,545        1,035,527        120,884       335,675            253,257           188,342              294,524            266,489           216,774          10.57 30.45 29.45 22.03 28.3 24.66 20.93

QVRDQQNLPYGVTPASPSGHSQGRR 3 0.9977
IPI00290416 OLA1 Isoform 1 of Obg‐like ATPase 1 1 7.07 2 2 6,218,666        5,482,451        6,033,303        6,207,601        5,564,107        6,451,678        5,808,449        355,226       1,021,822        469,872           1,022,130          876,958            801,265           1,354,264      5.71 18.64 7.79 16.47 15.76 12.42 23.32
IPI00916410 OLA1 Protein 1 6.8 2 2 6,218,666        5,482,451        6,033,303        6,207,601        5,564,107        6,451,678        5,808,449        355,226       1,021,822        469,872           1,022,130          876,958            801,265           1,354,264      5.71 18.64 7.79 16.47 15.76 12.42 23.32
IPI00916847 OLA1 47 kDa protein 1 6.73 2 2 6,218,666        5,482,451        6,033,303        6,207,601        5,564,107        6,451,678        5,808,449        355,226       1,021,822        469,872           1,022,130          876,958            801,265           1,354,264      5.71 18.64 7.79 16.47 15.76 12.42 23.32

IPAFLNVVDIAGLVK 2 0.9996
NYIVEDGDIIFFK 2 0.9589

IPI00290511 LRRC68 Isoform 1 of Leucine‐rich repeat‐containing protein 68 0.992 3.76 1 1 168,780           167,024           195,763           167,823           302,152           203,525           235,502           52,238         42,159              60,401             28,913                224,741            90,738             67,288            30.95 25.24 30.85 17.23 74.38 44.58 28.57
IPI00640811 LRRC68 leucine rich repeat containing 68 0.992 4.16 1 1 168,780           167,024           195,763           167,823           302,152           203,525           235,502           52,238         42,159              60,401             28,913                224,741            90,738             67,288            30.95 25.24 30.85 17.23 74.38 44.58 28.57

SSLAVLHLENASLSGRPLMLLATALK 3 0.9915
IPI00290562 NFIL3 Nuclear factor interleukin‐3‐regulated protein 0.999 5.63 2 2 10,915,794     8,831,611        10,084,310     9,410,840        9,378,060        10,487,150     8,407,273        1,211,737    1,230,452        1,405,891       2,211,708          2,066,563        2,687,823        1,035,259      11.1 13.93 13.94 23.5 22.04 25.63 12.31

QGIANLSAEVVSLK 3 0.9134
VPEVNSSALPHK 2 0.9868

IPI00290566 TCP1 T‐complex protein 1 subunit alpha 1 37.41 14 15 76,545,171     72,042,781     70,443,113     69,291,666     70,388,552     82,707,675     68,761,977     7,524,676    14,622,737      8,546,642       9,353,757          8,918,449        5,122,159        16,277,080    9.83 20.3 12.13 13.5 12.67 6.19 23.67
EQLAIAEFAR 2 0.9993
FATEAAITILR 2 0.9993

GANDFMCDEMER 2 0.9992
LGVQVVITDPEKLDQIR 3 0.9997

LLEVEHPAAK 2 0.999
MLVDDIGDVTITNDGATILK 3 0.9972

QAGVFEPTIVK 2 0.9994
SLHDALCVVK 3 0.9996

SQNVMAAASIANIVK 2 0.9998
SSLGPVGLDK 2 0.9954

SVVPGGGAVEAALSIYLENYATSMGSR 2 0.9776
SVVPGGGAVEAALSIYLENYATSMGSR 3 0.9987
VLCELADLQDKEVGDGTTSVVIIAAELLK 3 0.9621

YFVEAGAMAVR 2 0.9989
YINENLIVNTDELGR 2 0.9996

IPI00290770 CCT3 T‐complex protein 1 subunit gamma isoform b 1 32.54 11 11 20,099,036     20,149,399     19,262,098     19,303,974     19,739,999     24,453,447     19,554,636     378,753       4,881,970        2,223,767       1,986,339          3,195,912        2,698,008        4,065,760      1.88 24.23 11.54 10.29 16.19 11.03 20.79
IPI00553185 CCT3 T‐complex protein 1 subunit gamma 1 32.48 11 11 20,099,036     20,149,399     19,262,098     19,303,974     19,739,999     24,453,447     19,554,636     378,753       4,881,970        2,223,767       1,986,339          3,195,912        2,698,008        4,065,760      1.88 24.23 11.54 10.29 16.19 11.03 20.79

AVAQALEVIPR 2 0.9995
EILSEVER 2 0.8332

ILQMEEEYIQQLCEDIIQLKPDVVITEK 3 0.9997
IPGGIIEDSCVLR 2 0.9974

ISIPVDISDSDMMLNIINSSITTK 2 0.9991
IVLLDSSLEYK 2 0.9994

MLLDPMGGIVMTNDGNAILR 2 0.9997
NLQDAMQVCR 2 0.9987

NVLLDPQLVPGGGASEMAVAHALTEK 3 0.9998
TLIQNCGASTIR 2 0.9994

WSSLACNIALDAVK 2 0.996
IPI00291006 MDH2 Malate dehydrogenase, mitochondrial 1 51.18 13 14 133,009,948   136,145,578   111,573,342   124,065,527   119,532,943   160,644,875   103,874,272   3,680,493    30,112,417      12,507,362     10,028,454        16,148,789      24,048,730      15,646,497    2.77 22.12 11.21 8.08 13.51 14.97 15.06

AGAGSATLSMAYAGAR 2 0.9998
ANTFVAELK 2 0.9997
EGVVECSFVK 2 0.9903

FVFSLVDAMNGK 2 0.9998
GCDVVVIPAGVPR 2 0.9998
GYLGPEQLPDCLK 2 0.9997
IFGVTTLDIVR 2 0.9997

LTLYDIAHTPGVAADLSHIETK 3 0.9998
MISDAIPELK 2 0.9991
TIIPLISQCTPK 2 0.9998

VAVLGASGGIGQPLSLLLK 2 0.9998
VDFPQDQLTALTGR 2 0.9998
VNVPVIGGHAGK 2 0.9997
VNVPVIGGHAGK 3 0.9998

IPI00291175 VCL Isoform 1 of Vinculin 1 7.88 7 7 33,730,275     32,029,785     30,594,360     32,082,120     32,558,775     37,705,935     27,784,425     3,424,172    7,533,638        3,770,096       3,296,901          4,406,984        3,869,055        4,991,874      10.15 23.52 12.32 10.28 13.54 10.26 17.97
IPI00307162 VCL Isoform 2 of Vinculin 1 7.41 7 7 33,730,275     32,029,785     30,594,360     32,082,120     32,558,775     37,705,935     27,784,425     3,424,172    7,533,638        3,770,096       3,296,901          4,406,984        3,869,055        4,991,874      10.15 23.52 12.32 10.28 13.54 10.26 17.97

AIPDLTAPVAAVQAAVSNLVR 2 0.9994
ELLPVLISAMK 2 0.9857

GNDIIAAAKRMALLMAEMSR 2 0.9709
MALLMAEMSR 2 0.9837

MLGQMTDQVADLR 2 0.9986
MSAEINEIIR 2 0.8341
NQWIDNVEK 2 0.9663

IPI00291200 NUP133 Nuclear pore complex protein Nup133 1 2.85 2 2 5,922,594        6,093,620        5,611,607        7,054,751        6,041,790        7,291,512        5,575,000        1,192,988    1,193,776        1,148,640       1,316,034          1,425,162        388,718           1,385,997      20.14 19.59 20.47 18.65 23.59 5.33 24.86
EPEYVPWTATSGPGGIR 3 0.8255
YMTQFADQNFSDFLFR 2 0.9989

IPI00291419 ACAT2 cDNA FLJ53975, highly similar to Acetyl‐CoA acetyltransferase, cytosolic 1 35.68 8 9 44,920,420     49,312,601     44,935,692     41,042,483     43,475,115     53,027,571     44,318,796     3,374,312    11,762,489      3,200,858       5,887,061          5,775,097        3,654,603        8,091,122      7.51 23.85 7.12 14.34 13.28 6.89 18.26
AGWSLEDVDIFEINEAFAAVSAAIVK 2 0.9998
AGWSLEDVDIFEINEAFAAVSAAIVK 3 0.9998

ATVAPEDVSEVIFGHVLAAGCGQNPVR 3 0.9998
EDQDKVAVLSQNR 2 0.9993

ILVTLLHTLER 2 0.9957
IVSWSQVGVEPSIMGIGPIPAIK 2 0.9998

LKPYFLTDGTGTVTPANASGINDGAAAVVLMK 3 0.9998
VAVLSQNR 2 0.8725

VNIEGGAIALGHPLGASGCR 3 0.9997
IPI00291483 AKR1C3 Aldo‐keto reductase family 1 member C3 1 9.29 2 2 5,842,260        5,394,480        5,147,213        5,534,222        4,938,887        5,968,587        4,371,622        584,352       810,796            775,514           610,739              737,735            775,274           773,037          10 15.03 15.07 11.04 14.94 12.99 17.68

LNDGHFMPVLGFGTYAPPEVPR 3 0.8311
TPALIALR 2 0.9976

IPI00291510 IMPDH2 Inosine‐5'‐monophosphate dehydrogenase 2 1 9.14 3 3 14,324,583     13,118,522     13,117,075     14,780,717     12,112,110     15,751,958     12,006,827     1,094,074    2,499,115        1,775,492       1,678,231          2,541,941        1,617,427        2,269,320      7.64 19.05 13.54 11.35 20.99 10.27 18.9
IPI00925196 IMPDH2 Protein 1 10 3 3 14,324,583     13,118,522     13,117,075     14,780,717     12,112,110     15,751,958     12,006,827     1,094,074    2,499,115        1,775,492       1,678,231          2,541,941        1,617,427        2,269,320      7.64 19.05 13.54 11.35 20.99 10.27 18.9

LPIVNEDDELVAIIAR 2 0.9993
NLIDAGVDALR 2 0.8217

RFGVPVIADGGIQNVGHIAK 3 0.9305
IPI00291802 LMO7 Isoform 3 of LIM domain only protein 7 0.998 1.48 2 2 1,198,467        1,243,960        1,411,896        1,063,321        1,408,845        1,453,275        1,287,430        247,407       278,115            306,204           130,684              303,156            140,683           195,250          20.64 22.36 21.69 12.29 21.52 9.68 15.17



IPI00409590 LMO7 Isoform 1 of LIM domain only protein 7 0.998 1.19 2 2 1,198,467        1,243,960        1,411,896        1,063,321        1,408,845        1,453,275        1,287,430        247,407       278,115            306,204           130,684              303,156            140,683           195,250          20.64 22.36 21.69 12.29 21.52 9.68 15.17
IPI00409591 LMO7 Isoform 2 of LIM domain only protein 7 0.998 1.2 2 2 1,198,467        1,243,960        1,411,896        1,063,321        1,408,845        1,453,275        1,287,430        247,407       278,115            306,204           130,684              303,156            140,683           195,250          20.64 22.36 21.69 12.29 21.52 9.68 15.17
IPI00409593 LMO7 Isoform 4 of LIM domain only protein 7 0.998 1.24 2 2 1,198,467        1,243,960        1,411,896        1,063,321        1,408,845        1,453,275        1,287,430        247,407       278,115            306,204           130,684              303,156            140,683           195,250          20.64 22.36 21.69 12.29 21.52 9.68 15.17

ISINQTPGK 2 0.8719
TPLHNDNSWIR 3 0.9853

IPI00291922 PSMA5 Proteasome subunit alpha type‐5 1 18.26 3 3 19,839,630     21,680,850     16,735,630     18,810,360     18,564,510     22,741,900     18,349,050     1,751,607    6,380,118        3,303,380       3,624,404          2,313,161        3,106,064        5,269,109      8.83 29.43 19.74 19.27 12.46 13.66 28.72
AIGSASEGAQSSLQEVYHK 2 0.9941

ITSPLMEPSSIEK 2 0.9996
LFQVEYAIEAIK 2 0.9353

IPI00291930 CLINT1 cDNA FLJ61629, highly similar to Clathrin interactor 1 0.998 4.98 2 2 4,146,140        4,818,190        3,883,713        3,657,143        4,267,353        5,600,467        3,804,150        346,845       1,087,077        670,112           429,736              787,747            907,163           652,638          8.37 22.56 17.25 11.75 18.46 16.2 17.16
ATFMYEQFPELMNMLWSR 2 0.9984

ATNVVMNYSEIESK 2 0.9825
IPI00292000 PRPF31 Isoform 1 of U4/U6 small nuclear ribonucleoprotein Prp31 0.967 4.81 1 1 8,876,650        10,757,000     7,844,100        10,635,050     8,312,475        10,798,450     6,605,955        724,862       2,266,749        901,432           1,045,910          1,773,162        1,775,666        1,167,469      8.17 21.07 11.49 9.83 21.33 16.44 17.67
IPI00657721 PRPF31 55 kDa protein 0.967 4.87 1 1 8,876,650        10,757,000     7,844,100        10,635,050     8,312,475        10,798,450     6,605,955        724,862       2,266,749        901,432           1,045,910          1,773,162        1,775,666        1,167,469      8.17 21.07 11.49 9.83 21.33 16.44 17.67

MSFGEIEEDAYQEDLGFSLGHLGK 3 0.9668
IPI00293088 GAA Lysosomal alpha‐glucosidase 1 5.88 4 4 17,644,668     17,542,200     15,855,342     16,756,038     16,223,112     19,511,990     17,600,433     1,353,849    3,116,845        2,028,338       2,820,170          3,027,263        3,600,521        3,600,988      7.67 17.77 12.79 16.83 18.66 18.45 20.46
IPI00883772 GAA lysosomal alpha‐glucosidase preproprotein 1 5.88 4 4 17,644,668     17,542,200     15,855,342     16,756,038     16,223,112     19,511,990     17,600,433     1,353,849    3,116,845        2,028,338       2,820,170          3,027,263        3,600,521        3,600,988      7.67 17.77 12.79 16.83 18.66 18.45 20.46

AHFPLDVQWNDLDYMDSR 3 0.9993
GELFWDDGESLEVLER 2 0.9939

LDVMMETENR 2 0.8586
WTQLGAFYPFMR 2 0.9993

IPI00293254 EWSR1 Isoform EWS‐B of RNA‐binding protein EWS 1 2.4 1 1 400,585           452,304           404,400           411,021           477,716           607,776           463,861           54,353         144,715            76,731             106,531              119,494            115,337           180,532          13.57 32 18.97 25.92 25.01 18.98 38.92
IPI00878484 EWSR1 Protein 1 4.55 1 1 400,585           452,304           404,400           411,021           477,716           607,776           463,861           54,353         144,715            76,731             106,531              119,494            115,337           180,532          13.57 32 18.97 25.92 25.01 18.98 38.92
IPI00953325 EWSR1 Putative uncharacterized protein EWSR1 1 2.4 1 1 400,585           452,304           404,400           411,021           477,716           607,776           463,861           54,353         144,715            76,731             106,531              119,494            115,337           180,532          13.57 32 18.97 25.92 25.01 18.98 38.92

GDATVSYEDPPTAK 2 0.9997
IPI00293276 MIF Macrophage migration inhibitory factor 1 26.09 2 2 19,961,720     23,020,830     35,466,390     35,343,620     37,330,880     42,138,240     34,583,190     3,370,800    6,261,432        4,671,770       4,335,691          4,546,659        6,373,779        8,484,815      16.89 27.2 13.17 12.27 12.18 15.13 24.53

LLCGLLAER 2 0.9996
VYINYYDMNAANVGWNNSTFA 2 0.9997

IPI00293307 PLIN2 Perilipin‐2 1 23.8 7 7 41,293,174     40,239,573     41,729,782     39,027,127     41,066,066     48,774,269     41,001,772     4,770,161    10,523,514      4,932,805       3,713,147          5,733,108        2,403,885        10,444,676    11.55 26.15 11.82 9.51 13.96 4.93 25.47
AYQQALSR 2 0.9765

DAVTTTVTGAK 2 0.9937
LPILNQPSTQIVANAK 2 0.9997
MMQLVSSGVENALTK 2 0.9997

SELLVEQYLPLTEEELEKEAK 3 0.9989
SQQTISQLHSTVHLIEFAR 3 0.9718

SVVSGSINTVLGSR 2 0.9997
IPI00293350 TSNAX Translin‐associated protein X 1 6.55 1 2 2,449,942        2,824,772        2,512,166        2,460,027        2,512,521        3,492,839        2,262,198        162,611       1,248,577        474,193           424,334              531,738            1,126,082        311,217          6.64 44.2 18.88 17.25 21.16 32.24 13.76

VTPVDYLLGVADLTGELMR 2 0.9997
VTPVDYLLGVADLTGELMR 3 0.999

IPI00293434 SRP14 Signal recognition particle 14 kDa protein 0.941 7.35 1 1 3,535,015        3,707,225        3,361,860        3,674,490        3,384,440        4,503,075        3,285,130        365,563       795,912            655,577           510,388              545,717            1,378,064        819,943          10.34 21.47 19.5 13.89 16.12 30.6 24.96
IPI00788736 SRP14 9 kDa protein 0.941 11.36 1 1 3,535,015        3,707,225        3,361,860        3,674,490        3,384,440        4,503,075        3,285,130        365,563       795,912            655,577           510,388              545,717            1,378,064        819,943          10.34 21.47 19.5 13.89 16.12 30.6 24.96

FQMAYSNLLR 2 0.9413
IPI00293464 DB1;LOC10029033DNA damage‐binding protein 1 1 6.93 4 4 91,373,078     91,466,345     82,552,660     82,750,900     89,208,618     108,748,723   80,593,260     5,405,694    22,185,943      9,181,804       5,858,207          8,980,232        14,564,586      15,583,387    5.92 24.26 11.12 7.08 10.07 13.39 19.34
IPI00909008 DDB1 cDNA FLJ51067, highly similar to DNA damage‐binding protein 1 1 7.83 4 4 91,373,078     91,466,345     82,552,660     82,750,900     89,208,618     108,748,723   80,593,260     5,405,694    22,185,943      9,181,804       5,858,207          8,980,232        14,564,586      15,583,387    5.92 24.26 11.12 7.08 10.07 13.39 19.34
IPI00909177 DDB1 cDNA FLJ52436, highly similar to DNA damage‐binding protein 1 1 17.52 4 4 91,373,078     91,466,345     82,552,660     82,750,900     89,208,618     108,748,723   80,593,260     5,405,694    22,185,943      9,181,804       5,858,207          8,980,232        14,564,586      15,583,387    5.92 24.26 11.12 7.08 10.07 13.39 19.34
IPI00909251 DDB1 cDNA FLJ51165, highly similar to DNA damage‐binding protein 1 1 9.56 4 4 91,373,078     91,466,345     82,552,660     82,750,900     89,208,618     108,748,723   80,593,260     5,405,694    22,185,943      9,181,804       5,858,207          8,980,232        14,564,586      15,583,387    5.92 24.26 11.12 7.08 10.07 13.39 19.34

GAVYSMVEFNGK 2 0.9892
KTEPATGFIDGDLIESFLDISRPK 3 0.9996

LGKDPNTYFIVGTAMVYPEEAEPK 3 0.9982
SVLLLAYKPMEGNFEEIAR 3 0.9992

IPI00293564 HMGCL Hydroxymethylglutaryl‐CoA lyase, mitochondrial 0.966 4.31 1 1 7,216,800        6,385,067        6,085,767        6,123,667        5,857,600        6,971,100        5,899,567        523,282       1,505,684        1,291,725       725,200              957,802            597,142           1,327,541      7.25 23.58 21.23 11.84 16.35 8.57 22.5
IPI00514742 HMGCL Putative uncharacterized protein HMGCL 0.966 6.57 1 1 7,216,800        6,385,067        6,085,767        6,123,667        5,857,600        6,971,100        5,899,567        523,282       1,505,684        1,291,725       725,200              957,802            597,142           1,327,541      7.25 23.58 21.23 11.84 16.35 8.57 22.5
IPI00908707 HMGCL 3‐hydroxy‐3‐methylglutaryl CoA lyase isoform 2 precursor 0.966 5.51 1 1 7,216,800        6,385,067        6,085,767        6,123,667        5,857,600        6,971,100        5,899,567        523,282       1,505,684        1,291,725       725,200              957,802            597,142           1,327,541      7.25 23.58 21.23 11.84 16.35 8.57 22.5

FPGINYPVLTPNLK 2 0.9663
IPI00293655 DDX1 ATP‐dependent RNA helicase DDX1 1 5.27 2 2 10,507,970     10,264,050     8,612,300        9,167,150        9,469,730        11,307,130     10,848,250     637,620       2,667,817        1,363,378       1,683,705          2,134,475        1,257,837        4,024,895      6.07 25.99 15.83 18.37 22.54 11.12 37.1

DNTRPGANSPEMWSEAIK 3 0.9686
FLVLDEADGLLSQGYSDFINR 2 0.9938

IPI00293665 KRT6B Keratin, type II cytoskeletal 6B 1 3.55 2 2 4,973,260        4,950,203        4,691,915        4,125,485        4,857,333        5,459,740        4,439,093        350,556       1,140,404        784,663           658,035              713,714            743,020           530,220          7.05 23.04 16.72 15.95 14.69 13.61 11.94
SGFSSISVSR 2 0.8852
YEELQITAGR 2 0.9997

IPI00293721 AKR7A3 Aflatoxin B1 aldehyde reductase member 3 0.954 4.53 1 1 5,414,640        5,075,300        5,130,860        5,692,770        5,219,320        7,116,050        5,621,920        665,428       1,239,237        624,666           1,170,565          1,571,695        479,805           1,348,653      12.29 24.42 12.17 20.56 30.11 6.74 23.99
FYAFNPLAGGLLTGK 2 0.9544

IPI00293845 RIF1 Isoform 1 of Telomere‐associated protein RIF1 0.971 1.25 2 2 3,346,548        3,301,215        3,755,910        3,499,513        3,588,985        4,245,598        3,050,575        134,651       478,174            934,771           981,053              976,664            1,410,290        356,171          4.02 14.48 24.89 28.03 27.21 33.22 11.68
IPI00375454 RIF1 Isoform 2 of Telomere‐associated protein RIF1 0.971 1.27 2 2 3,346,548        3,301,215        3,755,910        3,499,513        3,588,985        4,245,598        3,050,575        134,651       478,174            934,771           981,053              976,664            1,410,290        356,171          4.02 14.48 24.89 28.03 27.21 33.22 11.68
IPI00924510 RIF1 274 kDa protein 0.971 1.25 2 2 3,346,548        3,301,215        3,755,910        3,499,513        3,588,985        4,245,598        3,050,575        134,651       478,174            934,771           981,053              976,664            1,410,290        356,171          4.02 14.48 24.89 28.03 27.21 33.22 11.68
IPI00925200 RIF1 272 kDa protein 0.971 1.27 2 2 3,346,548        3,301,215        3,755,910        3,499,513        3,588,985        4,245,598        3,050,575        134,651       478,174            934,771           981,053              976,664            1,410,290        356,171          4.02 14.48 24.89 28.03 27.21 33.22 11.68

IIYIITVMVDCIDFSPYNIKYQPK 3 0.8066
LESSSLK 2 0.8551

IPI00293867 DDT D‐dopachrome decarboxylase 1 32.2 3 3 11,505,019     13,598,217     12,779,228     11,866,057     13,250,426     15,620,888     12,512,749     1,894,493    3,548,709        1,182,383       1,960,966          3,046,643        3,411,158        2,037,367      16.47 26.1 9.25 16.53 22.99 21.84 16.28
IPI00878984 DDT 14 kDa protein 1 28.79 3 3 11,505,019     13,598,217     12,779,228     11,866,057     13,250,426     15,620,888     12,512,749     1,894,493    3,548,709        1,182,383       1,960,966          3,046,643        3,411,158        2,037,367      16.47 26.1 9.25 16.53 22.99 21.84 16.28

FFPLESWQIGK 2 0.9997
LCAAAASILGKPADR 3 0.9997
SHSAHFFEFLTK 2 0.9173

IPI00294178 PPP2R1B Isoform 1 of Serine/threonine‐protein phosphatase 2A 65 kDa regulato 1 5.32 2 2 1,175,286        1,300,115        1,191,536        1,285,015        1,251,543        1,490,438        1,128,713        112,672       326,393            97,454             206,154              190,075            277,148           247,785          9.59 25.1 8.18 16.04 15.19 18.6 21.95
IPI00335449 PPP2R1B Isoform 2 of Serine/threonine‐protein phosphatase 2A 65 kDa regulato 1 4.8 2 2 1,175,286        1,300,115        1,191,536        1,285,015        1,251,543        1,490,438        1,128,713        112,672       326,393            97,454             206,154              190,075            277,148           247,785          9.59 25.1 8.18 16.04 15.19 18.6 21.95
IPI00874039 PPP2R1B Putative uncharacterized protein PPP2R1B 1 5.32 2 2 1,175,286        1,300,115        1,191,536        1,285,015        1,251,543        1,490,438        1,128,713        112,672       326,393            97,454             206,154              190,075            277,148           247,785          9.59 25.1 8.18 16.04 15.19 18.6 21.95
IPI00909011 PPP2R1B serine/threonine‐protein phosphatase 2A 65 kDa regulatory subunit A  1 6.75 2 2 1,175,286        1,300,115        1,191,536        1,285,015        1,251,543        1,490,438        1,128,713        112,672       326,393            97,454             206,154              190,075            277,148           247,785          9.59 25.1 8.18 16.04 15.19 18.6 21.95
IPI00910814 PPP2R1B serine/threonine‐protein phosphatase 2A 65 kDa regulatory subunit A  1 5.76 2 2 1,175,286        1,300,115        1,191,536        1,285,015        1,251,543        1,490,438        1,128,713        112,672       326,393            97,454             206,154              190,075            277,148           247,785          9.59 25.1 8.18 16.04 15.19 18.6 21.95

LSTIALALGVER 2 0.9996
QLSQSLLPAIVELAEDAKWR 3 0.9998

IPI00294229 RCL1 RNA 3'‐terminal phosphate cyclase‐like protein 1 3.22 1 2 11,189,050     9,663,200        9,186,320        9,501,440        9,406,500        10,448,170     8,645,747        852,797       2,165,793        874,419           1,206,886          1,727,219        1,230,238        2,179,980      7.62 22.41 9.52 12.7 18.36 11.77 25.21
QFGIDGESFELK 2 0.9186
QFGIDGESFELK 3 0.9994

IPI00294398 HADH Isoform 1 of Hydroxyacyl‐coenzyme A dehydrogenase, mitochondrial 1 16.56 2 2 2,299,130        1,937,635        1,863,933        1,846,073        1,750,880        2,279,103        1,749,043        290,217       352,457            157,631           282,175              340,419            131,069           280,843          12.62 18.19 8.46 15.29 19.44 5.75 16.06
IPI00298406 HADH Isoform 2 of Hydroxyacyl‐coenzyme A dehydrogenase, mitochondrial 1 13.33 2 2 2,299,130        1,937,635        1,863,933        1,846,073        1,750,880        2,279,103        1,749,043        290,217       352,457            157,631           282,175              340,419            131,069           280,843          12.62 18.19 8.46 15.29 19.44 5.75 16.06
IPI00902588 HADH cDNA FLJ38699 fis, clone KIDNE2002168, highly similar to Short chain 3 1 16.35 2 2 2,299,130        1,937,635        1,863,933        1,846,073        1,750,880        2,279,103        1,749,043        290,217       352,457            157,631           282,175              340,419            131,069           280,843          12.62 18.19 8.46 15.29 19.44 5.75 16.06

LGAGYPMGPFELLDYVGLDTTK 2 0.9996
TLSTIATSTDAASVVHSTDLVVEAIVENLK 3 0.9993

IPI00294472 TMED5 Transmembrane emp24 domain‐containing protein 5 0.994 10.04 1 1 1,861,758        1,573,103        2,197,970        1,897,310        1,944,810        1,931,930        1,837,850        345,270       402,286            282,179           316,124              275,852            353,373           531,166          18.55 25.57 12.84 16.66 14.18 18.29 28.9
YITGTDILDMKLEDILESINSIK 3 0.9935

IPI00294495 UFC1 Ubiquitin‐fold modifier‐conjugating enzyme 1 0.97 14.97 1 1 1,382,277        906,018           1,227,353        1,088,387        942,618           995,888           803,969           334,965       226,974            285,377           132,234              156,325            178,894           176,483          24.23 25.05 23.25 12.15 16.58 17.96 21.95
FGLAHLMALGLGPWLAVEIPDLIQK 3 0.97

IPI00294536 STRAP cDNA FLJ51909, highly similar to Serine‐threonine kinase receptor‐asso 0.998 7.44 2 2 2,189,503        1,919,159        2,176,898        2,057,196        1,794,404        2,138,965        1,858,061        437,662       548,033            736,249           617,040              457,427            257,559           181,420          19.99 28.56 33.82 29.99 25.49 12.04 9.76
IPI00796172 STRAP 12 kDa protein 0.998 23.48 2 2 2,189,503        1,919,159        2,176,898        2,057,196        1,794,404        2,138,965        1,858,061        437,662       548,033            736,249           617,040              457,427            257,559           181,420          19.99 28.56 33.82 29.99 25.49 12.04 9.76
IPI00941907 STRAP Serine‐threonine kinase receptor‐associated protein 0.998 7.71 2 2 2,189,503        1,919,159        2,176,898        2,057,196        1,794,404        2,138,965        1,858,061        437,662       548,033            736,249           617,040              457,427            257,559           181,420          19.99 28.56 33.82 29.99 25.49 12.04 9.76

AATAAADFTAK 2 0.9694
VWDAVSGDELMTLAHK 3 0.9301

IPI00294578 TGM2 Isoform 1 of Protein‐glutamine gamma‐glutamyltransferase 2 0.999 4.08 2 2 5,613,330        5,535,360        5,795,090        5,973,750        5,589,265        6,799,300        5,254,845        718,408       1,231,849        355,635           868,154              1,007,515        814,125           713,361          12.8 22.25 6.14 14.53 18.03 11.97 13.58
TVSYNGILGPECGTK 2 0.9737

TVSYNGILGPECGTKYLLNLNLEPFSEK 3 0.8649
IPI00294619 TFG Protein TFG 1 12.25 3 3 2,907,082        2,852,523        2,704,464        2,947,954        2,864,435        3,263,973        2,743,931        349,618       519,616            524,102           351,307              457,188            249,499           625,046          12.03 18.22 19.38 11.92 15.96 7.64 22.78
IPI00297452 TFG Tyrosine‐protein kinase receptor 1 6.1 3 3 2,907,082        2,852,523        2,704,464        2,947,954        2,864,435        3,263,973        2,743,931        349,618       519,616            524,102           351,307              457,188            249,499           625,046          12.03 18.22 19.38 11.92 15.96 7.64 22.78
IPI00788849 TFG Putative MAPK activating protein 1 12.37 3 3 2,907,082        2,852,523        2,704,464        2,947,954        2,864,435        3,263,973        2,743,931        349,618       519,616            524,102           351,307              457,188            249,499           625,046          12.03 18.22 19.38 11.92 15.96 7.64 22.78
IPI00790186 TFG 18 kDa protein 1 31.41 3 3 2,907,082        2,852,523        2,704,464        2,947,954        2,864,435        3,263,973        2,743,931        349,618       519,616            524,102           351,307              457,188            249,499           625,046          12.03 18.22 19.38 11.92 15.96 7.64 22.78



IPI00790804 TFG Putative uncharacterized protein TFG 1 31.21 3 3 2,907,082        2,852,523        2,704,464        2,947,954        2,864,435        3,263,973        2,743,931        349,618       519,616            524,102           351,307              457,188            249,499           625,046          12.03 18.22 19.38 11.92 15.96 7.64 22.78
IPI00952872 TFG TFG protein 1 13.39 3 3 2,907,082        2,852,523        2,704,464        2,947,954        2,864,435        3,263,973        2,743,931        349,618       519,616            524,102           351,307              457,188            249,499           625,046          12.03 18.22 19.38 11.92 15.96 7.64 22.78

IPIHNEDITYDELVLMMQR 3 0.9989
LLDSLEPPGEPGPSTNIPENDTVDGREEK 3 0.9996

RIPIHNEDITYDELVLMMQR 3 0.8965
IPI00294627 SF1 Isoform 2 of Splicing factor 1 0.994 7.05 4 4 1,974,749        1,876,647        1,937,640        1,963,250        1,765,323        2,292,239        1,869,394        173,995       242,131            114,077           157,845              245,865            197,171           268,499          8.81 12.9 5.89 8.04 13.93 8.6 14.36
IPI00386114 SF1 Isoform 1 of Splicing factor 1 0.994 7.04 4 4 1,974,749        1,876,647        1,937,640        1,963,250        1,765,323        2,292,239        1,869,394        173,995       242,131            114,077           157,845              245,865            197,171           268,499          8.81 12.9 5.89 8.04 13.93 8.6 14.36
IPI00386117 SF1 Isoform 3 of Splicing factor 1 0.994 7.22 4 4 1,974,749        1,876,647        1,937,640        1,963,250        1,765,323        2,292,239        1,869,394        173,995       242,131            114,077           157,845              245,865            197,171           268,499          8.81 12.9 5.89 8.04 13.93 8.6 14.36
IPI00386118 SF1 Isoform 4 of Splicing factor 1 0.994 8.21 4 4 1,974,749        1,876,647        1,937,640        1,963,250        1,765,323        2,292,239        1,869,394        173,995       242,131            114,077           157,845              245,865            197,171           268,499          8.81 12.9 5.89 8.04 13.93 8.6 14.36
IPI00386119 SF1 Isoform 5 of Splicing factor 1 0.994 5.89 4 4 1,974,749        1,876,647        1,937,640        1,963,250        1,765,323        2,292,239        1,869,394        173,995       242,131            114,077           157,845              245,865            197,171           268,499          8.81 12.9 5.89 8.04 13.93 8.6 14.36
IPI00386120 SF1 Isoform 6 of Splicing factor 1 0.994 7.88 4 4 1,974,749        1,876,647        1,937,640        1,963,250        1,765,323        2,292,239        1,869,394        173,995       242,131            114,077           157,845              245,865            197,171           268,499          8.81 12.9 5.89 8.04 13.93 8.6 14.36
IPI00941553 SF1 67 kDa protein 0.994 7.21 4 4 1,974,749        1,876,647        1,937,640        1,963,250        1,765,323        2,292,239        1,869,394        173,995       242,131            114,077           157,845              245,865            197,171           268,499          8.81 12.9 5.89 8.04 13.93 8.6 14.36
IPI00964713 SF1 cDNA FLJ54056, highly similar to Splicing factor 1 0.994 9.96 4 4 1,974,749        1,876,647        1,937,640        1,963,250        1,765,323        2,292,239        1,869,394        173,995       242,131            114,077           157,845              245,865            197,171           268,499          8.81 12.9 5.89 8.04 13.93 8.6 14.36

ILRPWQSSETR 3 0.9859
VMIPQDEYPEINFVGLLIGPR 2 0.9798

VSDKVMIPQDEYPEINFVGLLIGPR 3 0.9684
WNQDTMEQK 2 0.9113

IPI00294713 MASP2 Isoform 1 of Mannan‐binding lectin serine protease 2 0.961 2.92 1 1 2,869,467        2,669,563        2,804,617        3,093,887        2,708,630        2,729,557        2,612,747        258,511       499,113            499,244           227,883              343,319            504,376           558,999          9.01 18.7 17.8 7.37 12.67 18.48 21.4
IPI00306378 MASP2 Isoform 2 of Mannan‐binding lectin serine protease 2 0.961 10.81 1 1 2,869,467        2,669,563        2,804,617        3,093,887        2,708,630        2,729,557        2,612,747        258,511       499,113            499,244           227,883              343,319            504,376           558,999          9.01 18.7 17.8 7.37 12.67 18.48 21.4
IPI00871597 MASP2 21 kDa protein 0.961 10.36 1 1 2,869,467        2,669,563        2,804,617        3,093,887        2,708,630        2,729,557        2,612,747        258,511       499,113            499,244           227,883              343,319            504,376           558,999          9.01 18.7 17.8 7.37 12.67 18.48 21.4

LYFTHFDLELSHLCEYDFVK 3 0.9611
IPI00294787 RAD54L2 Helicase ARIP4 0.969 1.3 1 1 7,283,300        7,690,275        6,629,250        7,503,500        6,631,015        7,881,435        5,901,425        496,828       2,273,083        1,167,646       435,378              732,686            1,211,973        1,290,172      6.82 29.56 17.61 5.8 11.05 15.38 21.86
IPI00916394 RAD54L2 151 kDa protein 0.969 1.4 1 1 7,283,300        7,690,275        6,629,250        7,503,500        6,631,015        7,881,435        5,901,425        496,828       2,273,083        1,167,646       435,378              732,686            1,211,973        1,290,172      6.82 29.56 17.61 5.8 11.05 15.38 21.86

EDQLEPVTKAAQQEELERR 3 0.9569
IPI00294879 RANGAP1 Ran GTPase‐activating protein 1 0.993 1.87 1 1 20,789,300     17,876,990     16,985,900     18,180,300     16,712,800     21,807,000     16,974,740     1,248,180    4,422,013        2,926,565       1,529,224          3,054,018        2,258,200        3,770,978      6 24.74 17.23 8.41 18.27 10.36 22.22

ILAAALTECHR 2 0.9759
IPI00294962 SH3KBP1 Isoform 1 of SH3 domain‐containing kinase‐binding protein 1 0.991 1.65 1 1 75,857             79,883             66,182             68,336             80,055             86,981             60,904             7,356            30,624              14,287             20,745                17,138              16,690             19,740            9.7 38.34 21.59 30.36 21.41 19.19 32.41
IPI00477897 SH3KBP1 Isoform 2 of SH3 domain‐containing kinase‐binding protein 1 0.991 1.75 1 1 75,857             79,883             66,182             68,336             80,055             86,981             60,904             7,356            30,624              14,287             20,745                17,138              16,690             19,740            9.7 38.34 21.59 30.36 21.41 19.19 32.41
IPI00643458 SH3KBP1 SH3‐domain kinase binding protein 1 0.991 2.58 1 1 75,857             79,883             66,182             68,336             80,055             86,981             60,904             7,356            30,624              14,287             20,745                17,138              16,690             19,740            9.7 38.34 21.59 30.36 21.41 19.19 32.41
IPI00645893 SH3KBP1 SH3‐domain kinase binding protein 1 0.991 1.69 1 1 75,857             79,883             66,182             68,336             80,055             86,981             60,904             7,356            30,624              14,287             20,745                17,138              16,690             19,740            9.7 38.34 21.59 30.36 21.41 19.19 32.41

TVTISQVSDNK 2 0.9908
IPI00922700 ‐ cDNA FLJ56215, moderately similar to Homo sapiens murine retrovirus  0.925 2.27 1 1 2,761,571        2,872,586        2,283,929        2,933,371        2,224,514        2,567,329        2,170,060        379,220       322,567            440,963           533,716              317,901            446,685           663,406          13.73 11.23 19.31 18.19 14.29 17.4 30.57
IPI00295313 MRVI1 protein MRVI1 isoform b 0.925 1.95 1 1 2,761,571        2,872,586        2,283,929        2,933,371        2,224,514        2,567,329        2,170,060        379,220       322,567            440,963           533,716              317,901            446,685           663,406          13.73 11.23 19.31 18.19 14.29 17.4 30.57
IPI00847781 MRVI1 Isoform 1 of Protein MRVI1 0.925 1.81 1 1 2,761,571        2,872,586        2,283,929        2,933,371        2,224,514        2,567,329        2,170,060        379,220       322,567            440,963           533,716              317,901            446,685           663,406          13.73 11.23 19.31 18.19 14.29 17.4 30.57
IPI00867598 MRVI1 protein MRVI1 isoform c 0.925 2.68 1 1 2,761,571        2,872,586        2,283,929        2,933,371        2,224,514        2,567,329        2,170,060        379,220       322,567            440,963           533,716              317,901            446,685           663,406          13.73 11.23 19.31 18.19 14.29 17.4 30.57
IPI00921916 MRVI1 cDNA FLJ55925, highly similar to Homo sapiens murine retrovirus integ 0.925 1.75 1 1 2,761,571        2,872,586        2,283,929        2,933,371        2,224,514        2,567,329        2,170,060        379,220       322,567            440,963           533,716              317,901            446,685           663,406          13.73 11.23 19.31 18.19 14.29 17.4 30.57
IPI00940154 MRVI1 90 kDa protein 0.925 1.95 1 1 2,761,571        2,872,586        2,283,929        2,933,371        2,224,514        2,567,329        2,170,060        379,220       322,567            440,963           533,716              317,901            446,685           663,406          13.73 11.23 19.31 18.19 14.29 17.4 30.57
IPI00940764 MRVI1 Isoform 2 of Protein MRVI1 0.925 1.81 1 1 2,761,571        2,872,586        2,283,929        2,933,371        2,224,514        2,567,329        2,170,060        379,220       322,567            440,963           533,716              317,901            446,685           663,406          13.73 11.23 19.31 18.19 14.29 17.4 30.57

DSWWSSGLQHEQPTEQ 3 0.9246
IPI00295386 CBR1 Carbonyl reductase [NADPH] 1 1 58.84 12 13 110,216,930   111,840,637   103,262,673   105,396,270   105,384,960   129,057,950   100,984,290   5,236,456    25,868,977      10,116,118     6,665,701          13,117,158      9,523,241        20,686,130    4.75 23.13 9.8 6.32 12.45 7.38 20.48

DVCTELLPLIKPQGR 2 0.9997
EYGGLDVLVNNAGIAFK 2 0.9998

FHQLDIDDLQSIR 2 0.9885
FHQLDIDDLQSIR 3 0.9996

GIGLAIVR 2 0.9989
GQAAVQQLQAEGLSPR 2 0.9998

IGVTVLSR 2 0.9281
ILLNACCPGWVR 2 0.9997
LFSGDVVLTAR 2 0.9976

SETITEEELVGLMNK 2 0.9993
SPEEGAETPVYLALLPPDAEGPHGQFVSEK 3 0.9998

TNFFGTR 2 0.9173
VVNVSSIMSVR 2 0.9997

IPI00295400 WARS Isoform 1 of Tryptophanyl‐tRNA synthetase, cytoplasmic 0.993 7.86 2 2 9,437,785        8,264,355        9,156,185        9,512,825        8,445,110        9,818,445        8,269,705        1,165,844    2,446,984        880,434           768,012              734,074            1,315,380        1,480,710      12.35 29.61 9.62 8.07 8.69 13.4 17.91
IPI00412737 WARS tryptophanyl‐tRNA synthetase, cytoplasmic isoform b 0.993 8.6 2 2 9,437,785        8,264,355        9,156,185        9,512,825        8,445,110        9,818,445        8,269,705        1,165,844    2,446,984        880,434           768,012              734,074            1,315,380        1,480,710      12.35 29.61 9.62 8.07 8.69 13.4 17.91

ALIEVLQPLIAEHQAR 3 0.9926
ISFPAIQAAPSFSNSFPQIFR 2 0.9849

IPI00295741 CTSB Cathepsin B 1 46.31 10 12 59,995,117     57,632,038     57,267,787     60,942,992     56,676,674     72,224,574     54,391,465     4,964,151    14,207,260      6,057,902       4,762,360          5,596,355        10,511,935      9,179,832      8.27 24.65 10.58 7.81 9.87 14.55 16.88
IPI00909303 CTSB cDNA FLJ58073, moderately similar to Cathepsin B 1 57.09 10 12 59,995,117     57,632,038     57,267,787     60,942,992     56,676,674     72,224,574     54,391,465     4,964,151    14,207,260      6,057,902       4,762,360          5,596,355        10,511,935      9,179,832      8.27 24.65 10.58 7.81 9.87 14.55 16.88

DQGSCGSCWAFGAVEAISDR 2 0.9998
DQGSCGSCWAFGAVEAISDR 3 0.988

EQWPQCPTIK 2 0.9987
GQDHCGIESEVVAGIPR 3 0.9974

HYGYNSYSVSNSEKDIMAEIYK 3 0.9989
ICEPGYSPTYK 2 0.9998

ICEPGYSPTYKQDK 2 0.9955
ILGWGVENGTPYWLVANSWNTDWGDNGFFK 2 0.9998
ILGWGVENGTPYWLVANSWNTDWGDNGFFK 3 0.9998

LPASFDAR 2 0.9997
NGPVEGAFSVYSDFLLYK 2 0.9998

SGVYQHVTGEMMGGHAIR 3 0.9998
IPI00909080 ‐ cDNA FLJ57375, highly similar to Glycerol‐3‐phosphate dehydrogenase 0.994 15.02 1 1 1,145,340        1,160,300        1,725,440        1,840,405        1,610,340        2,049,685        1,758,260        159,726       293,644            429,230           303,380              166,288            170,735           401,825          13.95 25.31 24.88 16.48 10.33 8.33 22.85
IPI00295777 GPD1 Glycerol‐3‐phosphate dehydrogenase [NAD+], cytoplasmic 0.994 9.17 1 1 1,145,340        1,160,300        1,725,440        1,840,405        1,610,340        2,049,685        1,758,260        159,726       293,644            429,230           303,380              166,288            170,735           401,825          13.95 25.31 24.88 16.48 10.33 8.33 22.85

LPPNVVAVPDVVQAAEDADILIFVVPHQFIGK 3 0.9938
IPI00295851 COPB1 Coatomer subunit beta 1 15.01 9 9 80,156,360     74,622,015     70,286,200     74,833,831     70,441,702     84,286,864     72,254,566     4,159,288    16,216,060      5,859,169       10,440,911        8,042,983        9,800,690        14,128,237    5.19 21.73 8.34 13.95 11.42 11.63 19.55

ALSGYCGFMAANLYAR 2 0.9742
NFEHLIPDAPELIHDFLVNEK 3 0.9996
NVTVQPDDPISFMQLTAK 2 0.9997
QNSFVAEAMLLMATILHLGK 3 0.9993

SQGMALSLGDK 2 0.855
TLQLALDLVSSR 2 0.9961
VLQDLVMDILR 2 0.9997

VLSECSPLMNDIFNK 2 0.9952
VTVNTNMVDLNDYLQHILK 3 0.9978

IPI00296053 FH Isoform Mitochondrial of Fumarate hydratase, mitochondria 1 6.67 2 2 5,394,635        4,767,065        5,297,335        4,971,165        5,038,060        5,462,705        5,847,135        320,027       1,111,611        1,330,298       1,115,464          844,952            1,126,879        1,141,846      5.93 23.32 25.11 22.44 16.77 20.63 19.53
IPI00759715 FH Isoform Cytoplasmic of Fumarate hydratase, mitochondrial 1 7.28 2 2 5,394,635        4,767,065        5,297,335        4,971,165        5,038,060        5,462,705        5,847,135        320,027       1,111,611        1,330,298       1,115,464          844,952            1,126,879        1,141,846      5.93 23.32 25.11 22.44 16.77 20.63 19.53

AAAEVNQDYGLDPK 2 0.9995
LMNESLMLVTALNPHIGYDK 3 0.9997

IPI00296141 DPP7 Dipeptidyl peptidase 2 1 15.65 4 4 27,723,454     25,901,529     25,742,993     26,870,949     26,505,577     30,297,539     24,682,136     1,473,814    4,344,141        2,951,960       1,448,111          2,338,869        2,804,471        4,440,679      5.32 16.77 11.47 5.39 8.82 9.26 17.99
AASNIIFSNGNLDPWAGGGIR 2 0.8894
GHTELLTVEQALADFAELLR 3 0.9988

SLPFGAQSTQR 2 0.9989
YCLDTWGVWPRPDWLLTSFWGGDLR 3 0.9996

IPI00296215 EPCAM Epithelial cell adhesion molecule 0.994 3.5 1 1 2,419,953        2,216,017        2,170,450        2,069,000        2,143,917        2,655,027        2,305,903        582,746       635,157            281,698           177,988              371,988            543,114           308,466          24.08 28.66 12.98 8.6 17.35 20.46 13.38
IPI00893715 EPCAM Putative uncharacterized protein EPCAM 0.994 3.22 1 1 2,419,953        2,216,017        2,170,450        2,069,000        2,143,917        2,655,027        2,305,903        582,746       635,157            281,698           177,988              371,988            543,114           308,466          24.08 28.66 12.98 8.6 17.35 20.46 13.38
IPI00893928 EPCAM Putative uncharacterized protein EPCAM 0.994 5.53 1 1 2,419,953        2,216,017        2,170,450        2,069,000        2,143,917        2,655,027        2,305,903        582,746       635,157            281,698           177,988              371,988            543,114           308,466          24.08 28.66 12.98 8.6 17.35 20.46 13.38

LAVNCFVNNNR 2 0.9939
IPI00296370 LCMT1 Putative uncharacterized protein LCMT1 0.994 5.33 1 1 415,728           458,936           493,470           470,608           403,300           540,308           417,235           67,393         131,108            88,146             118,092              97,941              95,162             105,179          16.21 28.57 17.86 25.09 24.28 17.61 25.21
IPI00414463 LCMT1 Isoform 2 of Leucine carboxyl methyltransferase 1 0.994 5.04 1 1 415,728           458,936           493,470           470,608           403,300           540,308           417,235           67,393         131,108            88,146             118,092              97,941              95,162             105,179          16.21 28.57 17.86 25.09 24.28 17.61 25.21
IPI00651717 LCMT1 leucine carboxyl methyltransferase 1 isoform b 0.994 6.45 1 1 415,728           458,936           493,470           470,608           403,300           540,308           417,235           67,393         131,108            88,146             118,092              97,941              95,162             105,179          16.21 28.57 17.86 25.09 24.28 17.61 25.21
IPI00872246 LCMT1 Isoform 1 of Leucine carboxyl methyltransferase 1 0.994 5.39 1 1 415,728           458,936           493,470           470,608           403,300           540,308           417,235           67,393         131,108            88,146             118,092              97,941              95,162             105,179          16.21 28.57 17.86 25.09 24.28 17.61 25.21

IESLEFLDEMELLEQLMR 2 0.9943
IPI00296528 ANXA10 Annexin A10 1 11.73 3 3 6,976,465        7,257,120        6,944,150        7,337,145        7,173,400        9,694,675        7,073,460        674,271       1,547,920        853,870           1,276,469          1,616,457        4,329,367        1,348,267      9.66 21.33 12.3 17.4 22.53 44.66 19.06
IPI00873355 ANXA10 37 kDa protein 1 11.73 3 3 6,976,465        7,257,120        6,944,150        7,337,145        7,173,400        9,694,675        7,073,460        674,271       1,547,920        853,870           1,276,469          1,616,457        4,329,367        1,348,267      9.66 21.33 12.3 17.4 22.53 44.66 19.06



GVGTDENCLIEILASR 2 0.9997
MMIAEAYQSMYGR 2 0.9997

TNGEIFQMR 2 0.9991
IPI00296645 MTTP Microsomal triglyceride transfer protein large subunit 1 4.47 2 2 4,099,640        4,157,354        4,892,104        4,095,996        4,613,037        4,691,168        5,028,832        704,097       1,495,493        1,461,826       1,036,281          1,200,382        653,387           1,030,902      17.17 35.97 29.88 25.3 26.02 13.93 20.5
IPI00967313 MTTP cDNA FLJ51770, highly similar to Microsomal triglyceride transfer prote 1 4.34 2 2 4,099,640        4,157,354        4,892,104        4,095,996        4,613,037        4,691,168        5,028,832        704,097       1,495,493        1,461,826       1,036,281          1,200,382        653,387           1,030,902      17.17 35.97 29.88 25.3 26.02 13.93 20.5

EVLPQLVDAVTSAQTSDSLEAILDFLDFK 3 0.9996
SNLNIFQYIGK 2 0.9974

IPI00296907 ACOX1 Isoform 1 of Peroxisomal acyl‐coenzyme A oxidase 1 0.996 3.64 1 1 6,814,985        7,003,700        5,811,080        6,947,100        5,560,580        6,931,100        4,827,990        911,094       1,395,372        390,704           794,204              1,089,706        956,540           634,486          13.37 19.92 6.72 11.43 19.6 13.8 13.14
IPI00477729 ACOX1 Isoform 2 of Peroxisomal acyl‐coenzyme A oxidase 1 0.996 3.64 1 1 6,814,985        7,003,700        5,811,080        6,947,100        5,560,580        6,931,100        4,827,990        911,094       1,395,372        390,704           794,204              1,089,706        956,540           634,486          13.37 19.92 6.72 11.43 19.6 13.8 13.14

INEGIGQGDLSELPELHALTAGLK 3 0.9935
IPI00296913 NUDT5 ADP‐sugar pyrophosphatase 1 13.24 3 3 2,533,965        2,529,832        2,474,565        2,247,699        2,292,151        3,073,758        2,384,156        269,881       677,889            321,907           490,130              280,080            421,867           677,935          10.65 26.8 13.01 21.81 12.22 13.72 28.43
IPI00646762 NUDT5 Putative uncharacterized protein NUDT5 1 12.5 3 3 2,533,965        2,529,832        2,474,565        2,247,699        2,292,151        3,073,758        2,384,156        269,881       677,889            321,907           490,130              280,080            421,867           677,935          10.65 26.8 13.01 21.81 12.22 13.72 28.43
IPI00644292 NUDT5 Putative uncharacterized protein NUDT5 1 16.11 3 3 2,533,965        2,529,832        2,474,565        2,247,699        2,292,151        3,073,758        2,384,156        269,881       677,889            321,907           490,130              280,080            421,867           677,935          10.65 26.8 13.01 21.81 12.22 13.72 28.43
IPI00646261 NUDT5 Putative uncharacterized protein NUDT5 1 15.34 3 3 2,533,965        2,529,832        2,474,565        2,247,699        2,292,151        3,073,758        2,384,156        269,881       677,889            321,907           490,130              280,080            421,867           677,935          10.65 26.8 13.01 21.81 12.22 13.72 28.43
IPI00647797 NUDT5 Putative uncharacterized protein NUDT5 1 15.59 3 3 2,533,965        2,529,832        2,474,565        2,247,699        2,292,151        3,073,758        2,384,156        269,881       677,889            321,907           490,130              280,080            421,867           677,935          10.65 26.8 13.01 21.81 12.22 13.72 28.43

EQTADGVAVIPVLQR 2 0.9945
KEQTADGVAVIPVLQR 2 0.992

QYIISEELISEGK 2 0.9976
IPI00297322 ARFGAP2 ADP‐ribosylation factor GTPase‐activating protein 2 0.983 3.45 1 1 2,344,263        2,507,010        1,732,388        1,913,293        1,984,573        2,889,743        1,934,925        158,077       698,167            296,856           248,914              271,752            475,427           489,532          6.74 27.85 17.14 13.01 13.69 16.45 25.3
IPI00871680 ARFGAP2 Putative uncharacterized protein ARFGAP2 0.983 3.45 1 1 2,344,263        2,507,010        1,732,388        1,913,293        1,984,573        2,889,743        1,934,925        158,077       698,167            296,856           248,914              271,752            475,427           489,532          6.74 27.85 17.14 13.01 13.69 16.45 25.3
IPI00937554 ARFGAP2 cDNA FLJ58830, highly similar to Homo sapiens zinc finger protein 289,  0.983 4.71 1 1 2,344,263        2,507,010        1,732,388        1,913,293        1,984,573        2,889,743        1,934,925        158,077       698,167            296,856           248,914              271,752            475,427           489,532          6.74 27.85 17.14 13.01 13.69 16.45 25.3
IPI00941529 ARFGAP2 cDNA FLJ53674, highly similar to Homo sapiens zinc finger protein 289,  0.983 4.35 1 1 2,344,263        2,507,010        1,732,388        1,913,293        1,984,573        2,889,743        1,934,925        158,077       698,167            296,856           248,914              271,752            475,427           489,532          6.74 27.85 17.14 13.01 13.69 16.45 25.3

SQLDLFDDVGTFASGPPK 2 0.9832
IPI00297412 CADPS Isoform 1 of Calcium‐dependent secretion activator 1 0.977 3.4 1 1 53,180             62,247             53,421             65,451             63,469             62,414             57,032             10,010         29,639              6,444               13,095                24,043              14,504             15,641            18.82 47.61 12.06 20.01 37.88 23.24 27.42
IPI00374128 CADPS Isoform 3 of Calcium‐dependent secretion activator 1 0.977 3.5 1 1 53,180             62,247             53,421             65,451             63,469             62,414             57,032             10,010         29,639              6,444               13,095                24,043              14,504             15,641            18.82 47.61 12.06 20.01 37.88 23.24 27.42
IPI00384091 CADPS Isoform 5 of Calcium‐dependent secretion activator 1 0.977 10.07 1 1 53,180             62,247             53,421             65,451             63,469             62,414             57,032             10,010         29,639              6,444               13,095                24,043              14,504             15,641            18.82 47.61 12.06 20.01 37.88 23.24 27.42
IPI00384808 CADPS Isoform 2 of Calcium‐dependent secretion activator 1 0.977 3.61 1 1 53,180             62,247             53,421             65,451             63,469             62,414             57,032             10,010         29,639              6,444               13,095                24,043              14,504             15,641            18.82 47.61 12.06 20.01 37.88 23.24 27.42
IPI00747400 CADPS Isoform 4 of Calcium‐dependent secretion activator 1 0.977 3.39 1 1 53,180             62,247             53,421             65,451             63,469             62,414             57,032             10,010         29,639              6,444               13,095                24,043              14,504             15,641            18.82 47.61 12.06 20.01 37.88 23.24 27.42

TSEGSAGSAGLGGGGAGAGAGVGAGGGGGSGASSGGGAGGLQPSSR 3 0.9769
IPI00297579 CBX3 Chromobox protein homolog 3 1 36.61 5 6 39,982,220     45,015,220     35,589,467     33,531,387     36,081,333     49,543,893     35,816,363     3,183,900    10,994,566      3,436,650       4,715,987          5,120,461        6,734,426        5,349,930      7.96 24.42 9.66 14.06 14.19 13.59 14.94

CPQIVIAFYEER 2 0.9909
IIGATDSSGELMFLMK 2 0.9998
KVEEAEPEEFVVEK 2 0.9998
KVEEAEPEEFVVEK 3 0.9997
LTWHSCPEDEAQ 2 0.9996
WKDSDEADLVLAK 3 0.9996

IPI00297626 STXBP3 Syntaxin‐binding protein 3 0.967 2.87 1 1 1,306,796        2,006,827        1,603,106        1,803,420        1,861,693        2,125,128        1,145,633        211,922       832,942            403,795           206,173              878,838            893,402           262,108          16.22 41.51 25.19 11.43 47.21 42.04 22.88
MTDLLEEGITVVENIYK 2 0.9668

IPI00297779 CCT2 T‐complex protein 1 subunit beta 1 48.41 17 19 137,259,186   140,049,744   124,854,078   129,198,380   133,335,368   165,715,341   134,202,173   6,724,148    30,731,392      16,378,456     16,192,551        12,168,151      15,640,093      27,444,729    4.9 21.94 13.12 12.53 9.13 9.44 20.45
AAHSEGNTTAGLDMR 3 0.9989
DASLMVTNDGATILK 2 0.9998
EALLSSAVDHGSDEVK 2 0.9998
EALLSSAVDHGSDEVK 3 0.995
FRQDLMNIAGTTLSSK 3 0.9924

GATQQILDEAER 2 0.9997
ILIANTGMDTDKIK 3 0.9967

KLGGSLADSYLDEGFLLDKK 3 0.9513
LALVTGGEIASTFDHPELVK 3 0.9997
LGGSLADSYLDEGFLLDKK 3 0.9998

LTSFIGAIAIGDLVK 2 0.9998
MLPTIIADNAGYDSADLVAQLR 3 0.9998

QDLMNIAGTTLSSK 2 0.9998
QLIYNYPEQLFGAAGVMAIEHADFAGVER 3 0.9998

QVLLSAAEAAEVILR 2 0.9996
SLHDALCVLAQTVK 2 0.9994
TPGKEAVAMESYAK 2 0.8617

VQDDEVGDGTTSVTVLAAELLR 2 0.9998
VQDDEVGDGTTSVTVLAAELLR 3 0.9998

IPI00297795 KRT83 Keratin, type II cuticular Hb3 1 8.52 4 4 22,623,177     25,248,593     21,116,618     21,824,385     22,455,245     30,546,901     21,895,419     1,337,592    7,502,286        3,900,649       3,038,080          3,321,973        4,262,615        5,323,204      5.91 29.71 18.47 13.92 14.79 13.95 24.31
ATAENEFVALKK 2 0.953
DLNMDCIVAEIK 2 0.9998
DVDCAYLR 2 0.9945
TKEEINELNR 2 0.9925

IPI00298237 TPP1 cDNA FLJ56402, highly similar to Tripeptidyl‐peptidase 1 1 10.31 3 4 7,354,480        8,968,235        6,296,599        6,633,658        7,433,665        10,788,972     6,800,778        955,456       3,021,666        712,347           471,031              948,161            1,793,720        1,473,075      12.99 33.69 11.31 7.1 12.75 16.63 21.66
AYPDVAALSDGYWVVSNR 2 0.9992
AYPDVAALSDGYWVVSNR 3 0.9997

LFGGNFAHQASVAR 2 0.9997
VPIPWVSGTSASTPVFGGILSLINEHR 3 0.9997

IPI00298348 OXR1 Isoform 2 of Oxidation resistance protein 1 0.979 1.31 1 1 8,529,700        6,669,190        8,513,090        7,656,360        8,599,180        7,819,110        8,594,620        1,802,276    2,114,015        1,312,380       1,211,175          1,643,406        1,206,393        2,209,200      21.13 31.7 15.42 15.82 19.11 15.43 25.7
LLGFGGGGEAR 2 0.9793

IPI00298518 ST5 Isoform 1 of Suppression of tumorigenicity 5 protein 0.993 2.81 1 1 9,700,860        8,547,680        10,972,370     10,900,280     10,252,060     10,815,460     8,587,320        968,652       3,044,610        1,334,963       1,181,775          3,502,925        2,122,597        3,006,615      9.99 35.62 12.17 10.84 34.17 19.63 35.01
NPKSKPSNGLPPSPTPAAPPPLPSTPAPPVTR 3 0.9903

IPI00298520 ARCN1 Coatomer subunit delta variant 2 1 4.53 2 2 11,836,243     14,031,457     11,708,407     12,416,190     11,755,727     14,858,633     11,628,143     1,989,013    3,126,452        2,734,222       2,762,974          2,420,853        1,489,618        2,719,703      16.8 22.28 23.35 22.25 20.59 10.03 23.39
IPI00514053 ARCN1 Coatomer subunit delta 1 4.89 2 2 11,836,243     14,031,457     11,708,407     12,416,190     11,755,727     14,858,633     11,628,143     1,989,013    3,126,452        2,734,222       2,762,974          2,420,853        1,489,618        2,719,703      16.8 22.28 23.35 22.25 20.59 10.03 23.39

NSNILEDLETLR 2 0.9995
SEGETIMSSSMGK 2 0.9962

IPI00298547 PARK7 Protein DJ‐1 1 80.42 11 15 99,709,162     98,108,335     88,981,121     92,629,461     89,246,958     110,101,765   88,053,349     2,993,725    21,896,250      9,420,490       4,551,506          10,035,147      9,514,121        15,038,962    3 22.32 10.59 4.91 11.24 8.64 17.08
ALVILAK 2 0.9892
APLVLKD 1 0.9998
APLVLKD 2 0.9985

DVVICPDASLEDAKK 2 0.9998
DVVICPDASLEDAKK 3 0.9956

EGPYDVVVLPGGNLGAQNLSESAAVK 2 0.9998
GAEEMETVIPVDVMR 2 0.9998

GLIAAICAGPTALLAHEIGFGSK 3 0.9998
GPGTSFEFALAIVEALNGK 2 0.9998
GPGTSFEFALAIVEALNGK 3 0.9997

GPGTSFEFALAIVEALNGKEVAAQVK 3 0.9998
KGLIAAICAGPTALLAHEIGFGSK 3 0.9998

MMNGGHYTYSENRVEK 3 0.8229
VTVAGLAGKDPVQCSR 2 0.9994
VTVAGLAGKDPVQCSR 3 0.9998

IPI00298961 XPO1 Exportin‐1 1 8.78 6 6 15,093,766     15,915,920     12,558,304     13,938,889     13,100,838     16,681,224     13,168,109     765,684       4,474,862        1,809,738       2,180,713          1,400,816        2,056,301        3,076,057      5.07 28.12 14.41 15.64 10.69 12.33 23.36
IPI00893013 XPO1 cDNA FLJ55480, highly similar to Exportin‐1 1 8.79 6 6 15,093,766     15,915,920     12,558,304     13,938,889     13,100,838     16,681,224     13,168,109     765,684       4,474,862        1,809,738       2,180,713          1,400,816        2,056,301        3,076,057      5.07 28.12 14.41 15.64 10.69 12.33 23.36

EPEVLSTMAIIVNK 2 0.9736
IYLDMLNVYK 2 0.9993

LDINLLDNVVNCLYHGEGAQQR 3 0.9997
LLSEEVFDFSSGQITQVK 2 0.9624
YMLLPNQVWDSIIQQATK 2 0.9997

YYGLQILENVIK 2 0.9997
IPI00298971 VTN Vitronectin 1 15.69 7 9 42,530,910     39,006,288     39,538,511     43,986,675     38,092,345     46,675,147     39,722,419     5,004,577    7,523,857        3,689,015       4,402,254          4,859,879        3,243,661        8,667,735      11.77 19.29 9.33 10.01 12.76 6.95 21.82

DSWEDIFELLFWGR 2 0.9997
DSWEDIFELLFWGR 3 0.9997

DWHGVPGQVDAAMAGR 2 0.8505



DWHGVPGQVDAAMAGR 3 0.9997
GQYCYELDEK 2 0.9907
GSQYWR 2 0.9971
IYISGMAPR 2 0.8211

SIAQYWLGCPAPGHL 2 0.9998
VYFFK 2 0.8578

IPI00298994 TLN1 Talin‐1 1 12.4 21 22 146,798,851   149,774,119   143,418,112   139,177,969   140,556,576   173,909,916   135,679,315   7,743,275    35,639,633      14,531,957     10,203,321        18,930,948      28,040,640      25,828,979    5.27 23.8 10.13 7.33 13.47 16.12 19.04
AIAVTVQEMVTK 2 0.9882
ALDGAFTEENR 2 0.9991
ALDYYMLR 2 0.9231

CTQDLGNSTK 2 0.9024
EADESLNFEEQILEAAK 2 0.9997

EVANSTANLVK 2 0.9979
GVGAAATAVTQALNELLQHVK 2 0.9995
GVGAAATAVTQALNELLQHVK 3 0.9997

LAQAAQSSVATITR 2 0.9998
LLAALLEDEGGSGRPLLQAAK 3 0.9997

MATNAAAQNAIK 2 0.9992
QAAASATQTIAAAQHAASTPK 3 0.9996

QEDVIATANLSR 2 0.9411
TLAESALQLLYTAK 2 0.9997

TLSHPQQMALLDQTK 3 0.8602
TMLESAGGLIQTAR 2 0.9835

VAGSVTELIQAAEAMK 2 0.9997
VGAIPANALDDGQWSQGLISAAR 3 0.999

VGDDPAVWQLK 2 0.998
VLGEAMTGISQNAK 2 0.9966
VMVTNVTSLLK 2 0.9997

YDQATDTILTVTENIFSSMGDAGEMVR 2 0.9998
IPI00299000 PA2G4 Proliferation‐associated protein 2G4 1 34.52 13 13 25,850,700     26,233,453     24,583,320     26,142,374     25,225,554     29,691,127     23,187,119     2,114,447    5,947,859        1,902,354       1,977,854          3,636,235        1,590,607        2,911,685      8.18 22.67 7.74 7.57 14.41 5.36 12.56
IPI00794875 PA2G4 41 kDa protein 1 36.56 13 13 25,850,700     26,233,453     24,583,320     26,142,374     25,225,554     29,691,127     23,187,119     2,114,447    5,947,859        1,902,354       1,977,854          3,636,235        1,590,607        2,911,685      8.18 22.67 7.74 7.57 14.41 5.36 12.56
IPI00807557 PA2G4 PA2G4 protein (Fragment) 1 33.5 13 13 25,850,700     26,233,453     24,583,320     26,142,374     25,225,554     29,691,127     23,187,119     2,114,447    5,947,859        1,902,354       1,977,854          3,636,235        1,590,607        2,911,685      8.18 22.67 7.74 7.57 14.41 5.36 12.56

AFFSEVER 2 0.9992
ALLQSSASR 2 0.9996
EGEFVAQFK 2 0.9937

FTVLLMPNGPMR 2 0.9986
GDAMIMEETGK 2 0.9191
HELLQPFNVLYEK 2 0.9881

HELLQPFNVLYEKEGEFVAQFK 3 0.9997
ITSGPFEPDLYKSEMEVQDAELK 3 0.9996

LVKPGNQNTQVTEAWNK 3 0.9997
MGVVECAK 2 0.9984

SDQDYILKEGDLVK 3 0.9968
TIIQNPTDQQK 2 0.9993
TIIQNPTDQQKK 2 0.9856

IPI00299033 KPNA3 Importin subunit alpha‐3 0.975 4.99 1 1 1,833,960        1,316,894        1,605,330        1,760,610        1,281,353        1,568,080        1,302,660        311,270       332,819            647,662           328,525              299,747            194,876           343,561          16.97 25.27 40.34 18.66 23.39 12.43 26.37
DYVISLGVVKPLLSFISPSIPITFLR 3 0.8925

IPI00299095 SNX2 Sorting nexin‐2 1 7.51 3 3 11,304,707     11,498,420     10,707,755     11,389,328     10,259,232     13,001,958     9,380,572        890,499       2,670,276        1,526,237       769,663              1,103,463        2,131,032        1,810,135      7.88 23.22 14.25 6.76 10.76 16.39 19.3
IPI00964716 SNX2 cDNA FLJ51799, highly similar to Sorting nexin‐2 1 9.7 3 3 11,304,707     11,498,420     10,707,755     11,389,328     10,259,232     13,001,958     9,380,572        890,499       2,670,276        1,526,237       769,663              1,103,463        2,131,032        1,810,135      7.88 23.22 14.25 6.76 10.76 16.39 19.3

AVNTQALSGAGILR 2 0.9719
HPTLLQDPDLR 2 0.9328

YLESLVQTQQQLIK 2 0.9905
IPI00299145 KRT6C Keratin, type II cytoskeletal 6C 0.936 1.77 1 1 2,960,725        2,756,613        2,310,160        2,356,850        2,387,438        2,851,895        2,272,093        221,457       737,159            206,185           272,365              211,598            562,632           421,287          7.48 26.74 8.93 11.56 8.86 19.73 18.54
IPI00930073 KRT6C cDNA, FLJ93744, highly similar to Homo sapiens keratin 6E (KRT6E), mR 0.936 1.77 1 1 2,960,725        2,756,613        2,310,160        2,356,850        2,387,438        2,851,895        2,272,093        221,457       737,159            206,185           272,365              211,598            562,632           421,287          7.48 26.74 8.93 11.56 8.86 19.73 18.54
IPI00956313 KRT6C 58 kDa protein 0.936 1.85 1 1 2,960,725        2,756,613        2,310,160        2,356,850        2,387,438        2,851,895        2,272,093        221,457       737,159            206,185           272,365              211,598            562,632           421,287          7.48 26.74 8.93 11.56 8.86 19.73 18.54

SGFSSISVSR 2 0.8852
IPI00299147 SUMO3 Small ubiquitin‐related modifier 3 1 11.65 1 1 763,822           745,123           658,940           681,542           693,251           811,326           698,988           50,935         187,316            55,325             52,922                104,073            53,248             209,744          6.67 25.14 8.4 7.76 15.01 6.56 30.01
IPI00793687 SUMO3 SMT3 suppressor of mif two 3 homolog 3 (Yeast), isoform CRA_d 1 8.89 1 1 763,822           745,123           658,940           681,542           693,251           811,326           698,988           50,935         187,316            55,325             52,922                104,073            53,248             209,744          6.67 25.14 8.4 7.76 15.01 6.56 30.01
IPI00798011 SUMO3 Putative uncharacterized protein SUMO3 1 8.16 1 1 763,822           745,123           658,940           681,542           693,251           811,326           698,988           50,935         187,316            55,325             52,922                104,073            53,248             209,744          6.67 25.14 8.4 7.76 15.01 6.56 30.01
IPI00909492 SUMO3 cDNA FLJ57440, moderately similar to Small ubiquitin‐related modifier  1 8.51 1 1 763,822           745,123           658,940           681,542           693,251           811,326           698,988           50,935         187,316            55,325             52,922                104,073            53,248             209,744          6.67 25.14 8.4 7.76 15.01 6.56 30.01
IPI00434968 SUMO4 Small ubiquitin‐related modifier 4 1 12.63 1 1 763,822           745,123           658,940           681,542           693,251           811,326           698,988           50,935         187,316            55,325             52,922                104,073            53,248             209,744          6.67 25.14 8.4 7.76 15.01 6.56 30.01

VAGQDGSVVQFK 2 0.9997
IPI00299155 PSMA4 Proteasome subunit alpha type‐4 1 9.96 2 2 3,102,646        2,922,138        2,900,036        2,765,134        3,070,166        3,519,348        3,199,952        170,104       799,300            385,461           467,067              474,699            640,436           785,741          5.48 27.35 13.29 16.89 15.46 18.2 24.55
IPI00789638 PSMA4 Proteasome subunit beta type 1 10.97 2 2 3,102,646        2,922,138        2,900,036        2,765,134        3,070,166        3,519,348        3,199,952        170,104       799,300            385,461           467,067              474,699            640,436           785,741          5.48 27.35 13.29 16.89 15.46 18.2 24.55
IPI00790207 PSMA4 27 kDa protein 1 11.06 2 2 3,102,646        2,922,138        2,900,036        2,765,134        3,070,166        3,519,348        3,199,952        170,104       799,300            385,461           467,067              474,699            640,436           785,741          5.48 27.35 13.29 16.89 15.46 18.2 24.55
IPI00795606 PSMA4 26 kDa protein 1 11.3 2 2 3,102,646        2,922,138        2,900,036        2,765,134        3,070,166        3,519,348        3,199,952        170,104       799,300            385,461           467,067              474,699            640,436           785,741          5.48 27.35 13.29 16.89 15.46 18.2 24.55

ATCIGNNSAAAVSMLK 2 0.9995
LLDEVFFSEK 2 0.9995

IPI00299254 EIF5B Eukaryotic translation initiation factor 5B 1 3.11 2 2 12,804,800     11,456,610     11,217,660     12,361,110     12,545,560     12,580,820     10,829,920     2,237,953    2,752,465        1,388,769       2,243,749          1,526,381        1,193,417        1,491,524      17.48 24.03 12.38 18.15 12.17 9.49 13.77
LKEGDTIIVPGVEGPIVTQIR 3 0.9905
LLQAQGVEVPSKDSLPK 3 0.9993

IPI00299571 PDIA6 Isoform 2 of Protein disulfide‐isomerase A6 1 46.95 15 19 221,558,885   260,461,533   239,787,075   233,386,845   257,230,900   322,026,340   245,488,750   34,712,636  51,592,911      23,408,080     28,012,084        36,390,547      55,382,753      30,415,073    15.67 19.81 9.76 12 14.15 17.2 12.39
IPI00644989 PDIA6 Isoform 1 of Protein disulfide‐isomerase A6 1 52.5 15 19 221,558,885   260,461,533   239,787,075   233,386,845   257,230,900   322,026,340   245,488,750   34,712,636  51,592,911      23,408,080     28,012,084        36,390,547      55,382,753      30,415,073    15.67 19.81 9.76 12 14.15 17.2 12.39

ALDLFSDNAPPPELLEIINEDIAK 2 0.9998
ALDLFSDNAPPPELLEIINEDIAK 3 0.9998
ALDLFSDNAPPPELLEIINEDIAKR 2 0.9951
ALDLFSDNAPPPELLEIINEDIAKR 3 0.9998
DGELPVEDDIDLSDVELDDLGKDEL 2 0.9998
EVIQSDSLWLVEFYAPWCGHCQR 3 0.9998

GSFSEQGINEFLR 2 0.9998
GSTAPVGGGAFPTIVER 2 0.9997

GSTAPVGGGAFPTIVEREPWDGR 3 0.993
IFQKGESPVDYDGGR 3 0.9998
LAAVDATVNQVLASR 2 0.9998
LAAVDATVNQVLASR 3 0.9997

NLEPEWAAAASEVKEQTK 3 0.9993
NSYLEVLLK 2 0.9997

TCEEHQLCVVAVLPHILDTGAAGR 3 0.9998
TGEAIVDAALSALR 2 0.9998
TGEAIVDAALSALR 3 0.9997

VGAVDADKHHSLGGQYGVQGFPTIK 3 0.9998
VKLAAVDATVNQVLASR 3 0.9998

IPI00397676 ‐ 30 kDa protein 0.991 4.89 1 1 3,510,775        3,231,305        2,799,528        2,954,853        3,007,550        3,670,950        2,789,203        138,568       901,893            364,128           327,223              263,098            499,088           692,739          3.95 27.91 13.01 11.07 8.75 13.6 24.84
IPI00299573 RPL7A;SNORD24 60S ribosomal protein L7a 0.991 4.89 1 1 3,510,775        3,231,305        2,799,528        2,954,853        3,007,550        3,670,950        2,789,203        138,568       901,893            364,128           327,223              263,098            499,088           692,739          3.95 27.91 13.01 11.07 8.75 13.6 24.84
IPI00478896 RPL7A;SNORD24 Ribosomal protein L7a 0.991 6.81 1 1 3,510,775        3,231,305        2,799,528        2,954,853        3,007,550        3,670,950        2,789,203        138,568       901,893            364,128           327,223              263,098            499,088           692,739          3.95 27.91 13.01 11.07 8.75 13.6 24.84
IPI00642454 RPL7A;SNORD24 Ribosomal protein L7a 0.991 8.61 1 1 3,510,775        3,231,305        2,799,528        2,954,853        3,007,550        3,670,950        2,789,203        138,568       901,893            364,128           327,223              263,098            499,088           692,739          3.95 27.91 13.01 11.07 8.75 13.6 24.84

AGVNTVTTLVENK 2 0.9913
IPI00299608 PSMD1 Isoform 1 of 26S proteasome non‐ATPase regulatory subunit 1 1 9.23 4 4 15,722,964     16,832,859     17,375,915     16,011,967     16,401,903     17,995,433     14,520,460     1,855,836    4,291,563        2,188,632       385,322              2,198,523        2,671,359        2,497,003      11.8 25.5 12.6 2.41 13.4 14.84 17.2
IPI00456695 PSMD1 Isoform 2 of 26S proteasome non‐ATPase regulatory subunit 1 1 9.54 4 4 15,722,964     16,832,859     17,375,915     16,011,967     16,401,903     17,995,433     14,520,460     1,855,836    4,291,563        2,188,632       385,322              2,198,523        2,671,359        2,497,003      11.8 25.5 12.6 2.41 13.4 14.84 17.2

AAVESLGFILFR 2 0.9239
LNAVVNDFWAEISESVDKIEVLYEDEGFR 3 0.9997
TNLYQDDAVTGEAAGLALGLVMLGSK 2 0.9996

TPEQCPSVVSLLSESYNPHVR 3 0.9996
IPI00299977 PHPT1 14 kDa phosphohistidine phosphatase 0.994 26.4 2 2 4,088,531        4,745,454        4,232,780        4,267,551        4,571,152        5,559,847        4,183,707        532,402       1,615,490        318,237           806,106              2,460,373        1,415,441        1,150,987      13.02 34.04 7.52 18.89 53.82 25.46 27.51



IHVYGYSMAYGPAQHAISTEK 3 0.9933
QGCDCECLGGGR 2 0.9942

IPI00300026 SULT1A1 Sulfotransferase 1A1 1 11.66 4 5 8,849,275        8,602,016        8,582,537        7,864,073        9,291,843        10,535,376     8,826,861        491,338       1,875,822        636,206           797,017              784,241            1,629,285        1,920,357      5.55 21.81 7.41 10.13 8.44 15.46 21.76
FDADYAEK 2 0.9978
ILEFVGR 2 0.9987

MAGCSLSFR 2 0.9993
SGTTWVSQILDMIYQGGDLEK 2 0.9998
SGTTWVSQILDMIYQGGDLEK 3 0.9998

IPI00300027 SULT1A2 Sulfotransferase 1A2 1 9.49 2 3 2,401,431        2,320,483        2,749,318        2,312,175        2,871,046        2,837,617        2,695,436        162,667       453,891            316,422           94,537                288,527            293,652           463,781          6.77 19.56 11.51 4.09 10.05 10.35 17.21
IPI00640414 SULT1A2 29 kDa protein 1 10.69 2 3 2,401,431        2,320,483        2,749,318        2,312,175        2,871,046        2,837,617        2,695,436        162,667       453,891            316,422           94,537                288,527            293,652           463,781          6.77 19.56 11.51 4.09 10.05 10.35 17.21

ILEFVGR 2 0.9987
SGTTWVSQILDMIYQGGDLEK 2 0.9998
SGTTWVSQILDMIYQGGDLEK 3 0.9998

IPI00300053 KRT82 Keratin, type II cuticular Hb2 1 3.51 2 2 970,627           950,859           1,417,000        1,111,014        1,037,624        1,574,854        969,779           194,449       206,489            469,562           377,896              443,241            917,836           183,189          20.03 21.72 33.14 34.01 42.72 58.28 18.89
AQYDDIASR 2 0.9994
EYQEVMNSK 2 0.9992

IPI00300086 QPRT Nicotinate‐nucleotide pyrophosphorylase [carboxylating] 1 33.67 7 9 55,260,852     57,556,166     52,593,002     54,272,632     57,185,998     72,731,664     50,349,103     2,776,994    14,049,840      3,235,145       2,355,093          6,649,203        12,894,350      7,611,738      5.03 24.41 6.15 4.34 11.63 17.73 15.12
CSGIASAAAAAVEAAR 2 0.9998
GAGWTGHVAGTR 2 0.9997
GPAHCLLLGER 2 0.9997
GPAHCLLLGER 3 0.9981

SPGVLAGQPFFDAIFTQLNCQVSWFLPEGSK 3 0.9996
VALNTLAR 2 0.9995

YDLGGLVMVK 2 0.9998
YGLLVGGAASHR 2 0.9997
YGLLVGGAASHR 3 0.9998

IPI00300207 C4orf21 Isoform 1 of Uncharacterized protein FLJ44066 0.987 1.73 1 1 4,250,735        3,299,710        3,367,745        3,421,040        3,452,600        3,246,620        3,974,490        955,181       1,052,492        876,184           777,648              598,698            787,636           1,150,196      22.47 31.9 26.02 22.73 17.34 24.26 28.94
IPI00880006 C4orf21 prematurely terminated mRNA decay factor‐like 0.987 0.76 1 1 4,250,735        3,299,710        3,367,745        3,421,040        3,452,600        3,246,620        3,974,490        955,181       1,052,492        876,184           777,648              598,698            787,636           1,150,196      22.47 31.9 26.02 22.73 17.34 24.26 28.94

NAENNVPSCHHSQPAK 3 0.9866
IPI00300341 TCEB1 Transcription elongation factor B polypeptide 1 0.995 41.07 3 3 6,088,808        6,131,298        5,713,577        6,042,354        6,121,996        7,077,049        5,720,133        376,087       1,307,603        602,431           764,427              1,135,428        710,795           1,162,096      6.18 21.33 10.54 12.65 18.55 10.04 20.32

AMLSGPGQFAENETNEVNFR 2 0.9944
LISSDGHEFIVK 2 0.9903

TYGGCEGPDAMYVK 2 0.9946
IPI00300371 SF3B3 Isoform 1 of Splicing factor 3B subunit 3 1 10.27 10 10 161,483,325   161,045,135   162,343,100   158,251,815   162,075,240   213,935,115   145,954,470   12,143,951  45,884,601      14,868,557     12,465,799        30,420,727      33,768,269      23,450,115    7.52 28.49 9.16 7.88 18.77 15.78 16.07

AGNGQWASVIR 2 0.9996
FLAVGLVDNTVR 2 0.9996
HIANYISGIQTIGHR 3 0.9944

IVILEYQPSK 2 0.902
IVPGQFLAVDPK 2 0.9832
LTISSPLEAHK 3 0.9955

NENQLIIFADDTYPR 2 0.9997
NFGDQPDIR 2 0.9805

TPVEEVPAAIAPFQGR 2 0.9995
VIVSDVQESFIWVR 2 0.9969

IPI00300567 DCI Isoform 1 of 3,2‐trans‐enoyl‐CoA isomerase, mitochondria 0.993 9.27 2 2 5,465,560        4,778,115        4,795,840        4,968,830        4,510,935        5,105,165        5,381,470        886,216       1,243,518        895,371           989,467              369,597            756,283           1,536,044      16.21 26.03 18.67 19.91 8.19 14.81 28.54
IPI00398758 DCI Isoform 2 of 3,2‐trans‐enoyl‐CoA isomerase, mitochondria 0.993 9.82 2 2 5,465,560        4,778,115        4,795,840        4,968,830        4,510,935        5,105,165        5,381,470        886,216       1,243,518        895,371           989,467              369,597            756,283           1,536,044      16.21 26.03 18.67 19.91 8.19 14.81 28.54

DADVQNFVSFISK 2 0.9533
VLVEPDAGAGVAVMK 2 0.9928

IPI00925702 ‐ cDNA FLJ59523, highly similar to Scaffold attachment factor B 0.999 6.41 4 4 6,352,730        6,365,907        5,696,423        6,157,324        6,236,376        8,683,015        5,713,425        369,412       1,783,655        871,080           1,380,971          821,061            3,711,757        1,611,033      5.82 28.02 15.29 22.43 13.17 42.75 28.2
IPI00942963 ‐ cDNA FLJ54745, highly similar to Scaffold attachment factor B 0.999 6.13 4 4 6,352,730        6,365,907        5,696,423        6,157,324        6,236,376        8,683,015        5,713,425        369,412       1,783,655        871,080           1,380,971          821,061            3,711,757        1,611,033      5.82 28.02 15.29 22.43 13.17 42.75 28.2
IPI00300631 SAFB Scaffold attachment factor B1 0.999 5.68 4 4 6,352,730        6,365,907        5,696,423        6,157,324        6,236,376        8,683,015        5,713,425        369,412       1,783,655        871,080           1,380,971          821,061            3,711,757        1,611,033      5.82 28.02 15.29 22.43 13.17 42.75 28.2
IPI00646058 SAFB Scaffold attachment factor B 0.999 5.67 4 4 6,352,730        6,365,907        5,696,423        6,157,324        6,236,376        8,683,015        5,713,425        369,412       1,783,655        871,080           1,380,971          821,061            3,711,757        1,611,033      5.82 28.02 15.29 22.43 13.17 42.75 28.2

AIEDEGGNPDEIEITSEGNKK 3 0.9957
ILDILGETCK 2 0.9129
KGDDGSGEK 2 0.8659

NFWVSGLSSTTR 2 0.9987
IPI00300725 KRT6A Keratin, type II cytoskeletal 6A 1 5.5 3 3 17,984,154     17,614,627     14,299,281     13,126,715     17,126,585     18,499,351     17,844,952     2,802,689    6,688,866        2,504,646       2,391,290          3,722,606        3,174,122        5,580,270      15.58 37.97 17.52 18.22 21.74 17.16 31.27
IPI00909059 KRT6A cDNA FLJ53910, highly similar to Keratin, type II cytoskeletal 6A 1 5.79 3 3 17,984,154     17,614,627     14,299,281     13,126,715     17,126,585     18,499,351     17,844,952     2,802,689    6,688,866        2,504,646       2,391,290          3,722,606        3,174,122        5,580,270      15.58 37.97 17.52 18.22 21.74 17.16 31.27
IPI00942257 KRT6A 58 kDa protein 1 5.72 3 3 17,984,154     17,614,627     14,299,281     13,126,715     17,126,585     18,499,351     17,844,952     2,802,689    6,688,866        2,504,646       2,391,290          3,722,606        3,174,122        5,580,270      15.58 37.97 17.52 18.22 21.74 17.16 31.27

AQYEEIAQR 2 0.9732
NLDLDSIIAEVK 2 0.9997
SGFSSVSVSR 2 0.9995

IPI00301051 NHLRC2 Isoform 1 of NHL repeat‐containing protein 2 0.968 1.24 1 1 378,606           339,378           253,613           313,177           425,876           560,636           257,118           180,815       97,097              61,121             130,328              182,060            537,456           47,102            47.76 28.61 24.1 41.61 42.75 95.87 18.32
VTVDQVTDR 2 0.968

IPI00301058 VASP Vasodilator‐stimulated phosphoprotein 1 10.79 3 4 31,868,210     33,357,010     28,883,419     29,772,200     28,426,455     35,633,220     29,721,040     1,188,657    8,483,081        3,606,045       3,247,332          5,805,678        2,265,929        7,923,150      3.73 25.43 12.48 10.91 20.42 6.36 26.66
ATVMLYDDGNKR 2 0.9719
ATVMLYDDGNKR 3 0.95

SGGGGLMEEMNAMLAR 2 0.9839
VQIYHNPTANSFR 3 0.8896

IPI00910509 ‐ cDNA FLJ59863, highly similar to Inorganic pyrophosphatase 2, mitocho 0.992 7.92 1 1 312,986           380,729           352,786           311,399           414,846           460,443           394,821           54,448         107,790            64,410             87,641                54,482              119,308           112,632          17.4 28.31 18.26 28.14 13.13 25.91 28.53
IPI00301109 PPA2 Isoform 1 of Inorganic pyrophosphatase 2, mitochondria 0.992 4.79 1 1 312,986           380,729           352,786           311,399           414,846           460,443           394,821           54,448         107,790            64,410             87,641                54,482              119,308           112,632          17.4 28.31 18.26 28.14 13.13 25.91 28.53
IPI00413014 PPA2 inorganic pyrophosphatase 2 isoform 3 precursor 0.992 6.9 1 1 312,986           380,729           352,786           311,399           414,846           460,443           394,821           54,448         107,790            64,410             87,641                54,482              119,308           112,632          17.4 28.31 18.26 28.14 13.13 25.91 28.53
IPI00470502 PPA2 Isoform 2 of Inorganic pyrophosphatase 2, mitochondria 0.992 4.58 1 1 312,986           380,729           352,786           311,399           414,846           460,443           394,821           54,448         107,790            64,410             87,641                54,482              119,308           112,632          17.4 28.31 18.26 28.14 13.13 25.91 28.53
IPI00470503 PPA2 Isoform 3 of Inorganic pyrophosphatase 2, mitochondria 0.992 5.25 1 1 312,986           380,729           352,786           311,399           414,846           460,443           394,821           54,448         107,790            64,410             87,641                54,482              119,308           112,632          17.4 28.31 18.26 28.14 13.13 25.91 28.53
IPI00654717 PPA2 inorganic pyrophosphatase 2 isoform 5 precursor 0.992 5.06 1 1 312,986           380,729           352,786           311,399           414,846           460,443           394,821           54,448         107,790            64,410             87,641                54,482              119,308           112,632          17.4 28.31 18.26 28.14 13.13 25.91 28.53
IPI00749469 PPA2 25 kDa protein 0.992 7.24 1 1 312,986           380,729           352,786           311,399           414,846           460,443           394,821           54,448         107,790            64,410             87,641                54,482              119,308           112,632          17.4 28.31 18.26 28.14 13.13 25.91 28.53
IPI00964988 PPA2 Protein 0.992 7.08 1 1 312,986           380,729           352,786           311,399           414,846           460,443           394,821           54,448         107,790            64,410             87,641                54,482              119,308           112,632          17.4 28.31 18.26 28.14 13.13 25.91 28.53
IPI00968235 PPA2 Putative uncharacterized protein PPA2 0.992 8.38 1 1 312,986           380,729           352,786           311,399           414,846           460,443           394,821           54,448         107,790            64,410             87,641                54,482              119,308           112,632          17.4 28.31 18.26 28.14 13.13 25.91 28.53

ILGILALIDEGETDWK 2 0.992
IPI00301154 PABPC3 Polyadenylate‐binding protein 3 1 5.71 3 3 9,812,608        10,818,490     8,179,502        8,981,185        9,012,325        13,256,003     7,655,814        586,596       3,464,600        1,510,711       813,724              1,948,024        3,957,769        1,463,209      5.98 32.02 18.47 9.06 21.62 29.86 19.11

ALDTMNFDVIK 2 0.9998
FSPAGPILSIR 2 0.9939

IVATKPLYVALAQR 3 0.9996
IPI00301311 SET Isoform 2 of Protein SET 1 19.49 6 6 9,563,623        9,992,347        8,820,789        9,469,881        9,399,729        11,916,073     8,753,725        291,002       2,445,099        731,660           1,183,132          1,701,769        1,793,670        1,933,172      3.04 24.47 8.29 12.49 18.1 15.05 22.08
IPI00844040 SET Putative uncharacterized protein SET 1 20.22 6 6 9,563,623        9,992,347        8,820,789        9,469,881        9,399,729        11,916,073     8,753,725        291,002       2,445,099        731,660           1,183,132          1,701,769        1,793,670        1,933,172      3.04 24.47 8.29 12.49 18.1 15.05 22.08
IPI00896523 SET SET nuclear oncogene 1 20.15 6 6 9,563,623        9,992,347        8,820,789        9,469,881        9,399,729        11,916,073     8,753,725        291,002       2,445,099        731,660           1,183,132          1,701,769        1,793,670        1,933,172      3.04 24.47 8.29 12.49 18.1 15.05 22.08
IPI00917753 SET SET nuclear oncogene 1 20.38 6 6 9,563,623        9,992,347        8,820,789        9,469,881        9,399,729        11,916,073     8,753,725        291,002       2,445,099        731,660           1,183,132          1,701,769        1,793,670        1,933,172      3.04 24.47 8.29 12.49 18.1 15.05 22.08

EFHLNESGDPSSK 2 0.9997
IDFYFDENPYFENK 2 0.9998
LNEQASEEILK 2 0.9449

LNEQASEEILKVEQK 3 0.9514
LRQPFFQK 3 0.9992

SGYRIDFYFDENPYFENK 3 0.9972
IPI00301364 SKP1 Isoform 1 of S‐phase kinase‐associated protein 1 1 53.37 5 6 31,882,643     32,503,946     30,173,546     30,811,970     31,212,970     39,740,585     31,746,983     2,377,141    8,859,923        4,437,180       3,804,385          3,084,259        2,807,028        6,209,752      7.46 27.26 14.71 12.35 9.88 7.06 19.56

GLLDVTCK 2 0.9943
RTDDIPVWDQEFLK 2 0.9981

TFNIKNDFTEEEEAQVR 3 0.9996
TMLEDLGMDDEGDDDPVPLPNVNAAILKK 3 0.9997

VDQGTLFELILAANYLDIK 2 0.9997
VDQGTLFELILAANYLDIK 3 0.9997

IPI00301395 CPVL Probable serine carboxypeptidase CPVL 0.982 3.57 1 1 127,156           124,253           111,631           145,113           116,978           120,805           107,920           49,306         12,385              34,135             23,878                19,172              13,069             19,654            38.78 9.97 30.58 16.46 16.39 10.82 18.21
IPI00915961 CPVL Putative uncharacterized protein CPVL 0.982 11.97 1 1 127,156           124,253           111,631           145,113           116,978           120,805           107,920           49,306         12,385              34,135             23,878                19,172              13,069             19,654            38.78 9.97 30.58 16.46 16.39 10.82 18.21
IPI00916887 CPVL Putative uncharacterized protein CPVL 0.982 17 1 1 127,156           124,253           111,631           145,113           116,978           120,805           107,920           49,306         12,385              34,135             23,878                19,172              13,069             19,654            38.78 9.97 30.58 16.46 16.39 10.82 18.21
IPI00917290 CPVL Putative uncharacterized protein CPVL 0.982 6.97 1 1 127,156           124,253           111,631           145,113           116,978           120,805           107,920           49,306         12,385              34,135             23,878                19,172              13,069             19,654            38.78 9.97 30.58 16.46 16.39 10.82 18.21



DLYSALIQFFQIFPEYK 2 0.9822
IPI00301421 ZC3HC1 Isoform 1 of Nuclear‐interacting partner of ALK 0.978 3.78 1 1 750,370           761,815           714,425           742,033           756,438           709,183           803,770           190,760       208,698            190,803           174,824              137,397            153,774           258,623          25.42 27.39 26.71 23.56 18.16 21.68 32.18
IPI00339382 ZC3HC1 Isoform 2 of Nuclear‐interacting partner of ALK 0.978 3.95 1 1 750,370           761,815           714,425           742,033           756,438           709,183           803,770           190,760       208,698            190,803           174,824              137,397            153,774           258,623          25.42 27.39 26.71 23.56 18.16 21.68 32.18
IPI00479595 ZC3HC1 Isoform 3 of Nuclear‐interacting partner of ALK 0.978 4.41 1 1 750,370           761,815           714,425           742,033           756,438           709,183           803,770           190,760       208,698            190,803           174,824              137,397            153,774           258,623          25.42 27.39 26.71 23.56 18.16 21.68 32.18
IPI00945081 ZC3HC1 Putative uncharacterized protein ZC3HC1 0.978 4.14 1 1 750,370           761,815           714,425           742,033           756,438           709,183           803,770           190,760       208,698            190,803           174,824              137,397            153,774           258,623          25.42 27.39 26.71 23.56 18.16 21.68 32.18

FGMLPLDEPAILVSEFLDR 2 0.9775
IPI00301434 BOLA2B;BOLA2 BolA‐like protein 2 0.986 10.53 1 1 2,061,013        1,931,915        1,694,618        1,891,153        1,807,600        2,386,610        1,682,580        171,282       452,143            279,479           271,354              249,687            290,620           348,548          8.31 23.4 16.49 14.35 13.81 12.18 20.72
IPI00410226 BOLA2B;BOLA2 Isoform 2 of BolA‐like protein 2 0.986 27.59 1 1 2,061,013        1,931,915        1,694,618        1,891,153        1,807,600        2,386,610        1,682,580        171,282       452,143            279,479           271,354              249,687            290,620           348,548          8.31 23.4 16.49 14.35 13.81 12.18 20.72
IPI00747913 BOLA2B;BOLA2 Isoform 1 of BolA‐like protein 2 0.986 18.6 1 1 2,061,013        1,931,915        1,694,618        1,891,153        1,807,600        2,386,610        1,682,580        171,282       452,143            279,479           271,354              249,687            290,620           348,548          8.31 23.4 16.49 14.35 13.81 12.18 20.72
IPI00873049 BOLA2B;BOLA2 Putative uncharacterized protein BOLA2B 0.986 27.59 1 1 2,061,013        1,931,915        1,694,618        1,891,153        1,807,600        2,386,610        1,682,580        171,282       452,143            279,479           271,354              249,687            290,620           348,548          8.31 23.4 16.49 14.35 13.81 12.18 20.72

DLEAEHVEVEDTTLNR 3 0.9858
IPI00301503 TRA2B Isoform 1 of Transformer‐2 protein homolog beta 1 14.93 4 4 5,393,220        5,194,955        5,000,652        5,239,187        5,079,614        6,032,078        5,060,756        489,703       1,132,678        640,445           588,176              725,529            593,415           884,295          9.08 21.8 12.81 11.23 14.28 9.84 17.47
IPI00472633 TRA2B cDNA FLJ40872 fis, clone TUTER2000283, highly similar to Homo sapien 1 17.06 4 4 5,393,220        5,194,955        5,000,652        5,239,187        5,079,614        6,032,078        5,060,756        489,703       1,132,678        640,445           588,176              725,529            593,415           884,295          9.08 21.8 12.81 11.23 14.28 9.84 17.47
IPI00555647 TRA2B Splicing factor, arginine/serine‐rich 10 (Transformer 2 homolog, Drosop 1 14.88 4 4 5,393,220        5,194,955        5,000,652        5,239,187        5,079,614        6,032,078        5,060,756        489,703       1,132,678        640,445           588,176              725,529            593,415           884,295          9.08 21.8 12.81 11.23 14.28 9.84 17.47
IPI00927500 TRA2B Isoform 3 of Transformer‐2 protein homolog beta 1 22.87 4 4 5,393,220        5,194,955        5,000,652        5,239,187        5,079,614        6,032,078        5,060,756        489,703       1,132,678        640,445           588,176              725,529            593,415           884,295          9.08 21.8 12.81 11.23 14.28 9.84 17.47

GFAFVYFENVDDAK 2 0.9941
GFAFVYFENVDDAKEAK 3 0.9993

GYDDRDYYSR 2 0.9549
YGPIADVSIVYDQQSR 2 0.9996

IPI00301865 TMEM132A Isoform 1 of Transmembrane protein 132A 0.982 2.35 1 1 3,311,003        2,848,603        3,220,203        2,991,633        2,877,673        3,200,197        3,723,767        765,155       1,587,288        1,109,920       732,053              358,446            623,683           1,174,954      23.11 55.72 34.47 24.47 12.46 19.49 31.55
IPI00383814 TMEM132A Isoform 2 of Transmembrane protein 132A 0.982 2.34 1 1 3,311,003        2,848,603        3,220,203        2,991,633        2,877,673        3,200,197        3,723,767        765,155       1,587,288        1,109,920       732,053              358,446            623,683           1,174,954      23.11 55.72 34.47 24.47 12.46 19.49 31.55
IPI00845309 TMEM132A Isoform 4 of Transmembrane protein 132A 0.982 3.1 1 1 3,311,003        2,848,603        3,220,203        2,991,633        2,877,673        3,200,197        3,723,767        765,155       1,587,288        1,109,920       732,053              358,446            623,683           1,174,954      23.11 55.72 34.47 24.47 12.46 19.49 31.55

VPGPAEGPAEPAAEASDEAERRAR 3 0.982
IPI00301936 ELAVL1 cDNA FLJ60076, highly similar to ELAV‐like protein 1 1 9.35 2 2 1,127,605        1,312,571        1,231,919        1,174,969        1,195,411        1,618,084        1,113,342        289,457       448,972            314,089           164,360              408,408            489,417           232,419          25.67 34.21 25.5 13.99 34.16 30.25 20.88
IPI00940851 ELAVL1 ELAV‐like protein 1 1 10.12 2 2 1,127,605        1,312,571        1,231,919        1,174,969        1,195,411        1,618,084        1,113,342        289,457       448,972            314,089           164,360              408,408            489,417           232,419          25.67 34.21 25.5 13.99 34.16 30.25 20.88

AINTLNGLR 2 0.9087
GFGFVTMTNYEEAAMAIASLNGYR 3 0.9997

IPI00302238 AATF Protein AATF 0.992 2.5 1 1 18,189,800     18,192,310     14,783,200     15,783,200     15,826,900     21,490,600     15,924,600     810,781       4,616,636        1,957,675       1,560,121          2,102,455        2,634,440        3,645,951      4.46 25.38 13.24 9.88 13.28 12.26 22.9
TPGFSVQSISDFEK 2 0.9924

IPI00922433 ‐ cDNA FLJ51700, highly similar to Haloacid dehalogenase‐like hydrolased 0.995 13.46 1 1 971,350           884,334           1,086,753        1,037,553        947,160           1,053,317        1,154,670        256,566       276,936            301,995           336,627              126,156            210,002           291,770          26.41 31.32 27.79 32.44 13.32 19.94 25.27
IPI00302436 HDHD1 Haloacid dehalogenase‐like hydrolase domain‐containing protein 1A 0.995 12.28 1 1 971,350           884,334           1,086,753        1,037,553        947,160           1,053,317        1,154,670        256,566       276,936            301,995           336,627              126,156            210,002           291,770          26.41 31.32 27.79 32.44 13.32 19.94 25.27
IPI00913889 HDHD1 haloacid dehalogenase‐like hydrolase domain‐containing protein 1A iso 0.995 11.16 1 1 971,350           884,334           1,086,753        1,037,553        947,160           1,053,317        1,154,670        256,566       276,936            301,995           336,627              126,156            210,002           291,770          26.41 31.32 27.79 32.44 13.32 19.94 25.27

ALEAAQIIIDVLQLPMSKEELVEESQTK 3 0.9947
IPI00302458 XPO7 Exportin‐7 1 3.77 4 4 8,733,526        9,171,309        8,585,449        8,857,323        9,336,929        12,009,158     7,821,563        797,049       2,182,250        915,742           688,946              1,723,239        1,809,533        932,508          9.13 23.79 10.67 7.78 18.46 15.07 11.92
IPI00795569 XPO7 exportin‐7 isoform c 1 3.77 4 4 8,733,526        9,171,309        8,585,449        8,857,323        9,336,929        12,009,158     7,821,563        797,049       2,182,250        915,742           688,946              1,723,239        1,809,533        932,508          9.13 23.79 10.67 7.78 18.46 15.07 11.92
IPI00855940 XPO7 exportin‐7 isoform a 1 3.74 4 4 8,733,526        9,171,309        8,585,449        8,857,323        9,336,929        12,009,158     7,821,563        797,049       2,182,250        915,742           688,946              1,723,239        1,809,533        932,508          9.13 23.79 10.67 7.78 18.46 15.07 11.92

QLYETTDTTTR 2 0.8882
TNNPLPLEQR 2 0.9811
VENYPEVIR 2 0.9038

VLQLMNLTDSR 2 0.9944
IPI00302592 FLNA Isoform 2 of Filamin‐A 1 1.02 2 2 1,127,946        902,790           1,184,461        1,077,719        907,984           996,477           1,057,361        98,874         207,525            229,971           200,648              149,739            171,409           245,688          8.77 22.99 19.42 18.62 16.49 17.2 23.24
IPI00333541 FLNA Isoform 1 of Filamin‐A 1 1.02 2 2 1,127,946        902,790           1,184,461        1,077,719        907,984           996,477           1,057,361        98,874         207,525            229,971           200,648              149,739            171,409           245,688          8.77 22.99 19.42 18.62 16.49 17.2 23.24
IPI00553169 FLNA Putative uncharacterized protein FLNA 1 1.17 2 2 1,127,946        902,790           1,184,461        1,077,719        907,984           996,477           1,057,361        98,874         207,525            229,971           200,648              149,739            171,409           245,688          8.77 22.99 19.42 18.62 16.49 17.2 23.24
IPI00644576 FLNA Filamin A, alpha 1 1.04 2 2 1,127,946        902,790           1,184,461        1,077,719        907,984           996,477           1,057,361        98,874         207,525            229,971           200,648              149,739            171,409           245,688          8.77 22.99 19.42 18.62 16.49 17.2 23.24

AFGPGLQGGSAGSPAR 2 0.9921
LIALLEVLSQK 2 0.9998

IPI00556120 ‐ Na+/±ATPase alpha 3 subunit variant (Fragment) 0.966 7.39 1 1 2,702,087        2,398,527        3,449,443        3,502,613        2,954,330        5,344,783        2,485,550        258,903       564,408            1,091,661       2,245,052          526,742            2,622,723        738,114          9.58 23.53 31.65 64.1 17.83 49.07 29.7
IPI00302840 ATP1A3 Sodium/potassium‐transporting ATPase subunit alpha‐3 0.966 1.48 1 1 2,702,087        2,398,527        3,449,443        3,502,613        2,954,330        5,344,783        2,485,550        258,903       564,408            1,091,661       2,245,052          526,742            2,622,723        738,114          9.58 23.53 31.65 64.1 17.83 49.07 29.7
IPI00788782 ATP1A3 cDNA FLJ59513, highly similar to Sodium/potassium‐transporting ATPas 0.966 1.22 1 1 2,702,087        2,398,527        3,449,443        3,502,613        2,954,330        5,344,783        2,485,550        258,903       564,408            1,091,661       2,245,052          526,742            2,622,723        738,114          9.58 23.53 31.65 64.1 17.83 49.07 29.7

NITFFSTNCVEGTAR 3 0.9658
IPI00302850 SNRPD1 Small nuclear ribonucleoprotein Sm D1 1 34.45 2 3 11,045,866     10,866,839     9,744,625        10,813,937     11,586,557     13,462,748     11,639,700     1,476,349    2,326,026        1,140,208       1,378,207          1,648,417        2,007,284        2,824,295      13.37 21.4 11.7 12.74 14.23 14.91 24.26

NGTQVHGTITGVDVSMNTHLK 3 0.9996
YFILPDSLPLDTLLVDVEPK 2 0.9996
YFILPDSLPLDTLLVDVEPK 3 0.9833

IPI00302925 CCT8 59 kDa protein 1 36.38 14 14 43,812,198     45,790,355     41,010,486     41,259,289     42,213,552     50,600,957     42,066,161     2,138,023    11,239,548      2,638,059       4,363,703          6,679,894        4,227,010        9,760,996      4.88 24.55 6.43 10.58 15.82 8.35 23.2
IPI00784090 CCT8 T‐complex protein 1 subunit theta 1 36.31 14 14 43,812,198     45,790,355     41,010,486     41,259,289     42,213,552     50,600,957     42,066,161     2,138,023    11,239,548      2,638,059       4,363,703          6,679,894        4,227,010        9,760,996      4.88 24.55 6.43 10.58 15.82 8.35 23.2

AIADTGANVVVTGGK 2 0.9998
APGFAQMLK 2 0.9997
AVDDGVNTFK 2 0.9998
DIDEVSSLLR 2 0.995
FAEAFEAIPR 2 0.9993
HFSGLEEAVYR 2 0.8727

ILGSGISSSSVLHGMVFK 2 0.9998
LFVTNDAATILR 2 0.9997

LIAQACVSIFPDSGHFNVDNIR 3 0.9986
LVPGGGATEIELAK 2 0.9996
NVGLDIEAEVPAVK 2 0.9936

NVGLDIEAEVPAVKDMLEAGILDTYLGK 3 0.9879
TAEELMNFSKGEENLMDAQVK 3 0.9998
VDQIIMAKPAGGPKPPSGK 3 0.9663

IPI00921414 ‐ Chaperonin Cpn60/TCP‐1 family protein 1 5.88 2 2 7,573,343        8,693,457        7,057,573        7,601,630        7,591,917        10,467,417     7,093,240        415,561       2,546,155        957,821           1,021,997          975,573            2,887,003        1,340,957      5.49 29.29 13.57 13.44 12.85 27.58 18.9
IPI00302927 CCT4 T‐complex protein 1 subunit delta 1 5.38 2 2 7,573,343        8,693,457        7,057,573        7,601,630        7,591,917        10,467,417     7,093,240        415,561       2,546,155        957,821           1,021,997          975,573            2,887,003        1,340,957      5.49 29.29 13.57 13.44 12.85 27.58 18.9
IPI00893358 CCT4 T‐complex protein 1 subunit delta 1 5.64 2 2 7,573,343        8,693,457        7,057,573        7,601,630        7,591,917        10,467,417     7,093,240        415,561       2,546,155        957,821           1,021,997          975,573            2,887,003        1,340,957      5.49 29.29 13.57 13.44 12.85 27.58 18.9

ALIAGGGAPEIELALR 2 0.9996
VIDPATATSVDLR 2 0.9559

IPI00302944 COL12A1 Isoform 4 of Collagen alpha‐1(XII) chain 0.957 0.4 1 1 1,804,590        1,436,203        1,371,263        1,159,967        1,383,160        1,554,470        1,434,577        274,420       234,331            140,860           148,618              306,252            248,585           311,699          15.21 16.32 10.27 12.81 22.14 15.99 21.73
IPI00329573 COL12A1 Isoform 1 of Collagen alpha‐1(XII) chain 0.957 0.39 1 1 1,804,590        1,436,203        1,371,263        1,159,967        1,383,160        1,554,470        1,434,577        274,420       234,331            140,860           148,618              306,252            248,585           311,699          15.21 16.32 10.27 12.81 22.14 15.99 21.73
IPI00964552 COL12A1 Putative uncharacterized protein COL12A1 0.957 0.39 1 1 1,804,590        1,436,203        1,371,263        1,159,967        1,383,160        1,554,470        1,434,577        274,420       234,331            140,860           148,618              306,252            248,585           311,699          15.21 16.32 10.27 12.81 22.14 15.99 21.73

IIYRPVAGGESR 2 0.957
IPI00418254 SUMO1P1 Similar to Small ubiquitin‐related modifier 1 precursor 0.989 11.88 1 1 1,074,450        1,140,752        1,055,477        1,116,965        1,221,997        1,083,885        1,176,237        114,237       333,173            217,816           189,904              179,557            73,528             156,634          10.63 29.21 20.64 17 14.69 6.78 13.32
IPI00303105 SUMO1 Small ubiquitin‐related modifier 1 0.989 11.88 1 1 1,074,450        1,140,752        1,055,477        1,116,965        1,221,997        1,083,885        1,176,237        114,237       333,173            217,816           189,904              179,557            73,528             156,634          10.63 29.21 20.64 17 14.69 6.78 13.32
IPI00917294 SUMO1 Putative uncharacterized protein SUMO1 0.989 20.69 1 1 1,074,450        1,140,752        1,055,477        1,116,965        1,221,997        1,083,885        1,176,237        114,237       333,173            217,816           189,904              179,557            73,528             156,634          10.63 29.21 20.64 17 14.69 6.78 13.32
IPI00917683 SUMO1 Putative uncharacterized protein SUMO1 0.989 8.22 1 1 1,074,450        1,140,752        1,055,477        1,116,965        1,221,997        1,083,885        1,176,237        114,237       333,173            217,816           189,904              179,557            73,528             156,634          10.63 29.21 20.64 17 14.69 6.78 13.32
IPI00917832 SUMO1 Putative uncharacterized protein SUMO1 0.989 20.69 1 1 1,074,450        1,140,752        1,055,477        1,116,965        1,221,997        1,083,885        1,176,237        114,237       333,173            217,816           189,904              179,557            73,528             156,634          10.63 29.21 20.64 17 14.69 6.78 13.32
IPI00917981 SUMO1 Putative uncharacterized protein SUMO1 0.989 15.58 1 1 1,074,450        1,140,752        1,055,477        1,116,965        1,221,997        1,083,885        1,176,237        114,237       333,173            217,816           189,904              179,557            73,528             156,634          10.63 29.21 20.64 17 14.69 6.78 13.32

VIGQDSSEIHFK 3 0.9889
IPI00922546 ‐ cDNA FLJ57600, moderately similar to Tropomodulin‐4 0.997 2.9 1 1 901,777           1,029,189        948,520           953,553           917,363           919,753           855,343           202,719       335,805            170,304           262,659              279,829            221,489           237,109          22.48 32.63 17.95 27.55 30.5 24.08 27.72
IPI00303200 TMOD4 Tropomodulin‐4 0.997 2.32 1 1 901,777           1,029,189        948,520           953,553           917,363           919,753           855,343           202,719       335,805            170,304           262,659              279,829            221,489           237,109          22.48 32.63 17.95 27.55 30.5 24.08 27.72
IPI00384520 TMOD4 cDNA FLJ35381 fis, clone SKMUS2007359, highly similar to Tropomodu 0.997 6.25 1 1 901,777           1,029,189        948,520           953,553           917,363           919,753           855,343           202,719       335,805            170,304           262,659              279,829            221,489           237,109          22.48 32.63 17.95 27.55 30.5 24.08 27.72

SFSLVATR 2 0.9228
IPI00303292 KPNA1 Importin subunit alpha‐1 0.99 2.6 1 1 2,647,873        3,015,053        1,759,380        1,999,870        2,071,735        4,358,180        1,724,400        241,224       1,343,586        322,991           746,327              593,169            2,599,049        321,703          9.11 44.56 18.36 37.32 28.63 59.64 18.66
IPI00642306 KPNA5 Karyopherin alpha 5 0.99 11.48 1 1 2,647,873        3,015,053        1,759,380        1,999,870        2,071,735        4,358,180        1,724,400        241,224       1,343,586        322,991           746,327              593,169            2,599,049        321,703          9.11 44.56 18.36 37.32 28.63 59.64 18.66

IVQVALNGLENILR 2 0.9895
IPI00303476 ATP5B ATP synthase subunit beta, mitochondrial 1 45.18 16 18 165,205,924   168,620,583   161,789,803   162,115,685   156,876,086   186,503,355   155,722,307   11,960,094  39,609,532      16,257,467     21,889,839        20,460,022      9,301,106        26,610,004    7.24 23.49 10.05 13.5 13.04 4.99 17.09

AIAELGIYPAVDPLDSTSR 2 0.9998
FLSQPFQVAEVFTGHMGK 2 0.9977

FTQAGSEVSALLGR 2 0.9998
IGLFGGAGVGK 2 0.9991

IMDPNIVGSEHYDVAR 3 0.9986
IMNVIGEPIDER 2 0.9997

IMNVIGEPIDERGPIK 3 0.9513
IPSAVGYQPTLATDMGTMQER 3 0.9998

LVLEVAQHLGESTVR 2 0.9997
LVLEVAQHLGESTVR 3 0.9995



SLQDIIAILGMDELSEEDKLTVSR 2 0.9995
SLQDIIAILGMDELSEEDKLTVSR 3 0.9998

TIAMDGTEGLVR 2 0.9998
VALTGLTVAEYFR 2 0.9998

VALTGLTVAEYFRDQEGQDVLLFIDNIFR 3 0.9998
VALVYGQMNEPPGAR 3 0.9699
VLDSGAPIKIPVGPETLGR 3 0.9995

VVDLLAPYAK 2 0.9994
IPI00303882 PLIN3 Isoform B of Perilipin‐3 1 45.62 12 14 50,991,184     54,970,950     49,801,471     49,122,435     48,672,730     58,871,768     46,980,075     4,531,206    13,578,431      7,635,587       7,225,825          4,420,129        6,451,044        8,098,149      8.89 24.7 15.33 14.71 9.08 10.96 17.24

AQEALLQLSQALSLMETVK 2 0.9995
AQEALLQLSQALSLMETVK 3 0.9998

DIAQQLQATCTSLGSSIQGLPTNVKDQVQQAR 3 0.9998
DTVATQLSEAVDATR 2 0.9998

EALDHMVEYVAQNTPVTWLVGPFAPGITEK 3 0.9979
IATSLDGFDVASVQQQR 2 0.9998
IATSLDGFDVASVQQQR 3 0.9991
LGQMVLSGVDTVLGK 2 0.9998

LGSLSER 2 0.9058
LHQMWLSWNQK 2 0.994

QEQSYFVR 2 0.9991
SEEWADNHLPLTDAELAR 3 0.9998
SVVTGGVQSVMGSR 2 0.9998
VSGAQEMVSSAK 2 0.9998

IPI00304082 ISOC1 Isochorismatase domain‐containing protein 1 1 9.73 2 2 4,990,414        4,369,506        5,173,092        4,423,562        5,484,490        5,812,342        5,784,416        389,686       896,726            916,494           920,345              339,141            986,163           1,427,427      7.81 20.52 17.72 20.81 6.18 16.97 24.68
IPI00884070 ISOC1 CGI‐111 protein 1 14.57 2 2 4,990,414        4,369,506        5,173,092        4,423,562        5,484,490        5,812,342        5,784,416        389,686       896,726            916,494           920,345              339,141            986,163           1,427,427      7.81 20.52 17.72 20.81 6.18 16.97 24.68
IPI00966101 ISOC1 Putative uncharacterized protein ISOC1 1 15.26 2 2 4,990,414        4,369,506        5,173,092        4,423,562        5,484,490        5,812,342        5,784,416        389,686       896,726            916,494           920,345              339,141            986,163           1,427,427      7.81 20.52 17.72 20.81 6.18 16.97 24.68
IPI00966364 ISOC1 26 kDa protein 1 12.13 2 2 4,990,414        4,369,506        5,173,092        4,423,562        5,484,490        5,812,342        5,784,416        389,686       896,726            916,494           920,345              339,141            986,163           1,427,427      7.81 20.52 17.72 20.81 6.18 16.97 24.68
IPI00966776 ISOC1 Putative uncharacterized protein ISOC1 1 15.43 2 2 4,990,414        4,369,506        5,173,092        4,423,562        5,484,490        5,812,342        5,784,416        389,686       896,726            916,494           920,345              339,141            986,163           1,427,427      7.81 20.52 17.72 20.81 6.18 16.97 24.68

GLGSTVQEIDLTGVK 2 0.9887
ILGIPVIVTEQYPK 2 0.9796

IPI00304273 APOA4 Apolipoprotein A‐IV 0.956 6.57 2 2 4,146,380        3,589,752        4,365,965        4,079,530        4,027,300        4,072,260        4,048,328        412,739       831,137            936,253           450,910              467,550            482,305           988,903          9.95 23.15 21.44 11.05 11.61 11.84 24.43
IPI00847179 APOA4 apolipoprotein A‐IV precursor 0.956 6.57 2 2 4,146,380        3,589,752        4,365,965        4,079,530        4,027,300        4,072,260        4,048,328        412,739       831,137            936,253           450,910              467,550            482,305           988,903          9.95 23.15 21.44 11.05 11.61 11.84 24.43

SELTQQLNALFQDK 2 0.9561
SLAPYAQDTQEK 2 0.942

IPI00304409 CARHSP1 Calcium‐regulated heat stable protein 1 1 18.37 2 3 35,202,460     37,598,440     28,029,270     27,180,500     31,451,090     36,759,210     31,445,480     4,992,872    12,636,951      6,748,353       3,320,392          3,132,432        4,629,517        8,087,596      14.18 33.61 24.08 12.22 9.96 12.59 25.72
HETWSGHVISS 2 0.9996

LQAVEVVITHLAPGTK 2 0.997
LQAVEVVITHLAPGTK 3 0.9996

IPI00304435 NIPSNAP1 Protein NipSnap homolog 1 0.974 3.17 1 1 2,803,600        2,181,040        3,790,547        3,956,517        3,144,983        2,690,973        2,670,633        800,903       588,789            1,044,396       844,625              614,759            509,053           1,099,181      28.57 27 27.55 21.35 19.55 18.92 41.16
IPI00893815 NIPSNAP1 Protein 0.974 4.07 1 1 2,803,600        2,181,040        3,790,547        3,956,517        3,144,983        2,690,973        2,670,633        800,903       588,789            1,044,396       844,625              614,759            509,053           1,099,181      28.57 27 27.55 21.35 19.55 18.92 41.16
IPI00894205 NIPSNAP1 Putative uncharacterized protein NIPSNAP1 0.974 13.04 1 1 2,803,600        2,181,040        3,790,547        3,956,517        3,144,983        2,690,973        2,670,633        800,903       588,789            1,044,396       844,625              614,759            509,053           1,099,181      28.57 27 27.55 21.35 19.55 18.92 41.16

MGPNIYELR 2 0.9736
IPI00304589 TNKS1BP1 Isoform 1 of 182 kDa tankyrase‐1‐binding protein 1 2.37 3 3 31,326,360     32,659,110     31,058,320     31,143,660     31,088,310     38,941,460     30,871,310     1,383,928    6,687,098        4,777,389       4,826,166          5,193,834        6,652,153        6,146,820      4.42 20.48 15.38 15.5 16.71 17.08 19.91

GPLAELPSAR 2 0.9867
GVGQADWTPDLGLR 2 0.9169
NLEVSSCVGSGGSSEAR 2 0.9996

IPI00304596 NONO Non‐POU domain‐containing octamer‐binding protein 1 23.99 9 10 31,805,809     31,864,185     27,926,498     30,891,069     29,054,672     37,250,784     26,701,794     892,967       7,147,715        2,944,061       2,408,999          4,622,695        3,054,387        4,443,094      2.81 22.43 10.54 7.8 15.91 8.2 16.64
AAPGAEFAPNK 2 0.9627
AVVIVDDR 2 0.9981

FACHSASLTVR 3 0.9997
FAQPGSFEYEYAMR 2 0.9998
GIVEFSGKPAAR 2 0.9995
HEHQVMLMR 2 0.9383

LFVGNLPPDITEEEMR 2 0.9998
NLPQYVSNELLEEAFSVFGQVER 2 0.9998
NLPQYVSNELLEEAFSVFGQVER 3 0.9998

VELDNMPLR 2 0.9997
IPI00398949 ‐ 17 kDa protein 0.989 7.75 1 1 975,130           1,519,575        1,018,440        1,044,540        1,190,945        1,842,335        851,248           122,500       761,169            63,907             180,041              450,440            680,404           192,445          12.56 50.09 6.27 17.24 37.82 36.93 22.61
IPI00936705 ‐ similar to ribosomal protein L13a 0.989 5.42 1 1 975,130           1,519,575        1,018,440        1,044,540        1,190,945        1,842,335        851,248           122,500       761,169            63,907             180,041              450,440            680,404           192,445          12.56 50.09 6.27 17.24 37.82 36.93 22.61
IPI00398983RD32A;SNORD33;SNovel protein similar to ribosomal protein L13a RPL13A 0.989 5.42 1 1 975,130           1,519,575        1,018,440        1,044,540        1,190,945        1,842,335        851,248           122,500       761,169            63,907             180,041              450,440            680,404           192,445          12.56 50.09 6.27 17.24 37.82 36.93 22.61
IPI00304612A;SNORD33;SNORD60S ribosomal protein L13a 0.989 5.42 1 1 975,130           1,519,575        1,018,440        1,044,540        1,190,945        1,842,335        851,248           122,500       761,169            63,907             180,041              450,440            680,404           192,445          12.56 50.09 6.27 17.24 37.82 36.93 22.61

YQAVTATLEEK 2 0.9141
IPI00304692 RBMX Heterogeneous nuclear ribonucleoprotein G 1 5.63 2 2 7,173,864        7,302,092        6,425,080        6,170,562        6,369,918        8,340,486        6,799,054        1,574,204    2,926,800        1,355,628       1,107,458          2,117,813        1,917,661        1,313,134      21.94 40.08 21.1 17.95 33.25 22.99 19.31

ALEAVFGK 2 0.9473
GFAFVTFESPADAK 2 0.999

IPI00304814 GPX4 Isoform Mitochondrial of Phospholipid hydroperoxide glutathione pero 0.994 12.69 2 2 3,963,488        4,002,078        4,185,840        3,870,745        3,935,198        4,449,865        3,812,663        393,025       967,693            764,118           448,451              581,557            307,112           887,517          9.92 24.18 18.25 11.59 14.78 6.9 23.28
IPI00745335 GPX4 Isoform Cytoplasmic of Phospholipid hydroperoxide glutathione peroxi 0.994 14.71 2 2 3,963,488        4,002,078        4,185,840        3,870,745        3,935,198        4,449,865        3,812,663        393,025       967,693            764,118           448,451              581,557            307,112           887,517          9.92 24.18 18.25 11.59 14.78 6.9 23.28
IPI00745800 GPX4 phospholipid hydroperoxide glutathione peroxidase, mitochondrial isof 0.994 11.01 2 2 3,963,488        4,002,078        4,185,840        3,870,745        3,935,198        4,449,865        3,812,663        393,025       967,693            764,118           448,451              581,557            307,112           887,517          9.92 24.18 18.25 11.59 14.78 6.9 23.28
IPI00884192 GPX4 phospholipid hydroperoxide glutathione peroxidase, mitochondrial isof 0.994 10.68 2 2 3,963,488        4,002,078        4,185,840        3,870,745        3,935,198        4,449,865        3,812,663        393,025       967,693            764,118           448,451              581,557            307,112           887,517          9.92 24.18 18.25 11.59 14.78 6.9 23.28

ILAFPCNQFGK 2 0.9716
TEVNYTQLVDLHAR 3 0.994

IPI00304911 ATP6V1B1 V‐type proton ATPase subunit B, kidney isoform 1 7.8 3 3 4,429,044        4,836,804        4,597,381        5,101,708        4,803,378        6,302,139        4,498,293        608,269       1,438,987        788,946           871,769              1,065,353        1,989,097        1,116,101      13.73 29.75 17.16 17.09 22.18 31.56 24.81
IPI00926751 ATP6V1B1 Putative uncharacterized protein ATP6V1B1 1 8.06 3 3 4,429,044        4,836,804        4,597,381        5,101,708        4,803,378        6,302,139        4,498,293        608,269       1,438,987        788,946           871,769              1,065,353        1,989,097        1,116,101      13.73 29.75 17.16 17.09 22.18 31.56 24.81

GFPGYMYTDLATIYER 2 0.9671
QIYPPINVLPSLSR 2 0.9912
TPVSEDMLGR 2 0.9934

IPI00304925 HSPA1B;HSPA1A Heat shock 70 kDa protein 1A/1B 1 40.25 18 22 112,307,586   113,537,876   100,851,037   105,944,914   108,499,144   129,930,988   100,720,397   6,955,949    26,070,165      8,817,671       9,459,071          10,212,236      11,381,410      18,233,190    6.19 22.96 8.74 8.93 9.41 8.76 18.1
IPI00845339 HSPA1B;HSPA1A cDNA FLJ54392, highly similar to Heat shock 70 kDa protein 1 1 40.25 18 22 112,307,586   113,537,876   100,851,037   105,944,914   108,499,144   129,930,988   100,720,397   6,955,949    26,070,165      8,817,671       9,459,071          10,212,236      11,381,410      18,233,190    6.19 22.96 8.74 8.93 9.41 8.76 18.1

AAAIGIDLGTTYSCVGVFQHGK 3 0.9578
AFYPEEISSMVLTK 2 0.9998
ARFEELCSDLFR 2 0.9993
ARFEELCSDLFR 3 0.9995

ATAGDTHLGGEDFDNR 2 0.9998
ATAGDTHLGGEDFDNR 3 0.9998

DAGVIAGLNVLR 2 0.9993
DNNLLGR 2 0.9893

FGDPVVQSDMK 2 0.9997
HWPFQVINDGDKPK 3 0.9998
IINEPTAAAIAYGLDR 2 0.9998
KFGDPVVQSDMK 2 0.9997

LLQDFFNGR 2 0.9825
LVNHFVEEFK 2 0.9974
LVNHFVEEFK 3 0.9995

MKEIAEAYLGYPVTNAVITVPAYFNDSQR 3 0.9998
NALESYAFNMK 2 0.9998

NQVALNPQNTVFDAK 2 0.9998
RTLSSSTQASLEIDSLFEGIDFYTSITR 3 0.938

SENVQDLLLLDVAPLSLGLETAGGVMTALIK 2 0.9998
SENVQDLLLLDVAPLSLGLETAGGVMTALIK 3 0.9998

TLSSSTQASLEIDSLFEGIDFYTSITR 3 0.9964
IPI00305010 CPPED1 Isoform 1 of Calcineurin‐like phosphoesterase domain‐containing prote 0.995 8.28 2 2 5,899,577        5,097,610        5,216,403        5,799,053        4,890,473        5,890,410        5,595,397        1,113,090    1,287,144        597,819           1,680,662          1,012,565        996,759           1,918,200      18.87 25.25 11.46 28.98 20.7 16.92 34.28

LTEQAVQAINK 2 0.9947
QAQDQWLDEQLSIAR 2 0.9782

IPI00305152 SEC31A Isoform 3 of Protein transport protein Sec31A 0.995 1.81 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05



IPI00445429 SEC31A Isoform 7 of Protein transport protein Sec31A 0.995 2.06 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00515103 SEC31A Isoform 4 of Protein transport protein Sec31A 0.995 1.69 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00746182 SEC31A Isoform 1 of Protein transport protein Sec31A 0.995 1.64 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00795507 SEC31A Isoform 2 of Protein transport protein Sec31A 0.995 1.66 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00852741 SEC31A Isoform 8 of Protein transport protein Sec31A 0.995 1.62 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00853220 SEC31A Isoform 6 of Protein transport protein Sec31A 0.995 1.87 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00853290 SEC31A Putative uncharacterized protein SEC31A 0.995 2.28 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00953506 SEC31A Putative uncharacterized protein SEC31A 0.995 2.06 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00965105 SEC31A Putative uncharacterized protein SEC31A 0.995 1.6 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00965360 SEC31A SEC31A protein 0.995 1.72 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05
IPI00966405 SEC31A cDNA FLJ58531, highly similar to Homo sapiens SEC31‐like 1 (SEC31L1), 0.995 1.67 1 1 258,823           288,050           243,674           263,168           312,544           317,661           278,653           46,855         37,544              41,366             75,928                46,484              29,715             28,007            18.1 13.03 16.98 28.85 14.87 9.35 10.05

GILAIAWSMADPELLLSCGK 2 0.9946
IPI00305166 SDHA cDNA FLJ61478, highly similar to Succinate dehydrogenase (ubiquinone 0.915 1.5 1 1 260,881           229,856           150,147           259,120           208,495           172,996           156,390           98,017         35,973              57,402             64,871                39,842              23,660             34,485            37.57 15.65 38.23 25.04 19.11 13.68 22.05

SMQNHAAVFR 2 0.9149
IPI00305267 GOLGA3 Isoform 1 of Golgin subfamily A member 3 0.916 1.87 1 1 1,817,740        1,615,773        1,554,890        1,525,210        1,527,473        1,737,390        1,685,595        211,369       344,145            215,922           334,633              381,683            213,782           343,733          11.63 21.3 13.89 21.94 24.99 12.3 20.39
IPI00333419 GOLGA3 Isoform 2 of Golgin subfamily A member 3 0.916 2.01 1 1 1,817,740        1,615,773        1,554,890        1,525,210        1,527,473        1,737,390        1,685,595        211,369       344,145            215,922           334,633              381,683            213,782           343,733          11.63 21.3 13.89 21.94 24.99 12.3 20.39
IPI00654805 GOLGA3 Putative uncharacterized protein GOLGA3 0.916 1.92 1 1 1,817,740        1,615,773        1,554,890        1,525,210        1,527,473        1,737,390        1,685,595        211,369       344,145            215,922           334,633              381,683            213,782           343,733          11.63 21.3 13.89 21.94 24.99 12.3 20.39
IPI00944623 GOLGA3 Isoform 3 of Golgin subfamily A member 3 0.916 2.47 1 1 1,817,740        1,615,773        1,554,890        1,525,210        1,527,473        1,737,390        1,685,595        211,369       344,145            215,922           334,633              381,683            213,782           343,733          11.63 21.3 13.89 21.94 24.99 12.3 20.39

TVGTQDTPYMVNGQEIPADTLGQFPSIK 3 0.8759
IPI00305822 PRR11 Proline‐rich protein 11 0.911 4.17 1 1 621,762           570,396           502,871           414,505           520,939           707,857           662,447           152,118       207,920            146,612           136,406              98,145              190,716           304,286          24.47 36.45 29.15 32.91 18.84 26.94 45.93

SWLTSSWNFNFPNIR 1 0.8884
IPI00305978 AKR7A2 Aflatoxin B1 aldehyde reductase member 2 1 12.53 3 3 11,124,445     11,540,945     12,063,852     11,293,610     12,003,493     13,626,278     11,021,814     1,782,778    3,065,330        1,361,461       1,469,737          1,572,300        2,582,242        1,474,784      16.03 26.56 11.29 13.01 13.1 18.95 13.38
IPI00946527 AKR7A2 35 kDa protein 1 14.33 3 3 11,124,445     11,540,945     12,063,852     11,293,610     12,003,493     13,626,278     11,021,814     1,782,778    3,065,330        1,361,461       1,469,737          1,572,300        2,582,242        1,474,784      16.03 26.56 11.29 13.01 13.1 18.95 13.38

ALQAAYGASAPSVTSAALR 2 0.9997
FFGNSWAETYR 2 0.9996

FYAYNPLAGGLLTGK 2 0.9996
IPI00306332 RPL24 60S ribosomal protein L24 0.992 8.28 1 1 1,749,463        1,457,958        1,184,448        1,261,373        1,235,708        1,658,673        1,188,793        332,917       331,708            249,770           231,645              334,533            308,016           312,896          19.03 22.75 21.09 18.36 27.07 18.57 26.32
IPI00791426 RPL24 Putative uncharacterized protein RPL24 0.992 10.74 1 1 1,749,463        1,457,958        1,184,448        1,261,373        1,235,708        1,658,673        1,188,793        332,917       331,708            249,770           231,645              334,533            308,016           312,896          19.03 22.75 21.09 18.36 27.07 18.57 26.32
IPI00793696 RPL24 19 kDa protein 0.992 7.74 1 1 1,749,463        1,457,958        1,184,448        1,261,373        1,235,708        1,658,673        1,188,793        332,917       331,708            249,770           231,645              334,533            308,016           312,896          19.03 22.75 21.09 18.36 27.07 18.57 26.32
IPI00946221 RPL24 Ribosomal protein L24, isoform CRA_e 0.992 8.67 1 1 1,749,463        1,457,958        1,184,448        1,261,373        1,235,708        1,658,673        1,188,793        332,917       331,708            249,770           231,645              334,533            308,016           312,896          19.03 22.75 21.09 18.36 27.07 18.57 26.32

AITGASLADIMAK 2 0.9918
IPI00306354 PLEKHA1 Pleckstrin homology domain‐containing family A member 1 0.917 4.95 1 1 748,393           627,271           650,880           786,475           592,803           544,472           596,253           121,238       134,832            83,998             124,210              96,556              83,155             131,244          16.2 21.49 12.91 15.79 16.29 15.27 22.01
IPI00555801 PLEKHA1 Pleckstrin homology domain containing, family A (Phosphoinositide bin 0.917 8.7 1 1 748,393           627,271           650,880           786,475           592,803           544,472           596,253           121,238       134,832            83,998             124,210              96,556              83,155             131,244          16.2 21.49 12.91 15.79 16.29 15.27 22.01
IPI00644920 PLEKHA1 Pleckstrin homology domain containing, family A (Phosphoinositide bin 0.917 5.22 1 1 748,393           627,271           650,880           786,475           592,803           544,472           596,253           121,238       134,832            83,998             124,210              96,556              83,155             131,244          16.2 21.49 12.91 15.79 16.29 15.27 22.01
IPI00646101 PLEKHA1 cDNA FLJ32901 fis, clone TESTI2005584, highly similar to Pleckstrin hom 0.917 5.99 1 1 748,393           627,271           650,880           786,475           592,803           544,472           596,253           121,238       134,832            83,998             124,210              96,556              83,155             131,244          16.2 21.49 12.91 15.79 16.29 15.27 22.01

SQSHLPYFTPKPPQDSAVIK 2 0.917
IPI00306413 TPPP3 Tubulin polymerization‐promoting protein family member 3 0.997 15.34 2 2 18,775,160     18,427,830     15,580,950     17,101,330     15,251,620     19,641,690     14,191,170     1,086,417    4,486,903        2,067,945       2,150,823          2,903,562        1,731,062        3,404,628      5.79 24.35 13.27 12.58 19.04 8.81 23.99

QDILDDSGYVSAYK 2 0.9968
SVTGTDVDIVFSK 2 0.9835

IPI00306436 STAT3 Isoform Del‐701 of Signal transducer and activator of transcription 3 0.985 4.29 2 2 4,799,577        4,487,359        3,894,282        4,570,807        4,091,783        4,980,389        3,893,827        433,633       888,794            361,515           329,155              681,608            296,325           975,588          9.03 19.81 9.28 7.2 16.66 5.95 25.05
IPI00412752 STAT3 signal transducer and activator of transcription 3 isoform 3 0.985 4.57 2 2 4,799,577        4,487,359        3,894,282        4,570,807        4,091,783        4,980,389        3,893,827        433,633       888,794            361,515           329,155              681,608            296,325           975,588          9.03 19.81 9.28 7.2 16.66 5.95 25.05
IPI00784414 STAT3 Isoform 1 of Signal transducer and activator of transcription 3 0.985 4.29 2 2 4,799,577        4,487,359        3,894,282        4,570,807        4,091,783        4,980,389        3,893,827        433,633       888,794            361,515           329,155              681,608            296,325           975,588          9.03 19.81 9.28 7.2 16.66 5.95 25.05

MQQLEQMLTALDQMR 2 0.9217
SIVSELAGLLSAMEYVQK 2 0.985

IPI00306511 L3MBTL3 Isoform 1 of Lethal(3)malignant brain tumor‐like protein 3 0.964 2.69 1 1 2,525,350        2,558,325        2,805,210        3,351,205        2,660,650        3,525,905        2,752,420        852,691       359,853            466,510           415,914              733,131            417,573           732,183          33.77 14.07 16.63 12.41 27.55 11.84 26.6
IPI00477428 L3MBTL3 Isoform 2 of Lethal(3)malignant brain tumor‐like protein 3 0.964 2.78 1 1 2,525,350        2,558,325        2,805,210        3,351,205        2,660,650        3,525,905        2,752,420        852,691       359,853            466,510           415,914              733,131            417,573           732,183          33.77 14.07 16.63 12.41 27.55 11.84 26.6

VNEFGALEVITDENEMENVKK 3 0.9638
IPI00306661 KCMF1 E3 ubiquitin‐protein ligase KCMF1 0.994 4.46 1 1 843,276           755,370           754,853           915,527           747,751           867,257           806,375           84,475         232,621            284,425           217,065              72,814              367,435           120,047          10.02 30.8 37.68 23.71 9.74 42.37 14.89

EAMDPIAELLSQLSGVR 2 0.9941
IPI00306723 CEBPZ CCAAT/enhancer‐binding protein zeta 0.976 2.09 1 1 336,410           307,592           303,239           385,019           360,986           393,782           373,690           30,520         54,385              29,981             39,865                66,632              56,513             71,928            9.07 17.68 9.89 10.35 18.46 14.35 19.25

HLVAEFVQVLETLSHDTLVTTK 3 0.9756
IPI00306825 TPD52L2 Isoform 1 of Tumor protein D54 1 29.61 4 4 7,238,735        7,039,756        5,892,776        5,751,372        7,377,430        8,423,244        7,595,545        1,045,342    2,579,664        588,491           973,722              1,182,473        1,158,199        3,071,463      14.44 36.64 9.99 16.93 16.03 13.75 40.44
IPI00399265 TPD52L2 tumor protein D54 isoform a 1 26.64 4 4 7,238,735        7,039,756        5,892,776        5,751,372        7,377,430        8,423,244        7,595,545        1,045,342    2,579,664        588,491           973,722              1,182,473        1,158,199        3,071,463      14.44 36.64 9.99 16.93 16.03 13.75 40.44
IPI00399267 TPD52L2 tumor protein D54 isoform c 1 27.73 4 4 7,238,735        7,039,756        5,892,776        5,751,372        7,377,430        8,423,244        7,595,545        1,045,342    2,579,664        588,491           973,722              1,182,473        1,158,199        3,071,463      14.44 36.64 9.99 16.93 16.03 13.75 40.44
IPI00743469 TPD52L2 24 kDa protein 1 27.85 4 4 7,238,735        7,039,756        5,892,776        5,751,372        7,377,430        8,423,244        7,595,545        1,045,342    2,579,664        588,491           973,722              1,182,473        1,158,199        3,071,463      14.44 36.64 9.99 16.93 16.03 13.75 40.44

GLLSDSMTDVPVDTGVAAR 2 0.9997
LGLSTLGELKQNLSR 3 0.8571
SWHDVQVSSAYVK 3 0.9996
TSAALSTVGSAISR 2 0.9997

IPI00306851 LRP4 Low‐density lipoprotein receptor‐related protein 4 0.993 1.68 2 2 1,573,820        1,604,586        1,757,214        1,926,997        1,349,051        1,544,631        1,643,132        340,198       231,876            185,997           435,181              284,429            171,685           334,311          21.62 14.45 10.58 22.58 21.08 11.11 20.35
IPI00930747 LRP4 Putative uncharacterized protein LRP4 0.993 1.64 2 2 1,573,820        1,604,586        1,757,214        1,926,997        1,349,051        1,544,631        1,643,132        340,198       231,876            185,997           435,181              284,429            171,685           334,311          21.62 14.45 10.58 22.58 21.08 11.11 20.35

ASSQLLWADAHTERIEAADLNGANR 3 0.8182
SINSANK 2 0.9605

IPI00306960 NARS Asparaginyl‐tRNA synthetase, cytoplasmic 0.987 1.46 1 1 3,655,317        3,229,480        3,476,490        3,206,573        3,482,700        3,652,567        3,402,987        536,559       330,623            657,091           622,839              599,957            532,753           299,666          14.68 10.24 18.9 19.42 17.23 14.59 8.81
IPI00643900 NARS cDNA FLJ56692, highly similar to Asparaginyl‐tRNA synthetase, cytoplas 0.987 2.79 1 1 3,655,317        3,229,480        3,476,490        3,206,573        3,482,700        3,652,567        3,402,987        536,559       330,623            657,091           622,839              599,957            532,753           299,666          14.68 10.24 18.9 19.42 17.23 14.59 8.81
IPI00646656 NARS cDNA FLJ52485, highly similar to Asparaginyl‐tRNA synthetase, cytoplas 0.987 4.6 1 1 3,655,317        3,229,480        3,476,490        3,206,573        3,482,700        3,652,567        3,402,987        536,559       330,623            657,091           622,839              599,957            532,753           299,666          14.68 10.24 18.9 19.42 17.23 14.59 8.81

IGALEGYR 2 0.9871
IPI00307155 ROCK2 Rho‐associated protein kinase 2 0.995 1.87 1 1 217,916           198,064           209,336           304,783           277,604           234,475           194,622           42,666         35,380              37,784             78,585                166,775            42,738             25,742            19.58 17.86 18.05 25.78 60.08 18.23 13.23
IPI00894264 ROCK2 Putative uncharacterized protein ROCK2 0.995 5.83 1 1 217,916           198,064           209,336           304,783           277,604           234,475           194,622           42,666         35,380              37,784             78,585                166,775            42,738             25,742            19.58 17.86 18.05 25.78 60.08 18.23 13.23

SPINVESLLDGLNSLVLDLDFPALRK 3 0.9951
IPI00307200 SWAP70 0.994 3.42 1 1 168,581           190,613           172,890           201,627           176,461           224,209           158,513           13,598         50,794              23,162             31,043                23,804              37,390             36,694            8.07 26.65 13.4 15.4 13.49 16.68 23.15
IPI00903155 SWAP70 cDNA FLJ39540 fis, clone PUAEN2008314, highly similar to 0.994 3.8 1 1 168,581           190,613           172,890           201,627           176,461           224,209           158,513           13,598         50,794              23,162             31,043                23,804              37,390             36,694            8.07 26.65 13.4 15.4 13.49 16.68 23.15

QTVSMAINEVFNELILDVLK 2 0.9942
IPI00328089 HIVEP3 Transcription factor HIVEP3 0.985 1.21 1 1 3,172,075        3,141,725        2,461,515        2,790,705        2,961,505        3,631,430        3,477,075        316,319       953,656            801,758           555,513              314,278            630,810           1,420,530      9.97 30.35 32.57 19.91 10.61 17.37 40.85
IPI00641105 HIVEP3 Isoform 1 of Transcription factor HIVEP3 0.985 1.21 1 1 3,172,075        3,141,725        2,461,515        2,790,705        2,961,505        3,631,430        3,477,075        316,319       953,656            801,758           555,513              314,278            630,810           1,420,530      9.97 30.35 32.57 19.91 10.61 17.37 40.85

TQVIEHITKLITINEAVVDTSEIDSVKPR 3 0.9341
IPI00328230 SPTBN1 Isoform Short of Spectrin beta chain, brain 1 1 30.17 46 48 127,430,803   128,986,984   117,537,762   121,705,287   123,419,653   149,437,126   119,219,532   6,566,084    26,663,608      10,870,945     13,786,472        19,136,844      14,117,653      21,874,448    5.15 20.67 9.25 11.33 15.51 9.45 18.35
IPI00333015 SPTBN1 Isoform 2 of Spectrin beta chain, brain 1 1 30.35 46 48 127,430,803   128,986,984   117,537,762   121,705,287   123,419,653   149,437,126   119,219,532   6,566,084    26,663,608      10,870,945     13,786,472        19,136,844      14,117,653      21,874,448    5.15 20.67 9.25 11.33 15.51 9.45 18.35

AFEDEMSGR 2 0.9997
DALLLWCQMK 2 0.9987

DGLNEAWADLLELIDTR 2 0.9998
DGLNEAWADLLELIDTR 3 0.9997

DGMAFNALIHK 2 0.9992
DLDDFQSWLSR 2 0.9998

DMGEMVTQGQTDAQYMFLR 3 0.95
EAEKLESEHPDQAQAILSR 3 0.9997
EGEDMIAEEHFGSEK 2 0.9874

EIGQSVDEVEK 2 0.9997
ENEVLEAWK 2 0.9815

FATDGEGYKPCDPQVIR 3 0.9903
FESLEPEMNNQASR 2 0.9998
FFWEMAEEEGWIR 2 0.9998
FMELLEPLNER 2 0.9998

FQIQDISVETEDNKEK 3 0.9312
GNLEVLLFTIQSK 2 0.9954
HLLGVEDLLQK 2 0.9988

HQILEQAVEDYAETVHQLSK 3 0.9998
IFQEMLYIMDWMDEMK 2 0.9998
ILSSDDYGKDLTSVMR 3 0.9991

ITDLYTDLRDGR 3 0.8862
IVSSSDVGHDEYSTQSLVK 3 0.999
KKEIEELQSQAQALSQEGK 3 0.8489

LAEISDVWEEMK 2 0.9998
LEEASLLHQFQADADDIDAWMLDILK 3 0.9998



LEMNLGLQK 2 0.9131
LILEVHQFSR 2 0.9992
LLEVLSGER 2 0.9882
LLQLTEK 2 0.9329

LLTQHENIKNEIDNYEEDYQK 3 0.9996
LQAAYAGDKADDIQKR 3 0.9992
LQALDTGWNELHK 2 0.9991
LQALDTGWNELHK 3 0.9998

LVDTGDKFR 2 0.9872
LVSQDNFGFDLPAVEAATK 2 0.9998

MLTAQDMSYDEAR 2 0.9998
MWEVLESTTQTK 2 0.9998

QAEAFLNNQEYVLAHTEMPTTLEGAEAAIK 3 0.9998
QLWGLLIEETEKR 2 0.994
QQMLENQMEVR 2 0.9992

SLLDACESR 2 0.9985
TAGYPNVNIHNFTTSWR 3 0.9797

TQILAASYELHK 3 0.9998
VAHMEFCYQELCQLAAER 3 0.8606

VAVVNQIAR 2 0.9997
VQAVVAVAR 2 0.9997

YESLASDLLEWIEQTIIILNNR 3 0.9998
IPI00328257 AP1B1 Isoform A of AP‐1 complex subunit beta‐1 1 16.44 12 13 8,379,860        8,198,168        8,006,420        8,397,015        8,213,519        9,992,995        7,740,482        655,206       1,796,866        577,717           1,391,564          1,517,161        1,075,218        1,443,494      7.82 21.92 7.22 16.57 18.47 10.76 18.65
IPI00384489 AP1B1 AP‐1 complex subunit beta‐1 isoform c 1 16.97 12 13 8,379,860        8,198,168        8,006,420        8,397,015        8,213,519        9,992,995        7,740,482        655,206       1,796,866        577,717           1,391,564          1,517,161        1,075,218        1,443,494      7.82 21.92 7.22 16.57 18.47 10.76 18.65
IPI00413947 AP1B1 Isoform B of AP‐1 complex subunit beta‐1 1 16.56 12 13 8,379,860        8,198,168        8,006,420        8,397,015        8,213,519        9,992,995        7,740,482        655,206       1,796,866        577,717           1,391,564          1,517,161        1,075,218        1,443,494      7.82 21.92 7.22 16.57 18.47 10.76 18.65
IPI00940292 AP1B1 Isoform C of AP‐1 complex subunit beta‐1 1 16.61 12 13 8,379,860        8,198,168        8,006,420        8,397,015        8,213,519        9,992,995        7,740,482        655,206       1,796,866        577,717           1,391,564          1,517,161        1,075,218        1,443,494      7.82 21.92 7.22 16.57 18.47 10.76 18.65

CVSTLLDLIQTK 2 0.9943
DCPLNAEAASSK 2 0.8358

KGEIFELK 2 0.9949
LAPPLVTLLSAEPELQYVALR 2 0.9997
LAPPLVTLLSAEPELQYVALR 3 0.9997

LASQANIAQVLAELK 2 0.9994
LASQANIAQVLAELKEYATEVDVDFVR 3 0.9997
LASQANIAQVLAELKEYATEVDVDFVRK 3 0.9574
LLTALNECTEWGQIFILDCLANYMPK 2 0.8486

LVYLYLMNYAK 2 0.9865
NVEGQDMLYQSLK 2 0.9987

VNYVVQEAIVVIKDIFR 3 0.9934
YNDPIYVK 2 0.9516

IPI00328273 ADCY2 Adenylate cyclase type 2 0.934 1.56 1 1 883,080           856,228           954,580           939,220           804,868           1,025,851        794,181           135,204       412,201            257,781           248,459              352,929            407,685           220,482          15.31 48.14 27 26.45 43.85 39.74 27.76
IPI00963888 ADCY2 Putative uncharacterized protein ADCY2 0.934 17 1 1 883,080           856,228           954,580           939,220           804,868           1,025,851        794,181           135,204       412,201            257,781           248,459              352,929            407,685           220,482          15.31 48.14 27 26.45 43.85 39.74 27.76

RHTNVSILYADIVGFTR 2 0.9342
IPI00328285 USP20 Ubiquitin carboxyl‐terminal hydrolase 20 0.927 3.5 1 1 5,516,290        6,442,420        3,525,010        5,061,290        3,865,020        5,518,480        3,647,910        1,045,820    1,226,298        812,911           1,143,492          631,552            815,143           828,765          18.96 19.03 23.06 22.59 16.34 14.77 22.72

TNSEQVDEDADVDTAMAALDDQPAEAQPPSPR 3 0.9272
IPI00328293 SRRM1 cDNA FLJ61739, highly similar to Serine/arginine repetitive matrix prote 0.99 1.86 1 1 1,607,933        2,244,823        1,607,513        1,616,373        1,354,717        3,109,817        1,585,453        303,479       1,034,137        201,339           465,186              102,528            1,147,005        506,967          18.87 46.07 12.52 28.78 7.57 36.88 31.98
IPI00647720 SRRM1 Isoform 1 of Serine/arginine repetitive matrix protein 1 0.99 1.88 1 1 1,607,933        2,244,823        1,607,513        1,616,373        1,354,717        3,109,817        1,585,453        303,479       1,034,137        201,339           465,186              102,528            1,147,005        506,967          18.87 46.07 12.52 28.78 7.57 36.88 31.98
IPI00908533 SRRM1 cDNA FLJ57710, highly similar to Serine/arginine repetitive matrix prote 0.99 5.31 1 1 1,607,933        2,244,823        1,607,513        1,616,373        1,354,717        3,109,817        1,585,453        303,479       1,034,137        201,339           465,186              102,528            1,147,005        506,967          18.87 46.07 12.52 28.78 7.57 36.88 31.98

VKEPSVQEATSTSDILK 3 0.99
IPI00328319 RBBP4 Histone‐binding protein RBBP4 0.995 3.06 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09
IPI00645329 RBBP4 46 kDa protein 0.995 3.17 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09
IPI00645757 RBBP4 Protein 0.995 5.91 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09
IPI00877802 RBBP4 histone‐binding protein RBBP4 isoform c 0.995 3.33 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09
IPI00877934 RBBP4 histone‐binding protein RBBP4 isoform b 0.995 3.07 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09
IPI00395865 RBBP7 Histone‐binding protein RBBP7 0.995 3.06 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09
IPI00552530 RBBP7 Retinoblastoma binding protein 7 0.995 3.17 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09
IPI00646512 RBBP7 cDNA FLJ34592 fis, clone KIDNE2008987, highly similar to Histone‐bind 0.995 2.77 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09
IPI00879702 RBBP7 Retinoblastoma binding protein 7 0.995 3.13 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09
IPI00947393 RBBP7 Putative uncharacterized protein RBBP7 0.995 30.95 1 1 1,006,174        1,151,648        1,126,316        945,261           1,071,533        1,146,813        888,318           59,453         440,248            350,759           247,970              406,356            95,558             249,535          5.91 38.23 31.14 26.23 37.92 8.33 28.09

TPSSDVLVFDYTK 2 0.9946
IPI00328328NORA4;MIR1248;S Isoform 1 of Eukaryotic initiation factor 4A‐II 1 42.75 10 10 18,187,442     18,275,162     17,008,389     17,722,682     18,054,890     21,833,824     16,111,627     645,247       3,634,221        2,456,744       2,328,868          1,644,763        1,277,096        3,885,391      3.55 19.89 14.44 13.14 9.11 5.85 24.12
IPI00409717NORA4;MIR1248;S Isoform 2 of Eukaryotic initiation factor 4A‐II 1 42.65 10 10 18,187,442     18,275,162     17,008,389     17,722,682     18,054,890     21,833,824     16,111,627     645,247       3,634,221        2,456,744       2,328,868          1,644,763        1,277,096        3,885,391      3.55 19.89 14.44 13.14 9.11 5.85 24.12

DFTVSALHGDMDQKER 2 0.9316
DIETFYNTTVEEMPMNVADLI 2 0.9992

EHGGPEGMDPDGVIESNWNEIVDNFDDMNLK 3 0.9997
GIYAYGFEKPSAIQQR 3 0.9998
GYDVIAQAQSGTGK 2 0.9998
KGVAINFVTEEDKR 3 0.9991

LNTSIQVVLLSATMPTDVLEVTKK 3 0.9955
LQAEAPHIVVGTPGR 3 0.9997
MFVLDEADEMLSR 2 0.9998

VLITTDLLAR 2 0.9998
IPI00328722 SLC9A11 Sodium/hydrogen exchanger 11 0.985 1.87 1 1 2,912,095        2,960,121        3,140,560        3,107,150        3,123,150        4,108,630        2,633,350        2,184,144    1,636,949        1,098,274       1,146,182          985,888            1,925,485        827,415          75 55.3 34.97 36.89 31.57 46.86 31.42

DMFTEFCTTGDIIGELSCLLK 3 0.9847
IPI00328762 ABCA13 Isoform 1 of ATP‐binding cassette sub‐family A member 13 0.996 0.53 2 2 60,374,497     71,099,466     66,252,683     55,169,328     70,155,693     74,950,417     63,394,896     22,120,955  18,808,586      15,798,395     14,698,658        16,722,370      37,954,946      13,810,656    36.64 26.45 23.85 26.64 23.84 50.64 21.79

NLQNIYDVLK 2 0.905
VYQQVFVQWQQGSLLQK 3 0.9625

IPI00328794 CCDC84 Coiled‐coil domain‐containing protein 84 0.929 5.72 1 1 9,979,040        9,167,120        8,464,860        8,899,080        9,226,580        7,435,790        7,104,110        2,308,883    2,173,297        1,841,159       2,649,305          1,748,796        1,718,625        1,140,837      23.14 23.71 21.75 29.77 18.95 23.11 16.06
SVLEPQAVPDPEEGSSAPR 2 0.9292

IPI00328840 THOC4 THO complex subunit 4 1 21.21 4 5 23,249,305     22,609,897     22,699,907     22,801,292     22,448,235     27,049,164     22,291,253     3,400,201    4,741,899        2,202,120       1,925,059          4,128,583        4,491,415        3,774,784      14.62 20.97 9.7 8.44 18.39 16.6 16.93
LLVSNLDFGVSDADIQELFAEFGTLK 2 0.9997
LLVSNLDFGVSDADIQELFAEFGTLK 3 0.9996
LLVSNLDFGVSDADIQELFAEFGTLKK 3 0.9996

QQLSAEELDAQLDAYNAR 3 0.9997
SLGTADVHFER 3 0.9346

IPI00328868 HS1BP3 HCLS1‐binding protein 3 0.959 4.85 1 1 1,827,047        2,141,640        2,116,357        1,864,793        1,611,467        2,071,010        1,850,170        351,557       835,617            430,492           308,362              267,500            590,036           465,153          19.24 39.02 20.34 16.54 16.6 28.49 25.14
IPI00893247 HS1BP3 Protein 0.959 17.12 1 1 1,827,047        2,141,640        2,116,357        1,864,793        1,611,467        2,071,010        1,850,170        351,557       835,617            430,492           308,362              267,500            590,036           465,153          19.24 39.02 20.34 16.54 16.6 28.49 25.14
IPI00893652 HS1BP3 14 kDa protein 0.959 14.39 1 1 1,827,047        2,141,640        2,116,357        1,864,793        1,611,467        2,071,010        1,850,170        351,557       835,617            430,492           308,362              267,500            590,036           465,153          19.24 39.02 20.34 16.54 16.6 28.49 25.14

LTIFDEEVDPDEGLFGPGR 3 0.9587
IPI00329208 PDXDC1 PDXDC1 protein 0.994 3.82 1 1 249,435           223,783           270,250           242,238           242,046           284,615           230,336           44,299         43,400              73,410             52,121                93,277              63,969             18,688            17.76 19.39 27.16 21.52 38.54 22.48 8.11
IPI00384285 PDXDC1 Isoform 2 of Pyridoxal‐dependent decarboxylase domain‐containing pro 0.994 4.43 1 1 249,435           223,783           270,250           242,238           242,046           284,615           230,336           44,299         43,400              73,410             52,121                93,277              63,969             18,688            17.76 19.39 27.16 21.52 38.54 22.48 8.11
IPI00373856 PDXDC2P Pyridoxal‐dependent decarboxylase domain‐containing protein 2 0.994 4.05 1 1 249,435           223,783           270,250           242,238           242,046           284,615           230,336           44,299         43,400              73,410             52,121                93,277              63,969             18,688            17.76 19.39 27.16 21.52 38.54 22.48 8.11
IPI00915252 PDXDC2P Putative uncharacterized protein PDXDC2 0.994 4.61 1 1 249,435           223,783           270,250           242,238           242,046           284,615           230,336           44,299         43,400              73,410             52,121                93,277              63,969             18,688            17.76 19.39 27.16 21.52 38.54 22.48 8.11

ALPLWLSLQYLGLDGFVER 2 0.9936
IPI00329259 ZNF761 zinc finger protein 761 0.945 3.89 1 1 2,059,990        2,388,557        2,124,953        2,105,983        2,055,510        3,169,583        2,034,073        464,122       680,703            494,687           720,631              592,842            880,114           529,230          22.53 28.5 23.28 34.22 28.84 27.77 26.02
IPI00867592 ZNF761 Isoform 1 of Zinc finger protein 761 0.945 3.89 1 1 2,059,990        2,388,557        2,124,953        2,105,983        2,055,510        3,169,583        2,034,073        464,122       680,703            494,687           720,631              592,842            880,114           529,230          22.53 28.5 23.28 34.22 28.84 27.77 26.02
IPI00969068 ZNF761 Isoform 2 of Zinc finger protein 761 0.945 4.04 1 1 2,059,990        2,388,557        2,124,953        2,105,983        2,055,510        3,169,583        2,034,073        464,122       680,703            494,687           720,631              592,842            880,114           529,230          22.53 28.5 23.28 34.22 28.84 27.77 26.02

DQLGSSFHSHLPEMHIFQTEEKIDNQVVK 3 0.9453
IPI00329331 UGP2 Isoform 1 of UTP‐‐glucose‐1‐phosphate uridylyltransferase 1 28.54 10 12 18,797,981     18,221,377     17,333,333     19,243,178     19,136,665     22,316,261     17,139,240     1,606,647    4,040,991        1,479,162       3,045,735          2,460,252        2,921,639        3,174,320      8.55 22.18 8.53 15.83 12.86 13.09 18.52
IPI00873223 UGP2 cDNA FLJ56155, highly similar to UTP‐‐glucose‐1‐phosphate uridylyltran 1 28.05 10 12 18,797,981     18,221,377     17,333,333     19,243,178     19,136,665     22,316,261     17,139,240     1,606,647    4,040,991        1,479,162       3,045,735          2,460,252        2,921,639        3,174,320      8.55 22.18 8.53 15.83 12.86 13.09 18.52
IPI00939504 UGP2 Putative uncharacterized protein UGP2 1 28.54 10 12 18,797,981     18,221,377     17,333,333     19,243,178     19,136,665     22,316,261     17,139,240     1,606,647    4,040,991        1,479,162       3,045,735          2,460,252        2,921,639        3,174,320      8.55 22.18 8.53 15.83 12.86 13.09 18.52

AMSQDGASQFQEVIR 2 0.9654
GLPDNISSVLNK 2 0.9997
INKESLLPVAK 2 0.997
INKESLLPVAK 3 0.9808



LGSSFTKVQDYLRR 3 0.913
LNGGLGTSMGCK 2 0.9972

LVEIAQVPK 2 0.9998
NENTFLDLTVQQIEHLNK 2 0.9987
NENTFLDLTVQQIEHLNK 3 0.9998

SFENSLGINVPR 2 0.999
TLDGGLNVIQLETAVGAAIK 2 0.9998

TYNTDVPLVLMNSFNTDEDTKK 3 0.9997
IPI00329389 RPL6 60S ribosomal protein L6 0.996 9.03 3 3 3,792,487        4,940,168        4,235,517        3,982,720        4,767,573        7,047,460        4,157,140        178,790       1,816,349        789,158           895,506              1,571,343        2,379,060        1,119,580      4.71 36.77 18.63 22.48 32.96 33.76 26.93
IPI00790342 RPL6 60S ribosomal protein L6 0.996 9 3 3 3,792,487        4,940,168        4,235,517        3,982,720        4,767,573        7,047,460        4,157,140        178,790       1,816,349        789,158           895,506              1,571,343        2,379,060        1,119,580      4.71 36.77 18.63 22.48 32.96 33.76 26.93
IPI00867533 RPL6 60S ribosomal protein L6 0.996 9.03 3 3 3,792,487        4,940,168        4,235,517        3,982,720        4,767,573        7,047,460        4,157,140        178,790       1,816,349        789,158           895,506              1,571,343        2,379,060        1,119,580      4.71 36.77 18.63 22.48 32.96 33.76 26.93

AVDSQILPK 2 0.9002
HLTDAYFK 2 0.9936
YYPTEDVPR 2 0.9639

IPI00329482 LAMA4 Isoform 1 of Laminin subunit alpha‐4 0.911 1.54 1 1 233,404           264,790           218,124           237,619           315,520           267,813           226,377           41,129         32,324              86,272             31,412                28,617              68,580             49,144            17.62 12.21 39.55 13.22 9.07 25.61 21.71
IPI00735310 LAMA4 Isoform 2 of Laminin subunit alpha‐4 0.911 1.54 1 1 233,404           264,790           218,124           237,619           315,520           267,813           226,377           41,129         32,324              86,272             31,412                28,617              68,580             49,144            17.62 12.21 39.55 13.22 9.07 25.61 21.71

LSDLQEALDQALNYVRDAEDMNRATAAR 3 0.9112
IPI00329536 EEA1 Early endosome antigen 1 1 2.62 3 3 7,771,988        7,787,481        7,879,714        7,410,685        6,899,064        8,539,480        7,257,644        1,018,188    2,184,937        2,237,154       1,433,703          1,159,300        1,433,659        1,871,421      13.1 28.06 28.39 19.35 16.8 16.79 25.79
IPI00941708 EEA1 Putative uncharacterized protein EEA1 1 2.62 3 3 7,771,988        7,787,481        7,879,714        7,410,685        6,899,064        8,539,480        7,257,644        1,018,188    2,184,937        2,237,154       1,433,703          1,159,300        1,433,659        1,871,421      13.1 28.06 28.39 19.35 16.8 16.79 25.79

LQQQLTQAAQELAAEKEK 3 0.9971
LSLAQEDLISNR 2 0.9995

QLLIQQK 2 0.8159
IPI00329600 SCCPDH Probable saccharopine dehydrogenase 0.981 6.76 1 1 223,867           169,562           202,829           206,273           193,865           240,212           174,337           27,942         26,269              20,274             44,173                41,381              59,140             21,550            12.48 15.49 10 21.42 21.35 24.62 12.36
IPI00641681 SCCPDH Saccharopine dehydrogenase 0.981 12.03 1 1 223,867           169,562           202,829           206,273           193,865           240,212           174,337           27,942         26,269              20,274             44,173                41,381              59,140             21,550            12.48 15.49 10 21.42 21.35 24.62 12.36

GPEAGYVATPIAMVQAAMTLLSDASHLPK 3 0.9806
IPI00329633 TARS Threonyl‐tRNA synthetase, cytoplasmic 1 6.09 4 4 57,775,707     59,723,367     45,641,630     45,944,287     52,861,140     60,925,627     54,893,333     4,677,921    18,445,256      8,643,461       6,764,925          5,042,576        8,413,605        17,137,174    8.1 30.88 18.94 14.72 9.54 13.81 31.22
IPI00908949 TARS cDNA FLJ53464, highly similar to Threonyl‐tRNA synthetase, cytoplasmi 1 5.82 4 4 57,775,707     59,723,367     45,641,630     45,944,287     52,861,140     60,925,627     54,893,333     4,677,921    18,445,256      8,643,461       6,764,925          5,042,576        8,413,605        17,137,174    8.1 30.88 18.94 14.72 9.54 13.81 31.22
IPI00910719 TARS cDNA FLJ55705, highly similar to Threonyl‐tRNA synthetase, cytoplasmi 1 7.31 4 4 57,775,707     59,723,367     45,641,630     45,944,287     52,861,140     60,925,627     54,893,333     4,677,921    18,445,256      8,643,461       6,764,925          5,042,576        8,413,605        17,137,174    8.1 30.88 18.94 14.72 9.54 13.81 31.22

IYGISFPDPK 2 0.9879
MIAILTENYGGK 2 0.9799
NELSGALTGLTR 2 0.9996
VNTPTTTVYR 2 0.9652

IPI00329702 HSD17B14 17‐beta‐hydroxysteroid dehydrogenase 14 0.928 4.44 1 1 8,538,520        13,492,030     8,294,590        8,072,790        9,513,060        14,868,490     7,803,230        240,480       5,164,632        1,442,496       1,404,041          4,112,456        4,963,848        1,670,546      2.82 38.28 17.39 17.39 43.23 33.39 21.41
ALALDESPYGVR 2 0.9277

IPI00329719 MYO1D Myosin‐Id 0.938 1.69 1 1 8,061,990        8,005,740        6,427,780        7,982,940        6,529,740        8,615,470        6,827,720        1,286,262    2,344,696        1,636,725       1,638,302          1,295,816        1,601,471        1,662,639      15.95 29.29 25.46 20.52 19.84 18.59 24.35
HLQVNVTNPVQCSLHGK 3 0.9155

IPI00329789 ZAP70 Isoform 1 of Tyrosine‐protein kinase ZAP‐70 0.946 3.72 1 1 257,898           280,147           277,474           248,596           302,426           347,453           282,808           44,588         117,143            19,092             42,900                45,930              85,612             82,240            17.29 41.81 6.88 17.26 15.19 24.64 29.08
IPI00885038 ZAP70 Isoform 3 of Tyrosine‐protein kinase ZAP‐70 0.946 4.67 1 1 257,898           280,147           277,474           248,596           302,426           347,453           282,808           44,588         117,143            19,092             42,900                45,930              85,612             82,240            17.29 41.81 6.88 17.26 15.19 24.64 29.08

AGKYCIPEGTKFDTLWQLVEYLK 3 0.9463
IPI00329801 ANXA5 Annexin A5 1 41.25 12 13 101,205,490   104,482,560   92,577,235     88,545,940     101,804,755   131,412,935   98,628,620     6,949,447    26,763,147      10,769,516     8,702,347          9,212,461        22,879,387      23,710,443    6.87 25.61 11.63 9.83 9.05 17.41 24.04
IPI00872379 ANXA5 36 kDa protein 1 41.38 12 13 101,205,490   104,482,560   92,577,235     88,545,940     101,804,755   131,412,935   98,628,620     6,949,447    26,763,147      10,769,516     8,702,347          9,212,461        22,879,387      23,710,443    6.87 25.61 11.63 9.83 9.05 17.41 24.04

DLLDDLKSELTGK 2 0.9998
DLLDDLKSELTGKFEK 3 0.9997
GLGTDEESILTLLTSR 2 0.9998
GLGTDEESILTLLTSR 3 0.9404
GTVTDFPGFDER 2 0.9998
LIVALMKPSR 2 0.9923
LYDAYELK 2 0.9996

NFATSLYSMIK 2 0.9938
QVYEEEYGSSLEDDVVGDTSGYYQR 3 0.9998

SEIDLFNIR 2 0.9978
SEIDLFNIRK 3 0.9986

SIPAYLAETLYYAMK 2 0.9474
VLTEIIASR 1 0.9998

IPI00329820 ACTL8 Actin‐like protein 8 0.907 4.92 1 1 145,969           128,741           154,798           152,863           150,092           150,692           139,911           29,402         15,950              15,013             14,075                20,654              17,373             21,525            20.14 12.39 9.7 9.21 13.76 11.53 15.38
IPI00384522 ACTL8 34 kDa protein 0.907 6 1 1 145,969           128,741           154,798           152,863           150,092           150,692           139,911           29,402         15,950              15,013             14,075                20,654              17,373             21,525            20.14 12.39 9.7 9.21 13.76 11.53 15.38

QQSALDESNTYQLPDGSR 2 0.907
IPI00332371 PFKL Isoform 1 of 6‐phosphofructokinase, liver type 1 22.95 12 12 48,204,303     43,358,765     45,616,523     46,411,429     43,373,541     50,680,078     42,705,228     4,090,139    7,923,525        5,021,022       4,118,685          3,968,307        2,670,623        6,864,829      8.49 18.27 11.01 8.87 9.15 5.27 16.07

AIGVLTSGGDAQGMNAAVR 3 0.9997
AVAFSPVTELKK 2 0.8957
FDEATQLR 2 0.922

GQLESIVENIR 2 0.9979
GQVQEVGWHDVAGWLGR 3 0.9993

LPLMECVQMTK 2 0.9996
QANWLSVSNIIQLGGTIIGSAR 2 0.9997

SEWGSLLEELVAEGK 2 0.9998
SNFSLAILNVGAPAAGMNAAVR 3 0.9884

TNVLGHLQQGGAPTPFDR 3 0.9996
VFANAPDSACVIGLK 2 0.9972

VTVLGHVQR 2 0.9952
IPI00332511 PPP2R2A Serine/threonine‐protein phosphatase 2A 55 kDa regulatory subunit B  0.995 5.82 2 2 4,415,143        3,864,891        4,040,610        4,123,917        4,683,723        4,774,771        3,421,540        876,293       693,833            566,390           647,279              1,299,030        986,084           930,941          19.85 17.95 14.02 15.7 27.73 20.65 27.21
IPI00798041 PPP2R2A serine/threonine‐protein phosphatase 2A 55 kDa regulatory subunit B a 0.995 5.69 2 2 4,415,143        3,864,891        4,040,610        4,123,917        4,683,723        4,774,771        3,421,540        876,293       693,833            566,390           647,279              1,299,030        986,084           930,941          19.85 17.95 14.02 15.7 27.73 20.65 27.21

NAAQFLLSTNDK 2 0.9738
SFFSEIISSISDVK 2 0.9951

IPI00333141 SPNS3 Isoform 1 of Protein spinster homolog 3 0.987 5.08 1 1 12,055,540     8,863,490        10,197,590     11,107,740     10,626,970     9,920,080        10,470,660     2,427,792    1,697,650        1,796,266       1,731,418          1,906,815        2,331,070        2,872,685      20.14 19.15 17.61 15.59 17.94 23.5 27.44
MAGGMSAECPEPGPGGLQGQSPGPGR 3 0.9872

IPI00333558 ANK3 cDNA FLJ35042 fis, clone OCBBF2017489, highly similar to Homo sapien 0.986 5.25 1 1 343,016           324,711           325,508           307,479           322,031           321,927           281,676           27,919         74,912              78,817             48,353                82,544              5,360               71,184            8.14 23.07 24.21 15.73 25.63 1.67 25.27
IPI00964604 ANK3 Protein 0.986 11.17 1 1 343,016           324,711           325,508           307,479           322,031           321,927           281,676           27,919         74,912              78,817             48,353                82,544              5,360               71,184            8.14 23.07 24.21 15.73 25.63 1.67 25.27
IPI00964884 ANK3 Protein 0.986 9.68 1 1 343,016           324,711           325,508           307,479           322,031           321,927           281,676           27,919         74,912              78,817             48,353                82,544              5,360               71,184            8.14 23.07 24.21 15.73 25.63 1.67 25.27

IDIVTLLEGPIFDYGNISGTR 2 0.9863
IPI00334159 VBP1 von Hippel‐Lindau binding protein 1, isoform CRA_b 0.995 10.73 1 1 3,856,270        3,523,800        3,254,420        3,449,730        3,142,450        3,801,920        3,280,500        261,444       522,416            459,078           639,263              283,732            533,049           722,269          6.78 14.83 14.11 18.53 9.03 14.02 22.02

NLDSLEEDLDFLRDQFTTTEVNMAR 3 0.9946
IPI00334190 STOML2 Stomatin‐like protein 2 0.994 4.21 1 1 2,436,690        1,807,275        2,178,505        2,057,150        1,985,325        2,100,370        2,095,660        263,300       218,716            318,250           393,344              387,040            318,907           430,690          10.81 12.1 14.61 19.12 19.5 15.18 20.55
IPI00908723 STOML2 cDNA FLJ61039, highly similar to Stomatin‐like protein 2 0.994 4.82 1 1 2,436,690        1,807,275        2,178,505        2,057,150        1,985,325        2,100,370        2,095,660        263,300       218,716            318,250           393,344              387,040            318,907           430,690          10.81 12.1 14.61 19.12 19.5 15.18 20.55

ILEPGLNILIPVLDR 2 0.9941
IPI00334282 FAM3C Protein FAM3C 0.994 7.49 1 1 1,446,810        1,406,560        1,427,427        1,531,503        1,755,170        1,513,827        1,361,977        274,260       308,355            232,863           562,527              426,958            221,373           84,118            18.96 21.92 16.31 36.73 24.33 14.62 6.18
IPI00925923 FAM3C Putative uncharacterized protein FAM3C 0.994 15.6 1 1 1,446,810        1,406,560        1,427,427        1,531,503        1,755,170        1,513,827        1,361,977        274,260       308,355            232,863           562,527              426,958            221,373           84,118            18.96 21.92 16.31 36.73 24.33 14.62 6.18
IPI00926250 FAM3C Putative uncharacterized protein FAM3C 0.994 11.26 1 1 1,446,810        1,406,560        1,427,427        1,531,503        1,755,170        1,513,827        1,361,977        274,260       308,355            232,863           562,527              426,958            221,373           84,118            18.96 21.92 16.31 36.73 24.33 14.62 6.18

YFDMWGGDVAPFIEFLK 2 0.9942
IPI00334513 SUMF2 Isoform 2 of Sulfatase‐modifying factor 2 0.998 4.69 1 1 1,760,822        1,532,489        1,513,086        1,659,256        1,542,318        2,044,660        1,684,947        422,616       474,099            192,743           175,646              244,036            326,569           307,252          24 30.94 12.74 10.59 15.82 15.97 18.24

SVLWWLPVEK 2 0.9429
IPI00334587 HNRNPAB Isoform 2 of Heterogeneous nuclear ribonucleoprotein A/B 1 21.08 6 6 6,386,288        6,370,350        5,558,939        5,942,530        5,699,571        7,719,856        5,692,345        150,176       1,682,538        581,377           757,888              518,078            1,732,166        1,177,794      2.35 26.41 10.46 12.75 9.09 22.44 20.69
IPI00334713 HNRNPAB Isoform 3 of Heterogeneous nuclear ribonucleoprotein A/B 1 24.56 6 6 6,386,288        6,370,350        5,558,939        5,942,530        5,699,571        7,719,856        5,692,345        150,176       1,682,538        581,377           757,888              518,078            1,732,166        1,177,794      2.35 26.41 10.46 12.75 9.09 22.44 20.69
IPI00742926 HNRNPAB Putative uncharacterized protein HNRNPAB 1 21.28 6 6 6,386,288        6,370,350        5,558,939        5,942,530        5,699,571        7,719,856        5,692,345        150,176       1,682,538        581,377           757,888              518,078            1,732,166        1,177,794      2.35 26.41 10.46 12.75 9.09 22.44 20.69
IPI00964686 HNRNPAB Putative uncharacterized protein HNRNPAB 1 25 6 6 6,386,288        6,370,350        5,558,939        5,942,530        5,699,571        7,719,856        5,692,345        150,176       1,682,538        581,377           757,888              518,078            1,732,166        1,177,794      2.35 26.41 10.46 12.75 9.09 22.44 20.69
IPI00964992 HNRNPAB Putative uncharacterized protein HNRNPAB 1 21.41 6 6 6,386,288        6,370,350        5,558,939        5,942,530        5,699,571        7,719,856        5,692,345        150,176       1,682,538        581,377           757,888              518,078            1,732,166        1,177,794      2.35 26.41 10.46 12.75 9.09 22.44 20.69
IPI00966854 HNRNPAB Putative uncharacterized protein HNRNPAB 1 24.73 6 6 6,386,288        6,370,350        5,558,939        5,942,530        5,699,571        7,719,856        5,692,345        150,176       1,682,538        581,377           757,888              518,078            1,732,166        1,177,794      2.35 26.41 10.46 12.75 9.09 22.44 20.69

EYFGEFGEIEAIELPMDPK 2 0.9998
GFGFILFK 2 0.9996

GFVFITFKEEEPVKK 3 0.8712
IFVGGLNPEATEEK 2 0.9998
IFVGGLNPEATEEKIR 3 0.9846
MFVGGLSWDTSK 2 0.9997

IPI00334627 ANXA2P2 Putative annexin A2‐like protein 1 36.28 9 10 22,456,167     22,527,052     26,452,920     25,095,402     26,428,519     26,996,410     26,138,342     4,393,129    6,638,017        1,638,073       3,879,223          4,824,435        3,356,725        5,640,913      19.56 29.47 6.19 15.46 18.25 12.43 21.58



AYTNFDAERDALNIETAIK 3 0.9998
ELASALK 1 0.9913

GLGTDEDSLIEIICSR 2 0.9998
LSLEGDHSTPPSAYGSVK 3 0.9998
SALSGHLETVILGLLK 2 0.9998
SALSGHLETVILGLLK 3 0.9998

SLYYYIQQDTK 2 0.9998
TDLEKDIISDTSGDFRK 3 0.9998

TPAQYDASELK 2 0.9998
WISIMTER 2 0.9996

IPI00335001 C15orf63 Isoform 1 of Huntingtin‐interacting protein K 0.976 8.57 1 1 1,095,763        1,081,727        1,336,513        1,304,917        1,001,763        1,283,203        1,411,620        117,690       227,246            191,495           302,229              280,439            177,600           251,978          10.74 21.01 14.33 23.16 27.99 13.84 17.85
IPI00395462 C15orf63 Isoform 2 of Huntingtin‐interacting protein K 0.976 11.63 1 1 1,095,763        1,081,727        1,336,513        1,304,917        1,001,763        1,283,203        1,411,620        117,690       227,246            191,495           302,229              280,439            177,600           251,978          10.74 21.01 14.33 23.16 27.99 13.84 17.85
IPI00794593 C15orf63 11 kDa protein 0.976 15.46 1 1 1,095,763        1,081,727        1,336,513        1,304,917        1,001,763        1,283,203        1,411,620        117,690       227,246            191,495           302,229              280,439            177,600           251,978          10.74 21.01 14.33 23.16 27.99 13.84 17.85

EHMGNVVEALIALTN 2 0.9755
IPI00335009 HMCN2 Isoform 3 of Hemicentin‐2 0.981 0.61 1 1 3,680,180        3,400,267        3,082,520        3,815,033        3,138,907        3,727,100        3,283,210        499,967       838,425            209,928           312,785              312,734            218,025           694,788          13.59 24.66 6.81 8.2 9.96 5.85 21.16
IPI00936570 HMCN2 Isoform 1 of Hemicentin‐2 0.981 0.53 1 1 3,680,180        3,400,267        3,082,520        3,815,033        3,138,907        3,727,100        3,283,210        499,967       838,425            209,928           312,785              312,734            218,025           694,788          13.59 24.66 6.81 8.2 9.96 5.85 21.16
IPI00964287 HMCN2 Isoform 2 of Hemicentin‐2 0.981 0.64 1 1 3,680,180        3,400,267        3,082,520        3,815,033        3,138,907        3,727,100        3,283,210        499,967       838,425            209,928           312,785              312,734            218,025           694,788          13.59 24.66 6.81 8.2 9.96 5.85 21.16

NYHVEVLIPPSISKDDPLGEVGVKEVK 3 0.8659
IPI00335061 PYCR2 Putative uncharacterized protein PYCR2 0.987 9.73 1 1 723,687           871,878           974,380           857,847           995,503           1,418,100        832,493           101,254       361,212            139,280           66,718                139,539            314,380           140,115          13.99 41.43 14.29 7.78 14.02 22.17 16.83

VKLESPTVSTLTPSSPGK 2 0.9872
IPI00335168 MYL6;MYL6B Isoform Non‐muscle of Myosin light polypeptide 6 1 58.28 8 10 18,136,935     16,293,842     16,613,673     16,433,565     15,802,347     19,735,454     16,845,624     870,843       3,189,080        2,004,767       1,485,884          1,326,597        1,735,546        3,122,257      4.8 19.57 12.07 9.04 8.39 8.79 18.53
IPI00789605 MYL6B;MYL6 Isoform Smooth muscle of Myosin light polypeptide 6 1 58.28 8 10 18,136,935     16,293,842     16,613,673     16,433,565     15,802,347     19,735,454     16,845,624     870,843       3,189,080        2,004,767       1,485,884          1,326,597        1,735,546        3,122,257      4.8 19.57 12.07 9.04 8.39 8.79 18.53
IPI00930599 MYL6B 16 kDa protein 1 60.69 8 10 18,136,935     16,293,842     16,613,673     16,433,565     15,802,347     19,735,454     16,845,624     870,843       3,189,080        2,004,767       1,485,884          1,326,597        1,735,546        3,122,257      4.8 19.57 12.07 9.04 8.39 8.79 18.53
IPI00796366 MYL6 cDNA FLJ56329, highly similar to Myosin light polypeptide 6 1 36.97 8 10 18,136,935     16,293,842     16,613,673     16,433,565     15,802,347     19,735,454     16,845,624     870,843       3,189,080        2,004,767       1,485,884          1,326,597        1,735,546        3,122,257      4.8 19.57 12.07 9.04 8.39 8.79 18.53

ALGQNPTNAEVLK 2 0.9998
DQGTYEDYVEGLR 2 0.9998

EAFQLFDR 2 0.9939
HVLVTLGEK 2 0.9998

ILYSQCGDVMR 2 0.9998
NKDQGTYEDYVEGLR 2 0.9998
NKDQGTYEDYVEGLR 3 0.9998
VFDKEGNGTVMGAEIR 2 0.888
VLDFEHFLPMLQTVAK 2 0.9998
VLDFEHFLPMLQTVAK 3 0.9998

IPI00335280 RPE;LOC729020 Isoform 1 of Ribulose‐phosphate 3‐epimerase 0.994 8.33 1 1 568,769           692,356           661,523           606,767           734,059           811,000           893,797           71,668         211,987            52,096             112,128              164,962            173,467           134,884          12.6 30.62 7.88 18.48 22.47 21.39 15.09
IPI00373788 RPE;LOC729020 Isoform 2 of Ribulose‐phosphate 3‐epimerase 0.994 8.64 1 1 568,769           692,356           661,523           606,767           734,059           811,000           893,797           71,668         211,987            52,096             112,128              164,962            173,467           134,884          12.6 30.62 7.88 18.48 22.47 21.39 15.09
IPI00910461 RPE;LOC729020 cDNA FLJ52962, highly similar to Ribulose‐phosphate 3‐epimerase 0.994 9.55 1 1 568,769           692,356           661,523           606,767           734,059           811,000           893,797           71,668         211,987            52,096             112,128              164,962            173,467           134,884          12.6 30.62 7.88 18.48 22.47 21.39 15.09
IPI00925376 RPE;LOC729020 Putative uncharacterized protein RPE 0.994 8.44 1 1 568,769           692,356           661,523           606,767           734,059           811,000           893,797           71,668         211,987            52,096             112,128              164,962            173,467           134,884          12.6 30.62 7.88 18.48 22.47 21.39 15.09
IPI00926846 RPE;LOC729020 25 kDa protein 0.994 8.26 1 1 568,769           692,356           661,523           606,767           734,059           811,000           893,797           71,668         211,987            52,096             112,128              164,962            173,467           134,884          12.6 30.62 7.88 18.48 22.47 21.39 15.09
IPI00927031 RPE;LOC729020 Ribulose‐5‐phosphate‐3‐epimerase, isoform CRA_a 0.994 9.95 1 1 568,769           692,356           661,523           606,767           734,059           811,000           893,797           71,668         211,987            52,096             112,128              164,962            173,467           134,884          12.6 30.62 7.88 18.48 22.47 21.39 15.09
IPI00927442 RPE;LOC729020 6 kDa protein 0.994 31.67 1 1 568,769           692,356           661,523           606,767           734,059           811,000           893,797           71,668         211,987            52,096             112,128              164,962            173,467           134,884          12.6 30.62 7.88 18.48 22.47 21.39 15.09

IGPSILNSDLANLGAECLR 2 0.9938
IPI00335385 DCPS Scavenger mRNA‐decapping enzyme DcpS 1 8.9 2 2 19,048,450     18,053,620     17,979,020     18,578,170     16,823,200     21,866,950     17,422,730     1,545,074    3,620,486        2,597,890       2,571,149          1,292,015        2,439,269        5,180,734      8.11 20.05 14.45 13.84 7.68 11.16 29.74

NILHQGQEAILQR 3 0.9759
WNQQQLDDLYLIAICHR 3 0.9995

IPI00335421 FIGNL1 Isoform 1 of Fidgetin‐like protein 1 0.983 2.52 1 1 8,917,400        9,033,100        5,962,725        7,489,450        6,651,900        8,732,000        6,345,235        2,407,645    2,488,025        772,970           1,090,413          700,469            1,320,895        1,409,887      27 27.54 12.96 14.56 10.53 15.13 22.22
IPI00855706 FIGNL1 Isoform 2 of Fidgetin‐like protein 1 0.983 3.02 1 1 8,917,400        9,033,100        5,962,725        7,489,450        6,651,900        8,732,000        6,345,235        2,407,645    2,488,025        772,970           1,090,413          700,469            1,320,895        1,409,887      27 27.54 12.96 14.56 10.53 15.13 22.22

TEFLVQLDGATTSSEDR 3 0.9834
IPI00335961 EWSR1 RNA‐binding protein EWS isoform 5 1 6.78 1 1 2,332,542        2,443,822        1,772,935        2,439,520        1,876,388        2,876,533        2,162,905        112,935       732,632            603,890           544,446              117,174            193,214           630,904          4.84 29.98 34.06 22.32 6.24 6.72 29.17

QDHPSSMGVYGQESGGFSGPGENR 3 0.9997
IPI00336094 HSD17B10 Isoform 2 of 3‐hydroxyacyl‐CoA dehydrogenase type‐2 1 15.08 2 2 10,455,530     12,301,720     9,901,015        11,144,750     9,719,340        14,332,955     9,786,300        1,287,252    3,119,863        2,718,873       2,239,198          1,254,520        3,305,807        3,322,924      12.31 25.36 27.46 20.09 12.91 23.06 33.95

GGIVGMTLPIAR 2 0.9935
LGDPAEYAHLVQAIIENPFLNGEVIR 3 0.9995

IPI00337335 MYH14 Isoform 1 of Myosin‐14 1 15.74 24 25 33,840,710     33,849,048     29,831,693     30,276,482     30,200,712     36,874,983     30,588,464     2,435,769    7,726,151        3,070,160       3,897,284          3,088,101        2,731,571        6,168,506      7.2 22.83 10.29 12.87 10.23 7.41 20.17
IPI00607818 MYH14 myosin‐14 isoform 1 1 15.68 24 25 33,840,710     33,849,048     29,831,693     30,276,482     30,200,712     36,874,983     30,588,464     2,435,769    7,726,151        3,070,160       3,897,284          3,088,101        2,731,571        6,168,506      7.2 22.83 10.29 12.87 10.23 7.41 20.17
IPI00926581 MYH14 myosin‐14 isoform 3 1 15.42 24 25 33,840,710     33,849,048     29,831,693     30,276,482     30,200,712     36,874,983     30,588,464     2,435,769    7,726,151        3,070,160       3,897,284          3,088,101        2,731,571        6,168,506      7.2 22.83 10.29 12.87 10.23 7.41 20.17
IPI00941217 MYH14 Isoform 2 of Myosin‐14 1 15.48 24 25 33,840,710     33,849,048     29,831,693     30,276,482     30,200,712     36,874,983     30,588,464     2,435,769    7,726,151        3,070,160       3,897,284          3,088,101        2,731,571        6,168,506      7.2 22.83 10.29 12.87 10.23 7.41 20.17

AELSSLQTAR 2 0.9642
AGVLAQLEEER 2 0.8857

AQVTELEDELTAAEDAK 2 0.9998
DLGEELEALRGELEDTLDSTNAQQELR 3 0.9996

DQADFSVLHYAGK 2 0.992
DQADFSVLHYAGK 3 0.9991
ELFQETLESLR 2 0.9944

FLTNGPSSSPGQER 2 0.9997
HGQALGELAEQLEQARR 2 0.8046

IHEAAVQELR 2 0.9846
KEEELQAALAR 3 0.9995
KFDQLLAEEK 2 0.9985

LAQAEEQLEQETR 2 0.9998
LEVTVQALK 2 0.9893
LLGLGVTDFSR 2 0.9998

LMATLSNTNPSFVR 2 0.9978
LQEELAASDR 2 0.9996

LQQHIQELEAHLEAEEGAR 3 0.9992
MTIAALESK 2 0.9837

MVSAVLQFGNIALK 2 0.9992
QLLQANPILEAFGNAK 2 0.9998

TSREEIFSQNR 2 0.9885
VAEQAANDLR 2 0.9995
VIQYLAHVASSPK 2 0.9996
VLGFSHEEIISMLR 2 0.9997

IPI00337385 PRPF40A Isoform 1 of Pre‐mRNA‐processing factor 40 homolog A 0.995 1.78 1 1 1,666,478        2,045,410        1,462,558        1,731,013        1,634,973        2,284,600        1,449,693        220,642       800,801            530,819           430,190              487,619            622,348           606,642          13.24 39.15 36.29 24.85 29.82 27.24 41.85
IPI00337386 PRPF40A Isoform 2 of Pre‐mRNA‐processing factor 40 homolog A 0.995 1.71 1 1 1,666,478        2,045,410        1,462,558        1,731,013        1,634,973        2,284,600        1,449,693        220,642       800,801            530,819           430,190              487,619            622,348           606,642          13.24 39.15 36.29 24.85 29.82 27.24 41.85
IPI00337387 PRPF40A Isoform 3 of Pre‐mRNA‐processing factor 40 homolog A 0.995 1.81 1 1 1,666,478        2,045,410        1,462,558        1,731,013        1,634,973        2,284,600        1,449,693        220,642       800,801            530,819           430,190              487,619            622,348           606,642          13.24 39.15 36.29 24.85 29.82 27.24 41.85
IPI00397509 PRPF40A Isoform 4 of Pre‐mRNA‐processing factor 40 homolog A 0.995 2.06 1 1 1,666,478        2,045,410        1,462,558        1,731,013        1,634,973        2,284,600        1,449,693        220,642       800,801            530,819           430,190              487,619            622,348           606,642          13.24 39.15 36.29 24.85 29.82 27.24 41.85

FTNMLGQPGSTALDLFK 2 0.9931
IPI00337495 PLOD2 Isoform 2 of Procollagen‐lysine,2‐oxoglutarate 5‐dioxygenase 2 1 5.54 3 3 3,272,841        4,055,623        3,075,828        3,105,525        3,212,556        4,507,902        3,312,405        739,392       1,312,537        409,138           637,031              904,119            696,794           721,647          22.59 32.36 13.3 20.51 28.14 15.46 21.79
IPI00472165 PLOD2 Isoform 1 of Procollagen‐lysine,2‐oxoglutarate 5‐dioxygenase 2 1 5.7 3 3 3,272,841        4,055,623        3,075,828        3,105,525        3,212,556        4,507,902        3,312,405        739,392       1,312,537        409,138           637,031              904,119            696,794           721,647          22.59 32.36 13.3 20.51 28.14 15.46 21.79
IPI00947400 PLOD2 81 kDa protein 1 5.97 3 3 3,272,841        4,055,623        3,075,828        3,105,525        3,212,556        4,507,902        3,312,405        739,392       1,312,537        409,138           637,031              904,119            696,794           721,647          22.59 32.36 13.3 20.51 28.14 15.46 21.79

FLDILLTLDYPK 2 0.9995
ISGGYENVPTDDIHMK 3 0.8689
IVGPEENLSQAEAR 2 0.9946

IPI00337741 APEH Acylamino‐acid‐releasing enzyme 1 6.28 5 5 15,917,822     15,977,092     16,583,355     15,531,850     17,898,368     21,218,638     16,134,980     1,180,288    3,263,474        1,141,493       1,154,729          1,544,774        2,748,008        2,119,312      7.41 20.43 6.88 7.43 8.63 12.95 13.13
IPI00926648 APEH Putative uncharacterized protein APEH 1 6.24 5 5 15,917,822     15,977,092     16,583,355     15,531,850     17,898,368     21,218,638     16,134,980     1,180,288    3,263,474        1,141,493       1,154,729          1,544,774        2,748,008        2,119,312      7.41 20.43 6.88 7.43 8.63 12.95 13.13

ALDVSASDDEIAR 2 0.9997
TPLLLMLGQEDR 2 0.9997
TPLLLMLGQEDRR 3 0.9894

VGFLPSAGK 2 0.9513
VTSVVVDVVPR 2 0.996

IPI00373824 PRSS41 Putative serine protease 41 0.997 12.26 2 2 9,502,310        8,876,944        9,745,655        9,756,406        7,975,974        9,990,640        8,894,564        1,053,440    2,247,380        1,276,204       360,872              1,080,979        1,328,655        1,326,199      11.09 25.32 13.1 3.7 13.55 13.3 14.91
VMSHSTPRPNPSQLLLLLALLWAP 2 0.8475

VQDIIVNPDALGVLR 2 0.9807
IPI00374054 ENAH Isoform 2 of Protein enabled homolog 0.995 3.86 1 1 794,464           855,890           830,292           841,528           848,474           950,386           799,200           139,611       95,149              112,716           165,925              231,603            157,384           146,028          17.57 11.12 13.58 19.72 27.3 16.56 18.27



IPI00411623 ENAH Isoform 1 of Protein enabled homolog 0.995 3.72 1 1 794,464           855,890           830,292           841,528           848,474           950,386           799,200           139,611       95,149              112,716           165,925              231,603            157,384           146,028          17.57 11.12 13.58 19.72 27.3 16.56 18.27
IPI00646954 ENAH 89 kDa protein 0.995 2.69 1 1 794,464           855,890           830,292           841,528           848,474           950,386           799,200           139,611       95,149              112,716           165,925              231,603            157,384           146,028          17.57 11.12 13.58 19.72 27.3 16.56 18.27
IPI00749432 ENAH cDNA FLJ44946 fis, clone BRAMY4001863, highly similar to Mus muscul 0.995 7.41 1 1 794,464           855,890           830,292           841,528           848,474           950,386           799,200           139,611       95,149              112,716           165,925              231,603            157,384           146,028          17.57 11.12 13.58 19.72 27.3 16.56 18.27
IPI00783772 ENAH 23 kDa protein 0.995 10.48 1 1 794,464           855,890           830,292           841,528           848,474           950,386           799,200           139,611       95,149              112,716           165,925              231,603            157,384           146,028          17.57 11.12 13.58 19.72 27.3 16.56 18.27

GNGPLPLGGSGLMEEMSALLAR 2 0.9947
IPI00374975 PGAM4 Probable phosphoglycerate mutase 4 1 9.45 2 2 6,508,180        6,710,933        6,733,130        6,534,040        6,908,757        8,254,910        6,848,110        306,228       1,766,202        670,098           787,433              804,093            659,973           1,515,706      4.71 26.32 9.95 12.05 11.64 7.99 22.13

ALPFWNEEIVPQIK 2 0.9997
HYGGLTGLNK 2 0.9991

IPI00375306 PRDX5 peroxiredoxin 5 isoform b precursor 1 54.71 7 7 24,230,635     25,244,318     22,834,544     23,723,024     23,950,747     30,927,497     21,588,383     2,783,987    7,480,228        2,292,096       2,905,717          3,309,621        6,967,730        4,575,702      11.49 29.63 10.04 12.25 13.82 22.53 21.2
ALNVEPDGTGLTCSLAPNIISQL 2 0.9998

ETDLLLDDSLVSIFGNR 2 0.9992
FSMVVQDGIVK 2 0.9998

GVLFGVPGAFTPGCSK 2 0.9998
VGDAIPAVEVFEGEPGNK 2 0.9998

VGDAIPAVEVFEGEPGNKVNLAELFK 3 0.9019
VNLAELFK 2 0.9996

IPI00375307 PRDX5 peroxiredoxin 5 isoform c precursor 1 40.8 3 3 11,431,255     11,685,845     10,878,388     10,926,008     11,507,860     14,701,700     9,886,760        1,376,329    3,476,439        1,506,694       1,366,795          1,433,518        4,579,465        2,088,590      12.04 29.75 13.85 12.51 12.46 31.15 21.13
ALNVEPDGTGLTCSLAPNIISQL 2 0.9998

ETDLLLDDSLVSIFGNR 2 0.9992
FSMVVQDGIVK 2 0.9998

IPI00375330 WAPAL Isoform 1 of Wings apart‐like protein homolog 0.903 2.1 1 1 5,102,933        4,797,020        4,516,637        4,782,057        4,684,857        5,802,233        4,114,433        606,325       760,500            1,033,685       808,545              1,478,722        1,498,500        653,419          11.88 15.85 22.89 16.91 31.56 25.83 15.88
IPI00412441 WAPAL Isoform 3 of Wings apart‐like protein homolog 0.903 1.96 1 1 5,102,933        4,797,020        4,516,637        4,782,057        4,684,857        5,802,233        4,114,433        606,325       760,500            1,033,685       808,545              1,478,722        1,498,500        653,419          11.88 15.85 22.89 16.91 31.56 25.83 15.88
IPI00744918 WAPAL Isoform 2 of Wings apart‐like protein homolog 0.903 2.04 1 1 5,102,933        4,797,020        4,516,637        4,782,057        4,684,857        5,802,233        4,114,433        606,325       760,500            1,033,685       808,545              1,478,722        1,498,500        653,419          11.88 15.85 22.89 16.91 31.56 25.83 15.88

LMDGTSQALAKANSESSKDGLNQAK 3 0.9027
IPI00375370 SEC13 Protein SEC13 homolog 1 19.08 4 4 4,149,320        4,175,647        3,894,515        3,883,737        4,022,146        4,801,129        4,090,401        433,667       995,958            535,046           622,510              458,783            408,623           711,758          10.45 23.85 13.74 16.03 11.41 8.51 17.4
IPI00479141 SEC13 Protein SEC13 homolog 1 19.25 4 4 4,149,320        4,175,647        3,894,515        3,883,737        4,022,146        4,801,129        4,090,401        433,667       995,958            535,046           622,510              458,783            408,623           711,758          10.45 23.85 13.74 16.03 11.41 8.51 17.4
IPI00789755 SEC13 protein SEC13 homolog isoform 2 1 20.13 4 4 4,149,320        4,175,647        3,894,515        3,883,737        4,022,146        4,801,129        4,090,401        433,667       995,958            535,046           622,510              458,783            408,623           711,758          10.45 23.85 13.74 16.03 11.41 8.51 17.4
IPI00853598 SEC13 cDNA FLJ56334, highly similar to SEC13‐related protein 1 16.85 4 4 4,149,320        4,175,647        3,894,515        3,883,737        4,022,146        4,801,129        4,090,401        433,667       995,958            535,046           622,510              458,783            408,623           711,758          10.45 23.85 13.74 16.03 11.41 8.51 17.4

DVAWAPSIGLPTSTIASCSQDGR 3 0.9986
FASGGCDNLIK 2 0.9947
NGGQILIADLR 2 0.9905

VFIWTCDDASSNTWSPK 2 0.9995
IPI00375380 PSMD13 26S proteasome non‐ATPase regulatory subunit 13 isoform 2 1 13.49 4 5 11,932,145     12,274,457     11,403,568     11,433,298     12,326,259     14,348,020     11,689,455     233,411       3,242,068        1,319,792       1,400,369          1,364,316        2,120,254        2,399,638      1.96 26.41 11.57 12.25 11.07 14.78 20.53
IPI00549672 PSMD13 HSPC027 1 13.53 4 5 11,932,145     12,274,457     11,403,568     11,433,298     12,326,259     14,348,020     11,689,455     233,411       3,242,068        1,319,792       1,400,369          1,364,316        2,120,254        2,399,638      1.96 26.41 11.57 12.25 11.07 14.78 20.53

ITVNEVELLVMK 2 0.9996
QMTDPNVALTFLEK 2 0.9928

SSDEAVILCK 2 0.9314
VNPLSLVEIILHVVR 2 0.9991
VNPLSLVEIILHVVR 3 0.9997

IPI00375391 EIF6 eukaryotic translation initiation factor 6 isoform c 1 34.07 4 4 9,763,385        8,509,540        9,018,480        9,454,845        8,424,840        10,409,140     8,422,660        1,154,061    1,753,127        890,266           1,709,296          1,022,611        1,696,496        2,590,800      11.82 20.6 9.87 18.08 12.14 16.3 30.76
ASFENNCEIGCFAK 2 0.9996
LNEAQPSTIATSMR 2 0.9998

QTVADQVLVGSYCVFSNQGGLVHPK 3 0.9998
TSIEDQDELSSLLQVPLVAGTVNR 2 0.9998

IPI00375441 FUBP1 Isoform 1 of Far upstream element‐binding protein 1 1 4.04 2 2 3,659,718        3,651,212        3,380,352        3,424,246        3,411,360        3,652,754        3,895,716        484,119       947,531            314,888           629,317              652,770            364,719           779,750          13.23 25.95 9.32 18.38 19.14 9.98 20.02
IPI00644386 FUBP1 Putative uncharacterized protein FUBP1 1 3.97 2 2 3,659,718        3,651,212        3,380,352        3,424,246        3,411,360        3,652,754        3,895,716        484,119       947,531            314,888           629,317              652,770            364,719           779,750          13.23 25.95 9.32 18.38 19.14 9.98 20.02
IPI00853059 FUBP1 Putative uncharacterized protein FUBP1 1 3.98 2 2 3,659,718        3,651,212        3,380,352        3,424,246        3,411,360        3,652,754        3,895,716        484,119       947,531            314,888           629,317              652,770            364,719           779,750          13.23 25.95 9.32 18.38 19.14 9.98 20.02
IPI00873767 FUBP1 68 kDa protein 1 4.03 2 2 3,659,718        3,651,212        3,380,352        3,424,246        3,411,360        3,652,754        3,895,716        484,119       947,531            314,888           629,317              652,770            364,719           779,750          13.23 25.95 9.32 18.38 19.14 9.98 20.02
IPI00641948 FUBP1 cDNA FLJ53425, highly similar to Far upstream element‐binding protein 1 3.9 2 2 3,659,718        3,651,212        3,380,352        3,424,246        3,411,360        3,652,754        3,895,716        484,119       947,531            314,888           629,317              652,770            364,719           779,750          13.23 25.95 9.32 18.38 19.14 9.98 20.02

CQHAAEIITDLLR 2 0.8995
IGGNEGIDVPIPR 2 0.9997

IPI00375498 TTN titin isoform novex‐1 0.987 0.04 1 1 665,872           740,710           625,988           752,496           612,519           821,117           629,653           81,455         216,337            111,411           198,947              180,450            246,855           202,127          12.23 29.21 17.8 26.44 29.46 30.06 32.1
IPI00375499 TTN titin isoform novex‐2 0.987 0.04 1 1 665,872           740,710           625,988           752,496           612,519           821,117           629,653           81,455         216,337            111,411           198,947              180,450            246,855           202,127          12.23 29.21 17.8 26.44 29.46 30.06 32.1
IPI00455173 TTN titin isoform N2‐B 0.987 0.04 1 1 665,872           740,710           625,988           752,496           612,519           821,117           629,653           81,455         216,337            111,411           198,947              180,450            246,855           202,127          12.23 29.21 17.8 26.44 29.46 30.06 32.1

NLCTLELFSVNR 3 0.9729
IPI00376005 EIF5A Isoform 2 of Eukaryotic translation initiation factor 5A‐1 1 32.07 4 4 9,595,292        9,474,913        8,042,858        8,906,747        8,519,587        10,162,410     9,245,222        365,653       3,035,632        1,177,661       1,625,662          1,294,912        1,802,840        3,442,637      3.81 32.04 14.64 18.25 15.2 17.74 37.24
IPI00411704 EIF5A Isoform 1 of Eukaryotic translation initiation factor 5A‐1 1 38.31 4 4 9,595,292        9,474,913        8,042,858        8,906,747        8,519,587        10,162,410     9,245,222        365,653       3,035,632        1,177,661       1,625,662          1,294,912        1,802,840        3,442,637      3.81 32.04 14.64 18.25 15.2 17.74 37.24

EDLRLPEGDLGKEIEQK 3 0.9997
KYEDICPSTHNMDVPNIK 3 0.9998
KYEDICPSTHNMDVPNIKR 3 0.9998

NDFQLIGIQDGYLSLLQDSGEVR 3 0.9998
IPI00376170 ‐ 18 kDa protein 1 16.56 1 1 5,276,680        5,316,990        6,004,400        5,386,430        5,762,470        7,385,820        5,653,850        810,021       1,563,360        1,594,054       1,155,898          1,407,729        862,319           1,235,640      15.35 29.4 26.55 21.46 24.43 11.68 21.85

HTGPGILSMANAGPNTNCSQCFICTAK 3 0.9994
IPI00376503 PYCR1 pyrroline‐5‐carboxylate reductase 1, mitochondrial isoform 2 1 11.39 3 3 4,003,639        3,949,627        3,875,937        3,775,822        3,654,652        4,796,118        3,783,647        317,100       910,570            337,490           387,017              654,503            372,788           637,497          7.92 23.05 8.71 10.25 17.91 7.77 16.85

GFTAAGVLAAHK 2 0.9903
LGAQALLGAAK 2 0.9993
SLLINAVEASCIR 2 0.9803

IPI00376572 LOC391722 similar to myosin regulatory light chain MRCL2 1 5.57 2 2 1,788,071        1,842,526        1,621,926        1,517,610        1,636,467        2,077,423        1,676,844        171,395       458,016            228,712           183,087              319,640            128,977           397,075          9.59 24.86 14.1 12.06 19.53 6.21 23.68
IPI00888438 LOC391722 similar to myosin regulatory light chain MRCL2 1 5.57 2 2 1,788,071        1,842,526        1,621,926        1,517,610        1,636,467        2,077,423        1,676,844        171,395       458,016            228,712           183,087              319,640            128,977           397,075          9.59 24.86 14.1 12.06 19.53 6.21 23.68

EAFNMIDQNR 2 0.9998
LNGTDPEDVIR 2 0.9997

IPI00878431 ‐ 15 kDa protein 1 10.94 1 1 979,532           1,045,958        1,091,174        1,080,160        1,148,650        1,453,670        1,118,738        98,009         300,306            140,702           179,691              242,284            220,773           202,255          10.01 28.71 12.89 16.64 21.09 15.19 18.08
IPI00376798 RPL11 Isoform 1 of 60S ribosomal protein L11 1 7.87 1 1 979,532           1,045,958        1,091,174        1,080,160        1,148,650        1,453,670        1,118,738        98,009         300,306            140,702           179,691              242,284            220,773           202,255          10.01 28.71 12.89 16.64 21.09 15.19 18.08
IPI00746438 RPL11 Isoform 2 of 60S ribosomal protein L11 1 7.91 1 1 979,532           1,045,958        1,091,174        1,080,160        1,148,650        1,453,670        1,118,738        98,009         300,306            140,702           179,691              242,284            220,773           202,255          10.01 28.71 12.89 16.64 21.09 15.19 18.08
IPI00647168 RPL11 Ribosomal protein L11 1 10.69 1 1 979,532           1,045,958        1,091,174        1,080,160        1,148,650        1,453,670        1,118,738        98,009         300,306            140,702           179,691              242,284            220,773           202,255          10.01 28.71 12.89 16.64 21.09 15.19 18.08
IPI00647674 RPL11 Ribosomal protein L11 1 8.05 1 1 979,532           1,045,958        1,091,174        1,080,160        1,148,650        1,453,670        1,118,738        98,009         300,306            140,702           179,691              242,284            220,773           202,255          10.01 28.71 12.89 16.64 21.09 15.19 18.08

VLEQLTGQTPVFSK 2 0.9997
IPI00376844 UBE2NL Putative ubiquitin‐conjugating enzyme E2 N‐like 1 17.65 3 3 13,705,670     14,791,673     11,153,477     12,765,667     13,014,743     16,808,530     12,116,377     712,216       3,803,868        688,539           1,058,225          1,074,810        2,336,753        2,037,566      5.2 25.72 6.17 8.29 8.26 13.9 16.82

LLAEPVPGIK 2 0.9833
LLAEPVPGIKAEPDESNAR 3 0.9986

WSPALQIR 2 0.97
IPI00376904 NSFL1C NSFL1 cofactor p47 isoform c 0.998 8.88 2 2 7,184,870        7,379,743        5,822,455        6,501,985        6,399,698        8,800,403        6,257,083        522,527       2,168,489        878,253           760,135              579,445            806,666           1,168,842      7.27 29.38 15.08 11.69 9.05 9.17 18.68

EANLLNAVIVQR 2 0.9518
SGFSLDNGELR 2 0.9693

IPI00376947 CHKB;CPT1B Isoform 2 of Choline/ethanolamine kinase 0.99 11.02 1 1 13,275,500     12,596,920     11,599,400     14,717,400     12,164,500     14,379,700     10,807,070     560,394       2,566,786        1,279,370       2,177,937          1,291,276        1,261,996        1,433,467      4.22 20.38 11.03 14.8 10.62 8.78 13.26
AWGGAGPAWPGGGR 3 0.9874

IPI00377077 ASTN2 Isoform 3 of Astrotactin‐2 0.968 1.27 1 1 1,307,260        1,146,860        1,320,157        1,315,607        1,371,550        1,385,943        1,367,773        271,645       248,270            268,283           156,457              285,237            308,393           232,564          20.78 21.65 20.32 11.89 20.8 22.25 17
IPI00377078 ASTN2 Isoform 1 of Astrotactin‐2 0.968 1.27 1 1 1,307,260        1,146,860        1,320,157        1,315,607        1,371,550        1,385,943        1,367,773        271,645       248,270            268,283           156,457              285,237            308,393           232,564          20.78 21.65 20.32 11.89 20.8 22.25 17
IPI00514125 ASTN2 Isoform 2 of Astrotactin‐2 0.968 1.32 1 1 1,307,260        1,146,860        1,320,157        1,315,607        1,371,550        1,385,943        1,367,773        271,645       248,270            268,283           156,457              285,237            308,393           232,564          20.78 21.65 20.32 11.89 20.8 22.25 17

QVDSSGCVCPEELKPMK 3 0.9682
IPI00377261 FUBP3 Isoform 1 of Far upstream element‐binding protein 3 0.998 4.9 2 2 10,317,725     9,038,080        12,617,750     12,053,020     10,023,550     10,453,455     11,075,895     2,784,557    1,680,738        2,141,735       1,423,938          2,172,083        2,161,242        3,050,025      26.99 18.6 16.97 11.81 21.67 20.67 27.54

GVPQQIEVAR 2 0.8689
RPLDDGVGNQLGALVHQR 3 0.9916

IPI00382470 HSP90AA1 Isoform 2 of Heat shock protein HSP 90‐alpha 1 31.15 22 26 118,279,528   118,052,109   109,901,998   113,452,419   111,766,013   136,324,337   103,568,797   5,704,311    28,787,802      11,617,947     8,635,466          17,312,214      13,662,918      18,311,040    4.82 24.39 10.57 7.61 15.49 10.02 17.68
IPI00784295 HSP90AA1 Isoform 1 of Heat shock protein HSP 90‐alpha 1 36.34 22 26 118,279,528   118,052,109   109,901,998   113,452,419   111,766,013   136,324,337   103,568,797   5,704,311    28,787,802      11,617,947     8,635,466          17,312,214      13,662,918      18,311,040    4.82 24.39 10.57 7.61 15.49 10.02 17.68

ADLINNLGTIAK 2 0.9998
APFDLFENR 2 0.9996

DLVILLYETALLSSGFSLEDPQTHANR 3 0.9998
EDQTEYLEER 2 0.9998

ELHINLIPNKQDR 3 0.9989
ELISNSSDALDK 2 0.9998
ELISNSSDALDKIR 2 0.9998
ELISNSSDALDKIR 3 0.9949

FYEQFSK 2 0.9988



GVVDSEDLPLNISR 2 0.9939
HGLEVIYMIEPIDEYCVQQLK 3 0.9993

HGLEVIYMIEPIDEYCVQQLKEFEGK 3 0.9998
HIYYITGETK 2 0.9998

HLEINPDHSIIETLR 3 0.9998
HSQFIGYPITLFVEK 2 0.9998
HSQFIGYPITLFVEK 3 0.9998

LVTSPCCIVTSTYGWTANMER 2 0.9998
NPDDITNEEYGEFYK 2 0.9998

RAPFDLFENR 2 0.9998
SLTNDWEDHLAVK 2 0.9998
SLTNDWEDHLAVK 3 0.9998

VFIMDNCEELIPEYLNFIR 2 0.9998
VFIMDNCEELIPEYLNFIR 3 0.9998
VILHLKEDQTEYLEER 3 0.9998
YYTSASGDEMVSLK 2 0.9998

YYTSASGDEMVSLKDYCTR 3 0.9998
IPI00382530 ‐ Protease (Fragment) 0.933 10.26 1 1 362,364           334,101           360,960           356,899           384,377           374,649           361,001           70,606         66,760              56,857             77,153                61,699              64,306             81,357            19.48 19.98 15.75 21.62 16.05 17.16 22.54

TGGFGSTDPTGKAAYWASQVSENRPVCK 3 0.9325
IPI00382697 FLNB Isoform 3 of Filamin‐B 1 16.17 28 31 37,960,988     35,753,677     33,194,131     35,172,690     34,263,574     42,123,352     34,033,601     1,799,094    7,675,850        3,663,562       3,523,491          3,043,376        5,187,951        6,392,721      4.74 21.47 11.04 10.02 8.88 12.32 18.78
IPI00953109 FLNB Isoform 6 of Filamin‐B 1 16.32 28 31 37,960,988     35,753,677     33,194,131     35,172,690     34,263,574     42,123,352     34,033,601     1,799,094    7,675,850        3,663,562       3,523,491          3,043,376        5,187,951        6,392,721      4.74 21.47 11.04 10.02 8.88 12.32 18.78

AAGSGELGVTMK 2 0.8946
ADIEMPFDPSK 2 0.9987

APLNVQFNSPLPGDAVK 2 0.9998
DAGEGLLAVQITDQEGKPK 3 0.9995

DLDIIDNYDYSHTVK 3 0.9941
EATTDFTVDSRPLTQVGGDHIK 3 0.9997
FNDEHIPESPYLVPVIAPSDDAR 3 0.9702

GEAGVPAEFSIWTR 2 0.9988
GIEPTGNMVK 2 0.9956
IAGPGLGSGVR 2 0.9825
IFAQDGEGQR 2 0.9488

IPYLPITNFNQNWQDGK 2 0.9998
LGSAADFLLDISETDLSSLTASIK 2 0.9998
LGSAADFLLDISETDLSSLTASIK 3 0.9998

LLGWIQNK 2 0.9957
LVSPGSANETSSILVESVTR 2 0.9998
QMQLENVSVALEFLDRESIK 3 0.9997

SGCIVNNLAEFTVDPK 2 0.9998
SPFEVSVDK 2 0.9989
SSFLVDCSK 2 0.9433

VEVGKDQEFTVDTR 3 0.9975
VLFASQEIPASPFR 2 0.9992
VLQSFTVDSSK 2 0.9996

VTASGPGLSSYGVPASLPVDFAIDAR 2 0.9998
VTASGPGLSSYGVPASLPVDFAIDAR 3 0.9897

VTVLFAGQHISK 3 0.9168
VVPCLVTPVTGR 2 0.8567

YADEEIPR 2 0.9996
YGGELVPHFPAR 2 0.9944
YGGELVPHFPAR 3 0.9998

YMIGVTYGGDDIPLSPYR 2 0.9998
IPI00382698 FLNB Isoform 4 of Filamin‐B 1 15.86 24 26 29,989,136     28,371,942     25,838,010     27,382,552     26,392,283     32,321,234     26,772,724     1,349,576    6,328,091        3,285,020       2,558,379          2,109,537        3,259,962        5,008,904      4.5 22.3 12.71 9.34 7.99 10.09 18.71
IPI00382699 FLNB Isoform 5 of Filamin‐B 1 15.89 24 26 29,989,136     28,371,942     25,838,010     27,382,552     26,392,283     32,321,234     26,772,724     1,349,576    6,328,091        3,285,020       2,558,379          2,109,537        3,259,962        5,008,904      4.5 22.3 12.71 9.34 7.99 10.09 18.71

ADIEMPFDPSK 2 0.9987
APLNVQFNSPLPGDAVK 2 0.9998
DAGEGLLAVQITDQEGKPK 3 0.9995

DLDIIDNYDYSHTVK 3 0.9941
EATTDFTVDSRPLTQVGGDHIK 3 0.9997

FADEHVPGSPFTVK 3 0.9256
GIEPTGNMVK 2 0.9956
IAGPGLGSGVR 2 0.9825
IFAQDGEGQR 2 0.9488

IPYLPITNFNQNWQDGK 2 0.9998
LGSAADFLLDISETDLSSLTASIK 2 0.9998
LGSAADFLLDISETDLSSLTASIK 3 0.9998

LIALLEVLSQK 2 0.9998
LLGWIQNK 2 0.9957

SGCIVNNLAEFTVDPK 2 0.9998
SPFEVSVDK 2 0.9989

VEVGKDQEFTVDTR 3 0.9975
VLFASQEIPASPFR 2 0.9992
VLQSFTVDSSK 2 0.9996

VTASGPGLSSYGVPASLPVDFAIDAR 3 0.9897
VTVLFAGQHISK 3 0.9168
VVPCLVTPVTGR 2 0.8567

YADEEIPR 2 0.9996
YGGELVPHFPAR 2 0.9944
YGGELVPHFPAR 3 0.9998

YMIGVTYGGDDIPLSPYR 2 0.9998
IPI00382703 ACP1 Protein‐tyrosine‐phosphatase, isoform 3 1 28.77 2 2 1,792,293        2,153,321        1,737,054        1,747,909        1,964,713        2,467,868        1,688,980        200,047       597,627            254,099           247,667              458,859            426,113           410,267          11.16 27.75 14.63 14.17 23.36 17.27 24.29
IPI00892543 ACP1 Putative uncharacterized protein ACP1 1 24.71 2 2 1,792,293        2,153,321        1,737,054        1,747,909        1,964,713        2,467,868        1,688,980        200,047       597,627            254,099           247,667              458,859            426,113           410,267          11.16 27.75 14.63 14.17 23.36 17.27 24.29
IPI00759646 ACP1 low molecular weight phosphotyrosine protein phosphatase isoform d 1 18.75 2 2 1,792,293        2,153,321        1,737,054        1,747,909        1,964,713        2,467,868        1,688,980        200,047       597,627            254,099           247,667              458,859            426,113           410,267          11.16 27.75 14.63 14.17 23.36 17.27 24.29
IPI00893203 ACP1 9 kDa protein 1 26.25 2 2 1,792,293        2,153,321        1,737,054        1,747,909        1,964,713        2,467,868        1,688,980        200,047       597,627            254,099           247,667              458,859            426,113           410,267          11.16 27.75 14.63 14.17 23.36 17.27 24.29

SPIAEAVFR 2 0.996
SVLFVCLGNICR 2 0.9996

IPI00382746 GALM Ibd1 protein (Fragment) 1 34.8 5 5 8,506,742        8,422,470        8,446,203        7,652,857        8,871,015        11,274,777     8,599,780        759,491       1,686,462        945,830           786,368              724,661            2,488,031        1,725,028      8.93 20.02 11.2 10.28 8.17 22.07 20.06
ASDVVLGFAELEGYLQK 2 0.9998
AVFGELPSGGGTVEK 2 0.9996

FQLQSDLLR 2 0.9973
ISPDGEEGYPGELK 2 0.9981
VDIISWGCTITALEVK 2 0.9964

IPI00382869 FDPS Farnesyl pyrophosphate synthetase like‐4 protein (Fragment) 1 6.32 2 2 3,748,939        3,840,623        3,555,552        3,506,836        3,859,992        5,019,532        3,584,417        404,948       859,642            324,678           185,901              470,631            1,249,721        537,986          10.8 22.38 9.13 5.3 12.19 24.9 15.01
ATPEQYQILK 2 0.9982

QDFVQHFSQIVR 3 0.9989
IPI00382958 MTAP MTAP protein 1 22.73 2 2 4,792,357        5,003,644        4,359,159        4,325,127        4,818,957        5,596,050        4,364,545        216,026       1,191,271        356,312           335,201              911,895            755,322           692,374          4.51 23.81 8.17 7.75 18.92 13.5 15.86
IPI00903024 MTAP 16 kDa protein 1 24.48 2 2 4,792,357        5,003,644        4,359,159        4,325,127        4,818,957        5,596,050        4,364,545        216,026       1,191,271        356,312           335,201              911,895            755,322           692,374          4.51 23.81 8.17 7.75 18.92 13.5 15.86

IGIIGGTGLDDPEILEGR 2 0.9946
YVDTPFGKPSDALILGK 3 0.9996

IPI00383251 SF1 ZFM1 protein, alternatively spliced product 0.911 8.18 1 1 51,986             55,323             37,250             51,665             34,958             69,607             31,049             4,942            17,537              9,490               24,216                4,236                22,759             3,916              9.51 31.7 25.48 46.87 12.12 32.7 12.61
WNQDTMEQK 2 0.9113

IPI00383308 ‐ HCG1648122 0.918 8.7 1 1 3,821,580        3,932,820        3,611,930        4,568,080        4,402,270        4,966,010        4,030,610        585,630       1,296,648        489,870           1,262,097          691,016            645,366           993,298          15.32 32.97 13.56 27.63 15.7 13 24.64
FRQLGALGICGLRPGDGLGGHAHALGLTECDR 3 0.9178

IPI00383900 ‐ Gastric cancer‐related protein GCYS‐20 0.955 2.71 1 1 9,568,040        9,223,750        5,356,270        5,516,790        4,626,420        5,690,030        5,746,380        487,468       3,098,907        575,513           1,161,271          1,355,717        1,006,605        1,635,690      5.09 33.6 10.74 21.05 29.3 17.69 28.46



LVGLLNNYR 2 0.9553
IPI00384051 PSME2 Putative uncharacterized protein PSME2 1 14.06 2 2 3,048,107        2,779,187        2,965,193        2,851,493        2,735,443        2,727,653        3,062,247        165,754       767,537            316,680           226,573              609,174            418,953           571,919          5.44 27.62 10.68 7.95 22.27 15.36 18.68
IPI00746205 PSME2 Proteasome activator complex subunit 2 1 14.64 2 2 3,048,107        2,779,187        2,965,193        2,851,493        2,735,443        2,727,653        3,062,247        165,754       767,537            316,680           226,573              609,174            418,953           571,919          5.44 27.62 10.68 7.95 22.27 15.36 18.68
IPI00943181 PSME2 Putative uncharacterized protein PSME2 1 13.78 2 2 3,048,107        2,779,187        2,965,193        2,851,493        2,735,443        2,727,653        3,062,247        165,754       767,537            316,680           226,573              609,174            418,953           571,919          5.44 27.62 10.68 7.95 22.27 15.36 18.68

IIYLNQLLQEDSLNVADLTSLR 3 0.9923
QNLFQEAEEFLYR 2 0.9996

IPI00384122 DLST;DLSTP1 cDNA FLJ55034, highly similar to Dihydrolipoyllysine‐residue succinyltra 0.993 3.27 1 1 5,596,155        5,936,670        4,953,685        5,347,095        4,986,700        7,003,650        4,700,815        714,418       1,280,521        749,403           761,429              1,437,251        1,365,298        1,018,658      12.77 21.57 15.13 14.24 28.82 19.49 21.67
IPI00420108 DLST;DLSTP1 Dihydrolipoyllysine‐residue succinyltransferase component of 2‐oxoglu 0.993 2.65 1 1 5,596,155        5,936,670        4,953,685        5,347,095        4,986,700        7,003,650        4,700,815        714,418       1,280,521        749,403           761,429              1,437,251        1,365,298        1,018,658      12.77 21.57 15.13 14.24 28.82 19.49 21.67

NVEAMNFADIER 2 0.9928
IPI00384202 JMJD1C Isoform 1 of Probable JmjC domain‐containing histone demethylation p 0.926 1.06 1 1 1,704,170        1,582,877        1,758,880        1,906,663        1,504,383        1,623,490        1,633,463        594,285       320,396            419,777           378,304              257,067            305,248           305,709          34.87 20.24 23.87 19.84 17.09 18.8 18.72
IPI00641392 JMJD1C probable JmjC domain‐containing histone demethylation protein 2C iso 0.926 1.17 1 1 1,704,170        1,582,877        1,758,880        1,906,663        1,504,383        1,623,490        1,633,463        594,285       320,396            419,777           378,304              257,067            305,248           305,709          34.87 20.24 23.87 19.84 17.09 18.8 18.72
IPI00847837 JMJD1C Protein 0.926 2.82 1 1 1,704,170        1,582,877        1,758,880        1,906,663        1,504,383        1,623,490        1,633,463        594,285       320,396            419,777           378,304              257,067            305,248           305,709          34.87 20.24 23.87 19.84 17.09 18.8 18.72

LRVGSTDAGIAFAPVYSMGAPSSKSGR 3 0.9263
IPI00384217 ‐ Envelope glycoprotein 0.956 1.61 1 1 6,591,810        5,639,620        8,165,030        6,645,100        6,545,830        7,304,250        7,418,210        774,071       1,151,321        1,006,648       743,957              1,066,995        1,409,897        1,391,610      11.74 20.41 12.33 11.2 16.3 19.3 18.76

WAGSCVIGTIK 2 0.9562
IPI00384280 PCYOX1 Prenylcysteine oxidase 1 0.994 5.74 2 2 5,842,642        6,892,498        6,023,402        6,692,644        6,146,048        7,993,142        6,077,926        1,512,556    2,345,528        471,916           1,324,694          1,001,439        1,203,587        1,292,655      25.89 34.03 7.83 19.79 16.29 15.06 21.27

WNGHTDMIDQDGLYEK 3 0.9639
YQSHDYAFSSVEK 3 0.9944

IPI00384420 PSMD2 P67 1 1.52 1 1 1,044,203        1,025,457        950,582           1,003,043        1,054,370        1,052,110        937,230           100,654       186,117            109,733           75,707                114,805            83,276             146,514          9.64 18.15 11.54 7.55 10.89 7.92 15.63
IPI00793022 PSMD2 22 kDa protein 1 4.5 1 1 1,044,203        1,025,457        950,582           1,003,043        1,054,370        1,052,110        937,230           100,654       186,117            109,733           75,707                114,805            83,276             146,514          9.64 18.15 11.54 7.55 10.89 7.92 15.63
IPI00925437 PSMD2 Protein 1 4.43 1 1 1,044,203        1,025,457        950,582           1,003,043        1,054,370        1,052,110        937,230           100,654       186,117            109,733           75,707                114,805            83,276             146,514          9.64 18.15 11.54 7.55 10.89 7.92 15.63

LNILDTLSK 2 0.8417
IPI00384689 PDXDC1 Isoform 1 of Pyridoxal‐dependent decarboxylase domain‐containing pro 0.994 4.82 2 2 1,038,735        1,002,345        1,059,765        1,065,400        950,061           1,155,240        1,005,436        130,310       253,650            208,218           169,964              175,979            191,839           230,122          12.55 25.31 19.65 15.95 18.52 16.61 22.89
IPI00645809 PDXDC1 cDNA FLJ53168 0.994 4.99 2 2 1,038,735        1,002,345        1,059,765        1,065,400        950,061           1,155,240        1,005,436        130,310       253,650            208,218           169,964              175,979            191,839           230,122          12.55 25.31 19.65 15.95 18.52 16.61 22.89
IPI00893057 PDXDC1 cDNA FLJ59515 0.994 4.92 2 2 1,038,735        1,002,345        1,059,765        1,065,400        950,061           1,155,240        1,005,436        130,310       253,650            208,218           169,964              175,979            191,839           230,122          12.55 25.31 19.65 15.95 18.52 16.61 22.89
IPI00908545 PDXDC1 cDNA FLJ59412 0.994 5.45 2 2 1,038,735        1,002,345        1,059,765        1,065,400        950,061           1,155,240        1,005,436        130,310       253,650            208,218           169,964              175,979            191,839           230,122          12.55 25.31 19.65 15.95 18.52 16.61 22.89

ALPLWLSLQYLGLDGFVER 2 0.9936
TFNLTAGSLESTEPIYVYK 2 0.9313

IPI00384697 ALB Isoform 2 of Serum albumin 1 5.28 2 3 3,402,393        3,431,830        2,295,194        2,735,308        2,587,462        2,902,910        2,738,187        778,734       772,889            506,033           418,339              505,556            260,220           488,461          22.89 22.52 22.05 15.29 19.54 8.96 17.84
IPI00878517 ALB Putative uncharacterized protein ALB 1 4.45 2 3 3,402,393        3,431,830        2,295,194        2,735,308        2,587,462        2,902,910        2,738,187        778,734       772,889            506,033           418,339              505,556            260,220           488,461          22.89 22.52 22.05 15.29 19.54 8.96 17.84
IPI00953582 ALB Putative uncharacterized protein ALB 1 5.28 2 3 3,402,393        3,431,830        2,295,194        2,735,308        2,587,462        2,902,910        2,738,187        778,734       772,889            506,033           418,339              505,556            260,220           488,461          22.89 22.52 22.05 15.29 19.54 8.96 17.84
IPI00965074 ALB Putative uncharacterized protein ALB 1 4.79 2 3 3,402,393        3,431,830        2,295,194        2,735,308        2,587,462        2,902,910        2,738,187        778,734       772,889            506,033           418,339              505,556            260,220           488,461          22.89 22.52 22.05 15.29 19.54 8.96 17.84

KVPQVSTPTLVEVSR 2 0.9998
KVPQVSTPTLVEVSR 3 0.9998

LVTDLTK 2 0.993
IPI00384863 ‐ HDCMB21P 1 23.68 2 3 8,322,310        8,130,654        8,285,138        8,070,170        8,665,126        10,461,276     8,261,074        1,202,919    1,735,467        1,019,927       929,158              1,074,172        952,980           1,304,560      14.45 21.34 12.31 11.51 12.4 9.11 15.79
IPI00910288 TPT1 cDNA FLJ57742 1 17.65 2 3 8,322,310        8,130,654        8,285,138        8,070,170        8,665,126        10,461,276     8,261,074        1,202,919    1,735,467        1,019,927       929,158              1,074,172        952,980           1,304,560      14.45 21.34 12.31 11.51 12.4 9.11 15.79
IPI00908553 TPT1 cDNA FLJ57738, highly similar to Translationally‐controlled tumor prote 1 19.01 2 3 8,322,310        8,130,654        8,285,138        8,070,170        8,665,126        10,461,276     8,261,074        1,202,919    1,735,467        1,019,927       929,158              1,074,172        952,980           1,304,560      14.45 21.34 12.31 11.51 12.4 9.11 15.79

DLISHDEMFSDIYK 2 0.9997
DLISHDEMFSDIYK 3 0.9997
EIADGLCLEVEGK 2 0.9199

IPI00384973 VCL Isoform 3 of Vinculin 1 10.36 1 1 224,698           259,189           207,695           207,918           257,978           222,304           213,804           61,500         76,267              20,293             35,676                72,766              38,832             60,341            27.37 29.43 9.77 17.16 28.21 17.47 28.22
GILEYLTVAEVVETMEDLVTYTK 3 0.9998

IPI00385121 BID Isoform 3 of BH3‐interacting domain death agonist 0.965 20.44 1 1 830,323           884,115           859,075           895,058           895,845           966,140           840,305           51,557         229,990            92,181             161,528              115,026            82,652             110,392          6.21 26.01 10.73 18.05 12.84 8.55 13.14
IPI00413587 BID Isoform 1 of BH3‐interacting domain death agonist 0.965 14.36 1 1 830,323           884,115           859,075           895,058           895,845           966,140           840,305           51,557         229,990            92,181             161,528              115,026            82,652             110,392          6.21 26.01 10.73 18.05 12.84 8.55 13.14
IPI00420084 BID Isoform 2 of BH3‐interacting domain death agonist 0.965 11.62 1 1 830,323           884,115           859,075           895,058           895,845           966,140           840,305           51,557         229,990            92,181             161,528              115,026            82,652             110,392          6.21 26.01 10.73 18.05 12.84 8.55 13.14
IPI00896390 BID BID isoform Si6 0.965 22.95 1 1 830,323           884,115           859,075           895,058           895,845           966,140           840,305           51,557         229,990            92,181             161,528              115,026            82,652             110,392          6.21 26.01 10.73 18.05 12.84 8.55 13.14

ELDALGHELPVLAPQWEGYDELQTDGNR 3 0.9653
IPI00386083 NT5C Isoform 2 of 5'(3')‐deoxyribonucleotidase, cytosolic type 0.999 15.38 1 1 1,610,570        1,273,303        1,299,350        1,190,095        1,170,383        1,147,915        1,219,963        175,141       209,185            301,901           324,121              91,583              182,284           90,409            10.87 16.43 23.23 27.23 7.83 15.88 7.41
IPI00795829 NT5C 9 kDa protein 0.999 22.22 1 1 1,610,570        1,273,303        1,299,350        1,190,095        1,170,383        1,147,915        1,219,963        175,141       209,185            301,901           324,121              91,583              182,284           90,409            10.87 16.43 23.23 27.23 7.83 15.88 7.41

VLVDMDGVLADFEAGLLR 2 0.9996
IPI00386314 CNDP2 FLJ00064 protein (Fragment) 1 3.62 1 1 1,000,135        1,053,793        832,578           1,130,068        853,820           1,123,910        907,163           218,358       305,559            180,727           407,641              86,839              143,971           259,732          21.83 29 21.71 36.07 10.17 12.81 28.63

TGQEIPVNVR 2 0.9968
IPI00554811 ARPC4;TTLL3 Actin‐related protein 2/3 complex subunit 4 0.931 6.55 1 1 739,240           858,231           826,243           717,489           791,073           880,316           730,087           120,900       144,014            180,277           209,261              182,948            215,399           113,150          16.35 16.78 21.82 29.17 23.13 24.47 15.5
IPI00925334 ARPC4;TTLL3 21 kDa protein 0.931 6.08 1 1 739,240           858,231           826,243           717,489           791,073           880,316           730,087           120,900       144,014            180,277           209,261              182,948            215,399           113,150          16.35 16.78 21.82 29.17 23.13 24.47 15.5
IPI00386354 ARPC4 cDNA FLJ14048 fis, clone HEMBA1006650, weakly similar to ARP2/3 CO 0.931 7.05 1 1 739,240           858,231           826,243           717,489           791,073           880,316           730,087           120,900       144,014            180,277           209,261              182,948            215,399           113,150          16.35 16.78 21.82 29.17 23.13 24.47 15.5
IPI00925052 TTLL3;ARPC4 Putative uncharacterized protein ARPC4 0.931 5.88 1 1 739,240           858,231           826,243           717,489           791,073           880,316           730,087           120,900       144,014            180,277           209,261              182,948            215,399           113,150          16.35 16.78 21.82 29.17 23.13 24.47 15.5
IPI00926232 TTLL3;ARPC4 13 kDa protein 0.931 9.73 1 1 739,240           858,231           826,243           717,489           791,073           880,316           730,087           120,900       144,014            180,277           209,261              182,948            215,399           113,150          16.35 16.78 21.82 29.17 23.13 24.47 15.5
IPI00790262 TTLL3 Similar to Actin‐related protein 2/3 complex subunit 4 0.931 1.76 1 1 739,240           858,231           826,243           717,489           791,073           880,316           730,087           120,900       144,014            180,277           209,261              182,948            215,399           113,150          16.35 16.78 21.82 29.17 23.13 24.47 15.5
IPI00926054 TTLL3 Protein 0.931 6.59 1 1 739,240           858,231           826,243           717,489           791,073           880,316           730,087           120,900       144,014            180,277           209,261              182,948            215,399           113,150          16.35 16.78 21.82 29.17 23.13 24.47 15.5

VLIEGSINSVR 2 0.9315
IPI00386533 EIF4G1 eukaryotic translation initiation factor 4 gamma 1 isoform 4 0.986 1.78 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97
IPI00479262 EIF4G1 eukaryotic translation initiation factor 4 gamma 1 isoform 1 0.986 1.56 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97
IPI00552639 EIF4G1 Isoform A of Eukaryotic translation initiation factor 4 gamma 1 0.986 1.56 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97
IPI00759560 EIF4G1 Isoform C of Eukaryotic translation initiation factor 4 gamma 1 0.986 1.65 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97
IPI00798400 EIF4G1 Isoform D of Eukaryotic translation initiation factor 4 gamma 1 0.986 1.74 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97
IPI00924828 EIF4G1 172 kDa protein 0.986 1.6 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97
IPI00927510 EIF4G1 cDNA FLJ56483, highly similar to Eukaryotic translation initiation factor 0.986 1.65 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97
IPI00927765 EIF4G1 159 kDa protein 0.986 1.74 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97
IPI00955980 EIF4G1 Isoform B of Eukaryotic translation initiation factor 4 gamma 1 0.986 1.6 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97
IPI00956559 EIF4G1 EIF4G1 protein 0.986 1.56 2 2 578,757           648,751           545,691           548,493           501,759           562,494           593,303           115,910       171,172            42,562             121,930              31,615              46,765             112,544          20.03 26.38 7.8 22.23 6.3 8.31 18.97

AASLLLEILGLLCK 2 0.9861
EAVGDLLDAFK 2 0.832

IPI00386621ALM2;CALM3;CALMCALM3 protein 1 32.43 4 5 10,335,706     10,759,565     10,348,423     10,059,381     11,830,979     13,780,765     11,218,290     584,371       2,854,911        636,792           1,219,523          1,302,461        2,193,756        2,431,751      5.65 26.53 6.15 12.12 11.01 15.92 21.68
DTDSEEEIREAFR 3 0.9458

EAFSLFDKDGDGTITTK 2 0.9998
MKDTDSEEEIREAFR 3 0.9955
VFDKDGNGYISAAELR 2 0.9998
VFDKDGNGYISAAELR 3 0.9997

IPI00386755 ERO1L ERO1‐like protein alpha 1 48.5 16 17 58,618,633     62,832,362     55,752,192     53,348,921     56,461,908     75,800,160     54,710,016     5,412,640    15,522,061      3,703,935       4,541,834          6,206,566        17,735,986      8,150,103      9.23 24.7 6.64 8.51 10.99 23.4 14.9
AVLQWTK 2 0.8425

FDGILTEGEGPRR 3 0.9915
HDDSSDNFCEADDIQSPEAEYVDLLLNPER 3 0.9998

IMDCVGCFK 2 0.9955
IQDEENKMLLLEILHEIK 3 0.9997
IWNVIYEENCFKPQTIK 3 0.9997
LGAVDESLSEETQK 2 0.9998

LIANMPESGPSYEFHLTR 3 0.9998
LLESDYFR 2 0.9996

LQTQGLGTALK 2 0.9996
MLLLEILHEIK 2 0.9995
MLLLEILHEIK 3 0.9997
QEIVSLFNAFGR 2 0.9985

RPCPFWNDISQCGR 3 0.9998
RPLNPLASGQGTSEENTFYSWLEGLCVEK 3 0.9998

SFPLHFDENSFFAGDKK 3 0.9874
YLLQETWLEK 2 0.9757

IPI00386803 LASP1 Isoform 2 of LIM and SH3 domain protein 1 1 10.84 4 4 4,835,293        4,891,977        4,565,605        5,077,360        4,518,943        5,498,403        4,551,979        322,116       1,087,668        543,711           473,853              460,875            190,371           860,077          6.66 22.23 11.91 9.33 10.2 3.46 18.89
IPI00952738 LASP1 Putative uncharacterized protein LASP1 1 11.01 4 4 4,835,293        4,891,977        4,565,605        5,077,360        4,518,943        5,498,403        4,551,979        322,116       1,087,668        543,711           473,853              460,875            190,371           860,077          6.66 22.23 11.91 9.33 10.2 3.46 18.89
IPI00883946 LASP1 Putative uncharacterized protein LASP1 1 21.08 4 4 4,835,293        4,891,977        4,565,605        5,077,360        4,518,943        5,498,403        4,551,979        322,116       1,087,668        543,711           473,853              460,875            190,371           860,077          6.66 22.23 11.91 9.33 10.2 3.46 18.89

GFSVVADTPELQR 2 0.9998
GKGFSVVADTPELQR 3 0.9967

MTLNMK 1 0.9279
QSFTMVADTPENLR 2 0.9998



IPI00387084 RPS21 Ribosomal protein S21, isoform CRA_e 1 20 1 1 3,375,825        4,325,715        3,413,265        3,730,845        3,899,905        4,252,095        3,804,095        144,116       1,285,768        637,130           674,187              701,374            189,319           1,266,274      4.27 29.72 18.67 18.07 17.98 4.45 33.29
DHASIQMNVAEVDKVTGR 3 0.9998

IPI00395627 CACYBP Isoform 1 of Calcyclin‐binding protein 1 18.86 3 3 9,749,393        9,112,127        8,013,187        9,329,963        8,556,703        9,358,840        8,672,693        1,332,518    1,523,957        1,002,780       891,020              1,131,895        1,338,896        1,919,374      13.67 16.72 12.51 9.55 13.23 14.31 22.13
IPI00552308 CACYBP cDNA FLJ36106 fis, clone TESTI2021531, highly similar to Calcyclin‐bind 1 21.39 3 3 9,749,393        9,112,127        8,013,187        9,329,963        8,556,703        9,358,840        8,672,693        1,332,518    1,523,957        1,002,780       891,020              1,131,895        1,338,896        1,919,374      13.67 16.72 12.51 9.55 13.23 14.31 22.13
IPI00940004 CACYBP 23 kDa protein 1 21.5 3 3 9,749,393        9,112,127        8,013,187        9,329,963        8,556,703        9,358,840        8,672,693        1,332,518    1,523,957        1,002,780       891,020              1,131,895        1,338,896        1,919,374      13.67 16.72 12.51 9.55 13.23 14.31 22.13

ISNYGWDQSDKFVK 3 0.9885
SYSMIVNNLLKPISVEGSSK 3 0.999

WDYLTQVEK 2 0.9586
IPI00395676 UGP2 Isoform 2 of UTP‐‐glucose‐1‐phosphate uridylyltransferase 1 31.19 10 12 18,363,029     17,813,187     17,223,458     19,047,807     18,781,238     21,823,217     16,845,556     1,796,165    3,993,573        1,365,647       2,983,180          2,370,846        2,858,497        2,996,611      9.78 22.42 7.93 15.66 12.62 13.1 17.79

GLPDNISSVLNK 2 0.9997
INKESLLPVAK 2 0.997
INKESLLPVAK 3 0.9808

LGSSFTKVQDYLRR 3 0.913
LNGGLGTSMGCK 2 0.9972

LVEIAQVPK 2 0.9998
NENTFLDLTVQQIEHLNK 2 0.9987
NENTFLDLTVQQIEHLNK 3 0.9998

SFENSLGINVPR 2 0.999
TLDGGLNVIQLETAVGAAIK 2 0.9998

TTSDLLLVMSNLYSLNAGSLTMSEK 3 0.9769
TYNTDVPLVLMNSFNTDEDTKK 3 0.9997

IPI00395694 TNPO3 Isoform 2 of Transportin‐3 0.995 2.71 1 1 340,693           220,167           320,620           336,045           250,517           256,898           244,053           44,681         11,617              72,293             40,323                16,155              56,081             26,024            13.11 5.28 22.55 12 6.45 21.83 10.66
IPI00455125 TNPO3 Putative uncharacterized protein TNPO3 0.995 2.61 1 1 340,693           220,167           320,620           336,045           250,517           256,898           244,053           44,681         11,617              72,293             40,323                16,155              56,081             26,024            13.11 5.28 22.55 12 6.45 21.83 10.66
IPI00455127 TNPO3 Isoform 3 of Transportin‐3 0.995 2.75 1 1 340,693           220,167           320,620           336,045           250,517           256,898           244,053           44,681         11,617              72,293             40,323                16,155              56,081             26,024            13.11 5.28 22.55 12 6.45 21.83 10.66
IPI00872398 TNPO3 Putative uncharacterized protein TNPO3 0.995 2.59 1 1 340,693           220,167           320,620           336,045           250,517           256,898           244,053           44,681         11,617              72,293             40,323                16,155              56,081             26,024            13.11 5.28 22.55 12 6.45 21.83 10.66
IPI00944945 TNPO3 Putative uncharacterized protein TNPO3 0.995 2.91 1 1 340,693           220,167           320,620           336,045           250,517           256,898           244,053           44,681         11,617              72,293             40,323                16,155              56,081             26,024            13.11 5.28 22.55 12 6.45 21.83 10.66
IPI00946283 TNPO3 cDNA FLJ10401 fis, clone NT2RM4000421, highly similar to Transportin 0.995 2.92 1 1 340,693           220,167           320,620           336,045           250,517           256,898           244,053           44,681         11,617              72,293             40,323                16,155              56,081             26,024            13.11 5.28 22.55 12 6.45 21.83 10.66

YSNDVTSLPFLLEILTVLPEEVHSR 3 0.9947
IPI00395772 MYH9 Isoform 2 of Myosin‐9 1 18.52 19 21 76,785,900     78,260,799     77,858,127     78,412,405     80,396,026     89,905,246     77,124,701     3,569,025    15,051,471      7,642,872       9,471,058          11,902,805      5,765,313        12,722,180    4.65 19.23 9.82 12.08 14.81 6.41 16.5

AGVLAHLEEER 2 0.9965
ALEEAMEQKAELER 2 0.9991
ALEQQVEEMK 2 0.9964

ALEQQVEEMKTQLEELEDELQATEDAK 3 0.9989
ASITALEAK 2 0.8325

ELEDATETADAMNR 2 0.9998
EMEAELEDER 2 0.8693

IAQLEEQLDNETKER 3 0.9997
IIGLDQVAGMSETALPGAFK 2 0.9998
KANLQIDQINTDLNLER 3 0.9997

KFDQLLAEEK 2 0.9985
LEEELDDLLVDLDHQR 2 0.9994
LEEELDDLLVDLDHQR 3 0.9997

LEVNLQAMK 2 0.9919
MQQNIQELEEQLEEEESAR 3 0.9998
QLLQANPILEAFGNAK 2 0.9998

RGDLPFVVPR 2 0.9997
VISGVLQLGNIVFK 2 0.9998
VSHLLGINVTDFTR 2 0.9989
VSHLLGINVTDFTR 3 0.9997

YEILTPNSIPK 2 0.9968
IPI00395835 C6orf108 deoxyribonucleoside 5'‐monophosphate N‐glycosidase isoform 2 1 11.49 1 1 2,130,383        2,443,880        2,335,587        2,190,387        2,296,547        2,636,667        2,284,680        137,954       562,924            314,238           293,352              321,773            247,281           459,730          6.48 23.03 13.45 13.39 14.01 9.38 20.12

FGTVLTEHVAAAELGAR 3 0.9997
IPI00927543 ‐ 16 kDa protein 0.976 6.67 1 1 620,690           590,318           847,497           750,985           741,600           734,842           655,928           64,741         138,477            72,544             135,616              111,044            252,606           74,004            10.43 23.46 8.56 18.06 14.97 34.38 11.28
IPI00395998 RPL32 60S ribosomal protein L32 0.976 6.67 1 1 620,690           590,318           847,497           750,985           741,600           734,842           655,928           64,741         138,477            72,544             135,616              111,044            252,606           74,004            10.43 23.46 8.56 18.06 14.97 34.38 11.28
IPI00794734 RPL32 13 kDa protein 0.976 8.26 1 1 620,690           590,318           847,497           750,985           741,600           734,842           655,928           64,741         138,477            72,544             135,616              111,044            252,606           74,004            10.43 23.46 8.56 18.06 14.97 34.38 11.28
IPI00927458 RPL32 Putative uncharacterized protein RPL32 0.976 6.77 1 1 620,690           590,318           847,497           750,985           741,600           734,842           655,928           64,741         138,477            72,544             135,616              111,044            252,606           74,004            10.43 23.46 8.56 18.06 14.97 34.38 11.28
IPI00927658 RPL32 Putative uncharacterized protein RPL32 0.976 5.88 1 1 620,690           590,318           847,497           750,985           741,600           734,842           655,928           64,741         138,477            72,544             135,616              111,044            252,606           74,004            10.43 23.46 8.56 18.06 14.97 34.38 11.28
IPI00927895 RPL32 11 kDa protein 0.976 9.68 1 1 620,690           590,318           847,497           750,985           741,600           734,842           655,928           64,741         138,477            72,544             135,616              111,044            252,606           74,004            10.43 23.46 8.56 18.06 14.97 34.38 11.28

HMLPSGFRK 3 0.976
IPI00396138 PBLD 28 kDa protein 1 16.08 3 3 8,143,945        8,657,989        7,284,529        6,967,336        7,679,143        10,128,288     8,114,430        982,851       2,137,372        1,439,291       967,587              796,889            1,582,402        1,658,924      12.07 24.69 19.76 13.89 10.38 15.62 20.44

EMNLSETAFIR 2 0.9996
NMNSTLTFVTLSGELR 2 0.862
VNTENLLQVENTGK 2 0.9998

IPI00396370 EIF3B Isoform 1 of Eukaryotic translation initiation factor 3 subunit B 1 9.83 5 5 30,329,867     30,666,115     32,228,988     33,019,585     31,354,485     38,309,475     26,770,738     4,586,144    9,821,796        3,591,455       2,692,657          4,982,752        10,610,206      4,037,442      15.12 32.03 11.14 8.15 15.89 27.7 15.08
IPI00719752 EIF3B Isoform 2 of Eukaryotic translation initiation factor 3 subunit B 1 9.16 5 5 30,329,867     30,666,115     32,228,988     33,019,585     31,354,485     38,309,475     26,770,738     4,586,144    9,821,796        3,591,455       2,692,657          4,982,752        10,610,206      4,037,442      15.12 32.03 11.14 8.15 15.89 27.7 15.08

FAVLHGEAPR 2 0.8801
GTQGVVTNFEIFR 2 0.9164

MTLDTLSIYETPSMGLLDKK 3 0.9996
VTLMQLPTR 2 0.9981

YLVTFSPLMDTQDDPQAIIIWDILTGHK 3 0.9997
IPI00396378 HNRNPA2B1 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 1 46.74 15 19 69,667,570     66,104,818     59,279,808     64,655,462     60,971,062     75,222,990     59,424,248     1,727,786    13,533,363      5,685,145       6,179,406          6,540,654        4,814,811        11,059,126    2.48 20.47 9.59 9.56 10.73 6.4 18.61
IPI00916517 HNRNPA2B1 Putative uncharacterized protein HNRNPA2B1 1 52.05 15 19 69,667,570     66,104,818     59,279,808     64,655,462     60,971,062     75,222,990     59,424,248     1,727,786    13,533,363      5,685,145       6,179,406          6,540,654        4,814,811        11,059,126    2.48 20.47 9.59 9.56 10.73 6.4 18.61

DYFEEYGKIDTIEIITDR 3 0.9997
GFGFVTFDDHDPVDK 2 0.9998
GFGFVTFDDHDPVDK 3 0.9997

GFGFVTFDDHDPVDKIVLQK 2 0.9998
GFGFVTFDDHDPVDKIVLQK 3 0.9998

GGGGNFGPGPGSNFR 2 0.9998
GGNFGFGDSR 2 0.9993

KLFIGGLSFETTEESLR 3 0.9996
LFIGGLSFETTEESLR 2 0.9998

LFIGGLSFETTEESLRNYYEQWGK 3 0.9978
LTDCVVMR 2 0.9983

LTDCVVMRDPASK 2 0.9997
LTDCVVMRDPASK 3 0.979
LTDCVVMRDPASKR 3 0.9902

NMGGPYGGGNYGPGGSGGSGGYGGR 2 0.9998
NMGGPYGGGNYGPGGSGGSGGYGGR 3 0.9998

NYYEQWGK 2 0.9994
SRGFGFVTFSSMAEVDAAMAARPHSIDGR 3 0.9985

TLETVPLER 2 0.9981
IPI00396593 PDLIM2 Isoform 1 of PDZ and LIM domain protein 2 0.991 5.97 2 2 8,642,020        9,705,995        6,925,830        8,733,651        7,852,466        9,703,454        6,167,403        1,782,976    2,342,116        1,241,902       429,865              1,088,468        1,262,543        1,460,878      20.63 24.13 17.93 4.92 13.86 13.01 23.69

LLQEALEAEER 2 0.9909
YSAPATLSSR 2 0.9693

IPI00397519 CLINT1 Isoform 2 of Clathrin interactor 1 0.998 2.88 1 1 939,830           928,090           914,713           822,323           888,963           917,087           909,550           70,061         167,762            264,296           264,887              116,441            108,083           226,040          7.45 18.08 28.89 32.21 13.1 11.79 24.85
IPI00939839 CLINT1 68 kDa protein 0.998 2.88 1 1 939,830           928,090           914,713           822,323           888,963           917,087           909,550           70,061         167,762            264,296           264,887              116,441            108,083           226,040          7.45 18.08 28.89 32.21 13.1 11.79 24.85

ATFMYEQFPELMNMLWSR 2 0.9984
IPI00397526 MYH10 Isoform 1 of Myosin‐10 0.913 2.38 2 2 3,014,513        3,349,780        2,779,567        2,796,810        3,277,057        4,257,633        2,900,507        208,814       987,230            366,091           722,779              509,444            828,493           576,976          6.93 29.47 13.17 25.84 15.55 19.46 19.89
IPI00479307 MYH10 Isoform 2 of Myosin‐10 0.913 2.36 2 2 3,014,513        3,349,780        2,779,567        2,796,810        3,277,057        4,257,633        2,900,507        208,814       987,230            366,091           722,779              509,444            828,493           576,976          6.93 29.47 13.17 25.84 15.55 19.46 19.89
IPI00790503 MYH10 Isoform 3 of Myosin‐10 0.913 2.35 2 2 3,014,513        3,349,780        2,779,567        2,796,810        3,277,057        4,257,633        2,900,507        208,814       987,230            366,091           722,779              509,444            828,493           576,976          6.93 29.47 13.17 25.84 15.55 19.46 19.89

NILAEQLQAETELFAEAEEMR 2 0.907
TTLQVDTLNAELAAERSAAQKSDNAR 3 0.9128

IPI00397609 ‐ 18 kDa protein 1 5.26 1 1 1,985,670        1,727,900        2,438,280        2,075,337        2,225,867        2,325,903        2,216,923        338,552       356,982            495,869           262,433              218,110            368,046           424,746          17.05 20.66 20.34 12.65 9.8 15.82 19.16
IPI00790711 ‐ 17 kDa protein 1 5.59 1 1 1,985,670        1,727,900        2,438,280        2,075,337        2,225,867        2,325,903        2,216,923        338,552       356,982            495,869           262,433              218,110            368,046           424,746          17.05 20.66 20.34 12.65 9.8 15.82 19.16



IPDWFLNR 2 0.9996
IPI00397713 ‐ 16 kDa protein 1 18.44 2 2 6,006,890        5,760,840        4,359,325        4,881,650        4,583,515        6,159,955        4,825,148        1,481,875    1,539,499        599,200           834,056              554,431            742,250           1,282,110      24.67 26.72 13.75 17.09 12.1 12.05 26.57
IPI00879165 ‐ Protein 1 19.4 2 2 6,006,890        5,760,840        4,359,325        4,881,650        4,583,515        6,159,955        4,825,148        1,481,875    1,539,499        599,200           834,056              554,431            742,250           1,282,110      24.67 26.72 13.75 17.09 12.1 12.05 26.57

HGVVPLATYMR 2 0.9994
VYNVTQHAVGIVVNK 3 0.9997

IPI00397809 KIF21B Kinesin‐like protein KIF21B variant 0.986 1.32 1 1 773,885           685,640           665,736           613,328           723,474           776,924           743,174           75,111         252,412            144,992           164,015              173,489            151,699           301,555          9.71 36.81 21.78 26.74 23.98 19.53 40.58
IPI00967356 KIF21B Isoform 1 of Kinesin‐like protein KIF21B 0.986 1.34 1 1 773,885           685,640           665,736           613,328           723,474           776,924           743,174           75,111         252,412            144,992           164,015              173,489            151,699           301,555          9.71 36.81 21.78 26.74 23.98 19.53 40.58

TYTMGTGFDMATSEEEQGIIPR 2 0.986
IPI00398002 PLEC Isoform 3 of Plectin 1 11.25 38 38 33,281,481     33,279,837     31,466,919     30,977,429     32,486,737     39,534,914     31,142,382     2,280,356    7,249,069        2,939,366       2,711,990          3,954,015        4,102,446        5,252,415      6.85 21.78 9.34 8.75 12.17 10.38 16.87

AGTLSITEFADMLSGNAGGFR 2 0.9997
AGVAAPATQVAQVTLQSVQR 3 0.9829

APVPASELLASGVLSR 2 0.9998
AQLEPVASPAK 2 0.9988
AQLMADFQAGR 2 0.946
AQVEQELTTLR 2 0.9727
EGLTSIEEVTK 2 0.993
ELIPTEEALR 3 0.9012

ELVLLLLQWMR 2 0.9992
EQELQQTLQQEQSVLDQLRGEAEAAR 3 0.8144

FLEVQYLTGGLIEPDTPGR 3 0.9296
FLEVQYLTGGLIEPDTPGRVPLDEALQR 3 0.9998

GANVIAGVWLEEAGQK 2 0.994
GFFDPNTEENLTYLQLMER 2 0.9998
GIYQSLEGAVQAGQLK 2 0.9995

GLFDEEMNEILTDPSDDTK 2 0.9997
GTQGAEEVLR 2 0.9563
IIITVVEEQEQK 2 0.9945
ISYKDALDR 2 0.9724
LAAEQELIR 2 0.9306

LLEAQIATGGVIDPVHSHR 3 0.9998
LLLEAQAATGFLLDPVKGER 3 0.9985

LTAEDLFEAR 2 0.9997
MQEEVVRREEAAVDAQQQK 3 0.9876

MVEGYQGLR 2 0.9863
NLVDNITGQR 2 0.9869
QLLEEELAR 2 0.9386

QLLSPGTALILLEAQAASGFLLDPVR 3 0.9998
QLQLAQEAAQKR 3 0.9857
QVQVALETAQR 2 0.998
SIQEELQQLR 2 0.9977
SLVPAAELLESR 2 0.8729
SMVEEGTGLR 2 0.9976
SQVEEELFSVR 2 0.9759
VIDRELYQQLQR 3 0.9994
VPLDVACAR 2 0.9784
VPVDVAYR 2 0.9992

WQAVLAQTDVR 2 0.9988
IPI00398057 ‐ 24 kDa protein 1 18.69 2 2 3,557,637        3,803,722        3,631,933        3,880,035        3,978,439        5,403,316        4,041,633        421,251       1,150,098        550,650           783,022              1,081,659        1,578,774        876,014          11.84 30.24 15.16 20.18 27.19 29.22 21.67

FNADEFEDMVAEK 2 0.9742
VDEFPLCGHMVSDEYEQLSSEALEAAR 3 0.9995

IPI00398798 H2AFV histone H2A.V isoform 3 1 28.43 1 1 101,246           82,515             165,349           138,443           157,122           116,954           140,398           24,860         34,243              25,261             21,888                12,549              35,739             23,429            24.55 41.5 15.28 15.81 7.99 30.56 16.69
VGATAAVYSAAILEYLTAEVLELAGNASK 2 0.9998

IPI00398922 1R14B;LOC100293Protein phosphatase 1 regulatory subunit 14B 0.984 6.53 1 1 1,299,206        1,433,281        1,123,617        2,049,853        1,208,160        1,429,975        1,150,908        279,761       298,618            292,163           561,038              185,230            306,525           275,130          21.53 20.83 26 27.37 15.33 21.44 23.91
LNLEEWILEQLTR 2 0.9937

IPI00399212 LOC389842 similar to RAN binding protein 1 1 28.86 5 5 9,761,365        9,906,749        8,677,495        8,935,457        9,020,132        11,133,221     8,799,784        292,715       2,132,914        777,741           785,420              986,214            861,926           1,910,832      3 21.53 8.96 8.79 10.93 7.74 21.71
AWVWNTHADFADECPKPELLAIR 3 0.9998

FASENDLPEWK 2 0.9997
FASENDLPEWKER 3 0.9957
TLEEDEEELFK 2 0.9997
VAEKLEALSVK 3 0.9139

IPI00399296 ACCSL 1‐aminocyclopropane‐1‐carboxylate synthase‐like protein 2 0.974 3.35 1 1 25,935,000     23,229,800     23,388,200     21,906,400     21,222,100     31,232,400     21,729,300     3,685,880    5,984,879        3,526,779       1,653,681          2,493,971        5,693,217        4,554,930      14.21 25.76 15.08 7.55 11.75 18.23 20.96
YHKDKNTLGFINLGTSENK 3 0.9742

IPI00399318 COPE coatomer subunit epsilon isoform b 1 23.74 3 4 6,863,540        6,531,334        6,530,190        6,624,718        6,250,295        7,120,165        6,136,619        758,387       1,275,475        710,520           727,669              822,715            449,716           943,184          11.05 19.53 10.88 10.98 13.16 6.32 15.37
IPI00465132 COPE Coatomer subunit epsilon 1 19.81 3 4 6,863,540        6,531,334        6,530,190        6,624,718        6,250,295        7,120,165        6,136,619        758,387       1,275,475        710,520           727,669              822,715            449,716           943,184          11.05 19.53 10.88 10.98 13.16 6.32 15.37

KFGVVLDEIKPSSAPELQAVR 3 0.9881
LQDAYYIFQEMADK 2 0.9996

MQDLDEDATLTQLATAWVSLATGGEK 2 0.9997
MQDLDEDATLTQLATAWVSLATGGEK 3 0.9997

IPI00401195 C12orf66 Conserved hypothetical protein 0.986 1.28 1 1 1,501,245        1,411,950        1,788,045        1,609,850        1,760,240        1,950,530        1,575,965        166,465       276,936            122,234           152,663              198,128            368,893           98,659            11.09 19.61 6.84 9.48 11.26 18.91 6.26
IPI00797825 C12orf66 53 kDa protein 0.986 1.28 1 1 1,501,245        1,411,950        1,788,045        1,609,850        1,760,240        1,950,530        1,575,965        166,465       276,936            122,234           152,663              198,128            368,893           98,659            11.09 19.61 6.84 9.48 11.26 18.91 6.26

LLLQRK 2 0.8369
IPI00401264 ERP44 Endoplasmic reticulum resident protein 44 0.995 5.91 2 2 9,641,370        10,964,770     10,667,930     9,216,320        10,919,790     13,367,300     10,639,470     596,321       3,200,823        1,274,865       1,275,344          1,931,217        3,425,989        2,841,210      6.19 29.19 11.95 13.84 17.69 25.63 26.7

QFVFDLHSGK 3 0.9754
TPADCPVIAIDSFR 2 0.9946

IPI00402061 NXF4 cDNA FLJ42710 fis, clone BRAMY3007609, moderately similar to Homo  0.97 4.2 1 1 12,883,080     9,807,660        12,249,330     10,377,050     11,327,180     13,476,390     10,576,750     3,391,439    1,880,279        2,476,477       3,379,489          3,366,528        2,320,989        2,401,015      26.32 19.17 20.22 32.57 29.72 17.22 22.7
NFPELLSLNLCDNK 2 0.9518

IPI00402185 SYNCRIP heterogeneous nuclear ribonucleoprotein Q isoform 2 1 16.38 7 8 5,384,699        5,428,904        5,488,992        5,664,855        5,416,655        6,490,747        5,202,429        611,540       1,199,234        553,212           679,535              849,943            465,064           1,000,163      11.36 22.09 10.08 12 15.69 7.17 19.22
AGPIWDLR 2 0.9997

DLFEDELVPLFEK 2 0.9998
GFCFLEYEDHK 2 0.9994
GFCFLEYEDHK 3 0.9361
LFVGSIPK 2 0.9135

LMMDPLTGLNR 2 0.9908
NLANTVTEEILEK 2 0.9998
TGYTLDVTTGQR 2 0.9998

IPI00402502 SCRN2 secernin‐2 isoform 2 1 26.72 6 6 14,637,022     15,985,178     13,361,187     14,304,823     13,760,343     20,762,848     12,731,810     594,934       4,055,889        1,499,962       1,912,942          2,081,821        8,180,806        2,553,172      4.06 25.37 11.23 13.37 15.13 39.4 20.05
DKESGICMDSGGFR 3 0.9932
GHQAALGLMER 2 0.9961
LQCTYIEVEQVSK 2 0.9912

NISNQLSIGTDISAQHPELR 3 0.9995
QGGITAEVMMGILR 2 0.9997

TTASMVSVLPQDPTQPCVHFLTATPDPSR 3 0.9997
IPI00909004 ‐ cDNA FLJ56541, highly similar to Ubiquilin‐2 0.994 4.88 2 2 2,972,999        2,872,102        3,048,750        2,804,487        3,205,107        3,262,574        3,075,537        592,607       805,354            418,338           391,393              711,271            290,759           765,853          19.93 28.04 13.72 13.96 22.19 8.91 24.9
IPI00409659 UBQLN2 Ubiquilin‐2 0.994 4.01 2 2 2,972,999        2,872,102        3,048,750        2,804,487        3,205,107        3,262,574        3,075,537        592,607       805,354            418,338           391,393              711,271            290,759           765,853          19.93 28.04 13.72 13.96 22.19 8.91 24.9
IPI00908495 UBQLN2 cDNA FLJ60127, highly similar to Ubiquilin‐2 0.994 5.12 2 2 2,972,999        2,872,102        3,048,750        2,804,487        3,205,107        3,262,574        3,075,537        592,607       805,354            418,338           391,393              711,271            290,759           765,853          19.93 28.04 13.72 13.96 22.19 8.91 24.9

NPAMMQEMMR 2 0.9939
QLIMANPQMQQLIQR 3 0.9469

IPI00409750 OTUB1 Isoform 2 of Ubiquitin thioesterase OTUB1 1 6.03 2 2 5,791,027        5,059,303        5,463,797        5,277,513        5,172,453        5,677,483        5,324,483        353,783       698,797            432,652           840,818              941,780            331,392           632,631          6.11 13.81 7.92 15.93 18.21 5.84 11.88
FFEHFIEGGR 3 0.9995
LLTSGYLQR 2 0.998

IPI00410079 FAM82A2 Isoform 1 of Regulator of microtubule dynamics protein 3 0.949 4.89 1 1 597,624           458,355           607,625           655,018           469,425           500,380           499,619           135,183       150,525            214,468           129,069              176,472            218,469           155,497          22.62 32.84 35.3 19.7 37.59 43.66 31.12
IPI00845345 FAM82A2 Isoform 2 of Regulator of microtubule dynamics protein 3 0.949 6.74 1 1 597,624           458,355           607,625           655,018           469,425           500,380           499,619           135,183       150,525            214,468           129,069              176,472            218,469           155,497          22.62 32.84 35.3 19.7 37.59 43.66 31.12

TATALLESPLSATVEDALQSFLK 2 0.9487
IPI00410128 PPP1CA serine/threonine‐protein phosphatase PP1‐alpha catalytic subunit isofo 1 12.59 3 3 6,409,408        5,583,750        5,637,551        5,297,498        5,426,371        5,705,602        5,807,080        729,971       1,558,822        542,509           328,764              285,807            600,703           789,993          11.39 27.92 9.62 6.21 5.27 10.53 13.6



IYGFYDECK 2 0.9428
LNLDSIIGR 2 0.9871

TFTDCFNCLPIAAIVDEK 2 0.9997
IPI00410214 BPNT1 Isoform 1 of 3'(2'),5'‐bisphosphate nucleotidase 1 1 19.48 4 4 8,432,640        8,357,955        6,982,738        8,000,548        7,324,893        9,443,783        6,205,530        494,387       1,799,164        1,287,507       727,657              811,613            596,610           1,667,166      5.86 21.53 18.44 9.1 11.08 6.32 26.87
IPI00410215 BPNT1 Isoform 2 of 3'(2'),5'‐bisphosphate nucleotidase 1 1 18.46 4 4 8,432,640        8,357,955        6,982,738        8,000,548        7,324,893        9,443,783        6,205,530        494,387       1,799,164        1,287,507       727,657              811,613            596,610           1,667,166      5.86 21.53 18.44 9.1 11.08 6.32 26.87
IPI00910437 BPNT1 cDNA FLJ52417, highly similar to 3'(2'),5'‐bisphosphate nucleotidase 1 1 22.06 4 4 8,432,640        8,357,955        6,982,738        8,000,548        7,324,893        9,443,783        6,205,530        494,387       1,799,164        1,287,507       727,657              811,613            596,610           1,667,166      5.86 21.53 18.44 9.1 11.08 6.32 26.87
IPI00953320 BPNT1 Putative uncharacterized protein BPNT1 1 18.52 4 4 8,432,640        8,357,955        6,982,738        8,000,548        7,324,893        9,443,783        6,205,530        494,387       1,799,164        1,287,507       727,657              811,613            596,610           1,667,166      5.86 21.53 18.44 9.1 11.08 6.32 26.87

EYTEGLLDNVTVLIGIAYEGK 2 0.9784
LAQMSICSSLAR 2 0.9995
LVASAYSIAQK 2 0.9936

LVTDCVAAMNPDAVLR 2 0.938
IPI00410519 FLJ44674 Conserved hypothetical protein 0.902 6.94 1 1 3,156,850        3,041,740        3,259,410        3,432,850        3,149,440        3,624,560        2,894,230        501,301       758,244            396,553           175,777              552,365            728,967           659,836          15.88 24.93 12.17 5.12 17.54 20.11 22.8

GAGGPSPPLEVR 2 0.9023
IPI00410693 SERBP1 SERPINE1 mRNA binding protein 1, isoform CRA_d 1 12.04 3 3 4,036,870        4,300,318        4,063,810        4,390,003        3,879,348        5,599,433        4,064,185        467,904       1,226,388        644,564           719,623              782,938            1,337,284        569,269          11.59 28.52 15.86 16.39 20.18 23.88 14.01

FDQLFDDESDPFEVLK 2 0.9997
KPANDITSQLEINFGDLGR 3 0.999

TDKSSASAPDVDDPEAFPALA 2 0.9997
IPI00410714 HBA2;HBA1 Hemoglobin subunit alpha 1 28.17 3 4 16,365,607     16,531,981     18,012,960     17,395,744     19,430,985     20,855,140     18,560,297     3,050,481    3,639,430        1,067,056       2,888,667          2,400,527        1,307,688        3,348,415      18.64 22.01 5.92 16.61 12.35 6.27 18.04

MFLSFPTTK 2 0.9996
TYFPHFDLSHGSAQVK 3 0.9997
VGAHAGEYGAEALER 2 0.9981
VGAHAGEYGAEALER 3 0.9996

IPI00411426 VPS26A Vacuolar protein sorting‐associated protein 26A 0.994 9.48 2 2 12,546,235     13,128,705     11,971,800     12,568,995     11,213,620     14,121,790     12,596,340     951,496       3,324,604        877,698           2,149,293          385,121            1,644,582        2,677,961      7.58 25.32 7.33 17.1 3.43 11.65 21.26
EITGIGPSTTTETETIAK 2 0.994
LFLAGYDPTPTMR 2 0.9856

IPI00411614 WDHD1 WD repeat and HMG‐box DNA‐binding protein 1 0.96 2.13 1 1 298,418           272,543           275,005           249,536           260,566           284,687           269,416           89,895         80,822              59,063             65,373                65,517              54,104             47,152            30.12 29.65 21.48 26.2 25.14 19 17.5
IPI00513835 WDHD1 WD repeat and HMG‐box DNA‐binding protein 1 isoform 2 0.96 2.39 1 1 298,418           272,543           275,005           249,536           260,566           284,687           269,416           89,895         80,822              59,063             65,373                65,517              54,104             47,152            30.12 29.65 21.48 26.2 25.14 19 17.5

SHILEDDENSVDISMLKTGSSLLK 3 0.9314
IPI00411639PSAP15;SNORA62; Laminin receptor‐like protein LAMRL5 1 21.69 5 5 5,377,342        5,234,889        4,838,291        5,167,258        4,842,336        5,798,427        4,900,737        362,484       1,121,638        550,675           603,123              477,987            384,855           796,578          6.74 21.43 11.38 11.67 9.87 6.64 16.25

AIVAIENPADVSVISSR 2 0.9998
FAAATGATPIAGR 2 0.9998

FLAAGTHLGGTNLDFQMEQYIYK 3 0.9997
KSDGIYIINLK 2 0.9997
SDGIYIINLK 2 0.9993

IPI00411680 PCMT1 Isoform 1 of Protein‐L‐isoaspartate(D‐aspartate) O‐methyltransferase 1 8.81 2 2 4,728,689        3,797,143        3,607,042        4,320,879        3,639,169        4,510,271        4,105,923        178,002       665,327            861,079           930,580              787,197            1,323,923        1,135,016      3.76 17.52 23.87 21.54 21.63 29.35 27.64
KDDPTLLSSGR 2 0.9991
VQLVVGDGR 2 0.9996

IPI00411706 ESD S‐formylglutathione hydrolase 1 9.57 2 2 2,049,090        2,302,487        2,466,217        2,025,277        2,058,661        2,897,690        2,336,655        130,593       801,492            309,222           236,297              700,911            557,739           428,125          6.37 34.81 12.54 11.67 34.05 19.25 18.32
IPI00641040 ESD 28 kDa protein 1 10.67 2 2 2,049,090        2,302,487        2,466,217        2,025,277        2,058,661        2,897,690        2,336,655        130,593       801,492            309,222           236,297              700,911            557,739           428,125          6.37 34.81 12.54 11.67 34.05 19.25 18.32
IPI00645836 ESD Protein 1 11.74 2 2 2,049,090        2,302,487        2,466,217        2,025,277        2,058,661        2,897,690        2,336,655        130,593       801,492            309,222           236,297              700,911            557,739           428,125          6.37 34.81 12.54 11.67 34.05 19.25 18.32

AYDATHLVK 2 0.9826
SVSAFAPICNPVLCPWGK 2 0.9996

IPI00411765 SFN Isoform 2 of 14‐3‐3 protein sigma 1 26.39 5 6 39,807,255     44,514,990     38,003,345     39,304,585     42,992,325     58,206,930     35,961,705     4,568,340    12,398,720      2,102,009       2,445,245          6,400,842        14,067,725      5,235,132      11.48 27.85 5.53 6.22 14.89 24.17 14.56
LAEQAERYEDMAAFMK 3 0.9988

SAYQEAMDISKK 2 0.9997
SAYQEAMDISKK 3 0.9735

TTFDEAMADLHTLSEDSYK 3 0.9983
TTFDEAMADLHTLSEDSYKDSTLIMQLLR 3 0.9998

YEDMAAFMK 2 0.9993
IPI00412406 HMGXB4 High‐mobility group protein 2‐like 1 0.979 5.89 2 2 8,205,289        11,428,460     8,776,031        10,798,565     8,931,554        10,260,115     8,939,894        1,041,958    3,672,195        1,579,000       3,702,027          1,602,796        1,411,726        2,824,491      12.7 32.13 17.99 34.28 17.95 13.76 31.59
IPI00455982 HMGXB4 HMG domain‐containing protein 4 0.979 4.83 2 2 8,205,289        11,428,460     8,776,031        10,798,565     8,931,554        10,260,115     8,939,894        1,041,958    3,672,195        1,579,000       3,702,027          1,602,796        1,411,726        2,824,491      12.7 32.13 17.99 34.28 17.95 13.76 31.59

AEATTVKRK 2 0.8128
EYRVTIVADHPGIDFGELSK 2 0.8926

IPI00412433 MAP3K5 Mitogen‐activated protein kinase kinase kinase 5 0.921 2.04 1 1 112,752           112,850           110,557           118,484           112,593           111,627           125,620           12,741         24,795              16,139             40,927                17,333              12,960             36,714            11.3 21.97 14.6 34.54 15.39 11.61 29.23
IPI00479216 MAP3K5 Putative uncharacterized protein MAP3K5 0.921 2.04 1 1 112,752           112,850           110,557           118,484           112,593           111,627           125,620           12,741         24,795              16,139             40,927                17,333              12,960             36,714            11.3 21.97 14.6 34.54 15.39 11.61 29.23
IPI00748581 MAP3K5 Mitogen‐activated protein kinase kinase kinase 5 variant (Fragment) 0.921 1.92 1 1 112,752           112,850           110,557           118,484           112,593           111,627           125,620           12,741         24,795              16,139             40,927                17,333              12,960             36,714            11.3 21.97 14.6 34.54 15.39 11.61 29.23

NLMESLAQGAEEPKLKWEHITTLIASLR 3 0.9206
IPI00412497 DYNLRB1 Dynein, light chain, roadblock‐type 1 1 22.3 2 2 5,291,112        5,290,008        4,692,602        5,422,970        4,980,424        6,404,457        4,772,086        482,427       955,687            463,056           1,218,476          408,701            635,053           664,144          9.12 18.07 9.87 22.47 8.21 9.92 13.92
IPI00643583 DYNLRB1 Isoform 1 of Dynein light chain roadblock‐type 1 1 34.38 2 2 5,291,112        5,290,008        4,692,602        5,422,970        4,980,424        6,404,457        4,772,086        482,427       955,687            463,056           1,218,476          408,701            635,053           664,144          9.12 18.07 9.87 22.47 8.21 9.92 13.92
IPI00910924 DYNLRB1 cDNA FLJ59194, moderately similar to Dynein light chain 2A, cytoplasm 1 27.27 2 2 5,291,112        5,290,008        4,692,602        5,422,970        4,980,424        6,404,457        4,772,086        482,427       955,687            463,056           1,218,476          408,701            635,053           664,144          9.12 18.07 9.87 22.47 8.21 9.92 13.92

DIDPQNDLTFLR 2 0.9996
STMDNPTTTQYASLMHSFILK 3 0.9996

IPI00412498 NAPRT1 Putative uncharacterized protein NAPRT1 1 16.12 4 5 3,029,831        2,464,183        2,903,778        3,065,302        2,267,969        2,424,208        2,679,499        798,170       442,512            586,462           449,722              389,797            417,698           451,130          26.34 17.96 20.2 14.67 17.19 17.23 16.84
AAAAQFQVPWLESVLIVVSNNIDEEALAR 3 0.9997

AAARPLLTDLYQATMALGYWR 3 0.9959
ALDCSEVTVR 2 0.9997

SGLPNFLAVALALGELGYR 2 0.9997
SGLPNFLAVALALGELGYR 3 0.9996

IPI00412579 RPL10A 60S ribosomal protein L10a 0.969 7.37 1 1 4,151,190        4,465,100        4,569,080        4,446,190        4,539,740        4,636,020        4,421,490        853,142       910,540            543,825           959,801              973,195            1,204,126        1,302,820      20.55 20.39 11.9 21.59 21.44 25.97 29.47
FSVCVLGDQQHCDEAK 3 0.9687

IPI00412714 SERBP1 Isoform 4 of Plasminogen activator inhibitor 1 RNA‐binding protein 1 14.47 3 3 4,036,870        4,300,318        4,063,810        4,390,003        3,879,348        5,599,433        4,064,185        467,904       1,226,388        644,564           719,623              782,938            1,337,284        569,269          11.59 28.52 15.86 16.39 20.18 23.88 14.01
IPI00470497 SERBP1 Isoform 2 of Plasminogen activator inhibitor 1 RNA‐binding protein 1 13.93 3 3 4,036,870        4,300,318        4,063,810        4,390,003        3,879,348        5,599,433        4,064,185        467,904       1,226,388        644,564           719,623              782,938            1,337,284        569,269          11.59 28.52 15.86 16.39 20.18 23.88 14.01
IPI00470498 SERBP1 Isoform 3 of Plasminogen activator inhibitor 1 RNA‐binding protein 1 14.25 3 3 4,036,870        4,300,318        4,063,810        4,390,003        3,879,348        5,599,433        4,064,185        467,904       1,226,388        644,564           719,623              782,938            1,337,284        569,269          11.59 28.52 15.86 16.39 20.18 23.88 14.01

FDQLFDDESDPFEVLK 2 0.9997
KPANDITSQLEINFGDLGR 3 0.999

TDKSSASAPDVDDPEAFPALA 2 0.9997
IPI00412771 CD2AP CD2‐associated protein 1 4.38 2 2 25,664,900     23,777,430     18,953,370     18,276,080     23,957,720     25,348,020     22,166,230     5,475,517    9,025,662        2,223,485       2,302,172          2,940,433        4,897,905        5,050,028      21.33 37.96 11.73 12.6 12.27 19.32 22.78

APAPKPELIAAEK 3 0.8993
AQIIELLCIVEALKK 2 0.9836

IPI00412987 GMFB Glia maturation factor, beta 0.978 7.14 1 1 2,911,360        4,583,030        3,166,100        3,123,740        3,773,055        5,500,450        2,951,590        212,531       2,088,319        347,025           500,882              589,787            1,587,582        585,735          7.3 45.57 10.96 16.03 15.63 28.86 19.84
IPI00549557 GMFB 18 kDa protein 0.978 7.19 1 1 2,911,360        4,583,030        3,166,100        3,123,740        3,773,055        5,500,450        2,951,590        212,531       2,088,319        347,025           500,882              589,787            1,587,582        585,735          7.3 45.57 10.96 16.03 15.63 28.86 19.84

NTEDLTEEWLR 2 0.978
IPI00413108PSAP15;SNORA62; 33 kDa protein 1 28.67 7 7 12,894,396     12,704,652     11,311,220     11,637,035     11,470,757     14,057,102     11,561,563     860,699       2,656,734        1,501,898       1,244,163          1,347,951        658,198           1,392,781      6.67 20.91 13.28 10.69 11.75 4.68 12.05
IPI00553164PSAP15;SNORA62; 40S ribosomal protein SA 1 29.15 7 7 12,894,396     12,704,652     11,311,220     11,637,035     11,470,757     14,057,102     11,561,563     860,699       2,656,734        1,501,898       1,244,163          1,347,951        658,198           1,392,781      6.67 20.91 13.28 10.69 11.75 4.68 12.05
IPI00927101PSAP15;SNORA62; Putative uncharacterized protein RPSA 1 32.58 7 7 12,894,396     12,704,652     11,311,220     11,637,035     11,470,757     14,057,102     11,561,563     860,699       2,656,734        1,501,898       1,244,163          1,347,951        658,198           1,392,781      6.67 20.91 13.28 10.69 11.75 4.68 12.05
IPI00847766 RPSAP58 Similar to Laminin receptor 1 29.15 7 7 12,894,396     12,704,652     11,311,220     11,637,035     11,470,757     14,057,102     11,561,563     860,699       2,656,734        1,501,898       1,244,163          1,347,951        658,198           1,392,781      6.67 20.91 13.28 10.69 11.75 4.68 12.05

AIVAIENPADVSVISSR 2 0.9998
FAAATGATPIAGR 2 0.9998

FLAAGTHLGGTNLDFQMEQYIYK 3 0.9997
GAHSVGLMWWMLAR 2 0.9997

KSDGIYIINLK 2 0.9997
LLVVTDPR 2 0.9997
SDGIYIINLK 2 0.9993

IPI00413214 KPNA5 importin subunit alpha‐6 0.994 6.49 2 2 2,833,973        3,202,693        1,928,203        2,224,052        2,255,168        4,568,949        1,908,889        223,074       1,371,547        339,002           704,660              638,102            2,628,351        309,431          7.87 42.82 17.58 31.68 28.3 57.53 16.21
AQIQAVIDANIFPVLIEILQK 3 0.994

IVQVALNGLENILR 2 0.9895
IPI00413451 SERPINB6 Serpin B6 1 34.72 9 9 18,405,866     19,257,722     18,023,517     17,804,539     19,124,644     20,729,252     18,636,149     1,959,567    4,496,338        2,566,586       3,102,584          3,521,416        1,664,559        4,119,920      10.65 23.35 14.24 17.43 18.41 8.03 22.11
IPI00749398 SERPINB6 Serpin B6 1 37.77 9 9 18,405,866     19,257,722     18,023,517     17,804,539     19,124,644     20,729,252     18,636,149     1,959,567    4,496,338        2,566,586       3,102,584          3,521,416        1,664,559        4,119,920      10.65 23.35 14.24 17.43 18.41 8.03 22.11

ADFSGMSQTDLSLSK 2 0.9998
ELNMIIMLPDETTDLR 2 0.9997
GNWDEQFDKENTEER 3 0.9994
IAELLSPGSVDPLTR 2 0.9998
NLGMTDAFELGK 2 0.9998

NVFFSPMSMSCALAMVYMGAK 2 0.9997



SGGGGDIHQGFQSLLTEVNK 3 0.9998
TVEKELTYEK 2 0.9939

TYIGEIFTQILVLPYVGK 2 0.9997
IPI00413778 FKBP1A FKBP1A protein 1 22.07 2 2 2,986,002        3,360,890        3,456,893        3,099,638        3,533,280        3,989,593        3,406,692        360,455       764,393            508,426           357,829              970,325            216,896           627,458          12.07 22.74 14.71 11.54 27.46 5.44 18.42
IPI00647507 FKBP1A FK506 binding protein 1A, 12kDa 1 31.07 2 2 2,986,002        3,360,890        3,456,893        3,099,638        3,533,280        3,989,593        3,406,692        360,455       764,393            508,426           357,829              970,325            216,896           627,458          12.07 22.74 14.71 11.54 27.46 5.44 18.42

GWEEGVAQMSVGQR 2 0.9997
RGQTCVVHYTGMLEDGKK 3 0.9988

IPI00413895 GOLGA2 Isoform 2 of Golgin subfamily A member 2 0.927 1.01 1 1 1,802,600        1,838,590        1,887,847        2,084,367        1,953,897        2,285,320        1,839,390        691,240       747,779            358,959           360,818              182,145            380,364           464,216          38.35 40.67 19.01 17.31 9.32 16.64 25.24
IPI00943357 GOLGA2 Isoform 1 of Golgin subfamily A member 2 0.927 1 1 1 1,802,600        1,838,590        1,887,847        2,084,367        1,953,897        2,285,320        1,839,390        691,240       747,779            358,959           360,818              182,145            380,364           464,216          38.35 40.67 19.01 17.31 9.32 16.64 25.24
IPI00470416 MTPAP Isoform 2 of Poly(A) RNA polymerase, mitochondria 0.927 1.4 1 1 1,802,600        1,838,590        1,887,847        2,084,367        1,953,897        2,285,320        1,839,390        691,240       747,779            358,959           360,818              182,145            380,364           464,216          38.35 40.67 19.01 17.31 9.32 16.64 25.24

LLELQELVLR 2 0.9269
IPI00413922 MYL6B 11 kDa protein 1 71.13 6 8 12,954,665     11,734,477     11,802,695     11,804,800     11,697,797     14,133,552     12,266,582     267,445       2,431,020        931,457           917,350              1,083,578        1,300,199        2,273,811      2.06 20.72 7.89 7.77 9.26 9.2 18.54
IPI00795576 MYL6B 13 kDa protein 1 59.48 6 8 12,954,665     11,734,477     11,802,695     11,804,800     11,697,797     14,133,552     12,266,582     267,445       2,431,020        931,457           917,350              1,083,578        1,300,199        2,273,811      2.06 20.72 7.89 7.77 9.26 9.2 18.54

ALGQNPTNAEVLK 2 0.9998
DQGTYEDYVEGLR 2 0.9998

HVLVTLGEK 2 0.9998
NKDQGTYEDYVEGLR 2 0.9998
NKDQGTYEDYVEGLR 3 0.9998
VFDKEGNGTVMGAEIR 2 0.888
VLDFEHFLPMLQTVAK 2 0.9998
VLDFEHFLPMLQTVAK 3 0.9998

IPI00414123 CRMP1 Dihydropyrimidinase‐related protein 1 1 5.07 2 2 1,948,435        1,925,114        1,856,253        1,814,357        1,844,648        2,089,949        1,692,228        188,243       444,773            264,696           404,936              517,909            177,916           270,163          9.66 23.1 14.26 22.32 28.08 8.51 15.96
IPI00556376 CRMP1 dihydropyrimidinase‐related protein 1 isoform 1 1 4.23 2 2 1,948,435        1,925,114        1,856,253        1,814,357        1,844,648        2,089,949        1,692,228        188,243       444,773            264,696           404,936              517,909            177,916           270,163          9.66 23.1 14.26 22.32 28.08 8.51 15.96
IPI00967583 CRMP1 cDNA FLJ16285 fis, clone OCBBF2004038, highly similar to Dihydropyrim 1 5.09 2 2 1,948,435        1,925,114        1,856,253        1,814,357        1,844,648        2,089,949        1,692,228        188,243       444,773            264,696           404,936              517,909            177,916           270,163          9.66 23.1 14.26 22.32 28.08 8.51 15.96

MDENQFVAVTSTNAAK 2 0.9928
QIGENLIVPGGVK 2 0.9997

IPI00414127 RANBP1 Ran‐specific GTPase‐activating protein 1 39.3 6 6 10,956,768     11,279,041     9,791,153        10,114,964     10,125,484     12,550,448     9,813,669        302,746       2,365,419        873,620           845,185              1,390,685        1,060,501        2,118,694      2.76 20.97 8.92 8.36 13.73 8.45 21.59
IPI00878075 RANBP1 23 kDa protein 1 39.5 6 6 10,956,768     11,279,041     9,791,153        10,114,964     10,125,484     12,550,448     9,813,669        302,746       2,365,419        873,620           845,185              1,390,685        1,060,501        2,118,694      2.76 20.97 8.92 8.36 13.73 8.45 21.59
IPI00878611 RANBP1 Putative uncharacterized protein RANBP1 1 31.85 6 6 10,956,768     11,279,041     9,791,153        10,114,964     10,125,484     12,550,448     9,813,669        302,746       2,365,419        873,620           845,185              1,390,685        1,060,501        2,118,694      2.76 20.97 8.92 8.36 13.73 8.45 21.59

AWVWNTHADFADECPKPELLAIR 3 0.9998
FASENDLPEWK 2 0.9997

FASENDLPEWKER 3 0.9957
ICANHYITPMMELKPNAGSDR 3 0.9998

TLEEDEEELFK 2 0.9997
VAEKLEALSVK 3 0.9139

IPI00414315 EPS8L2 EPS8L2 protein 1 9.99 5 5 27,752,210     28,334,455     24,297,251     26,362,022     25,295,390     30,044,335     23,590,298     1,969,154    5,878,958        2,983,416       3,177,391          3,123,813        5,512,689        4,885,571      7.1 20.75 12.28 12.05 12.35 18.35 20.71
ETQILNCALDDIEWFVAR 2 0.9997

NANELSVLKDEVLEVLEDGRQWWK 3 0.9986
SQTVLNQLR 2 0.9774

VGPQVPLSEPGFR 2 0.9977
VYSQLTMQK 2 0.9979

IPI00414321 ADAMTS20 Isoform 2 of A disintegrin and metalloproteinase with thrombospondin 0.968 1.86 1 1 10,807,630     10,173,210     11,176,450     12,588,730     10,533,110     13,060,630     10,109,400     891,128       3,497,891        2,286,863       1,498,644          1,800,644        2,303,854        3,013,311      8.25 34.38 20.46 11.9 17.1 17.64 29.81
AAGCDHVLNSSAKIDKCGVCGGDNSSCK 3 0.8543

IPI00414676 HSP90AB1 Heat shock protein HSP 90‐beta 1 43.37 25 30 280,729,622   269,456,714   254,075,995   267,734,805   259,250,289   309,278,414   241,505,908   11,688,114  60,692,149      22,155,331     20,945,031        25,027,294      19,655,665      46,289,254    4.16 22.52 8.72 7.82 9.65 6.36 19.17
ADLINNLGTIAK 2 0.9998

ALLFIPR 2 0.9982
AQALRDNSTMGYMMAK 3 0.86

AVKDLVVLLFETALLSSGFSLEDPQTHSNR 3 0.9515
DLVVLLFETALLSSGFSLEDPQTHSNR 3 0.9998

EDQTEYLEER 2 0.9998
EQVANSAFVER 2 0.9997

FYEAFSK 2 0.9968
GFEVVYMTEPIDEYCVQQLK 2 0.9962
GFEVVYMTEPIDEYCVQQLK 3 0.8311

GVVDSEDLPLNISR 2 0.9939
HLEINPDHPIVETLR 3 0.9998
HSQFIGYPITLY 2 0.9882
IDIIPNPQER 2 0.9998

KHLEINPDHPIVETLR 2 0.9712
KHLEINPDHPIVETLR 3 0.9982

LSELLR 2 0.9111
LVSSPCCIVTSTYGWTANMER 2 0.9998

NPDDITQEEYGEFYK 2 0.9998
RAPFDLFENK 2 0.9997
SIYYITGESK 2 0.9998

SLTNDWEDHLAVK 2 0.9998
SLTNDWEDHLAVK 3 0.9998
TLTLVDTGIGMTK 2 0.9924

VFIMDSCDELIPEYLNFIR 2 0.9998
VFIMDSCDELIPEYLNFIR 3 0.9998
VILHLKEDQTEYLEER 3 0.9998
YESLTDPSKLDSGKELK 3 0.9929

YHTSQSGDEMTSLSEYVSR 2 0.9998
YHTSQSGDEMTSLSEYVSR 3 0.9998

IPI00414696 HNRNPA2B1 Isoform A2 of Heterogeneous nuclear ribonucleoproteins A2/B1 1 45.75 14 17 60,116,630     56,434,463     51,784,563     56,346,437     53,099,257     65,241,440     52,136,993     2,405,972    11,282,546      4,779,579       5,552,138          5,791,222        4,370,183        9,615,490      4 19.99 9.23 9.85 10.91 6.7 18.44
DYFEEYGKIDTIEIITDR 3 0.9997
GFGFVTFDDHDPVDK 2 0.9998
GFGFVTFDDHDPVDK 3 0.9997

GFGFVTFDDHDPVDKIVLQK 2 0.9998
GFGFVTFDDHDPVDKIVLQK 3 0.9998

GGGGNFGPGPGSNFR 2 0.9998
GGNFGFGDSR 2 0.9993

KLFIGGLSFETTEESLR 3 0.9996
LFIGGLSFETTEESLR 2 0.9998

LFIGGLSFETTEESLRNYYEQWGK 3 0.9978
LTDCVVMR 2 0.9983

LTDCVVMRDPASK 2 0.9997
LTDCVVMRDPASKR 3 0.9902

NMGGPYGGGNYGPGGSGGSGGYGGR 2 0.9998
NMGGPYGGGNYGPGGSGGSGGYGGR 3 0.9998

NYYEQWGK 2 0.9994
SRGFGFVTFSSMAEVDAAMAARPHSIDGR 3 0.9985

IPI00855775 ‐ Ribonuclease T2 1 5.54 1 2 2,865,246        2,430,104        2,911,128        2,848,804        2,795,392        2,883,280        2,778,604        163,593       449,124            473,645           213,115              283,562            361,353           560,140          5.71 18.48 16.27 7.48 10.14 12.53 20.16
IPI00964180 ‐ Protein 1 9.19 1 2 2,865,246        2,430,104        2,911,128        2,848,804        2,795,392        2,883,280        2,778,604        163,593       449,124            473,645           213,115              283,562            361,353           560,140          5.71 18.48 16.27 7.48 10.14 12.53 20.16
IPI00414896 RNASET2 Isoform 1 of Ribonuclease T2 1 6.64 1 2 2,865,246        2,430,104        2,911,128        2,848,804        2,795,392        2,883,280        2,778,604        163,593       449,124            473,645           213,115              283,562            361,353           560,140          5.71 18.48 16.27 7.48 10.14 12.53 20.16
IPI00964721 RNASET2 Ribonuclease T2, isoform CRA_c 1 7.8 1 2 2,865,246        2,430,104        2,911,128        2,848,804        2,795,392        2,883,280        2,778,604        163,593       449,124            473,645           213,115              283,562            361,353           560,140          5.71 18.48 16.27 7.48 10.14 12.53 20.16
IPI00967269 RNASET2 Putative uncharacterized protein RNASET2 1 6.69 1 2 2,865,246        2,430,104        2,911,128        2,848,804        2,795,392        2,883,280        2,778,604        163,593       449,124            473,645           213,115              283,562            361,353           560,140          5.71 18.48 16.27 7.48 10.14 12.53 20.16

SWPFNLEEIKDLLPEMR 2 0.997
SWPFNLEEIKDLLPEMR 3 0.8691

IPI00414909 NAGA Alpha‐N‐acetylgalactosaminidase 0.915 4.14 1 1 9,148,040        9,589,810        7,369,890        8,599,690        7,751,960        10,250,870     6,934,010        1,922,010    2,024,192        1,726,690       1,600,518          469,341            1,100,685        1,190,305      21.01 21.11 23.43 18.61 6.05 10.74 17.17
DMGYTYLNIDDCWIGGR 2 0.9153

IPI00418169 ANXA2 Isoform 2 of Annexin A2 1 58.82 20 26 102,145,462   99,265,307     110,215,815   104,663,838   109,924,669   122,003,485   103,551,338   13,113,990  27,302,444      10,215,230     11,063,515        11,617,983      14,911,746      18,292,076    12.84 27.5 9.27 10.57 10.57 12.22 17.66
IPI00455315 ANXA2 Isoform 1 of Annexin A2 1 61.95 20 26 102,145,462   99,265,307     110,215,815   104,663,838   109,924,669   122,003,485   103,551,338   13,113,990  27,302,444      10,215,230     11,063,515        11,617,983      14,911,746      18,292,076    12.84 27.5 9.27 10.57 10.57 12.22 17.66

AEDGSVIDYELIDQDAR 2 0.9998



AYTNFDAER 2 0.9996
AYTNFDAERDALNIETAIK 2 0.9998
AYTNFDAERDALNIETAIK 3 0.9998

DALNIETAIK 2 0.9474
DLYDAGVKR 2 0.9991
ELASALK 1 0.9913

GDLENAFLNLVQCIQNKPLYFADR 3 0.9998
GLGTDEDSLIEIICSR 2 0.9998
GLGTDEDSLIEIICSR 3 0.9995
GVDEVTIVNILTNR 2 0.9998
GVDEVTIVNILTNR 3 0.9998

LSLEGDHSTPPSAYGSVK 2 0.9998
LSLEGDHSTPPSAYGSVK 3 0.9998

QDIAFAYQR 2 0.9995
RAEDGSVIDYELIDQDAR 3 0.9998
SALSGHLETVILGLLK 2 0.9998
SALSGHLETVILGLLK 3 0.9998

SLYYYIQQDTK 2 0.9998
SYSPYDMLESIR 2 0.9998
SYSPYDMLESIRK 2 0.9998
SYSPYDMLESIRK 3 0.8564

TDLEKDIISDTSGDFR 3 0.8083
TDLEKDIISDTSGDFRK 3 0.9998

TPAQYDASELK 2 0.9998
WISIMTER 2 0.9996

IPI00418202 PDXK Isoform 3 of Pyridoxal kinase 1 26.1 5 6 9,354,240        9,281,093        8,176,756        10,339,988     8,426,916        11,894,432     7,833,546        1,179,363    2,758,079        957,423           859,592              1,289,139        2,037,148        1,502,670      12.61 29.72 11.71 8.31 15.3 17.13 19.18
AQAGEGVRPSPMQLELR 3 0.9996
DKSFLAMVVDIVQELK 3 0.9993
GQVLNSDELQELYEGLR 2 0.9996
SFLAMVVDIVQELK 2 0.9997

VVPLADIITPNQFEAELLSGR 2 0.9998
VVPLADIITPNQFEAELLSGR 3 0.9997

IPI00418262 ALDOC Fructose‐bisphosphate aldolase 1 33.7 13 16 95,633,355     91,611,702     83,542,655     76,613,794     83,925,784     105,340,271   83,762,309     3,511,484    20,203,171      4,452,454       6,858,726          8,181,595        12,936,402      13,258,315    3.67 22.05 5.33 8.95 9.75 12.28 15.83
AEVNGLAAQGK 2 0.9994
ALQASALNAWR 2 0.9998
DNAGAATEEFIK 2 0.9986
DNAGAATEEFIKR 2 0.9998
DNAGAATEEFIKR 3 0.9997
GILAADESVGSMAK 2 0.9998

GVVPLAGTDGETTTQGLDGLSER 2 0.9997
GVVPLAGTDGETTTQGLDGLSER 3 0.9998

QVLFSADDR 2 0.9997
QVLFSADDRVK 3 0.9966

TPSALAILENANVLAR 2 0.9998
TPSALAILENANVLAR 3 0.9998

VDKGVVPLAGTDGETTTQGLDGLSER 3 0.9998
VLAAVYK 2 0.9959

YASICQQNGIVPIVEPEILPDGDHDLKR 3 0.9998
YTPEEIAMATVTALR 3 0.9997

IPI00418316 ZMYND8 cDNA FLJ55380, highly similar to Protein kinase C‐binding protein 1 0.961 1.37 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00552796 ZMYND8 Putative uncharacterized protein DKFZp564P1772 0.961 1.82 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00640598 ZMYND8 protein kinase C‐binding protein 1 isoform a 0.961 1.43 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00718938 ZMYND8 Isoform 6 of Protein kinase C‐binding protein 1 0.961 1.66 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00719508 ZMYND8 Isoform 8 of Protein kinase C‐binding protein 1 0.961 1.54 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00741204 ZMYND8 cDNA FLJ56888, highly similar to Protein kinase C‐binding protein 1 0.961 1.43 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00748579 ZMYND8 RACK7 isoform d 0.961 1.46 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00789719 ZMYND8 protein kinase C‐binding protein 1 isoform b 0.961 1.47 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00872983 ZMYND8 ZMYND8 protein 0.961 2.16 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00922821 ZMYND8 ZMYND8 protein 0.961 1.61 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00941004 ZMYND8 RACK7 isoform j 0.961 1.5 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00941061 ZMYND8 Isoform 4 of Protein kinase C‐binding protein 1 0.961 2.23 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41
IPI00946867 ZMYND8 Isoform 1 of Protein kinase C‐binding protein 1 0.961 1.43 1 1 650,824           725,486           571,049           551,233           712,276           799,082           650,612           51,137         215,818            77,594             88,212                66,778              56,141             119,801          7.86 29.75 13.59 16 9.38 7.03 18.41

TDKTSTTGSILNLNLDR 3 0.9429
IPI00418813 ‐ Pseudogene candidate 1 11.16 2 3 1,475,843        1,364,405        1,267,562        1,348,186        1,339,073        1,651,440        1,326,289        142,057       327,815            118,274           143,923              173,711            244,043           271,419          9.63 24.03 9.33 10.68 12.97 14.78 20.46
IPI00794205 ‐ 26 kDa protein 1 10.92 2 3 1,475,843        1,364,405        1,267,562        1,348,186        1,339,073        1,651,440        1,326,289        142,057       327,815            118,274           143,923              173,711            244,043           271,419          9.63 24.03 9.33 10.68 12.97 14.78 20.46

ESTLHLVLR 2 0.9995
ESTLHLVLR 3 0.9994

TITLEVEPSDTIENVK 2 0.9998
IPI00419237 LAP3 Isoform 1 of Cytosol aminopeptidase 1 18.69 7 7 17,236,145     19,613,944     18,874,009     19,041,415     18,046,011     23,764,443     17,137,809     1,596,764    5,226,372        1,407,411       1,576,203          3,268,408        5,109,929        2,572,852      9.26 26.65 7.46 8.28 18.11 21.5 15.01
IPI00789806 LAP3 Isoform 2 of Cytosol aminopeptidase 1 19.88 7 7 17,236,145     19,613,944     18,874,009     19,041,415     18,046,011     23,764,443     17,137,809     1,596,764    5,226,372        1,407,411       1,576,203          3,268,408        5,109,929        2,572,852      9.26 26.65 7.46 8.28 18.11 21.5 15.01

ASANMDLMR 2 0.9725
GITFDSGGISIK 2 0.9399
GVLFASGQNLAR 2 0.9993

LNLPINIIGLAPLCENMPSGK 2 0.9996
SAGACTAAAFLK 2 0.9899

TFYGLHQDFPSVVLVGLGK 3 0.951
TIQVDNTDAEGR 2 0.9988

IPI00419258 HMGB1 High mobility group protein B1 1 19.53 4 4 3,600,975        4,516,688        3,708,305        4,682,304        4,093,604        5,516,889        3,791,924        245,146       1,352,819        572,391           1,356,084          1,361,434        1,058,330        820,205          6.81 29.95 15.44 28.96 33.26 19.18 21.63
HPDASVNFSEFSKK 3 0.989

KLGEMWNNTAADDKQPYEK 3 0.9998
LGEMWNNTAADDKQPYEK 3 0.9998

YEKDIAAYR 3 0.9984
IPI00419373 HNRNPA3 Isoform 1 of Heterogeneous nuclear ribonucleoprotein A3 1 28.57 8 8 7,999,214        8,065,258        7,648,483        7,685,127        7,529,580        9,307,749        7,390,929        522,559       1,861,881        843,001           761,627              726,304            1,064,450        1,330,987      6.53 23.09 11.02 9.91 9.65 11.44 18.01
IPI00455134 HNRNPA3 Isoform 2 of Heterogeneous nuclear ribonucleoprotein A3 1 30.34 8 8 7,999,214        8,065,258        7,648,483        7,685,127        7,529,580        9,307,749        7,390,929        522,559       1,861,881        843,001           761,627              726,304            1,064,450        1,330,987      6.53 23.09 11.02 9.91 9.65 11.44 18.01
IPI00909208 HNRNPA3 cDNA FLJ58832, highly similar to Heterogeneous nuclear ribonucleopro 1 33.44 8 8 7,999,214        8,065,258        7,648,483        7,685,127        7,529,580        9,307,749        7,390,929        522,559       1,861,881        843,001           761,627              726,304            1,064,450        1,330,987      6.53 23.09 11.02 9.91 9.65 11.44 18.01
IPI00927407 HNRNPA3 cDNA FLJ59080, highly similar to Heterogeneous nuclear ribonucleopro 1 37.89 8 8 7,999,214        8,065,258        7,648,483        7,685,127        7,529,580        9,307,749        7,390,929        522,559       1,861,881        843,001           761,627              726,304            1,064,450        1,330,987      6.53 23.09 11.02 9.91 9.65 11.44 18.01
IPI00927677 HNRNPA3 34 kDa protein 1 33.96 8 8 7,999,214        8,065,258        7,648,483        7,685,127        7,529,580        9,307,749        7,390,929        522,559       1,861,881        843,001           761,627              726,304            1,064,450        1,330,987      6.53 23.09 11.02 9.91 9.65 11.44 18.01
IPI00939124 HNRNPA3 37 kDa protein 1 31.4 8 8 7,999,214        8,065,258        7,648,483        7,685,127        7,529,580        9,307,749        7,390,929        522,559       1,861,881        843,001           761,627              726,304            1,064,450        1,330,987      6.53 23.09 11.02 9.91 9.65 11.44 18.01

DYFEK 1 0.9837
GFAFVTFDDHDTVDKIVVQK 3 0.9951

IFVGGIKEDTEEYNLR 3 0.9998
IFVGGIKEDTEEYNLRDYFEK 3 0.914
LFIGGLSFETTDDSLREHFEK 3 0.9892

SSGSPYGGGYGSGGGSGGYGSR 2 0.9998
WGTLTDCVVMR 2 0.9997
YGKIETIEVMEDR 3 0.9997

IPI00419473 BTF3 Isoform 2 of Transcription factor BTF3 1 20.37 3 3 3,342,853        3,595,247        3,535,537        3,754,993        3,693,131        4,419,940        3,097,979        297,803       858,614            602,705           494,796              513,322            901,395           576,444          8.91 23.88 17.05 13.18 13.9 20.39 18.61
IPI00965254 BTF3 Putative uncharacterized protein BTF3 1 30.28 3 3 3,342,853        3,595,247        3,535,537        3,754,993        3,693,131        4,419,940        3,097,979        297,803       858,614            602,705           494,796              513,322            901,395           576,444          8.91 23.88 17.05 13.18 13.9 20.39 18.61

MKETIMNQEK 2 0.899
QLTEMLPSILNQLGADSLTSLR 2 0.9939
QLTEMLPSILNQLGADSLTSLRR 3 0.9953

IPI00419531 CPSF2 Cleavage and polyadenylation specificity factor subunit 2 0.976 1.66 1 1 1,433,085        1,337,044        1,129,865        1,105,962        978,472           1,309,017        975,777           292,346       265,034            79,722             203,384              198,310            231,717           196,875          20.4 19.82 7.06 18.39 20.27 17.7 20.18
VLELAQLLDQIWR 2 0.976

IPI00419585 PPIA Peptidyl‐prolyl cis‐trans isomerase A 1 60 11 18 422,880,015   422,021,878   360,101,235   378,393,435   372,227,510   472,267,975   346,299,523   17,277,660  106,808,250    33,368,660     18,260,115        37,539,940      50,535,898      65,835,022    4.09 25.31 9.27 4.83 10.09 10.7 19.01



EGMNIVEAMER 2 0.9997
FEDENFILK 2 0.9901

HTGPGILSMANAGPNTNGSQFFICTAK 2 0.9998
HTGPGILSMANAGPNTNGSQFFICTAK 3 0.9998

IIPGFMCQGGDFTR 2 0.8887
ITIADCGQLE 1 0.9943
ITIADCGQLE 2 0.9957
KITIADCGQLE 1 0.9879
KITIADCGQLE 2 0.9998

SIYGEKFEDENFILK 2 0.9998
SIYGEKFEDENFILK 3 0.9904

TEWLDGK 1 0.9956
TEWLDGK 2 0.9975

VKEGMNIVEAMER 2 0.9998
VKEGMNIVEAMER 3 0.9997

VSFELFADK 2 0.9997
VSFELFADKVPK 2 0.9998
VSFELFADKVPK 3 0.9998

IPI00419847 SORBS3 Isoform Alpha of Vinexin 0.995 2.24 1 1 999,695           766,992           861,110           767,187           980,424           1,008,360        971,660           171,277       135,630            81,245             199,858              235,378            366,649           250,307          17.13 17.68 9.43 26.05 24.01 36.36 25.76
IPI00604452 SORBS3 cDNA FLJ60912, highly similar to Vinexin 0.995 3.9 1 1 999,695           766,992           861,110           767,187           980,424           1,008,360        971,660           171,277       135,630            81,245             199,858              235,378            366,649           250,307          17.13 17.68 9.43 26.05 24.01 36.36 25.76

SPADPTDLGGQTSPR 2 0.9947
IPI00736161 ‐ 17 kDa protein 1 13.42 2 2 1,072,491        1,168,372        1,016,273        1,103,870        1,149,676        1,320,666        1,038,114        89,334         280,026            104,453           214,539              243,716            331,788           214,478          8.33 23.97 10.28 19.44 21.2 25.12 20.66
IPI00419880 SNORD73A;RPS3A40S ribosomal protein S3a 1 7.58 2 2 1,072,491        1,168,372        1,016,273        1,103,870        1,149,676        1,320,666        1,038,114        89,334         280,026            104,453           214,539              243,716            331,788           214,478          8.33 23.97 10.28 19.44 21.2 25.12 20.66
IPI00964983 SNORD73A;RPS3APutative uncharacterized protein RPS3A 1 8.97 2 2 1,072,491        1,168,372        1,016,273        1,103,870        1,149,676        1,320,666        1,038,114        89,334         280,026            104,453           214,539              243,716            331,788           214,478          8.33 23.97 10.28 19.44 21.2 25.12 20.66
IPI00966516 SNORD73A;RPS3ARibosomal protein S3A, isoform CRA_e 1 13.79 2 2 1,072,491        1,168,372        1,016,273        1,103,870        1,149,676        1,320,666        1,038,114        89,334         280,026            104,453           214,539              243,716            331,788           214,478          8.33 23.97 10.28 19.44 21.2 25.12 20.66
IPI00967073 SNORD73A;RPS3APutative uncharacterized protein RPS3A 1 8.81 2 2 1,072,491        1,168,372        1,016,273        1,103,870        1,149,676        1,320,666        1,038,114        89,334         280,026            104,453           214,539              243,716            331,788           214,478          8.33 23.97 10.28 19.44 21.2 25.12 20.66
IPI00967641 SNORD73A;RPS3A24 kDa protein 1 9.62 2 2 1,072,491        1,168,372        1,016,273        1,103,870        1,149,676        1,320,666        1,038,114        89,334         280,026            104,453           214,539              243,716            331,788           214,478          8.33 23.97 10.28 19.44 21.2 25.12 20.66

LMELHGEGSSSGK 2 0.9993
MMEIMTR 2 0.9448

IPI00419986 RBP2 Retinol‐binding protein 2 1 6.72 1 1 4,668,135        4,874,980        4,294,315        3,915,890        4,476,185        6,487,580        3,696,400        596,089       1,233,775        533,680           523,084              1,015,765        2,038,967        723,800          12.77 25.31 12.43 13.36 22.69 31.43 19.58
IPI00966409 RBP2 Putative uncharacterized protein RBP2 1 8.74 1 1 4,668,135        4,874,980        4,294,315        3,915,890        4,476,185        6,487,580        3,696,400        596,089       1,233,775        533,680           523,084              1,015,765        2,038,967        723,800          12.77 25.31 12.43 13.36 22.69 31.43 19.58

ALDIDFATR 2 0.9995
IPI00740142 LOC652147 similar to U5 snRNP‐specific 200kD protein, partia 0.995 4.35 5 5 12,937,305     13,585,525     13,037,570     13,024,665     12,650,045     17,452,330     13,332,025     1,145,762    3,941,242        1,081,266       1,803,900          2,947,001        3,018,924        2,582,585      8.86 29.01 8.29 13.85 23.3 17.3 19.37
IPI00420014 SNRNP200 Isoform 1 of U5 small nuclear ribonucleoprotein 200 kDa helicase 0.995 3.46 5 5 12,937,305     13,585,525     13,037,570     13,024,665     12,650,045     17,452,330     13,332,025     1,145,762    3,941,242        1,081,266       1,803,900          2,947,001        3,018,924        2,582,585      8.86 29.01 8.29 13.85 23.3 17.3 19.37

LIGLSATLPNYEDVATFLR 2 0.9434
LPDMLNAEIVLGNVQNAK 2 0.9569

NQVLVFVHSRK 2 0.9815
TGNFQVTELGR 2 0.9892

WTELGALDILQMLGR 2 0.9894
IPI00423562 USP6 Isoform 1 of Ubiquitin carboxyl‐terminal hydrolase 6 0.993 2.92 2 2 10,236,499     8,763,110        8,794,800        8,305,603        9,727,993        10,085,911     10,284,008     711,927       1,997,423        1,643,617       853,602              1,288,040        1,771,797        2,873,024      6.95 22.79 18.69 10.28 13.24 17.57 27.94

LWDVYLVEGEQVLMPITSIALKVQQKR 3 0.8843
RFQFVNDQWIKSQK 2 0.9508

IPI00425902 SSR2 cDNA FLJ56303, highly similar to Translocon‐associated protein subunit 0.982 14.85 1 1 189,517           186,106           181,008           179,692           207,931           198,502           154,812           53,373         47,839              37,483             43,723                50,064              83,702             26,594            28.16 25.71 20.71 24.33 24.08 42.17 17.18
IPI00937490 SSR2 Translocon‐associated protein subunit beta precursor 0.982 16.13 1 1 189,517           186,106           181,008           179,692           207,931           198,502           154,812           53,373         47,839              37,483             43,723                50,064              83,702             26,594            28.16 25.71 20.71 24.33 24.08 42.17 17.18

FSPHFLDWAAFGVMTLPSIGIPLLLWYSSK 3 0.9816
IPI00426077 CPPED1 Isoform 2 of Calcineurin‐like phosphoesterase domain‐containing prote 0.995 6.4 1 1 1,186,317        1,185,370        1,272,393        1,339,753        1,284,783        1,303,680        1,247,787        224,080       502,008            264,500           321,726              503,021            351,426           435,517          18.89 42.35 20.79 24.01 39.15 26.96 34.9
IPI00909311 CPPED1 cDNA FLJ52891 0.995 9.02 1 1 1,186,317        1,185,370        1,272,393        1,339,753        1,284,783        1,303,680        1,247,787        224,080       502,008            264,500           321,726              503,021            351,426           435,517          18.89 42.35 20.79 24.01 39.15 26.96 34.9

LTEQAVQAINK 2 0.9947
IPI00429190 RAB11A cDNA FLJ61136, highly similar to Ras‐related protein Rab‐11A 1 28.35 5 5 10,399,164     9,569,806        9,649,285        9,663,720        10,231,032     12,310,718     9,999,493        822,418       1,976,112        567,885           652,029              1,719,904        1,518,383        1,759,089      7.91 20.65 5.89 6.75 16.81 12.33 17.59
IPI00941638 RAB11A Ras‐related protein Rab‐11A 1 34.26 5 5 10,399,164     9,569,806        9,649,285        9,663,720        10,231,032     12,310,718     9,999,493        822,418       1,976,112        567,885           652,029              1,719,904        1,518,383        1,759,089      7.91 20.65 5.89 6.75 16.81 12.33 17.59

AQIWDTAGQER 2 0.9994
GAVGALLVYDIAK 2 0.9997

NGLSFIETSALDSTNVEAAFQTILTEIYR 3 0.9998
STIGVEFATR 2 0.9769
VVLIGDSGVGK 2 0.9744

IPI00429689 PPP2CB Serine/threonine‐protein phosphatase 2A catalytic subunit beta isoform 1 11.65 2 2 5,585,960        6,745,240        5,817,398        5,698,698        5,872,153        7,868,000        5,814,090        810,161       1,643,946        405,885           1,130,120          995,913            1,664,600        1,397,546      14.5 24.37 6.98 19.83 16.96 21.16 24.04
IPI00796774 PPP2CB Serine/threonine‐protein phosphatase 1 11.65 2 2 5,585,960        6,745,240        5,817,398        5,698,698        5,872,153        7,868,000        5,814,090        810,161       1,643,946        405,885           1,130,120          995,913            1,664,600        1,397,546      14.5 24.37 6.98 19.83 16.96 21.16 24.04

GAGYTFGQDISETFNHANGLTLVSR 3 0.9997
YSFLQFDPAPR 2 0.9996

IPI00430803 C2orf79 Uncharacterized protein C2orf79 0.987 10 1 1 11,289,260     8,801,200        8,393,660        8,345,730        7,885,320        8,545,020        8,138,830        2,432,565    838,700            2,011,211       2,432,442          1,012,738        487,845           2,636,492      21.55 9.53 23.96 29.15 12.84 5.71 32.39
DHPHTAAYLQELGR 3 0.9874

IPI00433279 SLFN5 Isoform 1 of Schlafen family member 5 0.941 3.59 1 1 3,292,160        3,374,420        3,098,340        3,237,460        2,940,870        3,406,520        3,378,840        452,465       840,811            424,535           413,590              411,518            660,006           571,680          13.74 24.92 13.7 12.78 13.99 19.37 16.92
FSGLERNIVFGINPGVAPPAGAYNLLLCLASR 3 0.9412

IPI00433499 RHBDF2 Isoform 1 of Rhomboid family member 2 0.925 2.57 1 1 490,023           470,208           508,593           538,590           454,533           535,350           449,973           56,323         112,387            162,511           112,046              94,594              127,650           100,381          11.49 23.9 31.95 20.8 20.81 23.84 22.31
IPI00446876 RHBDF2 FLJ00080 protein (Fragment) 0.925 3.07 1 1 490,023           470,208           508,593           538,590           454,533           535,350           449,973           56,323         112,387            162,511           112,046              94,594              127,650           100,381          11.49 23.9 31.95 20.8 20.81 23.84 22.31
IPI00470604 RHBDF2 Isoform 2 of Rhomboid family member 2 0.925 2.66 1 1 490,023           470,208           508,593           538,590           454,533           535,350           449,973           56,323         112,387            162,511           112,046              94,594              127,650           100,381          11.49 23.9 31.95 20.8 20.81 23.84 22.31
IPI00922473 RHBDF2 cDNA FLJ53262, highly similar to Homo sapiens rhomboid 5 homolog 2  0.925 4.8 1 1 490,023           470,208           508,593           538,590           454,533           535,350           449,973           56,323         112,387            162,511           112,046              94,594              127,650           100,381          11.49 23.9 31.95 20.8 20.81 23.84 22.31

DLELPSQEAPSFQGTESPKPCK 2 0.925
IPI00433513 LRRIQ1 Isoform 1 of Leucine‐rich repeat and IQ domain‐containing protein 1 0.996 1.8 1 1 4,070,625        4,376,450        4,300,983        3,900,650        3,881,518        4,591,633        5,301,250        894,613       1,269,981        893,875           540,938              750,298            2,241,839        1,064,366      21.98 29.02 20.78 13.87 19.33 48.82 20.08
IPI00797232 LRRIQ1 Isoform 2 of Leucine‐rich repeat and IQ domain‐containing protein 1 0.996 1.83 1 1 4,070,625        4,376,450        4,300,983        3,900,650        3,881,518        4,591,633        5,301,250        894,613       1,269,981        893,875           540,938              750,298            2,241,839        1,064,366      21.98 29.02 20.78 13.87 19.33 48.82 20.08
IPI00815851 LRRIQ1 leucine‐rich repeat and IQ domain‐containing protein 1 isoform 1 0.996 1.39 1 1 4,070,625        4,376,450        4,300,983        3,900,650        3,881,518        4,591,633        5,301,250        894,613       1,269,981        893,875           540,938              750,298            2,241,839        1,064,366      21.98 29.02 20.78 13.87 19.33 48.82 20.08
IPI00952708 LRRIQ1 Putative uncharacterized protein LRRIQ1 0.996 1.83 1 1 4,070,625        4,376,450        4,300,983        3,900,650        3,881,518        4,591,633        5,301,250        894,613       1,269,981        893,875           540,938              750,298            2,241,839        1,064,366      21.98 29.02 20.78 13.87 19.33 48.82 20.08

TQIILGHNQEISEVKTNEEQKIIK 3 0.9124
IPI00438229 TRIM28 Isoform 1 of Transcription intermediary factor 1‐beta 1 13.41 8 8 25,835,775     26,721,200     25,819,565     25,692,885     27,520,110     33,675,480     26,993,690     2,345,054    7,290,846        1,514,337       3,328,972          3,962,975        4,472,112        4,370,654      9.08 27.28 5.87 12.96 14.4 13.28 16.19
IPI00438230 TRIM28 Isoform 2 of Transcription intermediary factor 1‐beta 1 14.87 8 8 25,835,775     26,721,200     25,819,565     25,692,885     27,520,110     33,675,480     26,993,690     2,345,054    7,290,846        1,514,337       3,328,972          3,962,975        4,472,112        4,370,654      9.08 27.28 5.87 12.96 14.4 13.28 16.19

FASWALESDNNTALLLSK 2 0.966
FQWDLNAWTK 2 0.9996

IVAERPGTNSTGPAPMAPPR 3 0.9998
LDLDLTADSQPPVFK 2 0.9998

MAILQIMK 2 0.9993
MIVDPVEPHGEMK 3 0.9997
SGEGEVSGLMR 2 0.9996

VFPGSTTEDYNLIVIER 2 0.9998
IPI00439209 BAX Isoform Delta of Apoptosis regulator BAX 1 8.39 1 1 143,727           127,837           124,379           144,282           169,961           231,401           77,552             46,981         32,595              49,941             38,906                168,357            163,346           20,515            32.69 25.5 40.15 26.96 99.06 70.59 26.45

GGGPTSSEQIMK 2 0.9996
IPI00439944 ARCN1 ARCN1 protein 1 11.11 2 2 9,798,224        11,278,189     9,423,897        9,462,959        9,181,813        10,972,792     9,502,244        1,757,829    2,593,187        2,478,370       1,985,359          2,009,139        1,314,927        2,026,440      17.94 22.99 26.3 20.98 21.88 11.98 21.33

ENVNLAQIR 2 0.9936
NSNILEDLETLR 2 0.9995

IPI00440493 ATP5A1 ATP synthase subunit alpha, mitochondrial 1 29.29 12 12 43,042,574     43,545,893     39,787,336     41,190,036     40,776,088     52,141,188     38,899,425     3,003,594    9,639,524        4,327,051       5,786,249          7,469,394        5,251,171        7,100,181      6.98 22.14 10.88 14.05 18.32 10.07 18.25
AVDSLVPIGR 2 0.9931

FENAFLSHVVSQHQALLGTIR 3 0.9998
GMSLNLEPDNVGVVVFGNDK 2 0.9997

HALIIYDDLSK 2 0.9997
ILGADTSVDLEETGR 2 0.9998
LKEIVTNFLAGFEA 2 0.9925

STVAQLVK 2 0.8927
TGAIVDVPVGEELLGR 2 0.9997
TGTAEMSSILEER 2 0.9997
TSIAIDTIINQK 2 0.9994
VLSIGDGIAR 2 0.9995

VVDALGNAIDGK 2 0.9998
IPI00441344 GLB1 Isoform 1 of Beta‐galactosidase 0.935 3.55 1 1 1,030,205        1,554,938        1,001,053        1,149,645        1,141,162        2,045,915        975,125           120,536       753,396            117,191           389,025              269,675            780,470           189,785          11.7 48.45 11.71 33.84 23.63 38.15 19.46
IPI00441550 GLB1 Isoform 2 of Beta‐galactosidase 0.935 4.4 1 1 1,030,205        1,554,938        1,001,053        1,149,645        1,141,162        2,045,915        975,125           120,536       753,396            117,191           389,025              269,675            780,470           189,785          11.7 48.45 11.71 33.84 23.63 38.15 19.46
IPI00796919 GLB1 Beta‐galactosidase 0.935 3.31 1 1 1,030,205        1,554,938        1,001,053        1,149,645        1,141,162        2,045,915        975,125           120,536       753,396            117,191           389,025              269,675            780,470           189,785          11.7 48.45 11.71 33.84 23.63 38.15 19.46



IPI00925197 GLB1 Putative uncharacterized protein GLB1 0.935 12.97 1 1 1,030,205        1,554,938        1,001,053        1,149,645        1,141,162        2,045,915        975,125           120,536       753,396            117,191           389,025              269,675            780,470           189,785          11.7 48.45 11.71 33.84 23.63 38.15 19.46
IPI00925615 GLB1 Beta‐galactosidase (Fragment) 0.935 3.55 1 1 1,030,205        1,554,938        1,001,053        1,149,645        1,141,162        2,045,915        975,125           120,536       753,396            117,191           389,025              269,675            780,470           189,785          11.7 48.45 11.71 33.84 23.63 38.15 19.46
IPI00927191 GLB1 beta‐galactosidase isoform b 0.935 3.71 1 1 1,030,205        1,554,938        1,001,053        1,149,645        1,141,162        2,045,915        975,125           120,536       753,396            117,191           389,025              269,675            780,470           189,785          11.7 48.45 11.71 33.84 23.63 38.15 19.46

GPLINSEFYTGWLDHWGQPHSTIK 3 0.9351
IPI00441414 GANAB Isoform 3 of Neutral alpha‐glucosidase AB 1 25.27 16 16 44,028,712     43,810,589     48,299,760     45,128,873     46,431,216     52,796,988     45,384,550     5,621,158    9,271,802        4,454,985       3,654,938          7,939,063        4,271,146        8,553,180      12.77 21.16 9.22 8.1 17.1 8.09 18.85

AFFAGSQR 2 0.8721
FGAVWTGDNTAEWDHLK 3 0.9998

FSFSGNTLVSSSADPEGHFETPIWIER 3 0.9998
GLLEFEHQR 2 0.9991

LSFQHDPETSVLVLR 3 0.9998
LVAIVDPHIK 2 0.9991

MMDYLQGSGETPQTDVR 2 0.9998
PAAVVLQTK 2 0.9539

QYASLTGTQALPPLFSLGYHQSR 3 0.9997
REPWLLPSQHNDIIR 3 0.9994
SGGMERPFVLAR 2 0.9942

SLLLSVNAR 2 0.9964
VVIIGAGKPAAVVLQTK 3 0.9998
WYQMGAYQPFFR 2 0.9998

YFTWDPSR 2 0.9993
YRVPDVLVADPPIAR 3 0.9995

IPI00442069 EIF4G1 50 kDa protein 0.986 3.1 1 1 38,517             38,955             39,076             33,225             34,738             37,681             32,724             5,267            5,232                4,505               4,227                  2,399                5,381               6,197              13.67 13.43 11.53 12.72 6.91 14.28 18.94
IPI00925263 EIF4G1 Protein 0.986 7.78 1 1 38,517             38,955             39,076             33,225             34,738             37,681             32,724             5,267            5,232                4,505               4,227                  2,399                5,381               6,197              13.67 13.43 11.53 12.72 6.91 14.28 18.94

AASLLLEILGLLCK 2 0.9861
IPI00442073 CSRP1 Cysteine and glycine‐rich protein 1 0.936 7.77 1 1 48,750,800     46,289,400     37,400,200     35,535,800     42,792,200     53,733,700     40,161,000     1,660,401    11,295,806      2,840,102       1,694,096          3,578,425        7,096,966        8,617,286      3.41 24.4 7.59 4.77 8.36 13.21 21.46

GFGFGQGAGALVHSE 2 0.9355
IPI00442863 G3BP1 CDNA FLJ26493 fis, clone KDN06317, highly similar to Ras‐GTPase‐activ 1 5.52 1 1 2,279,525        2,223,275        2,416,535        2,321,580        2,290,920        2,387,350        2,315,620        412,530       583,883            305,650           392,647              406,579            240,240           481,469          18.1 26.26 12.65 16.91 17.75 10.06 20.79

LPNFGFVVFDDSEPVQK 2 0.9995
IPI00910502 ‐ cDNA FLJ52834, moderately similar to Cold‐inducible RNA‐binding prot 1 23.94 2 2 2,495,088        2,627,653        2,607,615        2,479,065        2,400,620        3,182,433        2,494,663        433,867       498,964            389,042           600,093              475,199            341,054           645,157          17.39 18.99 14.92 24.21 19.79 10.72 25.86
IPI00443657 CIRBP cDNA FLJ46566 fis, clone THYMU3040829, moderately similar to Cold‐in 1 25.19 2 2 2,495,088        2,627,653        2,607,615        2,479,065        2,400,620        3,182,433        2,494,663        433,867       498,964            389,042           600,093              475,199            341,054           645,157          17.39 18.99 14.92 24.21 19.79 10.72 25.86
IPI00641579 CIRBP Cold inducible RNA binding protein, isoform CRA_c 1 11.45 2 2 2,495,088        2,627,653        2,607,615        2,479,065        2,400,620        3,182,433        2,494,663        433,867       498,964            389,042           600,093              475,199            341,054           645,157          17.39 18.99 14.92 24.21 19.79 10.72 25.86
IPI00646241 CIRBP 18 kDa protein 1 20.24 2 2 2,495,088        2,627,653        2,607,615        2,479,065        2,400,620        3,182,433        2,494,663        433,867       498,964            389,042           600,093              475,199            341,054           645,157          17.39 18.99 14.92 24.21 19.79 10.72 25.86
IPI00909097 CIRBP cDNA FLJ52850, moderately similar to Cold‐inducible RNA‐binding prot 1 12.93 2 2 2,495,088        2,627,653        2,607,615        2,479,065        2,400,620        3,182,433        2,494,663        433,867       498,964            389,042           600,093              475,199            341,054           645,157          17.39 18.99 14.92 24.21 19.79 10.72 25.86

GFGFVTFENIDDAKDAMMAMNGK 3 0.9921
YGQISEVVVVK 2 0.9933

IPI00443909 CNPY2 Isoform 1 of Protein canopy homolog 2 1 16.48 2 2 3,985,810        3,505,380        3,237,573        3,617,561        3,463,058        3,869,530        3,351,815        304,559       670,091            373,656           350,856              264,619            521,339           394,360          7.64 19.12 11.54 9.7 7.64 13.47 11.77
IPI00793081 CNPY2 11 kDa protein 1 31.91 2 2 3,985,810        3,505,380        3,237,573        3,617,561        3,463,058        3,869,530        3,351,815        304,559       670,091            373,656           350,856              264,619            521,339           394,360          7.64 19.12 11.54 9.7 7.64 13.47 11.77

FACESIVEEYEDELIEFFSR 2 0.9997
IDSDISGTLK 2 0.9255

IPI00443983 HDLBP cDNA FLJ45936 fis, clone PLACE7004103, highly similar to Vigilin 0.994 2.13 1 1 1,809,368        1,797,930        2,645,650        1,923,842        2,472,864        2,202,694        2,490,122        320,218       697,215            668,764           638,788              556,617            538,103           412,029          17.7 38.78 25.28 33.2 22.51 24.43 16.55
TEIVFTGEKEQLAQAVAR 3 0.9938

IPI00444262 NCL cDNA FLJ45706 fis, clone FEBRA2028457, highly similar to Nucleolin 1 40.13 25 31 150,159,612   147,862,110   130,409,857   141,331,730   140,797,931   172,297,363   136,830,768   5,434,180    33,825,826      13,324,846     13,607,393        14,167,994      20,828,327      26,609,339    3.62 22.88 10.22 9.63 10.06 12.09 19.45
IPI00604620 NCL Nucleolin 1 34.08 25 31 150,159,612   147,862,110   130,409,857   141,331,730   140,797,931   172,297,363   136,830,768   5,434,180    33,825,826      13,324,846     13,607,393        14,167,994      20,828,327      26,609,339    3.62 22.88 10.22 9.63 10.06 12.09 19.45

ALELTGLK 2 0.9971
ATFIKVPQNQNGK 2 0.9992
ATFIKVPQNQNGK 3 0.999

EAMEDGEIDGNKVTLDWAKPK 3 0.9998
EVFEDAAEIR 2 0.9998

FGYVDFESAEDLEK 2 0.9998
GFGFVDFNSEEDAK 2 0.9998

GIAYIEFK 2 0.996
GLSEDTTEETLK 2 0.9986

GLSEDTTEETLKESFDGSVR 2 0.9998
GLSEDTTEETLKESFDGSVR 3 0.9998

GYAFIEFASFEDAK 2 0.9998
KFGYVDFESAEDLEK 3 0.9998

LELQGPR 2 0.9666
NLPYK 1 0.9659

NLPYKVTQDELKEVFEDAAEIR 3 0.9998
QKVEGTEPTTAFNLFVGNLNFNK 3 0.9997

SISLYYTGEK 2 0.9995
TEADAEKTFEEK 3 0.9965

TEADAEKTFEEKQGTEIDGR 3 0.9998
TGISDVFAK 2 0.9997

TGISDVFAKNDLAVVDVR 3 0.9996
TLVLSNLSYSATEETLQEVFEK 2 0.9998
TLVLSNLSYSATEETLQEVFEK 3 0.9998
VEGTEPTTAFNLFVGNLNFNK 2 0.9998
VEGTEPTTAFNLFVGNLNFNK 3 0.9998

VFGNEIK 1 0.9923
VFGNEIK 2 0.9621

VTLDWAKPK 2 0.9913
VTQDELKEVFEDAAEIR 2 0.9998
VTQDELKEVFEDAAEIR 3 0.9997

IPI00446140 CAPN2 cDNA FLJ42761 fis, clone BRAWH3002574, highly similar to Calpain 2, la 1 10.48 1 2 1,336,758        1,379,128        1,421,420        1,391,594        1,395,275        1,159,963        1,501,250        357,945       317,408            323,111           313,668              98,688              149,473           380,510          26.78 23.02 22.73 22.54 7.07 12.89 25.35
LFAQLAGEDAEISAFELQTILR 2 0.9997
LFAQLAGEDAEISAFELQTILR 3 0.9995

IPI00446769 BDH2 Isoform 2 of 3‐hydroxybutyrate dehydrogenase type 2 0.99 17.92 2 2 586,720           624,177           606,148           590,554           419,201           494,680           602,671           66,167         188,055            201,737           173,027              109,033            81,460             94,467            11.28 30.13 33.28 29.3 26.01 16.47 15.67
IPI00607799 BDH2 Isoform 1 of 3‐hydroxybutyrate dehydrogenase type 2 0.99 12.65 2 2 586,720           624,177           606,148           590,554           419,201           494,680           602,671           66,167         188,055            201,737           173,027              109,033            81,460             94,467            11.28 30.13 33.28 29.3 26.01 16.47 15.67
IPI00964424 BDH2 Putative uncharacterized protein BDH2 0.99 23.85 2 2 586,720           624,177           606,148           590,554           419,201           494,680           602,671           66,167         188,055            201,737           173,027              109,033            81,460             94,467            11.28 30.13 33.28 29.3 26.01 16.47 15.67
IPI00966221 BDH2 Putative uncharacterized protein BDH2 0.99 26.72 2 2 586,720           624,177           606,148           590,554           419,201           494,680           602,671           66,167         188,055            201,737           173,027              109,033            81,460             94,467            11.28 30.13 33.28 29.3 26.01 16.47 15.67
IPI00966463 BDH2 Putative uncharacterized protein BDH2 0.99 48.44 2 2 586,720           624,177           606,148           590,554           419,201           494,680           602,671           66,167         188,055            201,737           173,027              109,033            81,460             94,467            11.28 30.13 33.28 29.3 26.01 16.47 15.67
IPI00968129 BDH2 Putative uncharacterized protein BDH2 0.99 34.44 2 2 586,720           624,177           606,148           590,554           419,201           494,680           602,671           66,167         188,055            201,737           173,027              109,033            81,460             94,467            11.28 30.13 33.28 29.3 26.01 16.47 15.67

VIATDINESK 2 0.9296
VIILTAAAQGIGQAAALAFAR 3 0.9897

IPI00446834 SULT1A4;SULT1A3Isoform 2 of Sulfotransferase 1A3/1A4 1 44.67 4 5 10,521,771     9,635,403        10,195,155     9,648,901        10,261,563     12,224,961     9,932,932        1,502,791    2,316,841        997,399           773,421              1,339,721        1,493,547        2,947,901      14.28 24.05 9.78 8.02 13.06 12.22 29.68
SGTTWVSQILDMIYQGGDLEK 2 0.9998
SGTTWVSQILDMIYQGGDLEK 3 0.9998

SHLPLALLPQTLLDQK 3 0.9962
VPFLEVNDPGEPSGLETLKDTPPPR 3 0.9998
YFAEALGPLQSFQARPDDLLINTYPK 3 0.9998

IPI00448095 DCXR L‐xylulose reductase 0.991 11.48 1 1 228,246           167,163           154,900           169,833           166,920           200,197           145,840           44,040         38,150              29,013             19,377                43,009              29,101             28,073            19.3 22.82 18.73 11.41 25.77 14.54 19.25
IPI00797249 DCXR 26 kDa protein 0.991 11.57 1 1 228,246           167,163           154,900           169,833           166,920           200,197           145,840           44,040         38,150              29,013             19,377                43,009              29,101             28,073            19.3 22.82 18.73 11.41 25.77 14.54 19.25
IPI00797917 DCXR 26 kDa protein 0.991 11.57 1 1 228,246           167,163           154,900           169,833           166,920           200,197           145,840           44,040         38,150              29,013             19,377                43,009              29,101             28,073            19.3 22.82 18.73 11.41 25.77 14.54 19.25

ALGSVGPVDLLVNNAAVALLQPFLEVTK 3 0.9911
IPI00448169 APOA1BP Apolipoprotein A‐I binding protein 1 4.62 1 1 1,500,382        1,610,594        1,583,260        1,524,154        1,592,284        1,865,210        1,678,440        327,115       439,357            314,860           251,355              303,706            368,687           359,603          21.8 27.28 19.89 16.49 19.07 19.77 21.42
IPI00514157 APOA1BP Apolipoprotein A‐I binding protein 1 4.9 1 1 1,500,382        1,610,594        1,583,260        1,524,154        1,592,284        1,865,210        1,678,440        327,115       439,357            314,860           251,355              303,706            368,687           359,603          21.8 27.28 19.89 16.49 19.07 19.77 21.42

LFGYEPTIYYPK 2 0.9997
IPI00448751 KIAA1598 Isoform 3 of Shootin‐1 0.904 1.54 1 1 1,126,325        1,166,798        1,282,427        1,188,383        1,090,528        1,386,802        1,031,180        244,757       300,117            130,296           216,710              170,918            216,069           281,940          21.73 25.72 10.16 18.24 15.67 15.58 27.34
IPI00854567 KIAA1598 Isoform 2 of Shootin‐1 0.904 2.19 1 1 1,126,325        1,166,798        1,282,427        1,188,383        1,090,528        1,386,802        1,031,180        244,757       300,117            130,296           216,710              170,918            216,069           281,940          21.73 25.72 10.16 18.24 15.67 15.58 27.34
IPI00854700 KIAA1598 Isoform 1 of Shootin‐1 0.904 1.58 1 1 1,126,325        1,166,798        1,282,427        1,188,383        1,090,528        1,386,802        1,031,180        244,757       300,117            130,296           216,710              170,918            216,069           281,940          21.73 25.72 10.16 18.24 15.67 15.58 27.34
IPI00854856 KIAA1598 Isoform 4 of Shootin‐1 0.904 1.79 1 1 1,126,325        1,166,798        1,282,427        1,188,383        1,090,528        1,386,802        1,031,180        244,757       300,117            130,296           216,710              170,918            216,069           281,940          21.73 25.72 10.16 18.24 15.67 15.58 27.34
IPI00921922 KIAA1598 Isoform 6 of Shootin‐1 0.904 1.66 1 1 1,126,325        1,166,798        1,282,427        1,188,383        1,090,528        1,386,802        1,031,180        244,757       300,117            130,296           216,710              170,918            216,069           281,940          21.73 25.72 10.16 18.24 15.67 15.58 27.34
IPI00922178 KIAA1598 Isoform 5 of Shootin‐1 0.904 1.75 1 1 1,126,325        1,166,798        1,282,427        1,188,383        1,090,528        1,386,802        1,031,180        244,757       300,117            130,296           216,710              170,918            216,069           281,940          21.73 25.72 10.16 18.24 15.67 15.58 27.34



LVEVIEEVNK 2 0.9036
IPI00448831 XYLB XYLB protein (Fragment) 0.999 10.78 1 2 267,753           231,240           260,358           287,390           288,971           255,930           268,161           46,162         41,168              65,944             30,422                35,380              20,820             20,722            17.24 17.8 25.33 10.59 12.24 8.13 7.73

DGLTVTSPVLMWVQALDIILEK 2 0.9991
DGLTVTSPVLMWVQALDIILEK 3 0.9869

IPI00451429 NIF3L1 NIF3L1 isoform gamma 0.95 4.37 1 1 920,394           1,209,100        867,014           737,980           1,072,470        1,299,440        958,434           159,082       610,224            73,561             117,323              200,904            264,238           233,918          17.28 50.47 8.48 15.9 18.73 20.33 24.41
IPI00451430 NIF3L1 NIF3‐like protein 1 isoform 3 0.95 3.86 1 1 920,394           1,209,100        867,014           737,980           1,072,470        1,299,440        958,434           159,082       610,224            73,561             117,323              200,904            264,238           233,918          17.28 50.47 8.48 15.9 18.73 20.33 24.41
IPI00604624 NIF3L1 Isoform 1 of NIF3‐like protein 1 0.95 2.92 1 1 920,394           1,209,100        867,014           737,980           1,072,470        1,299,440        958,434           159,082       610,224            73,561             117,323              200,904            264,238           233,918          17.28 50.47 8.48 15.9 18.73 20.33 24.41
IPI00873590 NIF3L1 Isoform 2 of NIF3‐like protein 1 0.95 3.14 1 1 920,394           1,209,100        867,014           737,980           1,072,470        1,299,440        958,434           159,082       610,224            73,561             117,323              200,904            264,238           233,918          17.28 50.47 8.48 15.9 18.73 20.33 24.41
IPI00917949 NIF3L1 24 kDa protein 0.95 5.26 1 1 920,394           1,209,100        867,014           737,980           1,072,470        1,299,440        958,434           159,082       610,224            73,561             117,323              200,904            264,238           233,918          17.28 50.47 8.48 15.9 18.73 20.33 24.41

ALMQVVDFLSR 2 0.9502
IPI00452018 ‐ Putative viral protein‐binding protein C1 0.907 27.27 1 1 1,197,222        946,717           1,124,130        1,187,489        848,425           947,947           990,572           226,622       231,527            175,610           205,552              197,069            139,798           147,638          18.93 24.46 15.62 17.31 23.23 14.75 14.9

LAPLALVEVGMTLPVPQTPLPHVTQQQKLAPGR 3 0.9069
IPI00453473 HIST1H4A;HIST1H4Histone H4 1 29.13 3 4 24,898,660     21,434,470     39,041,100     24,984,040     34,472,390     28,283,240     32,083,210     2,568,277    3,169,450        3,955,814       2,580,496          7,577,621        4,165,748        5,663,901      10.31 14.79 10.13 10.33 21.98 14.73 17.65

DNIQGITKPAIR 2 0.9983
DNIQGITKPAIR 3 0.992
ISGLIYEETR 2 0.9997
VFLENVIR 2 0.9878

IPI00453476 ‐ 29 kDa protein 1 35.83 7 9 48,324,923     49,668,853     45,093,625     45,959,713     47,724,322     58,419,580     44,217,653     2,212,503    12,778,853      3,573,612       1,969,974          5,127,783        7,365,663        8,463,295      4.58 25.73 7.92 4.29 10.74 12.61 19.14
IPI00549725 PGAM1 Phosphoglycerate mutase 1 1 35.83 7 9 48,324,923     49,668,853     45,093,625     45,959,713     47,724,322     58,419,580     44,217,653     2,212,503    12,778,853      3,573,612       1,969,974          5,127,783        7,365,663        8,463,295      4.58 25.73 7.92 4.29 10.74 12.61 19.14

ALPFWNEEIVPQIK 2 0.9997
FSGWYDADLSPAGHEEAK 2 0.9998
FSGWYDADLSPAGHEEAK 3 0.9998

HGESAWNLENR 2 0.9998
HYGGLTGLNK 2 0.9991

HYGGLTGLNKAETAAK 3 0.9817
SYDVPPPPMEPDHPFYSNISK 3 0.9828

VLIAAHGNSLR 2 0.9997
VLIAAHGNSLR 3 0.9993

IPI00455004 ‐ Similar to Farnesyl pyrophosphate synthetase 1 3.64 1 1 2,302,716        2,366,778        2,901,060        2,490,626        2,411,078        2,512,340        2,617,616        227,628       659,137            410,150           300,580              485,075            499,387           724,812          9.89 27.85 14.14 12.07 20.12 19.88 27.69
LKEVLEYNAIGGK 3 0.9997

IPI00455023 ‐ 54 kDa protein 1 3.43 1 1 1,477,353        1,364,285        1,585,575        1,627,480        1,594,248        1,957,000        1,408,293        307,587       443,038            299,800           223,154              227,589            594,522           261,147          20.82 32.47 18.91 13.71 14.28 30.38 18.54
IPI00925567 AKR1B15 Putative aldo‐keto reductase family 1 member B15 1 4.65 1 1 1,477,353        1,364,285        1,585,575        1,627,480        1,594,248        1,957,000        1,408,293        307,587       443,038            299,800           223,154              227,589            594,522           261,147          20.82 32.47 18.91 13.71 14.28 30.38 18.54
IPI00942692 AKR1B15 Putative uncharacterized protein 1 4.42 1 1 1,477,353        1,364,285        1,585,575        1,627,480        1,594,248        1,957,000        1,408,293        307,587       443,038            299,800           223,154              227,589            594,522           261,147          20.82 32.47 18.91 13.71 14.28 30.38 18.54

LSYLDVYLIHWPQGFK 3 0.9997
IPI00455033 9‐Sep septin‐9 isoform e 1 9.95 3 3 1,628,772        1,848,892        1,451,676        1,509,126        1,788,895        1,912,455        1,491,290        92,966         478,591            45,988             148,431              254,862            336,171           232,141          5.71 25.89 3.17 9.84 14.25 17.58 15.57
IPI00784614 9‐Sep septin‐9 isoform a 1 7.17 3 3 1,628,772        1,848,892        1,451,676        1,509,126        1,788,895        1,912,455        1,491,290        92,966         478,591            45,988             148,431              254,862            336,171           232,141          5.71 25.89 3.17 9.84 14.25 17.58 15.57
IPI00784808 9‐Sep septin‐9 isoform b 1 7.25 3 3 1,628,772        1,848,892        1,451,676        1,509,126        1,788,895        1,912,455        1,491,290        92,966         478,591            45,988             148,431              254,862            336,171           232,141          5.71 25.89 3.17 9.84 14.25 17.58 15.57
IPI00784936 9‐Sep septin‐9 isoform c 1 7.39 3 3 1,628,772        1,848,892        1,451,676        1,509,126        1,788,895        1,912,455        1,491,290        92,966         478,591            45,988             148,431              254,862            336,171           232,141          5.71 25.89 3.17 9.84 14.25 17.58 15.57
IPI00871679 9‐Sep 63 kDa protein 1 7.42 3 3 1,628,772        1,848,892        1,451,676        1,509,126        1,788,895        1,912,455        1,491,290        92,966         478,591            45,988             148,431              254,862            336,171           232,141          5.71 25.89 3.17 9.84 14.25 17.58 15.57

ADTLTLEER 2 0.96
APVDFGYVGIDSILEQMR 2 0.9951
LEPKPQPPVAEATPR 3 0.9982

IPI00455146 USP30 Ubiquitin carboxyl‐terminal hydrolase 30 0.956 5.03 1 1 2,695,697        2,631,680        2,612,123        2,862,887        2,595,873        2,840,207        2,167,820        435,053       429,089            524,225           193,818              138,326            482,186           351,223          16.14 16.3 20.07 6.77 5.33 16.98 16.2
IPI00745760 USP30 Ubiquitin carboxyl‐terminal hydrolase 0.956 5.12 1 1 2,695,697        2,631,680        2,612,123        2,862,887        2,595,873        2,840,207        2,167,820        435,053       429,089            524,225           193,818              138,326            482,186           351,223          16.14 16.3 20.07 6.77 5.33 16.98 16.2
IPI00792155 USP30 27 kDa protein 0.956 11.11 1 1 2,695,697        2,631,680        2,612,123        2,862,887        2,595,873        2,840,207        2,167,820        435,053       429,089            524,225           193,818              138,326            482,186           351,223          16.14 16.3 20.07 6.77 5.33 16.98 16.2

NPGPTLELQDGPGAPTPVLNQPGAPK 3 0.9562
IPI00514814 AKR1C1 Aldo‐keto reductase family 1, member C1 (Dihydrodiol dehydrogenase  1 6.85 2 2 1,778,556        1,580,192        1,796,712        1,821,888        1,559,931        1,649,464        1,407,640        316,269       452,692            481,140           407,143              249,770            251,487           276,118          17.78 28.65 26.78 22.35 16.01 15.25 19.62
IPI00455167 AKR1C2 Putative uncharacterized protein AKR1C2 1 7.73 2 2 1,778,556        1,580,192        1,796,712        1,821,888        1,559,931        1,649,464        1,407,640        316,269       452,692            481,140           407,143              249,770            251,487           276,118          17.78 28.65 26.78 22.35 16.01 15.25 19.62

REDIFYTSK 2 0.9955
TPALIALR 2 0.9976

IPI00455333 LOC440434 Isoform 1 of Puromycin‐sensitive aminopeptidase‐like protein 0.956 2.3 1 1 4,281,275        3,902,605        4,191,125        4,489,755        3,781,215        4,650,965        3,856,130        933,400       1,040,496        346,005           702,890              1,493,755        404,362           710,955          21.8 26.66 8.26 15.66 39.5 8.69 18.44
VALSNMNVIDR 2 0.9559

IPI00455599 HSP90AB2P Similar to Heat shock protein HSP 90‐beta 1 6.4 3 3 72,452,500     70,956,270     60,407,880     63,392,830     63,279,620     80,462,540     56,517,830     5,111,007    18,671,395      6,244,203       3,805,538          9,005,966        8,618,739        12,368,908    7.05 26.31 10.34 6 14.23 10.71 21.88
HSQFLGYPITLYLEK 2 0.9848

HSQFLGYPITLYLEKER 3 0.8847
SIYYITGESK 2 0.9998

IPI00456359 ATXN2L Isoform 1 of Ataxin‐2‐like protein 0.96 1.02 1 1 1,901,473        1,952,577        811,184           1,574,390        1,061,353        1,671,180        600,026           709,582       739,358            476,010           510,186              294,570            559,967           155,211          37.32 37.87 58.68 32.41 27.75 33.51 25.87
IPI00639962 ATXN2L 114 kDa protein 0.96 1.02 1 1 1,901,473        1,952,577        811,184           1,574,390        1,061,353        1,671,180        600,026           709,582       739,358            476,010           510,186              294,570            559,967           155,211          37.32 37.87 58.68 32.41 27.75 33.51 25.87
IPI00642402 ATXN2L 114 kDa protein 0.96 1.02 1 1 1,901,473        1,952,577        811,184           1,574,390        1,061,353        1,671,180        600,026           709,582       739,358            476,010           510,186              294,570            559,967           155,211          37.32 37.87 58.68 32.41 27.75 33.51 25.87

AEGLQVGQDAR 2 0.9602
IPI00456750 FAM129B Niban‐like protein 1 1 7.37 3 3 7,624,518        7,573,646        6,891,997        7,821,890        6,874,299        8,479,176        7,596,984        363,605       1,726,210        785,363           776,957              858,008            763,955           1,954,971      4.77 22.79 11.4 9.93 12.48 9.01 25.73
IPI00647286 FAM129B niban‐like protein 1 isoform 1 1 7.24 3 3 7,624,518        7,573,646        6,891,997        7,821,890        6,874,299        8,479,176        7,596,984        363,605       1,726,210        785,363           776,957              858,008            763,955           1,954,971      4.77 22.79 11.4 9.93 12.48 9.01 25.73

FILVENTYEEVVLQTVMKDILQAVK 3 0.9997
FSLVPHNYGLVLYENK 3 0.9995
VQQVQPAMQAVIR 2 0.9994

IPI00456758 RPL27A 60S ribosomal protein L27a 1 22.3 2 2 9,542,310        10,030,330     13,358,040     11,544,470     13,285,460     14,214,240     12,506,890     1,276,732    2,518,430        2,361,194       1,261,544          2,445,008        1,478,977        2,286,970      13.38 25.11 17.68 10.93 18.4 10.4 18.29
NQSFCPTVNLDKLWTLVSEQTR 3 0.9996

TGAAPIIDVVR 2 0.9996
IPI00456887 HNRNPUL2 Heterogeneous nuclear ribonucleoprotein U‐like protein 2 1 15.13 8 8 28,979,011     29,738,136     28,248,072     27,906,115     29,107,267     37,195,607     26,999,568     2,858,269    7,445,313        3,156,110       3,228,559          5,044,244        4,768,604        4,467,651      9.86 25.04 11.17 11.57 17.33 12.82 16.55

DLLVQQASQCLSK 2 0.9997
EVEGDDVPESIMLEMK 2 0.9682
MKGLEEPEMDPK 3 0.8607
NYYGYQGYR 2 0.9955

PAEATAGSGGVNGGEEQGLGK 2 0.8876
VTQNLPMKEGCTEVSLLR 3 0.9997

YGGQPLFSEK 2 0.9988
YNVLGAETVLNQMR 2 0.9998

IPI00456969 DYNC1H1 Cytoplasmic dynein 1 heavy chain 1 0.993 1.14 2 2 7,107,643        7,395,047        8,215,390        8,351,330        7,682,217        7,664,252        8,851,339        1,153,278    1,807,497        1,291,674       1,358,757          809,815            969,451           2,443,135      16.23 24.44 15.72 16.27 10.54 12.65 27.6
QELEQHSVDTASTSDAVTFITYVQSLK 3 0.9401
VLTLSEDSPYETLHSFISNAVAPFFK 3 0.967

IPI00464952 SRSF11 Serine/arginine‐rich splicing factor 11 0.997 6.4 2 2 2,811,045        2,441,489        2,811,263        2,677,149        2,890,991        3,267,101        2,811,765        414,431       457,801            288,032           473,170              297,079            468,950           261,625          14.74 18.75 10.25 17.67 10.28 14.35 9.3
IPI00641287 SRSF11 Splicing factor, arginine/serine‐rich 11, isoform CRA_b 0.997 6.42 2 2 2,811,045        2,441,489        2,811,263        2,677,149        2,890,991        3,267,101        2,811,765        414,431       457,801            288,032           473,170              297,079            468,950           261,625          14.74 18.75 10.25 17.67 10.28 14.35 9.3
IPI00641957 SRSF11 SFRS11 protein 0.997 7.97 2 2 2,811,045        2,441,489        2,811,263        2,677,149        2,890,991        3,267,101        2,811,765        414,431       457,801            288,032           473,170              297,079            468,950           261,625          14.74 18.75 10.25 17.67 10.28 14.35 9.3

ALIVVPYAEGVIPDEAK 2 0.9962
LNHVAAGLVSPSLK 2 0.9942

IPI00465028 TPI1;TPI1P1 triosephosphate isomerase isoform 2 1 62.59 16 27 362,235,765   347,899,366   274,530,850   301,250,216   296,136,653   391,180,765   273,971,026   9,109,256    82,409,580      27,854,591     20,175,645        28,156,202      45,767,542      53,408,549    2.51 23.69 10.15 6.7 9.51 11.7 19.49
IPI00797270 TPI1;TPI1P1 Isoform 1 of Triosephosphate isomerase 1 71.89 16 27 362,235,765   347,899,366   274,530,850   301,250,216   296,136,653   391,180,765   273,971,026   9,109,256    82,409,580      27,854,591     20,175,645        28,156,202      45,767,542      53,408,549    2.51 23.69 10.15 6.7 9.51 11.7 19.49

DCGATWVVLGHSER 2 0.9998
DCGATWVVLGHSER 3 0.9998
DCGATWVVLGHSERR 3 0.9995

ELASQPDVDGFLVGGASLKPEFVDIINAK 2 0.9998
ELASQPDVDGFLVGGASLKPEFVDIINAK 3 0.9998
ELASQPDVDGFLVGGASLKPEFVDIINAKQ 3 0.9997

HVFGESDELIGQK 2 0.9998
HVFGESDELIGQK 3 0.9997
IIYGGSVTGATCK 1 0.9998
IIYGGSVTGATCK 2 0.9998
KFFVGGNWK 2 0.9929
KFFVGGNWK 3 0.9995

KQSLGELIGTLNAAK 2 0.9998
KQSLGELIGTLNAAK 3 0.9997
QSLGELIGTLNAAK 2 0.9998
RHVFGESDELIGQK 2 0.9998
RHVFGESDELIGQK 3 0.9998



VAHALAEGLGVIACIGEK 2 0.9998
VAHALAEGLGVIACIGEK 3 0.9997

VAHALAEGLGVIACIGEKLDER 3 0.9998
VIADNVKDWSK 2 0.9998

VPADTEVVCAPPTAYIDFAR 2 0.9998
VPADTEVVCAPPTAYIDFAR 3 0.9998

VTNGAFTGEISPGMIK 2 0.9998
VTNGAFTGEISPGMIK 3 0.9998
VVLAYEPVWAIGTGK 2 0.9998
VVLAYEPVWAIGTGK 3 0.9998

IPI00465085 NAPRT1 Isoform 1 of Nicotinate phosphoribosyltransferase 1 16.36 5 6 4,905,754        4,006,055        4,505,348        4,659,742        3,640,239        4,005,528        4,371,909        1,060,618    844,358            664,717           600,645              657,769            800,774           708,665          21.62 21.08 14.75 12.89 18.07 19.99 16.21
IPI00879716 NAPRT1 Isoform 2 of Nicotinate phosphoribosyltransferase 1 15.52 5 6 4,905,754        4,006,055        4,505,348        4,659,742        3,640,239        4,005,528        4,371,909        1,060,618    844,358            664,717           600,645              657,769            800,774           708,665          21.62 21.08 14.75 12.89 18.07 19.99 16.21
IPI00880164 NAPRT1 Isoform 3 of Nicotinate phosphoribosyltransferase 1 16.76 5 6 4,905,754        4,006,055        4,505,348        4,659,742        3,640,239        4,005,528        4,371,909        1,060,618    844,358            664,717           600,645              657,769            800,774           708,665          21.62 21.08 14.75 12.89 18.07 19.99 16.21
IPI00952992 NAPRT1 Putative uncharacterized protein NAPRT1 1 15.04 5 6 4,905,754        4,006,055        4,505,348        4,659,742        3,640,239        4,005,528        4,371,909        1,060,618    844,358            664,717           600,645              657,769            800,774           708,665          21.62 21.08 14.75 12.89 18.07 19.99 16.21

AAAAQFQVPWLESVLIVVSNNIDEEALAR 3 0.9997
AAARPLLTDLYQATMALGYWR 3 0.9959

ALAQLSLSR 2 0.9841
ALDCSEVTVR 2 0.9997

SGLPNFLAVALALGELGYR 2 0.9997
SGLPNFLAVALALGELGYR 3 0.9996

IPI00465128 BAT3 Isoform 1 of Large proline‐rich protein BAT3 0.999 4.15 3 3 5,255,003        5,453,156        4,573,371        5,068,014        5,396,575        6,063,112        5,034,486        343,509       1,301,085        580,043           923,596              447,179            651,570           1,130,713      6.54 23.86 12.68 18.22 8.29 10.75 22.46
IPI00640922 BAT3 Isoform 2 of Large proline‐rich protein BAT3 0.999 4.17 3 3 5,255,003        5,453,156        4,573,371        5,068,014        5,396,575        6,063,112        5,034,486        343,509       1,301,085        580,043           923,596              447,179            651,570           1,130,713      6.54 23.86 12.68 18.22 8.29 10.75 22.46
IPI00642962 BAT3 cDNA FLJ60983, highly similar to Large proline‐rich protein BAT3 0.999 5.2 3 3 5,255,003        5,453,156        4,573,371        5,068,014        5,396,575        6,063,112        5,034,486        343,509       1,301,085        580,043           923,596              447,179            651,570           1,130,713      6.54 23.86 12.68 18.22 8.29 10.75 22.46
IPI00645431 BAT3 Isoform 3 of Large proline‐rich protein BAT3 0.999 4.04 3 3 5,255,003        5,453,156        4,573,371        5,068,014        5,396,575        6,063,112        5,034,486        343,509       1,301,085        580,043           923,596              447,179            651,570           1,130,713      6.54 23.86 12.68 18.22 8.29 10.75 22.46
IPI00892541 BAT3 HLA‐B associated transcript 3 0.999 4.04 3 3 5,255,003        5,453,156        4,573,371        5,068,014        5,396,575        6,063,112        5,034,486        343,509       1,301,085        580,043           923,596              447,179            651,570           1,130,713      6.54 23.86 12.68 18.22 8.29 10.75 22.46
IPI00894269 BAT3 119 kDa protein 0.999 4.15 3 3 5,255,003        5,453,156        4,573,371        5,068,014        5,396,575        6,063,112        5,034,486        343,509       1,301,085        580,043           923,596              447,179            651,570           1,130,713      6.54 23.86 12.68 18.22 8.29 10.75 22.46
IPI00894467 BAT3 HLA‐B associated transcript 3, isoform CRA_a 0.999 4.17 3 3 5,255,003        5,453,156        4,573,371        5,068,014        5,396,575        6,063,112        5,034,486        343,509       1,301,085        580,043           923,596              447,179            651,570           1,130,713      6.54 23.86 12.68 18.22 8.29 10.75 22.46

GVNPSLVSWLTTMMGLR 2 0.9952
LLGNTFVALSDLR 2 0.9358

LQVVLEHMPVGPDAILR 3 0.9849
IPI00465225 HNRNPL heterogeneous nuclear ribonucleoprotein L isoform b 1 16.45 5 6 60,471,905     58,730,985     48,016,290     49,444,625     51,984,350     63,979,430     48,913,275     3,601,947    13,505,023      4,515,283       3,268,905          4,200,697        6,520,989        8,839,525      5.96 22.99 9.4 6.61 8.08 10.19 18.07

AITHLNNNFMFGQK 2 0.9998
AITHLNNNFMFGQK 3 0.9982
ASLNGADIYSGCCTLK 2 0.9998
SDALETLGFLNHYQMK 3 0.9998

SKPGAAMVEMADGYAVDR 3 0.9998
SSSGLLEWESK 2 0.9997

IPI00910633 ‐ cDNA FLJ59381, highly similar to Eukaryotic translation initiation factor 0.994 2.45 1 1 1,106,298        1,080,258        1,051,842        1,142,207        1,055,355        1,150,483        1,035,095        174,918       231,914            227,351           277,894              179,112            126,145           244,768          15.81 21.47 21.61 24.33 16.97 10.96 23.65
IPI00465233 EIF3L Eukaryotic translation initiation factor 3, subunit E interacting protein 0.994 2.14 1 1 1,106,298        1,080,258        1,051,842        1,142,207        1,055,355        1,150,483        1,035,095        174,918       231,914            227,351           277,894              179,112            126,145           244,768          15.81 21.47 21.61 24.33 16.97 10.96 23.65
IPI00745266 EIF3L Eukaryotic translation initiation factor 3 subunit L 0.994 2.3 1 1 1,106,298        1,080,258        1,051,842        1,142,207        1,055,355        1,150,483        1,035,095        174,918       231,914            227,351           277,894              179,112            126,145           244,768          15.81 21.47 21.61 24.33 16.97 10.96 23.65
IPI00878298 EIF3L Eukaryotic translation initiation factor 3, subunit E interacting protein 0.994 10.16 1 1 1,106,298        1,080,258        1,051,842        1,142,207        1,055,355        1,150,483        1,035,095        174,918       231,914            227,351           277,894              179,112            126,145           244,768          15.81 21.47 21.61 24.33 16.97 10.96 23.65
IPI00879876 EIF3L cDNA FLJ36221 fis, clone THYMU2000950, highly similar to Eukaryotic t 0.994 2.79 1 1 1,106,298        1,080,258        1,051,842        1,142,207        1,055,355        1,150,483        1,035,095        174,918       231,914            227,351           277,894              179,112            126,145           244,768          15.81 21.47 21.61 24.33 16.97 10.96 23.65
IPI00787469 LOC340947 similar to eukaryotic translation initiation factor 3 subunit 6 interacting 0.994 4.11 1 1 1,106,298        1,080,258        1,051,842        1,142,207        1,055,355        1,150,483        1,035,095        174,918       231,914            227,351           277,894              179,112            126,145           244,768          15.81 21.47 21.61 24.33 16.97 10.96 23.65

LAGFLDLTEQEFR 2 0.9944
IPI00465248 ENO1 Isoform alpha‐enolase of Alpha‐enolase 1 74.42 32 49 1,043,027,875 1,072,068,552 908,155,339   908,892,224   976,433,544   1,235,171,352 899,384,815   39,847,555  255,950,725    79,287,835     68,620,210        100,654,893    184,003,993    167,607,220  3.82 23.87 8.73 7.55 10.31 14.9 18.64

AAVPSGASTGIYEALELR 2 0.9998
AAVPSGASTGIYEALELR 3 0.9998

AAVPSGASTGIYEALELRDNDKTR 3 0.9978
AGYTDKVVIGMDVAASEFFR 2 0.9721
AGYTDKVVIGMDVAASEFFR 3 0.9998
DATNVGDEGGFAPNILENK 2 0.9998
DATNVGDEGGFAPNILENK 3 0.9998

DATNVGDEGGFAPNILENKEGLELLK 2 0.9074
DYPVVSIEDPFDQDDWGAWQK 2 0.9998
DYPVVSIEDPFDQDDWGAWQK 3 0.9998

EGLELLK 1 0.9711
FTASAGIQVVGDDLTVTNPK 2 0.9998
FTASAGIQVVGDDLTVTNPK 3 0.9998
FTASAGIQVVGDDLTVTNPKR 2 0.9998
FTASAGIQVVGDDLTVTNPKR 3 0.9998

GNPTVEVDLFTSK 1 0.9939
GNPTVEVDLFTSK 2 0.9979

HIADLAGNSEVILPVPAFNVINGGSHAGNK 3 0.9998
IDKLMIEMDGTENK 2 0.9992

IEEELGSK 2 0.9667
IGAEVYHNLK 2 0.9997
IGAEVYHNLK 3 0.9989

LAMQEFMILPVGAANFR 2 0.9998
LAMQEFMILPVGAANFR 3 0.9998
LAQANGWGVMVSHR 2 0.9998
LAQANGWGVMVSHR 3 0.9998

LMIEMDGTENK 1 0.9998
LMIEMDGTENK 2 0.9998
LNVTEQEKIDK 2 0.9986
NFRNPLAK 2 0.9758
SCNCLLLK 2 0.9934

SFIKDYPVVSIEDPFDQDDWGAWQK 2 0.9998
SFIKDYPVVSIEDPFDQDDWGAWQK 3 0.9998

SGETEDTFIADLVVGLCTGQIK 2 0.9998
SGETEDTFIADLVVGLCTGQIK 3 0.9998

SGKYDLDFK 3 0.9998
SGKYDLDFKSPDDPSR 2 0.9998
SGKYDLDFKSPDDPSR 3 0.9998

TIAPALVSK 1 0.9998
TIAPALVSK 2 0.9914

VNQIGSVTESLQACK 2 0.9949
VVIGMDVAASEFFR 2 0.9998

YDLDFK 2 0.8159
YDLDFKSPDDPSR 2 0.9998
YDLDFKSPDDPSR 3 0.9997

YGKDATNVGDEGGFAPNILENK 3 0.9998
YGKDATNVGDEGGFAPNILENKEGLELLK 3 0.8572

YISPDQLADLYK 1 0.9998
YISPDQLADLYK 2 0.9998

IPI00465256 AK3 GTP:AMP phosphotransferase, mitochondrial 0.989 6.17 1 1 5,500,720        5,643,110        7,168,555        5,901,840        9,095,555        8,402,610        9,609,150        1,313,630    1,707,479        1,103,894       2,159,233          2,727,650        2,839,308        2,384,467      23.88 30.26 15.4 36.59 29.99 33.79 24.81
IPI00478236 AK3 cDNA FLJ40886 fis, clone UTERU2000663, highly similar to GTP:AMP ph 0.989 8.92 1 1 5,500,720        5,643,110        7,168,555        5,901,840        9,095,555        8,402,610        9,609,150        1,313,630    1,707,479        1,103,894       2,159,233          2,727,650        2,839,308        2,384,467      23.88 30.26 15.4 36.59 29.99 33.79 24.81

NLTQYSWLLDGFPR 2 0.9887
IPI00465315 CYCS Cytochrome c 1 27.62 2 2 8,824,320        8,813,370        8,872,610        8,617,455        8,922,590        11,220,345     8,780,735        1,323,032    1,846,802        2,467,383       2,715,322          2,079,556        1,025,599        2,132,305      14.99 20.95 27.81 31.51 23.31 9.14 24.28
IPI00917605 CYCS Putative uncharacterized protein CYCS 1 28.71 2 2 8,824,320        8,813,370        8,872,610        8,617,455        8,922,590        11,220,345     8,780,735        1,323,032    1,846,802        2,467,383       2,715,322          2,079,556        1,025,599        2,132,305      14.99 20.95 27.81 31.51 23.31 9.14 24.28

GIIWGEDTLMEYLENPKK 3 0.9903
TGPNLHGLFGR 2 0.9969

IPI00465361 RPL13 60S ribosomal protein L13 1 6.16 1 1 12,517,280     12,999,850     11,017,920     11,743,380     10,307,230     13,522,300     10,090,130     1,246,883    2,936,218        2,304,580       2,280,253          1,382,457        2,187,444        1,735,764      9.96 22.59 20.92 19.42 13.41 16.18 17.2
LATQLTGPVMPVR 2 0.9927

IPI00465431 LGALS3 Galectin‐3 1 31.2 7 12 278,261,530   280,306,550   250,852,410   252,201,490   273,677,470   327,153,200   248,340,600   10,334,389  61,878,064      20,208,722     22,745,288        27,032,264      48,241,182      44,254,157    3.71 22.08 8.06 9.02 9.88 14.75 17.82



GNDVAFHFNPR 2 0.9998
GNDVAFHFNPR 3 0.9997

IALDFQR 2 0.9921
IQVLVEPDHFK 2 0.9996
IQVLVEPDHFK 3 0.997
LDNNWGR 2 0.96

MLITILGTVKPNANR 2 0.9998
MLITILGTVKPNANR 3 0.9998
QSVFPFESGKPFK 2 0.9996
QSVFPFESGKPFK 3 0.9996

VAVNDAHLLQYNHR 2 0.9998
VAVNDAHLLQYNHR 3 0.9998

IPI00465436 CAT Catalase 1 15.75 6 6 43,562,420     45,102,280     41,496,087     43,522,352     41,107,740     53,229,810     40,526,430     3,074,819    10,475,063      3,926,064       4,445,125          6,764,909        4,832,238        9,232,673      7.06 23.23 9.46 10.21 16.46 9.08 22.78
ADVLTTGAGNPVGDKLNVITVGPR 3 0.9997

AFYVNVLNEEQR 2 0.9997
FNTANDDNVTQVR 2 0.9998

LCENIAGHLK 2 0.9967
LFAYPDTHR 3 0.9899

LGPNYLHIPVNCPYR 3 0.9998
IPI00465439 ALDOA Fructose‐bisphosphate aldolase A 1 54.95 14 19 122,481,107   124,168,393   109,060,265   97,105,762     116,147,223   142,456,242   113,806,976   6,204,450    26,788,713      12,583,951     8,901,268          9,692,801        18,178,343      22,851,835    5.07 21.57 11.54 9.17 8.35 12.76 20.08
IPI00796333 ALDOA 45 kDa protein 1 47.85 14 19 122,481,107   124,168,393   109,060,265   97,105,762     116,147,223   142,456,242   113,806,976   6,204,450    26,788,713      12,583,951     8,901,268          9,692,801        18,178,343      22,851,835    5.07 21.57 11.54 9.17 8.35 12.76 20.08

ADDGRPFPQVIK 2 0.9953
ADDGRPFPQVIK 3 0.9997

FSHEEIAMATVTALR 2 0.9998
FSHEEIAMATVTALR 3 0.9992
FSHEEIAMATVTALRR 2 0.9998
GILAADESTGSIAK 1 0.9998
GILAADESTGSIAK 2 0.9998
GILAADESTGSIAKR 3 0.8444

GVVPLAGTNGETTTQGLDGLSER 2 0.998
IGEHTPSALAIMENANVLAR 2 0.9998
IGEHTPSALAIMENANVLAR 3 0.9998

QLLLTADDR 2 0.9997
QLLLTADDRVNPCIGGVILFHETLYQK 3 0.9979

TVPPAVTGITFLSGGQSEEEASINLNAINK 3 0.9998
VLAAVYK 2 0.9959

VNPCIGGVILFHETLYQK 2 0.9976
YASICQQNGIVPIVEPEILPDGDHDLKR 3 0.9998

YTPSGQAGAAASESLFVSNHAY 2 0.9998
YTPSGQAGAAASESLFVSNHAY 3 0.9998

IPI00470387 SMARCC2 Putative uncharacterized protein DKFZp313D0632 1 18.1 1 1 265,159           249,577           225,740           379,980           352,931           434,668           193,521           86,829         102,792            42,559             114,892              76,078              56,460             53,474            32.75 41.19 18.85 30.24 21.56 12.99 27.63
IPI00789967 SMARCC2 12 kDa protein 1 17.92 1 1 265,159           249,577           225,740           379,980           352,931           434,668           193,521           86,829         102,792            42,559             114,892              76,078              56,460             53,474            32.75 41.19 18.85 30.24 21.56 12.99 27.63

SLSSLVVQLLQFQEEVFGK 2 0.9996
IPI00470528 RPL15 60S ribosomal protein L15 0.995 5.88 1 1 603,050           531,955           381,671           315,585           367,728           478,625           401,055           101,911       121,254            98,939             43,568                44,310              83,392             41,459            16.9 22.79 25.92 13.81 12.05 17.42 10.34
IPI00790569 RPL15 22 kDa protein 0.995 6.45 1 1 603,050           531,955           381,671           315,585           367,728           478,625           401,055           101,911       121,254            98,939             43,568                44,310              83,392             41,459            16.9 22.79 25.92 13.81 12.05 17.42 10.34
IPI00926202 RPL15 20 kDa protein 0.995 6.86 1 1 603,050           531,955           381,671           315,585           367,728           478,625           401,055           101,911       121,254            98,939             43,568                44,310              83,392             41,459            16.9 22.79 25.92 13.81 12.05 17.42 10.34
IPI00927715 RPL15 21 kDa protein 0.995 6.9 1 1 603,050           531,955           381,671           315,585           367,728           478,625           401,055           101,911       121,254            98,939             43,568                44,310              83,392             41,459            16.9 22.79 25.92 13.81 12.05 17.42 10.34

FFEVILIDPFHK 3 0.9947
IPI00470535 CACNA2D1 Dihydropyridine receptor alpha 2 subunit 0.946 1.62 1 1 91,991             79,618             70,739             82,163             70,921             84,371             81,333             11,460         16,611              10,691             16,631                10,835              15,223             28,637            12.46 20.86 15.11 20.24 15.28 18.04 35.21
IPI00479514 CACNA2D1 Isoform 2 of Voltage‐dependent calcium channel subunit alpha‐2/delta 0.946 1.65 1 1 91,991             79,618             70,739             82,163             70,921             84,371             81,333             11,460         16,611              10,691             16,631                10,835              15,223             28,637            12.46 20.86 15.11 20.24 15.28 18.04 35.21
IPI00953206 CACNA2D1 Isoform 3 of Voltage‐dependent calcium channel subunit alpha‐2/delta 0.946 1.66 1 1 91,991             79,618             70,739             82,163             70,921             84,371             81,333             11,460         16,611              10,691             16,631                10,835              15,223             28,637            12.46 20.86 15.11 20.24 15.28 18.04 35.21
IPI00953262 CACNA2D1 Isoform 4 of Voltage‐dependent calcium channel subunit alpha‐2/delta 0.946 1.67 1 1 91,991             79,618             70,739             82,163             70,921             84,371             81,333             11,460         16,611              10,691             16,631                10,835              15,223             28,637            12.46 20.86 15.11 20.24 15.28 18.04 35.21
IPI00953650 CACNA2D1 Isoform 5 of Voltage‐dependent calcium channel subunit alpha‐2/delta 0.946 1.66 1 1 91,991             79,618             70,739             82,163             70,921             84,371             81,333             11,460         16,611              10,691             16,631                10,835              15,223             28,637            12.46 20.86 15.11 20.24 15.28 18.04 35.21

DMLILVDVSGSVSGLTLK 2 0.9456
IPI00470573 ACTR2 actin‐related protein 2 isoform a 1 13.03 4 4 12,824,165     12,792,745     11,194,212     11,300,267     12,155,566     14,021,742     12,636,372     1,326,660    3,064,567        1,522,570       788,767              911,728            1,173,976        3,192,770      10.35 23.96 13.6 6.98 7.5 8.37 25.27

GYAFNHSADFETVR 3 0.999
HLWDYTFGPEK 2 0.9932
ILLTEPPMNPTK 2 0.9996

SMLEVNYPMENGIVR 2 0.9997
IPI00470590 SF3A1 splicing factor 3A subunit 1 isoform 2 0.999 4.12 2 2 8,037,600        8,611,780        8,517,195        8,023,265        7,750,615        10,150,985     7,991,135        1,390,164    2,271,083        1,053,251       1,157,798          1,180,438        744,881           1,642,313      17.3 26.37 12.37 14.43 15.23 7.34 20.55

FNFLNPNDPYHAYYR 3 0.9974
RTDIFGVEETAIGKK 3 0.9923

IPI00470610 PYCR2 Pyrroline‐5‐carboxylate reductase 2 0.987 9.69 2 2 1,803,148        1,978,611        1,863,263        1,780,105        1,866,640        2,429,536        1,863,466        205,899       679,515            193,262           237,896              322,190            260,004           356,017          11.42 34.34 10.37 13.36 17.26 10.7 19.11
IPI00747534 PYCR2 Pyrroline‐5‐carboxylate reductase 0.987 9.72 2 2 1,803,148        1,978,611        1,863,263        1,780,105        1,866,640        2,429,536        1,863,466        205,899       679,515            193,262           237,896              322,190            260,004           356,017          11.42 34.34 10.37 13.36 17.26 10.7 19.11

SLLINAVEASCIR 2 0.9803
VKLESPTVSTLTPSSPGK 2 0.9872

IPI00470932 BDP1 Isoform 8 of Transcription factor TFIIIB component B'' homolog 0.925 5.62 1 1 764,313           1,130,600        761,237           799,273           743,507           1,186,413        891,920           107,441       424,537            93,657             74,021                80,355              277,438           247,074          14.06 37.55 12.3 9.26 10.81 23.38 27.7
IPI00952788 BDP1 Putative uncharacterized protein BDP1 0.925 5.62 1 1 764,313           1,130,600        761,237           799,273           743,507           1,186,413        891,920           107,441       424,537            93,657             74,021                80,355              277,438           247,074          14.06 37.55 12.3 9.26 10.81 23.38 27.7
IPI00965717 BDP1 Putative uncharacterized protein BDP1 0.925 6.42 1 1 764,313           1,130,600        761,237           799,273           743,507           1,186,413        891,920           107,441       424,537            93,657             74,021                80,355              277,438           247,074          14.06 37.55 12.3 9.26 10.81 23.38 27.7

MPWVYLFLEEIILKSRLIIWILYLGR 3 0.9255
IPI00471928 ATP5A1 cDNA FLJ54625, highly similar to ATP synthase subunit alpha, mitochon 1 36.53 4 4 6,508,784        7,141,337        6,151,447        6,283,955        6,423,879        8,847,424        6,456,598        375,771       1,610,077        797,710           1,149,699          730,154            1,640,444        1,136,120      5.77 22.55 12.97 18.3 11.37 18.54 17.6

GMSLNLEPDNVGVVVFGNDK 2 0.9997
ILGADTSVDLEETGR 2 0.9998
TGAIVDVPVGEELLGR 2 0.9997

VLSIGDGIAR 2 0.9995
IPI00909853 ‐ cDNA, FLJ78842, moderately similar to D‐dopachrome decarboxylase 1 6.41 1 1 1,318,306        1,955,247        1,467,711        1,604,209        1,584,833        1,964,671        1,711,524        209,540       405,486            297,466           455,172              286,226            190,968           402,853          15.89 20.74 20.27 28.37 18.06 9.72 23.54
IPI00913936 ‐ cDNA FLJ60602, moderately similar to D‐dopachrome decarboxylase 1 13.39 1 1 1,318,306        1,955,247        1,467,711        1,604,209        1,584,833        1,964,671        1,711,524        209,540       405,486            297,466           455,172              286,226            190,968           402,853          15.89 20.74 20.27 28.37 18.06 9.72 23.54
IPI00894440 DDT;DDTL cDNA FLJ51263, moderately similar to D‐dopachrome decarboxylase 1 14.02 1 1 1,318,306        1,955,247        1,467,711        1,604,209        1,584,833        1,964,671        1,711,524        209,540       405,486            297,466           455,172              286,226            190,968           402,853          15.89 20.74 20.27 28.37 18.06 9.72 23.54
IPI00894562 DDTL;DDT Putative uncharacterized protein DDTL 1 9.04 1 1 1,318,306        1,955,247        1,467,711        1,604,209        1,584,833        1,964,671        1,711,524        209,540       405,486            297,466           455,172              286,226            190,968           402,853          15.89 20.74 20.27 28.37 18.06 9.72 23.54
IPI00472043 DDTL D‐dopachrome decarboxylase‐like protein 1 11.19 1 1 1,318,306        1,955,247        1,467,711        1,604,209        1,584,833        1,964,671        1,711,524        209,540       405,486            297,466           455,172              286,226            190,968           402,853          15.89 20.74 20.27 28.37 18.06 9.72 23.54

LCAAAASILGKPADR 3 0.9997
IPI00472119 ‐ 30 kDa protein 1 4.92 1 1 23,745             26,964             31,272             35,412             30,253             40,767             22,507             3,617            8,154                15,259             9,313                  15,859              17,185             5,114              15.23 30.24 48.79 26.3 52.42 42.15 22.72

LMELHGEGSSSGK 2 0.9993
IPI00473011 HBD Hemoglobin subunit delta 0.991 23.13 2 2 2,979,295        2,486,647        2,188,293        2,279,164        2,509,695        2,368,350        2,663,387        256,666       627,760            365,636           649,423              374,418            343,149           1,065,821      8.61 25.25 16.71 28.49 14.92 14.49 40.02

EFTPQMQAAYQKVVAGVANALAHK 3 0.9531
LLVVYPWTQR 2 0.9908

IPI00473014 DSTN Destrin 1 24.24 3 4 37,727,425     39,558,920     35,012,505     38,874,490     38,296,850     39,631,205     36,396,355     4,144,356    6,794,275        2,800,295       5,621,367          5,948,008        4,282,003        7,378,637      10.98 17.18 8 14.46 15.53 10.8 20.27
IPI00845388 DSTN destrin isoform b 1 27.03 3 4 37,727,425     39,558,920     35,012,505     38,874,490     38,296,850     39,631,205     36,396,355     4,144,356    6,794,275        2,800,295       5,621,367          5,948,008        4,282,003        7,378,637      10.98 17.18 8 14.46 15.53 10.8 20.27

HFVGMLPEKDCR 3 0.8917
KEELMFFLWAPELAPLK 2 0.9997
KEELMFFLWAPELAPLK 3 0.9997

YALYDASFETK 2 0.9997
IPI00473047 PRKAG1 cDNA FLJ40287 fis, clone TESTI2027909, highly similar to 5'‐AMP‐ACTIV 0.994 5.59 1 1 2,455,845        2,382,695        2,537,815        2,812,245        2,391,365        2,674,125        2,467,905        189,146       515,485            360,131           190,822              231,478            224,513           505,747          7.7 21.63 14.19 6.79 9.68 8.4 20.49
IPI00883914 PRKAG1 5'‐AMP‐activated protein kinase subunit gamma‐1 isoform 2 0.994 7.69 1 1 2,455,845        2,382,695        2,537,815        2,812,245        2,391,365        2,674,125        2,467,905        189,146       515,485            360,131           190,822              231,478            224,513           505,747          7.7 21.63 14.19 6.79 9.68 8.4 20.49

GIVSLSDILQALVLTGGEK 2 0.9939
IPI00477313 HNRNPC Isoform C2 of Heterogeneous nuclear ribonucleoproteins C1/C2 1 19.93 7 8 15,822,131     16,144,958     15,219,735     15,602,461     15,771,524     19,112,332     14,407,910     958,226       3,695,086        1,954,428       1,849,402          1,661,604        2,562,833        2,943,093      6.06 22.89 12.84 11.85 10.54 13.41 20.43

GFAFVQYVNER 2 0.9998
KSDVEAIFSK 2 0.9997
KSDVEAIFSK 3 0.9989

MIAGQVLDINLAAEPK 2 0.9998
QKVDSLLENLEK 2 0.9991
SDVEAIFSK 2 0.9994
VDSLLENLEK 2 0.9994

VFIGNLNTLVVK 2 0.9998



IPI00477719 CANX 32 kDa protein 0.928 10.87 1 1 2,507,450        2,706,960        2,289,050        2,824,090        3,011,630        3,177,900        2,829,840        424,107       684,999            633,105           563,915              459,148            216,984           542,920          16.91 25.31 27.66 19.97 15.25 6.83 19.19
KTHLYTLILNPDNSFEILVDQSVPPVNPSR 3 0.9282

IPI00894320 ‐ 8 kDa protein 1 10.13 1 1 813,863           689,246           744,643           782,855           747,193           863,999           732,761           88,580         150,470            137,256           33,833                104,983            97,379             144,149          10.88 21.83 18.43 4.32 14.05 11.27 19.67
IPI00902967 SRSF2 cDNA FLJ44468 fis, clone UTERU2026025, moderately similar to SPLICIN 1 6.56 1 1 813,863           689,246           744,643           782,855           747,193           863,999           732,761           88,580         150,470            137,256           33,833                104,983            97,379             144,149          10.88 21.83 18.43 4.32 14.05 11.27 19.67
IPI00477842 SRSF8 Isoform 1 of Serine/arginine‐rich splicing factor 8 1 2.84 1 1 813,863           689,246           744,643           782,855           747,193           863,999           732,761           88,580         150,470            137,256           33,833                104,983            97,379             144,149          10.88 21.83 18.43 4.32 14.05 11.27 19.67
IPI00856075 SRSF8 Isoform 2 of Serine/arginine‐rich splicing factor 8 1 2.91 1 1 813,863           689,246           744,643           782,855           747,193           863,999           732,761           88,580         150,470            137,256           33,833                104,983            97,379             144,149          10.88 21.83 18.43 4.32 14.05 11.27 19.67

VGDVYIPR 2 0.9984
IPI00478231 RHOA Transforming protein RhoA 1 11.92 2 2 15,078,581     15,270,971     14,076,580     15,964,486     15,077,326     18,370,285     12,666,530     1,566,554    3,207,153        1,177,701       1,504,461          2,449,481        3,089,229        1,779,076      10.39 21 8.37 9.42 16.25 16.82 14.05

IGAFGYMECSAK 2 0.8199
LVIVGDGACGK 2 0.9902

IPI00478287 ‐ 22 kDa protein 1 13.92 3 3 6,011,403        5,887,008        5,504,545        6,228,111        5,515,060        7,161,571        4,981,245        1,427,999    1,411,562        653,671           1,294,652          1,588,216        1,802,429        1,134,698      23.75 23.98 11.88 20.79 28.8 25.17 22.78
AIIIFVPVPQLK 2 0.9997
DVNFEFPEFQL 2 0.9997

LTGKDVNFEFPEFQL 2 0.9806
IPI00478437 CALML4 Isoform 1 of Calmodulin‐like protein 4 0.966 6.63 1 1 1,468,915        1,543,715        1,664,740        1,487,110        1,745,110        2,241,125        1,583,820        174,995       441,997            726,821           442,201              445,030            267,655           429,008          11.91 28.63 43.66 29.74 25.5 11.94 27.09
IPI00789951 CALML4 Calmodulin‐like protein 4 0.966 6.67 1 1 1,468,915        1,543,715        1,664,740        1,487,110        1,745,110        2,241,125        1,583,820        174,995       441,997            726,821           442,201              445,030            267,655           429,008          11.91 28.63 43.66 29.74 25.5 11.94 27.09

CLGASPTPGEVQR 2 0.9662
IPI00478641 RPP38 Ribonuclease P 0.93 16.17 1 1 1,429,548        1,423,626        1,853,600        1,946,760        1,897,900        1,485,072        1,639,240        420,187       641,830            202,918           414,598              334,651            381,363           378,548          29.39 45.08 10.95 21.3 17.63 25.68 23.09

LECSGVIPAHCNPASWVQAILLPQPPE 3 0.9305
IPI00478816 SPINK5 Serine protease inhibitor Kazal‐type 5 0.923 0.75 1 1 36,416             44,717             52,761             45,864             48,823             71,565             41,555             5,948            3,608                7,653               17,101                15,799              48,822             3,536              16.33 8.07 14.5 37.29 32.36 68.22 8.51
IPI00654656 SPINK5 serine peptidase inhibitor, Kazal type 5 isoform a precursor 0.923 0.73 1 1 36,416             44,717             52,761             45,864             48,823             71,565             41,555             5,948            3,608                7,653               17,101                15,799              48,822             3,536              16.33 8.07 14.5 37.29 32.36 68.22 8.51
IPI00914533 SPINK5 Putative uncharacterized protein SPINK5 0.923 0.75 1 1 36,416             44,717             52,761             45,864             48,823             71,565             41,555             5,948            3,608                7,653               17,101                15,799              48,822             3,536              16.33 8.07 14.5 37.29 32.36 68.22 8.51
IPI00936431 SPINK5 serine peptidase inhibitor, Kazal type 5 isoform c precursor 0.923 0.87 1 1 36,416             44,717             52,761             45,864             48,823             71,565             41,555             5,948            3,608                7,653               17,101                15,799              48,822             3,536              16.33 8.07 14.5 37.29 32.36 68.22 8.51
IPI00941382 SPINK5 Putative uncharacterized protein SPINK5 0.923 0.75 1 1 36,416             44,717             52,761             45,864             48,823             71,565             41,555             5,948            3,608                7,653               17,101                15,799              48,822             3,536              16.33 8.07 14.5 37.29 32.36 68.22 8.51
IPI00943260 SPINK5 85 kDa protein 0.923 1.08 1 1 36,416             44,717             52,761             45,864             48,823             71,565             41,555             5,948            3,608                7,653               17,101                15,799              48,822             3,536              16.33 8.07 14.5 37.29 32.36 68.22 8.51
IPI00968089 SPINK5 cDNA FLJ60407, highly similar to Serine protease inhibitor Kazal‐type 5  0.923 0.91 1 1 36,416             44,717             52,761             45,864             48,823             71,565             41,555             5,948            3,608                7,653               17,101                15,799              48,822             3,536              16.33 8.07 14.5 37.29 32.36 68.22 8.51

ETCDEFRR 2 0.9227
IPI00479058 RPS15 40S ribosomal protein S15 1 13.1 1 2 8,659,050        7,180,690        8,271,500        8,833,870        7,876,270        8,167,430        8,474,950        1,316,268    1,370,384        1,261,104       996,078              1,023,631        1,272,279        1,297,644      15.2 19.08 15.25 11.28 13 15.58 15.31

DMIILPEMVGSMVGVYNGK 2 0.9997
DMIILPEMVGSMVGVYNGK 3 0.9941

IPI00479143 PCNT Pericentrin 0.992 1.11 2 2 7,538,492        7,388,569        6,416,021        6,621,307        5,858,861        8,596,953        6,307,048        1,313,513    1,605,940        1,377,902       1,310,133          1,242,870        802,255           2,233,842      17.42 21.74 21.48 19.79 21.21 9.33 35.42
EALSRLLADQERR 3 0.9579

LSPGSGGPEAQTAGPVTPASISGR 3 0.8109
IPI00479145 KRT19 Keratin, type I cytoskeletal 19 1 80.5 32 45 550,353,582   558,638,821   501,075,284   507,501,052   526,269,125   649,873,607   496,642,344   15,620,955  107,051,453    37,464,188     40,574,351        52,372,995      85,942,354      74,507,771    2.84 19.16 7.48 7.99 9.95 13.22 15

AALEDTLAETEAR 2 0.9998
ALEAANGELEVK 1 0.983
ALEAANGELEVK 2 0.9998
DAEAWFTSR 2 0.9998
DKILGATIENSR 2 0.995
DYSHYYTTIQDLR 2 0.9998
DYSHYYTTIQDLR 3 0.9997

DYSHYYTTIQDLRDK 3 0.9998
FGAQLAHIQALISGIEAQLGDVR 2 0.9998
FGAQLAHIQALISGIEAQLGDVR 3 0.9998

FGAQLAHIQALISGIEAQLGDVRADSER 3 0.9998
FGPGVAFR 2 0.9995

FVSSSSSGGYGGGYGGVLTASDGLLAGNEK 2 0.9998
FVSSSSSGGYGGGYGGVLTASDGLLAGNEK 3 0.9998

GQVGGQVSVEVDSAPGTDLAK 2 0.9998
ILGATIENSR 2 0.9998
IRDWYQK 2 0.8251
IVLQIDNAR 2 0.9988

KDAEAWFTSR 2 0.9997
LASYLDK 2 0.9851

LASYLDKVR 2 0.9782
LASYLDKVR 3 0.949
LTMQNLNDR 1 0.9855
LTMQNLNDR 2 0.9615
MSVEADINGLR 2 0.9998
MSVEADINGLRR 2 0.9868
MSVEADINGLRR 3 0.9846

QSSATSSFGGLGGGSVR 2 0.9998
RVLDELTLAR 2 0.9998

SLLEGQEDHYNNLSASK 2 0.9998
SLLEGQEDHYNNLSASK 3 0.9989

SQYEVMAEQNR 2 0.9998
SQYEVMAEQNR 3 0.9996
SRLEQEIATYR 2 0.9996
TDLEMQIEGLK 2 0.9956

TDLEMQIEGLKEELAYLK 2 0.9998
TDLEMQIEGLKEELAYLK 3 0.9998
TDLEMQIEGLKEELAYLKK 2 0.9956
TDLEMQIEGLKEELAYLKK 3 0.9998
TEELNREVAGHTEQLQMSR 3 0.9998

TKFETEQALR 3 0.9995
TLQGLEIELQSQLSMK 2 0.9998
TLQGLEIELQSQLSMK 3 0.9998

VLDELTLAR 1 0.9998
VLDELTLAR 2 0.9998

IPI00479186 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 1 66.29 33 42 411,248,150   411,960,147   414,068,920   391,889,615   421,805,420   496,302,682   415,198,046   31,057,789  97,466,754      48,416,520     39,840,251        42,083,461      64,765,447      82,302,535    7.55 23.66 11.69 10.17 9.98 13.05 19.82
AEGSDVANAVLDGADCIMLSGETAK 2 0.9998

AEGSDVANAVLDGADCIMLSGETAKGDYPLEAVR 3 0.9998
AGKPVICATQMLESMIK 2 0.9998
AGKPVICATQMLESMIK 3 0.9997

APIIAVTR 1 0.9863
APIIAVTR 2 0.9997

CCSGAIIVLTK 2 0.9998
CDENILWLDYK 2 0.9998

DPVQEAWAEDVDLR 2 0.9996
EAEAAIYHLQLFEELRR 3 0.9955

EDVDLR 2 0.8682
FGVEQDVDMVFASFIR 2 0.9998
FGVEQDVDMVFASFIR 3 0.9998
FGVEQDVDMVFASFIRK 3 0.9998
GADFLVTEVENGGSLGSK 2 0.9998
GADFLVTEVENGGSLGSK 3 0.9995
GADFLVTEVENGGSLGSKK 3 0.9518

GDLGIEIPAEK 2 0.9996
GDVVIVLTGWRPGSGFTNTMR 3 0.9997

GDYPLEAVR 2 0.9988
GIFPVLCKDPVQEAWAEDVDLR 2 0.9998
GIFPVLCKDPVQEAWAEDVDLR 3 0.9998

GVNLPGAAVDLPAVSEK 2 0.9998
GVNLPGAAVDLPAVSEKDIQDLK 3 0.9997



ITLDNAYMEK 2 0.9938
IYVDDGLISLQVK 2 0.9998

KGDVVIVLTGWRPGSGFTNTMR 3 0.9992
KGVNLPGAAVDLPAVSEKDIQDLK 3 0.9998
LAPITSDPTEATAVGAVEASFK 2 0.9998
LAPITSDPTEATAVGAVEASFK 3 0.9998

LDIDSPPITAR 2 0.9998
NTGIICTIGPASR 2 0.9998

QKGADFLVTEVENGGSLGSK 3 0.9998
RFDEILEASDGIMVAR 2 0.9998
RFDEILEASDGIMVAR 3 0.9998

SVETLKEMIK 2 0.9994
SVETLKEMIK 3 0.9706

TATESFASDPILYRPVAVALDTK 2 0.9998
TATESFASDPILYRPVAVALDTK 3 0.9998

TATESFASDPILYRPVAVALDTKGPEIR 3 0.9997
VFLAQK 2 0.9406

VNFAMNVGK 2 0.9998
IPI00479217 HNRNPU Isoform Short of Heterogeneous nuclear ribonucleoprotein U 1 24.69 15 17 37,618,557     38,769,743     35,493,445     36,836,780     36,389,530     44,760,222     35,418,616     1,517,909    8,455,118        3,594,352       2,744,982          4,416,926        3,779,336        7,374,639      4.04 21.81 10.13 7.45 12.14 8.44 20.82
IPI00644224 HNRNPU cDNA FLJ54020, highly similar to Heterogeneous nuclear ribonucleopro 1 25.38 15 17 37,618,557     38,769,743     35,493,445     36,836,780     36,389,530     44,760,222     35,418,616     1,517,909    8,455,118        3,594,352       2,744,982          4,416,926        3,779,336        7,374,639      4.04 21.81 10.13 7.45 12.14 8.44 20.82
IPI00883857 HNRNPU Isoform Long of Heterogeneous nuclear ribonucleoprotein U 1 24.12 15 17 37,618,557     38,769,743     35,493,445     36,836,780     36,389,530     44,760,222     35,418,616     1,517,909    8,455,118        3,594,352       2,744,982          4,416,926        3,779,336        7,374,639      4.04 21.81 10.13 7.45 12.14 8.44 20.82

DCEVVMMIGLPGAGK 2 0.9987
DIDIHEVR 2 0.9997
DLPEHAVLK 2 0.9984

EKPYFPIPEEYTFIQNVPLEDR 3 0.9998
GPEEKKDCEVVMMIGLPGAGK 3 0.9877

GYFEYIEENKYSR 2 0.9998
GYFEYIEENKYSR 3 0.9998

KDCEVVMMIGLPGAGK 2 0.9998
LQAALDDEEAGGRPAMEPGNGSLDLGGDSAGR 3 0.9998

LSASSLTMESFAFLWAGGR 2 0.9994
MCLFAGFQR 2 0.997
MMVAGFK 2 0.9983

NFILDQTNVSAAAQR 2 0.9998
NFILDQTNVSAAAQR 3 0.9998
QMADTGKLNTLLQR 3 0.9989

SSGPTSLFAVTVAPPGAR 2 0.9997
YNILGTNTIMDK 2 0.9998

IPI00479306 PSMB5 Proteasome subunit beta type‐5 0.904 5.32 1 1 2,434,130        2,261,875        2,619,230        2,213,230        2,657,510        3,519,940        1,964,655        314,565       749,267            339,445           354,654              740,523            401,001           479,795          12.92 33.13 12.96 16.02 27.87 11.39 24.42
IPI00910237 PSMB5 proteasome subunit beta type‐5 isoform 2 0.904 8.75 1 1 2,434,130        2,261,875        2,619,230        2,213,230        2,657,510        3,519,940        1,964,655        314,565       749,267            339,445           354,654              740,523            401,001           479,795          12.92 33.13 12.96 16.02 27.87 11.39 24.42

RGPGLYYVDSEGNR 3 0.9042
IPI00479722 PSME1 Proteasome activator complex subunit 1 1 28.92 6 7 32,822,805     33,104,305     30,769,355     30,702,445     31,657,565     35,824,075     30,864,995     1,953,064    7,235,970        1,443,351       3,785,091          3,312,938        2,948,868        6,184,021      5.95 21.86 4.69 12.33 10.46 8.23 20.04

APLDIPVPDPVKEK 3 0.9972
IEDGNNFGVAVQEK 2 0.9998

ISELDAFLKEPALNEANLSNLK 3 0.999
KISELDAFLKEPALNEANLSNLK 3 0.8723

LEGFHTQISK 2 0.9972
LEGFHTQISK 3 0.8868
TENLLGSYFPK 2 0.9997

IPI00479786 KHSRP KH‐type splicing regulatory protein 1 13.5 8 8 19,952,763     18,150,961     19,428,448     19,244,632     18,743,421     22,110,577     19,229,353     1,199,890    3,468,673        1,282,885       2,065,256          1,503,914        2,488,520        3,176,401      6.01 19.11 6.6 10.73 8.02 11.25 16.52
IPI00855957 KHSRP Isoform 2 of Far upstream element‐binding protein 2 1 13.52 8 8 19,952,763     18,150,961     19,428,448     19,244,632     18,743,421     22,110,577     19,229,353     1,199,890    3,468,673        1,282,885       2,065,256          1,503,914        2,488,520        3,176,401      6.01 19.11 6.6 10.73 8.02 11.25 16.52

AINQQTGAFVEISR 2 0.9997
DAFADAVQR 2 0.9981
HSVGVVIGR 2 0.9392
IGGGIDVPVPR 2 0.9998
IINDLLQSLR 2 0.9997

KLASQGDSISSQLGPIHPPPR 3 0.9996
MMLDDIVSR 2 0.9997

SVSLTGAPESVQK 2 0.9993
IPI00479877 ALDH9A1 4‐trimethylaminobutyraldehyde dehydrogenase 0.999 5.02 2 2 48,285,090     43,016,690     39,855,280     45,621,120     40,459,320     45,329,690     39,578,200     4,471,611    10,218,127      5,965,471       2,197,988          5,888,346        10,136,163      9,094,670      9.26 23.75 14.97 4.82 14.55 22.36 22.98

IGDPLLEDTR 2 0.9991
VLCGGDIYVPEDPKLK 3 0.9628

IPI00479946 STIP1 STIP1 protein 1 33.39 15 15 41,524,862     42,813,617     38,556,184     38,619,226     40,087,542     48,576,630     39,065,998     1,343,458    10,758,392      5,259,830       5,950,971          7,692,764        3,256,750        7,613,704      3.24 25.13 13.64 15.41 19.19 6.7 19.49
AAALEAMKDYTK 2 0.9971

ALDLDSSCKEAADGYQR 3 0.9918
ALSVGNIDDALQCYSEAIK 2 0.9998
AMADPEVQQIMSDPAMR 2 0.9998

AMDVYQK 2 0.9956
CMMAQYNR 2 0.9996

DPQALSEHLKNPVIAQK 3 0.9998
EGLQNMEAR 2 0.9917

ELDPTNMTYITNQAAVYFEK 2 0.9998
FMNPFNMPNLYQK 2 0.9998
LAYINPDLALEEK 2 0.9998
TLLSDPTYR 2 0.9877

TVDLKPDWGK 2 0.9843
TYEEGLKHEANNPQLK 3 0.9998

YKDAIHFYNK 3 0.9977
IPI00479997 STMN1 Stathmin 0.988 18.12 2 2 7,010,478        6,288,168        6,816,358        7,293,996        6,596,654        7,726,720        6,107,946        711,287       1,286,309        738,026           790,234              603,578            1,217,091        956,207          10.15 20.46 10.83 10.83 9.15 15.75 15.66
IPI00642012 STMN1 Stathmin 0.988 31.4 2 2 7,010,478        6,288,168        6,816,358        7,293,996        6,596,654        7,726,720        6,107,946        711,287       1,286,309        738,026           790,234              603,578            1,217,091        956,207          10.15 20.46 10.83 10.83 9.15 15.75 15.66
IPI00643115 STMN1 Stathmin 0.988 23.28 2 2 7,010,478        6,288,168        6,816,358        7,293,996        6,596,654        7,726,720        6,107,946        711,287       1,286,309        738,026           790,234              603,578            1,217,091        956,207          10.15 20.46 10.83 10.83 9.15 15.75 15.66
IPI00921996 STMN1 stathmin isoform b 0.988 15.52 2 2 7,010,478        6,288,168        6,816,358        7,293,996        6,596,654        7,726,720        6,107,946        711,287       1,286,309        738,026           790,234              603,578            1,217,091        956,207          10.15 20.46 10.83 10.83 9.15 15.75 15.66

ASGQAFELILSPR 2 0.9147
SKESVPEFPLSPPK 3 0.9876

IPI00513699 SERPINB6 Serpin peptidase inhibitor, clade B (Ovalbumin), member 6 1 27.6 3 3 5,639,193        6,097,530        6,032,207        5,836,324        6,485,787        6,624,163        5,909,220        874,833       1,550,301        1,111,331       1,102,326          1,345,642        735,511           1,504,515      15.51 25.43 18.42 18.89 20.75 11.1 25.46
NLGMTDAFELGK 2 0.9998

NVFFSPMSMSCALAMVYMGAK 2 0.9997
SGGGGDIHQGFQSLLTEVNK 3 0.9998

IPI00941157 ‐ 37 kDa protein 0.936 3.59 1 1 3,962,082        3,931,600        3,312,736        3,726,864        4,002,209        4,626,573        3,737,282        139,363       1,030,766        469,943           735,021              357,603            627,208           812,310          3.52 26.22 14.19 19.72 8.94 13.56 21.74
IPI00513728 BAT3 HLA‐B associated transcript 3 0.936 2.52 1 1 3,962,082        3,931,600        3,312,736        3,726,864        4,002,209        4,626,573        3,737,282        139,363       1,030,766        469,943           735,021              357,603            627,208           812,310          3.52 26.22 14.19 19.72 8.94 13.56 21.74
IPI00796135 BAT3 Putative uncharacterized protein ENSP00000416383 0.936 4.39 1 1 3,962,082        3,931,600        3,312,736        3,726,864        4,002,209        4,626,573        3,737,282        139,363       1,030,766        469,943           735,021              357,603            627,208           812,310          3.52 26.22 14.19 19.72 8.94 13.56 21.74
IPI00894130 BAT3 HLA‐B associated transcript 3 0.936 3.59 1 1 3,962,082        3,931,600        3,312,736        3,726,864        4,002,209        4,626,573        3,737,282        139,363       1,030,766        469,943           735,021              357,603            627,208           812,310          3.52 26.22 14.19 19.72 8.94 13.56 21.74

LLGNTFVALSDLR 2 0.9358
IPI00513775 PHPT1 14 kDa phosphohistidine phosphatase isoform 2 0.994 9.68 1 1 122,321           128,144           104,620           142,441           137,892           162,017           100,227           24,462         45,707              19,637             51,142                38,278              26,407             36,903            20 35.67 18.77 35.9 27.76 16.3 36.82

QGCDCECLGGGR 2 0.9942
IPI00513881 LYPLA2 Lysophospholipase II 0.994 15.43 1 1 1,113,807        1,055,870        1,151,715        1,297,905        1,061,273        1,272,938        1,091,468        304,121       210,230            194,259           171,939              126,702            200,168           95,050            27.3 19.91 16.87 13.25 11.94 15.72 8.71

MVMPSWFDLMGLSPDAPEDEAGIKK 3 0.9939
IPI00514032 CCT3 Chaperonin containing TCP1, subunit 3 1 4.71 1 1 1,800,533        1,543,408        1,462,133        1,547,398        1,663,908        1,773,375        1,450,268        298,384       283,990            289,548           227,131              342,925            540,037           472,372          16.57 18.4 19.8 14.68 20.61 30.45 32.57

IPGGIIEDSCVLR 2 0.9974
IPI00514049 CMPK1 Cytidine monophosphate (UMP‐CMP) kinase 1, cytosolic 1 15.48 2 2 13,624,403     12,636,860     12,173,760     12,138,973     13,010,520     15,536,105     11,940,940     540,956       2,200,456        1,211,960       1,438,091          2,137,104        2,538,239        1,662,086      3.97 17.41 9.96 11.85 16.43 16.34 13.92
IPI00514929 CMPK1 cDNA FLJ52483, highly similar to Homo sapiens cytidylate kinase (CMPK 1 15.38 2 2 13,624,403     12,636,860     12,173,760     12,138,973     13,010,520     15,536,105     11,940,940     540,956       2,200,456        1,211,960       1,438,091          2,137,104        2,538,239        1,662,086      3.97 17.41 9.96 11.85 16.43 16.34 13.92

KNPDSQYGELIEK 2 0.9998
YGYTHLSAGELLR 3 0.9998

IPI00514090 LTA4H Isoform 2 of Leukotriene A‐4 hydrolase 1 10.8 4 4 5,799,421        5,572,968        5,316,749        5,321,828        5,688,692        6,426,205        5,562,865        412,778       1,309,057        510,280           890,270              950,127            552,447           1,129,217      7.12 23.49 9.6 16.73 16.7 8.6 20.3



IPI00793812 LTA4H cDNA FLJ51009, highly similar to Leukotriene A‐4 hydrolase 1 11.42 4 4 5,799,421        5,572,968        5,316,749        5,321,828        5,688,692        6,426,205        5,562,865        412,778       1,309,057        510,280           890,270              950,127            552,447           1,129,217      7.12 23.49 9.6 16.73 16.7 8.6 20.3
EDDLNSFNATDLK 2 0.9281
GSPMEISLPIALSK 2 0.9451
SAYEFSETESMLK 2 0.9997

VPIPCYLIALVVGALESR 2 0.9997
IPI00514127 HDGF hepatoma‐derived growth factor isoform b 1 25.39 4 5 14,336,040     14,413,438     13,286,137     14,478,088     13,022,208     15,449,621     11,993,669     1,316,397    3,860,314        1,455,291       1,819,316          3,027,964        2,034,494        2,010,392      9.18 26.78 10.95 12.57 23.25 13.17 16.76
IPI00514330 HDGF hepatoma‐derived growth factor isoform c 1 27.9 4 5 14,336,040     14,413,438     13,286,137     14,478,088     13,022,208     15,449,621     11,993,669     1,316,397    3,860,314        1,455,291       1,819,316          3,027,964        2,034,494        2,010,392      9.18 26.78 10.95 12.57 23.25 13.17 16.76

DLFPYEESKEK 2 0.9926
EAENPEGEEKEAATLEVERPLPMEVEK 3 0.9998

IDEMPEAAVK 2 0.9994
YQVFFFGTHETAFLGPK 2 0.9997
YQVFFFGTHETAFLGPK 3 0.9997

IPI00514154 UCHL3 Ubiquitin carboxyl‐terminal esterase L3 1 3.59 1 1 3,428,645        3,272,355        3,347,825        3,161,585        3,109,915        3,755,320        2,973,515        763,878       1,076,871        1,031,089       532,392              603,099            189,677           735,494          22.28 32.91 30.8 16.84 19.39 5.05 24.73
YLENYDAIR 2 0.9976

IPI00514234 LAD1 Ladinin‐1 0.993 6.77 2 2 6,507,010        6,573,162        5,802,085        6,467,882        6,310,222        7,846,347        5,664,427        516,286       1,896,790        1,168,179       1,007,605          1,258,164        1,155,436        1,229,137      7.93 28.86 20.13 15.58 19.94 14.73 21.7
IPI00910275 LAD1 Putative uncharacterized protein DKFZp686M21196 0.993 6.59 2 2 6,507,010        6,573,162        5,802,085        6,467,882        6,310,222        7,846,347        5,664,427        516,286       1,896,790        1,168,179       1,007,605          1,258,164        1,155,436        1,229,137      7.93 28.86 20.13 15.58 19.94 14.73 21.7

GLPCTELFVAPVGVASK 2 0.9934
GPWALEEESLVGREPEER 3 0.9909

IPI00514267 LYPLA2 Lysophospholipase II 0.994 28.33 2 2 2,282,715        2,585,432        2,287,103        2,608,679        2,304,413        3,200,646        2,291,568        357,697       807,918            240,944           234,258              571,583            698,992           359,396          15.67 31.25 10.53 8.98 24.8 21.84 15.68
IPI00514798 LYPLA2 Lysophospholipase II 0.994 28.02 2 2 2,282,715        2,585,432        2,287,103        2,608,679        2,304,413        3,200,646        2,291,568        357,697       807,918            240,944           234,258              571,583            698,992           359,396          15.67 31.25 10.53 8.98 24.8 21.84 15.68
IPI00644956 LYPLA2 Lysophospholipase II 0.994 37.23 2 2 2,282,715        2,585,432        2,287,103        2,608,679        2,304,413        3,200,646        2,291,568        357,697       807,918            240,944           234,258              571,583            698,992           359,396          15.67 31.25 10.53 8.98 24.8 21.84 15.68

ETAAVIFLHGLGDTGHSWADALSTIR 3 0.9686
MVMPSWFDLMGLSPDAPEDEAGIKK 3 0.9939

IPI00514310 TSTD1 Isoform 4 of Thiosulfate sulfurtransferase/rhodanese‐like domain‐conta 0.976 7.38 1 1 445,350           659,728           641,306           464,431           556,670           872,752           377,459           48,982         248,890            177,530           175,749              291,199            302,753           234,329          11 37.73 27.68 37.84 52.31 34.69 62.08
IPI00607735 TSTD1 Isoform 2 of Thiosulfate sulfurtransferase/rhodanese‐like domain‐conta 0.976 9.38 1 1 445,350           659,728           641,306           464,431           556,670           872,752           377,459           48,982         248,890            177,530           175,749              291,199            302,753           234,329          11 37.73 27.68 37.84 52.31 34.69 62.08
IPI00644969 TSTD1 15 kDa protein 0.976 6.57 1 1 445,350           659,728           641,306           464,431           556,670           872,752           377,459           48,982         248,890            177,530           175,749              291,199            302,753           234,329          11 37.73 27.68 37.84 52.31 34.69 62.08
IPI00645501 TSTD1 Isoform 3 of Thiosulfate sulfurtransferase/rhodanese‐like domain‐conta 0.976 8.26 1 1 445,350           659,728           641,306           464,431           556,670           872,752           377,459           48,982         248,890            177,530           175,749              291,199            302,753           234,329          11 37.73 27.68 37.84 52.31 34.69 62.08
IPI00965497 TSTD1 Isoform 1 of Thiosulfate sulfurtransferase/rhodanese‐like domain‐conta 0.976 7.83 1 1 445,350           659,728           641,306           464,431           556,670           872,752           377,459           48,982         248,890            177,530           175,749              291,199            302,753           234,329          11 37.73 27.68 37.84 52.31 34.69 62.08

GLQATQLAR 2 0.967
IPI00514444 IDE Insulin‐degrading enzyme 0.992 5.84 1 1 2,164,505        2,421,210        2,383,750        2,519,685        2,360,225        2,655,130        2,567,960        305,561       465,835            340,737           239,790              343,244            637,514           467,883          14.12 19.24 14.29 9.52 14.54 24.01 18.22

FAQFFLCPLFDESCK 2 0.9919
IPI00514469 NANS N‐acetylneuraminic acid synthase 1 12.86 1 1 3,389,780        4,010,280        3,647,273        4,369,633        4,175,333        5,130,763        3,230,260        342,527       1,161,380        732,937           720,126              1,256,640        1,269,978        309,724          10.1 28.96 20.1 16.48 30.1 24.75 9.59
IPI00514997 NANS N‐acetylneuraminic acid synthase 1 12.59 1 1 3,389,780        4,010,280        3,647,273        4,369,633        4,175,333        5,130,763        3,230,260        342,527       1,161,380        732,937           720,126              1,256,640        1,269,978        309,724          10.1 28.96 20.1 16.48 30.1 24.75 9.59

GSDHSASLEPGELAELVR 3 0.9996
IPI00514504 NASP Nuclear autoantigenic sperm protein 1 18.22 2 2 971,800           950,214           1,062,162        1,069,521        980,785           1,072,333        996,428           142,795       264,725            148,766           105,395              137,088            201,986           262,840          14.69 27.86 14.01 9.85 13.98 18.84 26.38
IPI00639912 NASP Nuclear autoantigenic sperm protein 1 17.94 2 2 971,800           950,214           1,062,162        1,069,521        980,785           1,072,333        996,428           142,795       264,725            148,766           105,395              137,088            201,986           262,840          14.69 27.86 14.01 9.85 13.98 18.84 26.38

HLVMGDIPAAVNAFQEAASLLGK 3 0.9996
SLQENEEEEIGNLELAWDMLDLAK 2 0.9997

IPI00514509 RAB40A Ras‐related protein Rab‐40A 0.976 9.71 1 1 355,454           312,242           338,851           309,185           333,790           310,325           321,891           82,797         25,395              36,449             41,373                46,397              85,830             37,473            23.29 8.13 10.76 13.38 13.9 27.66 11.64
RECGASTMSAPGSPDQAYDFLLKFLLVGDR 3 0.9757

IPI00514564 XPNPEP1 X‐prolyl aminopeptidase (Aminopeptidase P) 1, soluble 1 6.01 1 1 1,579,028        1,719,997        1,330,913        1,481,292        1,521,742        2,020,725        1,462,420        202,359       631,744            261,299           154,795              252,223            204,226           234,486          12.82 36.73 19.63 10.45 16.57 10.11 16.03
IPI00641670 XPNPEP1 X‐prolyl aminopeptidase (Aminopeptidase P) 1, soluble 1 7.82 1 1 1,579,028        1,719,997        1,330,913        1,481,292        1,521,742        2,020,725        1,462,420        202,359       631,744            261,299           154,795              252,223            204,226           234,486          12.82 36.73 19.63 10.45 16.57 10.11 16.03
IPI00642642 XPNPEP1 X‐prolyl aminopeptidase (Aminopeptidase P) 1, soluble 1 6.93 1 1 1,579,028        1,719,997        1,330,913        1,481,292        1,521,742        2,020,725        1,462,420        202,359       631,744            261,299           154,795              252,223            204,226           234,486          12.82 36.73 19.63 10.45 16.57 10.11 16.03

VGVDPLIIPTDYWK 2 0.9997
IPI00514661 ADCY10 Isoform 3 of Adenylate cyclase type 10 0.999 6.99 1 1 973,593           834,783           962,750           923,164           855,537           926,413           919,127           192,063       339,360            240,823           380,027              167,118            255,642           229,709          19.73 40.65 25.01 41.17 19.53 27.59 24.99

IFPYNLISLFLHIHVEKNRHFHYVNR 3 0.9845
IPI00514724 UBE2V1 Ubiquitin‐conjugating enzyme E2 variant 1 1 19.05 2 2 1,414,155        1,377,277        1,323,277        1,323,019        1,331,935        1,525,676        1,326,970        68,118         315,030            100,315           134,088              189,932            174,658           232,588          4.82 22.87 7.58 10.13 14.26 11.45 17.53
IPI00965965 UBE2V1 Putative uncharacterized protein UBE2V1 1 22.47 2 2 1,414,155        1,377,277        1,323,277        1,323,019        1,331,935        1,525,676        1,326,970        68,118         315,030            100,315           134,088              189,932            174,658           232,588          4.82 22.87 7.58 10.13 14.26 11.45 17.53
IPI00789287 UBE2V2 12 kDa protein 1 19.42 2 2 1,414,155        1,377,277        1,323,277        1,323,019        1,331,935        1,525,676        1,326,970        68,118         315,030            100,315           134,088              189,932            174,658           232,588          4.82 22.87 7.58 10.13 14.26 11.45 17.53

LLEELEEGQK 2 0.999
WTGMIIGPPR 2 0.9997

IPI00514894 KPNA6 Karyopherin alpha 6 0.994 6.1 1 1 186,100           187,641           168,823           224,182           183,433           210,769           184,489           45,051         46,062              31,336             76,043                54,615              42,084             35,328            24.21 24.55 18.56 33.92 29.77 19.97 19.15
AQIQAVIDANIFPVLIEILQK 3 0.994

IPI00514905 NUP133 Putative uncharacterized protein NUP133 1 1.57 1 1 133,924           135,740           135,997           159,001           166,490           152,412           144,950           7,529            18,588              33,541             10,232                35,027              66,682             38,957            5.62 13.69 24.66 6.44 21.04 43.75 26.88
EPEYVPWTATSGPGGIR 3 0.8255

IPI00549413 ANXA1 Annexin A1 1 60.78 8 8 35,005,043     37,335,046     32,647,992     35,278,145     35,199,150     42,106,080     32,487,773     1,727,376    9,204,447        3,388,864       3,518,275          4,236,122        6,234,452        6,374,153      4.93 24.65 10.38 9.97 12.03 14.81 19.62
AAYLQETGKPLDETLKK 3 0.9388
ALTGHLEEVVLALLK 2 0.9998
DITSDTSGDFR 2 0.9998

GGPGSAVSPYPTFNPSSDVAALHK 3 0.9998
GLGTDEDTLIEILASR 2 0.9998
GVDEATIIDILTK 2 0.9998

QAWFIENEEQEYVQTVK 3 0.9997
TPAQFDADELR 2 0.9998

IPI00549467 NIT2 Omega‐amidase NIT2 0.985 7.97 2 2 6,559,383        5,794,183        6,180,363        5,389,780        5,313,113        6,901,123        5,338,195        886,765       1,744,988        564,501           1,170,314          1,412,038        652,464           1,602,135      13.52 30.12 9.13 21.71 26.58 9.45 30.01
LALIQLQISSIK 2 0.985
RSDLYAVEMK 2 0.9778

IPI00549805 ATP5A1 23 kDa protein 1 39.63 6 6 11,827,379     11,871,228     11,149,901     12,004,776     11,725,038     14,530,438     11,695,270     1,402,875    2,455,223        1,210,975       2,059,527          1,499,205        1,500,272        2,402,388      11.86 20.68 10.86 17.16 12.79 10.33 20.54
IPI00641249 ATP5A1 18 kDa protein 1 49.71 6 6 11,827,379     11,871,228     11,149,901     12,004,776     11,725,038     14,530,438     11,695,270     1,402,875    2,455,223        1,210,975       2,059,527          1,499,205        1,500,272        2,402,388      11.86 20.68 10.86 17.16 12.79 10.33 20.54

GMSLNLEPDNVGVVVFGNDK 2 0.9997
ILGADTSVDLEETGR 2 0.9998
TGAIVDVPVGEELLGR 2 0.9997
TGTAEMSSILEER 2 0.9997
VLSIGDGIAR 2 0.9995

VVDALGNAIDGK 2 0.9998
IPI00550020 PTMS Parathymosin 0.999 10.78 1 1 4,237,180        5,002,330        4,464,610        4,248,340        4,548,470        5,578,650        4,420,200        941,454       1,698,025        846,422           966,129              1,197,421        1,406,590        1,299,037      22.22 33.94 18.96 22.74 26.33 25.21 29.39

SVEAAAELSAK 2 0.9992
IPI00550021 RD43;LOC653881; 60S ribosomal protein L3 1 20.6 7 7 11,868,679     12,400,227     13,203,589     12,008,332     12,998,301     15,978,240     12,487,948     613,489       2,980,858        1,548,095       1,822,112          2,085,944        2,826,987        2,450,957      5.17 24.04 11.72 15.17 16.05 17.69 19.63
IPI00651660 RD43;LOC653881; 60S ribosomal protein L3 isoform b 1 23.45 7 7 11,868,679     12,400,227     13,203,589     12,008,332     12,998,301     15,978,240     12,487,948     613,489       2,980,858        1,548,095       1,822,112          2,085,944        2,826,987        2,450,957      5.17 24.04 11.72 15.17 16.05 17.69 19.63

ERLEQQVPVNQVFGQDEMIDVIGVTK 3 0.9998
HGSLGFLPR 2 0.9997
IGQGYLIK 2 0.9894

LEQQVPVNQVFGQDEMIDVIGVTK 3 0.9937
SINPLGGFVHYGEVTNDFVMLK 3 0.9997

VACIGAWHPAR 3 0.9987
VAFSVAR 2 0.958

IPI00550069 RNH1 Ribonuclease inhibitor 1 41.87 12 13 213,898,298   216,679,133   176,528,629   176,567,454   184,695,451   223,335,057   173,050,615   8,978,851    48,506,941      22,598,238     7,731,486          16,547,683      28,158,889      32,759,450    4.2 22.39 12.8 4.38 8.96 12.61 18.93
ELCQGLGQPGSVLR 2 0.9997

ELDLSNNCLGDAGILQLVESVR 3 0.9997
ELTVSNNDINEAGVR 2 0.9794

FLLELQISNNR 2 0.9868
LDDCGLTEAR 2 0.9997

LGDVGMAELCPGLLHPSSR 3 0.9996
LLCETLLEPGCQLESLWVK 2 0.9996
LLCETLLEPGCQLESLWVK 3 0.9997

QPGCLLEQLVLYDIYWSEEMEDR 2 0.9997
SNELGDVGVHCVLQGLQTPSCK 3 0.9997

TLWIWECGITAK 2 0.9997
VNPALAELNLR 2 0.9834

WAELLPLLQQCQVVR 2 0.9997
IPI00550212 CYFIP1 Isoform 2 of Cytoplasmic FMR1‐interacting protein 1 0.966 1.7 1 1 863,804           835,090           830,576           755,330           855,278           891,490           896,864           167,415       244,684            132,367           140,484              165,253            87,344             171,114          19.38 29.3 15.94 18.6 19.32 9.8 19.08
IPI00790459 CYFIP1 57 kDa protein 0.966 2.84 1 1 863,804           835,090           830,576           755,330           855,278           891,490           896,864           167,415       244,684            132,367           140,484              165,253            87,344             171,114          19.38 29.3 15.94 18.6 19.32 9.8 19.08
IPI00790673 CYFIP1 Isoform 3 of Cytoplasmic FMR1‐interacting protein 1 0.966 3.13 1 1 863,804           835,090           830,576           755,330           855,278           891,490           896,864           167,415       244,684            132,367           140,484              165,253            87,344             171,114          19.38 29.3 15.94 18.6 19.32 9.8 19.08

FQILNDEIITILDK 2 0.9661



IPI00550232 XIRP2 xin actin‐binding repeat containing 2 isoform 1 0.995 0.51 1 1 839,643           911,850           855,963           1,075,983        754,370           1,342,550        687,590           351,313       489,392            112,810           240,608              384,433            496,169           200,268          41.84 53.67 13.18 22.36 50.96 36.96 29.13
IPI00885004 XIRP2 Isoform 2 of Xin actin‐binding repeat‐containing protein 2 0.995 0.54 1 1 839,643           911,850           855,963           1,075,983        754,370           1,342,550        687,590           351,313       489,392            112,810           240,608              384,433            496,169           200,268          41.84 53.67 13.18 22.36 50.96 36.96 29.13
IPI00942518 XIRP2 Isoform 1 of Xin actin‐binding repeat‐containing protein 2 0.995 0.53 1 1 839,643           911,850           855,963           1,075,983        754,370           1,342,550        687,590           351,313       489,392            112,810           240,608              384,433            496,169           200,268          41.84 53.67 13.18 22.36 50.96 36.96 29.13

FENQSLDSISSSSEEVLK 2 0.966
IPI00550234 ARPC5 Isoform 1 of Actin‐related protein 2/3 complex subunit 5 1 29.14 3 3 14,453,652     14,200,650     14,486,037     14,004,607     14,688,015     17,019,557     14,074,218     637,633       3,268,781        1,836,431       1,531,649          1,997,020        2,172,323        3,700,042      4.41 23.02 12.68 10.94 13.6 12.76 26.29

ALAAGGVGSIVR 2 0.9995
GFESPSDNSSAMLLQWHEK 3 0.9524

QGNMTAALQAALK 2 0.9995
IPI00550363 TAGLN2 Transgelin‐2 1 79.4 15 22 111,653,455   106,736,239   87,812,563     83,468,037     92,992,373     114,548,150   88,971,438     3,035,698    24,384,170      9,593,246       7,025,617          8,770,623        9,182,361        19,157,525    2.72 22.85 10.92 8.42 9.43 8.02 21.53
IPI00647915 TAGLN2 24 kDa protein 1 71.82 15 22 111,653,455   106,736,239   87,812,563     83,468,037     92,992,373     114,548,150   88,971,438     3,035,698    24,384,170      9,593,246       7,025,617          8,770,623        9,182,361        19,157,525    2.72 22.85 10.92 8.42 9.43 8.02 21.53

DDGLFSGDPNWFPK 2 0.9998
DDGLFSGDPNWFPKK 2 0.9998
DDGLFSGDPNWFPKK 3 0.9998

DGTVLCELINALYPEGQAPVK 2 0.9998
DGTVLCELINALYPEGQAPVK 3 0.9996
DGTVLCELINALYPEGQAPVKK 2 0.9998
DGTVLCELINALYPEGQAPVKK 3 0.9998
DVGRPQPGRENFQNWLK 3 0.987

ENFQNWLK 2 0.9531
ENFQNWLKDGTVLCELINALYPEGQAPVKK 3 0.998

GASQAGMTGYGMPR 2 0.9998
IQASTMAFK 1 0.9998
IQASTMAFK 2 0.9986

NVIGLQMGTNR 2 0.9998
QMEQISQFLQAAER 2 0.9998
QMEQISQFLQAAER 3 0.9998

QYDADLEQILIQWITTQCR 2 0.9998
QYDADLEQILIQWITTQCR 3 0.9998

TLMNLGGLAVAR 2 0.9998
YGINTTDIFQTVDLWEGK 2 0.9998
YGINTTDIFQTVDLWEGK 3 0.9998

YGINTTDIFQTVDLWEGKNMACVQR 3 0.9998
IPI00550459 ACAP3 Isoform 1 of Arf‐GAP with coiled‐coil, ANK repeat and PH domain‐conta 0.99 2.52 1 1 3,665,180        3,610,680        2,514,830        2,831,290        2,869,440        3,526,920        3,016,050        284,285       964,714            365,037           753,607              526,242            592,594           806,907          7.76 26.72 14.52 26.62 18.34 16.8 26.75

FRATIDEVETDVVEIEAKLDK 2 0.818
IPI00550591 TCP1 T‐complex protein 1 subunit alpha isoform b 1 24.69 7 8 32,854,670     33,528,455     30,659,875     29,095,155     30,211,905     37,716,710     30,084,855     1,656,627    7,495,621        4,497,337       4,491,824          3,311,666        2,974,678        6,518,697      5.04 22.36 14.67 15.44 10.96 7.89 21.67

EQLAIAEFAR 2 0.9993
FATEAAITILR 2 0.9993

GANDFMCDEMER 2 0.9992
LGVQVVITDPEKLDQIR 3 0.9997

QAGVFEPTIVK 2 0.9994
SVVPGGGAVEAALSIYLENYATSMGSR 2 0.9776
SVVPGGGAVEAALSIYLENYATSMGSR 3 0.9987

YFVEAGAMAVR 2 0.9989
IPI00550644 TTC38 Tetratricopeptide repeat protein 38 0.976 2.35 1 1 115,255           112,511           117,240           107,520           122,571           141,528           105,424           15,250         33,608              43,533             19,290                28,036              42,102             40,480            13.23 29.87 37.13 17.94 22.87 29.75 38.4
IPI00877947 TTC38 Protein 0.976 9.24 1 1 115,255           112,511           117,240           107,520           122,571           141,528           105,424           15,250         33,608              43,533             19,290                28,036              42,102             40,480            13.23 29.87 37.13 17.94 22.87 29.75 38.4
IPI00910722 TTC38 cDNA FLJ58627 0.976 2.68 1 1 115,255           112,511           117,240           107,520           122,571           141,528           105,424           15,250         33,608              43,533             19,290                28,036              42,102             40,480            13.23 29.87 37.13 17.94 22.87 29.75 38.4

IVQLGGSNAQR 2 0.9758
IPI00550689 C22orf28 UPF0027 protein C22orf28 0.992 5.94 2 2 5,333,481        4,656,933        4,741,366        5,327,825        4,533,931        5,381,763        4,238,385        659,687       819,247            559,220           269,316              434,061            225,096           481,027          12.37 17.59 11.79 5.05 9.57 4.18 11.35
IPI00910144 C22orf28 cDNA FLJ58027 0.992 6.28 2 2 5,333,481        4,656,933        4,741,366        5,327,825        4,533,931        5,381,763        4,238,385        659,687       819,247            559,220           269,316              434,061            225,096           481,027          12.37 17.59 11.79 5.05 9.57 4.18 11.35

NLDFQDVLDKLADMGIAIR 3 0.992
SYNDELQFLEK 2 0.9439

IPI00550746 NUDC Nuclear migration protein nudC 1 9.06 2 3 4,106,458        4,814,583        4,496,055        4,117,595        4,138,400        5,660,013        4,263,075        369,687       1,404,462        1,024,066       551,717              956,542            1,441,344        940,016          9 29.17 22.78 13.4 23.11 25.47 22.05
IPI00871312 NUDC 33 kDa protein 1 10.64 2 3 4,106,458        4,814,583        4,496,055        4,117,595        4,138,400        5,660,013        4,263,075        369,687       1,404,462        1,024,066       551,717              956,542            1,441,344        940,016          9 29.17 22.78 13.4 23.11 25.47 22.05

LITQTFSHHNQLAQK 3 0.9118
LKPNLGNGADLPNYR 2 0.9992
LKPNLGNGADLPNYR 3 0.9995

IPI00550821 CPSF7 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 7 1 5.31 1 2 571,707           617,071           818,419           741,099           748,507           804,366           801,219           152,177       184,782            73,340             119,703              43,398              159,986           106,771          26.62 29.95 8.96 16.15 5.8 19.89 13.33
IPI00719106 CPSF7 Isoform 2 of Cleavage and polyadenylation specificity factor subunit 7 1 5.41 1 2 571,707           617,071           818,419           741,099           748,507           804,366           801,219           152,177       184,782            73,340             119,703              43,398              159,986           106,771          26.62 29.95 8.96 16.15 5.8 19.89 13.33
IPI00915356 CPSF7 Isoform 3 of Cleavage and polyadenylation specificity factor subunit 7 1 4.86 1 2 571,707           617,071           818,419           741,099           748,507           804,366           801,219           152,177       184,782            73,340             119,703              43,398              159,986           106,771          26.62 29.95 8.96 16.15 5.8 19.89 13.33

AVSGASAGDYSDAIETLLTAIAVIK 2 0.9997
AVSGASAGDYSDAIETLLTAIAVIK 3 0.9996

IPI00550882 PYCR1 Pyrroline‐5‐carboxylate reductase 1 15.61 4 4 5,148,652        5,300,094        5,152,160        5,144,749        4,732,948        6,050,504        4,964,084        308,121       1,496,520        656,405           605,212              779,621            370,522           972,360          5.98 28.24 12.74 11.76 16.47 6.12 19.59
IPI00941557 PYCR1 Pyrroline‐5‐carboxylate reductase 1, mitochondria 1 16.93 4 4 5,148,652        5,300,094        5,152,160        5,144,749        4,732,948        6,050,504        4,964,084        308,121       1,496,520        656,405           605,212              779,621            370,522           972,360          5.98 28.24 12.74 11.76 16.47 6.12 19.59

GFTAAGVLAAHK 2 0.9903
LGAQALLGAAK 2 0.9993
SLLINAVEASCIR 2 0.9803

VKLDSPAGTALSPSGHTK 3 0.9504
IPI00550917 TWF2 Twinfilin‐2 0.993 4.87 1 1 67,045,000     66,701,750     46,933,350     50,423,600     53,841,250     72,118,500     49,912,350     5,153,783    18,719,001      5,675,883       4,129,193          7,085,013        7,488,278        11,947,437    7.69 28.06 12.09 8.19 13.16 10.38 23.94
IPI00966182 TWF2 Putative uncharacterized protein TWF2 0.993 6.69 1 1 67,045,000     66,701,750     46,933,350     50,423,600     53,841,250     72,118,500     49,912,350     5,153,783    18,719,001      5,675,883       4,129,193          7,085,013        7,488,278        11,947,437    7.69 28.06 12.09 8.19 13.16 10.38 23.94

AVLPLLDAQQPCYLLYR 2 0.993
IPI00551024 DAK Bifunctional ATP‐dependent dihydroxyacetone kinase/FAD‐AMP lyase ( 1 23.65 7 8 40,174,758     38,003,882     36,096,626     37,815,394     35,486,566     44,898,852     36,288,850     2,719,148    7,826,284        4,387,702       4,271,836          5,689,609        3,891,735        8,382,125      6.77 20.59 12.16 11.3 16.03 8.67 23.1

ALVGTFMSALEMPGISLTLLLVDEPLLK 2 0.8503
ALVGTFMSALEMPGISLTLLLVDEPLLK 3 0.9922
GMLTGVIAGAVFTSPAVGSILAAIR 2 0.9749

LEQPDPGAVAAAAILR 2 0.9992
MGGSSGALYGLFLTAAAQPLK 2 0.9997

SPGADLLQVLTK 2 0.9998
VAGALAEAGVGLEEIAK 2 0.9971
VCSTLLGLEEHLNALDR 3 0.9997

IPI00552072 CCT7 Putative uncharacterized protein CCT7 1 14.97 5 5 16,467,401     17,233,492     14,897,376     15,269,894     14,814,986     19,053,743     14,422,390     817,025       4,060,785        1,216,647       1,717,486          2,092,473        2,818,331        2,824,148      4.96 23.56 8.17 11.25 14.12 14.79 19.58
IPI00952671 CCT7 T‐complex protein 1 subunit eta isoform c 1 16.45 5 5 16,467,401     17,233,492     14,897,376     15,269,894     14,814,986     19,053,743     14,422,390     817,025       4,060,785        1,216,647       1,717,486          2,092,473        2,818,331        2,824,148      4.96 23.56 8.17 11.25 14.12 14.79 19.58

GGAEQFMEETER 2 0.9995
INALTAASEAACLIVSVDETIKNPR 3 0.9997

MVVDAVMMLDDLLQLK 2 0.9997
QQLLIGAYAK 2 0.9229

TFSYAGFEMQPK 2 0.9997
IPI00552365 EFHD2 Putative uncharacterized protein EFHD2 1 18.64 3 3 3,987,398        3,488,283        3,639,400        4,033,995        3,741,951        3,342,626        3,724,258        366,788       668,143            576,568           729,343              947,480            356,851           944,912          9.2 19.15 15.84 18.08 25.32 10.68 25.37

DGFIDLMELK 2 0.9993
LGAPQTHLGLK 3 0.9923
LSEIDVSSEGVK 2 0.9995

IPI00552510 LMO7 LIM domain 7 0.998 2.18 2 2 1,130,636        1,059,880        1,055,480        1,050,686        1,080,544        1,116,952        971,224           81,934         224,165            129,432           196,180              169,866            109,238           123,335          7.25 21.15 12.26 18.67 15.72 9.78 12.7
ISINQTPGK 2 0.8719

SMSDVSAEDVQNLR 2 0.9873
IPI00552590 CCT6A T‐complex protein 1 subunit zeta isoform b 1 21.81 7 9 38,894,740     38,531,110     36,970,781     40,370,940     37,722,485     47,091,100     32,069,755     3,610,378    10,677,829      3,119,581       3,055,205          5,594,451        7,201,808        5,604,452      9.28 27.71 8.44 7.57 14.83 15.29 17.48

AQLGVQAFADALLIIPK 2 0.9997
IITEGFEAAK 2 0.9943

KQDEPIDLFMIEIMEMK 3 0.9998
NAIDDGCVVPGAGAVEVAMAEALIK 2 0.9998
NAIDDGCVVPGAGAVEVAMAEALIK 3 0.9997

QDEPIDLFMIEIMEMK 2 0.9997
VHAELADVLTEAVVDSILAIK 2 0.9998
VHAELADVLTEAVVDSILAIK 3 0.9998
VLAQNSGFDLQETLVK 2 0.9998

IPI00552617 PFKP Phosphofructokinase, platelet 1 24.72 3 3 4,704,270        4,906,753        4,455,909        4,584,755        4,364,962        5,298,912        4,632,961        160,382       1,271,870        403,278           568,074              873,283            474,428           849,430          3.41 25.92 9.05 12.39 20.01 8.95 18.33



EIGWTDVGGWTGQGGSILGTK 2 0.9997
MLAIYDGFDGFAK 2 0.9996
YLEEIATQMR 2 0.9996

IPI00552715 CCT3 T‐complex protein 1 subunit gamma isoform c 1 30.97 10 10 18,216,756     18,197,944     17,405,743     17,322,714     17,986,964     22,177,962     17,883,971     498,574       4,400,864        1,971,891       1,768,388          3,226,091        2,415,753        3,765,899      2.74 24.18 11.33 10.21 17.94 10.89 21.06
AVAQALEVIPR 2 0.9995

EILSEVER 2 0.8332
ILQMEEEYIQQLCEDIIQLKPDVVITEK 3 0.9997

IPGGIIEDSCVLR 2 0.9974
ISIPVDISDSDMMLNIINSSITTK 2 0.9991

IVLLDSSLEYK 2 0.9994
NLQDAMQVCR 2 0.9987

NVLLDPQLVPGGGASEMAVAHALTEK 3 0.9998
TLIQNCGASTIR 2 0.9994

WSSLACNIALDAVK 2 0.996
IPI00552937 NHLRC3 NHL repeat‐containing protein 3 0.973 3.46 1 1 2,954,270        3,127,385        3,647,465        3,638,370        3,180,940        3,548,690        3,207,090        710,429       544,667            568,545           859,972              663,140            1,209,775        580,172          24.05 17.42 15.59 23.64 20.85 34.09 18.09
IPI00556271 NHLRC3 NHL repeat‐containing protein 3 isoform b 0.973 4.29 1 1 2,954,270        3,127,385        3,647,465        3,638,370        3,180,940        3,548,690        3,207,090        710,429       544,667            568,545           859,972              663,140            1,209,775        580,172          24.05 17.42 15.59 23.64 20.85 34.09 18.09

ILVFTEDGYFLR 2 0.9731
IPI00552938 RBMX heterogeneous nuclear ribonucleoprotein G isoform 2 1 10.71 2 2 1,802,657        1,606,704        1,697,112        1,697,135        1,698,218        2,001,846        1,646,159        304,204       199,410            177,892           206,185              366,726            328,752           467,379          16.88 12.41 10.48 12.15 21.59 16.42 28.39
IPI00816796 RBMX cDNA FLJ38696 fis, clone KIDNE2001931, highly similar to HETEROGENE 1 5.56 2 2 1,802,657        1,606,704        1,697,112        1,697,135        1,698,218        2,001,846        1,646,159        304,204       199,410            177,892           206,185              366,726            328,752           467,379          16.88 12.41 10.48 12.15 21.59 16.42 28.39
IPI00939558 RBMX cDNA FLJ34201 fis, clone FCBBF3019714, highly similar to HETEROGENE 1 5.56 2 2 1,802,657        1,606,704        1,697,112        1,697,135        1,698,218        2,001,846        1,646,159        304,204       199,410            177,892           206,185              366,726            328,752           467,379          16.88 12.41 10.48 12.15 21.59 16.42 28.39

ALEAVFGK 2 0.9473
LFIGGLNTETNEK 2 0.9997

IPI00552982 CPNE1 Copine I 1 7.69 1 1 2,385,171        2,488,229        1,953,986        1,878,594        2,414,814        2,744,871        2,567,729        160,747       844,387            287,425           403,503              317,458            439,483           915,173          6.74 33.94 14.71 21.48 13.15 16.01 35.64
LYGPTNFAPIINHVAR 3 0.9998

IPI00553131 GALE UDP‐glucose 4‐epimerase 0.995 10.92 2 2 3,477,967        3,863,372        3,883,295        4,118,330        3,658,523        4,631,188        4,268,175        318,871       837,624            682,127           802,802              618,509            744,813           766,363          9.17 21.68 17.57 19.49 16.91 16.08 17.96
IYNLGTGTGYSVLQMVQAMEK 3 0.9943

SVEFEEMDILDQGALQR 2 0.9293
IPI00554538 TPP1 Putative uncharacterized protein TPP1 1 13.15 4 5 9,080,634        10,527,871     8,026,151        8,348,882        8,900,885        12,707,750     8,371,960        693,351       3,292,085        715,993           548,694              1,021,062        1,898,361        1,596,936      7.64 31.27 8.92 6.57 11.47 14.94 19.07
IPI00554617 TPP1 cDNA FLJ57277, highly similar to Tripeptidyl‐peptidase 1 1 18.96 4 5 9,080,634        10,527,871     8,026,151        8,348,882        8,900,885        12,707,750     8,371,960        693,351       3,292,085        715,993           548,694              1,021,062        1,898,361        1,596,936      7.64 31.27 8.92 6.57 11.47 14.94 19.07
IPI00909516 TPP1 cDNA FLJ58558, highly similar to Tripeptidyl‐peptidase 1 1 14.72 4 5 9,080,634        10,527,871     8,026,151        8,348,882        8,900,885        12,707,750     8,371,960        693,351       3,292,085        715,993           548,694              1,021,062        1,898,361        1,596,936      7.64 31.27 8.92 6.57 11.47 14.94 19.07
IPI00939667 TPP1 Isoform 1 of Tripeptidyl‐peptidase 1 1 12.97 4 5 9,080,634        10,527,871     8,026,151        8,348,882        8,900,885        12,707,750     8,371,960        693,351       3,292,085        715,993           548,694              1,021,062        1,898,361        1,596,936      7.64 31.27 8.92 6.57 11.47 14.94 19.07

AYPDVAALSDGYWVVSNR 2 0.9992
AYPDVAALSDGYWVVSNR 3 0.9997

LFGGNFAHQASVAR 2 0.9997
LYQQHGAGLFDVTR 3 0.9997

VPIPWVSGTSASTPVFGGILSLINEHR 3 0.9997
IPI00554648 KRT8 Keratin, type II cytoskeletal 8 1 55.28 42 67 1,237,851,411 1,238,777,124 1,055,403,595 1,178,550,090 1,144,749,230 1,458,603,232 1,050,398,522 36,282,559  280,825,261    83,122,185     98,017,839        119,413,594    215,614,554    182,200,778  2.93 22.67 7.88 8.32 10.43 14.78 17.35

AEAESMYQIK 1 0.9998
AEAESMYQIK 2 0.9998

AEAESMYQIKYEELQSLAGK 2 0.9998
AEAESMYQIKYEELQSLAGK 3 0.9998

ASLEAAIADAEQR 2 0.9998
ASLEAAIADAEQR 3 0.9998

ASLEAAIADAEQRGELAIK 2 0.9998
ASLEAAIADAEQRGELAIK 3 0.9997

ASLEAAIADAEQRGELAIKDANAK 2 0.9998
ASLEAAIADAEQRGELAIKDANAK 3 0.9998

DGKLVSESSDVLPK 2 0.9997
DGKLVSESSDVLPK 3 0.9998

DVDEAYMNKVELESR 2 0.9998
DVDEAYMNKVELESR 3 0.9998

DVDEAYMNKVELESRLEGLTDEINFLR 3 0.9998
ELQSQISDTSVVLSMDNSR 2 0.9998

EYQELMNVK 1 0.9939
EYQELMNVK 2 0.9993
FASFIDK 2 0.999

FASFIDKVR 2 0.9867
FASFIDKVR 3 0.9797
GELAIK 1 0.9887

KDVDEAYMNKVELESR 3 0.9982
LALDIEIATYRK 3 0.9903

LEAELGNMQGLVEDFK 2 0.9998
LEAELGNMQGLVEDFKNK 3 0.9996

LEGLTDEINFLR 1 0.9998
LEGLTDEINFLR 2 0.9998

LESGMQNMSIHTK 2 0.9998
LESGMQNMSIHTK 3 0.9997

LKLEAELGNMQGLVEDFK 2 0.9998
LKLEAELGNMQGLVEDFK 3 0.9998

LKLEAELGNMQGLVEDFKNK 3 0.9997
LLEGEESR 1 0.9908
LLEGEESR 2 0.9711

LLEGEESRLESGMQNMSIHTK 3 0.9998
LQAEIEGLK 1 0.9998
LQAEIEGLK 2 0.9993

LQAEIEGLKGQR 2 0.9995
LQAEIEGLKGQR 3 0.9986
LSELEAALQR 1 0.9998
LSELEAALQR 2 0.9998
LVSESSDVLPK 1 0.9829
LVSESSDVLPK 2 0.9998

QLREYQELMNVK 2 0.9995
QLREYQELMNVK 3 0.9914

QLYEEEIR 2 0.9981
QLYEEEIRELQSQISDTSVVLSMDNSR 2 0.9998
QLYEEEIRELQSQISDTSVVLSMDNSR 3 0.9998

RQLETLGQEK 2 0.9995
SGMQNMSIHTK 2 0.8514
SLDMDSIIAEVK 1 0.9998
SLDMDSIIAEVK 2 0.9998

SNMDNMFESYINNLR 2 0.9998
SNMDNMFESYINNLR 3 0.9998
SNMDNMFESYINNLRR 3 0.9936

SRAEAESMYQIK 2 0.9997
SRAEAESMYQIK 3 0.9997

SRAEAESMYQIKYEELQSLAGK 3 0.9998
TEMENEFVLIK 2 0.9998
TEMENEFVLIKK 2 0.9998
TEMENEFVLIKK 3 0.9998

VELESRLEGLTDEINFLR 2 0.9984
WSLLQQQK 1 0.993
WSLLQQQK 2 0.9993
YEELQSLAGK 1 0.9998
YEELQSLAGK 2 0.9984



IPI00554711 JUP Junction plakoglobin 1 17.85 9 10 62,733,195     64,992,293     59,299,108     55,353,130     58,023,327     75,068,129     55,531,532     5,535,140    18,385,387      10,447,764     11,637,901        9,469,319        9,457,713        11,975,374    8.82 28.29 17.62 21.02 16.32 12.6 21.56
GIMEEDEACGR 2 0.9986

LIILANGGPQALVQIMR 2 0.9995
LLNDEDPVVVTK 2 0.9997
LLNQPNQWPLVK 2 0.9909

LNTIPLFVQLLYSSVENIQR 2 0.9996
LNTIPLFVQLLYSSVENIQR 3 0.9998

NEGTATYAAAVLFR 2 0.9659
SAIVHLINYQDDAELATR 3 0.9997
TLVTQNSGVEALIHAILR 2 0.9849

VSVELTNSLFK 2 0.9995
IPI00554723 SNORA70;RPL10 60S ribosomal protein L10 1 11.21 2 2 4,874,209        4,720,767        4,130,902        4,452,415        4,564,485        6,066,073        4,703,906        185,250       1,332,447        354,300           851,866              1,514,866        1,579,442        1,077,400      3.8 28.23 8.58 19.13 33.19 26.04 22.9
IPI00853161 SNORA70;RPL10 Ribosomal protein L10, isoform CRA_b 1 11.21 2 2 4,874,209        4,720,767        4,130,902        4,452,415        4,564,485        6,066,073        4,703,906        185,250       1,332,447        354,300           851,866              1,514,866        1,579,442        1,077,400      3.8 28.23 8.58 19.13 33.19 26.04 22.9

FNADEFEDMVAEK 2 0.9742
VHIGQVIMSIR 2 0.8899

IPI00554737 PPP2R1A Serine/threonine‐protein phosphatase 2A 65 kDa regulatory subunit A  1 23.77 10 11 15,600,854     16,115,898     15,120,133     14,970,502     15,812,579     19,593,483     14,860,747     740,558       3,870,608        1,362,097       1,492,056          2,153,487        1,640,323        3,260,188      4.75 24.02 9.01 9.97 13.62 8.37 21.94
IPI00908543 PPP2R1A cDNA FLJ56133, highly similar to Serine/threonine‐protein phosphatase 1 25.23 10 11 15,600,854     16,115,898     15,120,133     14,970,502     15,812,579     19,593,483     14,860,747     740,558       3,870,608        1,362,097       1,492,056          2,153,487        1,640,323        3,260,188      4.75 24.02 9.01 9.97 13.62 8.37 21.94

IGPILDNSTLQSEVKPILEK 3 0.9998
LNIISNLDCVNEVIGIR 2 0.9997

LSTIALALGVER 2 0.9996
MAGDPVANVR 2 0.9997

QLSQSLLPAIVELAEDAK 2 0.9998
QLSQSLLPAIVELAEDAKWR 3 0.9998

SALASVIMGLSPILGK 2 0.9997
SEIIPMFSNLASDEQDSVR 2 0.9998

VLAMSGDPNYLHR 2 0.9995
VLAMSGDPNYLHR 3 0.9997
YFAQEALTVLSLA 2 0.8749

IPI00554742 API5 Isoform 2 of Apoptosis inhibitor 5 0.995 5.75 1 1 92,103             99,786             96,447             124,424           85,883             125,482           76,276             25,656         19,529              18,149             15,318                15,833              14,039             5,922              27.86 19.57 18.82 12.31 18.44 11.19 7.76
IPI00555572 API5 Isoform 1 of Apoptosis inhibitor 5 0.995 5.69 1 1 92,103             99,786             96,447             124,424           85,883             125,482           76,276             25,656         19,529              18,149             15,318                15,833              14,039             5,922              27.86 19.57 18.82 12.31 18.44 11.19 7.76
IPI00555743 API5 Isoform 3 of Apoptosis inhibitor 5 0.995 6.73 1 1 92,103             99,786             96,447             124,424           85,883             125,482           76,276             25,656         19,529              18,149             15,318                15,833              14,039             5,922              27.86 19.57 18.82 12.31 18.44 11.19 7.76
IPI00855856 API5 apoptosis inhibitor 5 isoform a 0.995 5.53 1 1 92,103             99,786             96,447             124,424           85,883             125,482           76,276             25,656         19,529              18,149             15,318                15,833              14,039             5,922              27.86 19.57 18.82 12.31 18.44 11.19 7.76
IPI00908668 API5 apoptosis inhibitor 5 isoform c 0.995 6.44 1 1 92,103             99,786             96,447             124,424           85,883             125,482           76,276             25,656         19,529              18,149             15,318                15,833              14,039             5,922              27.86 19.57 18.82 12.31 18.44 11.19 7.76
IPI00910664 API5 cDNA FLJ52148, highly similar to Apoptosis inhibitor 5 0.995 8.76 1 1 92,103             99,786             96,447             124,424           85,883             125,482           76,276             25,656         19,529              18,149             15,318                15,833              14,039             5,922              27.86 19.57 18.82 12.31 18.44 11.19 7.76

VADILTQLLQTDDSAEFNLVNNALLSIFK 3 0.9945
IPI00554786 TXNRD1 Isoform 5 of Thioredoxin reductase 1, cytoplasmic 0.994 9.22 2 2 3,536,633        5,906,691        3,360,753        4,066,273        4,140,230        6,768,843        3,435,489        389,511       3,173,275        353,373           1,580,591          1,452,376        2,314,286        514,093          11.01 53.72 10.51 38.87 35.08 34.19 14.96
IPI00783641 TXNRD1 Isoform 3 of Thioredoxin reductase 1, cytoplasmic 0.994 7.69 2 2 3,536,633        5,906,691        3,360,753        4,066,273        4,140,230        6,768,843        3,435,489        389,511       3,173,275        353,373           1,580,591          1,452,376        2,314,286        514,093          11.01 53.72 10.51 38.87 35.08 34.19 14.96
IPI00847482 TXNRD1 Isoform 4 of Thioredoxin reductase 1, cytoplasmic 0.994 8.35 2 2 3,536,633        5,906,691        3,360,753        4,066,273        4,140,230        6,768,843        3,435,489        389,511       3,173,275        353,373           1,580,591          1,452,376        2,314,286        514,093          11.01 53.72 10.51 38.87 35.08 34.19 14.96
IPI00871867 TXNRD1 Isoform 2 of Thioredoxin reductase 1, cytoplasmic 0.994 8.47 2 2 3,536,633        5,906,691        3,360,753        4,066,273        4,140,230        6,768,843        3,435,489        389,511       3,173,275        353,373           1,580,591          1,452,376        2,314,286        514,093          11.01 53.72 10.51 38.87 35.08 34.19 14.96
IPI00884896 TXNRD1 Isoform 1 of Thioredoxin reductase 1, cytoplasmic 0.994 7.07 2 2 3,536,633        5,906,691        3,360,753        4,066,273        4,140,230        6,768,843        3,435,489        389,511       3,173,275        353,373           1,580,591          1,452,376        2,314,286        514,093          11.01 53.72 10.51 38.87 35.08 34.19 14.96
IPI00885213 TXNRD1 Isoform 6 of Thioredoxin reductase 1, cytoplasmic 0.994 7.49 2 2 3,536,633        5,906,691        3,360,753        4,066,273        4,140,230        6,768,843        3,435,489        389,511       3,173,275        353,373           1,580,591          1,452,376        2,314,286        514,093          11.01 53.72 10.51 38.87 35.08 34.19 14.96
IPI00967892 TXNRD1 cDNA, FLJ92557, highly similar to Homo sapiens thioredoxin reductase  0.994 9.26 2 2 3,536,633        5,906,691        3,360,753        4,066,273        4,140,230        6,768,843        3,435,489        389,511       3,173,275        353,373           1,580,591          1,452,376        2,314,286        514,093          11.01 53.72 10.51 38.87 35.08 34.19 14.96

FGEENIEVYHSYFWPLEWTIPSR 3 0.9462
VVGFHVLGPNAGEVTQGFAAALK 3 0.9935

IPI00554788 KRT18 Keratin, type I cytoskeletal 18 1 70.7 26 37 443,147,832   432,762,464   379,623,070   434,515,340   396,014,400   483,819,370   373,947,178   16,053,786  89,073,579      35,024,364     34,431,511        37,440,879      27,812,332      62,782,612    3.62 20.58 9.23 7.92 9.45 5.75 16.79
AQIFANTVDNAR 2 0.9998

AQYDELAR 2 0.9985
ASLENSLR 1 0.9672
ASLENSLR 2 0.9997

ASLENSLREVEAR 3 0.9995
DWSHYFK 2 0.9884

GGMGSGGLATGIAGGLAGMGGIQNEK 2 0.9998
GGMGSGGLATGIAGGLAGMGGIQNEKETMQSLNDR 2 0.9998
GGMGSGGLATGIAGGLAGMGGIQNEKETMQSLNDR 3 0.9998

GLQAQIASSGLTVEVDAPK 2 0.9998
GLQAQIASSGLTVEVDAPK 3 0.9962
IIEDLRAQIFANTVDNAR 3 0.9994

IVLQIDNAR 2 0.9988
LASYLDR 1 0.9934
LASYLDR 2 0.9846
LEAEIATYR 2 0.9998

LLEDGEDFNLGDALDSSNSMQTIQK 2 0.9998
LLEDGEDFNLGDALDSSNSMQTIQK 3 0.9998

LQLETEIEALKEELLFMK 2 0.9998
LQLETEIEALKEELLFMK 3 0.9998
LQLETEIEALKEELLFMKK 3 0.9998

NHEEEVKGLQAQIASSGLTVEVDAPK 3 0.9993
PVSSAASVYAGAGGSGSR 2 0.9998
PVSSAASVYAGAGGSGSR 3 0.9998

QSVENDIHGLR 2 0.9998
QSVENDIHGLR 3 0.9924

RLLEDGEDFNLGDALDSSNSMQTIQK 3 0.9998
SLGSVQAPSYGAR 2 0.9994

SLGSVQAPSYGARPVSSAASVYAGAGGSGSR 3 0.9998
STFSTNYR 2 0.997

TVQSLEIDLDSMR 2 0.9998
TVQSLEIDLDSMR 3 0.9998
VKYETELAMR 2 0.9997
VKYETELAMR 3 0.9995

YALQMEQLNGILLHLESELAQTR 2 0.9998
YALQMEQLNGILLHLESELAQTR 3 0.9998

YWSQQIEESTTVVTTQSAEVGAAETTLTELR 3 0.9158
IPI00555593 PDLIM5 Enigma homolog (Fragment) 0.914 2.06 1 1 895,712           892,870           941,492           920,670           1,031,254        872,108           918,300           130,475       58,993              162,226           273,737              165,275            146,624           193,064          14.57 6.61 17.23 29.73 16.03 16.81 21.02

GPFLVALGK 2 0.9139
IPI00555610 AHNAK Putative uncharacterized protein AHNAK 1 3.01 7 7 34,328,850     36,253,300     34,242,765     33,430,210     34,293,385     40,751,610     34,018,960     3,704,161    6,616,801        3,547,754       4,722,018          3,602,583        3,052,706        4,888,005      10.79 18.25 10.36 14.13 10.51 7.49 14.37

AEGPEVDVNLPK 2 0.9998
ISMPDVDLHLK 3 0.9998

ISMQDVDLSLGSPK 2 0.9998
LNVGAPDVTLR 2 0.9896

MDIDAPDVEVQGPDWHLK 3 0.9998
MPSLEISAPK 2 0.981

VESEIKVPDVELK 3 0.9997
IPI00555809 ‐ Pseudogene candidate 0.969 10 1 1 527,818           501,241           523,690           501,280           551,015           543,156           530,853           150,452       27,925              234,594           62,305                41,530              161,855           167,910          28.5 5.57 44.8 12.43 7.54 29.8 31.63

LCYITLDFEKEMATAASSSSLEK 3 0.9691
IPI00555941 ‐ Ribosomal protein S5 variant (Fragment) 0.983 9.35 1 1 144,737           146,135           148,951           145,140           152,638           194,722           136,612           22,697         36,197              15,746             15,098                63,272              28,084             27,991            15.68 24.77 10.57 10.4 41.45 14.42 20.49

LTNSMMMHGR 2 0.9827
IPI00555956 PSMB4 Proteasome subunit beta type‐4 1 23.48 3 3 31,910,600     34,114,020     33,673,650     33,054,250     36,816,890     41,912,110     36,841,360     2,965,586    9,906,759        5,113,782       7,062,169          5,981,428        6,011,585        9,954,756      9.29 29.04 15.19 21.37 16.25 14.34 27.02

FEGGVVIAADMLGSYGSLAR 2 0.9986
QVLGQMVIDEELLGDGHSYSPR 3 0.9997
VNNSTMLGASGDYADFQYLK 3 0.999

IPI00556364 ILF3 Interleukin enhancer binding factor 3 isoform c variant (Fragment) 1 13.33 4 4 11,296,976     10,891,621     8,661,701        9,674,199        10,006,800     11,888,870     9,746,637        855,316       2,756,898        1,059,614       1,202,413          892,088            1,147,584        2,024,206      7.57 25.31 12.23 12.43 8.91 9.65 20.77
HSSVYPTQEELEAVQNMVSHTER 3 0.9998

LAAFGQLHK 2 0.9873
VLAGETLSVNDPPDVLDR 2 0.9998



VLGMDPLPSK 2 0.9995
IPI00556482 HSP90B3P Heat shock protein 94c 0.974 6.18 1 1 350,356           290,610           318,524           320,041           342,536           343,787           332,573           86,484         27,581              37,213             50,484                69,964              73,367             25,079            24.68 9.49 11.68 15.77 20.43 21.34 7.54

LQPEVGRPCGWSKVETVEEPMEVEEAAK 3 0.9735
IPI00556485 RPLP0 RPLP0 protein 1 22.35 4 4 3,507,609        3,136,499        2,949,996        2,837,725        2,961,579        3,441,639        3,023,774        218,561       641,993            413,694           278,550              284,053            427,508           617,421          6.23 20.47 14.02 9.82 9.59 12.42 20.42
IPI00791188 RPLP0 18 kDa protein 1 35.19 4 4 3,507,609        3,136,499        2,949,996        2,837,725        2,961,579        3,441,639        3,023,774        218,561       641,993            413,694           278,550              284,053            427,508           617,421          6.23 20.47 14.02 9.82 9.59 12.42 20.42
IPI00793002 RPLP0 19 kDa protein 1 33.14 4 4 3,507,609        3,136,499        2,949,996        2,837,725        2,961,579        3,441,639        3,023,774        218,561       641,993            413,694           278,550              284,053            427,508           617,421          6.23 20.47 14.02 9.82 9.59 12.42 20.42
IPI00794884 RPLP0 24 kDa protein 1 25.91 4 4 3,507,609        3,136,499        2,949,996        2,837,725        2,961,579        3,441,639        3,023,774        218,561       641,993            413,694           278,550              284,053            427,508           617,421          6.23 20.47 14.02 9.82 9.59 12.42 20.42
IPI00868999 RPLP0 60S acidic ribosomal protein P0 1 28.5 4 4 3,507,609        3,136,499        2,949,996        2,837,725        2,961,579        3,441,639        3,023,774        218,561       641,993            413,694           278,550              284,053            427,508           617,421          6.23 20.47 14.02 9.82 9.59 12.42 20.42

AGAIAPCEVTVPAQNTGLGPEK 2 0.9998
DMLLANKVPAAAR 2 0.9931

IIQLLDDYPK 2 0.9998
TSFFQALGITTK 2 0.9998

IPI00556487 SEC13 Putative uncharacterized protein SEC13 1 21.83 4 4 4,149,320        4,175,647        3,894,515        3,883,737        4,022,146        4,801,129        4,090,401        433,667       995,958            535,046           622,510              458,783            408,623           711,758          10.45 23.85 13.74 16.03 11.41 8.51 17.4
IPI00845335 SEC13 SEC13‐like 1 isoform 1 20.06 4 4 4,149,320        4,175,647        3,894,515        3,883,737        4,022,146        4,801,129        4,090,401        433,667       995,958            535,046           622,510              458,783            408,623           711,758          10.45 23.85 13.74 16.03 11.41 8.51 17.4

DVAWAPSIGLPTSTIASCSQDGR 3 0.9986
FASGGCDNLIK 2 0.9947
NGGQILIADLR 2 0.9905

VFIWTCDDASSNTWSPK 2 0.9995
IPI00556561 RHEBL1 Isoform 2 of GTPase RhebL1 0.948 9.39 1 1 4,443,100        4,410,880        3,449,970        4,055,810        3,387,240        4,477,120        3,219,520        301,135       1,174,865        512,778           562,391              342,528            578,356           672,309          6.78 26.64 14.86 13.87 10.11 12.92 20.88

MWMDDLDTTVTLLPTGK 2 0.9478
IPI00556589 ‐ 4 kDa protein 1 34.29 1 1 20,205,650     19,238,900     14,086,600     14,779,350     18,797,850     22,518,200     17,476,450     2,771,951    5,893,933        3,636,530       3,194,824          1,919,231        5,362,521        5,295,677      13.72 30.64 25.82 21.62 10.21 23.81 30.3

EGDVLTLLESER 2 0.9996
IPI00604407 RBM3 Putative uncharacterized protein RBM3 1 55.56 2 2 30,587,850     32,765,320     23,685,980     28,953,325     26,680,980     34,896,530     25,595,035     2,211,941    8,401,700        3,008,607       2,294,289          1,391,034        5,202,343        5,147,795      7.23 25.64 12.7 7.92 5.21 14.91 20.11

GFGFITFTNPEHASVAMR 3 0.9986
LFVGGLNFNTDEQALEDHFSSFGPISEVVVVK 3 0.9997

IPI00604431 CAND1 Isoform 2 of Cullin‐associated NEDD8‐dissociated protein 1 1 18.08 12 12 45,553,992     43,533,364     41,698,287     43,231,297     42,774,622     54,247,150     42,493,192     4,685,214    11,466,341      4,783,180       5,196,444          3,770,519        7,376,746        8,132,215      10.28 26.34 11.47 12.02 8.81 13.6 19.14
FMATNDLMTELQK 2 0.9965
FTISDHPQPIDPLLK 3 0.9869

HEMLPEFYK 2 0.9995
IDLRPVLGEGVPILASFLR 3 0.9991

LGTLSALDILIK 2 0.9972
LKGYLISGSSYAR 2 0.9232

LLEDKNGEVQNLAVK 3 0.9708
LTLIDPETLLPR 2 0.9984

QEDVSVQLEALDIMADMLSR 2 0.9998
QGGLLVNFHPSILTCLLPQLTSPR 3 0.9996

SAASYALGSISVGNLPEYLPFVLQEITSQPK 3 0.999
TVSPALISR 2 0.9792

IPI00604590E1‐NME2;NME1;N Nucleoside diphosphate kinase 1 46.58 12 16 71,092,162     67,217,539     60,360,818     63,756,727     62,760,686     75,837,077     60,487,059     1,374,314    15,840,955      4,907,136       7,574,997          5,347,198        8,962,190        13,211,143    1.93 23.57 8.13 11.88 8.52 11.82 21.84
IPI00795292E1‐NME2;NME1;N Isoform 3 of Nucleoside diphosphate kinase B 1 50.94 12 16 71,092,162     67,217,539     60,360,818     63,756,727     62,760,686     75,837,077     60,487,059     1,374,314    15,840,955      4,907,136       7,574,997          5,347,198        8,962,190        13,211,143    1.93 23.57 8.13 11.88 8.52 11.82 21.84

DRPFFAGLVK 2 0.9924
DRPFFPGLVK 2 0.9981
DRPFFPGLVK 3 0.9606

EISLWFKPEELVDYK 2 0.9995
GDFCIQVGR 2 0.9998
GLVGEIIK 2 0.9985
GLVGEIIKR 2 0.9996
QHYIDLK 2 0.882

SCAHDWVYE 2 0.8476
TFIAIKPDGVQR 2 0.9998
TFIAIKPDGVQR 3 0.9614

VMLGETNPADSKPGTIR 2 0.9998
VMLGETNPADSKPGTIR 3 0.9997

YMHSGPVVAMVWEGLNVVK 2 0.9989
YMHSGPVVAMVWEGLNVVK 3 0.9998
YMNSGPVVAMVWEGLNVVK 2 0.9998

IPI00604664 NDUFS1 NADH‐ubiquinone oxidoreductase 75 kDa subunit 0.975 2.97 1 1 1,454,662        1,218,595        1,167,752        1,443,832        1,238,162        1,510,348        1,446,158        319,437       300,458            229,754           256,883              151,696            205,716           390,175          21.96 24.66 19.67 17.79 12.25 13.62 26.98
IPI00925023 NDUFS1 cDNA FLJ54000, highly similar to NADH‐ubiquinone oxidoreductase 75  0.975 3.18 1 1 1,454,662        1,218,595        1,167,752        1,443,832        1,238,162        1,510,348        1,446,158        319,437       300,458            229,754           256,883              151,696            205,716           390,175          21.96 24.66 19.67 17.79 12.25 13.62 26.98
IPI00925853 NDUFS1 cDNA FLJ60586, highly similar to NADH‐ubiquinone oxidoreductase 75  0.975 3.6 1 1 1,454,662        1,218,595        1,167,752        1,443,832        1,238,162        1,510,348        1,446,158        319,437       300,458            229,754           256,883              151,696            205,716           390,175          21.96 24.66 19.67 17.79 12.25 13.62 26.98
IPI00927225 NDUFS1 cDNA FLJ55879, highly similar to NADH‐ubiquinone oxidoreductase 75  0.975 3.57 1 1 1,454,662        1,218,595        1,167,752        1,443,832        1,238,162        1,510,348        1,446,158        319,437       300,458            229,754           256,883              151,696            205,716           390,175          21.96 24.66 19.67 17.79 12.25 13.62 26.98
IPI00927308 NDUFS1 75 kDa protein 0.975 3.18 1 1 1,454,662        1,218,595        1,167,752        1,443,832        1,238,162        1,510,348        1,446,158        319,437       300,458            229,754           256,883              151,696            205,716           390,175          21.96 24.66 19.67 17.79 12.25 13.62 26.98
IPI00940744 NDUFS1 NADH‐ubiquinone oxidoreductase 75 kDa subunit, mitochondria 0.975 3.03 1 1 1,454,662        1,218,595        1,167,752        1,443,832        1,238,162        1,510,348        1,446,158        319,437       300,458            229,754           256,883              151,696            205,716           390,175          21.96 24.66 19.67 17.79 12.25 13.62 26.98

VALIGSPVDLTYTYDHLGDSPK 3 0.9752
IPI00607778 MYH14 Isoform 4 of Myosin‐14 1 13.04 17 18 20,595,883     20,892,749     18,185,103     18,313,276     18,036,522     22,522,322     18,418,851     1,830,441    5,201,927        2,122,936       3,133,757          2,217,879        1,794,712        3,834,739      8.89 24.9 11.67 17.11 12.3 7.97 20.82

AELSSLQTAR 2 0.9642
AQVTELEDELTAAEDAK 2 0.9998

DLGEELEALRGELEDTLDSTNAQQELR 3 0.9996
DQADFSVLHYAGK 2 0.992
DQADFSVLHYAGK 3 0.9991
FLTNGPSSSPGQER 2 0.9997

HGQALGELAEQLEQARR 2 0.8046
IHEAAVQELR 2 0.9846

LAQAEEQLEQETR 2 0.9998
LEVTVQALK 2 0.9893
LLGLGVTDFSR 2 0.9998
LQEELAASDR 2 0.9996

LQQHIQELEAHLEAEEGAR 3 0.9992
MTIAALESK 2 0.9837

QLLQANPILEAFGNAK 2 0.9998
VAEQAANDLR 2 0.9995
VIQYLAHVASSPK 2 0.9996
VLGFSHEEIISMLR 2 0.9997

IPI00607814 XPNPEP1 xaa‐Pro aminopeptidase 1 isoform 2 1 18.07 8 8 27,746,108     26,730,348     27,623,140     27,451,306     26,812,354     32,083,777     26,359,393     2,003,436    5,037,770        2,139,468       1,282,417          3,121,849        4,182,850        3,534,504      7.22 18.85 7.75 4.67 11.64 13.04 13.41
IPI00645898 XPNPEP1 xaa‐Pro aminopeptidase 1 isoform 1 1 17.42 8 8 27,746,108     26,730,348     27,623,140     27,451,306     26,812,354     32,083,777     26,359,393     2,003,436    5,037,770        2,139,468       1,282,417          3,121,849        4,182,850        3,534,504      7.22 18.85 7.75 4.67 11.64 13.04 13.41

DAVALCELFNWLEK 2 0.9526
GHIAVSAAVFPTGTK 2 0.8578
GSLTFEPLTLVPIQTK 2 0.9997

IENVVLVVPVK 2 0.9996
NLRIIEPNEVTHSGDTGVETDGRMPPK 3 0.8657

QEALEWLIR 2 0.8518
QMDSNWTLMK 2 0.9969
VGVDPLIIPTDYWK 2 0.9997

IPI00619958 TPD52 Isoform 1 of Tumor protein D52 1 18.3 2 2 1,749,943        1,657,857        1,740,232        1,707,435        1,764,310        2,004,075        1,618,833        140,601       424,006            238,729           66,816                196,915            337,301           315,022          8.03 25.58 13.72 3.91 11.16 16.83 19.46
IPI00796527 TPD52 Prostate leucine zipper isoform 5 1 27.15 2 2 1,749,943        1,657,857        1,740,232        1,707,435        1,764,310        2,004,075        1,618,833        140,601       424,006            238,729           66,816                196,915            337,301           315,022          8.03 25.58 13.72 3.91 11.16 16.83 19.46
IPI00873344 TPD52 Isoform 3 of Tumor protein D52 1 16.53 2 2 1,749,943        1,657,857        1,740,232        1,707,435        1,764,310        2,004,075        1,618,833        140,601       424,006            238,729           66,816                196,915            337,301           315,022          8.03 25.58 13.72 3.91 11.16 16.83 19.46
IPI00896474 TPD52 Putative uncharacterized protein TPD52 1 22.04 2 2 1,749,943        1,657,857        1,740,232        1,707,435        1,764,310        2,004,075        1,618,833        140,601       424,006            238,729           66,816                196,915            337,301           315,022          8.03 25.58 13.72 3.91 11.16 16.83 19.46
IPI00941154 TPD52 Prostate leucine zipper variant 1 1 16.6 2 2 1,749,943        1,657,857        1,740,232        1,707,435        1,764,310        2,004,075        1,618,833        140,601       424,006            238,729           66,816                196,915            337,301           315,022          8.03 25.58 13.72 3.91 11.16 16.83 19.46
IPI00956307 TPD52 Putative uncharacterized protein TPD52 1 19.81 2 2 1,749,943        1,657,857        1,740,232        1,707,435        1,764,310        2,004,075        1,618,833        140,601       424,006            238,729           66,816                196,915            337,301           315,022          8.03 25.58 13.72 3.91 11.16 16.83 19.46

LGINSLQELK 2 0.9967
TDPVPEEGEDVAATISATETLSEEEQEELRR 3 0.9935

IPI00639819 TARDBP TAR DNA binding protein 1 7.12 2 2 4,952,300        5,273,558        5,453,528        5,324,262        4,915,205        6,776,115        5,692,662        807,538       1,686,616        702,232           1,350,164          567,117            959,930           1,220,824      16.31 31.98 12.88 25.36 11.54 14.17 21.45
FTEYETQVK 2 0.9993

TSDLIVLGLPWK 2 0.9991
IPI00639931 CAP1 Isoform 2 of Adenylyl cyclase‐associated protein 1 1 18.78 4 4 6,774,894        7,798,511        6,961,326        6,535,368        7,461,786        8,579,738        7,148,350        498,504       1,853,863        1,507,598       1,112,060          668,677            1,189,757        1,333,572      7.36 23.77 21.66 17.02 8.96 13.87 18.66



ALLVTASQCQQPAENK 2 0.9997
KLGLVFDDVVGIVEIINSK 2 0.9932

LFNHLSAVSESIQALGWVAMAPKPGPYVK 3 0.9254
VENQENVSNLVIEDTELKQVAYIYK 3 0.9993

IPI00639981 PFKP Phosphofructokinase, platelet 1 11.67 2 2 3,831,577        3,220,709        3,173,866        3,308,122        3,248,765        3,656,365        2,911,591        656,215       731,972            464,745           590,788              442,241            514,109           541,770          17.13 22.73 14.64 17.86 13.61 14.06 18.61
LPLMECVQMTQDVQK 2 0.9997
MLAIYDGFDGFAK 2 0.9996

IPI00639998 GNB1 Guanine nucleotide binding protein (G protein), beta polypeptide 1 1 25.85 3 3 6,321,412        6,342,532        5,093,106        6,032,553        5,479,157        7,647,197        5,528,237        548,917       1,576,095        685,449           990,866              765,989            2,656,147        1,262,058      8.68 24.85 13.46 16.43 13.98 34.73 22.83
IPI00640462 GNB1 Guanine nucleotide binding protein (G protein), beta polypeptide 1 1 35.19 3 3 6,321,412        6,342,532        5,093,106        6,032,553        5,479,157        7,647,197        5,528,237        548,917       1,576,095        685,449           990,866              765,989            2,656,147        1,262,058      8.68 24.85 13.46 16.43 13.98 34.73 22.83

KACADATLSQITNNIDPVGR 3 0.9992
LIIWDSYTTNK 2 0.9997
VHAIPLR 2 0.9818

IPI00640006 GDI2 rab GDP dissociation inhibitor beta isoform 2 1 41.25 13 14 39,420,948     38,289,756     36,586,234     37,183,245     36,589,168     44,062,818     36,849,532     2,993,443    8,398,484        4,175,849       2,942,299          4,676,796        2,483,862        6,893,483      7.59 21.93 11.41 7.91 12.78 5.64 18.71
DLGTESQIFISR 2 0.9998

FDLGQDVIDFTGHALALYR 3 0.9998
FKIPGSPPESMGR 3 0.9997
FLVYVANFDEKDPR 3 0.9741

FVSISDLLVPK 2 0.9998
GRDWNVDLIPK 2 0.9912
IKLYSESLAR 3 0.9945
LYSESLAR 2 0.9993

MTGSEFDFEEMKR 3 0.9988
NPYYGGESASITPLEDLYKR 3 0.9998
SPYLYPLYGLGELPQGFAR 2 0.9998
SPYLYPLYGLGELPQGFAR 3 0.9998
TDDYLDQPCYETINR 2 0.9998

TFEGIDPK 2 0.9977
IPI00640051 SEPHS1 Selenophosphate synthetase 1, isoform CRA_a 1 4.05 1 1 2,591,667        2,603,313        2,577,217        2,448,687        2,504,240        2,776,353        2,423,043        230,541       592,854            307,504           377,641              142,849            609,538           508,826          8.9 22.77 11.93 15.42 5.7 21.95 21
IPI00640517 SEPHS1 Selenophosphate synthetase 1 1 7.83 1 1 2,591,667        2,603,313        2,577,217        2,448,687        2,504,240        2,776,353        2,423,043        230,541       592,854            307,504           377,641              142,849            609,538           508,826          8.9 22.77 11.93 15.42 5.7 21.95 21

LGIGMDTCVIPLR 2 0.9984
IPI00640264 TPM3 Tropomyosin 3 1 5.15 1 1 1,774,442        1,643,000        1,645,280        1,713,116        1,480,752        1,852,962        1,555,506        172,952       394,471            295,379           207,447              92,182              258,412           219,522          9.75 24.01 17.95 12.11 6.23 13.95 14.11

MLDQTLLDLNEM 2 0.9988
IPI00640313 CPNE1 Copine I 1 15.22 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00642168 CPNE1 Copine I 1 13.82 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00642736 CPNE1 Copine I 1 15.44 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00642976 CPNE1 Copine I 1 10.4 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00643325 CPNE1 Copine I 1 6.91 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00643422 CPNE1 Copine I 1 9.86 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00644561 CPNE1 Copine I 1 6.89 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00645270 CPNE1 Copine I 1 10.05 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00645385 CPNE1 Copine I 1 31.34 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00645712 CPNE1 Copine I 1 9.09 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00647692 CPNE1 Copine I 1 12.07 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44
IPI00917163 CPNE1 15 kDa protein 1 15.22 1 1 219,706           236,132           239,682           226,911           329,692           296,177           296,526           21,355         27,535              41,203             30,778                80,702              48,416             33,937            9.72 11.66 17.19 13.56 24.48 16.35 11.44

SDPLCVLLQDVGGGSWAELGR 2 0.9997
IPI00640731 EIF6 Eukaryotic translation initiation factor 6 1 25.93 2 2 10,573,625     10,363,615     8,798,155        9,791,205        9,511,305        12,892,720     10,107,820     1,789,929    2,692,392        1,130,858       717,963              1,580,643        983,322           2,609,623      16.93 25.98 12.85 7.33 16.62 7.63 25.82

HGLLVPNNTTDQELQHIR 3 0.9998
NSLPDTVQIR 2 0.9997

IPI00640779 ARPC5 Actin‐related protein 2/3 complex subunit 5 1 23.7 2 2 6,434,302        6,954,670        7,207,237        6,458,157        6,763,565        8,713,257        7,106,073        310,923       1,505,273        1,145,572       929,932              844,155            1,451,758        1,658,154      4.83 21.64 15.89 14.4 12.48 16.66 23.33
GFESPSDNSSAMLLQWHEK 3 0.9524

QGNMTAALQAALK 2 0.9995
IPI00640930 CXorf26 Putative uncharacterized protein CXorf26 0.917 4.74 1 1 5,940,380        6,242,440        5,173,020        5,680,365        5,578,075        7,327,650        6,027,890        472,630       1,776,786        718,843           804,121              825,100            1,697,646        1,792,869      7.96 28.46 13.9 14.16 14.79 23.17 29.74

LISSVDPQFLK 2 0.9166
IPI00640949 GNB1 Guanine nucleotide binding protein (G protein), beta polypeptide 1 1 13.43 2 2 1,385,045        1,528,826        1,222,470        1,239,653        1,335,331        2,263,131        1,271,340        113,605       401,499            246,382           173,860              221,815            1,815,263        272,435          8.2 26.26 20.15 14.02 16.61 80.21 21.43
IPI00797969 GNB2 Putative uncharacterized protein GNB2 1 11.84 2 2 1,385,045        1,528,826        1,222,470        1,239,653        1,335,331        2,263,131        1,271,340        113,605       401,499            246,382           173,860              221,815            1,815,263        272,435          8.2 26.26 20.15 14.02 16.61 80.21 21.43

LIIWDSYTTNK 2 0.9997
VHAIPLR 2 0.9818

IPI00640965 SAE1 SUMO‐activating enzyme subunit 1 isoform b 1 3.68 1 1 1,662,820        1,779,350        1,682,367        1,956,127        1,707,503        2,022,630        1,645,000        435,270       489,366            439,579           447,715              368,403            498,520           563,740          26.18 27.5 26.13 22.89 21.58 24.65 34.27
IPI00647006 SAE1 SUMO‐activating enzyme subunit 1 isoform c 1 3.68 1 1 1,662,820        1,779,350        1,682,367        1,956,127        1,707,503        2,022,630        1,645,000        435,270       489,366            439,579           447,715              368,403            498,520           563,740          26.18 27.5 26.13 22.89 21.58 24.65 34.27

AQNLNPMVDVK 2 0.9995
IPI00641064 NUDT5 Putative uncharacterized protein NUDT5 1 13.27 1 1 752,235           956,842           790,425           734,477           871,013           1,196,292        750,950           121,934       350,541            156,267           196,881              224,329            306,624           166,344          16.21 36.64 19.77 26.81 25.75 25.63 22.15

QYIISEELISEGK 2 0.9976
IPI00641123 GALE UDP‐galactose‐4‐epimerase 0.995 15.98 2 2 2,640,127        2,770,623        2,860,162        3,044,604        2,578,689        3,182,913        2,981,962        357,971       733,592            653,173           753,477              507,317            385,781           878,493          13.56 26.48 22.84 24.75 19.67 12.12 29.46
IPI00644364 GALE UDP‐galactose‐4‐epimerase 0.995 15.9 2 2 2,640,127        2,770,623        2,860,162        3,044,604        2,578,689        3,182,913        2,981,962        357,971       733,592            653,173           753,477              507,317            385,781           878,493          13.56 26.48 22.84 24.75 19.67 12.12 29.46

SVEFEEMDILDQGALQR 2 0.9293
VNLTGTIQLLEIMK 2 0.9946

IPI00641181 MARCKSL1 MARCKS‐related protein 0.995 17.44 1 1 1,428,825        1,541,390        1,398,833        1,378,520        1,392,254        1,830,540        1,547,550        120,306       412,393            488,980           182,122              244,135            210,838           511,204          8.42 26.75 34.96 13.21 17.54 11.52 33.03
GEGESPPVNGTDEAAGATGDAIEPAPPSQGAEAK 3 0.9945

IPI00641214 ADCY10 Isoform 2 of Adenylate cyclase type 10 0.999 2.5 2 2 22,278,943     20,814,683     14,082,650     13,295,514     18,193,037     20,939,963     21,058,627     4,835,267    11,724,619      2,774,562       2,514,661          3,402,932        4,332,035        12,635,444    21.7 56.33 19.7 18.91 18.7 20.69 60
IPI00742726 ADCY10 Isoform 1 of Adenylate cyclase type 10 0.999 2.36 2 2 22,278,943     20,814,683     14,082,650     13,295,514     18,193,037     20,939,963     21,058,627     4,835,267    11,724,619      2,774,562       2,514,661          3,402,932        4,332,035        12,635,444    21.7 56.33 19.7 18.91 18.7 20.69 60

IFPYNLISLFLHIHVEKNRHFHYVNR 3 0.9845
VMFGMACLICNR 2 0.949

IPI00641299 PABPC4 PABPC4 protein variant 1 11.54 1 1 700,730           630,311           651,014           734,178           613,234           727,631           635,507           86,585         151,067            88,508             109,921              81,402              65,092             121,276          12.36 23.97 13.6 14.97 13.27 8.95 19.08
ITGMLLEIDNSELLHMLESPESLR 3 0.9998

IPI00641565 CRYZ Putative uncharacterized protein CRYZ 0.994 4.53 1 1 17,334,275     16,969,925     16,447,650     15,921,800     16,269,700     18,384,975     17,803,525     1,900,343    4,005,551        2,146,284       3,211,595          1,720,879        1,148,832        3,879,841      10.96 23.6 13.05 20.17 10.58 6.25 21.79
IPI00642016 CRYZ Putative uncharacterized protein CRYZ 0.994 5.34 1 1 17,334,275     16,969,925     16,447,650     15,921,800     16,269,700     18,384,975     17,803,525     1,900,343    4,005,551        2,146,284       3,211,595          1,720,879        1,148,832        3,879,841      10.96 23.6 13.05 20.17 10.58 6.25 21.79

VFEFGGPEVLK 2 0.9939
IPI00641634 SNORD84;BAT1 HLA‐B associated transcript 1 1 14.72 3 3 1,115,914        1,140,892        1,065,360        1,064,471        1,057,479        1,356,477        1,056,248        46,445         358,395            111,162           101,899              261,375            146,417           273,132          4.16 31.41 10.43 9.57 24.72 10.79 25.86
IPI00642800 SNORD84;BAT1 HLA‐B associated transcript 1 1 14.41 3 3 1,115,914        1,140,892        1,065,360        1,064,471        1,057,479        1,356,477        1,056,248        46,445         358,395            111,162           101,899              261,375            146,417           273,132          4.16 31.41 10.43 9.57 24.72 10.79 25.86
IPI00796920 SNORD84;BAT1 HLA‐B associated transcript 1 1 14.29 3 3 1,115,914        1,140,892        1,065,360        1,064,471        1,057,479        1,356,477        1,056,248        46,445         358,395            111,162           101,899              261,375            146,417           273,132          4.16 31.41 10.43 9.57 24.72 10.79 25.86

DFLLKPELLR 3 0.8886
GSYVSIHSSGFR 2 0.9993
NCPHIVVGTPGR 2 0.9995

IPI00641706 TUBB6 46 kDa protein 1 4.4 2 2 4,383,665        4,427,738        3,945,053        4,288,260        4,257,505        5,084,623        3,848,900        367,872       1,037,204        541,168           367,798              503,767            689,957           820,409          8.39 23.43 13.72 8.58 11.83 13.57 21.32
IPI00643158 TUBB6 43 kDa protein 1 4.72 2 2 4,383,665        4,427,738        3,945,053        4,288,260        4,257,505        5,084,623        3,848,900        367,872       1,037,204        541,168           367,798              503,767            689,957           820,409          8.39 23.43 13.72 8.58 11.83 13.57 21.32
IPI00908469 TUBB6 cDNA FLJ52712, highly similar to Tubulin beta‐6 chain 1 4.31 2 2 4,383,665        4,427,738        3,945,053        4,288,260        4,257,505        5,084,623        3,848,900        367,872       1,037,204        541,168           367,798              503,767            689,957           820,409          8.39 23.43 13.72 8.58 11.83 13.57 21.32

MASTFIGNSTAIQELFK 2 0.9907
MASTFIGNSTAIQELFKR 2 0.8951

IPI00641829 SNORD84;BAT1 Isoform 2 of Spliceosome RNA helicase BAT1 1 24.83 8 9 10,109,057     9,958,726        9,851,646        10,505,453     9,420,458        11,737,405     9,615,155        785,725       2,594,190        1,288,549       1,261,341          974,179            1,259,711        1,452,522      7.77 26.05 13.08 12.01 10.34 10.73 15.11
IPI00790636 SNORD84;BAT1 HLA‐B associated transcript 1 1 25.88 8 9 10,109,057     9,958,726        9,851,646        10,505,453     9,420,458        11,737,405     9,615,155        785,725       2,594,190        1,288,549       1,261,341          974,179            1,259,711        1,452,522      7.77 26.05 13.08 12.01 10.34 10.73 15.11
IPI00848161 SNORD84;BAT1 Isoform 1 of Spliceosome RNA helicase BAT1 1 25.7 8 9 10,109,057     9,958,726        9,851,646        10,505,453     9,420,458        11,737,405     9,615,155        785,725       2,594,190        1,288,549       1,261,341          974,179            1,259,711        1,452,522      7.77 26.05 13.08 12.01 10.34 10.73 15.11

CIALAQLLVEQNFPAIAIHR 3 0.9997
DFLLKPELLR 2 0.8536
DFLLKPELLR 3 0.8886

GSYVSIHSSGFR 2 0.9993
ILVATNLFGR 2 0.9996

KFMQDPMEIFVDDETK 2 0.9865
NCPHIVVGTPGR 2 0.9995
VAVFFGGLSIK 2 0.8225

VNIAFNYDMPEDSDTYLHR 3 0.9997
IPI00641842 SRSF11 Splicing factor, arginine/serine‐rich 11 0.994 3.3 1 1 1,207,685        992,413           1,137,803        1,128,523        1,144,338        1,132,768        1,186,125        234,265       161,665            237,858           288,414              195,105            210,514           148,540          19.4 16.29 20.91 25.56 17.05 18.58 12.52

LNHVAAGLVSPSLK 2 0.9942
IPI00641881 CAP1 Adenylyl cyclase‐associated protein 1 19.21 2 2 722,799           672,363           865,432           711,901           807,393           774,991           860,561           156,682       229,264            211,375           211,404              153,695            120,259           314,228          21.68 34.1 24.42 29.7 19.04 15.52 36.51
IPI00642414 CAP1 Adenylyl cyclase‐associated protein 1 22.41 2 2 722,799           672,363           865,432           711,901           807,393           774,991           860,561           156,682       229,264            211,375           211,404              153,695            120,259           314,228          21.68 34.1 24.42 29.7 19.04 15.52 36.51



IPI00644109 CAP1 Adenylyl cyclase‐associated protein 1 21.67 2 2 722,799           672,363           865,432           711,901           807,393           774,991           860,561           156,682       229,264            211,375           211,404              153,695            120,259           314,228          21.68 34.1 24.42 29.7 19.04 15.52 36.51
IPI00644589 CAP1 Adenylyl cyclase‐associated protein 1 18.75 2 2 722,799           672,363           865,432           711,901           807,393           774,991           860,561           156,682       229,264            211,375           211,404              153,695            120,259           314,228          21.68 34.1 24.42 29.7 19.04 15.52 36.51
IPI00646269 CAP1 Adenylyl cyclase‐associated protein 1 22.16 2 2 722,799           672,363           865,432           711,901           807,393           774,991           860,561           156,682       229,264            211,375           211,404              153,695            120,259           314,228          21.68 34.1 24.42 29.7 19.04 15.52 36.51
IPI00646869 CAP1 Adenylyl cyclase‐associated protein 1 18.14 2 2 722,799           672,363           865,432           711,901           807,393           774,991           860,561           156,682       229,264            211,375           211,404              153,695            120,259           314,228          21.68 34.1 24.42 29.7 19.04 15.52 36.51
IPI00647351 CAP1 Adenylyl cyclase‐associated protein 1 19.31 2 2 722,799           672,363           865,432           711,901           807,393           774,991           860,561           156,682       229,264            211,375           211,404              153,695            120,259           314,228          21.68 34.1 24.42 29.7 19.04 15.52 36.51

AGAAPYVQAFDSLLAGPVAEYLK 2 0.9997
ALLVTASQCQQPAENK 2 0.9997

IPI00642042 TPM3 Putative uncharacterized protein DKFZp686J1372 1 32.33 10 11 17,758,492     18,620,664     15,899,999     16,668,355     16,879,684     20,225,024     16,148,839     674,079       4,077,904        1,542,567       1,828,964          1,524,373        1,251,525        2,812,525      3.8 21.9 9.7 10.97 9.03 6.19 17.42
AREQAEAEVASLNR 3 0.9987
AREQAEAEVASLNRR 3 0.9875
EQAEAEVASLNR 2 0.991
IQLVEEELDR 2 0.9996

IQLVEEELDRAQER 2 0.8432
IQLVEEELDRAQER 3 0.9454
IQVLQQQADDAEER 2 0.9998

IQVLQQQADDAEERAER 3 0.9985
LMDQNLK 2 0.8206

MLDQTLLDLNEM 2 0.9988
TIDDLEDKLK 2 0.9991

IPI00642117 GNB1 Guanine nucleotide binding protein (G protein), beta polypeptide 1 1 17.68 2 2 3,636,126        3,213,990        3,439,300        3,567,939        3,164,831        3,815,437        2,968,363        863,023       546,741            534,274           929,245              745,825            391,402           457,728          23.73 17.01 15.53 26.04 23.57 10.26 15.42
LFVSGACDASAK 2 0.9996

VSCLGVTDDGMAVATGSWDSFLK 3 0.9064
IPI00642131 ADCY8 Brain adenylate cyclase 8 0.994 4.64 2 2 6,803,260        7,203,810        6,560,420        7,595,570        6,468,930        8,766,030        6,078,260        399,197       2,207,684        815,945           564,295              826,948            1,541,155        868,173          5.87 30.65 12.44 7.43 12.78 17.58 14.28

FQDIEKIKTIGSTYMAVSGPSPEK 2 0.965
MELSDVRCLTGSEELYTIHPTPPAGDGR 3 0.9281

IPI00642197 HUWE1 HECT, UBA and WWE domain containing 1 1 1.73 1 1 327,615           340,793           333,627           383,097           402,820           360,273           377,902           48,703         78,046              52,738             78,067                131,187            94,454             99,638            14.87 22.9 15.81 20.38 32.57 26.22 26.37
IPI00746059 HUWE1 HECT, UBA and WWE domain containing 1 1 0.85 1 1 327,615           340,793           333,627           383,097           402,820           360,273           377,902           48,703         78,046              52,738             78,067                131,187            94,454             99,638            14.87 22.9 15.81 20.38 32.57 26.22 26.37

VPVSEGLEHSDLPDGTGEFLDAWLMLVEK 3 0.9996
IPI00642211 RNPEP Aminopeptidase B 1 26.9 11 12 60,613,487     58,600,204     54,306,223     54,627,655     54,709,693     72,877,386     59,709,851     4,149,767    14,855,082      5,935,339       7,068,910          8,882,907        10,273,554      15,358,261    6.85 25.35 10.93 12.94 16.24 14.1 25.72

AEFGPPGPGAGSR 2 0.9995
AFFPCFDTPAVK 2 0.9928
AIEAVAISPWK 2 0.9995
GLSGTAVLDLR 2 0.9993

QHMDITGEENPLNK 3 0.9997
SILADDFLDFYLEYFPELK 2 0.9998
SILADDFLDFYLEYFPELK 3 0.9996

TYQLVYFLDK 2 0.9993
VGEGPGVCWLAPEQTAGK 2 0.9992
VKIEPGVDPDDTYNETPYEK 3 0.9997

VWAEPCLIDAAKEEYNGVIEEFLATGEK 3 0.9997
YTLPLYHAMMGGSEVAQTLAK 3 0.9809

IPI00642387 EIF1AXP1;EIF1AX 13 kDa protein 1 21.55 2 2 5,371,868        5,459,890        5,927,838        5,103,065        5,788,353        7,370,675        5,090,065        625,184       1,666,925        376,067           377,497              1,003,763        1,701,970        1,019,023      11.64 30.53 6.34 7.4 17.34 23.09 20.02
LEAMCFDGVKR 3 0.999
VWINTSDIILVGLR 2 0.9974

IPI00642393 SMS Isoform 2 of Spermine synthase 1 5.43 1 1 6,265,825        3,435,235        4,685,055        4,781,420        4,116,050        3,695,850        4,946,490        2,362,617    1,060,349        1,153,551       1,231,299          567,636            1,383,336        1,083,933      37.71 30.87 24.62 25.75 13.79 37.43 21.91
MVTMVEIDQMVIDGCKK 3 0.9728

IPI00642457 APRT adenine phosphoribosyltransferase isoform b 1 58.96 6 8 47,866,265     50,435,105     44,542,270     47,757,485     47,139,850     59,261,815     43,245,860     2,527,379    11,682,282      4,462,786       2,704,802          4,172,585        9,545,085        6,697,581      5.28 23.16 10.02 5.66 8.85 16.11 15.49
AAIGLLAR 2 0.9971

AELEIQKDALEPGQR 2 0.9998
DISPVLKDPASFR 2 0.9991
DISPVLKDPASFR 3 0.9891

GFLFGPSLAQELGLGCVLIR 2 0.9998
GFLFGPSLAQELGLGCVLIR 3 0.9998

IDYIAGLDSR 2 0.9998
SFPDFPTPGVVFR 2 0.9998

IPI00642548 PHGDH Phosphoglycerate dehydrogenase 1 30.26 9 10 37,776,735     38,198,154     34,003,145     34,597,880     35,131,410     41,973,050     32,455,735     3,315,883    9,446,714        2,887,949       3,565,476          4,513,893        2,850,748        4,718,135      8.78 24.73 8.49 10.31 12.85 6.79 14.54
AGTGVDNVDLEAATR 2 0.9998

ALQSGQCAGAALDVFTEEPPRDR 3 0.9996
FMGTELNGK 2 0.998
GGIVDEGALLR 2 0.9995
GTIQVITQGTSLK 2 0.9998

LLSYQTSLVSDGETWHVMGISSLLPSLEAWK 3 0.9951
NAGNCLSPAVIVGLLK 2 0.9997

TQTSDPAMLPTMIGLLAEAGVR 2 0.9998
TQTSDPAMLPTMIGLLAEAGVR 3 0.9998

VTADVINAAEK 2 0.9998
IPI00642656 CNDP2 14 kDa protein 1 18.7 2 2 3,116,620        3,350,013        3,466,040        3,368,587        3,792,562        4,078,010        3,085,590        173,653       1,052,353        751,494           651,834              1,129,270        553,192           600,841          5.57 31.41 21.68 19.35 29.78 13.57 19.47
IPI00643827 CNDP2 15 kDa protein 1 17.42 2 2 3,116,620        3,350,013        3,466,040        3,368,587        3,792,562        4,078,010        3,085,590        173,653       1,052,353        751,494           651,834              1,129,270        553,192           600,841          5.57 31.41 21.68 19.35 29.78 13.57 19.47

MMEVAAADVK 2 0.9996
WVAIQSVSAWPEK 2 0.9178

IPI00642792 CNDP2 19 kDa protein 1 19.08 3 3 4,116,755        4,403,806        4,298,618        4,498,654        4,646,382        5,201,920        3,992,753        337,058       1,332,602        771,818           837,386              1,135,147        569,611           847,236          8.19 30.26 17.96 18.61 24.43 10.95 21.22
IPI00646632 CNDP2 28 kDa protein 1 13.31 3 3 4,116,755        4,403,806        4,298,618        4,498,654        4,646,382        5,201,920        3,992,753        337,058       1,332,602        771,818           837,386              1,135,147        569,611           847,236          8.19 30.26 17.96 18.61 24.43 10.95 21.22

MMEVAAADVK 2 0.9996
TGQEIPVNVR 2 0.9968

WVAIQSVSAWPEK 2 0.9178
IPI00642816 SRP9;SRP9L1 Signal recognition particle 9 kDa protein 0.997 12.79 1 1 14,485,600     11,743,820     11,283,390     11,239,700     12,159,500     12,162,870     12,044,370     2,258,024    1,662,307        1,101,667       846,971              1,206,425        2,010,773        1,881,531      15.59 14.15 9.76 7.54 9.92 16.53 15.62

VTDDLVCLVYK 2 0.9973
IPI00642845 FAM38B family with sequence similarity 38, member B 0.996 1.53 2 2 55,656,190     52,136,940     49,222,900     45,674,610     52,266,220     69,157,230     48,785,640     5,354,343    14,522,584      6,723,967       6,534,924          5,944,443        5,034,818        5,846,581      9.62 27.85 13.66 14.31 11.37 7.28 11.98

EDITVAELEGNSNSLWTISPPSKQK 3 0.962
LASSVCTVWTCVIIVCK 3 0.9094

IPI00642936 GSTO1 Glutathione S‐transferase omega 1 1 24 4 5 17,451,930     16,300,316     15,371,775     14,786,355     15,871,070     19,080,239     15,345,680     570,210       3,568,610        999,496           1,712,126          1,695,840        1,990,229        2,727,082      3.27 21.89 6.5 11.58 10.69 10.43 17.77
MILELFSK 2 0.9957
NKPEWFFK 3 0.9998

TTFFGGNSISMIDYLIWPWFER 2 0.9998
TTFFGGNSISMIDYLIWPWFER 3 0.9998

VPSLVGSFIR 2 0.9997
IPI00643041 RANP1;RAN GTP‐binding nuclear protein Ran 1 33.33 7 9 14,176,793     15,129,209     13,856,629     14,797,734     14,466,049     18,963,782     13,681,970     484,667       3,814,035        1,172,486       1,439,032          2,506,309        3,051,677        2,800,519      3.42 25.21 8.46 9.72 17.33 16.09 20.47
IPI00792352 RANP1;RAN 26 kDa protein 1 30.51 7 9 14,176,793     15,129,209     13,856,629     14,797,734     14,466,049     18,963,782     13,681,970     484,667       3,814,035        1,172,486       1,439,032          2,506,309        3,051,677        2,800,519      3.42 25.21 8.46 9.72 17.33 16.09 20.47
IPI00795671 RANP1;RAN RAN, member RAS oncogene family, isoform CRA_c 1 30.9 7 9 14,176,793     15,129,209     13,856,629     14,797,734     14,466,049     18,963,782     13,681,970     484,667       3,814,035        1,172,486       1,439,032          2,506,309        3,051,677        2,800,519      3.42 25.21 8.46 9.72 17.33 16.09 20.47
IPI00796462 RANP1;RAN 27 kDa protein 1 30.77 7 9 14,176,793     15,129,209     13,856,629     14,797,734     14,466,049     18,963,782     13,681,970     484,667       3,814,035        1,172,486       1,439,032          2,506,309        3,051,677        2,800,519      3.42 25.21 8.46 9.72 17.33 16.09 20.47

FNVWDTAGQEK 2 0.9996
GPIKFNVWDTAGQEK 2 0.9994
GPIKFNVWDTAGQEK 3 0.9992

HLTGEFEKK 3 0.9158
LVLVGDGGTGK 2 0.9803
NLQYYDISAK 2 0.9997

SNYNFEKPFLWLAR 2 0.9995
SNYNFEKPFLWLAR 3 0.9998
VCENIPIVLCGNK 2 0.9992

IPI00643056 CRABP2 Cellular retinoic acid binding protein 2 1 30.49 3 3 14,441,710     14,399,575     13,310,185     12,304,085     12,595,250     15,267,455     12,440,385     1,768,382    2,836,338        2,033,730       595,535              896,315            730,979           1,324,255      12.24 19.7 15.28 4.84 7.12 4.79 10.64
SENFEELLK 2 0.9931
TTEINFK 2 0.8939

VLGVNVMLR 2 0.9978
IPI00830052 ‐ 62 kDa protein 0.991 3.04 1 1 1,216,659        1,074,673        1,077,018        1,134,424        1,073,046        1,228,591        1,020,958        98,720         245,860            195,013           96,709                65,208              89,113             185,040          8.11 22.88 18.11 8.52 6.08 7.25 18.12



IPI00939753 ‐ 64 kDa protein 0.991 2.92 1 1 1,216,659        1,074,673        1,077,018        1,134,424        1,073,046        1,228,591        1,020,958        98,720         245,860            195,013           96,709                65,208              89,113             185,040          8.11 22.88 18.11 8.52 6.08 7.25 18.12
IPI00940023 ‐ 64 kDa protein 0.991 2.92 1 1 1,216,659        1,074,673        1,077,018        1,134,424        1,073,046        1,228,591        1,020,958        98,720         245,860            195,013           96,709                65,208              89,113             185,040          8.11 22.88 18.11 8.52 6.08 7.25 18.12
IPI00942547 ‐ 62 kDa protein 0.991 3.04 1 1 1,216,659        1,074,673        1,077,018        1,134,424        1,073,046        1,228,591        1,020,958        98,720         245,860            195,013           96,709                65,208              89,113             185,040          8.11 22.88 18.11 8.52 6.08 7.25 18.12
IPI00643152 HSPA1L cDNA FLJ56386, highly similar to Heat shock 70 kDa protein 1L 0.991 2.41 1 1 1,216,659        1,074,673        1,077,018        1,134,424        1,073,046        1,228,591        1,020,958        98,720         245,860            195,013           96,709                65,208              89,113             185,040          8.11 22.88 18.11 8.52 6.08 7.25 18.12
IPI00893099 HSPA1L Heat shock 70kDa protein 1‐like variant 0.991 2.65 1 1 1,216,659        1,074,673        1,077,018        1,134,424        1,073,046        1,228,591        1,020,958        98,720         245,860            195,013           96,709                65,208              89,113             185,040          8.11 22.88 18.11 8.52 6.08 7.25 18.12
IPI00939442 HSPA1L Heat shock 70 kDa protein 1‐like 0.991 2.65 1 1 1,216,659        1,074,673        1,077,018        1,134,424        1,073,046        1,228,591        1,020,958        98,720         245,860            195,013           96,709                65,208              89,113             185,040          8.11 22.88 18.11 8.52 6.08 7.25 18.12
IPI00942823 HSPA1L 64 kDa protein 0.991 2.92 1 1 1,216,659        1,074,673        1,077,018        1,134,424        1,073,046        1,228,591        1,020,958        98,720         245,860            195,013           96,709                65,208              89,113             185,040          8.11 22.88 18.11 8.52 6.08 7.25 18.12

MDKAKIHDIVLVGGSTR 3 0.9866
IPI00643196 PFKP cDNA FLJ35278 fis, clone PROST2006579, highly similar to 6‐phosphofru 1 12.24 7 7 29,170,977     27,202,586     25,224,953     25,670,308     26,469,635     30,275,673     24,645,513     4,166,199    5,251,486        3,046,969       3,309,420          2,930,362        4,144,709        3,536,211      14.28 19.31 12.08 12.89 11.07 13.69 14.35

AACNLLQR 2 0.9848
EIGWTDVGGWTGQGGSILGTK 2 0.9997

IIEVVDAIMTTAQSHQR 3 0.9997
LPLMECVQMTQDVQK 2 0.9997
MLAIYDGFDGFAK 2 0.9996
NVIFQPVAELK 2 0.9948
YLEEIATQMR 2 0.9996

IPI00643231 ANXA1 Annexin A1 1 46.96 3 3 17,205,473     18,430,707     15,322,547     16,559,120     16,770,410     21,552,610     15,340,103     467,976       4,979,855        1,646,953       1,581,146          1,805,892        3,586,362        3,261,615      2.72 27.02 10.75 9.55 10.77 16.64 21.26
AAYLQETGKPLDETLKK 3 0.9388

GGPGSAVSPYPTFNPSSDVAALHK 3 0.9998
GVDEATIIDILTK 2 0.9998

IPI00643357 XPNPEP1 X‐prolyl aminopeptidase (Aminopeptidase P) 1, soluble 1 26.42 4 4 18,537,938     17,683,230     18,963,345     18,625,733     18,826,293     21,971,545     17,694,453     1,317,488    3,720,124        1,582,454       740,886              2,034,569        2,722,613        2,201,374      7.11 21.04 8.34 3.98 10.81 12.39 12.44
GHIAVSAAVFPTGTK 2 0.8578
GSLTFEPLTLVPIQTK 2 0.9997

IENVVLVVPVK 2 0.9996
QEALEWLIR 2 0.8518

IPI00643452 SMS Protein 1 2.57 1 1 1,780,125        1,624,840        1,697,780        1,880,295        1,707,550        2,125,870        1,270,045        451,435       303,217            324,769           303,074              471,559            586,926           267,745          25.36 18.66 19.13 16.12 27.62 27.61 21.08
NGSFANLR 2 0.9917

IPI00643517 PLIN2 cDNA FLJ59123, moderately similar to Adipophilin 1 7.58 2 2 2,370,774        2,353,024        2,092,062        2,476,237        2,446,005        2,587,570        2,207,982        437,696       786,028            475,682           371,592              427,442            375,072           480,619          18.46 33.4 22.74 15.01 17.48 14.5 21.77
DAVTTTVTGAK 2 0.9937

LPILNQPSTQIVANAK 2 0.9997
IPI00643595 ACO1 Aconitase 1, soluble 1 8.29 2 2 6,945,330        6,294,315        6,029,720        6,273,920        5,782,860        7,644,745        5,923,495        432,421       1,687,579        1,110,742       527,822              633,706            979,014           1,726,774      6.23 26.81 18.42 8.41 10.96 12.81 29.15

FVEFFGPGVAQLSIADR 2 0.9997
VILQDFTGVPAVVDFAAMR 2 0.9997

IPI00790453 CSDA 12 kDa protein 1 6.5 1 1 850,139           829,402           770,570           787,796           778,359           1,018,226        826,671           58,898         158,569            85,631             57,200                50,457              207,680           164,770          6.93 19.12 11.11 7.26 6.48 20.4 19.93
IPI00643807 YBX1 Putative uncharacterized protein YBX1 1 3.7 1 1 850,139           829,402           770,570           787,796           778,359           1,018,226        826,671           58,898         158,569            85,631             57,200                50,457              207,680           164,770          6.93 19.12 11.11 7.26 6.48 20.4 19.93

NGYGFINR 2 0.9996
IPI00643815 SNORD84;BAT1 HLA‐B associated transcript 1 1 17.3 4 4 1,681,337        1,818,512        1,598,516        1,669,997        1,596,864        2,104,076        1,591,234        122,375       553,371            137,804           104,270              248,700            192,735           328,808          7.28 30.43 8.62 6.24 15.57 9.16 20.66

DFLLKPELLR 3 0.8886
GSYVSIHSSGFR 2 0.9993

KFMQDPMEIFVDDETK 2 0.9865
NCPHIVVGTPGR 2 0.9995

IPI00643920 TKT cDNA FLJ54957, highly similar to Transketolase 1 23.77 10 13 57,913,807     57,143,489     55,479,573     53,949,071     58,161,335     70,269,216     51,599,212     3,337,406    13,931,192      3,406,718       2,484,668          6,148,317        12,396,447      5,545,165      5.76 24.38 6.14 4.61 10.57 17.64 10.75
IPI00792641 TKT cDNA FLJ36348 fis, clone THYMU2007025, highly similar to TRANSKETO 1 27.78 10 13 57,913,807     57,143,489     55,479,573     53,949,071     58,161,335     70,269,216     51,599,212     3,337,406    13,931,192      3,406,718       2,484,668          6,148,317        12,396,447      5,545,165      5.76 24.38 6.14 4.61 10.57 17.64 10.75
IPI00940673 TKT cDNA FLJ53217, highly similar to Transketolase 1 32.82 10 13 57,913,807     57,143,489     55,479,573     53,949,071     58,161,335     70,269,216     51,599,212     3,337,406    13,931,192      3,406,718       2,484,668          6,148,317        12,396,447      5,545,165      5.76 24.38 6.14 4.61 10.57 17.64 10.75
IPI00942979 TKT Transketolase 1 24.08 10 13 57,913,807     57,143,489     55,479,573     53,949,071     58,161,335     70,269,216     51,599,212     3,337,406    13,931,192      3,406,718       2,484,668          6,148,317        12,396,447      5,545,165      5.76 24.38 6.14 4.61 10.57 17.64 10.75

ILATPPQEDAPSVDIANIR 2 0.9998
ILATPPQEDAPSVDIANIR 3 0.9998

LDNLVAILDINR 2 0.9997
LGQSDPAPLQHQMDIYQK 3 0.9996

MFGIDRDAIAQAVR 2 0.9878
MFGIDRDAIAQAVR 3 0.9998

MPSLPSYK 2 0.9797
NMAEQIIQEIYSQIQSK 2 0.9998

NSTFSEIFKK 2 0.9918
NSTFSEIFKK 3 0.9832

SVPTSTVFYPSDGVATEK 2 0.9998
TSRPENAIIYNNNEDFQVGQAK 3 0.9998

VLDPFTIKPLDR 2 0.9954
IPI00644079 HNRNPU HNRPU protein 1 21.19 11 12 20,910,600     22,470,923     20,960,025     21,561,830     21,752,230     27,150,895     20,947,803     1,020,162    5,382,105        1,766,614       1,771,431          2,342,922        2,962,081        3,912,351      4.88 23.95 8.43 8.22 10.77 10.91 18.68

DIDIHEVR 2 0.9997
DLPEHAVLK 2 0.9984

EKPYFPIPEEYTFIQNVPLEDR 3 0.9998
GYFEYIEENKYSR 2 0.9998
GYFEYIEENKYSR 3 0.9998

KDCEVVMMIGLPGAGK 2 0.9998
LSASSLTMESFAFLWAGGR 2 0.9994

MMVAGFK 2 0.9983
NFILDQTNVSAAAQR 2 0.9998
QMADTGKLNTLLQR 3 0.9989

SSGPTSLFAVTVAPPGAR 2 0.9997
YNILGTNTIMDK 2 0.9998

IPI00644127 IARS Isoleucyl‐tRNA synthetase, cytoplasmic 0.959 0.95 1 1 2,554,220        2,153,245        2,143,765        2,396,235        2,109,435        2,432,610        2,269,460        309,942       480,882            252,681           350,149              374,963            206,688           551,679          12.13 22.33 11.79 14.61 17.78 8.5 24.31
IPI00910980 IARS IARS protein 0.959 1.14 1 1 2,554,220        2,153,245        2,143,765        2,396,235        2,109,435        2,432,610        2,269,460        309,942       480,882            252,681           350,149              374,963            206,688           551,679          12.13 22.33 11.79 14.61 17.78 8.5 24.31

QLSSEELEQFQK 2 0.9587
IPI00644196 SERPINB5 Isoform 2 of Serpin B5 0.987 5.63 1 1 4,906,383        4,238,550        4,056,987        4,162,713        4,930,223        5,287,900        4,279,513        980,419       1,025,755        603,071           472,671              693,787            709,029           1,249,961      19.98 24.2 14.86 11.35 14.07 13.41 29.21
IPI00783625 SERPINB5 Isoform 1 of Serpin B5 0.987 3.47 1 1 4,906,383        4,238,550        4,056,987        4,162,713        4,930,223        5,287,900        4,279,513        980,419       1,025,755        603,071           472,671              693,787            709,029           1,249,961      19.98 24.2 14.86 11.35 14.07 13.41 29.21
IPI00792875 SERPINB5 Putative uncharacterized protein SERPINB5 0.987 10.08 1 1 4,906,383        4,238,550        4,056,987        4,162,713        4,930,223        5,287,900        4,279,513        980,419       1,025,755        603,071           472,671              693,787            709,029           1,249,961      19.98 24.2 14.86 11.35 14.07 13.41 29.21

SLNLSTEFISSTK 2 0.9868
IPI00644231 CYFIP1 Isoform 1 of Cytoplasmic FMR1‐interacting protein 1 0.966 2.47 2 2 4,056,904        3,433,860        3,245,264        4,069,347        3,459,423        4,074,657        3,434,489        520,208       452,476            519,226           472,263              485,644            347,144           808,281          12.82 13.18 16 11.61 14.04 8.52 23.53
IPI00903062 CYFIP1 cDNA FLJ43948 fis, clone TESTI4014924, highly similar to Homo sapiens 0.966 2.47 2 2 4,056,904        3,433,860        3,245,264        4,069,347        3,459,423        4,074,657        3,434,489        520,208       452,476            519,226           472,263              485,644            347,144           808,281          12.82 13.18 16 11.61 14.04 8.52 23.53

FQILNDEIITILDK 2 0.9661
QLQVVPLFGDMQIELAR 2 0.9487

IPI00644339 GALE UDP‐galactose‐4‐epimerase 0.995 15.42 2 2 3,456,980        3,428,121        3,601,517        3,843,514        3,132,986        3,800,135        3,582,877        363,612       409,963            432,599           453,977              438,903            374,283           475,559          10.52 11.96 12.01 11.81 14.01 9.85 13.27
IYNLGTGTGYSVLQMVQAMEK 3 0.9943

VNLTGTIQLLEIMK 2 0.9946
IPI00644409 GDA Guanine deaminase 0.994 5.85 1 1 384,874           397,410           287,594           377,118           303,234           376,564           395,202           69,642         70,169              69,812             59,717                56,543              78,335             110,404          18.09 17.66 24.27 15.84 18.65 20.8 27.94
IPI00873506 GDA Guanine aminohydrolase 0.994 5.1 1 1 384,874           397,410           287,594           377,118           303,234           376,564           395,202           69,642         70,169              69,812             59,717                56,543              78,335             110,404          18.09 17.66 24.27 15.84 18.65 20.8 27.94
IPI00942902 GDA Guanine deaminase 0.994 5.29 1 1 384,874           397,410           287,594           377,118           303,234           376,564           395,202           69,642         70,169              69,812             59,717                56,543              78,335             110,404          18.09 17.66 24.27 15.84 18.65 20.8 27.94

ASDSPIDLFYGDFFGDISEAVIQK 3 0.9935
IPI00789934 RHOA 12 kDa protein 1 10.09 1 1 3,307,691        3,297,891        3,229,900        3,349,336        3,341,736        3,960,555        3,094,800        123,476       727,358            323,445           371,164              408,977            487,521           492,145          3.73 22.06 10.01 11.08 12.24 12.31 15.9
IPI00926466 RHOA Putative uncharacterized protein RHOA 1 12.79 1 1 3,307,691        3,297,891        3,229,900        3,349,336        3,341,736        3,960,555        3,094,800        123,476       727,358            323,445           371,164              408,977            487,521           492,145          3.73 22.06 10.01 11.08 12.24 12.31 15.9
IPI00926881 RHOA Putative uncharacterized protein RHOA 1 12.22 1 1 3,307,691        3,297,891        3,229,900        3,349,336        3,341,736        3,960,555        3,094,800        123,476       727,358            323,445           371,164              408,977            487,521           492,145          3.73 22.06 10.01 11.08 12.24 12.31 15.9
IPI00926710 RHOA Putative uncharacterized protein RHOA 1 8.53 1 1 3,307,691        3,297,891        3,229,900        3,349,336        3,341,736        3,960,555        3,094,800        123,476       727,358            323,445           371,164              408,977            487,521           492,145          3.73 22.06 10.01 11.08 12.24 12.31 15.9
IPI00927114 RHOA Putative uncharacterized protein RHOA 1 5.88 1 1 3,307,691        3,297,891        3,229,900        3,349,336        3,341,736        3,960,555        3,094,800        123,476       727,358            323,445           371,164              408,977            487,521           492,145          3.73 22.06 10.01 11.08 12.24 12.31 15.9
IPI00644425 RHOC Ras homolog gene family, member C 1 11.96 1 1 3,307,691        3,297,891        3,229,900        3,349,336        3,341,736        3,960,555        3,094,800        123,476       727,358            323,445           371,164              408,977            487,521           492,145          3.73 22.06 10.01 11.08 12.24 12.31 15.9

LVIVGDGACGK 2 0.9902
IPI00644431 DDX39 cDNA FLJ55484, highly similar to ATP‐dependent RNA helicase DDX39 1 4.26 2 2 1,330,292        1,252,706        1,352,646        1,311,363        1,216,630        1,457,828        1,333,861        100,108       276,889            232,583           191,416              177,329            161,585           315,579          7.53 22.1 17.19 14.6 14.58 11.08 23.66
IPI00940237 DDX39 ATP‐dependent RNA helicase DDX39 1 4.68 2 2 1,330,292        1,252,706        1,352,646        1,311,363        1,216,630        1,457,828        1,333,861        100,108       276,889            232,583           191,416              177,329            161,585           315,579          7.53 22.1 17.19 14.6 14.58 11.08 23.66

DFLLKPELLR 3 0.8886
ILVATNLFGR 2 0.9996

IPI00644531 TAGLN2 21 kDa protein 1 77.01 14 20 108,591,080   103,641,927   84,471,983     80,287,173     90,235,203     110,820,210   86,307,803     3,285,363    23,594,702      9,611,210       6,889,670          8,280,265        8,634,787        18,849,579    3.03 22.77 11.38 8.58 9.18 7.79 21.84
DDGLFSGDPNWFPK 2 0.9998
DDGLFSGDPNWFPKK 2 0.9998
DDGLFSGDPNWFPKK 3 0.9998



DGTVLCELINALYPEGQAPVK 2 0.9998
DGTVLCELINALYPEGQAPVK 3 0.9996
DGTVLCELINALYPEGQAPVKK 2 0.9998
DGTVLCELINALYPEGQAPVKK 3 0.9998
DVGRPQPGRENFQNWLK 3 0.987

ENFQNWLK 2 0.9531
ENFQNWLKDGTVLCELINALYPEGQAPVKK 3 0.998

IQASTMAFK 2 0.9986
NVIGLQMGTNR 2 0.9998

QMEQISQFLQAAER 2 0.9998
QMEQISQFLQAAER 3 0.9998

QYDADLEQILIQWITTQCR 2 0.9998
QYDADLEQILIQWITTQCR 3 0.9998

TLMNLGGLAVAR 2 0.9998
YGINTTDIFQTVDLWEGK 2 0.9998
YGINTTDIFQTVDLWEGK 3 0.9998

YGINTTDIFQTVDLWEGKNMACVQR 3 0.9998
IPI00644568 BUB3 Putative uncharacterized protein BUB3 0.994 13.79 1 1 889,095           927,163           990,560           1,031,478        868,638           1,132,460        940,345           130,828       266,660            235,476           279,905              233,854            218,149           237,302          14.71 28.76 23.77 27.14 26.92 19.26 25.24

MHDLNTDQENLVGTHDAPIR 3 0.9943
IPI00644653 HMGB1 cDNA FLJ56337, highly similar to High mobility group protein B1 1 20.89 3 3 2,846,420        3,678,105        2,873,522        3,770,151        3,362,596        4,534,151        2,908,833        233,617       1,226,603        552,592           1,161,714          1,309,267        988,731           632,818          8.21 33.35 19.23 30.81 38.94 21.81 21.76
IPI00645948 HMGB1 High‐mobility group box 1 1 15.28 3 3 2,846,420        3,678,105        2,873,522        3,770,151        3,362,596        4,534,151        2,908,833        233,617       1,226,603        552,592           1,161,714          1,309,267        988,731           632,818          8.21 33.35 19.23 30.81 38.94 21.81 21.76

HPDASVNFSEFSKK 3 0.989
KLGEMWNNTAADDKQPYEK 3 0.9998
LGEMWNNTAADDKQPYEK 3 0.9998

IPI00847558 ‐ Similar to Non‐POU domain‐containing octamer‐binding protein 1 3.87 1 1 1,441,420        1,231,650        1,272,856        1,368,678        1,553,384        1,579,530        1,280,172        148,340       246,754            212,106           218,202              152,324            137,695           300,161          10.29 20.03 16.66 15.94 9.81 8.72 23.45
IPI00644848 NONO Protein 1 5.96 1 1 1,441,420        1,231,650        1,272,856        1,368,678        1,553,384        1,579,530        1,280,172        148,340       246,754            212,106           218,202              152,324            137,695           300,161          10.29 20.03 16.66 15.94 9.81 8.72 23.45
IPI00645010 NONO Putative uncharacterized protein NONO 1 5.65 1 1 1,441,420        1,231,650        1,272,856        1,368,678        1,553,384        1,579,530        1,280,172        148,340       246,754            212,106           218,202              152,324            137,695           300,161          10.29 20.03 16.66 15.94 9.81 8.72 23.45

FAQPGSFEYEYAMR 2 0.9998
IPI00644968 HNRPA1L3 Putative heterogeneous nuclear ribonucleoprotein A1‐like 3 1 15.63 5 6 7,039,945        6,988,192        6,376,211        7,255,180        7,159,850        8,723,883        7,031,746        692,880       1,737,389        713,193           1,289,394          768,270            1,246,158        1,644,244      9.84 24.86 11.19 17.77 10.73 14.28 23.38

GFGFVTYATVEEVDAAMNAR 2 0.9998
GFGFVTYATVEEVDAAMNAR 3 0.9998

GFGFVTYATVEEVDAAMNARPHK 3 0.978
IEVIEIMTDR 2 0.9998

KLFIGGLSFETTDESLR 3 0.9998
LFIGGLSFETTDESLR 2 0.9998

IPI00645078 UBA1 Ubiquitin‐like modifier‐activating enzyme 1 1 36.86 24 28 183,221,490   184,815,933   182,624,433   182,574,484   185,315,532   223,140,927   172,263,816   12,442,731  43,224,086      17,883,989     12,262,849        19,351,656      28,789,736      33,543,541    6.79 23.39 9.79 6.72 10.44 12.9 19.47
AAVATFLQSVQVPEFTPK 2 0.9998
ALPAVQQNNLDEDLIR 2 0.9998
ATLPSPDKLPGFK 3 0.9981

DEFEGLFKQPAENVNQYLTDPK 3 0.9998
DNPGVVTCLDEAR 2 0.9998

FMPIMQWLYFDALECLPEDKEVLTEDK 3 0.9998
GLGVEIAK 2 0.9699

GNVQVVIPFLTESYSSSQDPPEK 3 0.8324
IIPAIATTTAAVVGLVCLELYK 2 0.9966

IYDDDFFQNLDGVANALDNVDAR 2 0.9998
IYDDDFFQNLDGVANALDNVDAR 3 0.9998

KPLLESGTLGTK 2 0.9998
KPLLESGTLGTK 3 0.9916

LAGTQPLEVLEAVQR 2 0.9998
LAYVAAGDLAPINAFIGGLAAQEVMK 2 0.9998
LAYVAAGDLAPINAFIGGLAAQEVMK 3 0.9998

LDQPMTEIVSR 2 0.9998
LQTSSVLVSGLR 2 0.9998

MYPIDFEKDDDSNFHMDFIVAASNLR 3 0.9959
NEEDAAELVALAQAVNAR 2 0.9998
NGFLNLALPFFGFSEPLAAPR 3 0.9992

NGSEADIDEGLYSR 2 0.9995
QLDSYKNGFLNLALPFFGFSEPLAAPR 3 0.813

QLYVLGHEAMK 2 0.9986
QLYVLGHEAMK 3 0.9943

QPAENVNQYLTDPK 2 0.9998
SLVASLAEPDFVVTDFAK 2 0.9998
YDGQVAVFGSDLQEK 2 0.9998

IPI00645171 DPP3 Isoform 2 of Dipeptidyl peptidase 3 1 16.09 3 3 5,277,503        5,563,473        4,598,577        4,877,905        4,710,064        6,166,943        4,312,171        301,102       1,169,464        330,224           153,443              543,809            635,606           872,056          5.71 21.02 7.18 3.15 11.55 10.31 20.22
KLIVQPNTR 2 0.9927

SFSERFPEDGPELEEILTQLATADAR 3 0.9643
VILGSEAAQQHPEEVR 3 0.9996

IPI00645452 TUBB Tubulin, beta 1 40.61 11 15 211,808,035   212,210,695   195,276,425   207,159,950   201,408,865   247,534,865   183,843,655   12,287,239  50,976,229      17,964,708     16,982,259        22,010,578      25,033,274      31,402,929    5.8 24.02 9.2 8.2 10.93 10.11 17.08
AILVDLEPGTMDSVR 2 0.9998
ALTVPELTQQVFDAK 2 0.9997
ALTVPELTQQVFDAK 3 0.9933

FWEVISDEHGIDPTGTYHGDSDLQLDR 3 0.9236
GHYTEGAELVDSVLDVVR 2 0.9998
GHYTEGAELVDSVLDVVR 3 0.9998
GHYTEGAELVDSVLDVVRK 3 0.9998

ISVYYNEATGGK 2 0.9998
LTTPTYGDLNHLVSATMSGVTTCLR 2 0.9998
LTTPTYGDLNHLVSATMSGVTTCLR 3 0.9998

MAVTFIGNSTAIQELFK 3 0.9998
MAVTFIGNSTAIQELFKR 3 0.9998
MSMKEVDEQMLNVQNK 3 0.9998

SGPFGQIFRPDNFVFGQSGAGNNWAK 2 0.9998
SGPFGQIFRPDNFVFGQSGAGNNWAK 3 0.9998

IPI00645789 CAP1 Adenylyl cyclase‐associated protein 1 6.08 1 1 220,654           197,733           162,495           165,443           160,621           195,673           149,869           21,990         60,274              44,935             47,887                31,123              42,085             51,529            9.97 30.48 27.65 28.94 19.38 21.51 34.38
ALLVTASQCQQPAENK 2 0.9997

IPI00645848 PFKP Phosphofructokinase, platelet 1 8.1 1 1 4,047,850        4,081,977        4,142,650        3,789,247        4,149,133        4,232,567        3,925,003        408,416       885,679            641,305           356,562              93,987              312,668           817,673          10.09 21.7 15.48 9.41 2.27 7.39 20.83
IIEVVDAIMTTAQSHQR 3 0.9997

IPI00645966 NONO Putative uncharacterized protein NONO 1 38.16 6 7 16,440,752     16,835,322     14,844,036     16,340,033     15,044,174     19,265,090     15,081,271     1,701,533    4,482,813        1,842,248       2,126,511          2,735,028        2,702,427        3,449,168      10.35 26.63 12.41 13.01 18.18 14.03 22.87
AVVIVDDR 2 0.9981

FACHSASLTVR 3 0.9997
GIVEFSGKPAAR 2 0.9995

LFVGNLPPDITEEEMR 2 0.9998
NLPQYVSNELLEEAFSVFGQVER 2 0.9998
NLPQYVSNELLEEAFSVFGQVER 3 0.9998

VELDNMPLR 2 0.9997
IPI00646047 CAPZB cDNA FLJ43095 fis, clone CORDB2000541, highly similar to F‐actin capp 1 26.15 4 4 6,189,870        6,051,580        5,895,158        5,728,638        5,898,393        6,847,075        5,795,375        494,896       1,445,224        947,910           601,745              666,955            692,257           1,152,403      8 23.88 16.08 10.5 11.31 10.11 19.88
IPI00647677 CAPZB Capping protein (Actin filament) muscle Z‐line, beta 1 33.01 4 4 6,189,870        6,051,580        5,895,158        5,728,638        5,898,393        6,847,075        5,795,375        494,896       1,445,224        947,910           601,745              666,955            692,257           1,152,403      8 23.88 16.08 10.5 11.31 10.11 19.88

DYLLCDYNR 2 0.9993
NLSDLIDLVPSLCEDLLSSVDQPLK 2 0.9998

SGSGTMNLGGSLTR 2 0.9998
SPWSNKYDPPLEDGAMPSAR 3 0.9997

IPI00646121 CPNE1 Copine I 1 11.92 3 3 3,242,386        3,358,493        2,895,370        2,827,494        3,447,128        3,780,343        3,551,691        156,859       941,166            390,239           478,781              428,975            449,453           1,013,965      4.84 28.02 13.48 16.93 12.44 11.89 28.55
LYGPTNFAPIINHVAR 3 0.9998



SDPFLEFFR 2 0.9997
SDPLCVLLQDVGGGSWAELGR 2 0.9997

IPI00646304 PPIB Peptidyl‐prolyl cis‐trans isomerase B 1 37.5 7 8 52,290,750     49,085,675     45,567,460     49,154,160     46,482,440     57,277,980     46,331,365     4,179,740    8,837,738        5,490,915       4,027,251          7,788,546        3,495,894        9,209,112      7.99 18 12.05 8.19 16.76 6.1 19.88
DKPLKDVIIADCGK 3 0.9997
DTNGSQFFITTVK 2 0.9997

HYGPGWVSMANAGK 2 0.9884
IEVEKPFAIAKE 2 0.9806
IEVEKPFAIAKE 3 0.9554
TAWLDGK 2 0.9929

TVDNFVALATGEK 2 0.9998
VIFGLFGK 2 0.9853

IPI00646459 NASP Nuclear autoantigenic sperm protein 1 5.69 1 1 171,010           196,572           192,566           169,439           172,755           213,005           200,666           19,758         48,305              49,535             26,882                36,081              39,852             56,039            11.55 24.57 25.72 15.86 20.89 18.71 27.93
SLQENEEEEIGNLELAWDMLDLAK 2 0.9997

IPI00646500 RPA2 Isoform 3 of Replication protein A 32 kDa subunit 1 23.74 3 3 3,828,915        2,874,412        3,725,203        3,641,140        2,797,931        3,383,330        2,910,212        258,505       744,076            344,657           727,638              413,222            472,781           623,089          6.75 25.89 9.25 19.98 14.77 13.97 21.41
AQHIVPCTISQLLSATLVDEVFR 3 0.9996

IMPLEDMNEFTTHILEVINAHMVLSK 3 0.9982
TGGFESYGSSSYGGAGGYTQSPGGFGSPAPSQAEKK 3 0.9913

IPI00646689 TXNDC17 Thioredoxin domain‐containing protein 17 0.988 22.76 2 2 4,500,743        4,217,133        3,917,755        3,747,208        4,120,217        6,112,875        4,613,383        274,921       975,735            473,679           493,496              962,662            3,833,286        883,696          6.11 23.14 12.09 13.17 23.36 62.71 19.16
IPI00797323 TXNDC17 9 kDa protein 0.988 35 2 2 4,500,743        4,217,133        3,917,755        3,747,208        4,120,217        6,112,875        4,613,383        274,921       975,735            473,679           493,496              962,662            3,833,286        883,696          6.11 23.14 12.09 13.17 23.36 62.71 19.16

SWCPDCVQAEPVVR 2 0.9864
YEEVSVSGFEEFHR 3 0.9879

IPI00646767 NUDC 24 kDa protein 1 14.35 2 2 1,518,583        1,865,788        1,587,715        1,718,850        1,471,050        1,984,708        1,444,365        126,287       658,516            528,768           227,231              289,411            291,263           316,334          8.32 35.29 33.3 13.22 19.67 14.68 21.9
IPI00647418 NUDC NPD011 1 14.22 2 2 1,518,583        1,865,788        1,587,715        1,718,850        1,471,050        1,984,708        1,444,365        126,287       658,516            528,768           227,231              289,411            291,263           316,334          8.32 35.29 33.3 13.22 19.67 14.68 21.9

LITQTFSHHNQLAQK 3 0.9118
LKPNLGNGADLPNYR 2 0.9992

IPI00646779 TUBB6 TUBB6 protein 1 6.71 3 3 13,604,385     12,528,368     12,442,573     13,316,000     13,371,045     14,902,613     12,307,610     1,618,799    2,917,937        726,461           1,454,795          2,903,078        1,184,941        2,824,827      11.9 23.29 5.84 10.93 21.71 7.95 22.95
IMNTFSVMPSPK 2 0.9851

MASTFIGNSTAIQELFK 2 0.9907
MASTFIGNSTAIQELFKR 2 0.8951

IPI00646899 SNORA70;RPL10 Putative uncharacterized protein RPL10 0.996 15.34 3 3 8,291,684        7,846,527        7,063,207        7,660,098        7,958,210        9,199,363        7,916,098        202,471       1,701,964        746,465           1,187,370          1,550,951        1,283,532        1,302,794      2.44 21.69 10.57 15.5 19.49 13.95 16.46
FNADEFEDMVAEK 2 0.9742
FNADEFEDMVAEKR 3 0.9947

VHIGQVIMSIR 2 0.8899
IPI00646917 NUDT21 Cleavage and polyadenylation specificity factor subunit 5 1 25.99 3 3 21,983,660     18,798,060     22,153,120     18,940,870     20,782,410     22,854,440     20,669,690     1,621,013    4,194,492        2,075,138       2,303,972          2,704,224        2,305,782        3,769,501      7.37 22.31 9.37 12.16 13.01 10.09 18.24

LPGGELNPGEDEVEGLKR 3 0.9996
LVAAPLFELYDNAPGYGPIISSLPQLLSR 3 0.979

YIQQTKPLTLER 3 0.9908
IPI00646963 REEP6 Receptor accessory protein 6, isoform CRA_a 0.976 4.74 1 1 4,660,340        3,759,215        3,149,165        3,882,680        3,692,320        3,026,545        4,128,520        545,424       744,231            1,003,676       1,214,069          1,101,441        1,221,793        716,173          11.7 19.8 31.87 31.27 29.83 40.37 17.35
IPI00647161 REEP6 Receptor expression‐enhancing protein 6 0.976 5.43 1 1 4,660,340        3,759,215        3,149,165        3,882,680        3,692,320        3,026,545        4,128,520        545,424       744,231            1,003,676       1,214,069          1,101,441        1,221,793        716,173          11.7 19.8 31.87 31.27 29.83 40.37 17.35

ALDAAAGITR 2 0.9762
IPI00646978 LYPLA2 Lysophospholipase II 1 15.87 2 2 2,506,802        2,181,826        2,837,250        2,806,465        2,505,538        2,629,143        2,638,618        511,412       381,849            185,425           521,519              427,874            337,050           309,244          20.4 17.5 6.54 18.58 17.08 12.82 11.72

FGALTAEK 2 0.9946
MVMPSWFDLMGLSPDAPEDEAGIKK 3 0.9939

IPI00647001 ANP32B Acidic (Leucine‐rich) nuclear phosphoprotein 32 family, member B 1 21.79 2 2 6,261,800        5,497,310        5,779,970        5,288,467        5,794,667        5,615,317        5,838,507        587,446       1,162,332        382,420           1,004,454          981,708            1,055,070        1,214,636      9.38 21.14 6.62 18.99 16.94 18.79 20.8
LPNLTHLNLSGNK 3 0.9995

SLDLFNCEVTNLNDYRESVFK 3 0.9997
IPI00647118 EIF1AY Putative uncharacterized protein EIF1AY 1 12.6 1 1 2,530,143        2,165,808        2,201,985        2,250,213        2,134,440        2,304,850        2,271,628        341,500       423,892            355,665           304,470              248,791            243,297           256,852          13.5 19.57 16.15 13.53 11.66 10.56 11.31

ELVFKEDGQEYAQVIK 3 0.9991
IPI00647380 PSMA7 Proteasome (Prosome, macropain) subunit, alpha type, 7 0.997 7.33 1 1 1,206,164        967,233           1,121,613        1,125,133        1,105,880        1,622,561        970,314           321,070       206,801            131,510           297,149              617,299            328,374           274,413          26.62 21.38 11.73 26.41 55.82 20.24 28.28
IPI00847750 PSMA7 Proteasome subunit alpha type 0.997 9.4 1 1 1,206,164        967,233           1,121,613        1,125,133        1,105,880        1,622,561        970,314           321,070       206,801            131,510           297,149              617,299            328,374           274,413          26.62 21.38 11.73 26.41 55.82 20.24 28.28

LTVEDPVTVEYITR 2 0.9944
IPI00937434 ‐ Disrupted in schizophrenia 1 isoform 51 0.906 4.79 1 1 2,589,460        1,861,530        2,402,767        2,025,350        1,839,487        1,925,083        2,198,920        389,615       470,944            947,730           763,614              636,680            636,683           893,605          15.05 25.3 39.44 37.7 34.61 33.07 40.64
IPI00647395 TSNAX Disrupted in schizophrenia 1 isoform 54 0.906 4.84 1 1 2,589,460        1,861,530        2,402,767        2,025,350        1,839,487        1,925,083        2,198,920        389,615       470,944            947,730           763,614              636,680            636,683           893,605          15.05 25.3 39.44 37.7 34.61 33.07 40.64

SFQQELDAR 2 0.9065
IPI00647400 RNPEP Putative uncharacterized protein RNPEP 1 35.84 14 15 47,655,851     49,614,236     45,319,378     47,118,419     45,368,140     59,750,571     46,470,273     3,244,290    11,878,066      3,201,010       2,726,364          6,953,528        8,221,129        9,232,173      6.81 23.94 7.06 5.79 15.33 13.76 19.87

AEFGPPGPGAGSR 2 0.9995
AFFPCFDTPAVK 2 0.9928
AIEAVAISPWK 2 0.9995

FFFQMCQPIPSYLIALAIGDLVSAEVGPR 3 0.9998
GLSGTAVLDLR 2 0.9993

QHMDITGEENPLNK 3 0.9997
RPLHSAQAVDVASASNFR 3 0.9996
SILADDFLDFYLEYFPELK 2 0.9998
SILADDFLDFYLEYFPELK 3 0.9996
SILADDFLDFYLEYFPELKK 3 0.9971

TYQLVYFLDK 2 0.9993
VGEGPGVCWLAPEQTAGK 2 0.9992
VKIEPGVDPDDTYNETPYEK 3 0.9997

YSALIEVPDGFTAVMSASTWEK 2 0.9989
YTLPLYHAMMGGSEVAQTLAK 3 0.9809

IPI00647442 VDAC2 Voltage‐dependent anion channel 2 1 4.1 1 1 710,497           496,820           426,442           495,522           504,230           642,343           438,161           131,336       106,268            151,827           86,266                61,433              192,347           146,904          18.49 21.39 35.6 17.41 12.18 29.94 33.53
IPI00647902 VDAC2 Voltage‐dependent anion channel 2 1 3.92 1 1 710,497           496,820           426,442           495,522           504,230           642,343           438,161           131,336       106,268            151,827           86,266                61,433              192,347           146,904          18.49 21.39 35.6 17.41 12.18 29.94 33.53

NNFAVGYR 2 0.999
IPI00647702 AKR1A1 Aldo‐keto reductase family 1, member A1 1 15.65 1 1 891,880           889,106           870,565           1,113,065        900,745           995,510           893,585           172,826       240,414            139,158           129,932              199,377            96,716             160,764          19.38 27.04 15.98 11.67 22.13 9.72 17.99

TLADLQLEYLDLYLMHWPYAFER 3 0.9998
IPI00647859 RNPEP Putative uncharacterized protein RNPEP 1 34.59 6 6 14,669,737     13,801,618     13,651,235     14,053,238     13,429,131     15,478,221     12,546,702     583,727       3,378,100        1,615,177       1,289,332          2,159,816        629,012           2,535,371      3.98 24.48 11.83 9.17 16.08 4.06 20.21

AFFPCFDTPAVK 2 0.9928
FFFQMCQPIPSYLIALAIGDLVSAEVGPR 3 0.9998

GFCFVSYLAHLVGDQDQFDSFLK 3 0.9996
QHMDITGEENPLNK 3 0.9997

SILADDFLDFYLEYFPELK 2 0.9998
YSALIEVPDGFTAVMSASTWEK 2 0.9989

IPI00651653 DDX17 Isoform 3 of Probable ATP‐dependent RNA helicase DDX17 1 22.39 12 12 17,545,747     17,742,507     14,759,387     16,677,246     16,326,163     19,798,791     16,151,956     1,169,817    4,594,164        1,966,493       1,347,703          2,965,389        2,493,424        3,436,545      6.67 25.89 13.32 8.08 18.16 12.59 21.28
APILIATDVASR 2 0.9998

ELAQQVQQVADDYGK 2 0.9998
FVINYDYPNSSEDYVHR 3 0.9973

GLDVEDVK 2 0.9248
GTAYTFFTPGNLK 2 0.9997
GVEICIATPGR 2 0.9818

LIQLMEEIMAEKENK 3 0.9997
MLDMGFEPQIR 2 0.9996
NFYVEHPEVAR 2 0.9891
QTLMWSATWPK 2 0.9996
STCIYGGAPK 2 0.9997

VLEEANQAINPK 2 0.9992
IPI00651677 DDX17 Isoform 2 of Probable ATP‐dependent RNA helicase DDX17 1 21.17 11 11 16,312,484     16,373,097     13,179,447     15,199,430     14,798,783     18,160,584     14,698,983     1,232,848    4,343,230        1,786,659       1,455,553          2,736,729        2,392,944        3,213,068      7.56 26.53 13.56 9.58 18.49 13.18 21.86
IPI00947363 DDX17 Putative uncharacterized protein DDX17 1 21.17 11 11 16,312,484     16,373,097     13,179,447     15,199,430     14,798,783     18,160,584     14,698,983     1,232,848    4,343,230        1,786,659       1,455,553          2,736,729        2,392,944        3,213,068      7.56 26.53 13.56 9.58 18.49 13.18 21.86
IPI00952778 DDX17 Putative uncharacterized protein DDX17 1 21.17 11 11 16,312,484     16,373,097     13,179,447     15,199,430     14,798,783     18,160,584     14,698,983     1,232,848    4,343,230        1,786,659       1,455,553          2,736,729        2,392,944        3,213,068      7.56 26.53 13.56 9.58 18.49 13.18 21.86

APILIATDVASR 2 0.9998
ELAQQVQQVADDYGK 2 0.9998
FVINYDYPNSSEDYVHR 3 0.9973

GTAYTFFTPGNLK 2 0.9997
GVEICIATPGR 2 0.9818

LIQLMEEIMAEKENK 3 0.9997



MLDMGFEPQIR 2 0.9996
NFYVEHPEVAR 2 0.9891
QTLMWSATWPK 2 0.9996
STCIYGGAPK 2 0.9997

VLEEANQAINPK 2 0.9992
IPI00651719 PBLD phenazine biosynthesis‐like domain‐containing protein isoform b 1 21.79 4 4 10,998,822     12,340,503     10,153,776     9,985,213        10,713,773     13,882,818     11,017,357     1,491,448    3,252,146        2,075,545       1,454,944          1,290,240        2,133,220        2,345,076      13.56 26.35 20.44 14.57 12.04 15.37 21.29

EMNLSETAFIR 2 0.9996
GNPAAVCLLENELDEDMHQK 3 0.9979

NMNSTLTFVTLSGELR 2 0.862
VNTENLLQVENTGK 2 0.9998

IPI00651768 HAVCR2 Isoform 1 of Hepatitis A virus cellular receptor 2 0.974 8.64 1 1 12,560,100     13,483,610     11,212,120     12,532,070     11,889,640     14,434,500     11,597,030     1,443,676    3,098,851        1,934,624       1,678,127          1,655,637        1,378,188        2,782,846      11.49 22.98 17.25 13.39 13.93 9.55 24
IQNLSLISLANLPPSGLANAVAEGIR 2 0.9736

IPI00654754 RPS27A RPS27A protein 1 26.32 2 2 748,312           679,773           635,235           684,274           664,333           818,185           669,446           83,828         169,545            90,622             115,336              99,369              96,900             177,964          11.2 24.94 14.27 16.86 14.96 11.84 26.58
IPI00792139 UBC 9 kDa protein 1 30.49 2 2 748,312           679,773           635,235           684,274           664,333           818,185           669,446           83,828         169,545            90,622             115,336              99,369              96,900             177,964          11.2 24.94 14.27 16.86 14.96 11.84 26.58

TITLEVEPSDTIENVK 2 0.9998
TLSDYNIQK 2 0.9997

IPI00654777 EIF3F cDNA FLJ36192 fis, clone TESTI2027450, highly similar to Eukaryotic tra 1 16.13 4 4 33,273,510     30,278,780     24,385,505     30,404,735     23,538,925     29,021,730     20,334,730     1,695,415    6,249,185        2,843,913       4,093,180          2,496,956        2,542,562        2,280,406      5.1 20.64 11.66 13.46 10.61 8.76 11.21
IPI00941255 EIF3F Eukaryotic translation initiation factor 3 subunit F 1 16.81 4 4 33,273,510     30,278,780     24,385,505     30,404,735     23,538,925     29,021,730     20,334,730     1,695,415    6,249,185        2,843,913       4,093,180          2,496,956        2,542,562        2,280,406      5.1 20.64 11.66 13.46 10.61 8.76 11.21

EAPNPIHLTVDTSLQNGR 3 0.9887
FLMSLVNQVPK 2 0.9996

IQDALSTVLQYAEDVLSGK 2 0.9997
TMGVMFTPLTVK 2 0.996

IPI00654800 ERP29 endoplasmic reticulum resident protein 29 isoform 2 precursor 1 22.64 1 1 2,702,627        3,653,320        2,639,687        2,674,890        2,417,573        3,937,547        2,624,887        418,540       1,986,728        484,636           493,118              619,377            1,148,337        695,083          15.49 54.38 18.36 18.44 25.62 29.16 26.48
IPI00873931 ERP29 Putative uncharacterized protein ERP29 1 22.64 1 1 2,702,627        3,653,320        2,639,687        2,674,890        2,417,573        3,937,547        2,624,887        418,540       1,986,728        484,636           493,118              619,377            1,148,337        695,083          15.49 54.38 18.36 18.44 25.62 29.16 26.48

GALPLDTVTFYK 2 0.9997
IPI00656002 VPS26A vacuolar protein sorting‐associated protein 26A isoform 2 0.994 7.17 1 1 2,283,965        2,247,375        1,884,730        1,884,955        2,093,310        2,289,680        2,200,350        250,995       852,549            329,285           488,977              414,161            335,557           811,439          10.99 37.94 17.47 25.94 19.78 14.66 36.88

EITGIGPSTTTETETIAK 2 0.994
IPI00657682 GSTA1 Glutathione S‐transferase A1 1 21.17 2 3 3,491,829        3,338,043        3,568,429        3,165,639        3,319,521        3,744,041        3,725,192        399,394       788,220            546,427           789,476              497,459            596,450           629,527          11.44 23.61 15.31 24.94 14.99 15.93 16.9

ALIDMYIEGIADLGEMILLLPVCPPEEK 3 0.9997
NDGYLMFQQVPMVEIDGMK 2 0.9998
NDGYLMFQQVPMVEIDGMK 3 0.9998

IPI00657713 P4HA2 23 kDa protein 0.995 9.8 1 1 1,248,280        1,251,763        1,217,563        1,313,923        1,235,055        1,486,235        1,227,853        262,980       345,929            409,213           377,577              440,364            165,126           290,530          21.07 27.64 33.61 28.74 35.66 11.11 23.66
IPI00894468 P4HA2 27 kDa protein 0.995 8.47 1 1 1,248,280        1,251,763        1,217,563        1,313,923        1,235,055        1,486,235        1,227,853        262,980       345,929            409,213           377,577              440,364            165,126           290,530          21.07 27.64 33.61 28.74 35.66 11.11 23.66

SAYNEGDYYHTVLWMEQVLK 3 0.9946
IPI00789185 PYGB Phosphorylase 1 3.27 1 1 753,147           800,329           759,473           703,726           779,233           828,429           728,701           75,121         213,638            119,794           78,074                99,878              103,637           142,636          9.97 26.69 15.77 11.09 12.82 12.51 19.57
IPI00657751 PYGM glycogen phosphorylase, muscle form isoform 2 1 1.06 1 1 753,147           800,329           759,473           703,726           779,233           828,429           728,701           75,121         213,638            119,794           78,074                99,878              103,637           142,636          9.97 26.69 15.77 11.09 12.82 12.51 19.57
IPI00909513 PYGM Phosphorylase 1 1.34 1 1 753,147           800,329           759,473           703,726           779,233           828,429           728,701           75,121         213,638            119,794           78,074                99,878              103,637           142,636          9.97 26.69 15.77 11.09 12.82 12.51 19.57

VIFLENYR 2 0.9996
IPI00658000 IGF2BP3 Isoform 1 of Insulin‐like growth factor 2 mRNA‐binding protein 3 1 8.12 4 4 15,621,575     16,105,440     13,872,580     14,191,870     14,791,455     18,108,335     15,651,680     847,176       3,994,969        1,881,853       1,658,063          2,198,506        5,207,715        4,337,856      5.42 24.81 13.57 11.68 14.86 28.76 27.71

ITISPLQELTLYNPER 2 0.9989
LYIGNLSENAAPSDLESIFK 2 0.9899

LYIGNLSENAAPSDLESIFKDAK 3 0.962
VPSFAAGR 2 0.9037

IPI00658011 DHRS11 Isoform 2 of Dehydrogenase/reductase SDR family member 11 0.992 15.47 2 2 8,392,343        7,671,733        7,279,790        8,221,713        6,903,750        9,040,083        7,657,937        875,590       2,371,205        966,317           1,553,076          735,047            1,865,213        667,068          10.43 30.91 13.27 18.89 10.65 20.63 8.71
IPI00792258 DHRS11 17 kDa protein 0.992 18.67 2 2 8,392,343        7,671,733        7,279,790        8,221,713        6,903,750        9,040,083        7,657,937        875,590       2,371,205        966,317           1,553,076          735,047            1,865,213        667,068          10.43 30.91 13.27 18.89 10.65 20.63 8.71

NVDDGHIININSMSGHR 3 0.9374
YAVTALTEGLR 2 0.9916

IPI00658152 TNS3 Isoform 1 of Tensin‐3 0.929 1.87 1 1 1,857,130        2,072,390        2,081,845        2,046,140        1,994,375        2,322,985        1,957,845        274,258       533,232            171,388           336,127              292,524            213,766           162,554          14.77 25.73 8.23 16.43 14.67 9.2 8.3
IPI00854869 TNS3 Isoform 2 of Tensin‐3 0.929 2.24 1 1 1,857,130        2,072,390        2,081,845        2,046,140        1,994,375        2,322,985        1,957,845        274,258       533,232            171,388           336,127              292,524            213,766           162,554          14.77 25.73 8.23 16.43 14.67 9.2 8.3

DSHSFRGAYGLAMKVATPPPSVLQLNK 3 0.9287
IPI00719047 ‐ Putative uncharacterized protein 0.978 5.73 1 1 494,991           497,734           499,356           475,261           456,559           535,099           434,038           155,436       153,131            121,138           103,131              170,150            83,046             77,820            31.4 30.77 24.26 21.7 37.27 15.52 17.93
IPI00967876 RPL9 Protein 0.978 12.09 1 1 494,991           497,734           499,356           475,261           456,559           535,099           434,038           155,436       153,131            121,138           103,131              170,150            83,046             77,820            31.4 30.77 24.26 21.7 37.27 15.52 17.93
IPI00968128 RPL9 Protein 0.978 5.82 1 1 494,991           497,734           499,356           475,261           456,559           535,099           434,038           155,436       153,131            121,138           103,131              170,150            83,046             77,820            31.4 30.77 24.26 21.7 37.27 15.52 17.93

TICSHVQNMIK 2 0.9778
IPI00922002 ‐ cDNA FLJ53370, highly similar to Mus musculus cytoplasmic FMR1 inter 0.949 1.52 1 1 3,193,100        2,598,770        2,414,688        3,314,017        2,604,145        3,183,167        2,537,625        505,651       350,706            534,386           482,747              433,307            424,358           647,150          15.84 13.5 22.13 14.57 16.64 13.33 25.5
IPI00719600 CYFIP2 Isoform 2 of Cytoplasmic FMR1‐interacting protein 2 0.949 1.36 1 1 3,193,100        2,598,770        2,414,688        3,314,017        2,604,145        3,183,167        2,537,625        505,651       350,706            534,386           482,747              433,307            424,358           647,150          15.84 13.5 22.13 14.57 16.64 13.33 25.5
IPI00789699 CYFIP2 Isoform 1 of Cytoplasmic FMR1‐interacting protein 2 0.949 1.33 1 1 3,193,100        2,598,770        2,414,688        3,314,017        2,604,145        3,183,167        2,537,625        505,651       350,706            534,386           482,747              433,307            424,358           647,150          15.84 13.5 22.13 14.57 16.64 13.33 25.5
IPI00921821 CYFIP2 cDNA FLJ55679, highly similar to Mus musculus cytoplasmic FMR1 inter 0.949 1.61 1 1 3,193,100        2,598,770        2,414,688        3,314,017        2,604,145        3,183,167        2,537,625        505,651       350,706            534,386           482,747              433,307            424,358           647,150          15.84 13.5 22.13 14.57 16.64 13.33 25.5

QLQVVPLFGDMQIELAR 2 0.9487
IPI00719622 RPS28 40S ribosomal protein S28 1 30.43 2 2 25,562,120     24,294,570     19,512,850     20,505,860     24,171,540     30,023,270     22,600,070     3,001,122    6,888,825        3,803,035       3,702,508          1,967,262        7,642,042        5,934,749      11.74 28.36 19.49 18.06 8.14 25.45 26.26

EGDVLTLLESER 2 0.9996
VEFMDDTSR 2 0.9994

IPI00719669 MYL12B Myosin regulatory light chain 1 44.19 8 8 22,006,877     21,695,024     21,443,186     22,055,810     21,938,761     27,391,470     19,633,523     2,273,557    4,759,556        958,239           1,782,091          3,028,022        5,625,520        2,479,228      10.33 21.94 4.47 8.08 13.8 20.54 12.63
ATSNVFAMFDQSQIQEFK 2 0.9997

ATSNVFAMFDQSQIQEFKEAFNMIDQNR 3 0.9997
DGFIDKEDLHDMLASLGK 3 0.9998

EAFNMIDQNR 2 0.9998
ELLTTMGDR 2 0.9996

ELLTTMGDRFTDEEVDELYR 3 0.9998
FTDEEVDELYR 2 0.9998
GNFNYIEFTR 2 0.9995

IPI00735319 LOC646817 similar to SET translocation 1 12.91 4 4 5,595,705        5,773,475        4,915,725        5,505,395        5,249,617        6,783,023        5,005,185        394,332       1,492,710        645,034           658,866              572,099            1,020,245        946,700          7.05 25.85 13.12 11.97 10.9 15.04 18.91
EFHLNESGDPSSK 2 0.9997
IDFYFDENPYFENK 2 0.9998

LRQPFFQK 3 0.9992
SGYRIDFYFDENPYFENK 3 0.9972

IPI00735373 ‐ Autogenous vein graft remodeling associated protein 4 0.914 1.85 1 1 16,868,900     18,666,670     18,068,000     18,323,100     18,411,700     20,742,100     14,847,300     649,463       4,725,181        1,036,176       4,140,149          2,017,447        2,869,127        1,842,271      3.85 25.31 5.73 22.6 10.96 13.83 12.41
CVSCYPLFGK 3 0.9139

IPI00738381 EEF1G Elongation factor 1‐gamma 1 7.32 3 3 6,618,478        6,331,048        5,416,380        5,877,400        5,849,649        7,091,213        5,425,349        912,976       2,063,141        899,516           1,067,836          922,381            700,337           1,035,126      13.79 32.59 16.61 18.17 15.77 9.88 19.08
ILGLLDAYLK 2 0.9997
STFVLDEFKR 3 0.9996

WFLTCINQPQFR 2 0.9998
IPI00739387 FLJ45872 cDNA FLJ45872 fis, clone OCBBF3005843 0.942 7.1 1 1 11,615,610     12,561,430     7,267,750        9,485,710        7,654,150        11,571,230     7,172,860        3,050,259    2,938,822        727,129           2,204,572          926,353            2,180,193        1,449,192      26.26 23.4 10 23.24 12.1 18.84 20.2

VLLLLFTSLCLK 3 0.9422
IPI00739539 POTEF POTE ankyrin domain family member F 1 7.53 6 8 147,504,638   149,485,898   125,951,960   125,454,163   138,550,503   164,062,527   135,449,930   8,153,152    39,196,053      11,760,833     14,542,939        9,911,107        15,810,148      32,205,583    5.53 26.22 9.34 11.59 7.15 9.64 23.78

AVFPSIVGR 2 0.8105
AVFPSIVGRPR 2 0.999

LCYVALDFEQEMATVASSSSLEK 3 0.922
QEYDESGPSIVHR 2 0.9998
QEYDESGPSIVHR 3 0.9997

SYELPDGQVITIGNER 2 0.9998
SYELPDGQVITIGNER 3 0.9998

VAPEEHPVLLTEATLNPK 3 0.9656
IPI00739998 LOC644961 Similar to Actin, cytoplasmic 1 0.983 14.21 1 1 23,153,100     21,338,650     15,116,880     18,383,000     15,896,710     21,907,300     14,522,920     3,109,382    7,795,001        2,943,655       4,603,783          2,319,639        4,122,351        5,451,449      13.43 36.53 19.47 25.04 14.59 18.82 37.54

CPEALFQPSFLGMESCGIHETTFNSIMK 3 0.9991
IPI00742127 ‐ Similar to Heterogeneous nuclear ribonucleoprotein A1 (Helix‐destabili 1 14.38 3 4 4,243,584        4,125,447        4,724,351        4,079,456        4,220,069        5,006,631        4,650,408        744,770       1,022,603        750,534           198,747              970,852            782,429           970,240          17.55 24.79 15.89 4.87 23.01 15.63 20.86

EDSERPGAHLTVK 3 0.9446
GFGFVTYATVEEVDAAMNAR 2 0.9998
GFGFVTYATVEEVDAAMNAR 3 0.9998

IEVIEIMTDR 2 0.9998
IPI00742682 TPR Nucleoprotein TPR 0.984 1.31 2 2 10,712,530     11,817,070     9,891,460        11,383,920     10,899,690     13,538,690     9,807,120        553,690       2,991,153        731,996           901,148              1,700,997        2,294,120        976,702          5.17 25.31 7.4 7.92 15.61 16.94 9.96

KLELDILPLQEANAELSEK 3 0.9119
LDELQASDVSVK 2 0.9392

IPI00743713 PKLR Pyruvate kinase 0.97 2.67 1 1 1,111,726        1,146,506        1,205,458        1,278,376        958,996           1,225,956        1,001,576        314,462       360,078            287,286           339,152              205,598            150,621           190,497          28.29 31.41 23.83 26.53 21.44 12.29 19.02



IPI00909829 PKLR Pyruvate kinase 0.97 3.28 1 1 1,111,726        1,146,506        1,205,458        1,278,376        958,996           1,225,956        1,001,576        314,462       360,078            287,286           339,152              205,598            150,621           190,497          28.29 31.41 23.83 26.53 21.44 12.29 19.02
IPI00941093 PKLR Isoform L‐type of Pyruvate kinase isozymes R/L 0.97 2.95 1 1 1,111,726        1,146,506        1,205,458        1,278,376        958,996           1,225,956        1,001,576        314,462       360,078            287,286           339,152              205,598            150,621           190,497          28.29 31.41 23.83 26.53 21.44 12.29 19.02

RFDEILEVSDGIMVAR 3 0.9702
IPI00743931 GORASP2 cDNA FLJ59712, highly similar to Golgi reassembly‐stacking protein 2 0.995 8.19 2 2 6,320,727        5,395,367        4,631,817        4,318,677        4,862,473        5,660,580        6,289,523        1,127,644    2,296,067        967,509           529,798              835,900            886,099           3,208,031      17.84 42.56 20.89 12.27 17.19 15.65 51.01
IPI00916299 GORASP2 cDNA FLJ54595, highly similar to Golgi reassembly‐stacking protein 2 0.995 9.38 2 2 6,320,727        5,395,367        4,631,817        4,318,677        4,862,473        5,660,580        6,289,523        1,127,644    2,296,067        967,509           529,798              835,900            886,099           3,208,031      17.84 42.56 20.89 12.27 17.19 15.65 51.01
IPI00941614 GORASP2 Isoform 1 of Golgi reassembly‐stacking protein 2 0.995 8.41 2 2 6,320,727        5,395,367        4,631,817        4,318,677        4,862,473        5,660,580        6,289,523        1,127,644    2,296,067        967,509           529,798              835,900            886,099           3,208,031      17.84 42.56 20.89 12.27 17.19 15.65 51.01

AGLEPFFDFIVSINGSR 2 0.9947
ETSVTPSNLWGGQGLLGVSIR 3 0.9153

IPI00744618 STMN1 Stathmin (Fragment) 0.988 34.33 3 3 9,185,658        8,174,928        8,779,910        9,483,626        8,516,284        9,773,520        7,857,276        879,234       1,581,157        1,274,343       1,033,945          715,424            1,471,595        1,115,036      9.57 19.34 14.51 10.9 8.4 15.06 14.19
ASGQAFELILSPR 2 0.9147

QDINLCNGQINFISITGRK 2 0.8923
SKESVPEFPLSPPK 3 0.9876

IPI00744692 TALDO1 Transaldolase 1 42.43 15 17 116,662,445   115,443,843   111,617,309   114,727,279   106,464,628   132,622,571   105,068,702   7,833,303    27,192,001      7,322,718       11,242,164        10,753,250      6,916,832        20,609,560    6.71 23.55 6.56 9.8 10.1 5.22 19.62
ALAGCDFLTISPK 2 0.9874
FAADAVKLER 3 0.9825

ILDWHVANTDKK 2 0.9995
ILDWHVANTDKK 3 0.9968
LFVLFGAEILK 2 0.9852

LGGSQEDQIKNAIDKLFVLFGAEILK 3 0.9962
LIELYK 2 0.9026

LLGELLQDNAK 2 0.9998
LSFDKDAMVAR 2 0.9992
LSFDKDAMVAR 3 0.9997
LSSTWEGIQAGK 2 0.9998
MESALDQLK 2 0.9965

NAIDKLFVLFGAEILK 3 0.8635
RLIELYK 2 0.9815

SYEPLEDPGVK 2 0.9997
TIVMGASFR 2 0.9787

WLHNEDQMAVEK 2 0.9998
IPI00744835 PSAP Isoform Sap‐mu‐9 of Proactivator polypeptide 1 16.51 6 7 13,132,986     11,289,900     10,419,553     11,930,402     10,668,743     12,604,884     10,813,195     1,050,698    2,028,045        1,150,600       1,521,690          1,049,500        1,828,715        1,884,844      8 17.96 11.04 12.75 9.84 14.51 17.43
IPI00873020 PSAP Putative uncharacterized protein PSAP 1 16.51 6 7 13,132,986     11,289,900     10,419,553     11,930,402     10,668,743     12,604,884     10,813,195     1,050,698    2,028,045        1,150,600       1,521,690          1,049,500        1,828,715        1,884,844      8 17.96 11.04 12.75 9.84 14.51 17.43
IPI00873201 PSAP Isoform Sap‐mu‐6 of Proactivator polypeptide 1 16.54 6 7 13,132,986     11,289,900     10,419,553     11,930,402     10,668,743     12,604,884     10,813,195     1,050,698    2,028,045        1,150,600       1,521,690          1,049,500        1,828,715        1,884,844      8 17.96 11.04 12.75 9.84 14.51 17.43

EIVDSYLPVILDIIK 2 0.9998
EIVDSYLPVILDIIK 3 0.9998
GCSFLPDPYQK 2 0.9989
LGPGMADICK 2 0.9996

QCDQFVAEYEPVLIEILVEVMDPSFVCLK 2 0.9998
QEILAALEK 2 0.9958

SDVYCEVCEFLVK 2 0.9998
IPI00745233 GSTA2 Glutathione S‐transferase A2 1 8.56 1 2 3,230,913        3,154,763        3,421,760        2,979,140        3,149,253        3,529,183        3,531,947        409,571       785,813            537,561           763,797              474,438            565,450           555,643          12.68 24.91 15.71 25.64 15.07 16.02 15.73

NDGYLMFQQVPMVEIDGMK 2 0.9998
NDGYLMFQQVPMVEIDGMK 3 0.9998

IPI00745267 TPM1 Isoform 2 of Tropomyosin alpha‐1 chain 1 20.61 5 5 5,337,401        5,836,554        5,048,782        5,155,296        5,515,361        6,983,970        5,590,970        359,350       1,719,380        419,021           677,776              779,229            1,226,562        899,384          6.73 29.46 8.3 13.15 14.13 17.56 16.09
ETAEADVASLNR 2 0.9995
IQLVEEELDR 2 0.9996

IQLVEEELDRAQER 2 0.8432
LATALQKLEEAEKAADESER 3 0.9998

RIQLVEEELDRAQER 3 0.9994
IPI00793905PSAP15;SNORA62; 24 kDa protein 1 18.78 2 2 2,020,881        2,089,466        1,837,155        2,004,863        1,870,564        2,456,956        1,874,732        87,051         512,398            265,781           313,465              252,221            393,569           455,130          4.31 24.52 14.47 15.64 13.48 16.02 24.28
IPI00745789 RPSAP19 Similar to 40S ribosomal protein SA 1 13.75 2 2 2,020,881        2,089,466        1,837,155        2,004,863        1,870,564        2,456,956        1,874,732        87,051         512,398            265,781           313,465              252,221            393,569           455,130          4.31 24.52 14.47 15.64 13.48 16.02 24.28

AIVAIENPADVSVISSR 2 0.9998
FLAAGTHLGGTNLDFQMEQYIYK 3 0.9997

IPI00746165 WDR1 Isoform 1 of WD repeat‐containing protein 1 1 18.65 8 8 18,839,919     20,364,012     17,182,366     20,321,141     19,085,467     23,721,560     17,650,072     1,723,070    5,095,694        3,188,147       1,525,030          2,095,963        4,061,496        3,044,832      9.15 25.02 18.55 7.5 10.98 17.12 17.25
IPI00873622 WDR1 Putative uncharacterized protein WDR1 1 18.62 8 8 18,839,919     20,364,012     17,182,366     20,321,141     19,085,467     23,721,560     17,650,072     1,723,070    5,095,694        3,188,147       1,525,030          2,095,963        4,061,496        3,044,832      9.15 25.02 18.55 7.5 10.98 17.12 17.25

FGAVFLWDSGSSVGEITGHNK 3 0.9994
GPVTDVAYSHDGAFLAVCDASK 3 0.9997

IKDIAWTEDSKR 3 0.922
LYSILGTTLKDEGK 3 0.9481

SIQCLTVHK 2 0.8896
VFASLPQVER 2 0.9959

YAPSGFYIASGDVSGK 2 0.9997
YEYQPFAGK 2 0.9996

IPI00746326 PPM1G Protein phosphatase 1G variant (Fragment) 1 3.17 1 1 863,240           847,368           805,431           853,160           1,039,798        661,846           826,108           161,481       263,449            249,869           309,779              505,733            98,633             363,053          18.71 31.09 31.02 36.31 48.64 14.9 43.95
QLIVANAGDSR 2 0.9993

IPI00746575 SRSF2 cDNA FLJ39750 fis, clone SMINT2017736, moderately similar to SPLICIN 1 23.12 2 2 2,766,733        2,563,086        2,740,943        3,066,055        2,542,863        3,076,379        2,629,831        365,789       461,589            341,487           213,701              226,069            416,920           637,055          13.22 18.01 12.46 6.97 8.89 13.55 24.22
DAEDATDAGAAALGGVAAADPGVGAVPGLAADLATAAR 3 0.8938

VGDVYIPR 2 0.9984
IPI00746777 ADH5;ADH5P4 Alcohol dehydrogenase class‐3 1 21.66 6 6 32,220,975     32,698,288     32,032,700     33,192,735     31,236,500     37,787,305     30,095,878     4,133,645    7,037,092        3,347,698       4,430,969          3,163,297        4,769,333        6,356,699      12.83 21.52 10.45 13.35 10.13 12.62 21.12

AAVAWEAGKPLSIEEIEVAPPK 3 0.9781
AFELMHSGK 2 0.9991

AGDTVIPLYIPQCGECK 2 0.9614
GLMPDGTSR 2 0.9736
LVSEYMSK 2 0.9777

VDEFVTHNLSFDEINK 3 0.9997
IPI00746782 MPST 3‐mercaptopyruvate sulfurtransferase variant (Fragment) 1 13.06 3 3 3,857,873        4,205,007        3,785,612        3,772,362        3,796,470        5,281,910        3,984,080        220,280       939,507            246,832           533,698              918,739            511,883           880,642          5.71 22.34 6.52 14.15 24.2 9.69 22.1
IPI00877618 MPST Mercaptopyruvate sulfurtransferase 1 18.3 3 3 3,857,873        4,205,007        3,785,612        3,772,362        3,796,470        5,281,910        3,984,080        220,280       939,507            246,832           533,698              918,739            511,883           880,642          5.71 22.34 6.52 14.15 24.2 9.69 22.1
IPI00942726 MPST 27 kDa protein 1 16.73 3 3 3,857,873        4,205,007        3,785,612        3,772,362        3,796,470        5,281,910        3,984,080        220,280       939,507            246,832           533,698              918,739            511,883           880,642          5.71 22.34 6.52 14.15 24.2 9.69 22.1
IPI00943076 MPST 33 kDa protein 1 13.76 3 3 3,857,873        4,205,007        3,785,612        3,772,362        3,796,470        5,281,910        3,984,080        220,280       939,507            246,832           533,698              918,739            511,883           880,642          5.71 22.34 6.52 14.15 24.2 9.69 22.1

AGQPLQLLDASWYLPK 2 0.9997
ALVSAQWVAEALR 2 0.9997
TYEDIKENLESR 3 0.9941

IPI00746806 CTTN Cortactin, isoform CRA_a 1 11.99 6 6 7,410,185        7,752,473        6,632,163        7,337,883        7,178,853        8,360,621        6,946,000        284,871       1,928,508        597,659           1,015,887          612,008            1,007,033        1,671,283      3.84 24.88 9.01 13.84 8.53 12.04 24.06
GPVSGTEPEPVYSMEAADYR 2 0.9998
MDKNASTFEDVTQVSSAYQK 3 0.9998

SAVGFDYQGK 2 0.9997
SAVGFEYQGK 2 0.9996

VDKSAVGFEYQGK 2 0.8963
VDQSAVGFEYQGK 2 0.9929

IPI00747053 ERCC3 TFIIH basal transcription factor complex helicase XPB subunit 0.91 2.3 1 1 2,816,150        2,592,461        2,608,650        3,208,120        2,736,820        3,623,070        3,159,400        478,114       1,282,694        663,412           1,060,071          950,440            1,653,775        677,481          16.98 49.48 25.43 33.04 34.73 45.65 21.44
TQEWGLMILDEVHTIPAK 2 0.8678

IPI00747722 GALK1 Putative uncharacterized protein GALK1 1 5.75 2 2 7,130,770        6,763,140        6,306,890        6,321,167        6,430,760        7,205,630        6,077,093        455,698       1,697,812        1,204,253       585,151              774,411            664,423           1,091,503      6.39 25.1 19.09 9.26 12.04 9.22 17.96
EVQLEELEAAR 2 0.9822
QPQVAELLAEAR 2 0.9974

IPI00747764 KPNA6 cDNA FLJ53229, highly similar to Importin alpha‐7 subunit 0.994 6.47 2 2 2,833,973        3,202,693        1,928,203        2,224,052        2,255,168        4,568,949        1,908,889        223,074       1,371,547        339,002           704,660              638,102            2,628,351        309,431          7.87 42.82 17.58 31.68 28.3 57.53 16.21
AQIQAVIDANIFPVLIEILQK 3 0.994

IVQVALNGLENILR 2 0.9895
IPI00747859 ABHD14B Putative uncharacterized protein ABHD14B 1 28.85 4 4 12,688,581     12,456,628     12,002,965     11,538,864     12,321,313     14,768,553     11,029,622     625,993       2,006,153        1,396,966       871,674              1,282,349        3,668,953        1,785,425      4.93 16.11 11.64 7.55 10.41 24.84 16.19

EGTIQVQGQALFFR 2 0.9912
FSSETWQNLGTLHR 3 0.9997

FSVLLLHGIR 2 0.9996
TPALIVYGDQDPMGQTSFEHLK 3 0.9998

IPI00748256 PSME1 proteasome activator complex subunit 1 isoform 2 1 28.8 5 6 23,406,115     23,091,005     21,193,175     21,377,005     22,565,335     25,025,335     21,939,495     1,708,242    5,438,013        1,270,274       2,400,001          2,330,302        1,037,337        4,213,153      7.3 23.55 5.99 11.23 10.33 4.15 19.2
APLDIPVPDPVKEK 3 0.9972



IEDGNNFGVAVQEK 2 0.9998
KISELDAFLKEPALNEANLSNLK 3 0.8723

LEGFHTQISK 2 0.9972
LEGFHTQISK 3 0.8868
TENLLGSYFPK 2 0.9997

IPI00908824 ‐ Serine hydroxymethyltransferase 0.994 6.08 2 2 1,040,859        1,054,713        1,034,342        1,001,885        991,411           1,103,743        922,971           114,550       243,228            88,448             103,111              160,048            99,840             143,654          11.01 23.06 8.55 10.29 16.14 9.05 15.56
IPI00748411 SHMT2 Serine hydroxymethyltransferase 0.994 4.48 2 2 1,040,859        1,054,713        1,034,342        1,001,885        991,411           1,103,743        922,971           114,550       243,228            88,448             103,111              160,048            99,840             143,654          11.01 23.06 8.55 10.29 16.14 9.05 15.56

ISATSIFFESMPYK 2 0.9941
LGAPALTSR 2 0.9225

IPI00748640 MPI cDNA FLJ56688, highly similar to Mannose‐6‐phosphate isomerase 0.96 4.42 1 1 1,388,213        1,573,733        1,789,843        1,540,980        1,667,507        2,028,957        1,661,423        137,895       351,401            420,726           275,488              296,775            277,164           280,503          9.93 22.33 23.51 17.88 17.8 13.66 16.88
VFPLSCAVQQYAWGK 2 0.9601

IPI00748715 9‐Sep SEPT9 protein (Fragment) 1 9.68 2 3 823,154           1,132,603        872,817           953,078           1,082,227        1,277,260        878,228           99,900         363,916            65,421             198,760              216,326            199,143           152,005          12.14 32.13 7.5 20.85 19.99 15.59 17.31
APVDFGYVGIDSILEQMR 2 0.9951
APVDFGYVGIDSILEQMR 3 0.9663
LEPKPQPPVAEATPR 3 0.9982

IPI00748807 NUP160 Isoform 1 of Nuclear pore complex protein Nup160 0.992 1.88 1 1 214,159           200,449           215,425           208,734           179,231           169,656           161,626           48,903         12,881              49,456             17,347                52,506              30,793             25,614            22.83 6.43 22.96 8.31 29.3 18.15 15.85
IPI00930629 NUP160 Putative uncharacterized protein NUP160 0.992 2.05 1 1 214,159           200,449           215,425           208,734           179,231           169,656           161,626           48,903         12,881              49,456             17,347                52,506              30,793             25,614            22.83 6.43 22.96 8.31 29.3 18.15 15.85

LLDVIGLPELVIQLATSAITEAGDDWK 3 0.9922
IPI00748819 NPNT cDNA FLJ60269, highly similar to Homo sapiens nephronectin (NPNT), m 0.988 2.41 1 1 866,988           928,430           1,008,318        919,866           973,140           981,304           948,050           186,267       296,507            266,453           116,226              236,106            102,321           211,162          21.48 31.94 26.43 12.64 24.26 10.43 22.27
IPI00910888 NPNT 65 kDa protein 0.988 2.35 1 1 866,988           928,430           1,008,318        919,866           973,140           981,304           948,050           186,267       296,507            266,453           116,226              236,106            102,321           211,162          21.48 31.94 26.43 12.64 24.26 10.43 22.27
IPI00940626 NPNT Isoform 1 of Nephronectin 0.988 2.48 1 1 866,988           928,430           1,008,318        919,866           973,140           981,304           948,050           186,267       296,507            266,453           116,226              236,106            102,321           211,162          21.48 31.94 26.43 12.64 24.26 10.43 22.27
IPI00964777 NPNT Putative uncharacterized protein NPNT 0.988 2.3 1 1 866,988           928,430           1,008,318        919,866           973,140           981,304           948,050           186,267       296,507            266,453           116,226              236,106            102,321           211,162          21.48 31.94 26.43 12.64 24.26 10.43 22.27
IPI00965931 NPNT Protein 0.988 3.09 1 1 866,988           928,430           1,008,318        919,866           973,140           981,304           948,050           186,267       296,507            266,453           116,226              236,106            102,321           211,162          21.48 31.94 26.43 12.64 24.26 10.43 22.27

QPSNDLFEIFEIER 2 0.9877
IPI00749029 DHX57 Isoform 2 of Putative ATP‐dependent RNA helicase DHX57 0.991 3.04 1 1 3,044,500        3,065,485        3,027,990        3,367,775        3,423,965        4,275,565        3,347,910        425,975       533,610            441,266           836,796              1,001,265        691,387           546,588          13.99 17.41 14.57 24.85 29.24 16.17 16.33

SHGSGGGGGGGGGGGGGNRK 2 0.9474
IPI00759596 HNRNPC Isoform 4 of Heterogeneous nuclear ribonucleoproteins C1/C2 1 24.4 7 7 12,672,045     12,995,486     12,491,778     12,774,175     13,055,353     16,360,516     11,978,652     735,504       2,840,067        1,618,141       1,402,584          1,381,881        2,215,142        2,645,739      5.8 21.85 12.95 10.98 10.58 13.54 22.09

GFAFVQYVNER 2 0.9998
KSDVEAIFSK 3 0.9989

MIAGQVLDINLAAEPK 2 0.9998
QKVDSLLENLEK 2 0.9991
SDVEAIFSK 2 0.9994
VDSLLENLEK 2 0.9994

VFIGNLNTLVVK 2 0.9998
IPI00759759 EPS8L2 Isoform 2 of Epidermal growth factor receptor kinase substrate 8‐like p 1 10.09 2 2 4,164,955        3,750,120        3,944,306        4,562,920        3,801,380        4,432,375        4,073,315        738,442       813,495            821,059           517,391              582,154            841,489           959,331          17.73 21.69 20.82 11.34 15.31 18.99 23.55

NANELSVLKDEVLEVLEDGRQWWK 3 0.9986
VYSQLTMQK 2 0.9979

IPI00760666 C11orf54 Isoform 4 of Ester hydrolase C11orf54 1 11.27 2 2 5,054,001        4,639,996        4,460,484        4,280,555        4,227,718        4,656,578        4,551,143        594,247       899,161            673,045           571,868              765,285            460,805           863,144          11.76 19.38 15.09 13.36 18.1 9.9 18.97
APLVCLPVFVSR 2 0.9996
TGPLNFVTCMR 2 0.9725

IPI00760940 OC723972;ANP32 Hepatopoietin PCn127 1 11.84 3 3 5,667,899        5,940,794        5,107,801        5,570,462        5,509,499        6,500,261        5,229,502        376,178       1,436,006        875,587           858,714              458,749            953,812           896,934          6.64 24.17 17.14 15.42 8.33 14.67 17.15
ELVLDNSR 2 0.9995

SLDLFNCEVTNLNDYR 2 0.9998
SLDLFNCEVTNLNDYRENVFK 3 0.9998

IPI00782966 ZFP106 Zinc finger protein 106 homolog 0.905 1.43 1 1 9,389,140        9,207,560        8,402,990        10,759,010     7,750,790        9,019,580        7,043,290        1,821,122    2,628,406        1,686,469       2,089,271          1,200,684        1,252,286        1,282,714      19.4 28.55 20.07 19.42 15.49 13.88 18.21
SEMIEKPLFDFSLITTGIQEPQTDETR 3 0.905

IPI00782992 SRRM2 Isoform 1 of Serine/arginine repetitive matrix protein 2 0.922 0.51 1 1 3,969,170        3,447,490        4,711,930        4,582,880        4,176,390        4,037,740        3,893,130        981,118       714,749            746,911           844,360              787,631            398,507           885,599          24.72 20.73 15.85 18.42 18.86 9.87 22.75
MAPALSGANLTSPR 2 0.8981

IPI00783097 GARS Glycyl‐tRNA synthetase 1 23.95 11 11 34,774,475     33,111,115     30,793,240     33,270,015     32,474,665     40,595,200     30,915,730     2,651,880    7,212,514        3,028,558       4,255,877          5,821,077        4,516,744        5,393,531      7.63 21.78 9.84 12.79 17.92 11.13 17.45
IPI00915808 GARS Putative uncharacterized protein GARS 1 25.84 11 11 34,774,475     33,111,115     30,793,240     33,270,015     32,474,665     40,595,200     30,915,730     2,651,880    7,212,514        3,028,558       4,255,877          5,821,077        4,516,744        5,393,531      7.63 21.78 9.84 12.79 17.92 11.13 17.45

CSVLPLSQNQEFMPFVK 2 0.9997
KSEMESVLAQLDNYGQQELADLFVNYNVK 3 0.9904

LGDAVEQGVINNTVLGYFIGR 3 0.9998
LLEFNQGK 2 0.8165

LPFAAAQIGNSFR 2 0.9997
NNIIQTWR 2 0.9509

SPITGNDLSPPVSFNLMFK 2 0.9997
TFFSFPAVVAPFK 2 0.9998

TFIGPGGNMPGYLRPETAQGIFLNFK 3 0.8913
TVNVVQFEPSK 2 0.999
YPLFEGQETGKK 3 0.9975

IPI00783271 LRPPRC Leucine‐rich PPR motif‐containing protein, mitochondria 1 4.59 4 4 6,186,219        6,370,123        6,963,535        7,531,403        6,762,792        8,328,534        6,389,876        640,188       1,524,768        867,092           1,294,542          3,287,358        2,236,253        1,521,145      10.35 23.94 12.45 17.19 48.61 26.85 23.81
AMDFVSQEQGEMVMLYDLFFAFLQTGNYK 3 0.9698

IQEENVIPR 2 0.8583
MEEANIQPNR 2 0.9445

SMNINLWSEITELLYK 2 0.9997
IPI00783313 PYGL Glycogen phosphorylase, liver form 1 14.29 9 9 149,420,002   151,625,963   155,963,213   163,656,322   151,795,208   190,960,499   125,264,423   16,958,421  50,608,106      14,947,728     11,034,463        27,258,342      41,329,688      25,334,708    11.35 33.38 9.58 6.74 17.96 21.64 20.22
IPI00943894 PYGL glycogen phosphorylase, liver form isoform 2 1 14.88 9 9 149,420,002   151,625,963   155,963,213   163,656,322   151,795,208   190,960,499   125,264,423   16,958,421  50,608,106      14,947,728     11,034,463        27,258,342      41,329,688      25,334,708    11.35 33.38 9.58 6.74 17.96 21.64 20.22

APNDFNLR 2 0.999
DFNVGDYIQAVLDR 2 0.9996

GAGTVFDAFPDQVAIQLNDTHPALAIPELMR 3 0.9997
IDDVAALDKK 2 0.974

LKQEYFVVAATLQDIIR 3 0.9977
LVIDQIDNGFFSPK 2 0.9972

VIFLENYR 2 0.9996
VLYPNDNFFEGK 2 0.9997

YGNPWEK 2 0.9728
IPI00783781 NUP205 Nuclear pore complex protein Nup205 1 1.49 2 2 7,923,580        7,144,851        7,874,170        8,230,550        7,493,830        10,919,858     8,345,928        932,971       1,402,346        914,637           1,028,521          1,753,552        4,540,140        2,792,090      11.77 19.63 11.62 12.5 23.4 41.58 33.45

ENIAIIESYGAALMEVVCR 3 0.9917
KLLDIEGLYSK 2 0.9827

IPI00783859 VPS13D Isoform 2 of Vacuolar protein sorting‐associated protein 13D 0.912 0.48 1 1 755,184           499,003           710,590           635,680           620,100           681,439           585,582           296,178       142,396            155,316           145,240              155,584            229,560           168,112          39.22 28.54 21.86 22.85 25.09 33.69 28.71
IPI00784473 VPS13D Isoform 1 of Vacuolar protein sorting‐associated protein 13D 0.912 0.48 1 1 755,184           499,003           710,590           635,680           620,100           681,439           585,582           296,178       142,396            155,316           145,240              155,584            229,560           168,112          39.22 28.54 21.86 22.85 25.09 33.69 28.71
IPI00924608 VPS13D vacuolar protein sorting‐associated protein 13D isoform 1 0.912 0.48 1 1 755,184           499,003           710,590           635,680           620,100           681,439           585,582           296,178       142,396            155,316           145,240              155,584            229,560           168,112          39.22 28.54 21.86 22.85 25.09 33.69 28.71

HVYEQVLQTLDNLVYSEDLNK 2 0.9125
IPI00783872 CAPRIN1 Isoform 1 of Caprin‐1 1 4.8 2 2 3,873,712        3,662,533        3,795,108        3,658,100        3,868,905        4,109,315        3,943,315        200,096       735,098            636,455           357,433              344,375            667,719           239,987          5.17 20.07 16.77 9.77 8.9 16.25 6.09
IPI00873926 CAPRIN1 Isoform 2 of Caprin‐1 1 4.9 2 2 3,873,712        3,662,533        3,795,108        3,658,100        3,868,905        4,109,315        3,943,315        200,096       735,098            636,455           357,433              344,375            667,719           239,987          5.17 20.07 16.77 9.77 8.9 16.25 6.09

QGLNGVPILSEEELSLLDEFYK 2 0.999
YQEVTNNLEFAK 2 0.9988

IPI00783982 COPG Coatomer subunit gamma 1 7.09 4 4 23,448,960     24,299,845     22,275,975     21,749,965     20,301,300     27,472,415     20,652,540     4,553,176    5,762,366        3,929,602       3,750,352          3,377,061        3,003,300        4,304,738      19.42 23.71 17.64 17.24 16.63 10.93 20.84
ALQQYTLEPSEKPFDLK 3 0.9991

ATFYLNVLEQK 2 0.9918
QLEEEDGSRDSPLFDFIESCLR 3 0.9922

SIATLAITTLLK 2 0.9997
IPI00784154 HSPD1 60 kDa heat shock protein, mitochondrial 1 52.71 22 27 313,257,518   310,927,808   272,461,109   275,218,745   287,167,360   350,332,343   270,967,355   14,382,985  72,714,110      34,939,299     29,115,038        22,828,943      30,164,974      45,175,565    4.59 23.39 12.82 10.58 7.95 8.61 16.67

AAVEEGIVLGGGCALLR 2 0.9998
ALMLQGVDLLADAVAVTMGPK 2 0.9998

CEFQDAYVLLSEK 2 0.9998
CEFQDAYVLLSEKK 3 0.9998

CIPALDSLTPANEDQK 2 0.9998
GVMLAVDAVIAELKK 2 0.9998
GVMLAVDAVIAELKK 3 0.9975

GYISPYFINTSK 2 0.9998
IGIEIIKR 2 0.9634

IMQSSSEVGYDAMAGDFVNMVEK 2 0.9998



IMQSSSEVGYDAMAGDFVNMVEK 3 0.9998
IQEIIEQLDVTTSEYEKEK 3 0.9991

IQEIIEQLDVTTSEYEKEKLNER 3 0.9945
ISSIQSIVPALEIANAHR 2 0.9997
ISSIQSIVPALEIANAHR 3 0.9998
KISSIQSIVPALEIANAHR 3 0.9998

KPLVIIAEDVDGEALSTLVLNR 3 0.9998
LSDGVAVLK 2 0.9996

LVQDVANNTNEEAGDGTTTATVLAR 2 0.9998
LVQDVANNTNEEAGDGTTTATVLAR 3 0.9998

NAGVEGSLIVEK 2 0.9998
TALLDAAGVASLLTTAEVVVTEIPKEEK 3 0.9998

TLKIPAMTIAK 2 0.9869
TLNDELEIIEGMK 2 0.9998

TLNDELEIIEGMKFDR 2 0.9243
TLNDELEIIEGMKFDR 3 0.9998
TVIIEQSWGSPK 2 0.9998

IPI00784156 AP2B1 Isoform 1 of AP‐2 complex subunit beta 1 9.39 8 8 6,508,516        6,453,282        6,273,500        6,879,277        6,540,745        7,863,876        5,922,285        624,934       1,395,567        464,927           1,170,649          1,142,367        1,046,465        865,788          9.6 21.63 7.41 17.02 17.47 13.31 14.62
IPI00784366 AP2B1 Isoform 2 of AP‐2 complex subunit beta 1 9.25 8 8 6,508,516        6,453,282        6,273,500        6,879,277        6,540,745        7,863,876        5,922,285        624,934       1,395,567        464,927           1,170,649          1,142,367        1,046,465        865,788          9.6 21.63 7.41 17.02 17.47 13.31 14.62

CVSTLLDLIQTK 2 0.9943
KGEIFELK 2 0.9949

LAPPLVTLLSGEPEVQYVALR 3 0.9944
LASQANIAQVLAELK 2 0.9994

LASQANIAQVLAELKEYATEVDVDFVR 3 0.9997
LASQANIAQVLAELKEYATEVDVDFVRK 3 0.9574

LVYLYLMNYAK 2 0.9865
YNDPIYVK 2 0.9516

IPI00784320 FAM83H Protein FAM83H 0.988 1.36 1 1 8,083,100        7,214,840        7,106,060        7,442,970        7,983,810        6,838,790        7,400,340        672,437       1,955,645        1,793,463       1,340,199          1,481,578        1,224,546        2,503,394      8.32 27.11 25.24 18.01 18.56 17.91 33.83
RLEAEAGPAGELAGAR 3 0.9845

IPI00784835 9‐Sep septin‐9 isoform f 0.995 8.06 2 2 1,426,661        1,645,540        1,266,758        1,340,180        1,543,654        1,646,133        1,259,589        71,544         411,498            68,049             122,102              256,941            297,117           142,903          5.01 25.01 5.37 9.11 16.64 18.05 11.35
IPI00883870 9‐Sep septin‐9 isoform d 0.995 5.7 2 2 1,426,661        1,645,540        1,266,758        1,340,180        1,543,654        1,646,133        1,259,589        71,544         411,498            68,049             122,102              256,941            297,117           142,903          5.01 25.01 5.37 9.11 16.64 18.05 11.35

ADTLTLEER 2 0.96
APVDFGYVGIDSILEQMR 2 0.9951

IPI00787316 ‐ Putative uncharacterized protein 1 19.65 2 2 6,501,805        6,521,325        6,640,375        6,252,255        5,954,820        6,552,385        5,433,215        1,021,462    1,905,114        958,812           800,104              856,515            779,198           616,056          15.71 29.21 14.44 12.8 14.38 11.89 11.34
HTGPGILSMANAGPNTNDSQIFICTAK 3 0.9994

TEWLDGK 1 0.9956
IPI00788011 LOC728622 similar to S‐phase kinase‐associated protein 1A 1 11.31 1 2 3,379,338        3,425,941        2,845,716        2,956,160        3,456,870        4,234,500        3,492,933        279,441       876,554            479,835           726,027              320,642            385,828           1,061,120      8.27 25.59 16.86 24.56 9.28 9.11 30.38

VDQGTLFELILAANYLDIK 2 0.9997
VDQGTLFELILAANYLDIK 3 0.9997

IPI00788220 LOC645490 HCG1991922, isoform CRA_a 1 29.26 4 4 4,087,985        4,895,978        4,690,112        4,747,034        4,945,228        5,918,046        4,482,604        220,304       1,387,067        1,026,675       862,619              670,945            638,350           861,407          5.39 28.33 21.89 18.17 13.57 10.79 19.22
DEEDEDEEDDEDEEDVGSSAVFLLSIK 3 0.8162

KLGEMWNNTAADDKQPYEK 3 0.9998
LGEMWNNTAADDKQPYEK 3 0.9998

YEKDIAAYR 3 0.9984
IPI00788630 KLC4 Isoform 2 of Kinesin light chain 4 0.994 16.03 2 2 1,813,661        1,767,651        1,662,898        1,656,767        1,744,564        2,186,627        1,729,378        130,161       352,462            223,497           266,026              265,040            585,802           406,204          7.18 19.94 13.44 16.06 15.19 26.79 23.49
IPI00909371 KLC4 cDNA FLJ58264, highly similar to Kinesin light chain 4 0.994 3.87 2 2 1,813,661        1,767,651        1,662,898        1,656,767        1,744,564        2,186,627        1,729,378        130,161       352,462            223,497           266,026              265,040            585,802           406,204          7.18 19.94 13.44 16.06 15.19 26.79 23.49
IPI00945157 KLC4 Putative uncharacterized protein KLC4 0.994 25.61 2 2 1,813,661        1,767,651        1,662,898        1,656,767        1,744,564        2,186,627        1,729,378        130,161       352,462            223,497           266,026              265,040            585,802           406,204          7.18 19.94 13.44 16.06 15.19 26.79 23.49
IPI00947002 KLC4 Putative uncharacterized protein KLC4 0.994 22.83 2 2 1,813,661        1,767,651        1,662,898        1,656,767        1,744,564        2,186,627        1,729,378        130,161       352,462            223,497           266,026              265,040            585,802           406,204          7.18 19.94 13.44 16.06 15.19 26.79 23.49
IPI00947288 KLC4 Putative uncharacterized protein KLC4 0.994 25 2 2 1,813,661        1,767,651        1,662,898        1,656,767        1,744,564        2,186,627        1,729,378        130,161       352,462            223,497           266,026              265,040            585,802           406,204          7.18 19.94 13.44 16.06 15.19 26.79 23.49

LSQEEILGSTR 2 0.9938
LVSQGLEALR 2 0.9132

IPI00788719 ACY1 Putative uncharacterized protein ACY1 1 19.03 5 5 10,249,992     10,114,726     9,036,708        9,285,681        9,563,021        10,922,637     9,164,950        295,290       2,576,568        981,942           1,211,358          935,257            891,764           1,950,108      2.88 25.47 10.87 13.05 9.78 8.16 21.28
AVGVPALGFSPMNR 2 0.9998

CVSIQYLEAVR 2 0.9992
DMNLTLEPEIMPAATDNR 2 0.9997

GPEEEHPSVTLFR 3 0.9997
LLPALASVPALPSDS 2 0.9845

IPI00788730NORA4;MIR1248;S25 kDa protein 1 24.66 4 4 5,922,506        6,178,516        5,123,219        5,703,001        5,583,633        7,738,467        5,233,315        264,585       1,580,513        762,433           815,891              659,406            1,961,328        1,284,841      4.47 25.58 14.88 14.31 11.81 25.35 24.55
DFTVSALHGDMDQKER 2 0.9316
LQAEAPHIVVGTPGR 3 0.9997
MFVLDEADEMLSR 2 0.9998

VLITTDLLAR 2 0.9998
IPI00788837 PCBP2 cDNA FLJ54752, highly similar to Poly(rC)‐binding protein 2 1 21.28 4 4 3,035,931        2,760,185        2,734,315        2,911,974        2,801,540        3,281,592        2,831,682        160,721       565,573            335,615           358,273              280,121            185,288           529,459          5.29 20.49 12.27 12.3 10 5.65 18.7

AITIAGIPQSIIECVK 2 0.9913
ESTGAQVQVAGDMLPNSTER 2 0.9998

IITLAGPTNAIFK 2 0.9996
INISEGNCPER 2 0.9998

IPI00788840 NAP1L4 Putative uncharacterized protein NAP1L4 1 31.46 5 5 8,641,548        8,382,809        7,781,273        7,777,631        8,478,972        9,990,041        8,041,975        509,353       1,850,745        646,110           624,186              1,045,580        980,113           1,500,971      5.89 22.08 8.3 8.03 12.33 9.81 18.66
FYEEVHDLER 3 0.9988
GIPEFWFTIFR 2 0.9997

LDNVPHTPSSYIETLPK 3 0.9998
LTDQVMQNPR 2 0.9998
VLAALQER 2 0.9951

IPI00788911 AP1B1 Protein 0.993 9.83 1 1 54,285             79,051             52,606             61,111             53,079             82,029             61,030             10,697         25,150              14,320             8,148                  10,635              27,208             15,782            19.71 31.81 27.22 13.33 20.04 33.17 25.86
VNYVVQEAIVVIKDIFR 3 0.9934

IPI00788942 RUVBL1 Isoform 2 of RuvB‐like 1 1 20.98 6 6 14,810,115     16,001,758     16,086,938     15,659,990     16,248,117     20,683,645     13,846,503     1,280,497    4,350,922        1,969,253       1,480,787          3,424,452        3,773,209        2,596,081      8.65 27.19 12.24 9.46 21.08 18.24 18.75
ALESSIAPIVIFASNR 2 0.9816
AVLLAGPPGTGK 2 0.9987
GLGLDESGLAK 2 0.9996
LRGEINKVVNK 2 0.8279

TALALAIAQELGSK 2 0.9997
VPFCPMVGSEVYSTEIK 2 0.9996

IPI00788993 CTNNB1 46 kDa protein 1 10.26 3 3 3,895,525        3,726,554        3,723,615        3,945,939        3,799,848        4,388,517        3,708,130        269,825       680,976            536,677           302,767              368,710            295,075           467,251          6.93 18.27 14.41 7.67 9.7 6.72 12.6
GLNTIPLFVQLLYSPIENIQR 2 0.9997

LVQLLVR 2 0.902
TSMGGTQQQFVEGVR 2 0.9975

IPI00969136 ‐ Calumenin isoform 6 1 7.92 2 2 4,340,325        4,159,233        4,368,031        4,421,813        4,767,266        5,486,513        4,199,480        743,831       798,315            340,108           434,061              1,345,946        609,429           598,046          17.14 19.19 7.79 9.82 28.23 11.11 14.24
IPI00789155 CALU cDNA FLJ31776 fis, clone NT2RI2008141, highly similar to CALUMENIN 1 6.5 2 2 4,340,325        4,159,233        4,368,031        4,421,813        4,767,266        5,486,513        4,199,480        743,831       798,315            340,108           434,061              1,345,946        609,429           598,046          17.14 19.19 7.79 9.82 28.23 11.11 14.24
IPI00941900 CALU Isoform 1 of Calumenin 1 6.67 2 2 4,340,325        4,159,233        4,368,031        4,421,813        4,767,266        5,486,513        4,199,480        743,831       798,315            340,108           434,061              1,345,946        609,429           598,046          17.14 19.19 7.79 9.82 28.23 11.11 14.24

TFDQLTPEESKER 3 0.9951
WIYEDVER 2 0.9972

IPI00789169 SEC13 28 kDa protein 1 20.08 3 3 3,628,782        3,649,859        3,445,036        3,437,342        3,573,419        4,302,892        3,620,735        431,780       864,809            498,615           605,674              402,274            393,238           680,888          11.9 23.69 14.47 17.62 11.26 9.14 18.81
DVAWAPSIGLPTSTIASCSQDGR 3 0.9986

FASGGCDNLIK 2 0.9947
VFIWTCDDASSNTWSPK 2 0.9995

IPI00789285 TXNDC17 11 kDa protein 0.988 14.29 1 1 2,360,183        2,372,463        2,040,780        2,045,873        2,396,817        2,341,400        2,624,663        269,144       493,310            328,463           225,053              543,554            384,353           448,522          11.4 20.79 16.09 11 22.68 16.42 17.09
YEEVSVSGFEEFHR 3 0.9879

IPI00789324 JUP cDNA FLJ60424, highly similar to Junction plakoglobin 1 27.89 11 14 130,134,978   129,623,563   115,257,330   122,503,538   122,556,348   147,500,427   117,303,400   5,529,887    31,905,208      11,669,532     12,079,360        12,515,652      14,580,151      22,317,253    4.25 24.61 10.12 9.86 10.21 9.88 19.03
AALEDTLAETEAR 2 0.9998
DAEAWFTSR 2 0.9998

FGAQLAHIQALISGIEAQLGDVR 2 0.9998
FGAQLAHIQALISGIEAQLGDVR 3 0.9998

FGAQLAHIQALISGIEAQLGDVRADSER 3 0.9998
GQVGGQVSVEVDSAPGTDLAK 2 0.9998



ILGATIENSR 2 0.9998
SAIVHLINYQDDAELATR 3 0.9997
SLLEGQEDHYNNLSASK 2 0.9998
SLLEGQEDHYNNLSASK 3 0.9989

SQYEVMAEQNR 2 0.9998
SQYEVMAEQNR 3 0.9996
SRLEQEIATYR 2 0.9996

TEELNREVAGHTEQLQMSR 3 0.9998
IPI00789389 TRA2B 8 kDa protein 1 23.88 1 1 726,760           864,702           793,196           752,324           825,720           1,033,698        833,068           43,232         267,404            87,616             140,313              142,178            160,485           142,780          5.95 30.92 11.05 18.65 17.22 15.53 17.14

YGPIADVSIVYDQQSR 2 0.9996
IPI00789437 NAP1L4 Putative uncharacterized protein NAP1L4 1 20.5 5 6 8,693,653        8,756,894        7,990,918        7,908,471        8,788,334        10,213,703     8,162,468        388,889       1,915,036        646,114           641,462              982,281            1,254,848        1,545,484      4.47 21.87 8.09 8.11 11.18 12.29 18.93

FYEEVHDLER 3 0.9988
GIPEFWFTIFR 2 0.9997
LTDQVMQNPR 2 0.9998

NVDMLSELVQEYDEPILK 2 0.9998
NVDMLSELVQEYDEPILK 3 0.9997

VLAALQER 2 0.9951
IPI00789454 TCEB1 9 kDa protein 0.995 30.95 2 2 3,816,328        3,631,928        3,487,920        3,730,688        3,784,523        4,289,443        3,632,273        447,855       819,985            320,938           542,810              999,829            472,844           880,357          11.74 22.58 9.2 14.55 26.42 11.02 24.24

LISSDGHEFIVK 2 0.9903
TYGGCEGPDAMYVK 2 0.9946

IPI00789815 GRB7 18 kDa protein 0.949 9.36 1 1 6,995,730        6,522,690        7,447,600        8,026,050        6,917,210        9,008,240        7,143,870        1,858,262    939,099            2,569,126       1,787,087          1,736,606        3,262,584        1,684,604      26.56 14.4 34.5 22.27 25.11 36.22 23.58
KWSPAVSMHTLVYPMK 2 0.9493

IPI00789999 DCTN2 13 kDa protein 0.992 12.28 1 1 4,802,375        5,418,025        3,679,200        3,230,348        4,940,600        6,306,925        5,306,600        895,972       2,578,312        649,730           705,332              870,384            914,980           2,812,799      18.66 47.59 17.66 21.83 17.62 14.51 53.01
LLHEVQELTTEVEK 2 0.9915

IPI00790016 NAP1L4 Putative uncharacterized protein NAP1L4 1 31.03 2 2 5,191,763        5,076,325        4,405,663        4,426,868        4,983,808        5,838,390        4,610,570        353,031       1,030,028        234,698           307,755              553,341            685,811           938,129          6.8 20.29 5.33 6.95 11.1 11.75 20.35
LTDQVMQNPR 2 0.9998
VLAALQER 2 0.9951

IPI00790077NORA4;MIR1248;S25 kDa protein 1 37.61 5 5 6,100,674        6,080,905        5,579,720        5,879,130        5,756,344        7,959,004        5,301,632        289,084       1,216,956        728,794           766,850              671,309            2,060,725        1,091,840      4.74 20.01 13.06 13.04 11.66 25.89 20.59
IPI00793328NORA4;MIR1248;S26 kDa protein 1 35.81 5 5 6,100,674        6,080,905        5,579,720        5,879,130        5,756,344        7,959,004        5,301,632        289,084       1,216,956        728,794           766,850              671,309            2,060,725        1,091,840      4.74 20.01 13.06 13.04 11.66 25.89 20.59

GIYAYGFEKPSAIQQR 3 0.9998
GYDVIAQAQSGTGK 2 0.9998

LNTSIQVVLLSATMPTDVLEVTKK 3 0.9955
LQAEAPHIVVGTPGR 3 0.9997
MFVLDEADEMLSR 2 0.9998

IPI00790172 KRT35 Keratin, type I cuticular Ha5 0.998 1.98 1 1 1,944,435        1,688,285        1,992,100        2,090,510        1,678,660        2,040,655        1,563,790        462,494       365,561            360,534           424,046              315,986            539,196           351,524          23.79 21.65 18.1 20.28 18.82 26.42 22.48
IPI00917866 KRT35 Putative uncharacterized protein KRT35 0.998 2.12 1 1 1,944,435        1,688,285        1,992,100        2,090,510        1,678,660        2,040,655        1,563,790        462,494       365,561            360,534           424,046              315,986            539,196           351,524          23.79 21.65 18.1 20.28 18.82 26.42 22.48

LVVEIDNAK 2 0.9975
IPI00790196 ACAA1 cDNA FLJ61196, highly similar to 3‐ketoacyl‐CoA thiolase, peroxisoma 0.986 13.29 1 1 301,274           294,595           266,666           241,281           281,926           394,503           275,423           23,663         95,525              64,402             55,073                69,991              41,607             81,820            7.85 32.43 24.15 22.83 24.83 10.55 29.71
IPI00925964 ACAA1 22 kDa protein 0.986 10.1 1 1 301,274           294,595           266,666           241,281           281,926           394,503           275,423           23,663         95,525              64,402             55,073                69,991              41,607             81,820            7.85 32.43 24.15 22.83 24.83 10.55 29.71
IPI00926669 ACAA1 Protein 0.986 8.86 1 1 301,274           294,595           266,666           241,281           281,926           394,503           275,423           23,663         95,525              64,402             55,073                69,991              41,607             81,820            7.85 32.43 24.15 22.83 24.83 10.55 29.71
IPI00927496 ACAA1 Putative uncharacterized protein ACAA1 0.986 5.48 1 1 301,274           294,595           266,666           241,281           281,926           394,503           275,423           23,663         95,525              64,402             55,073                69,991              41,607             81,820            7.85 32.43 24.15 22.83 24.83 10.55 29.71

SITVTQDEGIRPSTTMEGLAK 2 0.9859
IPI00790302 GNB2 Putative uncharacterized protein GNB2 1 11.95 3 3 6,572,385        6,787,026        5,455,750        5,710,033        5,747,031        7,742,491        5,325,740        188,903       1,721,956        632,862           683,929              495,843            2,710,728        1,204,436      2.87 25.37 11.6 11.98 8.63 35.01 22.62
IPI00790896 GNB2 Putative uncharacterized protein GNB2 1 12.93 3 3 6,572,385        6,787,026        5,455,750        5,710,033        5,747,031        7,742,491        5,325,740        188,903       1,721,956        632,862           683,929              495,843            2,710,728        1,204,436      2.87 25.37 11.6 11.98 8.63 35.01 22.62

LIIWDSYTTNK 2 0.9997
TFVSGACDASIK 2 0.9991

VHAIPLR 2 0.9818
IPI00790304 VDAC1 Putative uncharacterized protein VDAC1 1 30.98 4 4 8,033,780        8,668,147        9,165,958        8,512,332        9,044,448        10,833,508     9,340,268        1,347,715    2,283,557        1,228,600       1,702,249          2,509,286        2,463,424        1,698,999      16.78 26.34 13.4 20 27.74 22.74 18.19

GALVLGYEGWLAGYQMNFETAK 2 0.998
LTFDSSFSPNTGK 2 0.9997
VTQSNFAVGYK 2 0.978
WTEYGLTFTEK 2 0.9971

IPI00790307 PA2G4 20 kDa protein 1 7.49 2 2 4,157,683        3,711,893        4,155,160        4,550,973        4,124,503        4,108,378        3,469,600        512,911       677,700            225,278           284,245              468,205            453,022           553,324          12.34 18.26 5.42 6.25 11.35 11.03 15.95
SDQDYILK 2 0.9985

SDQDYILKEGDLVK 3 0.9968
IPI00790580PSAP15;SNORA62; 16 kDa protein 1 48.98 6 6 11,409,942     10,944,272     9,949,524        10,067,175     9,948,569        11,958,310     10,258,221     719,626       2,192,907        1,368,276       845,299              930,404            289,131           1,235,010      6.31 20.04 13.75 8.4 9.35 2.42 12.04

AIVAIENPADVSVISSR 2 0.9998
FAAATGATPIAGR 2 0.9998

FLAAGTHLGGTNLDFQMEQYIYK 3 0.9997
KSDGIYIINLK 2 0.9997
LLVVTDPR 2 0.9997
SDGIYIINLK 2 0.9993

IPI00790618 NIT2 10 kDa protein 0.985 13.04 1 1 2,423,783        1,894,023        2,631,213        1,860,480        1,824,763        2,450,473        1,866,645        375,341       527,993            469,749           307,668              327,237            610,878           618,699          15.49 27.88 17.85 16.54 17.93 24.93 33.14
IPI00791300 NIT2 cDNA FLJ61645, highly similar to Homo sapiens nitrilase family, membe 0.985 8.05 1 1 2,423,783        1,894,023        2,631,213        1,860,480        1,824,763        2,450,473        1,866,645        375,341       527,993            469,749           307,668              327,237            610,878           618,699          15.49 27.88 17.85 16.54 17.93 24.93 33.14
IPI00945908 NIT2 Protein 0.985 4.51 1 1 2,423,783        1,894,023        2,631,213        1,860,480        1,824,763        2,450,473        1,866,645        375,341       527,993            469,749           307,668              327,237            610,878           618,699          15.49 27.88 17.85 16.54 17.93 24.93 33.14

LALIQLQISSIK 2 0.985
IPI00790695 RPL30 6 kDa protein 0.989 31.37 1 1 1,999,918        1,633,938        1,964,755        1,992,918        2,241,495        1,788,350        1,950,123        678,319       203,055            262,892           557,413              441,601            406,923           403,567          33.92 12.43 13.38 27.97 19.7 22.75 20.69
IPI00794121 RPL30 11 kDa protein 0.989 16.67 1 1 1,999,918        1,633,938        1,964,755        1,992,918        2,241,495        1,788,350        1,950,123        678,319       203,055            262,892           557,413              441,601            406,923           403,567          33.92 12.43 13.38 27.97 19.7 22.75 20.69

VCTLAIIDPGDSDIIR 2 0.9889
IPI00790702 AP2B1 Beta adaptin subunit 1 9.09 7 7 5,516,854        5,689,581        5,514,194        5,940,464        5,640,106        6,973,545        5,071,840        584,057       1,285,088        559,741           1,105,307          1,017,961        977,835           643,258          10.59 22.59 10.15 18.61 18.05 14.02 12.68

CVSTLLDLIQTK 2 0.9943
LAPPLVTLLSGEPEVQYVALR 3 0.9944

LASQANIAQVLAELK 2 0.9994
LASQANIAQVLAELKEYATEVDVDFVR 3 0.9997
LASQANIAQVLAELKEYATEVDVDFVRK 3 0.9574

LVYLYLMNYAK 2 0.9865
YNDPIYVK 2 0.9516

IPI00790808 COPZ1 7 kDa protein 0.993 38.33 1 1 2,300,600        2,205,584        1,635,082        2,004,658        1,728,962        2,040,488        1,793,728        143,540       534,790            380,333           228,857              113,713            173,330           562,531          6.24 24.25 23.26 11.42 6.58 8.49 31.36
IPI00791413 COPZ1 cDNA FLJ59891, moderately similar to Coatomer subunit zeta‐1 0.993 18.25 1 1 2,300,600        2,205,584        1,635,082        2,004,658        1,728,962        2,040,488        1,793,728        143,540       534,790            380,333           228,857              113,713            173,330           562,531          6.24 24.25 23.26 11.42 6.58 8.49 31.36
IPI00792095 COPZ1 cDNA FLJ59844, highly similar to Coatomer subunit zeta‐1 0.993 14.94 1 1 2,300,600        2,205,584        1,635,082        2,004,658        1,728,962        2,040,488        1,793,728        143,540       534,790            380,333           228,857              113,713            173,330           562,531          6.24 24.25 23.26 11.42 6.58 8.49 31.36

VALRGEDVPLTEQTVSQVLQSAK 3 0.9931
IPI00790831 LMNB1 LMNB1 protein 1 24.55 8 8 33,824,855     33,283,550     32,546,238     31,275,260     34,924,195     43,083,150     33,629,835     828,870       7,634,240        2,981,188       2,734,770          5,366,202        4,125,457        8,221,145      2.45 22.94 9.16 8.74 15.37 9.58 24.45

DAALATALGDKK 2 0.9998
IESLSSQLSNLQK 2 0.9997
IQELEDLLAK 2 0.9975
LAVYIDK 2 0.9858

LREYEAALNSK 2 0.9996
QIEYEYK 2 0.9919

SLEGDLEDLKDQIAQLEASLAAAK 3 0.9998
SMYEEEINETR 2 0.9998

IPI00790842 PABPC1 16 kDa protein 1 33.1 4 4 8,383,422        8,293,714        7,087,564        7,645,119        6,991,244        9,111,446        6,762,793        479,416       1,965,953        1,120,749       476,586              557,908            1,868,702        899,693          5.72 23.7 15.81 6.23 7.98 20.51 13.3
ALDTMNFDVIK 2 0.9998
FSPAGPILSIR 2 0.9939
SGVGNIFIK 2 0.9993

SLGYAYVNFQQPADAER 2 0.9998
IPI00790844 DHRS11 Putative uncharacterized protein DHRS11 0.993 25.21 2 2 4,387,825        4,732,000        4,784,835        4,574,470        4,501,410        5,277,865        4,403,475        216,349       1,210,845        754,671           385,443              572,507            699,524           477,709          4.93 25.59 15.77 8.43 12.72 13.25 10.85

CDLSNEEDILSMFSAIR 2 0.9932
TVGNIEELAAECK 2 0.9181

IPI00790847 ATP5B 15 kDa protein 1 15.11 1 1 3,047,895        3,271,145        2,634,225        2,822,705        2,642,350        3,321,945        3,024,615        723,112       1,197,584        543,829           828,351              282,371            368,299           267,743          23.72 36.61 20.64 29.35 10.69 11.09 8.85
IPSAVGYQPTLATDMGTMQER 3 0.9998

IPI00790872 LTA4H Leukotriene A4 hydrolase variant 1 15.02 2 2 1,545,108        1,494,574        1,602,790        1,507,980        1,550,974        1,686,990        1,626,919        224,419       223,214            117,027           181,692              321,970            82,131             306,998          14.52 14.93 7.3 12.05 20.76 4.87 18.87
GSPMEISLPIALSK 2 0.9451

VPIPCYLIALVVGALESR 2 0.9997
IPI00791053 ACY1 Putative uncharacterized protein ACY1 1 29.46 7 7 25,275,566     26,424,073     22,645,532     25,281,762     24,429,266     29,949,324     23,070,924     1,518,531    6,939,322        1,775,971       2,174,815          2,248,095        4,730,224        3,650,231      6.01 26.26 7.84 8.6 9.2 15.79 15.82



AVGVPALGFSPMNR 2 0.9998
DMNLTLEPEIMPAATDNR 2 0.9997

GPEEEHPSVTLFR 3 0.9997
LHEAVFLR 2 0.9098

LLPALASVPALPSDS 2 0.9845
TPVLLHDHDER 2 0.9188

TVQPKPDYGAAVAFFEETAR 3 0.9997
IPI00791083 PSMA4 20 kDa protein 1 5.75 1 1 2,230,746        2,074,752        2,055,484        1,978,040        2,175,226        2,538,300        2,259,640        152,853       581,638            334,538           278,655              341,362            565,808           498,816          6.85 28.03 16.28 14.09 15.69 22.29 22.08

LLDEVFFSEK 2 0.9995
IPI00791180 ARHGDIA 9 kDa protein 1 36.71 3 4 6,964,257        6,347,103        6,467,176        7,094,747        6,589,334        7,558,323        6,876,874        290,027       1,556,768        686,494           386,076              817,428            715,250           2,001,508      4.16 24.53 10.62 5.44 12.41 9.46 29.1

AEEYEFLTPVEEAPK 2 0.9998
IDKTDYMVGSYGPR 2 0.9998
IDKTDYMVGSYGPR 3 0.9997
TDYMVGSYGPR 2 0.9996

IPI00796346 ‐ 12 kDa protein 0.994 28.57 2 2 4,137,893        4,246,283        3,863,072        3,970,169        4,233,461        4,687,064        3,757,008        248,409       959,430            581,105           581,045              716,963            353,835           766,635          6 22.59 15.04 14.64 16.94 7.55 20.41
IPI00791185 TCEB1 11 kDa protein 0.994 33.33 2 2 4,137,893        4,246,283        3,863,072        3,970,169        4,233,461        4,687,064        3,757,008        248,409       959,430            581,105           581,045              716,963            353,835           766,635          6 22.59 15.04 14.64 16.94 7.55 20.41

AMLSGPGQFAENETNEVNFR 2 0.9944
LISSDGHEFIVK 2 0.9903

IPI00791226 SEC13 10 kDa protein 1 12.79 1 1 520,539           525,789           449,479           446,395           448,727           498,237           469,665           24,281         135,825            49,356             26,638                63,673              50,498             52,577            4.66 25.83 10.98 5.97 14.19 10.14 11.19
IPI00794434 SEC13 9 kDa protein 1 13.58 1 1 520,539           525,789           449,479           446,395           448,727           498,237           469,665           24,281         135,825            49,356             26,638                63,673              50,498             52,577            4.66 25.83 10.98 5.97 14.19 10.14 11.19
IPI00794767 SEC13 20 kDa protein 1 6.11 1 1 520,539           525,789           449,479           446,395           448,727           498,237           469,665           24,281         135,825            49,356             26,638                63,673              50,498             52,577            4.66 25.83 10.98 5.97 14.19 10.14 11.19
IPI00852657 SEC13 Putative uncharacterized protein SEC13 1 10.89 1 1 520,539           525,789           449,479           446,395           448,727           498,237           469,665           24,281         135,825            49,356             26,638                63,673              50,498             52,577            4.66 25.83 10.98 5.97 14.19 10.14 11.19
IPI00852874 SEC13 Putative uncharacterized protein SEC13 1 20 1 1 520,539           525,789           449,479           446,395           448,727           498,237           469,665           24,281         135,825            49,356             26,638                63,673              50,498             52,577            4.66 25.83 10.98 5.97 14.19 10.14 11.19
IPI00853116 SEC13 cDNA FLJ59881, highly similar to SEC13‐related protein 1 5.67 1 1 520,539           525,789           449,479           446,395           448,727           498,237           469,665           24,281         135,825            49,356             26,638                63,673              50,498             52,577            4.66 25.83 10.98 5.97 14.19 10.14 11.19

NGGQILIADLR 2 0.9905
IPI00791265 RPS20 7 kDa protein 1 24.59 2 2 2,123,258        1,710,953        1,949,417        1,994,568        1,934,512        2,125,685        1,895,787        144,428       278,936            174,312           267,247              259,180            311,430           381,572          6.8 16.3 8.94 13.4 13.4 14.65 20.13
IPI00791752 RPS20 7 kDa protein 1 25.42 2 2 2,123,258        1,710,953        1,949,417        1,994,568        1,934,512        2,125,685        1,895,787        144,428       278,936            174,312           267,247              259,180            311,430           381,572          6.8 16.3 8.94 13.4 13.4 14.65 20.13
IPI00795078 RPS20 5 kDa protein 1 34.88 2 2 2,123,258        1,710,953        1,949,417        1,994,568        1,934,512        2,125,685        1,895,787        144,428       278,936            174,312           267,247              259,180            311,430           381,572          6.8 16.3 8.94 13.4 13.4 14.65 20.13
IPI00796373 RPS20 5 kDa protein 1 32.61 2 2 2,123,258        1,710,953        1,949,417        1,994,568        1,934,512        2,125,685        1,895,787        144,428       278,936            174,312           267,247              259,180            311,430           381,572          6.8 16.3 8.94 13.4 13.4 14.65 20.13

DTGKTPVEPEVAIHR 3 0.9998
TPVEPEVAIHR 3 0.9997

IPI00791367 PPIB 20 kDa protein 1 25.84 4 4 16,062,740     14,347,135     13,085,940     13,336,030     13,294,340     15,705,970     12,477,395     951,389       2,865,753        1,235,138       1,314,265          2,122,288        1,136,717        2,102,215      5.92 19.97 9.44 9.85 15.96 7.24 16.85
DKPLKDVIIADCGK 3 0.9997
DTNGSQFFITTVK 2 0.9997
IEVEKPFAIAKE 3 0.9554
TAWLDGK 2 0.9929

IPI00791386 MRPL45P2 Putative uncharacterized protein ENSP00000411291 0.908 7.69 1 1 4,787,090        4,860,580        4,555,040        4,444,060        4,676,110        10,992,330     4,241,370        624,662       1,184,960        475,947           560,101              813,369            13,006,231      865,614          13.05 24.38 10.45 12.6 17.39 118.32 20.41
DIFIEAHLCLNK 3 0.9083

IPI00791448 RPLP0 cDNA FLJ51469, highly similar to 60S acidic ribosomal protein P0 1 27.34 5 5 11,839,469     11,857,221     11,375,959     9,971,061        10,959,177     13,465,707     10,290,232     949,380       2,467,323        1,299,841       898,624              1,284,475        2,159,295        1,719,249      8.02 20.81 11.43 9.01 11.72 16.04 16.71
AGAIAPCEVTVPAQNTGLGPEK 2 0.9998

DMLLANKVPAAAR 2 0.9931
GNVGFVFTKEDLTEIR 3 0.9997

GTIEILSDVQLIK 2 0.9997
TSFFQALGITTK 2 0.9998

IPI00791490 PDXK 29 kDa protein 1 24.71 5 6 9,895,050        10,708,425     8,813,070        11,526,758     9,045,832        13,641,638     7,067,910        1,059,444    3,200,705        766,521           1,548,966          1,609,661        2,405,140        1,903,570      10.71 29.89 8.7 13.44 17.79 17.63 26.93
DKSFLAMVVDIVQELK 3 0.9993
GQVLNSDELQELYEGLR 2 0.9996
SFLAMVVDIVQELK 2 0.9997

VLSIQSHVIR 2 0.9919
VLSIQSHVIR 3 0.9845

VVPLADIITPNQFEAELLSGR 2 0.9998
IPI00791573 SUGT1 Isoform 2 of Suppressor of G2 allele of SKP1 homolog 0.962 4.5 1 1 2,236,350        2,675,455        2,401,495        2,332,900        2,787,390        3,837,220        2,530,160        216,993       953,229            351,499           410,604              1,123,992        1,911,409        461,740          9.7 35.63 14.64 17.6 40.32 49.81 18.25
IPI00828150 SUGT1 Isoform 1 of Suppressor of G2 allele of SKP1 homolog 0.962 4.11 1 1 2,236,350        2,675,455        2,401,495        2,332,900        2,787,390        3,837,220        2,530,160        216,993       953,229            351,499           410,604              1,123,992        1,911,409        461,740          9.7 35.63 14.64 17.6 40.32 49.81 18.25

LFQQIYSDGSDEVKR 3 0.9622
IPI00791628 IMPDH2 Inosine monophosphate dehydrogenase type II 1 13.71 2 2 7,587,933        7,318,187        6,830,550        7,868,517        6,578,810        8,060,013        5,963,037        742,113       1,394,460        823,825           894,206              693,948            348,617           793,940          9.78 19.05 12.06 11.36 10.55 4.33 13.31

LPIVNEDDELVAIIAR 2 0.9993
NLIDAGVDALR 2 0.8217

IPI00791634 PHB Putative uncharacterized protein PHB 1 39.25 8 8 11,596,734     12,145,244     10,995,324     11,318,689     11,586,561     13,015,406     11,163,527     601,494       2,515,256        958,034           1,188,231          1,881,813        732,080           1,657,481      5.19 20.71 8.71 10.5 16.24 5.62 14.85
AATFGLILDDVSLTHLTFGK 3 0.9992

AATFGLILDDVSLTHLTFGKEFTEAVEAK 3 0.9896
DLQNVNITLR 2 0.9997
EFTEAVEAK 2 0.8305
FDAGELITQR 2 0.9998
IFTSIGEDYDER 2 0.9998
ILFRPVASQLPR 3 0.9998
VLPSITTEILK 2 0.9995

IPI00791680 CTTN Protein 1 16.14 4 4 4,185,393        4,535,533        3,761,763        4,220,193        4,170,285        4,989,903        3,954,613        261,454       1,178,324        469,806           776,839              493,098            819,055           1,009,911      6.25 25.98 12.49 18.41 11.82 16.41 25.54
SAVGFDYQGK 2 0.9997
SAVGFEYQGK 2 0.9996

VDKSAVGFEYQGK 2 0.8963
VDQSAVGFEYQGK 2 0.9929

IPI00791833 EIF4G1 24 kDa protein 0.904 7.73 1 1 1,002,846        793,166           733,839           842,712           862,468           1,009,089        1,040,678        239,188       208,943            271,427           259,117              216,395            427,169           406,297          23.85 26.34 36.99 30.75 25.09 42.33 39.04
IPI00925493 EIF4G1 Protein 0.904 7.52 1 1 1,002,846        793,166           733,839           842,712           862,468           1,009,089        1,040,678        239,188       208,943            271,427           259,117              216,395            427,169           406,297          23.85 26.34 36.99 30.75 25.09 42.33 39.04

FSALQQAVPTESTDNRR 3 0.9045
IPI00791846 DCTN2 26 kDa protein 0.994 13.98 2 2 6,682,325        7,327,832        5,488,370        4,993,261        6,614,113        8,709,375        7,032,187        611,841       2,973,618        924,060           1,147,214          1,255,020        964,931           3,092,358      9.16 40.58 16.84 22.98 18.97 11.08 43.97

LLGPDAAINLTDPDGALAK 2 0.9937
LLHEVQELTTEVEK 2 0.9915

IPI00792035 GLOD4 Isoform 3 of Glyoxalase domain‐containing protein 4 1 12.12 3 3 6,103,442        5,938,199        5,570,681        6,120,486        5,718,460        6,657,673        5,661,827        426,871       1,228,877        652,093           599,977              564,025            552,426           1,089,463      6.99 20.69 11.71 9.8 9.86 8.3 19.24
DVLGMK 1 0.9687

SLNYWCNLLGMK 2 0.9961
SLPQSDPVLK 2 0.964

IPI00792043 SNORD84;BAT1 cDNA FLJ53073, highly similar to Spliceosome RNA helicase Bat1 1 25.14 6 6 5,703,672        5,980,469        5,488,702        5,811,055        5,479,263        6,904,690        5,470,140        401,790       1,419,351        945,507           529,919              563,510            862,515           1,114,234      7.04 23.73 17.23 9.12 10.28 12.49 20.37
IPI00893580 SNORD84;BAT1 HLA‐B associated transcript 1 1 26.83 6 6 5,703,672        5,980,469        5,488,702        5,811,055        5,479,263        6,904,690        5,470,140        401,790       1,419,351        945,507           529,919              563,510            862,515           1,114,234      7.04 23.73 17.23 9.12 10.28 12.49 20.37
IPI00894161 SNORD84;BAT1 HLA‐B associated transcript 1 1 27.08 6 6 5,703,672        5,980,469        5,488,702        5,811,055        5,479,263        6,904,690        5,470,140        401,790       1,419,351        945,507           529,919              563,510            862,515           1,114,234      7.04 23.73 17.23 9.12 10.28 12.49 20.37

CIALAQLLVEQNFPAIAIHR 3 0.9997
ILVATNLFGR 2 0.9996

KFMQDPMEIFVDDETK 2 0.9865
NCPHIVVGTPGR 2 0.9995
VAVFFGGLSIK 2 0.8225

VNIAFNYDMPEDSDTYLHR 3 0.9997
IPI00792054 SCRN2 30 kDa protein 1 14.39 2 2 3,391,593        3,467,327        3,437,980        3,125,847        3,198,783        3,608,193        3,656,337        558,528       755,165            545,870           510,470              560,500            399,440           1,151,123      16.47 21.78 15.88 16.33 17.52 11.07 31.48

DEVQEVVFVPAGTHTPGSR 3 0.9994
NISNQLSIGTDISAQHPELR 3 0.9995

IPI00792087 CTTN Putative uncharacterized protein CTTN 1 5.56 2 2 6,981,863        5,981,183        7,304,110        6,424,143        7,851,280        7,171,863        8,210,900        649,401       1,052,129        1,067,037       1,304,913          838,339            1,217,542        1,926,577      9.3 17.59 14.61 20.31 10.68 16.98 23.46
YGLFPANYVELR 2 0.9997
YGLFPANYVELRQ 2 0.985

IPI00792207 ALDH2 cDNA FLJ50888, highly similar to Aldehyde dehydrogenase, mitochondr 1 16.38 5 5 14,589,622     14,225,713     12,844,427     13,959,705     13,860,878     17,159,865     12,515,297     281,340       3,102,443        1,645,056       1,914,656          2,192,157        2,980,130        2,206,767      1.93 21.81 12.81 13.72 15.82 17.37 17.63
ANNSTYGLAAAVFTK 2 0.9887
ELGEYGLQAYTEVK 2 0.9978

HEPVGVCGQIIPWNFPLLMQAWK 3 0.873
VAEQTPLTALYVANLIK 2 0.9953

VTLELGGK 2 0.9706
IPI00792218 PSMA4 proteasome subunit alpha type‐4 isoform 2 1 8.42 1 1 871,900           847,386           844,552           787,094           894,940           981,048           940,312           65,458         228,703            58,972             216,554              169,409            132,542           288,710          7.51 26.99 6.98 27.51 18.93 13.51 30.7

ATCIGNNSAAAVSMLK 2 0.9995



IPI00792321 CTNNB1 Isoform 2 of Catenin beta‐1 1 23.86 1 1 505,222           534,374           514,150           530,554           538,940           643,642           506,660           53,465         148,732            113,585           85,804                153,856            64,201             98,348            10.58 27.83 22.09 16.17 28.55 9.97 19.41
GLNTIPLFVQLLYSPIENIQR 2 0.9997

IPI00792333 IBTK Isoform 1 of Inhibitor of Bruton tyrosine kinase 0.984 2.51 2 2 13,248,573     17,962,083     14,815,063     18,969,280     17,805,173     23,030,383     14,314,398     1,120,649    4,275,007        1,624,730       2,609,088          1,990,841        2,563,048        2,134,430      8.46 23.8 10.97 13.75 11.18 11.13 14.91
IPI00829736 IBTK Isoform 2 of Inhibitor of Bruton tyrosine kinase 0.984 2.84 2 2 13,248,573     17,962,083     14,815,063     18,969,280     17,805,173     23,030,383     14,314,398     1,120,649    4,275,007        1,624,730       2,609,088          1,990,841        2,563,048        2,134,430      8.46 23.8 10.97 13.75 11.18 11.13 14.91
IPI00964356 IBTK 149 kDa protein 0.984 2.54 2 2 13,248,573     17,962,083     14,815,063     18,969,280     17,805,173     23,030,383     14,314,398     1,120,649    4,275,007        1,624,730       2,609,088          1,990,841        2,563,048        2,134,430      8.46 23.8 10.97 13.75 11.18 11.13 14.91
IPI00964822 IBTK IBTK protein 0.984 2.95 2 2 13,248,573     17,962,083     14,815,063     18,969,280     17,805,173     23,030,383     14,314,398     1,120,649    4,275,007        1,624,730       2,609,088          1,990,841        2,563,048        2,134,430      8.46 23.8 10.97 13.75 11.18 11.13 14.91

EAVYTMGLNGGQLGCLLDPNGEK 3 0.9063
SLDVLSDGVLK 2 0.833

IPI00792375 ALDOC Fructose‐bisphosphate aldolase 1 10.12 3 4 9,930,430        9,209,169        8,695,145        8,125,499        9,072,699        10,866,476     8,340,449        575,190       1,733,067        455,123           504,285              1,127,919        1,056,153        1,715,633      5.79 18.82 5.23 6.21 12.43 9.72 20.57
DNAGAATEEFIKR 2 0.9998
DNAGAATEEFIKR 3 0.9997
GILAADESVGSMAK 2 0.9998

VLAAVYK 2 0.9959
IPI00792643 ‐ 12 kDa protein 0.919 12.38 1 1 6,786,760        5,109,870        4,892,200        3,864,740        4,317,370        4,855,790        4,750,260        2,551,138    1,657,996        1,060,916       910,195              824,745            442,551           737,653          37.59 32.45 21.69 23.55 19.1 9.11 15.53

FATEDEAWDFVRK 2 0.9187
IPI00792667 PNPO cDNA FLJ59599, highly similar to Pyridoxine‐5'‐phosphate oxidase 1 22.02 3 3 3,753,891        3,806,165        3,507,165        3,592,980        3,409,226        4,547,197        3,214,586        260,749       968,575            358,493           400,757              636,941            745,315           644,075          6.95 25.45 10.22 11.15 18.68 16.39 20.04

ELDSNPFASLVFYWEPLNR 2 0.9997
FFTNFESR 2 0.9986

SWGGYVLYPQVMEFWQGQTNR 2 0.9989
IPI00792673 ETFA 24 kDa protein 1 7.42 1 1 2,305,687        2,381,823        2,326,873        2,260,893        2,262,820        2,650,843        2,287,450        200,007       370,552            363,899           182,508              325,390            202,784           345,818          8.67 15.56 15.64 8.07 14.38 7.65 15.12

LLYDLADQLHAAVGASR 3 0.9996
IPI00792746 GRB2 19 kDa protein 0.999 10.43 2 2 4,810,135        4,603,990        4,549,780        4,764,725        4,811,620        5,175,625        4,530,470        283,520       1,033,722        576,733           388,716              761,982            573,778           529,531          5.89 22.45 12.68 8.16 15.84 11.09 11.69

FGNDVQHFK 3 0.99
HDGAFLIR 2 0.8849

IPI00792818 C8orf56 13 kDa protein 0.946 14.17 1 1 6,468,970        6,947,420        5,994,920        5,903,930        6,564,370        7,803,600        6,433,710        702,159       1,980,028        518,642           1,215,209          1,054,488        929,984           2,011,495      10.85 28.5 8.65 20.58 16.06 11.92 31.26
SHPAGGELTCSLTMSLK 2 0.9461

IPI00793137 ‐ Putative uncharacterized protein ENSP00000346598 1 21.36 6 6 11,955,275     11,675,068     10,382,107     10,638,813     10,561,514     12,840,716     10,617,674     751,783       2,415,354        1,362,638       1,047,361          1,167,362        524,000           1,145,237      6.29 20.69 13.12 9.84 11.05 4.08 10.79
AIVAIENPADVSVISSR 2 0.9998
FAAATGATPIAGR 2 0.9998

GAHSVGLMWWMLAR 2 0.9997
KSDGIYIINLK 2 0.9997
LLVVTDPR 2 0.9997
SDGIYIINLK 2 0.9993

IPI00793141 MAPK3 MAPK3 protein 0.999 7.4 1 1 1,390,178        1,416,803        1,517,115        1,340,678        1,532,558        1,637,365        1,543,908        333,996       317,230            401,210           271,714              251,823            270,848           490,709          24.03 22.39 26.45 20.27 16.43 16.54 31.78
YTQLQYIGEGAYGMVSSAYDHVR 3 0.9811

IPI00793199 ANXA4 annexin A4 1 64.17 19 21 95,914,788     92,959,757     92,042,421     90,526,370     93,325,822     113,572,954   91,323,553     7,368,827    20,312,308      10,489,979     8,496,799          9,477,047        9,547,805        18,332,702    7.68 21.85 11.4 9.39 10.15 8.41 20.07
AASGFNAMEDAQTLR 2 0.9998
AASGFNAMEDAQTLRK 3 0.9998

AEIDMLDIR 2 0.9997
DEGNYLDDALVR 2 0.9996

DIEQSIKSETSGSFEDALLAIVK 3 0.9997
FLTVLCSR 2 0.9982

GAGTDEGCLIEILASR 2 0.9998
GLGTDDNTLIR 2 0.9998

GLGTDEDAIISVLAYR 2 0.9998
ISQKDIEQSIK 2 0.851
ISQKDIEQSIK 3 0.9996

ISQKDIEQSIKSETSGSFEDALLAIVK 3 0.9989
QDAQDLYEAGEKK 2 0.9998
QDAQDLYEAGEKK 3 0.9998

SAYFAEK 1 0.9868
SDTSFMFQR 2 0.9993

SELSGNFEQVIVGMMTPTVLYDVQELRR 3 0.9995
SLEDDIRSDTSFMFQR 3 0.9998

VLLVLCGGDD 1 0.9998
VLVSLSAGGR 2 0.9988
WGTDEVK 2 0.9788

IPI00793205 SRSF9 cDNA FLJ56571, highly similar to Splicing factor, arginine/serine‐rich 9 1 28 3 3 22,080,880     23,626,145     22,788,555     22,010,970     24,852,515     30,095,425     21,897,535     2,247,774    6,393,677        2,803,204       2,991,403          4,165,696        4,489,437        3,897,546      10.18 27.06 12.3 13.59 16.76 14.92 17.8
FEDPRDAEDAIYGR 3 0.9995

HGLVPFAFVR 2 0.9801
IYVGNLPTDVR 2 0.9994

IPI00793211 ‐ 41 kDa protein 1 11.38 4 4 5,229,442        5,298,010        5,329,178        4,479,868        5,188,418        5,692,468        4,875,475        601,436       1,478,842        533,493           743,164              1,060,531        280,065           1,055,212      11.5 27.91 10.01 16.59 20.44 4.92 21.64
EWVESMGGK 2 0.9694

LAILYAK 2 0.9886
LDYDEDASAMLK 2 0.9997
VAAIEALNDGELQK 2 0.9998

IPI00793341 RPL4 11 kDa protein 1 34.91 2 2 1,464,763        1,418,866        1,857,717        1,430,795        1,765,949        1,632,377        1,620,590        215,557       282,260            217,744           310,194              472,175            302,872           335,266          14.72 19.89 11.72 21.68 26.74 18.55 20.69
IPI00908376 RPL4 cDNA FLJ51018, highly similar to 60S ribosomal protein L4 1 24.5 2 2 1,464,763        1,418,866        1,857,717        1,430,795        1,765,949        1,632,377        1,620,590        215,557       282,260            217,744           310,194              472,175            302,872           335,266          14.72 19.89 11.72 21.68 26.74 18.55 20.69

PLISVYSEKGESSGK 3 0.9996
QPYAVSELAGHQTSAESWGTGR 3 0.9997

IPI00793375 XPNPEP1 Isoform 1 of Xaa‐Pro aminopeptidase 1 1 14.29 7 7 23,380,013     22,611,203     23,057,365     23,294,961     23,121,724     28,019,177     21,746,183     1,360,626    4,478,292        1,555,862       891,441              2,460,569        3,530,059        2,832,785      5.82 19.81 6.75 3.83 10.64 12.6 13.03
DAVALCELFNWLEK 2 0.9526
GHIAVSAAVFPTGTK 2 0.8578
GSLTFEPLTLVPIQTK 2 0.9997

IENVVLVVPVK 2 0.9996
QEALEWLIR 2 0.8518

QMDSNWTLMK 2 0.9969
VGVDPLIIPTDYWK 2 0.9997

IPI00793431 ‐ 5 kDa protein 0.943 75.61 1 1 3,235,150        3,523,100        3,049,020        2,933,120        3,224,500        3,687,000        3,033,330        401,008       520,031            613,471           775,946              922,700            697,716           466,611          12.4 14.76 20.12 26.45 28.62 18.92 15.38
MTQLPSLQLDQSGKAHLQDNGEWLEQAPCSK 3 0.9426

IPI00793433 PDXK Putative uncharacterized protein PDXK 1 11.49 1 1 3,890,065        4,118,200        3,236,700        4,182,225        3,360,668        4,753,700        2,092,908        945,555       1,063,720        646,010           692,835              521,831            385,827           1,052,512      24.31 25.83 19.96 16.57 15.53 8.12 50.29
VLSIQSHVIR 2 0.9919

IPI00793442 PHB Putative uncharacterized protein PHB 1 26.83 5 5 7,672,815        7,895,395        7,062,632        7,045,817        6,825,889        8,284,135        6,983,494        473,277       1,818,276        678,142           1,050,314          1,083,158        298,999           1,323,297      6.17 23.03 9.6 14.91 15.87 3.61 18.95
DLQNVNITLR 2 0.9997
FDAGELITQR 2 0.9998
IFTSIGEDYDER 2 0.9998
ILFRPVASQLPR 3 0.9998
VLPSITTEILK 2 0.9995

IPI00793443 IPO5 Isoform 1 of Importin‐5 1 3.1 2 2 3,164,833        3,163,147        3,094,543        3,453,573        2,874,840        3,441,470        3,027,787        442,090       672,060            469,833           449,248              588,760            280,669           510,413          13.97 21.25 15.18 13.01 20.48 8.16 16.86
IPI00939304 IPO5 Isoform 3 of Importin‐5 1 3.05 2 2 3,164,833        3,163,147        3,094,543        3,453,573        2,874,840        3,441,470        3,027,787        442,090       672,060            469,833           449,248              588,760            280,669           510,413          13.97 21.25 15.18 13.01 20.48 8.16 16.86

AIGTEPDSDVLSEIMHSFAK 3 0.9093
FMQDASDVMQLLLK 2 0.9996

IPI00793498 PA2G4P4 Pseudogene candidate 1 17.65 4 4 6,276,752        5,980,416        5,953,700        5,669,521        5,989,846        7,250,683        5,867,716        1,076,243    1,471,788        1,017,491       1,125,812          293,423            773,290           1,010,813      17.15 24.61 17.09 19.86 4.9 10.67 17.23
EGEFVAQFK 2 0.9937

HELLQPFNVLYEK 2 0.9881
HELLQPFNVLYEKEGEFVAQFK 3 0.9997

TIIQNPTDQQK 2 0.9993
IPI00793698 PYCR1 30 kDa protein 1 14.93 3 3 3,249,229        3,663,794        3,158,820        3,424,695        2,992,142        3,757,464        3,288,341        193,712       1,310,525        603,959           476,450              570,799            343,998           802,675          5.96 35.77 19.12 13.91 19.08 9.16 24.41

GFTAAGVLAAHK 2 0.9903
SLLINAVEASCIR 2 0.9803

VKLDSPAGTALSPSGHTK 3 0.9504
IPI00793767 ARHGDIA 22 kDa protein 1 20.41 3 3 5,877,222        5,381,836        5,000,171        5,382,854        5,736,027        6,577,888        5,705,129        244,448       1,360,182        424,655           1,031,311          760,111            961,749           1,404,828      4.16 25.27 8.49 19.16 13.25 14.62 24.62

AEEYEFLTPVEEAPK 2 0.9998
SIQEIQELDKDDESLRK 3 0.9997



YKEALLGR 2 0.8799
IPI00793806 PSMD2 15 kDa protein 1 14.6 1 2 2,868,890        2,738,584        3,154,196        3,165,700        3,042,268        3,278,384        2,888,824        248,542       350,110            382,204           148,474              238,832            163,629           423,709          8.66 12.78 12.12 4.69 7.85 4.99 14.67
IPI00794424 PSMD2 8 kDa protein 1 26.67 1 2 2,868,890        2,738,584        3,154,196        3,165,700        3,042,268        3,278,384        2,888,824        248,542       350,110            382,204           148,474              238,832            163,629           423,709          8.66 12.78 12.12 4.69 7.85 4.99 14.67

MNLASSFVNGFVNAAFGQDK 2 0.9997
MNLASSFVNGFVNAAFGQDK 3 0.9992

IPI00793874 SFXN3 Sideroflexin‐3 0.955 6.46 1 1 7,787,133        7,492,133        7,062,433        6,835,233        7,021,930        8,676,667        6,911,167        864,914       1,745,790        1,613,253       1,082,487          1,170,957        1,676,196        1,332,493      11.11 23.3 22.84 15.84 16.68 19.32 19.28
IPI00871988 SFXN3 cDNA FLJ58980, highly similar to Sideroflexin‐3 0.955 6.38 1 1 7,787,133        7,492,133        7,062,433        6,835,233        7,021,930        8,676,667        6,911,167        864,914       1,745,790        1,613,253       1,082,487          1,170,957        1,676,196        1,332,493      11.11 23.3 22.84 15.84 16.68 19.32 19.28
IPI00942178 SFXN3 Sideroflexin 3 0.955 6.46 1 1 7,787,133        7,492,133        7,062,433        6,835,233        7,021,930        8,676,667        6,911,167        864,914       1,745,790        1,613,253       1,082,487          1,170,957        1,676,196        1,332,493      11.11 23.3 22.84 15.84 16.68 19.32 19.28

QLGTAYVSATTGAVATALGLK 2 0.9546
IPI00794060 SHMT2 26 kDa protein 0.995 11.34 2 2 1,137,969        1,137,283        1,051,382        1,100,468        1,080,757        1,417,026        975,682           143,101       309,194            128,817           141,548              207,500            200,662           177,317          12.58 27.19 12.25 12.86 19.2 14.16 18.17
IPI00797816 SHMT2 20 kDa protein 0.995 15.25 2 2 1,137,969        1,137,283        1,051,382        1,100,468        1,080,757        1,417,026        975,682           143,101       309,194            128,817           141,548              207,500            200,662           177,317          12.58 27.19 12.25 12.86 19.2 14.16 18.17

AALEALGSCLNNK 2 0.9871
ISATSIFFESMPYK 2 0.9941

IPI00794061 RPS20 7 kDa protein 1 18.75 1 1 1,812,023        1,716,608        1,557,940        1,920,565        1,780,153        2,179,678        1,588,990        119,435       447,568            107,836           221,415              299,568            175,852           245,101          6.59 26.07 6.92 11.53 16.83 8.07 15.42
IPI00795919 RPS20 Pseudogene candidate 1 31.58 1 1 1,812,023        1,716,608        1,557,940        1,920,565        1,780,153        2,179,678        1,588,990        119,435       447,568            107,836           221,415              299,568            175,852           245,101          6.59 26.07 6.92 11.53 16.83 8.07 15.42

LIDLHSPSEIVK 3 0.9996
IPI00794087 RPL4 7 kDa protein 1 23.08 1 1 438,375           469,238           576,762           426,180           592,882           558,092           501,135           51,621         138,395            76,943             65,101                169,721            32,722             140,621          11.78 29.49 13.34 15.28 28.63 5.86 28.06
IPI00794736 RPL4 12 kDa protein 1 13.89 1 1 438,375           469,238           576,762           426,180           592,882           558,092           501,135           51,621         138,395            76,943             65,101                169,721            32,722             140,621          11.78 29.49 13.34 15.28 28.63 5.86 28.06

PLISVYSEKGESSGK 3 0.9996
IPI00794246 PABPC1 36 kDa protein 1 11.36 3 3 6,487,111        7,351,558        5,560,918        6,325,428        6,484,803        9,394,160        5,564,282        1,184,008    2,436,302        934,150           833,504              1,845,975        2,573,886        1,330,055      18.25 33.14 16.8 13.18 28.47 27.4 23.9

AKEFTNVYIK 3 0.9926
EFSPFGTITSAK 2 0.9972

IVATKPLYVALAQR 3 0.9996
IPI00794254 YWHAH Homo sapiens clone CDABP0046 mRNA sequence 1 12.45 1 1 1,854,860        1,777,580        1,779,440        1,946,395        1,809,495        2,106,545        1,735,610        79,477         409,575            207,847           255,732              252,208            147,443           198,088          4.28 23.04 11.68 13.14 13.94 7 11.41

QAFDDAIAELDTLNEDSYKDSTLIMQLLR 3 0.9996
IPI00794344 PSMD6 22 kDa protein 0.994 6.88 1 1 1,490,697        1,460,969        1,377,709        1,523,123        1,548,701        1,828,201        1,397,949        251,412       327,733            419,625           277,890              811,576            545,391           400,238          16.87 22.43 30.46 18.24 52.4 29.83 28.63
IPI00795037 PSMD6 34 kDa protein 0.994 4.48 1 1 1,490,697        1,460,969        1,377,709        1,523,123        1,548,701        1,828,201        1,397,949        251,412       327,733            419,625           277,890              811,576            545,391           400,238          16.87 22.43 30.46 18.24 52.4 29.83 28.63
IPI00945689 PSMD6 Putative uncharacterized protein PSMD6 0.994 5.75 1 1 1,490,697        1,460,969        1,377,709        1,523,123        1,548,701        1,828,201        1,397,949        251,412       327,733            419,625           277,890              811,576            545,391           400,238          16.87 22.43 30.46 18.24 52.4 29.83 28.63

IGLFYMDNDLITR 2 0.9942
IPI00794549 SHMT2 cDNA FLJ58585, highly similar to Serine hydroxymethyltransferase, mito 0.985 5.64 2 2 1,086,456        1,162,097        1,143,602        1,020,346        1,166,188        1,207,035        1,136,628        126,457       253,694            183,813           151,149              290,759            88,327             303,071          11.64 21.83 16.07 14.81 24.93 7.32 26.66

LGAPALTSR 2 0.9225
TGLIDYNQLALTAR 2 0.9848

IPI00794573 GSR 20 kDa protein 1 6.95 1 1 922,028           1,005,482        812,700           733,922           1,030,198        913,415           829,950           64,515         417,054            168,653           141,064              203,137            203,334           136,954          7 41.48 20.75 19.22 19.72 22.26 16.5
LGGTCVNVGCVPK 2 0.9991

IPI00794644 KRT19 Putative uncharacterized protein KRT19 1 52.55 8 11 91,357,813     93,634,308     82,904,015     81,019,453     90,074,518     112,543,597   83,320,390     2,377,791    19,857,901      6,828,590       10,178,087        9,813,623        18,993,884      12,507,207    2.6 21.21 8.24 12.56 10.9 16.88 15.01
FGPGVAFR 2 0.9995

FVSSSSSGAYGGGYGGVLTASDGLLAGNEK 2 0.9998
FVSSSSSGAYGGGYGGVLTASDGLLAGNEK 3 0.9998

ILGATIENSR 2 0.9998
LTMQNLNDR 2 0.9615

QSSATSSFGGLGGGSVR 2 0.9998
TDLEMQIEGLKEELAYLK 2 0.9998
TDLEMQIEGLKEELAYLK 3 0.9998
TDLEMQIEGLKEELAYLKK 2 0.9956
TDLEMQIEGLKEELAYLKK 3 0.9998

TKFETEQALR 3 0.9995
IPI00794758 LTA4H 32 kDa protein 1 15.36 3 3 2,754,608        2,685,654        2,657,943        2,524,398        2,743,179        3,009,785        2,691,932        261,111       585,114            205,346           325,434              478,335            208,171           504,258          9.48 21.79 7.73 12.89 17.44 6.92 18.73

GSPMEISLPIALSK 2 0.9451
SAYEFSETESMLK 2 0.9997

VPIPCYLIALVVGALESR 2 0.9997
IPI00794787 POF1B Isoform 3 of Protein POF1B 1 7.19 2 2 6,396,085        6,525,875        4,827,033        5,750,348        5,466,628        6,171,360        5,266,278        1,145,862    1,646,384        357,182           489,678              698,122            764,280           1,280,126      17.92 25.23 7.4 8.52 12.77 12.38 24.31
IPI00871285 POF1B Putative uncharacterized protein POF1B 1 7.36 2 2 6,396,085        6,525,875        4,827,033        5,750,348        5,466,628        6,171,360        5,266,278        1,145,862    1,646,384        357,182           489,678              698,122            764,280           1,280,126      17.92 25.23 7.4 8.52 12.77 12.38 24.31

VVQALDPFNSR 2 0.9984
YFGELLADLSR 2 0.9997

IPI00794839 PSMC5 25 kDa protein 1 21.2 3 3 5,735,888        5,805,915        5,860,318        5,682,088        5,897,838        6,871,688        5,558,820        635,266       1,353,914        791,498           809,251              588,056            708,943           962,532          11.08 23.32 13.51 14.24 9.97 10.32 17.32
IEELQLIVNDK 2 0.9939

LLREELQLLQEQGSYVGEVVR 3 0.9989
VPDSTYEMIGGLDK 2 0.9996

IPI00794973 APEH 57 kDa protein 1 4.63 2 2 7,052,165        7,563,552        7,510,848        7,299,865        8,190,462        10,348,775     7,407,937        637,644       1,983,136        564,186           862,913              925,644            2,639,324        1,100,202      9.04 26.22 7.51 11.82 11.3 25.5 14.85
IPI00924544 APEH 35 kDa protein 1 7.79 2 2 7,052,165        7,563,552        7,510,848        7,299,865        8,190,462        10,348,775     7,407,937        637,644       1,983,136        564,186           862,913              925,644            2,639,324        1,100,202      9.04 26.22 7.51 11.82 11.3 25.5 14.85

ALDVSASDDEIAR 2 0.9997
VTSVVVDVVPR 2 0.996

IPI00795163 CDV3 Putative uncharacterized protein CDV3 0.997 21.3 1 1 1,008,280        932,578           922,611           1,294,461        1,010,433        940,144           822,844           177,963       280,067            126,186           227,799              218,193            324,530           160,402          17.65 30.03 13.68 17.6 21.59 34.52 19.49
KTPQGPPEIYSDTQFPSLQSTAK 3 0.9942

IPI00795288 PEBP1 22 kDa protein 1 10.2 1 1 1,985,833        1,820,805        1,620,300        1,599,993        1,681,490        2,060,608        1,793,630        309,865       379,930            314,727           184,926              139,410            197,671           414,107          15.6 20.87 19.42 11.56 8.29 9.59 23.09
IPI00795701 PEBP1 7 kDa protein 1 30.77 1 1 1,985,833        1,820,805        1,620,300        1,599,993        1,681,490        2,060,608        1,793,630        309,865       379,930            314,727           184,926              139,410            197,671           414,107          15.6 20.87 19.42 11.56 8.29 9.59 23.09
IPI00908746 PEBP1 cDNA FLJ51535, highly similar to Phosphatidylethanolamine‐binding pr 1 12.9 1 1 1,985,833        1,820,805        1,620,300        1,599,993        1,681,490        2,060,608        1,793,630        309,865       379,930            314,727           184,926              139,410            197,671           414,107          15.6 20.87 19.42 11.56 8.29 9.59 23.09

GNDISSGTVLSDYVGSGPPK 2 0.9998
IPI00795310 ‐ 10 kDa protein 1 22.09 1 1 561,409           479,664           587,498           558,701           656,955           613,893           651,280           99,473         116,201            136,602           113,976              119,230            100,807           118,051          17.72 24.23 23.25 20.4 18.15 16.42 18.13
IPI00878105 ‐ 12 kDa protein 1 18.1 1 1 561,409           479,664           587,498           558,701           656,955           613,893           651,280           99,473         116,201            136,602           113,976              119,230            100,807           118,051          17.72 24.23 23.25 20.4 18.15 16.42 18.13

TILSNQTVDIPENVDITLK 2 0.9996
IPI00795324 SHMT2 13 kDa protein 0.995 11.02 1 1 539,605           556,689           456,848           488,344           513,167           754,440           445,485           151,650       176,448            36,485             67,950                135,769            157,290           72,209            28.1 31.7 7.99 13.91 26.46 20.85 16.21
IPI00797146 SHMT2 18 kDa protein 0.995 7.83 1 1 539,605           556,689           456,848           488,344           513,167           754,440           445,485           151,650       176,448            36,485             67,950                135,769            157,290           72,209            28.1 31.7 7.99 13.91 26.46 20.85 16.21
IPI00940666 SHMT2 10 kDa protein 0.995 14.13 1 1 539,605           556,689           456,848           488,344           513,167           754,440           445,485           151,650       176,448            36,485             67,950                135,769            157,290           72,209            28.1 31.7 7.99 13.91 26.46 20.85 16.21

AALEALGSCLNNK 2 0.9871
IPI00795334 CBR1 Putative uncharacterized protein CBR1 1 11.26 2 2 14,343,430     13,952,137     11,387,503     10,763,100     13,305,330     15,144,940     12,849,350     3,566,506    5,045,176        1,959,323       2,759,321          2,948,726        2,509,765        4,608,147      24.87 36.16 17.21 25.64 22.16 16.57 35.86
IPI00909888 CBR1 cDNA FLJ60474, highly similar to Carbonyl reductase 1 14.45 2 2 14,343,430     13,952,137     11,387,503     10,763,100     13,305,330     15,144,940     12,849,350     3,566,506    5,045,176        1,959,323       2,759,321          2,948,726        2,509,765        4,608,147      24.87 36.16 17.21 25.64 22.16 16.57 35.86

EYGGLDVLVNNAGIAFK 2 0.9998
GIGLAIVR 2 0.9989

IPI00795358 PCYT2 32 kDa protein 0.956 4.21 1 1 3,134,390        2,186,725        2,622,860        2,459,105        2,292,500        2,342,435        2,550,655        217,363       419,093            259,215           614,646              572,601            967,177           629,241          6.93 19.17 9.88 24.99 24.98 41.29 24.67
TQGVSTTDLVGR 2 0.9563

IPI00795464 SEC13 30 kDa protein 1 8.09 2 2 2,294,876        2,305,129        1,986,987        1,989,212        2,002,264        2,457,712        1,925,789        252,368       625,779            173,159           268,412              287,375            182,514           343,896          11 27.15 8.71 13.49 14.35 7.43 17.86
FASGGCDNLIK 2 0.9947
NGGQILIADLR 2 0.9905

IPI00795481 LYPD1 Isoform 1 of Ly6/PLAUR domain‐containing protein 1 0.955 14.89 1 1 187,972           187,584           178,688           197,805           214,480           187,983           196,152           15,111         46,608              32,914             27,903                30,746              20,361             25,191            8.04 24.85 18.42 14.11 14.34 10.83 12.84
IPI00807397 LYPD1 Isoform 3 of Ly6/PLAUR domain‐containing protein 1 0.955 13.38 1 1 187,972           187,584           178,688           197,805           214,480           187,983           196,152           15,111         46,608              32,914             27,903                30,746              20,361             25,191            8.04 24.85 18.42 14.11 14.34 10.83 12.84
IPI00807677 LYPD1 Isoform 2 of Ly6/PLAUR domain‐containing protein 1 0.955 12.8 1 1 187,972           187,584           178,688           197,805           214,480           187,983           196,152           15,111         46,608              32,914             27,903                30,746              20,361             25,191            8.04 24.85 18.42 14.11 14.34 10.83 12.84

LNSVCISCCNTPLCNGPRPKK 3 0.955
IPI00795529 PSMD2 Putative uncharacterized protein PSMD2 1 11.52 1 1 810,815           873,115           750,638           934,553           738,910           855,978           909,300           166,654       260,869            150,736           148,172              46,124              87,993             261,406          20.55 29.88 20.08 15.85 6.24 10.28 28.75

LALMLNDMELVEDIFTSCKDVVVQK 3 0.9997
IPI00795582 C12orf40 Isoform 1 of Uncharacterized protein C12orf40 0.925 2.45 1 1 23,383,900     24,877,400     21,562,000     22,859,400     22,321,800     32,313,600     21,531,100     1,807,431    6,216,929        3,321,770       2,841,017          2,610,237        9,630,478        4,602,755      7.73 24.99 15.41 12.43 11.69 29.8 21.38

CDAGIQTESESVMEEK 3 0.9252
IPI00795816 SHMT2 serine hydroxymethyltransferase 2 (mitochondrial) isoform 2 precursor 0.995 7.29 3 3 1,580,464        1,611,402        1,491,190        1,490,229        1,504,578        1,858,183        1,368,456        149,024       406,916            108,555           132,379              287,330            250,984           208,416          9.43 25.25 7.28 8.88 19.1 13.51 15.23

AALEALGSCLNNK 2 0.9871
ISATSIFFESMPYK 2 0.9941

LGAPALTSR 2 0.9225
IPI00795859 IMPDH2 IMP dehydrogenase 2 1 6.56 1 1 4,110,740        3,983,120        3,519,660        4,114,780        3,456,560        4,537,160        2,879,280        226,396       679,062            542,818           602,627              521,090            274,639           344,327          5.51 17.05 15.42 14.65 15.08 6.05 11.96
IPI00924999 IMPDH2 31 kDa protein 1 5.73 1 1 4,110,740        3,983,120        3,519,660        4,114,780        3,456,560        4,537,160        2,879,280        226,396       679,062            542,818           602,627              521,090            274,639           344,327          5.51 17.05 15.42 14.65 15.08 6.05 11.96

LPIVNEDDELVAIIAR 2 0.9993
IPI00795914 ALDH2 12 kDa protein 0.996 13.39 1 1 5,223,743        4,348,630        4,845,383        5,181,700        5,159,323        5,478,433        4,525,527        715,856       913,409            582,711           994,788              986,423            638,056           793,841          13.7 21 12.03 19.2 19.12 11.65 17.54

ANNSTYGLAAAVFTK 2 0.9887
IPI00795920 EEF1D 27 kDa protein 1 5.88 1 1 687,415           660,720           549,245           624,003           612,317           803,895           608,605           86,451         208,483            90,649             70,064                110,365            168,136           170,323          12.58 31.55 16.5 11.23 18.02 20.92 27.99
IPI00796284 EEF1D cDNA FLJ57946, highly similar to Elongation factor 1‐delta 1 5.11 1 1 687,415           660,720           549,245           624,003           612,317           803,895           608,605           86,451         208,483            90,649             70,064                110,365            168,136           170,323          12.58 31.55 16.5 11.23 18.02 20.92 27.99

FYEQMNGPVAGASR 2 0.9998



IPI00795981 ‐ 14 kDa protein 0.915 8.06 1 1 13,694,230     13,801,840     10,157,220     12,400,000     10,557,430     14,993,200     11,394,790     2,749,123    3,128,924        1,057,720       1,739,390          1,657,215        2,035,689        3,552,728      20.08 22.67 10.41 14.03 15.7 13.58 31.18
IVLSFKTMPK 2 0.8749

IPI00796161 EIF3E 20 kDa protein 1 15.7 2 2 4,826,560        4,821,105        5,382,020        4,625,740        5,324,110        5,541,765        5,090,725        458,694       821,939            376,061           702,113              827,224            539,125           762,729          9.5 17.05 6.99 15.18 15.54 9.73 14.98
LDLLSDTNMVDFAMDVYK 2 0.9997

MFEDPETTR 2 0.9873
IPI00796198 PSMB6 12 kDa protein 1 18.42 2 2 9,447,487        8,318,427        6,908,320        7,533,550        7,223,190        7,725,853        8,214,117        1,047,956    1,939,902        1,347,956       965,479              1,686,485        2,053,052        2,232,216      11.09 23.32 19.51 12.82 23.35 26.57 27.18

LAAIAESGVER 2 0.9967
QVLLGDQIPK 2 0.9984

IPI00796222 LIMA1 67 kDa protein 1 12.88 6 6 16,088,851     18,698,087     15,390,273     15,478,582     17,511,379     22,816,397     15,969,882     955,615       4,607,140        2,285,406       1,969,477          2,347,723        4,110,969        3,097,488      5.94 24.64 14.85 12.72 13.41 18.02 19.4
IPI00796705 LIMA1 cDNA FLJ55990, highly similar to LIM domain and actin‐binding protein  1 11.36 6 6 16,088,851     18,698,087     15,390,273     15,478,582     17,511,379     22,816,397     15,969,882     955,615       4,607,140        2,285,406       1,969,477          2,347,723        4,110,969        3,097,488      5.94 24.64 14.85 12.72 13.41 18.02 19.4
IPI00940308 LIMA1 LIM domain and actin‐binding protein 1 isoform c 1 12.83 6 6 16,088,851     18,698,087     15,390,273     15,478,582     17,511,379     22,816,397     15,969,882     955,615       4,607,140        2,285,406       1,969,477          2,347,723        4,110,969        3,097,488      5.94 24.64 14.85 12.72 13.41 18.02 19.4

IAWPPPTELGSSGSALEEGIK 3 0.9671
ISANENSLAVR 2 0.9995
QSSSTNYTNELK 2 0.9992

SEISENTDASGKIEK 2 0.9843
VGVLAASMEAK 2 0.9996

YNVPLNR 2 0.9323
IPI00796316 GSN cDNA FLJ53327, highly similar to Gelsolin 1 31.06 15 16 36,815,625     37,316,585     34,189,903     34,227,968     36,151,595     43,210,305     33,380,153     2,429,350    8,914,672        2,421,577       2,923,360          4,669,229        5,545,378        5,571,717      6.6 23.89 7.08 8.54 12.92 12.83 16.69

AGALNSNDAFVLK 2 0.9998
AGKEPGLQIWR 3 0.9996

AQPVQVAEGSEPDGFWEALGGK 2 0.9998
AQPVQVAEGSEPDGFWEALGGK 3 0.9998

AVEVLPK 2 0.9966
EPGLQIWR 2 0.9224

FDLVPVPTNLYGDFFTGDAYVILK 2 0.9998
HVVPNEVVVQR 3 0.9923

NWRDPDQTDGLGLSYLSSHIANVER 3 0.9998
QGFEPPSFVGWFLGWDDDYWSVDPLDR 2 0.9998

QTQVSVLPEGGETPLFK 2 0.9998
TASDFITK 2 0.9995
TGAQELLR 2 0.9996

TPSAAYLWVGTGASEAEK 2 0.9998
TPSAAYLWVGTGASEAEKTGAQELLR 3 0.9998

VPFDAATLHTSTAMAAQHGMDDDGTGQK 3 0.9998
IPI00796459 RUVBL1 20 kDa protein 1 27.98 4 4 7,870,063        8,834,090        8,512,943        8,047,030        8,851,950        11,134,820     7,842,530        476,943       2,314,836        1,754,859       1,417,818          2,074,306        1,593,044        1,715,026      6.06 26.2 20.61 17.62 23.43 14.31 21.87

AVLLAGPPGTGK 2 0.9987
GLGLDESGLAK 2 0.9996

TALALAIAQELGSK 2 0.9997
VPFCPMVGSEVYSTEIK 2 0.9996

IPI00796554 ‐ 18 kDa protein 1 16.98 3 3 6,011,403        5,887,008        5,504,545        6,228,111        5,515,060        7,161,571        4,981,245        1,427,999    1,411,562        653,671           1,294,652          1,588,216        1,802,429        1,134,698      23.75 23.98 11.88 20.79 28.8 25.17 22.78
IPI00798077 ‐ 19 kDa protein 1 15.88 3 3 6,011,403        5,887,008        5,504,545        6,228,111        5,515,060        7,161,571        4,981,245        1,427,999    1,411,562        653,671           1,294,652          1,588,216        1,802,429        1,134,698      23.75 23.98 11.88 20.79 28.8 25.17 22.78

AIIIFVPVPQLK 2 0.9997
DVNFEFPEFQL 2 0.9997

LTGKDVNFEFPEFQL 2 0.9806
IPI00796945 PABPC1 cDNA FLJ37875 fis, clone BRSSN2018771, highly similar to Poly(A)‐bindi 1 19.03 9 10 16,199,195     17,814,058     14,345,797     16,204,956     15,895,186     20,657,060     14,499,129     1,575,589    4,996,839        1,727,956       1,751,807          2,722,153        3,384,720        2,938,274      9.73 28.05 12.05 10.81 17.13 16.39 20.27

AKEFTNVYIK 2 0.8922
AKEFTNVYIK 3 0.9926

ALDTMNFDVIK 2 0.9998
EFSPFGTITSAK 2 0.9972

GYGFVHFETQEAAER 3 0.9994
ITGMLLEIDNSELLHMLESPESLR 3 0.9998

IVATKPLYVALAQR 3 0.9996
MNGMLLNDR 2 0.8421
SGVGNIFIK 2 0.9993

SLGYAYVNFQQPADAER 2 0.9998
IPI00797004 RUVBL1 16 kDa protein 0.982 11.11 1 1 3,856,932        4,338,108        4,759,600        4,987,320        4,527,642        6,253,480        3,220,348        889,793       2,091,559        292,883           569,867              1,296,126        2,269,398        830,504          23.07 48.21 6.15 11.43 28.63 36.29 25.79

ALESSIAPIVIFASNR 2 0.9816
IPI00797184 MIR1279;CPSF6 17 kDa protein 1 27.15 2 3 2,796,640        3,006,298        2,725,429        2,584,164        2,769,512        3,283,094        3,218,600        389,723       842,583            439,645           291,933              285,388            398,677           1,156,276      13.94 28.03 16.13 11.3 10.3 12.14 35.92
IPI00910864 MIR1279;CPSF6 cDNA FLJ58421, highly similar to Cleavage and polyadenylation specific 1 13.62 2 3 2,796,640        3,006,298        2,725,429        2,584,164        2,769,512        3,283,094        3,218,600        389,723       842,583            439,645           291,933              285,388            398,677           1,156,276      13.94 28.03 16.13 11.3 10.3 12.14 35.92

AVSDASAGDYGSAIETLVTAISLIK 2 0.9997
AVSDASAGDYGSAIETLVTAISLIK 3 0.9997

VLISSLQDCLHGIESK 3 0.9945
IPI00797206 CCT8 Protein 1 20.74 5 5 11,933,903     13,486,700     12,219,020     11,875,347     12,164,707     15,534,003     11,897,747     1,018,230    3,747,639        1,050,276       1,057,013          2,060,821        1,771,804        1,932,792      8.53 27.79 8.6 8.9 16.94 11.41 16.25

AIADTGANVVVTGGK 2 0.9998
DIDEVSSLLR 2 0.995

LFVTNDAATILR 2 0.9997
TAEELMNFSKGEENLMDAQVK 3 0.9998

TVGATALPR 2 0.9991
IPI00797259 NACA 24 kDa protein 1 13.24 2 2 2,240,123        2,464,140        2,391,420        2,334,060        2,461,505        3,023,005        2,399,210        196,767       603,611            316,266           506,476              434,778            498,270           694,111          8.78 24.5 13.23 21.7 17.66 16.48 28.93

IEDLSQQAQLAAAEK 2 0.9935
SPASDTYIVFGEAK 2 0.9997

IPI00797366 XYLB 48 kDa protein 0.994 3.59 1 1 1,969,655        1,836,685        1,993,725        2,271,000        1,960,580        1,781,090        1,677,835        474,986       583,026            153,583           585,160              408,352            317,404           425,102          24.12 31.74 7.7 25.77 20.83 17.82 25.34
VVAFTGDNPASLAGMR 2 0.9943

IPI00797535 LYPLA1 10 kDa protein 1 12.64 1 1 2,068,344        2,496,688        1,807,254        2,185,042        2,415,590        2,559,254        1,701,538        494,507       361,355            505,784           551,032              514,343            746,013           521,497          23.91 14.47 27.99 25.22 21.29 29.15 30.65
TLVNPANVTFK 2 0.9987

IPI00797536 RPRD1B Regulation of nuclear pre‐mRNA domain containing 1B 0.994 8.12 1 1 1,917,905        2,033,925        1,616,000        1,597,200        1,548,040        2,094,935        1,651,065        190,481       669,689            302,438           258,335              230,738            269,091           340,969          9.93 32.93 18.72 16.17 14.91 12.84 20.65
ALQDLENAASGDATVR 2 0.9942

IPI00797644 TFG Putative uncharacterized protein TFG 1 15.63 2 2 2,197,809        2,189,340        2,093,229        2,319,346        2,232,231        2,541,184        2,172,337        224,993       398,360            490,424           248,413              346,624            286,664           505,792          10.24 18.2 23.43 10.71 15.53 11.28 23.28
IPIHNEDITYDELVLMMQR 3 0.9989
RIPIHNEDITYDELVLMMQR 3 0.8965

IPI00797709 CORO1C 18 kDa protein 0.999 18.35 1 1 911,428           892,010           904,385           974,210           942,625           1,136,250        993,740           85,217         238,531            166,381           123,240              139,629            118,086           238,899          9.35 26.74 18.4 12.65 14.81 10.39 24.04
KSDLFQDDLYPDTAGPEAALEAEEWFEGK 3 0.9996

IPI00797741 RPLP0 17 kDa protein 1 14.1 1 1 268,521           246,614           198,598           207,822           210,158           270,548           182,791           22,992         73,178              26,772             13,673                21,728              42,705             60,474            8.56 29.67 13.48 6.58 10.34 15.78 33.08
AGAIAPCEVTVPAQNTGLGPEK 2 0.9998

IPI00797742 SARNP 5 kDa protein 1 21.95 1 1 954,394           925,008           1,103,226        1,099,018        833,510           1,027,698        892,676           266,246       223,728            164,693           209,121              204,410            318,342           152,291          27.9 24.19 14.93 19.03 24.52 30.98 17.06
FGISSVPTK 2 0.9992

IPI00797941 ARF3 cDNA FLJ57770, moderately similar to ADP‐ribosylation factor 3 1 22.92 3 4 6,280,800        5,952,998        5,543,937        6,115,483        5,207,580        7,153,488        5,062,583        353,753       1,607,604        752,603           659,302              889,086            1,496,749        840,805          5.63 27 13.58 10.78 17.07 20.92 16.61
MLAEDELR 2 0.9425

MLAEDELRDAVLLVFANK 2 0.9998
MLAEDELRDAVLLVFANK 3 0.9998
QDLPNAMNAAEITDK 2 0.9998

IPI00797968 ‐ Similar to 40S ribosomal protein S17 1 50 2 3 19,842,980     19,942,238     19,111,665     20,327,375     19,620,915     23,104,090     19,632,235     714,901       4,327,717        2,301,573       2,066,498          1,361,008        3,176,259        3,756,709      3.6 21.7 12.04 10.17 6.94 13.75 19.14
LLDFGSLSNLQVTQPTVGMNFK 2 0.9997
LLDFGSLSNLQVTQPTVGMNFK 3 0.9252

RDNYVPEVSALDQEIIEVDPDTKEMLK 3 0.9955
IPI00798071 NAP1L4 Putative uncharacterized protein NAP1L4 1 37.76 6 7 10,255,183     10,291,451     9,498,123        9,471,826        10,341,477     12,238,181     9,806,513        679,948       2,342,392        923,359           832,523              1,317,543        1,301,370        1,822,059      6.63 22.76 9.72 8.79 12.74 10.63 18.58

FYEEVHDLER 3 0.9988
GIPEFWFTIFR 2 0.9997

LDNVPHTPSSYIETLPK 3 0.9998
LTDQVMQNPR 2 0.9998

NVDMLSELVQEYDEPILK 2 0.9998
NVDMLSELVQEYDEPILK 3 0.9997

VLAALQER 2 0.9951
IPI00798116 PPP2R1A Putative uncharacterized protein PPP2R1A 1 7.69 1 1 834,986           955,473           837,893           940,993           928,831           1,121,461        819,904           121,903       295,688            68,773             210,956              184,768            242,251           178,468          14.6 30.95 8.21 22.42 19.89 21.6 21.77



LSTIALALGVER 2 0.9996
IPI00798140 FLNB 111 kDa protein 0.926 1.33 1 1 505,169           534,332           470,509           467,697           459,881           581,153           495,193           57,537         158,530            124,544           73,790                130,480            131,455           116,953          11.39 29.67 26.47 15.78 28.37 22.62 23.62
IPI00945771 FLNB Filamin B variant 2 0.926 19.44 1 1 505,169           534,332           470,509           467,697           459,881           581,153           495,193           57,537         158,530            124,544           73,790                130,480            131,455           116,953          11.39 29.67 26.47 15.78 28.37 22.62 23.62

FADEHVPGSPFTVK 3 0.9256
IPI00798302 EIF4B cDNA FLJ59405, highly similar to Eukaryotic translation initiation factor 1 4.37 1 1 1,623,883        1,505,763        1,600,670        1,553,818        1,408,530        1,967,263        1,637,253        224,775       291,471            309,225           137,741              98,861              291,533           410,143          13.84 19.36 19.32 8.86 7.02 14.82 25.05

SPPYTAFLGNLPYDVTEESIKEFFR 3 0.9997
IPI00798360 SARNP 18 kDa protein 1 11.73 2 2 1,254,476        1,222,331        1,335,276        1,398,545        1,087,808        1,392,013        1,277,070        319,442       292,945            158,456           147,325              264,765            321,943           373,071          25.46 23.97 11.87 10.53 24.34 23.13 29.21

FGISSVPTK 2 0.9992
ITSEIPQTER 2 0.996

IPI00798367 RUVBL1 17 kDa protein 1 25 2 2 5,692,799        6,128,538        6,783,333        6,741,073        6,480,195        8,400,427        5,083,115        1,209,637    2,288,169        448,325           555,699              1,346,168        2,288,473        1,030,260      21.25 37.34 6.61 8.24 20.77 27.24 20.27
ALESSIAPIVIFASNR 2 0.9816

AQTEGINISEEALNHLGEIGTK 3 0.9996
IPI00798401 CORO1C cDNA FLJ50992, highly similar to Coronin‐1C 0.999 8.92 2 2 1,063,794        1,091,207        1,116,436        1,118,490        1,134,533        1,310,870        1,240,215        56,981         257,355            186,159           72,777                98,082              150,489           200,316          5.36 23.58 16.67 6.51 8.65 11.48 16.15
IPI00867509 CORO1C Coronin‐1C_i3 protein 0.999 7.4 2 2 1,063,794        1,091,207        1,116,436        1,118,490        1,134,533        1,310,870        1,240,215        56,981         257,355            186,159           72,777                98,082              150,489           200,316          5.36 23.58 16.67 6.51 8.65 11.48 16.15
IPI00943173 CORO1C Coronin‐1C 0.999 8.23 2 2 1,063,794        1,091,207        1,116,436        1,118,490        1,134,533        1,310,870        1,240,215        56,981         257,355            186,159           72,777                98,082              150,489           200,316          5.36 23.58 16.67 6.51 8.65 11.48 16.15

KSDLFQDDLYPDTAGPEAALEAEEWFEGK 3 0.9996
NGSLICTASK 2 0.8811

IPI00807377 LOC642587 hypothetical protein LOC642587 0.905 34.31 1 1 366,366           395,165           387,305           349,531           344,852           483,824           334,713           36,487         80,584              86,077             42,990                71,225              132,307           45,936            9.96 20.39 22.22 12.3 20.65 27.35 13.72
HGADNHEASAATATTAAATTVAAAAAAAAAAAAAR 3 0.9049

IPI00807416 TRBV11‐1 V_segment translation product 0.959 5.7 1 1 9,025,340        19,413,810     10,375,460     9,603,820        9,119,090        35,620,280     8,499,230        1,331,634    16,775,868      2,400,572       2,883,697          2,422,396        33,361,115      2,332,031      14.75 86.41 23.14 30.03 26.56 93.66 27.44
VTEMGQSVTLR 2 0.8319

IPI00816063 RPL12 Isoform 2 of 60S ribosomal protein L12 1 49.24 4 4 13,151,335     12,194,447     10,914,870     11,764,065     11,569,285     12,207,701     11,179,882     954,257       3,228,098        1,551,115       1,166,825          1,518,944        762,465           2,301,473      7.26 26.47 14.21 9.92 13.13 6.25 20.59
CTGGEVGATSALAPK 2 0.9997
EILGTAQSVGCNVDGR 2 0.9998

HPHDIIDDINSGAVECPAS 3 0.9997
HSGNITFDEIVNIAR 2 0.9997

IPI00816128 MUC5B Gastric mucin (Fragment) 0.959 1.24 1 1 3,954,470        3,761,190        4,213,250        4,009,330        3,690,280        3,116,270        3,987,540        856,326       930,849            1,616,811       1,247,886          973,139            859,980           1,763,177      21.65 24.75 38.37 31.12 26.37 27.6 44.22
GQRAPLPQHQADTHGIR 2 0.9586

IPI00828004 COL18A1 Multi‐functional protein MFP 0.938 8.81 1 1 2,560,370        2,767,340        2,508,150        2,968,000        2,597,830        2,842,250        2,727,220        524,475       1,356,906        415,662           663,522              576,989            678,394           518,945          20.48 49.03 16.57 22.36 22.21 23.87 19.03
LYDYGGGSGGGSGGGSGGGHSHR 2 0.9382

IPI00828110 SF3B3 Isoform 3 of Splicing factor 3B subunit 3 1 14.29 4 4 29,406,850     28,004,475     24,698,740     27,294,590     24,628,945     32,315,340     22,536,410     2,771,384    7,021,255        3,039,985       2,889,142          3,348,646        4,202,774        3,877,149      9.42 25.07 12.31 10.59 13.6 13.01 17.2
AGNGQWASVIR 2 0.9996
HIANYISGIQTIGHR 3 0.9944
NENQLIIFADDTYPR 2 0.9997
TPVEEVPAAIAPFQGR 2 0.9995

IPI00828189 PCMT1 Isoform 2 of Protein‐L‐isoaspartate(D‐aspartate) O‐methyltransferase 1 10.84 3 3 5,385,831        4,476,487        4,217,640        4,885,793        4,229,301        5,149,258        4,826,518        265,327       889,179            919,617           1,055,752          727,721            1,377,145        1,316,869      4.93 19.86 21.8 21.61 17.21 26.74 27.28
IPI00922359 PCMT1 Protein‐L‐isoaspartate O‐methyltransferase 1 16.15 3 3 5,385,831        4,476,487        4,217,640        4,885,793        4,229,301        5,149,258        4,826,518        265,327       889,179            919,617           1,055,752          727,721            1,377,145        1,316,869      4.93 19.86 21.8 21.61 17.21 26.74 27.28
IPI00947458 PCMT1 protein‐L‐isoaspartate(D‐aspartate) O‐methyltransferase 1 10.88 3 3 5,385,831        4,476,487        4,217,640        4,885,793        4,229,301        5,149,258        4,826,518        265,327       889,179            919,617           1,055,752          727,721            1,377,145        1,316,869      4.93 19.86 21.8 21.61 17.21 26.74 27.28

ELVDDSVNNVR 2 0.9913
KDDPTLLSSGR 2 0.9991
VQLVVGDGR 2 0.9996

IPI00829720 BAT3 HLA‐B associated transcript 3 0.999 15.04 2 2 1,292,921        1,521,556        1,260,634        1,341,151        1,394,366        1,436,539        1,297,204        219,333       399,296            251,122           199,272              124,120            88,186             349,984          16.96 26.24 19.92 14.86 8.9 6.14 26.98
GVNPSLVSWLTTMMGLR 2 0.9952
LQVVLEHMPVGPDAILR 3 0.9849

IPI00829824 PRKCSH PRKCSH protein (Fragment) 1 20.99 4 4 7,513,698        10,378,413     8,161,445        7,401,745        8,438,153        14,176,170     7,769,535        544,411       3,881,698        674,834           888,779              1,207,431        3,880,957        1,463,140      7.25 37.4 8.27 12.01 14.31 27.38 18.83
ESLQQMAEVTR 2 0.9997

ILIEDWK 2 0.9645
LWEEQLAAAK 2 0.9998
SLEDQVEMLR 2 0.9998

IPI00843765 SPTAN1 Isoform 3 of Spectrin alpha chain, brain 1 47.23 84 95 300,408,729   301,744,560   276,334,790   285,826,738   284,116,590   346,148,180   269,760,877   13,639,043  58,384,007      21,266,034     18,167,553        28,280,284      40,842,661      44,236,353    4.54 19.35 7.7 6.36 9.95 11.8 16.4
AALLELWELR 2 0.994
AALLELWELRR 3 0.9027

AGTFQAFEQFGQQLLAHGHYASPEIK 3 0.9997
AKLDENSAFLQFNWK 3 0.8793

ALINADELASDVAGAEALLDR 2 0.9997
ALINADELASDVAGAEALLDR 3 0.9998
ALSSEGKPYVTKEELYQNLTR 3 0.9993

AQLADSFHLQQFFR 2 0.9998
ASAFNSWFENAEEDLTDPVR 3 0.9996

CNSLEEIK 2 0.8444
CTELNQAWSSLGK 2 0.9996
DADETKEWIEEK 2 0.963
DADETKEWIEEK 3 0.9971
DAEELEKWIQEK 2 0.9892
DLAALEDKVK 2 0.9885

DLAALGDKVNSLGETAER 2 0.9998
DLAALGDKVNSLGETAER 3 0.9998

DLMSWINGIR 2 0.9997
DLNSQADSLMTSSAFDTSQVK 2 0.9998

DLSSVQTLLTK 2 0.9998
DLTGVQNLR 2 0.9977
DMDDEESWIK 2 0.9934
DSDELKSWVNEK 2 0.9615
DTEQVDNWMSK 2 0.9996
DVDEIEAWISEK 2 0.9998
DVDETISWIK 2 0.9918
DVEDEETWIR 2 0.9998

EAALTSEEVGADLEQVEVLQK 3 0.9998
EAFLNTEDKGDSLDSVEALIK 3 0.9848

EKEPIVGSTDYGKDEDSAEALLK 3 0.995
ELPTAFDYVEFTR 2 0.9998

FLADFR 2 0.9168
GKDLIGVQNLLKK 3 0.9912

GLVSSDELAKDVTGAEALLER 2 0.9998
GLVSSDELAKDVTGAEALLER 3 0.9996
GNAMVEEGHFAAEDVK 3 0.9549

GQRLEESLEYQQFVANVEEEEAWINEK 3 0.9998
GVIDMGNSLIER 2 0.9998

HQAFEAELSANQSR 2 0.9841
HQALQAEIAGHEPR 3 0.9998

IAALQAFADQLIAAGHYAK 2 0.9998
IAALQAFADQLIAAGHYAK 3 0.9998

ITALDEFATK 2 0.9998
KASAFNSWFENAEEDLTDPVR 3 0.9782

KGDILTLLNSTNKDWWK 3 0.9998
KHEALMSDLSAYGSSIQALR 2 0.9172
KIEDLGAAMEEALILDNK 3 0.9995

KLLEATELK 2 0.8006
KVEDLFLTFAK 2 0.9998

LAALADQWQFLVQK 2 0.9998
LAQFVEHWK 2 0.9855
LAQFVEHWK 3 0.9996

LDENSAFLQFNWK 2 0.9998
LEESLEYQQFVANVEEEEAWINEK 3 0.978



LFGAAEVQR 2 0.9997
LIQEQHPEEELIK 3 0.9997

LIQNNHYAMEDVATR 3 0.9998
LIQSHPESAEDLQEK 3 0.9997

LKDLNSQADSLMTSSAFDTSQVK 3 0.9775
LLEAQSHFR 2 0.9877
LLEATELK 2 0.9986

LLVGSEDYGR 2 0.9996
LQIASDENYKDPTNLQGK 3 0.9986
LQQSHPLSATQIQVK 3 0.9998

LQTASDESYKDPTNIQSK 3 0.9998
LTVLSEER 2 0.9997

MMLDQCLELQLFHR 3 0.9929
MNEVISLWK 2 0.9996

MQHNLEQQIQAR 2 0.9811
MQHNLEQQIQAR 3 0.9566

MTLVASEDYGDTLAAIQGLLK 2 0.9998
NQALNTDNYGHDLASVQALQR 3 0.9998

NTTGVTEEALKEFSMMFK 2 0.9998
NTTGVTEEALKEFSMMFK 3 0.9998

QDEVNAAWQR 2 0.9989
QEAFLLNEDLGDSLDSVEALLK 2 0.9998
QEAFLLNEDLGDSLDSVEALLK 3 0.9998

QETFDAGLQAFQQEGIANITALKDQLLAAK 3 0.9998
QGFVPAAYVK 2 0.9982

QQVAPTDDETGKELVLALYDYQEK 3 0.9998
REELITNWEQIR 2 0.9997
REELITNWEQIR 3 0.9995

RQDLEDSLQAQQYFADANEAESWMR 3 0.9998
SADESGQALLAAGHYASDEVR 3 0.9998

SKLGESQTLQQFSR 3 0.9856
SLQQLAEER 2 0.9981
SSEEIESAFR 2 0.9998

SSLSSAQADFNQLAELDR 2 0.9998
TDDYGRDLSSVQTLLTK 3 0.9994

VASNPYTWFTMEALEETWR 2 0.9998
VLETAEDIQER 2 0.9997
WSQLLANSAAR 2 0.9998
YEALKEPMVAR 2 0.9993
YEALKEPMVAR 3 0.9998

YTEHSTVGLAQQWDQLDQLGMR 3 0.9998
IPI00843789 GLDC Glycine dehydrogenase [decarboxylating], mitochondrial 0.924 1.67 1 1 9,674,020        10,460,860     9,704,200        10,365,880     10,805,410     13,900,620     7,935,540        702,035       2,671,746        2,217,873       730,373              2,689,679        3,921,329        1,276,964      7.26 25.54 22.85 7.05 24.89 28.21 16.09

DISLVHSMIPLGSCTMK 2 0.9241
IPI00843975 EZR Ezrin 1 14.51 7 7 36,320,920     38,031,534     35,749,325     35,044,988     38,268,799     48,028,327     35,716,916     2,723,216    9,700,046        3,829,486       3,217,626          4,579,944        7,226,976        6,711,672      7.5 25.51 10.71 9.18 11.97 15.05 18.79
IPI00872684 EZR 69 kDa protein 1 14.51 7 7 36,320,920     38,031,534     35,749,325     35,044,988     38,268,799     48,028,327     35,716,916     2,723,216    9,700,046        3,829,486       3,217,626          4,579,944        7,226,976        6,711,672      7.5 25.51 10.71 9.18 11.97 15.05 18.79

APDFVFYAPR 2 0.9998
FYPEDVAEELIQDITQK 2 0.9998
GMLKDNAMLEYLK 2 0.9804

IGFPWSEIR 2 0.9996
NISFNDKK 2 0.9275

QLLTLSSELSQAR 2 0.9998
SQEQLAAELAEYTAK 2 0.9998

IPI00844156 SERPINC1 SERPINC1 protein 0.951 11.58 1 1 451,397           470,760           288,380           375,746           440,105           454,675           398,108           129,673       225,782            116,713           90,062                179,009            176,928           113,461          28.73 47.96 40.47 23.97 40.67 38.91 28.5
VYLLSLLLIGFWDCVTCHGSPVDICTAKPR 3 0.9507

IPI00844215 SPTAN1 Isoform 1 of Spectrin alpha chain, brain 1 48.14 87 99 312,013,476   312,637,073   287,485,160   296,326,084   295,096,570   358,747,213   281,467,707   14,485,054  61,204,136      21,838,640     18,650,923        30,013,789      40,992,517      47,517,854    4.64 19.58 7.6 6.29 10.17 11.43 16.88
AALLELWELR 2 0.994
AALLELWELRR 3 0.9027

AGTFQAFEQFGQQLLAHGHYASPEIK 3 0.9997
AKLDENSAFLQFNWK 3 0.8793

ALINADELASDVAGAEALLDR 2 0.9997
ALINADELASDVAGAEALLDR 3 0.9998
ALSSEGKPYVTKEELYQNLTR 3 0.9993

AQLADSFHLQQFFR 2 0.9998
ASAFNSWFENAEEDLTDPVR 3 0.9996

CNSLEEIK 2 0.8444
CTELNQAWSSLGK 2 0.9996
DADETKEWIEEK 2 0.963
DADETKEWIEEK 3 0.9971
DAEELEKWIQEK 2 0.9892
DLAALEDKVK 2 0.9885

DLAALGDKVNSLGETAER 2 0.9998
DLAALGDKVNSLGETAER 3 0.9998

DLMSWINGIR 2 0.9997
DLNSQADSLMTSSAFDTSQVK 2 0.9998

DLSSVQTLLTK 2 0.9998
DLTGVQNLR 2 0.9977
DMDDEESWIK 2 0.9934
DSDELKSWVNEK 2 0.9615
DTEQVDNWMSK 2 0.9996
DVDEIEAWISEK 2 0.9998
DVDETISWIK 2 0.9918
DVEDEETWIR 2 0.9998

EAALTSEEVGADLEQVEVLQK 3 0.9998
EAFLNTEDKGDSLDSVEALIK 3 0.9848

EKEPIVGSTDYGKDEDSAEALLK 3 0.995
ELPTAFDYVEFTR 2 0.9998

FLADFR 2 0.9168
GKDLIGVQNLLKK 3 0.9912

GLVSSDELAKDVTGAEALLER 2 0.9998
GLVSSDELAKDVTGAEALLER 3 0.9996
GNAMVEEGHFAAEDVK 3 0.9549

GQRLEESLEYQQFVANVEEEEAWINEK 3 0.9998
GVIDMGNSLIER 2 0.9998

HQAFEAELSANQSR 2 0.9841
HQALQAEIAGHEPR 3 0.9998

IAALQAFADQLIAAGHYAK 2 0.9998
IAALQAFADQLIAAGHYAK 3 0.9998

ITALDEFATK 2 0.9998
KASAFNSWFENAEEDLTDPVR 3 0.9782

KFEEFQTDMAAHEER 3 0.9998
KGDILTLLNSTNKDWWK 3 0.9998

KHEALMSDLSAYGSSIQALR 2 0.9172
KIEDLGAAMEEALILDNK 3 0.9995

KLLEATELK 2 0.8006



KVEDLFLTFAK 2 0.9998
LAALADQWQFLVQK 2 0.9998

LAQFVEHWK 2 0.9855
LAQFVEHWK 3 0.9996

LDENSAFLQFNWK 2 0.9998
LEESLEYQQFVANVEEEEAWINEK 3 0.978

LFGAAEVQR 2 0.9997
LIQEQHPEEELIK 3 0.9997

LIQNNHYAMEDVATR 3 0.9998
LIQSHPESAEDLQEK 3 0.9997

LKDLNSQADSLMTSSAFDTSQVK 3 0.9775
LLEAQSHFR 2 0.9877
LLEATELK 2 0.9986

LLVGSEDYGR 2 0.9996
LQIASDENYKDPTNLQGK 3 0.9986
LQQSHPLSATQIQVK 3 0.9998

LQTASDESYKDPTNIQSK 3 0.9998
LTVLSEER 2 0.9997

MMLDQCLELQLFHR 2 0.9997
MMLDQCLELQLFHR 3 0.9929

MNEVISLWK 2 0.9996
MQHNLEQQIQAR 2 0.9811
MQHNLEQQIQAR 3 0.9566

MTLVASEDYGDTLAAIQGLLK 2 0.9998
NQALNTDNYGHDLASVQALQR 3 0.9998

NTTGVTEEALKEFSMMFK 2 0.9998
NTTGVTEEALKEFSMMFK 3 0.9998

QDEVNAAWQR 2 0.9989
QEAFLLNEDLGDSLDSVEALLK 2 0.9998
QEAFLLNEDLGDSLDSVEALLK 3 0.9998

QETFDAGLQAFQQEGIANITALKDQLLAAK 3 0.9998
QGFVPAAYVK 2 0.9982

QQVAPTDDETGKELVLALYDYQEK 3 0.9998
QVEELYHSLLELGEK 2 0.9989
REELITNWEQIR 2 0.9997
REELITNWEQIR 3 0.9995

RQDLEDSLQAQQYFADANEAESWMR 3 0.9998
SADESGQALLAAGHYASDEVR 3 0.9998

SKLGESQTLQQFSR 3 0.9856
SLQQLAEER 2 0.9981
SSEEIESAFR 2 0.9998

SSLSSAQADFNQLAELDR 2 0.9998
TDDYGRDLSSVQTLLTK 3 0.9994
TKQDEVNAAWQR 2 0.8461

VASNPYTWFTMEALEETWR 2 0.9998
VLETAEDIQER 2 0.9997
WSQLLANSAAR 2 0.9998
YEALKEPMVAR 2 0.9993
YEALKEPMVAR 3 0.9998

YTEHSTVGLAQQWDQLDQLGMR 3 0.9998
IPI00844392 ‐ RNPEPL1 protein 0.924 7 1 1 278,450           293,834           319,498           302,534           427,107           380,341           365,022           39,075         25,043              47,987             33,565                138,404            115,497           60,705            14.03 8.52 15.02 11.09 32.4 30.37 16.63

HVEALFQLWTAEPLDQAAASASAIDISK 3 0.9239
IPI00844412 ‐ Similar to Nuclear protein Hcc‐1 1 10.27 2 2 3,316,631        3,128,461        3,324,633        3,783,928        3,096,280        4,212,561        3,079,596        207,654       717,024            302,585           329,623              752,178            490,829           581,951          6.26 22.92 9.1 8.71 24.29 11.65 18.9

FGISSVPTK 2 0.9992
FGLNVSSISR 2 0.9885

IPI00844508 CGN cingulin 0.992 1.08 1 1 2,371,125        2,440,945        2,290,995        2,395,105        2,328,015        2,661,415        2,247,455        174,336       678,267            431,053           379,003              519,518            333,154           496,569          7.35 27.79 18.82 15.82 22.32 12.52 22.09
IPI00929635 CGN Isoform 2 of Cingulin 0.992 1.69 1 1 2,371,125        2,440,945        2,290,995        2,395,105        2,328,015        2,661,415        2,247,455        174,336       678,267            431,053           379,003              519,518            333,154           496,569          7.35 27.79 18.82 15.82 22.32 12.52 22.09

HGLETQVMELQNK 2 0.9922
IPI00844514 FBXO2 Putative uncharacterized protein FBXO2 1 15.53 3 4 11,897,683     10,553,887     11,678,073     11,661,800     11,058,007     11,465,170     11,370,433     916,978       1,402,455        1,632,032       821,253              1,069,800        531,529           1,619,414      7.71 13.29 13.98 7.04 9.67 4.64 14.24

FEHGGQDSVYWK 2 0.9977
FEHGGQDSVYWK 3 0.9974
VLAALPAAELVQACR 2 0.9997
WKELVDGAPLWLLK 2 0.9829

IPI00844578 DHX9 ATP‐dependent RNA helicase A 1 5.75 5 5 19,816,430     24,908,090     21,169,480     22,950,277     21,549,590     31,315,200     20,544,090     2,161,600    8,783,614        2,336,091       2,813,010          4,174,782        7,394,425        4,604,490      10.91 35.26 11.04 12.26 19.37 23.61 22.41
AAECNIVVTQPR 2 0.8817

GMTLVTPLQLLLFASK 2 0.9997
KVFDPVPVGVTK 2 0.9927
LAAQSCALSLVR 2 0.9927

LSMSQLNEKETPFELIEALLK 3 0.9997
IPI00845444 MAT2B Isoform 5 of Methionine adenosyltransferase 2 subunit beta 1 14.46 1 1 1,008,728        889,112           913,928           934,850           940,272           1,025,255        862,285           123,607       153,424            94,015             165,540              173,849            125,301           235,652          12.25 17.26 10.29 17.71 18.49 12.22 27.33
IPI00952989 MAT2B Putative uncharacterized protein MAT2B 1 14.46 1 1 1,008,728        889,112           913,928           934,850           940,272           1,025,255        862,285           123,607       153,424            94,015             165,540              173,849            125,301           235,652          12.25 17.26 10.29 17.71 18.49 12.22 27.33

VLVTGATGLLGR 2 0.999
IPI00847300 ‐ Similar to Voltage‐dependent anion‐selective channel protein 1 1 13.55 2 2 4,590,463        5,006,660        4,980,417        5,058,223        5,232,113        7,227,500        4,726,073        669,698       929,820            684,916           660,948              1,430,100        2,216,040        796,004          14.59 18.57 13.75 13.07 27.33 30.66 16.84

TDEFQLHTNVNDGTEFGGSIYQK 3 0.8738
WTEYGLTFTEK 2 0.9971

IPI00847442 FKBP1A FK506 binding protein12 1 15.22 1 1 1,742,037        1,801,270        1,856,803        1,573,333        1,856,950        1,859,533        1,858,667        126,192       387,700            442,022           196,600              514,964            209,609           302,053          7.24 21.52 23.81 12.5 27.73 11.27 16.25
GWEEGVAQMSVGQR 2 0.9997

IPI00847609 SVEP1 Isoform 1 of Sushi, von Willebrand factor type A, EGF and pentraxin dom 0.903 0.84 1 1 177,732           154,053           216,569           209,729           194,212           193,489           176,161           31,640         13,089              61,833             50,559                48,237              35,415             33,710            17.8 8.5 28.55 24.11 24.84 18.3 19.14
IPI00965068 SVEP1 Polydom 0.903 0.84 1 1 177,732           154,053           216,569           209,729           194,212           193,489           176,161           31,640         13,089              61,833             50,559                48,237              35,415             33,710            17.8 8.5 28.55 24.11 24.84 18.3 19.14

GEGFSPAESFVGSISQLNLWDYVLSPQQVK 3 0.8755
IPI00847646 TNKS1BP1 Isoform 2 of 182 kDa tankyrase‐1‐binding protein 1 2.19 1 1 14,798,550     16,615,300     15,261,200     15,915,950     16,073,600     20,044,850     14,349,250     1,038,377    3,851,529        2,534,508       1,671,955          2,444,310        2,765,942        2,817,580      7.02 23.18 16.61 10.5 15.21 13.8 19.64

NLEVSSCVGSGGSSEAR 2 0.9996
IPI00847762 C9orf172 Uncharacterized protein C9orf172 0.958 1.95 1 1 310,947           287,186           304,826           374,665           335,167           336,126           365,606           63,371         21,716              31,090             39,745                31,925              22,548             39,624            20.38 7.56 10.2 10.61 9.53 6.71 10.84

CSPCERSVARPAEPAPFNK 3 0.9578
IPI00847961 ST13 ST13 protein 1 30.81 6 6 6,488,387        6,831,924        6,266,755        5,956,811        6,115,437        7,413,142        5,881,719        400,976       1,659,162        662,814           864,993              927,432            583,366           1,207,689      6.18 24.29 10.58 14.52 15.17 7.87 20.53

AIDLFTDAIK 2 0.9984
AIEINPDSAQPYK 2 0.9996
EWVESMGGK 2 0.9694

LAILYAK 2 0.9886
QDPSVLHTEEMR 2 0.9995
VAAIEALNDGELQK 2 0.9998

IPI00847989 PKM2 Pyruvate kinase 1 50.22 16 17 120,485,450   117,982,135   119,370,080   111,970,980   122,608,550   142,303,830   120,853,190   7,865,716    26,431,798      16,346,675     12,329,570        10,489,665      16,488,498      26,731,342    6.53 22.4 13.69 11.01 8.56 11.59 22.12
AEGSDVANAVLDGADCIMLSGETAK 2 0.9998

AGKPVICATQMLESMIK 2 0.9998
APIIAVTR 2 0.9997

CCSGAIIVLTK 2 0.9998
CDENILWLDYK 2 0.9998

EDVDLR 2 0.8682
FGVEQDVDMVFASFIR 2 0.9998
FGVEQDVDMVFASFIR 3 0.9998
GADFLVTEVENGGSLGSK 2 0.9998

GDLGIEIPAEK 2 0.9996
GIFPVLCKDPVQEAWAEDVDLR 3 0.9998
GVNLPGAAVDLPAVSEKDIQDLK 3 0.9997



IYVDDGLISLQVK 2 0.9998
LAPITSDPTEATAVGAVEASFK 2 0.9998

LDIDSPPITAR 2 0.9998
NTGIICTIGPASR 2 0.9998
VNFAMNVGK 2 0.9998

IPI00847995 HSD17B4 cDNA FLJ61268, highly similar to Peroxisomal multifunctional enzyme t 1 3.84 2 2 2,923,480        2,758,809        2,684,996        2,913,537        2,711,219        3,123,280        2,748,650        581,924       870,607            420,384           741,808              522,966            323,680           696,044          19.91 31.56 15.66 25.46 19.29 10.36 25.32
IPI00965336 HSD17B4 cDNA FLJ36730 fis, clone UTERU2012610, highly similar to Peroxisomal 1 3.86 2 2 2,923,480        2,758,809        2,684,996        2,913,537        2,711,219        3,123,280        2,748,650        581,924       870,607            420,384           741,808              522,966            323,680           696,044          19.91 31.56 15.66 25.46 19.29 10.36 25.32
IPI00966832 HSD17B4 65 kDa protein 1 3.84 2 2 2,923,480        2,758,809        2,684,996        2,913,537        2,711,219        3,123,280        2,748,650        581,924       870,607            420,384           741,808              522,966            323,680           696,044          19.91 31.56 15.66 25.46 19.29 10.36 25.32

GNIMLSQK 2 0.8903
LGLLGLANSLAIEGR 2 0.9996

IPI00848090 CAPG macrophage‐capping protein 1 39.08 8 8 16,248,983     16,756,751     15,034,371     15,021,678     15,128,986     18,608,694     15,490,688     1,054,781    3,740,383        2,203,400       1,751,127          1,238,869        2,368,003        2,504,940      6.49 22.32 14.66 11.66 8.19 12.73 16.17
IPI00908511 CAPG cDNA FLJ51488, highly similar to Macrophage capping protein 1 41.59 8 8 16,248,983     16,756,751     15,034,371     15,021,678     15,128,986     18,608,694     15,490,688     1,054,781    3,740,383        2,203,400       1,751,127          1,238,869        2,368,003        2,504,940      6.49 22.32 14.66 11.66 8.19 12.73 16.17

ALNWDSFNTGDCFILDLGQNIFAWCGGK 3 0.9998
AQVEIVTDGEEPAEMIQVLGPKPALK 3 0.9998

DLALAIR 2 0.9306
EGNPEEDLTADKANAQAAALYK 3 0.9998

EVQGNESDLFMSYFPR 2 0.9998
QAALQVAEGFISR 2 0.9998
VSDATGQMNLTK 2 0.9998
YQEGGVESAFHK 3 0.9993

IPI00848192 ‐ Protein of unknown function DUF1725 domain containing protein 0.968 22.61 1 1 352,728           278,702           248,142           310,607           261,979           395,229           260,635           88,003         89,397              62,887             54,839                44,759              156,485           62,997            24.95 32.08 25.34 17.66 17.08 39.59 24.17
YKIMSFTGTWMELEAIILSKLMQEQK 3 0.9684

IPI00848226 GNB2L1 Guanine nucleotide‐binding protein subunit beta‐2‐like 1 1 36.59 10 11 38,444,894     37,165,652     34,872,622     36,926,949     35,611,365     46,180,388     35,697,372     4,366,816    7,733,123        2,740,224       4,516,502          3,586,050        17,216,822      7,169,303      11.36 20.81 7.86 12.23 10.07 37.28 20.08
DETNYGIPQR 2 0.9995

DGQAMLWDLNEGK 2 0.9994
DVLSVAFSSDNR 2 0.999

FSPNSSNPIIVSCGWDK 2 0.9997
IIVDELKQEVISTSSK 2 0.9997
IIVDELKQEVISTSSK 3 0.9997
LTRDETNYGIPQR 3 0.9997
VWNLANCK 2 0.9063
VWQVTIGTR 2 0.9998

YTVQDESHSEWVSCVR 3 0.9997
YWLCAATGPSIK 2 0.9997

IPI00848328 ‐ Similar to Delta(3,5)‐Delta(2,4)‐dienoyl‐CoA isomerase, mitochondrial p 1 5.94 1 1 1,549,067        1,569,027        1,520,323        1,673,433        1,557,887        1,653,097        1,548,463        401,994       263,620            211,485           282,675              137,130            207,611           308,895          25.95 16.8 13.91 16.89 8.8 12.56 19.95
MFTAGIDLMDMASDILQPK 2 0.9998

IPI00852685 DIAPH1 Isoform 1 of Protein diaphanous homolog 1 0.993 2.44 2 2 2,714,327        2,788,371        2,388,653        2,379,422        2,584,115        3,786,880        2,203,418        408,708       609,513            329,275           227,385              354,893            1,084,065        554,661          15.06 21.86 13.78 9.56 13.73 28.63 25.17
IPI00884341 DIAPH1 Isoform 2 of Protein diaphanous homolog 1 0.993 2.48 2 2 2,714,327        2,788,371        2,388,653        2,379,422        2,584,115        3,786,880        2,203,418        408,708       609,513            329,275           227,385              354,893            1,084,065        554,661          15.06 21.86 13.78 9.56 13.73 28.63 25.17
IPI00924442 DIAPH1 Diaphanous homolog 1 0.993 2.46 2 2 2,714,327        2,788,371        2,388,653        2,379,422        2,584,115        3,786,880        2,203,418        408,708       609,513            329,275           227,385              354,893            1,084,065        554,661          15.06 21.86 13.78 9.56 13.73 28.63 25.17
IPI00935307 DIAPH1 protein diaphanous homolog 1 isoform 2 0.993 2.45 2 2 2,714,327        2,788,371        2,388,653        2,379,422        2,584,115        3,786,880        2,203,418        408,708       609,513            329,275           227,385              354,893            1,084,065        554,661          15.06 21.86 13.78 9.56 13.73 28.63 25.17
IPI00936125 DIAPH1 141 kDa protein 0.993 2.44 2 2 2,714,327        2,788,371        2,388,653        2,379,422        2,584,115        3,786,880        2,203,418        408,708       609,513            329,275           227,385              354,893            1,084,065        554,661          15.06 21.86 13.78 9.56 13.73 28.63 25.17
IPI00936881 DIAPH1 Putative uncharacterized protein DIAPH1 0.993 2.48 2 2 2,714,327        2,788,371        2,388,653        2,379,422        2,584,115        3,786,880        2,203,418        408,708       609,513            329,275           227,385              354,893            1,084,065        554,661          15.06 21.86 13.78 9.56 13.73 28.63 25.17

MEMDDFNEVFQILLNTVK 2 0.9927
TAQNLSIFLGSFR 2 0.9655

IPI00852768 SELENBP1 Selenium binding protein 1 1 14.58 2 2 11,509,920     12,027,333     10,120,719     10,901,934     11,148,319     14,196,198     10,250,201     740,870       3,312,550        1,461,583       726,839              1,822,969        1,449,504        2,563,947      6.44 27.54 14.44 6.67 16.35 10.21 25.01
FLHNPDAAQGFVGCALSSTIQR 3 0.9887
GTWERPGGAAPLGYDFWYQPR 3 0.9738

IPI00852796 CAPZA2 Putative uncharacterized protein CAPZA2 1 26.44 3 3 5,400,603        5,169,415        4,509,528        4,740,025        4,517,282        5,508,404        4,817,633        470,676       1,268,365        489,505           629,520              498,182            446,479           1,002,467      8.72 24.54 10.85 13.28 11.03 8.11 20.81
IPI00853571 CAPZA2 20 kDa protein 1 27.22 3 3 5,400,603        5,169,415        4,509,528        4,740,025        4,517,282        5,508,404        4,817,633        470,676       1,268,365        489,505           629,520              498,182            446,479           1,002,467      8.72 24.54 10.85 13.28 11.03 8.11 20.81
IPI00952611 CAPZA2 cDNA FLJ51827, highly similar to F‐actin capping protein alpha‐2 subun 1 26.74 3 3 5,400,603        5,169,415        4,509,528        4,740,025        4,517,282        5,508,404        4,817,633        470,676       1,268,365        489,505           629,520              498,182            446,479           1,002,467      8.72 24.54 10.85 13.28 11.03 8.11 20.81

EATDPRPCEVENAVESWR 3 0.9961
FIIHAPPGEFNEVFNDVR 3 0.9998

LLLNNDNLLR 2 0.9997
IPI00852806 EXOC6B exocyst complex component 6B 0.93 1.48 1 1 4,547,520        4,066,140        3,445,700        3,846,830        3,016,930        3,768,360        3,669,480        637,368       1,511,728        908,001           1,118,978          1,021,249        1,233,890        1,071,801      14.02 37.18 26.35 29.09 33.85 32.74 29.21

VNPVTALTLLEK 2 0.9297
IPI00852838 SELENBP1 Selenium binding protein 1 1 13.07 2 2 9,283,456        9,864,704        8,170,353        8,901,679        8,762,840        11,675,407     8,003,366        462,726       3,008,586        1,140,420       397,011              1,251,981        1,104,517        2,237,793      4.98 30.5 13.96 4.46 14.29 9.46 27.96

FLHNPDAAQGFVGCALSSTIQR 3 0.9887
NTGTEAPDYLATVDVDPK 2 0.9988

IPI00852843 NAA25 Isoform 2 of N‐alpha‐acetyltransferase 25, NatB auxiliary subunit 0.975 2.56 1 1 8,087,090        7,895,040        7,871,760        8,588,660        7,787,620        8,520,620        6,503,460        1,305,160    1,287,267        1,630,266       581,455              414,978            1,446,558        1,053,669      16.14 16.3 20.71 6.77 5.33 16.98 16.2
THPTLLENLVFFVEVSFCSLPK 3 0.9753

IPI00852953 SELENBP1 Putative uncharacterized protein SELENBP1 1 22.22 1 1 659,213           688,561           823,924           745,064           811,211           1,029,936        807,451           50,634         193,905            101,551           62,824                126,981            145,002           178,149          7.68 28.16 12.33 8.43 15.65 14.08 22.06
IPI00892906 SELENBP1 18 kDa protein 1 10.91 1 1 659,213           688,561           823,924           745,064           811,211           1,029,936        807,451           50,634         193,905            101,551           62,824                126,981            145,002           178,149          7.68 28.16 12.33 8.43 15.65 14.08 22.06
IPI00965813 SELENBP1 Selenium binding protein 1 (Fragment) 1 8.96 1 1 659,213           688,561           823,924           745,064           811,211           1,029,936        807,451           50,634         193,905            101,551           62,824                126,981            145,002           178,149          7.68 28.16 12.33 8.43 15.65 14.08 22.06

NTGTEAPDYLATVDVDPK 2 0.9988
IPI00853023 QPRT Putative uncharacterized protein QPRT 1 54.55 6 8 21,987,352     21,312,266     22,030,002     21,192,732     21,910,498     25,149,264     20,922,903     1,466,854    4,370,021        1,172,902       1,833,718          2,807,186        3,502,442        3,699,473      6.67 20.5 5.32 8.65 12.81 13.93 17.68

CSGIASAAAAAVEAAR 2 0.9998
GAGWTGHVAGTR 2 0.9997
GPAHCLLLGER 2 0.9997
GPAHCLLLGER 3 0.9981

SPGVLAGQPFFDAIFTQLNCQVSWFLPEGSK 3 0.9996
VALNTLAR 2 0.9995

YGLLVGGAASHR 2 0.9997
YGLLVGGAASHR 3 0.9998

IPI00853068 HBA2;HBA1 Hemoglobin alpha‐2 1 22.73 2 2 9,331,055        9,018,990        9,169,730        9,332,185        9,813,575        10,835,680     9,240,400        1,891,950    2,190,622        863,883           1,636,068          1,922,657        1,123,842        1,437,036      20.28 24.29 9.42 17.53 19.59 10.37 15.55
MFLSFPTTK 2 0.9996

TYFPHFDLSHGSAQVK 3 0.9997
IPI00853165 EHD1 Putative uncharacterized protein EHD1 0.999 4.9 1 1 2,046,000        2,088,475        3,118,735        2,385,585        3,349,180        3,143,465        3,616,795        690,428       661,014            412,773           736,712              705,856            640,771           875,000          33.75 31.65 13.24 30.88 21.08 20.38 24.19

LLDTVDDMLANDIAR 2 0.9989
IPI00853455 CTSD Protein 1 20.32 5 7 42,899,365     41,397,150     41,776,125     40,870,015     44,095,365     49,250,065     41,509,020     1,984,724    8,688,662        4,611,067       1,901,544          4,596,690        4,238,768        8,859,350      4.63 20.99 11.04 4.65 10.42 8.61 21.34

AIGAVPLIQGEYMIPCEK 2 0.9998
AIGAVPLIQGEYMIPCEK 3 0.9997

FDGILGMAYPR 2 0.9998
ISVNNVLPVFDNLMQQK 2 0.9998
ISVNNVLPVFDNLMQQK 3 0.9998

LVDQNIFSFYLSR 2 0.9923
QVFGEATKQPGITFIAAK 2 0.9837

IPI00853485 SNORA70;RPL10 Ribosomal protein L10 1 14.92 1 1 1,007,334        1,179,882        1,346,818        1,213,300        1,286,574        1,532,966        1,191,750        99,555         327,755            277,605           148,340              157,856            208,532           197,827          9.88 27.78 20.61 12.23 12.27 13.6 16.6
IPI00894078 SNORA70;RPL10 Ribosomal protein L10 1 25 1 1 1,007,334        1,179,882        1,346,818        1,213,300        1,286,574        1,532,966        1,191,750        99,555         327,755            277,605           148,340              157,856            208,532           197,827          9.88 27.78 20.61 12.23 12.27 13.6 16.6

VDEFPLCGHMVSDEYEQLSSEALEAAR 3 0.9995
IPI00853509 PSMD4 Proteasome (Prosome, macropain) 26S subunit, non‐ATPase, 4 1 20.2 3 3 8,157,917        8,379,657        8,438,513        9,231,323        8,251,273        10,682,013     8,550,470        683,982       1,983,138        838,387           1,262,061          1,166,155        1,440,710        2,373,646      8.38 23.67 9.94 13.67 14.13 13.49 27.76

IIAFVGSPVEDNEKDLVK 3 0.8419
LQAQQDAVNIVCHSK 3 0.9996

NGDFLPTR 2 0.9934
IPI00855830 RPS3 RPS3 protein (Fragment) 1 19.55 2 2 5,677,130        5,563,943        5,254,600        5,813,923        5,973,870        6,175,903        5,205,630        518,338       1,614,289        863,372           1,109,600          913,977            683,912           1,335,508      9.13 29.01 16.43 19.09 15.3 11.07 25.66

FGFPEGSVELYAEK 2 0.9984
GLCAIAQAESLR 2 0.9915

IPI00855924 EIF5AL1;EIF5A Eukaryotic translation initiation factor 5A‐1‐like 1 31.17 3 3 4,799,620        5,384,750        5,313,967        5,932,793        5,803,587        6,973,467        5,724,553        152,984       1,514,009        467,382           725,572              811,042            1,082,764        1,639,219      3.19 28.12 8.8 12.23 13.97 15.53 28.63
EDLRLPEGDLGKEIEQK 3 0.9997

KYEDICPSTHNMDVPNIKR 3 0.9998
VHLVGIDIFTGK 3 0.9997

IPI00855998 CENPF Centromere protein F 0.971 0.84 2 2 7,000,943        6,767,879        6,182,772        7,016,116        6,100,834        8,112,084        6,003,295        347,719       1,353,635        907,923           726,208              881,243            1,054,705        1,046,443      4.97 20 14.68 10.35 14.44 13 17.43
EHTSETTERTPKHDVHQICDK 3 0.8165

IVGELK 1 0.8422
IPI00856037 HNRNPR heterogeneous nuclear ribonucleoprotein R isoform 3 1 7.29 4 5 2,499,182        2,459,719        2,431,172        2,520,917        2,396,696        2,717,173        2,294,483        315,436       600,422            244,965           273,997              387,966            244,130           445,891          12.62 24.41 10.08 10.87 16.19 8.98 19.43



IPI00910614 HNRNPR heterogeneous nuclear ribonucleoprotein R isoform 4 1 7.33 4 5 2,499,182        2,459,719        2,431,172        2,520,917        2,396,696        2,717,173        2,294,483        315,436       600,422            244,965           273,997              387,966            244,130           445,891          12.62 24.41 10.08 10.87 16.19 8.98 19.43
AGPIWDLR 2 0.9997

GFCFLEYEDHK 2 0.9994
GFCFLEYEDHK 3 0.9361
LFVGSIPK 2 0.9135

TGYTLDVTTGQR 2 0.9998
IPI00856038 HNRNPR cDNA FLJ53358, highly similar to Heterogeneous nuclear ribonucleopro 1 2.86 2 2 973,266           946,635           927,941           988,872           918,747           1,115,362        966,241           159,967       226,595            107,239           154,167              162,103            168,511           236,546          16.44 23.94 11.56 15.59 17.64 15.11 24.48

AGPIWDLR 2 0.9997
SAFLCGVMK 2 0.9933

IPI00856045 AHNAK2 Isoform 1 of Protein AHNAK2 0.987 0.43 1 1 172,904           150,619           158,529           163,365           168,762           166,156           154,411           21,334         43,601              39,646             29,022                30,783              20,051             26,354            12.34 28.95 25.01 17.77 18.24 12.07 17.07
IPI00884904 AHNAK2 Isoform 3 of Protein AHNAK2 0.987 0.44 1 1 172,904           150,619           158,529           163,365           168,762           166,156           154,411           21,334         43,601              39,646             29,022                30,783              20,051             26,354            12.34 28.95 25.01 17.77 18.24 12.07 17.07

FKMPSFGVSAPGKSMEASVDVSELK 3 0.941
IPI00867659 CORO1B Coronin‐1B 0.968 3.46 1 1 1,170,723        1,131,611        1,339,460        892,047           1,157,820        1,376,487        1,258,123        398,136       611,733            225,920           194,842              558,785            735,813           317,499          34.01 54.06 16.87 21.84 48.26 53.46 25.24
IPI00908316 CORO1B cDNA FLJ60046, highly similar to Coronin‐1B 0.968 3.11 1 1 1,170,723        1,131,611        1,339,460        892,047           1,157,820        1,376,487        1,258,123        398,136       611,733            225,920           194,842              558,785            735,813           317,499          34.01 54.06 16.87 21.84 48.26 53.46 25.24

NDQCYEDIR 2 0.9677
IPI00867679 PSMA6 Similar to Prosomal P27K protein 1 10.13 2 2 7,474,198        7,881,477        6,049,173        6,929,492        6,372,868        8,071,862        7,014,043        554,864       2,338,890        1,262,153       1,303,234          880,961            1,068,855        1,765,483      7.42 29.68 20.86 18.81 13.82 13.24 25.17

AINQGGLTSVAVR 2 0.9997
QTESTSFLEK 2 0.9992

IPI00868717 PRRC1 Isoform 4 of Protein PRRC1 0.911 6.11 1 1 566,024           707,130           570,051           626,006           564,693           733,420           520,650           74,463         269,715            146,747           118,680              93,953              64,823             83,834            13.16 38.14 25.74 18.96 16.64 8.84 16.1
IPI00868764 PRRC1 Isoform 5 of Protein PRRC1 0.911 4.55 1 1 566,024           707,130           570,051           626,006           564,693           733,420           520,650           74,463         269,715            146,747           118,680              93,953              64,823             83,834            13.16 38.14 25.74 18.96 16.64 8.84 16.1
IPI00942375 PRRC1 Putative uncharacterized protein PRRC1 0.911 6.11 1 1 566,024           707,130           570,051           626,006           564,693           733,420           520,650           74,463         269,715            146,747           118,680              93,953              64,823             83,834            13.16 38.14 25.74 18.96 16.64 8.84 16.1

HSVESMITTLDPGMAPYIK 3 0.9112
IPI00868816 RPL12P38 Pseudogene candidate 1 21.37 2 2 9,087,200        8,230,025        8,196,655        9,427,025        7,962,650        10,257,775     9,021,610        1,361,757    2,274,987        1,293,672       2,321,079          1,422,959        1,346,622        3,108,609      14.99 27.64 15.78 24.62 17.87 13.13 34.46

IGPLGLSPK 2 0.999
QAQIEVVPSASALIIK 2 0.9997

IPI00868835 ‐ Similar to Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP C1 1 16.81 3 3 6,719,414        6,508,530        6,378,409        6,259,366        6,085,246        6,818,316        5,612,813        735,616       1,652,887        789,298           852,670              676,881            976,957           1,240,236      10.95 25.4 12.37 13.62 11.12 14.33 22.1
KSDVEAIFSK 2 0.9997

MIAGQVLDINLAAEPK 2 0.9998
VFIGNLNTLVVK 2 0.9998

IPI00871174 MYCBP C‐Myc‐binding protein 0.988 19.42 1 1 9,576,810        10,253,790     10,894,810     10,774,930     9,884,870        12,000,800     11,377,270     2,576,722    2,990,438        1,081,762       2,417,229          1,556,064        1,257,669        2,510,989      26.91 29.16 9.93 22.43 15.74 10.48 22.07
VLVALYEEPEKPNSALDFLK 3 0.9876

IPI00871535 SPTAN1 Isoform 2 of Spectrin alpha chain, brain 1 37.46 64 69 189,229,364   190,636,407   175,258,793   177,107,592   181,722,795   217,209,611   174,253,963   9,281,949    37,285,647      14,147,059     14,178,788        18,126,716      23,461,470      28,470,767    4.91 19.56 8.07 8.01 9.97 10.8 16.34
IPI00879810 SPTAN1 Putative uncharacterized protein SPTAN1 1 37.46 64 69 189,229,364   190,636,407   175,258,793   177,107,592   181,722,795   217,209,611   174,253,963   9,281,949    37,285,647      14,147,059     14,178,788        18,126,716      23,461,470      28,470,767    4.91 19.56 8.07 8.01 9.97 10.8 16.34

AALLELWELR 2 0.994
AGTFQAFEQFGQQLLAHGHYASPEIK 3 0.9997

ALINADELASDVAGAEALLDR 3 0.9998
AQLADSFHLQQFFR 2 0.9998
CTELNQAWSSLGK 2 0.9996
DADETKEWIEEK 2 0.963
DLAALEDKVK 2 0.9885

DLAALGDKVNSLGETAER 2 0.9998
DLAALGDKVNSLGETAER 3 0.9998

DLNSQADSLMTSSAFDTSQVK 2 0.9998
DLSSVQTLLTK 2 0.9998
DLTGVQNLR 2 0.9977
DMDDEESWIK 2 0.9934
DTEQVDNWMSK 2 0.9996
DVDEIEAWISEK 2 0.9998
DVEDEETWIR 2 0.9998

EAALTSEEVGADLEQVEVLQK 3 0.9998
ELPTAFDYVEFTR 2 0.9998

FLADFR 2 0.9168
GKDLIGVQNLLKK 3 0.9912
GVIDMGNSLIER 2 0.9998

HQALQAEIAGHEPR 3 0.9998
IAALQAFADQLIAAGHYAK 3 0.9998
KGDILTLLNSTNKDWWK 3 0.9998
KIEDLGAAMEEALILDNK 3 0.9995

KVEDLFLTFAK 2 0.9998
LAALADQWQFLVQK 2 0.9998

LAQFVEHWK 3 0.9996
LDENSAFLQFNWK 2 0.9998

LEESLEYQQFVANVEEEEAWINEK 3 0.978
LFGAAEVQR 2 0.9997

LIQEQHPEEELIK 3 0.9997
LIQNNHYAMEDVATR 3 0.9998
LIQSHPESAEDLQEK 3 0.9997

LKDLNSQADSLMTSSAFDTSQVK 3 0.9775
LLEAQSHFR 2 0.9877
LLEATELK 2 0.9986

LLVGSEDYGR 2 0.9996
LQIASDENYKDPTNLQGK 3 0.9986
LQQSHPLSATQIQVK 3 0.9998

LTVLSEER 2 0.9997
MMLDQCLELQLFHR 2 0.9997
MMLDQCLELQLFHR 3 0.9929

MNEVISLWK 2 0.9996
MQHNLEQQIQAR 3 0.9566

MTLVASEDYGDTLAAIQGLLK 2 0.9998
NQALNTDNYGHDLASVQALQR 3 0.9998

NTTGVTEEALKEFSMMFK 2 0.9998
NTTGVTEEALKEFSMMFK 3 0.9998

QEAFLLNEDLGDSLDSVEALLK 2 0.9998
QEAFLLNEDLGDSLDSVEALLK 3 0.9998

QETFDAGLQAFQQEGIANITALKDQLLAAK 3 0.9998
QGFVPAAYVK 2 0.9982

QQVAPTDDETGKELVLALYDYQEK 3 0.9998
QVEELYHSLLELGEK 2 0.9989
REELITNWEQIR 2 0.9997
REELITNWEQIR 3 0.9995

RQDLEDSLQAQQYFADANEAESWMR 3 0.9998
SADESGQALLAAGHYASDEVR 3 0.9998

SKLGESQTLQQFSR 3 0.9856
SQLLGSAHEVQR 3 0.9997
SSEEIESAFR 2 0.9998

SSLSSAQADFNQLAELDR 2 0.9998
TKQDEVNAAWQR 2 0.8461

VASNPYTWFTMEALEETWR 2 0.9998
VLETAEDIQER 2 0.9997
WSQLLANSAAR 2 0.9998
YEALKEPMVAR 3 0.9998

YTEHSTVGLAQQWDQLDQLGMR 3 0.9998
IPI00871646 ‐ 60S acidic ribosomal protein P0‐like 1 22.08 5 5 5,486,262        4,896,012        4,966,162        4,764,265        4,926,609        5,705,886        4,797,151        216,467       1,096,267        648,592           519,209              775,664            774,545           969,185          3.95 22.39 13.06 10.9 15.74 13.57 20.2

AGAIAPCEVTVPAQNTGLGPEK 2 0.9998



DMLLANKVPAAAR 2 0.9931
GTIEILSDVQLIK 2 0.9997
IIQLLDDYPK 2 0.9998

TSFFQALGITTK 2 0.9998
IPI00871666 ANK3 ankyrin‐3 isoform 2 0.986 3.6 2 2 1,546,679        1,291,684        1,369,514        1,388,515        1,546,730        1,416,414        1,469,719        206,801       366,500            74,923             397,332              270,560            336,540           458,082          13.37 28.37 5.47 28.62 17.49 23.76 31.17
IPI00921566 ANK3 Ankyrin‐3 0.986 0.82 2 2 1,546,679        1,291,684        1,369,514        1,388,515        1,546,730        1,416,414        1,469,719        206,801       366,500            74,923             397,332              270,560            336,540           458,082          13.37 28.37 5.47 28.62 17.49 23.76 31.17
IPI00939165 ANK3 475 kDa protein 0.986 0.83 2 2 1,546,679        1,291,684        1,369,514        1,388,515        1,546,730        1,416,414        1,469,719        206,801       366,500            74,923             397,332              270,560            336,540           458,082          13.37 28.37 5.47 28.62 17.49 23.76 31.17
IPI00939328 ANK3 cDNA FLJ44903 fis, clone BRAMY3005184, highly similar to Mus muscul 0.986 3.27 2 2 1,546,679        1,291,684        1,369,514        1,388,515        1,546,730        1,416,414        1,469,719        206,801       366,500            74,923             397,332              270,560            336,540           458,082          13.37 28.37 5.47 28.62 17.49 23.76 31.17
IPI00967150 ANK3 Putative uncharacterized protein DKFZp686I225 0.986 1.93 2 2 1,546,679        1,291,684        1,369,514        1,388,515        1,546,730        1,416,414        1,469,719        206,801       366,500            74,923             397,332              270,560            336,540           458,082          13.37 28.37 5.47 28.62 17.49 23.76 31.17
IPI00967510 ANK3 cDNA FLJ58990, highly similar to Ankyrin‐3 0.986 1.93 2 2 1,546,679        1,291,684        1,369,514        1,388,515        1,546,730        1,416,414        1,469,719        206,801       366,500            74,923             397,332              270,560            336,540           458,082          13.37 28.37 5.47 28.62 17.49 23.76 31.17

IDIVTLLEGPIFDYGNISGTR 2 0.9863
VGLQAQPVPDEIVKK 3 0.9057

IPI00871968 ANK3 124 kDa protein 0.906 1.33 1 1 1,203,664        966,973           1,044,006        1,081,036        1,224,699        1,094,488        1,188,044        196,540       336,329            86,799             367,012              236,274            338,200           392,795          16.33 34.78 8.31 33.95 19.29 30.9 33.06
IPI00909984 ANK3 Ankyrin G119 0.906 1.38 1 1 1,203,664        966,973           1,044,006        1,081,036        1,224,699        1,094,488        1,188,044        196,540       336,329            86,799             367,012              236,274            338,200           392,795          16.33 34.78 8.31 33.95 19.29 30.9 33.06

VGLQAQPVPDEIVKK 3 0.9057
IPI00871981 U2AF1L4 Isoform 1 of Splicing factor U2AF 26 kDa subunit 1 4.09 1 1 38,481             45,723             36,477             41,316             35,846             58,350             35,289             6,717            16,245              10,551             8,390                  5,295                21,384             7,960              17.46 35.53 28.92 20.31 14.77 36.65 22.56
IPI00872091 U2AF1L4 Isoform 3 of Splicing factor U2AF 26 kDa subunit 1 4.97 1 1 38,481             45,723             36,477             41,316             35,846             58,350             35,289             6,717            16,245              10,551             8,390                  5,295                21,384             7,960              17.46 35.53 28.92 20.31 14.77 36.65 22.56

QYEMGECTR 2 0.9921
IPI00872664 USP14 60 kDa protein 1 28.57 9 9 23,255,610     23,968,089     21,113,810     21,585,607     23,818,301     27,312,536     21,936,933     1,426,599    4,071,244        2,119,907       2,045,573          2,715,469        2,498,392        2,520,069      6.13 16.99 10.04 9.48 11.4 9.15 11.49

ASGEMASAQYITAALR 2 0.9997
EKFEGVELNTDEPPMVFK 3 0.9928
FPLMLDMYELCTPELQEK 2 0.9997

LEAIEDDSVKETDSSSASAATPSK 3 0.9998
LPAYLTIQMVR 2 0.9998

NALYIK 2 0.8378
SLIDQFFGVEFETTMK 2 0.9998
VAASSPVAGLNETR 3 0.9645

YEPFSFADDIGSNNCGYYDLQAVLTHQGR 3 0.9998
IPI00872773 ERO1L 54 kDa protein 1 42.31 15 16 54,339,403     59,057,402     52,293,202     49,856,121     52,457,008     71,791,290     50,550,106     5,661,868    14,793,775      3,024,807       3,776,689          5,163,964        18,246,550      7,711,262      10.42 25.05 5.78 7.58 9.84 25.42 15.25

AVLQWTK 2 0.8425
FDGILTEGEGPRR 3 0.9915

HDDSSDNFCEADDIQSPEAEYVDLLLNPER 3 0.9998
IMDCVGCFK 2 0.9955

IQDEENKMLLLEILHEIK 3 0.9997
IWNVIYEENCFKPQTIK 3 0.9997
LGAVDESLSEETQK 2 0.9998

LIANMPESGPSYEFHLTR 3 0.9998
LLESDYFR 2 0.9996

LQTQGLGTALK 2 0.9996
MLLLEILHEIK 2 0.9995
MLLLEILHEIK 3 0.9997
QEIVSLFNAFGR 2 0.9985

RPCPFWNDISQCGR 3 0.9998
SFPLHFDENSFFAGDKK 3 0.9874

YLLQETWLEK 2 0.9757
IPI00872780 ANXA4 cDNA FLJ51794, highly similar to Annexin A4 1 59.53 17 19 84,991,388     83,046,667     83,207,621     80,180,855     84,699,252     103,302,279   83,775,623     6,015,872    18,446,975      9,351,569       7,396,020          8,490,892        8,399,865        17,072,833    7.08 22.21 11.24 9.22 10.02 8.13 20.38

AASGFNAMEDAQTLR 2 0.9998
AASGFNAMEDAQTLRK 3 0.9998

AEIDMLDIR 2 0.9997
DEGNYLDDALVR 2 0.9996

DIEQSIKSETSGSFEDALLAIVK 3 0.9997
FLTVLCSR 2 0.9982

GAGTDEGCLIEILASR 2 0.9998
GLGTDDNTLIR 2 0.9998

GLGTDEDAIISVLAYR 2 0.9998
ISQKDIEQSIK 2 0.851
ISQKDIEQSIK 3 0.9996

QDAQDLYEAGEKK 2 0.9998
QDAQDLYEAGEKK 3 0.9998

SAYFAEK 1 0.9868
SDTSFMFQR 2 0.9993

SLEDDIRSDTSFMFQR 3 0.9998
VLLVLCGGDD 1 0.9998
VLVSLSAGGR 2 0.9988
WGTDEVK 2 0.9788

IPI00873066 PAFAH1B2 Intracellular platelet‐activating factor acetylhydrolase alpha 2 subunit v 1 37.13 3 3 10,567,535     10,551,820     9,165,165        9,804,330        8,681,325        11,086,585     8,568,080        344,836       2,506,052        1,498,347       1,041,983          1,248,162        971,024           1,613,830      3.26 23.75 16.35 10.63 14.38 8.76 18.84
DKEPDVLFVGDSMVQLMQQYEIWR 3 0.9998

ELFSPLHALNFGIGGDTTR 3 0.9998
VIVVWVGTNNHENTAEEVAGGIEAIVQLINTR 3 0.9998

IPI00873286 EIF3C;EIF3CL cDNA FLJ55750, highly similar to Eukaryotic translation initiation factor 1 4.76 2 2 967,647           1,171,143        1,049,266        1,190,320        911,850           1,429,652        755,899           98,595         405,107            116,927           207,446              251,771            368,421           92,169            10.19 34.59 11.14 17.43 27.61 25.77 12.19
IPI00910003 EIF3C;EIF3CL Putative uncharacterized protein EIF3CL 1 4.59 2 2 967,647           1,171,143        1,049,266        1,190,320        911,850           1,429,652        755,899           98,595         405,107            116,927           207,446              251,771            368,421           92,169            10.19 34.59 11.14 17.43 27.61 25.77 12.19
IPI00939953 EIF3C;EIF3CL Putative uncharacterized protein EIF3CL 1 4.76 2 2 967,647           1,171,143        1,049,266        1,190,320        911,850           1,429,652        755,899           98,595         405,107            116,927           207,446              251,771            368,421           92,169            10.19 34.59 11.14 17.43 27.61 25.77 12.19

DLMLMSHLQDNIQHADPPVQILYNR 3 0.9983
LGSLVENNER 2 0.9994

IPI00876921 LYPLA2 Lysophospholipase II 0.969 28.57 1 1 1,168,908        1,529,562        1,135,388        1,310,774        1,243,140        1,927,708        1,200,100        228,775       632,940            80,012             126,310              463,518            538,702           286,587          19.57 41.38 7.05 9.64 37.29 27.95 23.88
ETAAVIFLHGLGDTGHSWADALSTIR 3 0.9686

IPI00876962 INF2 Isoform 2 of Inverted formin‐2 1 3.47 2 2 857,580           813,457           886,886           1,117,216        1,003,329        1,040,536        781,979           148,189       248,887            147,022           276,090              275,667            222,350           126,378          17.28 30.6 16.58 24.71 27.48 21.37 16.16
IPI00878985 INF2 Isoform 1 of Inverted formin‐2 1 3.44 2 2 857,580           813,457           886,886           1,117,216        1,003,329        1,040,536        781,979           148,189       248,887            147,022           276,090              275,667            222,350           126,378          17.28 30.6 16.58 24.71 27.48 21.37 16.16
IPI00895800 INF2 136 kDa protein 1 3.44 2 2 857,580           813,457           886,886           1,117,216        1,003,329        1,040,536        781,979           148,189       248,887            147,022           276,090              275,667            222,350           126,378          17.28 30.6 16.58 24.71 27.48 21.37 16.16

RLEGSDGGWMVQFLEQSGLDLLLEALAR 3 0.9445
SSQLLWEALESLVNR 2 0.9997

IPI00877635 RD43;LOC653881; Ribosomal protein L3, isoform CRA_b 1 21.08 5 5 7,196,722        7,032,222        8,057,336        7,113,744        8,048,843        8,872,689        7,818,336        658,134       1,118,584        842,150           1,088,506          1,112,822        895,933           1,511,753      9.14 15.91 10.45 15.3 13.83 10.1 19.34
ERLEQQVPVNQVFGQDEMIDVIGVTK 3 0.9998

IGQGYLIK 2 0.9894
SINPLGGFVHYGEVTNDFVMLK 3 0.9997

VACIGAWHPAR 3 0.9987
VAFSVAR 2 0.958

IPI00877787 RD43;LOC653881; Putative uncharacterized protein RPL3 1 19.12 4 4 5,263,096        5,206,355        5,365,889        5,047,234        5,566,160        6,140,236        5,163,020        238,952       943,710            513,564           603,911              727,202            563,968           877,583          4.54 18.13 9.57 11.97 13.06 9.18 17
ERLEQQVPVNQVFGQDEMIDVIGVTK 3 0.9998

IGQGYLIK 2 0.9894
VACIGAWHPAR 3 0.9987

VAFSVAR 2 0.958
IPI00877999 RD43;LOC653881; 35 kDa protein 1 15.08 3 3 3,730,532        4,494,322        3,614,150        3,460,400        3,789,625        5,581,591        3,415,559        226,800       1,306,018        233,808           437,462              896,191            1,477,171        652,904          6.08 29.06 6.47 12.64 23.65 26.47 19.12

ERLEQQVPVNQVFGQDEMIDVIGVTK 3 0.9998
HGSLGFLPR 2 0.9997

VACIGAWHPAR 3 0.9987
IPI00878133 ‐ 26 kDa protein 1 4.35 1 1 7,869,250        7,060,850        6,245,400        7,114,875        6,939,725        7,444,825        6,138,275        1,017,828    1,559,309        539,396           863,715              705,190            1,030,039        539,804          12.93 22.08 8.64 12.14 10.16 13.84 8.79

FCIWTESAFR 2 0.9997
IPI00878254 COMT 24 kDa protein 1 18.31 3 3 6,661,050        5,990,327        6,418,880        6,838,410        5,425,260        6,861,147        6,379,227        716,538       1,425,104        1,197,908       1,402,001          847,656            845,083           1,371,861      10.76 23.79 18.66 20.5 15.62 12.32 21.51

LITIEINPDCAAITQR 2 0.9998
MVDFAGVK 2 0.937

YLPDTLLLEECGLLR 3 0.9998
IPI00878392 ‐ 11 kDa protein 1 12.63 2 2 5,485,015        5,532,995        4,914,705        5,643,220        4,836,715        6,374,790        4,883,885        741,783       1,644,430        1,381,044       767,391              814,307            1,030,350        1,332,090      13.52 29.72 28.1 13.6 16.84 16.16 27.28

ITVTSEVPFSK 2 0.9996



ITVTSEVPFSKR 2 0.999
IPI00943883 LOC389842 similar to RAN binding protein 1 1 13.48 3 3 4,594,696        4,473,143        4,023,700        4,084,325        3,934,374        4,765,961        4,165,723        260,306       853,338            268,087           355,122              447,260            164,698           974,849          5.67 19.08 6.66 8.69 11.37 3.46 23.4
IPI00878440 RANBP1 Putative uncharacterized protein RANBP1 1 14.46 3 3 4,594,696        4,473,143        4,023,700        4,084,325        3,934,374        4,765,961        4,165,723        260,306       853,338            268,087           355,122              447,260            164,698           974,849          5.67 19.08 6.66 8.69 11.37 3.46 23.4

FASENDLPEWK 2 0.9997
FASENDLPEWKER 3 0.9957
TLEEDEEELFK 2 0.9997

IPI00878524 RD43;LOC653881; Protein 1 13.41 2 2 2,922,334        3,856,053        2,923,775        2,777,060        3,106,993        4,812,151        2,780,424        188,261       1,295,299        235,607           313,643              705,907            1,504,207        511,746          6.44 33.59 8.06 11.29 22.72 31.26 18.41
ERLEQQVPVNQVFGQDEMIDVIGVTK 3 0.9998

HGSLGFLPR 2 0.9997
IPI00878551 P4HB cDNA FLJ59430, highly similar to Protein disulfide‐isomerase 1 34.29 12 14 72,152,495     73,245,600     65,529,105     64,980,695     68,262,225     86,399,840     66,166,615     3,330,585    16,533,724      6,562,387       8,335,303          9,323,414        10,502,434      12,468,154    4.62 22.57 10.01 12.83 13.66 12.16 18.84

ILEFFGLK 2 0.9997
ILFIFIDSDHTDNQR 3 0.9997

LITLEEEMTK 2 0.9998
NFEDVAFDEKK 2 0.9998
NFEDVAFDEKK 3 0.9998

NNFEGEVTKENLLDFIK 2 0.9997
QFLQAAEAIDDIPFGITSNSDVFSK 2 0.9998

SNFAEALAAHK 2 0.9998
THILLFLPK 2 0.9997
TVIDYNGER 2 0.9998

VDATEESDLAQQYGVR 2 0.9998
VDATEESDLAQQYGVR 3 0.9998

YKPESEELTAER 2 0.9998
YQLDKDGVVLFK 3 0.9998

IPI00878827 RD43;LOC653881; 20 kDa protein 1 5 1 1 2,092,032        2,756,790        2,027,568        1,941,798        2,126,208        3,580,316        1,817,432        173,196       1,006,536        182,266           308,278              510,572            1,292,739        330,633          8.28 36.51 8.99 15.88 24.01 36.11 18.19
HGSLGFLPR 2 0.9997

IPI00878950 RANBP1 cDNA FLJ57507, highly similar to Ran‐specific GTPase‐activating protein 1 43.14 6 6 18,112,490     18,605,964     18,233,248     18,715,127     18,654,187     23,243,848     18,156,252     987,841       5,160,157        1,810,838       2,898,901          3,005,134        2,510,083        4,064,674      5.45 27.73 9.93 15.49 16.11 10.8 22.39
AWVWNTHADFADECPKPELLAIR 3 0.9998

FASENDLPEWK 2 0.9997
FASENDLPEWKER 3 0.9957

GGLCATNAVAFWGEGAVTGK 2 0.94
ICANHYITPMMELKPNAGSDR 3 0.9998

TLEEDEEELFK 2 0.9997
IPI00878953 APOE MRNA for apolipoprotein E 0.917 3.13 1 1 849,718           879,238           1,026,713        1,007,810        1,025,178        1,242,768        810,260           206,325       142,767            167,345           205,409              339,732            497,207           251,394          24.28 16.24 16.3 20.38 33.14 40.01 31.03
IPI00879368 APOE Apolipoprotein E 0.917 4.17 1 1 849,718           879,238           1,026,713        1,007,810        1,025,178        1,242,768        810,260           206,325       142,767            167,345           205,409              339,732            497,207           251,394          24.28 16.24 16.3 20.38 33.14 40.01 31.03
IPI00879456 APOE 25 kDa protein 0.917 4.11 1 1 849,718           879,238           1,026,713        1,007,810        1,025,178        1,242,768        810,260           206,325       142,767            167,345           205,409              339,732            497,207           251,394          24.28 16.24 16.3 20.38 33.14 40.01 31.03

LGPLVEQGR 2 0.9172
IPI00878978 ‐ 25 kDa protein 0.969 5.41 1 1 2,318,400        2,342,225        2,641,095        2,877,545        2,639,020        2,661,310        2,345,255        617,118       737,234            573,013           351,617              708,167            540,220           548,302          26.62 31.48 21.7 12.22 26.83 20.3 23.38

YTEGVQSLNWTK 2 0.9689
IPI00879051 ‐ 15 kDa protein 1 14.73 2 2 1,247,520        1,221,815        1,010,289        1,180,741        1,144,729        1,399,908        1,125,813        82,324         316,179            80,068             205,401              245,876            77,226             364,215          6.6 25.88 7.93 17.4 21.48 5.52 32.35

KLGEMWNNTAADDKQPYEK 3 0.9998
LGEMWNNTAADDKQPYEK 3 0.9998

IPI00879220 TBC1D10A 10 kDa protein 0.94 15.79 1 1 14,120,620     11,792,310     12,939,500     12,584,500     11,968,580     12,649,320     13,838,290     1,187,125    2,333,289        1,724,687       1,216,312          2,170,446        2,187,476        3,502,110      8.41 19.79 13.33 9.67 18.13 17.29 25.31
LLCGAVLGSTCQEAR 3 0.9396

IPI00879501 HNRNPA1L2 Heterogeneous nuclear ribonucleoprotein A1‐like 2 1 8.13 2 2 2,451,362        2,542,894        2,245,082        2,390,695        2,399,435        3,339,788        2,484,122        180,486       720,333            338,817           378,034              267,381            554,161           700,583          7.36 28.33 15.09 15.81 11.14 16.59 28.2
IEVIEIMTDR 2 0.9998

LFIGGLSFETTDESLR 2 0.9998
IPI00879518 ‐ Putative uncharacterized protein ENSP00000383298 1 17.6 4 5 4,683,665        4,611,898        4,056,205        4,547,978        4,577,630        5,750,021        4,567,976        323,387       1,145,019        443,802           694,691              553,827            656,493           1,167,417      6.9 24.83 10.94 15.27 12.1 11.42 25.56

GFGFVTYATVEEVDAAMNAR 2 0.9998
GFGFVTYATVEEVDAAMNAR 3 0.9998

IEVIEIMTDR 2 0.9998
KLFIGGLSFETTDESLR 3 0.9998
LFIGGLSFETTDESLR 2 0.9998

IPI00879622 ‐ 18 kDa protein 1 7.41 1 2 2,647,390        2,617,332        2,735,060        2,638,732        2,628,558        3,229,442        2,696,188        114,377       765,999            335,351           494,322              373,866            369,797           586,442          4.32 29.27 12.26 18.73 14.22 11.45 21.75
YYVTIIDAPGHR 2 0.9997
YYVTIIDAPGHR 3 0.9998

IPI00879638 DDX17 cDNA FLJ58652, highly similar to Probable ATP‐dependent RNA helicase 1 20.24 7 7 11,905,992     11,389,262     9,193,959        10,880,736     10,709,218     12,320,671     10,687,245     445,792       2,962,423        1,404,584       851,206              1,677,930        1,375,953        2,366,180      3.74 26.01 15.28 7.82 15.67 11.17 22.14
APILIATDVASR 2 0.9998

ELAQQVQQVADDYGK 2 0.9998
GVEICIATPGR 2 0.9818

LIQLMEEIMAEKENK 3 0.9997
MLDMGFEPQIR 2 0.9996
QTLMWSATWPK 2 0.9996
STCIYGGAPK 2 0.9997

IPI00879666 RANBP1 Putative uncharacterized protein RANBP1 1 5.37 1 1 988,890           1,021,259        898,909           835,283           892,171           1,072,855        1,148,140        106,743       182,598            140,953           159,817              148,248            198,222           584,481          10.79 17.88 15.68 19.13 16.62 18.48 50.91
FASENDLPEWK 2 0.9997

IPI00883655 DPYSL2 Dihydropyrimidinase‐like 2 long form (Fragment) 1 7.88 1 1 1,151,197        1,058,940        1,110,695        1,126,803        1,080,518        1,067,655        984,680           160,377       306,611            157,891           264,611              367,072            182,973           154,476          13.93 28.95 14.22 23.48 33.97 17.14 15.69
QIGENLIVPGGVK 2 0.9997

IPI00884379 ‐ Conserved hypothetical protein 0.971 16.39 1 1 5,893,410        5,855,260        6,197,890        5,492,640        5,988,170        7,185,570        5,483,830        1,177,240    1,788,540        598,959           773,803              1,290,642        1,432,841        1,549,158      19.98 30.55 9.66 14.09 21.55 19.94 28.25
AQPAPGQLPVPAATPLLGHR 2 0.9708

IPI00885178 BAX Isoform Zeta of Apoptosis regulator BAX 1 9.65 1 1 217,817           255,333           343,548           274,009           288,852           471,871           251,818           30,621         86,538              125,256           134,083              207,683            119,168           141,008          14.06 33.89 36.46 48.93 71.9 25.25 56
MIAAVDTDSPR 2 0.9978

IPI00885203 BAX Isoform Psi of Apoptosis regulator BAX 1 13.87 2 2 2,838,335        3,173,405        3,375,888        3,340,249        3,266,566        4,383,579        2,413,356        666,122       1,267,428        541,283           474,383              913,539            1,184,911        505,006          23.47 39.94 16.03 14.2 27.97 27.03 20.93
MIAAVDTDSPR 2 0.9978
TGALLLQGFIQDR 2 0.9997

IPI00887421 LOC652460 similar to plectin 1, partial 1 1.39 2 2 466,164           436,767           455,423           493,766           439,447           523,078           443,933           28,442         112,302            43,146             74,870                130,801            64,232             114,345          6.1 25.71 9.47 15.16 29.76 12.28 25.76
GTQGAEEVLR 2 0.9563
MVEGYQGLR 2 0.9863

IPI00941166 FCGBP 148 kDa protein 1 1.56 2 2 4,141,616        4,811,717        4,095,205        4,002,647        3,761,324        5,611,285        3,976,058        566,204       1,547,071        245,513           437,200              613,338            915,522           626,353          13.67 32.15 6 10.92 16.31 16.32 15.75
IPI00888280 LOC100133944 similar to Fc fragment of IgG binding protein 1 1.57 2 2 4,141,616        4,811,717        4,095,205        4,002,647        3,761,324        5,611,285        3,976,058        566,204       1,547,071        245,513           437,200              613,338            915,522           626,353          13.67 32.15 6 10.92 16.31 16.32 15.75

APGWDPLCWDECR 2 0.9997
TPDGSLLVR 2 0.9995

IPI00888430 DNAH17 Isoform 1 of Dynein heavy chain 17, axonemal 0.968 0.45 2 2 6,839,670        6,800,750        5,835,560        5,611,110        6,090,755        7,380,905        5,704,325        168,789       1,611,349        611,113           314,450              836,899            984,522           1,166,719      2.47 23.69 10.47 5.6 13.74 13.34 20.45
IPI00943773 DNAH17 dynein heavy chain 17, axonemal 0.968 0.45 2 2 6,839,670        6,800,750        5,835,560        5,611,110        6,090,755        7,380,905        5,704,325        168,789       1,611,349        611,113           314,450              836,899            984,522           1,166,719      2.47 23.69 10.47 5.6 13.74 13.34 20.45

DINVEQMDIDCK 2 0.8118
QALLSTIR 2 0.9519

IPI00888712 POTEKP Putative beta‐actin‐like protein 3 1 10.67 3 4 83,986,598     84,033,728     73,429,320     70,828,973     81,315,563     96,512,267     78,268,690     6,115,659    22,174,867      6,882,049       9,388,380          6,313,144        10,719,778      20,901,450    7.28 26.39 9.37 13.25 7.76 11.11 26.7
AVFPSIVGRPR 2 0.999

QEYDESGPSIVHR 2 0.9998
QEYDESGPSIVHR 3 0.9997

SYELPDGQVITIGNER 2 0.9998
IPI00888766 LOC121906 similar to hCG30646 1 4.78 1 1 2,012,603        2,371,357        2,062,373        2,292,597        2,313,963        2,750,937        2,333,783        290,202       726,220            389,322           286,285              385,474            197,926           746,974          14.42 30.62 18.88 12.49 16.66 7.19 32.01

AINQGGLTSVAVR 2 0.9997
IPI00889541 DDX17 Isoform 4 of Probable ATP‐dependent RNA helicase DDX17 1 21.81 13 13 21,400,682     21,498,737     17,993,327     20,145,856     19,446,983     24,006,006     19,761,851     1,885,953    5,603,067        2,444,174       1,862,473          2,999,565        3,641,078        3,888,682      8.81 26.06 13.58 9.24 15.42 15.17 19.68
IPI00940000 DDX17 probable ATP‐dependent RNA helicase DDX17 isoform 3 1 21.75 13 13 21,400,682     21,498,737     17,993,327     20,145,856     19,446,983     24,006,006     19,761,851     1,885,953    5,603,067        2,444,174       1,862,473          2,999,565        3,641,078        3,888,682      8.81 26.06 13.58 9.24 15.42 15.17 19.68

APILIATDVASR 2 0.9998
APLPDLYPFGTMR 2 0.998

ELAQQVQQVADDYGK 2 0.9998
FVINYDYPNSSEDYVHR 3 0.9973

GLDVEDVK 2 0.9248
GTAYTFFTPGNLK 2 0.9997
GVEICIATPGR 2 0.9818

LIQLMEEIMAEKENK 3 0.9997
MLDMGFEPQIR 2 0.9996



NFYVEHPEVAR 2 0.9891
QTLMWSATWPK 2 0.9996
STCIYGGAPK 2 0.9997

VLEEANQAINPK 2 0.9992
IPI00890829 MYEOV2 Putative uncharacterized protein MYEOV2 0.991 25.64 1 1 1,969,480        2,466,680        2,032,130        2,084,880        2,025,670        2,333,960        1,937,790        278,355       568,208            222,096           293,693              496,321            687,629           362,129          14.13 23.04 10.93 14.09 24.5 29.46 18.69

AVHADFFNDFEDLFDDDDIQ 2 0.9905
IPI00892521 ST13 Protein 1 38.36 5 5 5,957,535        6,148,698        5,646,350        5,470,203        5,139,462        6,454,623        5,471,247        841,411       1,482,331        848,460           985,770              598,255            537,011           1,210,215      14.12 24.11 15.03 18.02 11.64 8.32 22.12

AIDLFTDAIK 2 0.9984
AIEINPDSAQPYK 2 0.9996

LAILYAK 2 0.9886
LDYDEDASAMLK 2 0.9997
VAAIEALNDGELQK 2 0.9998

IPI00892588 SNORD84;BAT1 HLA‐B associated transcript 1 1 32.96 4 4 3,995,404        4,320,928        3,750,560        4,183,751        3,877,340        5,052,734        3,866,658        373,649       1,117,052        750,198           385,736              430,738            750,089           880,042          9.35 25.85 20 9.22 11.11 14.85 22.76
CIALAQLLVEQNFPAIAIHR 3 0.9997
KFMQDPMEIFVDDETK 2 0.9865

NCPHIVVGTPGR 2 0.9995
VAVFFGGLSIK 2 0.8225

IPI00892684 XPO1 Putative uncharacterized protein XPO1 1 34.92 1 1 418,931           346,338           409,059           436,638           337,370           401,585           389,558           71,791         67,203              51,497             119,848              21,335              30,940             69,885            17.14 19.4 12.59 27.45 6.32 7.7 17.94
IPI00892777 XPO1 10 kDa protein 1 26.83 1 1 418,931           346,338           409,059           436,638           337,370           401,585           389,558           71,791         67,203              51,497             119,848              21,335              30,940             69,885            17.14 19.4 12.59 27.45 6.32 7.7 17.94
IPI00892827 XPO1 Putative uncharacterized protein XPO1 1 37.29 1 1 418,931           346,338           409,059           436,638           337,370           401,585           389,558           71,791         67,203              51,497             119,848              21,335              30,940             69,885            17.14 19.4 12.59 27.45 6.32 7.7 17.94
IPI00894165 XPO1 Putative uncharacterized protein XPO1 1 35.48 1 1 418,931           346,338           409,059           436,638           337,370           401,585           389,558           71,791         67,203              51,497             119,848              21,335              30,940             69,885            17.14 19.4 12.59 27.45 6.32 7.7 17.94

LDINLLDNVVNCLYHGEGAQQR 3 0.9997
IPI00892810 2‐Sep Putative uncharacterized protein SEPT2 1 8.16 1 1 789,641           915,169           798,006           835,073           811,107           1,041,960        884,233           171,686       294,494            333,636           185,486              184,553            258,372           333,012          21.74 32.18 41.81 22.21 22.75 24.8 37.66
IPI00893096 2‐Sep Putative uncharacterized protein SEPT2 1 8.11 1 1 789,641           915,169           798,006           835,073           811,107           1,041,960        884,233           171,686       294,494            333,636           185,486              184,553            258,372           333,012          21.74 32.18 41.81 22.21 22.75 24.8 37.66
IPI00893645 2‐Sep Putative uncharacterized protein SEPT2 1 6.52 1 1 789,641           915,169           798,006           835,073           811,107           1,041,960        884,233           171,686       294,494            333,636           185,486              184,553            258,372           333,012          21.74 32.18 41.81 22.21 22.75 24.8 37.66
IPI00894055 2‐Sep Protein 1 7.45 1 1 789,641           915,169           798,006           835,073           811,107           1,041,960        884,233           171,686       294,494            333,636           185,486              184,553            258,372           333,012          21.74 32.18 41.81 22.21 22.75 24.8 37.66
IPI00894199 2‐Sep Putative uncharacterized protein SEPT2 1 6.94 1 1 789,641           915,169           798,006           835,073           811,107           1,041,960        884,233           171,686       294,494            333,636           185,486              184,553            258,372           333,012          21.74 32.18 41.81 22.21 22.75 24.8 37.66
IPI00894283 2‐Sep Putative uncharacterized protein SEPT2 1 9.92 1 1 789,641           915,169           798,006           835,073           811,107           1,041,960        884,233           171,686       294,494            333,636           185,486              184,553            258,372           333,012          21.74 32.18 41.81 22.21 22.75 24.8 37.66
IPI00894322 2‐Sep Putative uncharacterized protein SEPT2 1 9.16 1 1 789,641           915,169           798,006           835,073           811,107           1,041,960        884,233           171,686       294,494            333,636           185,486              184,553            258,372           333,012          21.74 32.18 41.81 22.21 22.75 24.8 37.66

TIISYIDEQFER 2 0.9997
IPI00892935 XPO1 Putative uncharacterized protein XPO1 1 25.76 2 2 1,385,101        1,303,015        1,367,754        1,361,679        1,152,298        1,362,844        1,354,854        210,577       373,735            349,944           299,586              150,770            135,368           306,233          15.2 28.68 25.59 22 13.08 9.93 22.6
IPI00893771 XPO1 Putative uncharacterized protein XPO1 1 34 2 2 1,385,101        1,303,015        1,367,754        1,361,679        1,152,298        1,362,844        1,354,854        210,577       373,735            349,944           299,586              150,770            135,368           306,233          15.2 28.68 25.59 22 13.08 9.93 22.6
IPI00893889 XPO1 Putative uncharacterized protein XPO1 1 35.79 2 2 1,385,101        1,303,015        1,367,754        1,361,679        1,152,298        1,362,844        1,354,854        210,577       373,735            349,944           299,586              150,770            135,368           306,233          15.2 28.68 25.59 22 13.08 9.93 22.6
IPI00894059 XPO1 Putative uncharacterized protein XPO1 1 36.17 2 2 1,385,101        1,303,015        1,367,754        1,361,679        1,152,298        1,362,844        1,354,854        210,577       373,735            349,944           299,586              150,770            135,368           306,233          15.2 28.68 25.59 22 13.08 9.93 22.6
IPI00894253 XPO1 Putative uncharacterized protein XPO1 1 18.99 2 2 1,385,101        1,303,015        1,367,754        1,361,679        1,152,298        1,362,844        1,354,854        210,577       373,735            349,944           299,586              150,770            135,368           306,233          15.2 28.68 25.59 22 13.08 9.93 22.6
IPI00894515 XPO1 12 kDa protein 1 32.08 2 2 1,385,101        1,303,015        1,367,754        1,361,679        1,152,298        1,362,844        1,354,854        210,577       373,735            349,944           299,586              150,770            135,368           306,233          15.2 28.68 25.59 22 13.08 9.93 22.6

LDINLLDNVVNCLYHGEGAQQR 3 0.9997
YYGLQILENVIK 2 0.9997

IPI00892994 CPNE1 47 kDa protein 1 14.05 4 4 4,135,264        4,081,657        3,927,542        3,701,962        4,500,280        4,812,737        4,463,131        212,026       1,084,872        559,861           551,885              827,048            662,467           1,145,239      5.13 26.58 14.25 14.91 18.38 13.76 25.66
GTITVSAQELKDNR 3 0.9997
LYGPTNFAPIINHVAR 3 0.9998

SDPFLEFFR 2 0.9997
SDPLCVLLQDVGGGSWAELGR 2 0.9997

IPI00893087 LUC7L2 Putative uncharacterized protein CGI‐59 0.995 22.92 1 1 5,982,740        11,073,620     5,727,190        5,648,670        7,524,945        13,913,630     4,756,980        1,144,003    6,078,604        926,634           943,540              3,287,192        5,809,807        722,220          19.12 54.89 16.18 16.7 43.68 41.76 15.18
IPI00893315 LUC7L2 9 kDa protein 0.995 13.25 1 1 5,982,740        11,073,620     5,727,190        5,648,670        7,524,945        13,913,630     4,756,980        1,144,003    6,078,604        926,634           943,540              3,287,192        5,809,807        722,220          19.12 54.89 16.18 16.7 43.68 41.76 15.18

AMLDQLMGTSR 2 0.9948
IPI00893184 DPY30 9 kDa protein 1 26.32 1 1 885,803           954,217           757,633           798,877           851,390           1,033,567        811,767           93,666         197,331            124,033           58,526                95,707              140,334           98,352            10.57 20.68 16.37 7.33 11.24 13.58 12.12
IPI00893460 DPY30 cDNA FLJ58897, moderately similar to Dpy‐30‐like protein 1 16.67 1 1 885,803           954,217           757,633           798,877           851,390           1,033,567        811,767           93,666         197,331            124,033           58,526                95,707              140,334           98,352            10.57 20.68 16.37 7.33 11.24 13.58 12.12

AYLDQTVVPILLQGLAVLAK 3 0.9997
IPI00893216 LUC7L2 Putative uncharacterized protein LUC7L2 1 11.63 1 1 1,349,587        1,144,920        1,134,163        1,193,887        1,106,650        1,152,850        1,298,397        174,476       222,433            210,681           138,536              240,233            170,903           215,569          12.93 19.43 18.58 11.6 21.71 14.82 16.6

LAETQEEISAEVAAK 2 0.9994
IPI00893403 XPO1 9 kDa protein 1 16.67 1 1 966,170           956,677           958,694           925,041           814,928           961,259           965,296           168,452       342,259            302,912           232,705              137,632            128,518           274,160          17.44 35.78 31.6 25.16 16.89 13.37 28.4

YYGLQILENVIK 2 0.9997
IPI00893431 EIF3B Putative uncharacterized protein EIF3B 1 18.3 1 1 730,167           732,880           879,503           863,120           820,580           889,030           845,353           151,550       142,826            190,418           105,796              85,882              116,098           54,126            20.76 19.49 21.65 12.26 10.47 13.06 6.4

YLVTFSPLMDTQDDPQAIIIWDILTGHK 3 0.9997
IPI00893607 AGR2 Putative uncharacterized protein AGR2 1 30.32 4 5 17,517,782     17,227,865     16,206,332     18,893,839     17,331,568     20,526,300     17,816,117     1,987,511    3,388,333        1,888,864       2,732,871          1,713,123        2,456,502        3,343,628      11.35 19.67 11.66 14.46 9.88 11.97 18.77

GWGDQLIWTQTYEEALYK 2 0.9998
GWGDQLIWTQTYEEALYK 3 0.9998

HLSPDGQYVPR 2 0.9998
IMFVDPSLTVR 2 0.9998

LAEQFVLLNLVYETTDKHLSPDGQYVPR 3 0.9998
IPI00893650 HDLBP Protein 0.994 9.01 2 2 3,479,601        3,478,053        4,188,683        3,769,460        4,201,062        4,064,682        3,994,757        344,453       899,900            616,765           768,582              647,221            608,134           768,347          9.9 25.87 14.72 20.39 15.41 14.96 19.23

LVGEIMQETGTR 2 0.9934
TEIVFTGEKEQLAQAVAR 3 0.9938

IPI00893703 RPS7 Putative uncharacterized protein RPS7 1 18.18 2 2 7,871,325        8,192,768        7,573,920        8,385,293        8,282,965        10,968,188     7,541,110        1,155,441    1,448,496        1,100,631       1,702,436          2,538,560        2,479,498        1,541,356      14.68 17.68 14.53 20.3 30.65 22.61 20.44
AIIIFVPVPQLK 2 0.9997

TLTAVHDAILEDLVFPSEIVGK 3 0.9997
IPI00893737 DDT Protein 1 22 1 1 4,425,583        5,372,990        4,877,767        4,549,253        4,781,843        5,862,867        4,515,210        764,982       1,793,622        489,333           1,072,987          1,630,752        1,362,724        1,107,192      17.29 33.38 10.03 23.59 34.1 23.24 24.52

FFPLESWQIGK 2 0.9997
IPI00893767 C22orf28 7 kDa protein 0.944 17.46 1 1 1,269,726        1,105,798        1,136,006        1,207,770        1,241,666        1,376,038        1,233,190        231,378       205,795            237,166           144,899              330,188            311,293           155,254          18.22 18.61 20.88 12 26.59 22.62 12.59
IPI00909218 C22orf28 cDNA FLJ57752 0.944 6.29 1 1 1,269,726        1,105,798        1,136,006        1,207,770        1,241,666        1,376,038        1,233,190        231,378       205,795            237,166           144,899              330,188            311,293           155,254          18.22 18.61 20.88 12 26.59 22.62 12.59
IPI00910259 C22orf28 cDNA FLJ57223 0.944 7.05 1 1 1,269,726        1,105,798        1,136,006        1,207,770        1,241,666        1,376,038        1,233,190        231,378       205,795            237,166           144,899              330,188            311,293           155,254          18.22 18.61 20.88 12 26.59 22.62 12.59

SYNDELQFLEK 2 0.9439
IPI00893920 SNORD84;BAT1 HLA‐B associated transcript 1 1 14.81 2 2 791,442           981,264           735,589           785,819           765,812           1,143,087        745,256           111,617       356,908            73,423             60,548                74,159              194,638           171,097          14.1 36.37 9.98 7.71 9.68 17.03 22.96

KFMQDPMEIFVDDETK 2 0.9865
NCPHIVVGTPGR 2 0.9995

IPI00894047 HDLBP cDNA FLJ55700, moderately similar to Vigilin 0.998 4.36 2 2 6,430,013        5,372,343        6,519,558        6,996,673        5,866,268        7,018,593        5,708,235        1,236,651    1,318,164        612,733           911,653              1,249,147        1,197,418        1,186,457      19.23 24.54 9.4 13.03 21.29 17.06 20.79
EALEALVPVTIEVEVPFDLHR 3 0.9974

LVGEIMQETGTR 2 0.9934
IPI00894287 HDLBP cDNA FLJ56889, moderately similar to Vigilin 0.999 5.1 4 4 11,055,818     11,881,458     10,692,533     11,358,883     10,808,559     13,374,898     10,112,265     980,611       3,234,707        619,614           1,246,159          1,517,306        2,538,922        1,469,450      8.87 27.22 5.79 10.97 14.04 18.98 14.53

EAQKELEALIQNLDNVVEDSMLVDPK 3 0.9992
IVGELEQMVSEDVPLDHR 3 0.9926

KIMDEFK 2 0.8446
LVGEIMQETGTR 2 0.9934

IPI00896393 SULT1A4;SULT1A3Putative uncharacterized protein SULT1A4 1 31.76 2 3 2,447,857        2,540,176        2,578,858        2,505,675        2,626,080        3,000,371        2,398,366        299,514       565,556            117,645           245,738              346,847            357,324           389,151          12.24 22.26 4.56 9.81 13.21 11.91 16.23
SGTTWVSQILDMIYQGGDLEK 2 0.9998
SGTTWVSQILDMIYQGGDLEK 3 0.9998

YFAEALGPLQSFQARPDDLLINTYPK 3 0.9998
IPI00896470 ZSCAN23 Zinc finger and SCAN domain‐containing protein 23 0.993 5.4 1 1 4,257,850        3,959,850        4,352,590        4,421,440        4,576,540        3,945,980        4,296,780        638,163       1,011,548        542,486           1,317,367          1,079,504        1,705,108        899,007          14.99 25.55 12.46 29.79 23.59 43.21 20.92

ELDDPGEQVLSHAHEQEEFVK 2 0.993
IPI00902512 PPP1CA Serine/threonine‐protein phosphatase 1 4.45 2 2 1,416,583        1,365,273        1,355,259        1,256,573        1,175,676        1,788,464        1,283,082        110,102       416,748            263,075           138,093              200,178            616,958           211,840          7.77 30.52 19.41 10.99 17.03 34.5 16.51

IYGFYDECK 2 0.9428
NVQLTENEIR 2 0.9992

IPI00902532 CTCF cDNA FLJ36076 fis, clone TESTI2019760, highly similar to TRANSCRIPTIO 0.919 11.11 1 1 38,726,200     37,055,000     38,449,600     41,960,600     38,412,200     50,490,900     33,002,100     1,766,246    13,877,070      5,630,851       2,727,596          9,317,608        12,776,942      6,207,095      4.56 37.45 14.64 6.5 24.26 25.31 18.81
TNQPKQNQPIIQVEDQNTGAIENIIVEVKK 3 0.9186

IPI00902652 SLC9A3R1 cDNA FLJ37148 fis, clone BRACE2025333, highly similar to Homo sapien 1 24.91 4 4 9,002,075        10,585,045     9,216,795        8,799,395        9,331,255        11,972,305     9,047,645        330,358       2,851,793        1,273,974       1,412,576          1,367,101        1,011,870        2,045,741      3.67 26.94 13.82 16.05 14.65 8.45 22.61
AQEAPGQAEPPAAAEVQGAGNENEPR 3 0.9998

KGPSGYGFNLHSDK 3 0.9998
LLVVDPETDEQLQK 2 0.9998
SVDPDSPAEASGLR 2 0.9998

IPI00902654 LGALS3BP cDNA FLJ54583, highly similar to Galectin‐3‐binding protein 1 10.72 4 5 17,830,780     16,642,788     18,570,897     16,739,997     18,362,343     19,778,092     17,841,788     1,974,745    3,217,518        2,009,583       2,841,280          2,590,311        1,271,435        3,400,857      11.07 19.33 10.82 16.97 14.11 6.43 19.06
ASHEEVEGLVEK 3 0.9996
RIDITLSSVK 2 0.9997

SDLAVPSELALLK 2 0.9994



TLQALEFHTVPFQLLAR 2 0.9998
TLQALEFHTVPFQLLAR 3 0.9997

IPI00902799 ‐ cDNA FLJ12779 fis, clone NT2RP2001748, moderately similar to FARNES 1 27.52 2 2 114,779,969   113,421,240   102,873,915   103,070,523   110,701,215   133,916,818   100,693,763   6,315,408    27,543,451      11,002,775     7,560,807          11,157,618      16,353,126      19,574,723    5.5 24.28 10.7 7.34 10.08 12.21 19.44
QDFVQHFSQIVR 3 0.9989

VLTEDEMGHPEIGDAIAR 3 0.9995
IPI00902887 CAPN2 cDNA FLJ39928 fis, clone SPLEN2021273, highly similar to Calpain‐2 cat 1 12.37 2 2 2,300,813        2,535,310        2,204,105        2,607,696        2,397,290        2,484,155        1,994,185        227,613       735,372            292,975           308,473              663,643            451,309           320,405          9.89 29.01 13.29 11.83 27.68 18.17 16.07

IMVDMLDSDGSGK 2 0.9994
LFAQLAGEDAEISAFELQTILR 3 0.9995

IPI00902909 NAP1L1 cDNA FLJ16112 fis, clone 3NB692001853, highly similar to NUCLEOSOM 1 15.48 4 4 6,635,904        6,851,124        6,899,236        6,935,310        6,611,042        7,606,929        6,476,580        1,104,429    1,838,994        590,720           1,200,459          1,007,116        649,931           1,063,602      16.64 26.84 8.56 17.31 15.23 8.54 16.42
FYEEVHDLER 3 0.9988
GIPEFWLTVFK 2 0.9995

NVDLLSDMVQEHDEPILK 3 0.9996
YAVLYQPLFDK 2 0.9869

IPI00903143 ‐ cDNA FLJ44205 fis, clone THYMU3001379, highly similar to 116 kDa U5  1 8.91 4 4 20,092,970     18,122,367     17,959,607     19,532,060     18,096,343     21,302,553     18,409,540     1,857,729    3,043,733        2,719,604       2,900,659          1,664,736        1,241,597        4,068,861      9.25 16.8 15.14 14.85 9.2 5.83 22.1
ILAQVVGDVDTSLPR 2 0.9555

SFVEFILEPLYK 2 0.9995
VLSGTIHAGQPVK 2 0.8155
YDWDLLAAR 2 0.9956

IPI00903238 GGCT cDNA FLJ11717 fis, clone HEMBA1005241 0.999 16.54 2 2 2,269,601        3,131,947        2,064,680        2,566,072        2,145,405        4,046,955        2,275,160        139,454       1,026,673        286,966           885,830              468,966            1,235,258        461,964          6.14 32.78 13.9 34.52 21.86 30.52 20.3
IPI00916612 GGCT Putative uncharacterized protein GGCT 0.999 22.34 2 2 2,269,601        3,131,947        2,064,680        2,566,072        2,145,405        4,046,955        2,275,160        139,454       1,026,673        286,966           885,830              468,966            1,235,258        461,964          6.14 32.78 13.9 34.52 21.86 30.52 20.3

AIEPNDYTGK 2 0.942
ENGLPLEYQEK 2 0.9375

IPI00903292 WDR1 Isoform 2 of WD repeat‐containing protein 1 1 2.15 1 1 4,479,720        5,315,596        3,086,348        4,685,020        3,302,020        5,120,258        3,545,018        1,176,377    3,495,812        1,089,844       1,928,875          1,871,296        3,734,498        1,473,298      26.26 65.77 35.31 41.17 56.67 72.94 41.56
VFASLPQVER 2 0.9959

IPI00908365 AGT cDNA FLJ52255, highly similar to Angiotensinogen 1 2.98 1 1 5,325,830        5,977,610        4,965,200        5,542,610        5,083,380        7,465,950        6,095,565        591,774       2,269,396        1,020,293       1,041,500          1,272,553        1,540,123        1,435,705      11.11 37.96 20.55 18.79 25.03 20.63 23.55
ALQDQLVLVAAK 2 0.9996

IPI00908389 TUT1;EEF1G cDNA FLJ59991, highly similar to Elongation factor 1‐gamma 1 13.94 3 3 5,765,241        6,214,995        5,533,675        5,403,019        5,925,617        7,017,006        5,524,143        222,597       1,150,268        520,066           265,331              529,481            839,947           858,358          3.86 18.51 9.4 4.91 8.94 11.97 15.54
ALIAAQYSGAQVR 2 0.9998

ILGLLDAYLK 2 0.9997
TPEFLR 2 0.9966

IPI00908396 ‐ cDNA FLJ52216, highly similar to Actin‐like protein 3 1 7.69 1 1 4,805,470        4,386,945        4,659,025        4,591,290        4,419,730        4,868,140        4,320,640        371,258       794,541            707,130           814,191              671,256            677,784           1,115,673      7.73 18.11 15.18 17.73 15.19 13.92 25.82
NIVLSGGSTMFR 2 0.9997

IPI00908400 CAPZA2 cDNA, FLJ78814, highly similar to F‐actin capping protein alpha‐2 subun 1 7.18 1 1 2,784,253        2,518,307        2,505,110        2,569,840        2,550,167        2,418,210        2,324,223        191,427       656,159            369,651           292,911              555,105            317,311           323,861          6.88 26.06 14.76 11.4 21.77 13.12 13.93
FTITPSTTQVVGILK 2 0.9997

IPI00908463 ‐ cDNA FLJ54451, highly similar to Stress‐induced‐phosphoprotein 1 1 14.26 6 6 12,585,197     13,201,943     12,986,675     12,391,006     13,282,322     16,048,747     11,854,743     1,271,172    3,991,293        2,845,564       2,186,727          3,749,836        2,402,972        2,467,121      10.1 30.23 21.91 17.65 28.23 14.97 20.81
AAALEAMKDYTK 2 0.9971

ALDLDSSCKEAADGYQR 3 0.9918
DPQALSEHLKNPVIAQK 3 0.9998

EGLQNMEAR 2 0.9917
TLLSDPTYR 2 0.9877

TVDLKPDWGK 2 0.9843
IPI00908506 DDX3Y cDNA FLJ53122, highly similar to ATP‐dependent RNA helicase DDX3Y 1 9.83 3 3 6,505,042        5,984,639        7,049,921        6,125,943        6,379,014        7,979,436        6,409,641        673,034       1,618,729        716,664           1,446,294          1,217,372        1,000,616        1,248,635      10.35 27.05 10.17 23.61 19.08 12.54 19.48

HVINFDLPSDIEEYVHR 3 0.9947
MLDMGFEPQIR 2 0.9996
SPILVATAVAAR 2 0.9848

IPI00908564 ‐ cDNA FLJ57619, highly similar to Delta 3,5‐delta 2,4‐dienoyl‐CoA isome 1 15.18 2 2 4,543,007        4,163,677        4,353,993        4,697,038        3,932,407        4,687,237        4,153,533        938,556       786,278            534,255           841,805              436,898            300,532           908,577          20.66 18.88 12.27 17.92 11.11 6.41 21.87
MFTAGIDLMDMASDILQPK 2 0.9998

YQETFNVIER 2 0.9994
IPI00908612 VARS cDNA FLJ54383, highly similar to Valyl‐tRNA synthetase 0.995 2.37 1 1 2,404,250        2,120,683        2,021,293        2,148,787        2,034,043        2,348,733        2,040,487        115,320       353,379            286,646           235,573              84,826              400,229           354,666          4.8 16.66 14.18 10.96 4.17 17.04 17.38

LLSPFMPFVTEELFQR 2 0.9952
IPI00908621 COPB2 cDNA FLJ61545, highly similar to Coatomer subunit beta 0.999 6.72 1 1 9,831,300        9,789,567        6,847,267        7,519,100        8,051,933        9,989,267        8,785,933        1,928,406    4,108,970        1,546,752       1,398,045          966,934            1,759,719        3,423,692      19.61 41.97 22.59 18.59 12.01 17.62 38.97

VWQLGSSSPNFTLEGHEK 3 0.9732
IPI00908638 ‐ cDNA FLJ51184, highly similar to Homo sapiens dihydrolipoamide S‐ace 0.987 7.56 1 1 2,120,360        1,951,963        1,718,963        1,953,483        1,734,210        2,339,590        1,750,027        176,180       478,380            174,090           220,836              324,678            475,989           335,145          8.31 24.51 10.13 11.3 18.72 20.34 19.15

VPLPSLSPTMQAGTIAR 2 0.9868
IPI00908662 RPL4 cDNA FLJ50994, moderately similar to 60S ribosomal protein L4 1 7.2 2 2 8,476,468        7,548,206        6,808,398        7,580,015        7,478,150        8,060,745        6,801,873        1,083,358    1,700,392        605,604           866,940              848,549            989,394           741,811          12.78 22.53 8.89 11.44 11.35 12.27 10.91

FCIWTESAFR 2 0.9997
MINTDLSR 2 0.9978

IPI00908691 AKR7A2 cDNA FLJ51420, highly similar to Aflatoxin B1 aldehyde reductase mem 1 14.29 2 2 1,974,276        2,067,551        2,080,915        2,306,376        1,915,675        2,309,470        2,345,000        361,437       485,870            146,227           552,429              480,747            320,570           453,627          18.31 23.5 7.03 23.95 25.1 13.88 19.34
RMDAPASAAAVR 2 0.9706
VASVLGTMEMGR 2 0.9995

IPI00908752 CMPK1 cDNA FLJ53966, moderately similar to Homo sapiens cytidylate kinase ( 1 44.2 7 10 42,553,094     40,657,727     37,614,239     39,534,442     40,237,016     49,466,072     37,915,421     1,784,113    7,872,479        3,112,031       3,592,551          5,233,978        6,591,558        5,833,957      4.19 19.36 8.27 9.09 13.01 13.33 15.39
EMDQTMAANAQK 2 0.9997

IVPVEITISLLK 2 0.992
KNPDSQYGELIEK 2 0.9998
KNPDSQYGELIEK 3 0.9997
NQDNLQGWNK 2 0.9997

SVDEVFDEVVQIFDKEG 2 0.9998
SVDEVFDEVVQIFDKEG 3 0.9997

YGYTHLSAGELLR 2 0.9008
YGYTHLSAGELLR 3 0.9998

YGYTHLSAGELLRDER 3 0.9983
IPI00908757 ‐ cDNA FLJ51345, highly similar to Histamine N‐methyltransferase 0.994 26.09 2 2 6,950,960        7,159,405        6,153,900        6,665,115        6,752,995        8,518,800        6,272,680        375,336       2,216,079        892,859           834,536              1,212,451        1,201,098        1,868,504      5.4 30.95 14.51 12.52 17.95 14.1 29.79

ILSIGGGAGEIDLQILSK 2 0.993
VQAQYPGVCINNEVVEPSAEQIAK 3 0.9943

IPI00908762 LGALS3BP cDNA FLJ53509, highly similar to Galectin‐3‐binding protein 1 7 2 2 3,234,110        3,394,673        3,740,867        3,511,197        3,231,093        3,543,077        3,282,193        510,554       652,684            434,134           599,100              404,710            466,278           794,416          15.79 19.23 11.61 17.06 12.53 13.16 24.2
ASHEEVEGLVEK 3 0.9996

TLQALEFHTVPFQLLAR 3 0.9997
IPI00908881 GPI Glucose‐6‐phosphate isomerase 1 44.55 17 24 55,974,440     54,640,559     55,212,688     53,419,003     55,099,009     66,697,910     54,212,001     4,567,750    11,515,254      6,018,047       4,767,636          5,867,062        8,943,909        8,909,442      8.16 21.07 10.9 8.92 10.65 13.41 16.43

AVLHVALR 2 0.9508
EFGIDPQNMFEFWDWVGGR 2 0.9998

FAAYFQQGDMESNGK 2 0.9998
IFVQGIIWDINSFDQWGVELGK 2 0.9998
IFVQGIIWDINSFDQWGVELGK 3 0.9998

ILLANFLAQTEALMR 2 0.9998
ILLANFLAQTEALMR 3 0.9998

INYTEGR 2 0.9917
LQQWYR 2 0.9934

LTPFMLGALVAMYEHK 2 0.9946
LTPFMLGALVAMYEHK 3 0.9997

NLVTEDVMR 2 0.9988
SELNLR 1 0.9888
SELNLR 2 0.9565

SNTPILVDGKDVMPEVNK 2 0.9998
TFTTQETITNAETAK 2 0.9998

TITDVINIGIGGSDLGPLMVTEALKPYSSGGPR 3 0.9998
TLAQLNPESSLFIIASK 2 0.9998
TLAQLNPESSLFIIASK 3 0.9998
VFEGNRPTNSIVFTK 2 0.9998
VFEGNRPTNSIVFTK 3 0.9996

VKEFGIDPQNMFEFWDWVGGR 2 0.9267
VKEFGIDPQNMFEFWDWVGGR 3 0.9998

VWYVSNIDGTHIAK 2 0.9998
IPI00908896 HNRNPH1 cDNA FLJ54533, highly similar to Heterogeneous nuclear ribonucleopro 1 23.78 8 10 14,324,288     15,009,266     13,791,667     13,494,055     14,626,523     17,332,035     13,630,805     993,736       3,535,241        1,509,220       1,170,703          1,286,775        1,921,523        2,509,173      6.94 23.55 10.94 8.68 8.8 11.09 18.41

ATENDIYNFFSPLNPVR 2 0.9998



ATENDIYNFFSPLNPVR 3 0.9998
DLNYCFSGMSDHR 2 0.9997
DLNYCFSGMSDHR 3 0.9985

FIYTR 2 0.8276
GLPWSCSADEVQR 2 0.9998

HTGPNSPDTANDGFVR 3 0.9998
SNNVEMDWVLK 2 0.9998

STGEAFVQFASQEIAEK 2 0.9998
VHIEIGPDGR 2 0.9998

IPI00908963 ATP5A1 ATP synthase subunit alpha 1 21.28 9 9 31,430,254     32,876,935     28,995,077     30,352,617     30,057,769     38,969,312     28,519,468     1,834,558    7,497,263        2,953,056       4,085,553          6,184,214        3,693,692        5,153,396      5.84 22.8 10.18 13.46 20.57 9.48 18.07
AVDSLVPIGR 2 0.9931

GMSLNLEPDNVGVVVFGNDK 2 0.9997
HALIIYDDLSK 2 0.9997

ILGADTSVDLEETGR 2 0.9998
LKEIVTNFLAGFEA 2 0.9925

STVAQLVK 2 0.8927
TGTAEMSSILEER 2 0.9997
TSIAIDTIINQK 2 0.9994
VLSIGDGIAR 2 0.9995

IPI00908985 PYCR2 cDNA FLJ54750, moderately similar to Pyrroline‐5‐carboxylate reductas 0.98 3.62 1 1 1,079,461        1,106,733        888,883           922,259           871,136           1,011,436        1,030,973        154,961       452,346            185,160           207,127              226,609            89,503             267,501          14.36 40.87 20.83 22.46 26.01 8.85 25.95
SLLINAVEASCIR 2 0.9803

IPI00908994 ‐ cDNA FLJ51587, highly similar to Heterogeneous nuclear ribonucleopro 1 30.77 6 8 7,068,475        7,273,993        6,447,007        7,357,243        7,044,046        9,167,885        6,510,754        316,744       1,749,448        691,361           665,039              941,582            1,437,406        1,193,225      4.48 24.05 10.72 9.04 13.37 15.68 18.33
GFGFVTYATVEEVDAAMNAR 2 0.9998
GFGFVTYATVEEVDAAMNAR 3 0.9998

KLFIGGLSFETTDESLR 3 0.9998
LFIGGLSFETTDESLR 2 0.9998
SSGPYGGGGQYFAK 2 0.9988

SSGPYGGGGQYFAKPR 2 0.9998
SSGPYGGGGQYFAKPR 3 0.9996

WGTLTDCVVMR 2 0.9997
IPI00910547 CAPN1 Putative uncharacterized protein CAPN1 1 4.24 2 2 6,322,557        5,836,593        6,756,443        6,149,860        6,173,473        7,860,947        6,799,180        648,563       1,190,369        1,120,197       1,483,269          1,011,312        371,950           1,067,340      10.26 20.39 16.58 24.12 16.38 4.73 15.7
IPI00909108 NEUROD6 cDNA FLJ56829, highly similar to Neurogenic differentiation factor 6 1 5.44 2 2 6,322,557        5,836,593        6,756,443        6,149,860        6,173,473        7,860,947        6,799,180        648,563       1,190,369        1,120,197       1,483,269          1,011,312        371,950           1,067,340      10.26 20.39 16.58 24.12 16.38 4.73 15.7

QLAGEDMEISVK 2 0.9916
TLDTDLDGVVTFDLFK 2 0.9996

IPI00910195 ‐ cDNA FLJ51990, highly similar to 60S ribosomal protein L9 1 17.86 2 2 1,056,400        977,398           1,086,853        1,033,962        1,113,514        1,148,991        1,085,318        231,207       245,243            256,184           208,323              273,702            163,475           189,620          21.89 25.09 23.57 20.15 24.58 14.23 17.47
IPI00909133 RPL9 cDNA FLJ52179, highly similar to 60S ribosomal protein L9 1 20.41 2 2 1,056,400        977,398           1,086,853        1,033,962        1,113,514        1,148,991        1,085,318        231,207       245,243            256,184           208,323              273,702            163,475           189,620          21.89 25.09 23.57 20.15 24.58 14.23 17.47
IPI00966707 RPL9 19 kDa protein 1 18.07 2 2 1,056,400        977,398           1,086,853        1,033,962        1,113,514        1,148,991        1,085,318        231,207       245,243            256,184           208,323              273,702            163,475           189,620          21.89 25.09 23.57 20.15 24.58 14.23 17.47

TICSHVQNMIK 2 0.9778
TILSNQTVDIPENVDITLK 2 0.9996

IPI00909247 ACTR2 cDNA FLJ51655, highly similar to Actin‐like protein 2 1 20 5 5 35,300,065     31,440,775     27,086,812     25,694,947     31,804,266     33,924,642     33,743,002     5,890,648    10,103,387      3,843,673       2,266,191          4,853,511        4,913,671        14,418,628    16.69 32.13 14.19 8.82 15.26 14.48 42.73
GYAFNHSADFETVR 3 0.999
HLWDYTFGPEK 2 0.9932
ILLTEPPMNPTK 2 0.9996

SMLEVNYPMENGIVR 2 0.9997
STITNILLK 2 0.8181

IPI00909276 ‐ cDNA FLJ56734, moderately similar to Sepiapterin reductase 1 15.45 1 1 2,489,005        2,822,825        2,429,925        2,342,195        2,286,260        3,078,185        2,538,825        516,923       641,797            326,274           654,419              347,431            364,334           413,558          20.77 22.74 13.43 27.94 15.2 11.84 16.29
VPADLGAEAGLQQLLGALR 2 0.9998

IPI00909288 HNRNPA1 cDNA FLJ51586, moderately similar to Heterogeneous nuclear ribonucle 1 25.2 6 8 7,068,475        7,273,993        6,447,007        7,357,243        7,044,046        9,167,885        6,510,754        316,744       1,749,448        691,361           665,039              941,582            1,437,406        1,193,225      4.48 24.05 10.72 9.04 13.37 15.68 18.33
GFGFVTYATVEEVDAAMNAR 2 0.9998
GFGFVTYATVEEVDAAMNAR 3 0.9998

KLFIGGLSFETTDESLR 3 0.9998
LFIGGLSFETTDESLR 2 0.9998
SSGPYGGGGQYFAK 2 0.9988

SSGPYGGGGQYFAKPR 2 0.9998
SSGPYGGGGQYFAKPR 3 0.9996

WGTLTDCVVMR 2 0.9997
IPI00909299 KIF5B cDNA FLJ51288, highly similar to Kinesin heavy chain 1 9.59 2 2 3,767,435        4,013,706        3,402,319        3,538,870        3,754,084        4,597,020        3,485,964        215,399       1,363,723        433,943           429,603              399,551            588,125           875,385          5.72 33.98 12.75 12.14 10.64 12.79 25.11

DLAEIGIAVGNNDVKQPEGTGMIDEEFTVAR 3 0.9918
LITDLQDQNQK 2 0.9997

IPI00909344 KHSRP cDNA FLJ51330, highly similar to Far upstream element‐binding protein 1 13.74 4 4 9,741,667        9,114,253        9,475,197        9,540,697        9,428,437        11,122,387     9,058,920        606,761       1,718,813        550,680           738,945              993,250            1,932,176        1,247,660      6.23 18.86 5.81 7.75 10.53 17.37 13.77
DAFADAVQR 2 0.9981
IGGGIDVPVPR 2 0.9998

KLASQGDSISSQLGPIHPPPR 3 0.9996
MMLDDIVSR 2 0.9997

IPI00909378 ‐ cDNA FLJ59219, highly similar to Poly(A)‐binding protein 1 1 19.04 9 10 43,774,829     51,866,553     39,070,528     41,612,533     45,766,543     57,782,987     42,045,491     1,757,771    17,234,341      5,569,634       4,195,851          7,750,518        10,650,774      8,838,707      4.02 33.23 14.26 10.08 16.93 18.43 21.02
AKEFTNVYIK 2 0.8922
AKEFTNVYIK 3 0.9926

ALDTMNFDVIK 2 0.9998
EFSPFGTITSAK 2 0.9972
FSPAGPILSIR 2 0.9939

GYGFVHFETQEAAER 3 0.9994
ITGMLLEIDNSELLHMLESPESLR 3 0.9998

IVATKPLYVALAQR 3 0.9996
KEFSPFGTITSAK 2 0.9872

SLGYAYVNFQQPADAER 2 0.9998
IPI00909399 PEPD xaa‐Pro dipeptidase isoform 3 0.943 2.1 1 1 11,420,000     11,278,800     12,211,100     11,582,800     12,523,300     14,340,500     12,163,050     2,119,658    2,271,138        1,164,623       707,405              1,035,652        1,233,842        1,531,229      18.56 20.14 9.54 6.11 8.27 8.6 12.59

TDMELEVLR 2 0.9432
IPI00909419 CMPK1 UMP‐CMP kinase isoform b 1 26.26 3 4 11,855,443     10,135,433     10,434,078     10,946,228     10,670,010     12,503,265     10,307,538     1,345,845    1,541,106        1,532,816       1,674,553          1,924,117        2,372,844        2,440,264      11.35 15.21 14.69 15.3 18.03 18.98 23.67

IQTYLQSTKPIIDLYEEMGK 3 0.9998
NQDNLQGWNK 2 0.9997

SVDEVFDEVVQIFDKEG 2 0.9998
SVDEVFDEVVQIFDKEG 3 0.9997

IPI00909453 HSPB1 cDNA FLJ52243, highly similar to Heat‐shock protein beta‐1 1 15.2 2 3 6,356,947        6,437,666        5,710,448        5,676,841        6,036,886        6,683,319        6,307,426        505,685       1,626,819        716,951           1,357,736          1,127,767        528,058           1,734,851      7.95 25.27 12.56 23.92 18.68 7.9 27.5
QLSSGVSEIR 2 0.9967
QLSSGVSEIR 3 0.9885

VSLDVNHFAPDELTVK 3 0.9944
IPI00909939 ‐ cDNA FLJ52195, highly similar to LIM and SH3 domain protein 1 1 26.4 3 3 2,483,355        2,626,117        2,292,612        2,500,993        2,339,558        2,930,446        2,326,606        187,555       700,299            258,963           375,230              299,686            250,817           578,946          7.55 26.67 11.3 15 12.81 8.56 24.88
IPI00909481 LASP1 cDNA FLJ58065, highly similar to LIM and SH3 domain protein 1 1 15 3 3 2,483,355        2,626,117        2,292,612        2,500,993        2,339,558        2,930,446        2,326,606        187,555       700,299            258,963           375,230              299,686            250,817           578,946          7.55 26.67 11.3 15 12.81 8.56 24.88

GFSVVADTPELQR 2 0.9998
MTLNMK 1 0.9279

QSFTMVADTPENLR 2 0.9998
IPI00909534 ‐ cDNA FLJ59433, highly similar to Elongation factor 1‐gamma 1 16.5 3 3 5,063,111        4,486,851        4,360,436        4,672,923        4,535,069        5,243,116        4,494,849        211,782       768,875            420,507           433,319              552,613            562,836           1,027,956      4.18 17.14 9.64 9.27 12.19 10.73 22.87

ILGLLDAYLK 2 0.9997
KLDPGSEETQTLVR 3 0.9997

STFVLDEFKR 3 0.9996
IPI00909541 ‐ cDNA FLJ58390, highly similar to Aldo‐keto reductase family 1 member  1 22.46 2 2 4,660,666        4,330,242        3,921,009        4,190,326        3,890,245        4,908,717        3,557,899        328,066       689,779            338,179           596,233              769,041            702,712           609,003          7.04 15.93 8.62 14.23 19.77 14.32 17.12

LNDGHFMPVLGFGTYAPPEVPR 3 0.8311
REDIFYTSK 2 0.9955

IPI00909546 PPP6R3 cDNA FLJ59366, highly similar to SAPS domain family member 3 0.993 8.47 1 1 169,048           176,468           250,989           170,953           255,594           260,543           246,926           36,356         29,172              40,412             29,253                68,084              43,954             58,543            21.51 16.53 16.1 17.11 26.64 16.87 23.71
LYSFLLNDSPLNPLLASFFSK 2 0.993

IPI00909562 ‐ cDNA FLJ52462, moderately similar to Mus musculus proteasome (pros 1 20.28 2 2 3,015,319        3,242,784        2,953,424        2,958,129        3,165,228        3,210,599        3,506,997        272,618       1,371,853        973,001           590,413              629,178            1,071,129        1,769,250      9.04 42.3 32.94 19.96 19.88 33.36 50.45
IPI00937278 PSMD8 26S proteasome non‐ATPase regulatory subunit 8 1 12.57 2 2 3,015,319        3,242,784        2,953,424        2,958,129        3,165,228        3,210,599        3,506,997        272,618       1,371,853        973,001           590,413              629,178            1,071,129        1,769,250      9.04 42.3 32.94 19.96 19.88 33.36 50.45
IPI00970902 PSMD8 30 kDa protein 1 17.12 2 2 3,015,319        3,242,784        2,953,424        2,958,129        3,165,228        3,210,599        3,506,997        272,618       1,371,853        973,001           590,413              629,178            1,071,129        1,769,250      9.04 42.3 32.94 19.96 19.88 33.36 50.45

GNIPAESYTFFIDILLDTIRDEIAGCIEK 3 0.9775



LVLLELNFLPTTGTK 2 0.9991
IPI00909582 HSD17B4 cDNA FLJ55431, highly similar to Peroxisomal multifunctional enzyme t 1 2.76 2 2 1,499,279        1,116,155        1,283,553        1,507,448        1,215,297        1,228,547        1,180,245        306,831       267,841            310,561           494,056              285,424            261,448           241,200          20.47 24 24.2 32.77 23.49 21.28 20.44
IPI00965117 HSD17B4 cDNA FLJ59445, highly similar to Peroxisomal multifunctional enzyme t 1 2.92 2 2 1,499,279        1,116,155        1,283,553        1,507,448        1,215,297        1,228,547        1,180,245        306,831       267,841            310,561           494,056              285,424            261,448           241,200          20.47 24 24.2 32.77 23.49 21.28 20.44
IPI00965580 HSD17B4 78 kDa protein 1 2.95 2 2 1,499,279        1,116,155        1,283,553        1,507,448        1,215,297        1,228,547        1,180,245        306,831       267,841            310,561           494,056              285,424            261,448           241,200          20.47 24 24.2 32.77 23.49 21.28 20.44

AVANYDSVEEGEK 2 0.979
GNIMLSQK 2 0.8903

IPI00909611 ‐ cDNA FLJ56739, highly similar to Alpha‐galactosidase A 0.907 9.95 1 1 12,724,770     10,646,290     12,074,810     10,292,390     10,590,990     15,244,050     11,393,890     5,027,876    4,107,898        1,520,164       3,086,529          2,283,038        5,395,070        4,370,718      39.51 38.59 12.59 29.99 21.56 35.39 38.36
FDGCYCDSLENLADGNVSFQR 3 0.907

IPI00909626 TBCA cDNA FLJ57496, moderately similar to Tubulin‐specific chaperone A 1 13.18 2 2 4,120,884        4,212,130        3,396,503        3,302,939        3,715,665        4,047,762        3,155,763        227,154       1,239,178        609,125           582,582              875,542            652,501           721,737          5.51 29.42 17.93 17.64 23.56 16.12 22.87
MMIPDCQR 2 0.9994
QAEILQESR 2 0.9987

IPI00909658 LCP1 cDNA FLJ52759, highly similar to Plastin‐2 1 15.82 2 2 9,585,335        10,055,400     12,545,470     9,516,530        11,042,605     11,309,620     12,061,135     2,057,443    2,738,119        2,592,655       2,213,023          1,858,077        1,224,175        1,684,368      21.46 27.23 20.67 23.25 16.83 10.82 13.97
FSLVGIGGQDLNEGNR 2 0.9778
VNDDIIVNWVNETLR 2 0.9997

IPI00909674 ‐ cDNA FLJ55025, highly similar to Epidermal growth factor receptor kina 1 4.25 1 1 902,895           1,006,605        917,415           952,062           1,073,850        1,192,210        891,893           181,817       313,131            211,223           267,664              189,409            213,541           189,592          20.14 31.11 23.02 28.11 17.64 17.91 21.26
ETQILNCALDDIEWFVAR 2 0.9997

IPI00909678 LASP1 cDNA FLJ51834, highly similar to LIM and SH3 domain protein 1 1 6.34 1 1 1,041,469        1,082,901        929,040           1,041,184        982,129           1,218,767        948,491           84,251         262,263            135,067           109,847              95,445              107,941           255,374          8.09 24.22 14.54 10.55 9.72 8.86 26.92
GFSVVADTPELQR 2 0.9998

IPI00909721 PHB cDNA FLJ51562, highly similar to Prohibitin 1 29.03 4 4 4,793,115        4,870,705        4,639,870        4,623,409        4,380,419        5,227,600        4,420,292        397,711       1,098,340        426,804           595,173              688,682            146,584           760,922          8.3 22.55 9.2 12.87 15.72 2.8 17.21
DLQNVNITLR 2 0.9997
IFTSIGEDYDER 2 0.9998
ILFRPVASQLPR 3 0.9998
VLPSITTEILK 2 0.9995

IPI00909735 AP2B1 cDNA FLJ54516, highly similar to Adapter‐relatedprotein complex 2 bet 0.987 3.24 1 1 702,388           754,910           646,037           641,594           858,067           787,957           494,462           257,943       311,997            111,971           108,388              424,108            292,447           97,301            36.72 41.33 17.33 16.89 49.43 37.11 19.68
LVYLYLMNYAK 2 0.9865

IPI00909766 PSMD5 cDNA FLJ52877, highly similar to 26S proteasome non‐ATPase regulato 1 2.82 1 1 11,730,700     14,050,600     10,218,100     10,948,050     12,286,550     18,628,300     11,031,700     1,543,644    4,853,372        1,075,499       1,129,936          4,070,459        3,317,272        1,792,528      13.16 34.54 10.53 10.32 33.13 17.81 16.25
TIAEIFGNPNYLR 2 0.9998

IPI00909914 HEXA cDNA FLJ50884, highly similar to Beta‐hexosaminidase alpha chain 1 5.34 1 1 1,038,290        895,567           902,370           1,003,230        937,697           940,730           911,697           180,040       247,534            174,963           88,507                63,043              115,273           148,144          17.34 27.64 19.39 8.82 6.72 12.25 16.25
QLESFYIQTLLDIVSSYGK 2 0.9996

IPI00909925 RUVBL2 cDNA FLJ56743, highly similar to RuvB‐like 2 1 5.1 1 1 3,424,845        3,267,610        3,073,410        3,028,060        3,192,440        3,390,095        3,051,285        427,343       670,836            398,365           444,238              456,017            334,209           512,516          12.48 20.53 12.96 14.67 14.28 9.86 16.8
QASQGMVGQLAAR 2 0.9988

IPI00909956 ‐ cDNA FLJ59103, highly similar to T‐complex protein 1 subunit epsilon 1 11.66 2 2 2,255,829        1,974,281        2,165,401        2,145,317        2,087,376        2,502,903        2,186,900        252,799       321,577            345,748           168,246              302,657            226,847           362,968          11.21 16.29 15.97 7.84 14.5 9.06 16.6
LGFAGLVQEISFGTTK 2 0.9998
WVGGPEIELIAIATGGR 2 0.9998

IPI00909961 TPM3 cDNA FLJ50720, highly similar to Homo sapiens tropomyosin 3 (TPM3),  1 16.26 3 3 2,425,539        2,912,471        2,340,733        2,397,989        2,622,524        3,628,035        2,356,650        298,785       734,223            284,065           376,756              645,372            702,351           413,984          12.32 25.21 12.14 15.71 24.61 19.36 17.57
ALKDEEKMELQEIQLK 3 0.9996
IQVLQQQADDAEER 2 0.9998

IQVLQQQADDAEERAER 3 0.9985
IPI00909991 LYPLA1 cDNA FLJ52008, highly similar to Acyl‐protein thioesterase 1 1 9.69 2 2 3,960,554        3,883,693        3,188,004        3,559,922        3,772,600        3,923,272        3,180,998        573,545       926,613            275,835           469,530              758,644            517,235           1,032,965      14.48 23.86 8.65 13.19 20.11 13.18 32.47

ALIDQEVK 2 0.9972
TLVNPANVTFK 2 0.9987

IPI00909998 EIF2S1 cDNA FLJ51242, moderately similar to Eukaryotic translation initiation f 0.98 21.71 1 1 380,829           307,967           308,931           334,820           306,463           323,762           305,456           49,606         90,593              43,214             116,993              21,791              56,946             21,800            13.03 29.42 13.99 34.94 7.11 17.59 7.14
SIAEMGAYVSLLEYNNIEGMILLSELSR 3 0.9801

IPI00910009 ‐ cDNA FLJ53554 0.936 6.56 1 1 5,646,020        5,717,560        5,106,430        5,711,890        5,161,050        6,783,770        5,262,560        504,772       1,390,672        950,818           1,109,683          969,112            546,136           1,254,123      8.94 24.32 18.62 19.43 18.78 8.05 23.83
EAVVSLPR 1 0.8886

IPI00910113 GDI1 cDNA FLJ52902, highly similar to Rab GDP dissociation inhibitor alpha 1 3.12 1 1 4,089,360        4,846,305        3,962,175        4,024,960        3,952,930        7,065,750        3,861,965        644,204       1,676,632        501,041           1,110,813          1,037,748        3,137,291        1,602,866      15.75 34.6 12.65 27.6 26.25 44.4 41.5
FQLLEGPPESMGR 2 0.9982

IPI00910124 DDAH1 N(G),N(G)‐dimethylarginine dimethylaminohydrolase 1 isoform 2 1 14.29 1 1 2,722,005        2,585,825        2,758,645        2,699,730        2,205,305        2,792,615        2,649,820        524,157       685,134            284,765           649,033              229,513            535,178           1,127,161      19.26 26.5 10.32 24.04 10.41 19.16 42.54
GAEILADTFKDYAVSTVPVADGLHLK 3 0.9987

IPI00910169 ‐ cDNA FLJ54122, highly similar to Cytosol aminopeptidase 1 15.08 4 4 9,084,759        10,961,925     10,683,354     11,173,772     10,165,366     14,257,280     9,049,369        1,251,108    3,530,416        1,833,148       1,556,785          2,494,230        4,531,403        1,614,743      13.77 32.21 17.16 13.93 24.54 31.78 17.84
ASANMDLMR 2 0.9725
GITFDSGGISIK 2 0.9399

LNLPINIIGLAPLCENMPSGK 2 0.9996
TIQVDNTDAEGR 2 0.9988

IPI00910321 ASL cDNA, FLJ79233, highly similar to Argininosuccinate lyase 1 11.98 2 2 2,201,413        2,059,934        2,096,911        2,523,275        2,068,601        2,481,675        2,217,875        203,745       450,236            264,814           258,686              257,979            443,602           585,916          9.26 21.86 12.63 10.25 12.47 17.88 26.42
HLWEVDVQGSK 2 0.9721

QTCSTLSGLLWELIR 2 0.9947
IPI00910355 TARDBP cDNA FLJ58188, highly similar to TAR DNA‐binding protein 43 1 9.06 2 2 4,188,860        3,994,343        4,175,163        4,019,887        4,208,680        5,053,420        3,755,322        314,247       1,128,340        352,935           502,913              903,405            486,821           637,972          7.5 28.25 8.45 12.51 21.47 9.63 16.99

FGGNPGGFGNQGGFGNSR 2 0.9938
FTEYETQVK 2 0.9993

IPI00910408 PSMA1 Proteasome subunit alpha type 1 16.46 2 2 2,552,946        2,295,362        3,098,186        3,039,824        2,980,992        3,005,118        2,783,406        458,907       810,052            681,458           597,695              711,891            342,175           554,653          17.98 35.29 22 19.66 23.88 11.39 19.93
IPI00910833 PSMA1 proteasome subunit alpha type‐1 isoform 3 1 20.77 2 2 2,552,946        2,295,362        3,098,186        3,039,824        2,980,992        3,005,118        2,783,406        458,907       810,052            681,458           597,695              711,891            342,175           554,653          17.98 35.29 22 19.66 23.88 11.39 19.93

IHQIEYAMEAVK 3 0.9864
NQYDNDVTVWSPQGR 2 0.9807

IPI00910420 ALDH7A1 Isoform 3 of Alpha‐aminoadipic semialdehyde dehydrogenase 0.995 4.03 1 1 1,533,323        1,688,023        1,532,283        1,650,662        1,555,117        1,830,670        1,480,640        333,919       293,735            176,369           109,046              189,287            162,647           277,407          21.78 17.4 11.51 6.61 12.17 8.88 18.74
IPI00916206 ALDH7A1 12 kDa protein 0.995 12.39 1 1 1,533,323        1,688,023        1,532,283        1,650,662        1,555,117        1,830,670        1,480,640        333,919       293,735            176,369           109,046              189,287            162,647           277,407          21.78 17.4 11.51 6.61 12.17 8.88 18.74
IPI00916990 ALDH7A1 Protein 0.995 10.22 1 1 1,533,323        1,688,023        1,532,283        1,650,662        1,555,117        1,830,670        1,480,640        333,919       293,735            176,369           109,046              189,287            162,647           277,407          21.78 17.4 11.51 6.61 12.17 8.88 18.74

VNLLSFTGSTQVGK 2 0.9946
IPI00910433 DDX3X cDNA FLJ60675, highly similar to ATP‐dependent RNA helicase DDX3X 1 4.32 2 2 1,754,841        1,729,358        1,750,673        1,532,480        1,844,306        1,849,433        1,686,571        45,292         440,502            191,906           156,177              307,926            333,589           261,355          2.58 25.47 10.96 10.19 16.7 18.04 15.5

DLMACAQTGSGK 2 0.9972
MLDMGFEPQIR 2 0.9996

IPI00910438 SND1 cDNA FLJ54574, highly similar to Staphylococcal nuclease domain‐conta 1 9.22 6 6 18,108,405     17,133,901     16,814,571     19,940,236     18,785,126     20,787,991     15,980,501     2,412,468    3,147,735        1,961,701       1,224,739          3,837,914        2,825,175        2,547,926      13.32 18.37 11.67 6.14 20.43 13.59 15.94
ALLLPDYYLVTVMLSGIK 2 0.9997

DYVAPTANLDQK 2 0.9417
NDIASHPPVEGSYAPR 3 0.9995
SEAVVEYVFSGSR 2 0.9866
SLLSAEEAAK 2 0.9934

VITEYLNAQESAK 2 0.9871
IPI00910463 ALDH1A1 cDNA FLJ50286, highly similar to Retinal dehydrogenase 1 1 28.46 8 8 47,113,410     47,912,995     41,320,690     42,828,960     42,661,730     50,671,825     41,781,335     1,736,732    13,011,630      4,534,558       6,165,402          6,025,058        3,977,561        8,484,147      3.69 27.16 10.97 14.4 14.12 7.85 20.31

GYFVQPTVFSNVTDEMR 2 0.9998
IAKEEIFGPVQQIMK 3 0.9998
IFINNEWHDSVSGK 3 0.9961
IFVEESIYDEFVR 2 0.9998

LADLIER 2 0.9664
QAFQIGSPWR 2 0.9997
VAFTGSTEVGK 2 0.9466

YILGNPLTPGVTQGPQIDKEQYDK 3 0.9997
IPI00910487 SERPINH1 cDNA FLJ52569, highly similar to Collagen‐binding protein 2 1 16.37 4 6 19,812,785     21,682,140     22,893,585     22,322,445     23,087,700     26,230,765     21,814,750     2,874,568    5,631,530        1,735,865       1,737,869          4,049,389        4,135,447        2,878,731      14.51 25.97 7.58 7.79 17.54 15.77 13.2

DQAVENILVSPVVVASSLGLVSLGGK 2 0.9997
DQAVENILVSPVVVASSLGLVSLGGK 3 0.9995

GVVEVTHDLQK 2 0.9994
LFYADHPFIFLVR 2 0.9815
LFYADHPFIFLVR 3 0.9865

LYGPSSVSFADDFVR 2 0.963
IPI00910489 QPRT cDNA FLJ58446, highly similar to Nicotinate‐nucleotide pyrophosphoryl 0.976 5.26 1 1 5,281,070        4,901,380        4,552,180        4,480,380        4,405,910        6,116,600        4,432,470        624,114       770,228            316,682           393,521              446,778            3,158,106        755,445          11.82 15.71 6.96 8.78 10.14 51.63 17.04

QAADFALK 2 0.9758
IPI00910514 PEPD xaa‐Pro dipeptidase isoform 2 0.995 2.43 1 2 3,982,690        3,931,055        3,477,470        3,466,800        3,609,710        4,125,565        3,352,082        502,974       1,315,380        471,697           214,836              764,678            695,602           1,150,037      12.63 33.46 13.56 6.2 21.18 16.86 34.31

LPASHATWMGK 2 0.9918
LPASHATWMGK 3 0.9559

IPI00910515 PPP2R1A cDNA FLJ59603, highly similar to Serine/threonine‐protein phosphatase 1 19.23 2 2 3,722,993        4,098,845        3,988,922        3,896,107        4,309,405        5,117,660        4,234,042        382,272       1,277,476        535,945           854,460              730,902            947,269           1,092,023      10.27 31.17 13.44 21.93 16.96 18.51 25.79
IGPILDNSTLQSEVKPILEK 3 0.9998

MAGDPVANVR 2 0.9997
IPI00910647 AIMP1 cDNA FLJ52127, highly similar to Multisynthetase complex auxiliary com 1 13.75 2 2 7,663,298        7,001,925        5,643,124        5,851,125        6,798,032        7,368,513        7,139,117        1,139,955    1,648,201        917,192           923,159              1,081,188        1,242,352        2,827,701      14.88 23.54 16.25 15.78 15.9 16.86 39.61

EIEELKQELIQAEIQNGVK 3 0.9983



TVVSGLVNHVPLEQMQNR 3 0.9955
IPI00910650 CDK2 cDNA FLJ54979, highly similar to Homo sapiens cyclin‐dependent kinase 0.92 10.92 1 1 28,938,000     29,714,200     32,317,900     28,822,700     30,641,000     39,857,300     28,505,400     7,215,655    6,804,798        4,992,454       3,458,928          4,185,098        5,782,728        4,258,882      24.93 22.9 15.45 12 13.66 14.51 14.94

LDTLLDVIHTENKLYLVFEFLHQDLK 3 0.9196
IPI00910666 ‐ cDNA FLJ52993, highly similar to Heterogeneous nuclear ribonucleopro 1 36.3 5 6 11,063,676     11,227,840     10,831,125     11,285,506     10,978,174     12,642,894     9,858,275        613,407       2,655,783        1,000,756       1,099,407          1,265,866        1,271,823        1,874,373      5.54 23.65 9.24 9.74 11.53 10.06 19.01
IPI00910718 HNRNPC cDNA FLJ52975, highly similar to Heterogeneous nuclear ribonucleopro 1 33.33 5 6 11,063,676     11,227,840     10,831,125     11,285,506     10,978,174     12,642,894     9,858,275        613,407       2,655,783        1,000,756       1,099,407          1,265,866        1,271,823        1,874,373      5.54 23.65 9.24 9.74 11.53 10.06 19.01

GFAFVQYVNER 2 0.9998
KSDVEAIFSK 2 0.9997
KSDVEAIFSK 3 0.9989

MIAGQVLDINLAAEPK 2 0.9998
SDVEAIFSK 2 0.9994

VFIGNLNTLVVK 2 0.9998
IPI00910701 AARS cDNA FLJ61339, highly similar to Alanyl‐tRNA synthetase 1 20.36 12 14 38,555,100     38,341,958     36,305,016     39,454,830     38,346,252     46,009,010     34,380,985     2,721,242    9,301,652        4,583,538       4,632,243          5,791,625        6,187,653        5,212,319      7.06 24.26 12.63 11.74 15.1 13.45 15.16

ASEWVQQVSGLMDGK 2 0.9997
AVFDETYPDPVR 2 0.9977

DAAHLVNQDDPNVLEIWNLVFIQYNR 3 0.9997
EADGILKPLPK 2 0.9531
EADGILKPLPK 3 0.9897

GAGGEDLIMLDIYAIEELR 2 0.9998
GGYVLHIGTIYGDLK 2 0.9717
GLVVDMDGFEEER 2 0.9997
KAEEIANEMIEAAK 2 0.9794

NVGCLQEALQLATSFAQLR 2 0.9951
NVGCLQEALQLATSFAQLR 3 0.9998

TIPGDTAWLLYDTYGFPVDLTGLIAEEK 3 0.9997
TITVALADGGRPDNTGR 3 0.9881
VGDQVWLFIDEPR 2 0.9998

IPI00910724 ‐ cDNA FLJ60170, highly similar to Guanine nucleotide‐binding protein su 1 13.12 2 2 1,220,650        1,526,188        1,256,362        1,285,080        1,258,623        1,646,620        1,146,897        106,997       569,170            124,032           212,625              212,780            464,358           240,750          8.77 37.29 9.87 16.55 16.91 28.2 20.99
LTRDETNYGIPQR 3 0.9997

YTVQDESHSEWVSCVR 3 0.9997
IPI00910737 CSE1L cDNA FLJ54022, highly similar to Exportin‐2 1 15.22 6 8 11,913,057     12,698,244     12,298,259     13,319,935     11,615,173     14,872,293     12,188,409     1,063,709    2,589,580        1,890,532       1,829,633          1,621,185        1,299,784        2,630,457      8.93 20.39 15.37 13.74 13.96 8.74 21.58

FFEGPVTGIFSGYVNSMLQEYAK 2 0.9998
FFEGPVTGIFSGYVNSMLQEYAK 3 0.9998
FLESVEGNQNYPLLLLTLLEK 2 0.9998
FLESVEGNQNYPLLLLTLLEK 3 0.9998

GSNTIASAAADKIPGLLGVFQK 3 0.9996
SANVNEFPVLK 2 0.8873

SFSLLQEAIIPYIPTLITQLTQK 3 0.9998
YGALALQEIFDGIQPK 2 0.9983

IPI00910745 CAPN2 cDNA FLJ58224, highly similar to Calpain‐2 catalytic subunit 1 4.78 2 2 4,878,785        5,005,208        4,936,843        5,247,237        4,717,058        5,630,070        4,719,323        708,589       1,222,853        562,262           939,359              783,617            410,787           975,232          14.52 24.43 11.39 17.9 16.61 7.3 20.66
ERSDTFINLR 2 0.8772

FADDQLIIDFDNFVR 2 0.9993
IPI00910755 HSPH1 cDNA FLJ51707, highly similar to Heat‐shock protein 105 kDa 1 5.95 3 3 18,519,220     18,828,008     16,688,528     17,581,543     17,354,383     22,434,107     15,905,493     640,901       3,729,847        2,132,499       1,318,747          1,210,617        2,608,360        3,021,999      3.46 19.81 12.78 7.5 6.98 11.63 19

FVVQNVSAQK 2 0.9963
QAGGIETIANEFSDR 2 0.9928
SQFEELCAELLQK 2 0.9964

IPI00910763 CAPRIN1 cDNA FLJ57278 1 5.93 2 2 3,069,500        3,357,843        3,103,743        2,994,587        3,300,697        3,939,657        3,268,503        262,242       939,251            286,114           506,790              348,439            1,071,256        556,066          8.54 27.97 9.22 16.92 10.56 27.19 17.01
LNQDQLDAVSK 2 0.9997
YQEVTNNLEFAK 2 0.9988

IPI00910781 GPI Glucose‐6‐phosphate isomerase 1 40.6 17 24 55,262,190     52,212,594     54,119,553     52,083,533     53,620,294     62,815,805     52,681,931     4,170,238    10,652,899      5,382,406       4,308,697          4,822,122        6,497,300        8,613,459      7.55 20.4 9.95 8.27 8.99 10.34 16.35
AVLHVALR 2 0.9508

EFGIDPQNMFEFWDWVGGR 2 0.9998
FAAYFQQGDMESNGK 2 0.9998

IFVQGIIWDINSFDQWGVELGK 2 0.9998
IFVQGIIWDINSFDQWGVELGK 3 0.9998

ILLANFLAQTEALMR 2 0.9998
ILLANFLAQTEALMR 3 0.9998

KIEPELDGSAQVTSHDASTNGLINFIK 3 0.9998
LQQWYR 2 0.9934

LTPFMLGALVAMYEHK 2 0.9946
LTPFMLGALVAMYEHK 3 0.9997

MLVDLAK 2 0.9827
NLVTEDVMR 2 0.9988

SELNLR 1 0.9888
SELNLR 2 0.9565

SNTPILVDGKDVMPEVNK 2 0.9998
TFTTQETITNAETAK 2 0.9998
TLAQLNPESSLFIIASK 2 0.9998
TLAQLNPESSLFIIASK 3 0.9998
VFEGNRPTNSIVFTK 2 0.9998
VFEGNRPTNSIVFTK 3 0.9996

VKEFGIDPQNMFEFWDWVGGR 2 0.9267
VKEFGIDPQNMFEFWDWVGGR 3 0.9998

VWYVSNIDGTHIAK 2 0.9998
IPI00910830 VDAC1 cDNA FLJ57715, highly similar to Voltage‐dependent anion‐selective ch 1 34.62 3 3 6,192,842        6,141,017        6,699,573        6,552,342        6,804,515        7,627,475        6,270,655        999,869       1,377,208        264,752           885,056              1,111,519        1,051,238        1,099,401      16.15 22.43 3.95 13.51 16.34 13.78 17.53

TDEFQLHTNVNDGTEFGGSIYQK 3 0.8738
VNNSSLIGLGYTQTLKPGIK 3 0.9995

VTQSNFAVGYK 2 0.978
IPI00910875 ABHD14B cDNA FLJ52723, highly similar to Abhydrolase domain‐containing prote 1 14.89 2 2 7,209,263        7,159,238        7,255,620        6,416,135        7,316,103        8,618,733        6,479,075        738,899       1,092,355        1,003,972       812,353              978,900            2,190,300        1,259,661      10.25 15.26 13.84 12.66 13.38 25.41 19.44

EGTIQVQGQALFFR 2 0.9912
FSSETWQNLGTLHR 3 0.9997

IPI00910936 ‐ cDNA FLJ61101, highly similar to Eukaryotic translation initiation factor 1 7.77 1 1 2,496,835        3,415,075        2,432,130        2,510,510        2,701,815        3,954,820        2,743,940        338,809       1,229,483        151,678           318,396              298,854            783,926           566,468          13.57 36 6.24 12.68 11.06 19.82 20.64
AMGPLVLTEVLFNEK 2 0.9997

IPI00910950 PGD cDNA FLJ51182, highly similar to 6‐phosphogluconate dehydrogenase,  1 7.96 1 2 1,048,744        1,179,109        1,195,593        1,445,252        1,273,363        1,274,203        1,172,205        146,717       154,198            138,286           187,150              149,524            156,765           161,335          13.99 13.08 11.57 12.95 11.74 12.3 13.76
WTAISALEYGVPVTLIGEAVFAR 2 0.9997
WTAISALEYGVPVTLIGEAVFAR 3 0.9997

IPI00911020 RAB11A cDNA FLJ57160, highly similar to Ras‐related protein Rab‐11A 1 27.4 2 2 3,022,580        2,858,328        2,729,771        2,757,720        2,900,648        3,733,898        2,837,063        203,162       700,745            153,073           164,666              416,173            951,169           221,221          6.72 24.52 5.61 5.97 14.35 25.47 7.8
NGLSFIETSALDSTNVEAAFQTILTEIYR 3 0.9998

VVLIGDSGVGK 2 0.9744
IPI00911039 HSPA1B;HSPA1A cDNA FLJ54408, highly similar to Heat shock 70 kDa protein 1 1 7.68 4 4 19,702,863     18,831,757     18,906,467     18,064,953     20,379,823     25,302,120     18,604,533     2,704,340    4,926,855        2,029,131       1,435,224          1,597,610        3,163,866        2,486,320      13.73 26.16 10.73 7.94 7.84 12.5 13.36

FGDPVVQSDMK 2 0.9997
LLQDFFDGR 2 0.9991
LVNHFVEEFK 3 0.9995

NQVALNPQNTVFDAK 2 0.9998
IPI00914566 FDPS Farnesyl pyrophosphate synthase 1 12.17 4 4 120,715,411   119,665,423   108,663,837   108,437,486   116,347,782   141,255,285   106,174,880   6,170,226    29,116,896      11,460,961     7,327,542          11,358,516      16,348,620      20,347,264    5.11 24.33 10.55 6.76 9.76 11.57 19.16
IPI00914971 FDPS farnesyl pyrophosphate synthase isoform b 1 14.45 4 4 120,715,411   119,665,423   108,663,837   108,437,486   116,347,782   141,255,285   106,174,880   6,170,226    29,116,896      11,460,961     7,327,542          11,358,516      16,348,620      20,347,264    5.11 24.33 10.55 6.76 9.76 11.57 19.16

ATPEQYQILK 2 0.9982
CSWLVVQCLQR 2 0.8449
QDFVQHFSQIVR 3 0.9989

VLTEDEMGHPEIGDAIAR 3 0.9995
IPI00915253 RBM10 Isoform 2 of RNA‐binding protein 10 0.999 3.34 1 1 1,061,635        841,227           801,750           925,363           906,780           472,926           1,011,515        264,207       289,339            146,164           328,595              164,685            185,717           154,444          24.89 34.39 18.23 35.51 18.16 39.27 15.27
IPI00916428 RBM10 Isoform 4 of RNA‐binding protein 10 0.999 3.64 1 1 1,061,635        841,227           801,750           925,363           906,780           472,926           1,011,515        264,207       289,339            146,164           328,595              164,685            185,717           154,444          24.89 34.39 18.23 35.51 18.16 39.27 15.27

GFAFIQLSTIEAAQLLQILQALHPPLTIDGK 3 0.9985
IPI00915302 GSS Glutathione synthetase 1 13.77 3 3 19,727,465     21,033,530     18,657,935     21,036,140     19,615,620     24,984,470     19,053,365     2,228,000    6,185,688        2,832,383       3,386,037          3,592,093        2,774,022        5,586,723      11.29 29.41 15.18 16.1 18.31 11.1 29.32

AIENELLAR 2 0.9993



EGGGNNLYGEEMVQALK 2 0.9992
VQQELSRPGMLEMLLPGQPEAVAR 3 0.9952

IPI00915422 ARCN1 coatomer subunit delta isoform 2 1 5.2 2 2 5,491,534        6,096,313        5,662,530        6,484,616        5,747,939        7,191,292        5,780,054        794,646       1,278,960        1,151,501       1,615,416          1,609,226        860,840           1,519,389      14.47 20.98 20.34 24.91 28 11.97 26.29
ENVNLAQIR 2 0.9936

SEGETIMSSSMGK 2 0.9962
IPI00915424 CAND1 Isoform 3 of Cullin‐associated NEDD8‐dissociated protein 1 1 2.23 1 1 2,898,537        3,342,913        2,642,797        2,771,487        2,872,157        3,641,150        2,683,447        267,655       1,016,901        401,783           516,048              186,419            850,140           489,876          9.23 30.42 15.2 18.62 6.49 23.35 18.26

HEMLPEFYK 2 0.9995
IPI00915869 MDH1 Putative uncharacterized protein MDH1 1 34.76 5 5 18,394,835     18,720,208     17,127,743     17,935,449     17,223,963     21,577,713     16,608,189     650,595       4,333,926        1,731,659       1,439,303          1,719,533        2,703,575        3,699,117      3.54 23.15 10.11 8.02 9.98 12.53 22.27

ELTEEKESAFEFLSSA 2 0.9998
ENFSCLTR 2 0.9894

FVEGLPINDFSR 2 0.9996
NVIIWGNHSSTQYPDVNHAK 3 0.9998

VIVVGNPANTNCLTASK 2 0.9998
IPI00915909 EFHD1 Putative uncharacterized protein PP1187 1 8.66 1 1 574,338           475,295           480,615           617,205           476,823           594,403           501,788           92,372         139,224            59,455             151,814              100,718            51,589             142,569          16.08 29.29 12.37 24.6 21.12 8.68 28.41
IPI00917888 EFHD1 Putative uncharacterized protein EFHD1 1 13.58 1 1 574,338           475,295           480,615           617,205           476,823           594,403           501,788           92,372         139,224            59,455             151,814              100,718            51,589             142,569          16.08 29.29 12.37 24.6 21.12 8.68 28.41

LGAPQTHLGLK 3 0.9923
IPI00915917 MTAP 5 kDa protein 0.995 36 1 1 1,182,182        1,137,076        991,634           1,046,052        1,033,082        1,057,850        872,962           195,923       153,263            98,195             134,562              153,438            112,357           103,576          16.57 13.48 9.9 12.86 14.85 10.62 11.86

IGIIGGTGLDDPEILEGR 2 0.9946
IPI00915933 GALM 24 kDa protein 1 11.01 2 2 2,752,711        2,873,211        2,334,654        2,329,160        2,665,019        3,204,658        2,431,307        233,048       730,867            410,988           377,378              520,617            332,004           457,713          8.47 25.44 17.6 16.2 19.54 10.36 18.83

ISPDGEEGYPGELK 2 0.9981
VLSNGVQFSR 2 0.9996

IPI00916111 MDH1 Malate dehydrogenase 1 24.43 6 6 25,346,845     26,073,128     24,523,453     24,091,739     23,751,993     29,357,613     23,944,089     613,602       5,842,290        2,418,829       1,878,223          2,094,853        3,976,477        4,359,523      2.42 22.41 9.86 7.8 8.82 13.54 18.21
DLDVAILVGSMPR 2 0.9995
ELTEEKESAFEFLSSA 2 0.9998

ENFSCLTR 2 0.9894
FVEGLPINDFSR 2 0.9996

NVIIWGNHSSTQYPDVNHAK 3 0.9998
VIVVGNPANTNCLTASK 2 0.9998

IPI00916115 OC723972;ANP32 9 kDa protein 1 10.13 1 1 811,052           885,380           609,837           732,446           694,006           785,990           712,158           57,369         245,495            196,854           219,157              118,749            204,858           111,061          7.07 27.73 32.28 29.92 17.11 26.06 15.59
ELVLDNSR 2 0.9995

IPI00916345 HSPE1 Putative uncharacterized protein HSPE1 1 68.09 3 3 12,459,383     11,249,490     10,321,290     10,410,069     10,717,714     12,709,150     10,662,717     862,212       1,414,814        1,148,088       1,296,464          1,070,404        984,537           2,002,743      6.92 12.58 11.12 12.45 9.99 7.75 18.78
GGEIQPVSVK 2 0.9942
VLLPEYGGTK 2 0.9243

VVLDDKDYFLFR 3 0.9998
IPI00916535 P4HA1 prolyl 4‐hydroxylase, alpha I subunit isoform 3 precursor 1 21.32 8 8 16,597,421     14,625,000     15,532,759     14,181,480     14,700,563     16,583,200     16,173,174     735,470       2,430,425        1,607,279       1,797,477          1,745,463        1,759,689        3,358,705      4.43 16.62 10.35 12.67 11.87 10.61 20.77

FILAPAKQEDEWDKPR 3 0.9926
GVAVDYLPER 2 0.9996
HAACPVLVGNK 2 0.9997

KDEPDAFKELGTGNR 3 0.9985
LLELDPEHQR 3 0.9289

LNTEWSELENLVLK 2 0.9996
SAWLSGYENPVVSR 2 0.9996

VAYTEADYYHTELWMEQALR 3 0.9997
IPI00916632 PSMD1 Putative uncharacterized protein PSMD1 1 14.29 1 1 503,949           478,714           412,095           464,022           452,108           526,628           452,780           80,702         120,776            90,831             61,281                80,405              161,996           106,667          16.01 25.23 22.04 13.21 17.78 30.76 23.56

LNAVVNDFWAEISESVDKIEVLYEDEGFR 3 0.9997
IPI00916763 HSPE1 Putative uncharacterized protein HSPE1 1 31.68 4 4 15,888,038     14,266,925     14,358,480     14,656,468     14,979,879     15,567,590     12,927,863     1,138,085    2,946,838        2,027,723       975,487              2,121,591        1,812,790        1,965,784      7.16 20.66 14.12 6.66 14.16 11.64 15.21

FLPLFDR 2 0.9533
GGEIQPVSVK 2 0.9942
KFLPLFDR 2 0.9797

VLQATVVAVGSGSK 2 0.9998
IPI00916783 CAPG Putative uncharacterized protein CAPG 1 30.93 6 6 10,642,470     10,384,778     9,710,157        9,728,565        9,887,653        11,736,818     10,218,848     694,617       1,960,542        942,409           1,208,879          962,507            1,229,542        1,538,783      6.53 18.88 9.71 12.43 9.73 10.48 15.06

ALNWDSFNTGDCFILDLGQNIFAWCGGK 3 0.9998
EGNPEEDLTADKANAQAAALYK 3 0.9998

EVQGNESDLFMSYFPR 2 0.9998
QAALQVAEGFISR 2 0.9998
VSDATGQMNLTK 2 0.9998
YQEGGVESAFHK 3 0.9993

IPI00916861 MDH1 Putative uncharacterized protein MDH1 1 28.4 3 3 11,793,985     11,933,421     11,324,934     11,876,721     11,187,747     13,788,377     10,890,689     547,935       2,607,456        1,140,805       1,213,141          901,395            1,597,562        2,534,639      4.65 21.85 10.07 10.21 8.06 11.59 23.27
ELTEEKESAFEFLSSA 2 0.9998
FVEGLPINDFSR 2 0.9996

NVIIWGNHSSTQYPDVNHAK 3 0.9998
IPI00916922 SSB 21 kDa protein 1 14.67 2 2 2,586,137        2,649,586        2,591,687        2,691,905        2,399,276        3,284,267        2,526,102        259,008       767,295            326,347           229,304              395,449            807,800           557,184          10.02 28.96 12.59 8.52 16.48 24.6 22.06
IPI00917205 SSB Sjogren syndrome antigen B 1 20.15 2 2 2,586,137        2,649,586        2,591,687        2,691,905        2,399,276        3,284,267        2,526,102        259,008       767,295            326,347           229,304              395,449            807,800           557,184          10.02 28.96 12.59 8.52 16.48 24.6 22.06

LDEGWVPLEIMIK 2 0.9997
LTTDFNVIVEALSK 2 0.9998

IPI00916994 GALM 16 kDa protein 1 39.58 4 4 7,989,585        7,851,553        7,919,445        7,118,615        8,298,800        10,626,337     8,042,985        775,370       1,572,653        890,687           751,948              602,827            2,457,490        1,599,179      9.7 20.03 11.25 10.56 7.26 23.13 19.88
ASDVVLGFAELEGYLQK 2 0.9998
AVFGELPSGGGTVEK 2 0.9996

FQLQSDLLR 2 0.9973
VDIISWGCTITALEVK 2 0.9964

IPI00917117 FAM129B FAM129B protein (Fragment) 1 7.65 1 1 464,328           465,796           569,997           565,350           442,204           572,866           419,899           73,253         170,249            63,207             118,975              99,035              159,481           74,284            15.78 36.55 11.09 21.04 22.4 27.84 17.69
FILVENTYEEVVLQTVMKDILQAVK 3 0.9997

IPI00917174 FRMD5 13 kDa protein 0.956 19.17 1 1 956,874           1,008,460        1,087,531        1,136,461        1,013,019        1,058,141        1,006,403        325,961       154,133            119,659           253,507              228,748            130,222           253,943          34.07 15.28 11 22.31 22.58 12.31 25.23
GRPSPSAVLCPFLVAADRPSAGR 2 0.9561

IPI00917237 GALM 21 kDa protein 1 21.13 3 3 3,789,509        3,928,031        3,348,524        3,284,380        3,585,681        4,557,748        3,433,469        248,201       758,592            458,542           383,738              551,106            832,597           749,105          6.55 19.31 13.69 11.68 15.37 18.27 21.82
ASDVVLGFAELEGYLQK 2 0.9998
ISPDGEEGYPGELK 2 0.9981
VLSNGVQFSR 2 0.9996

IPI00917299 GGCT Putative uncharacterized protein GGCT 1 23.49 2 2 2,491,868        2,916,122        3,304,810        3,043,063        2,984,649        3,112,616        2,760,971        630,956       705,046            546,418           724,223              783,290            386,415           606,946          25.32 24.18 16.53 23.8 26.24 12.41 21.98
IPI00917449 GGCT Protein 1 32.77 2 2 2,491,868        2,916,122        3,304,810        3,043,063        2,984,649        3,112,616        2,760,971        630,956       705,046            546,418           724,223              783,290            386,415           606,946          25.32 24.18 16.53 23.8 26.24 12.41 21.98

SNLNSLDEQEGVK 2 0.9901
TSQTWHGGIATIFQSPGDEVWGVVWK 3 0.9612

IPI00917346 SRSF7 cDNA FLJ60677, highly similar to Splicing factor, arginine/serine‐rich 7 1 11.5 3 3 9,306,823        12,663,441     10,742,498     13,588,139     12,734,369     16,186,613     10,209,327     665,225       3,041,740        1,052,284       1,714,989          1,284,381        1,845,269        1,538,640      7.15 24.02 9.8 12.62 10.09 11.4 15.07
VELSTGMPR 2 0.9995

VYVGNLGTGAGK 2 0.9997
VYVGNLGTGAGKGELER 3 0.9896

IPI00917386 SSB SS‐B/La protein 1 11.67 1 1 1,278,392        1,180,528        1,192,344        1,256,572        1,113,126        1,346,602        1,223,264        173,898       310,893            258,531           184,869              125,530            116,136           287,268          13.6 26.34 21.68 14.71 11.28 8.62 23.48
LTTDFNVIVEALSK 2 0.9998

IPI00917399 DARS Putative uncharacterized protein DARS 0.996 10.23 1 1 2,346,193        2,744,460        2,940,177        2,534,213        2,900,867        2,716,633        3,142,857        452,080       743,862            651,761           452,866              375,115            236,448           457,207          19.27 27.1 22.17 17.87 12.93 8.7 14.55
IPI00917492 DARS Putative uncharacterized protein DARS 0.996 9.89 1 1 2,346,193        2,744,460        2,940,177        2,534,213        2,900,867        2,716,633        3,142,857        452,080       743,862            651,761           452,866              375,115            236,448           457,207          19.27 27.1 22.17 17.87 12.93 8.7 14.55

QQQFNVQALVAVGDHASK 3 0.9603
IPI00917473 GALM Putative uncharacterized protein GALM 1 30.41 4 4 10,848,182     10,070,198     10,264,850     9,821,780        11,003,558     13,087,452     10,831,453     1,068,416    2,442,930        989,854           1,005,048          1,227,766        1,960,390        2,385,070      9.85 24.26 9.64 10.23 11.16 14.98 22.02

AVFGELPSGGGTVEK 2 0.9996
FQLQSDLLR 2 0.9973

HSGFCLETQNWPDAVNQPR 3 0.9998
VDIISWGCTITALEVK 2 0.9964

IPI00917509 CBX3 Putative uncharacterized protein CBX3 1 13.86 1 1 1,427,387        1,517,753        1,237,007        1,331,923        1,268,617        1,389,083        1,276,027        225,511       413,492            256,934           158,656              106,892            222,506           294,141          15.8 27.24 20.77 11.91 8.43 16.02 23.05
IPI00917646 CBX3 Putative uncharacterized protein CBX3 1 22.58 1 1 1,427,387        1,517,753        1,237,007        1,331,923        1,268,617        1,389,083        1,276,027        225,511       413,492            256,934           158,656              106,892            222,506           294,141          15.8 27.24 20.77 11.91 8.43 16.02 23.05

KVEEAEPEEFVVEK 2 0.9998
IPI00917783 DARS 22 kDa protein 0.982 7.98 1 1 5,118,365        5,561,465        5,861,865        5,058,695        5,626,710        6,709,710        5,668,165        1,142,785    1,293,645        716,001           255,458              912,457            977,461           534,716          22.33 23.26 12.21 5.05 16.22 14.57 9.43

FGAPPHAGGGIGLER 3 0.9818
IPI00917920 DARS Protein 0.993 8.38 1 1 3,463,245        3,036,140        2,794,345        3,471,185        3,057,580        3,519,275        2,982,900        779,883       704,150            793,708           723,980              918,654            329,889           836,688          22.52 23.19 28.4 20.86 30.05 9.37 28.05

YGISSMIQSQEKPDR 3 0.9928
IPI00918002 MUC5B Mucin 5AC, oligomeric mucus/gel‐forming 1 0.29 2 2 900,039           784,311           780,818           749,259           610,084           925,483           938,062           30,684         339,463            291,489           120,049              161,698            220,293           732,637          3.41 43.28 37.33 16.02 26.5 23.8 78.1



AQAQPGVPLR 2 0.9914
GPDFCPQK 2 0.9996

IPI00921118 ACTN1 Actinin alpha 1 isoform 3 1 38.92 30 32 73,331,361     74,514,692     65,017,459     70,418,228     67,941,509     84,070,770     65,322,555     3,382,774    16,428,590      5,831,802       6,771,736          6,566,745        7,376,893        11,563,152    4.61 22.05 8.97 9.62 9.67 8.77 17.7
AIMTYVSSFYHAFSGAQK 2 0.9998
AIMTYVSSFYHAFSGAQK 3 0.9998

ALDFIASK 1 0.9927
ALDFIASK 2 0.9993

ASIHEAWTDGK 3 0.9986
EGLLLWCQR 2 0.9583

ELPPDQAEYCIAR 2 0.9992
FAIQDISVEETSAK 2 0.9998

FAIQDISVEETSAKEGLLLWCQR 3 0.9998
GYEEWLLNEIR 2 0.9998
HTNYTMEHIR 3 0.9998

IDQLEGDHQLIQEALIFDNK 3 0.9998
IVQTYHVNMAGTNPYTTITPQEINGK 3 0.9998

KAGTQIENIEEDFRDGLK 3 0.9135
KQFGAQANVIGPWIQTK 3 0.8607

LAILGIHNEVSK 2 0.9964
LASDLLEWIR 2 0.9997

LGVVTFQAFIDFMSR 2 0.9748
LLETIDQLYLEYAK 2 0.9133

LRKDDPLTNLNTAFDVAEK 3 0.9758
LSNRPAFMPSEGR 3 0.991

MLDAEDIVGTARPDEK 3 0.9997
MVSDINNAWGCLEQVEK 3 0.9163

MVSDINNAWGCLEQVEKGYEEWLLNEIR 3 0.9998
NVNIQNFHISWK 2 0.9997

QFGAQANVIGPWIQTK 2 0.9983
SFSTALYGESDL 1 0.9921
TINEVENQILTR 2 0.9998
VGWEQLLTTIAR 2 0.9998

VLAVNQENEQLMEDYEK 2 0.9998
VLAVNQENEQLMEDYEKLASDLLEWIR 3 0.9998

YLDIPK 2 0.9912
IPI00921274 MYL12B 17 kDa protein 1 46 7 8 22,843,938     22,634,702     22,425,030     22,869,741     22,879,398     28,844,721     20,777,568     2,303,706    4,814,493        1,106,618       2,067,236          3,206,860        6,292,615        2,932,424      10.08 21.27 4.93 9.04 14.02 21.82 14.11

DGFIDKEDLHDMLASLGK 2 0.9997
DGFIDKEDLHDMLASLGK 3 0.9998

EAFNMIDQNR 2 0.9998
ELLTTMGDR 2 0.9996

ELLTTMGDRFTDEEVDELYR 3 0.9998
FTDEEVDELYR 2 0.9998
GNFNYIEFTR 2 0.9995
LNGTDPEDVIR 2 0.9997

IPI00921849 ‐ cDNA FLJ57046, highly similar to Lysosomal alpha‐glucosidase 1 2.8 1 1 4,211,453        3,690,130        3,319,487        3,603,523        3,902,207        3,642,070        4,225,623        407,187       621,023            302,031           948,250              1,253,415        776,784           805,298          9.67 16.83 9.1 26.31 32.12 21.33 19.06
AHFPLDVQWNDLDYMDSR 3 0.9993

IPI00921893 ‐ cDNA FLJ55836, highly similar to Homo sapiens methionine adenosyltra 1 9.65 1 1 537,737           456,772           599,186           550,940           523,300           583,792           620,428           135,083       104,471            91,688             135,466              158,595            71,829             151,607          25.12 22.87 15.3 24.59 30.31 12.3 24.44
IPILYGEVEKLEESAVTVMFDK 3 0.9996

IPI00921960 AK2 Isoform 6 of Adenylate kinase 2, mitochondrial 1 21.35 2 3 4,509,585        4,917,212        4,563,663        4,622,463        4,692,793        5,573,123        4,469,133        531,614       1,571,298        505,857           734,385              828,814            813,821           433,842          11.79 31.96 11.08 15.89 17.66 14.6 9.71
GIHSAIDASQTPDVVFASILAAFSK 2 0.9976
GIHSAIDASQTPDVVFASILAAFSK 3 0.9996

LQAYHTQTTPLIEYYR 3 0.9993
IPI00922032 ‐ cDNA FLJ55039, moderately similar to Hepatoma‐derived growth facto 1 24.05 5 5 30,924,085     30,722,740     27,660,180     25,230,583     29,052,815     35,685,968     25,632,528     1,396,447    7,214,271        1,502,784       2,339,060          3,490,742        6,992,803        2,549,764      4.52 23.48 5.43 9.27 12.02 19.6 9.95

AGDLLEDSPK 2 0.996
CGDLVFAK 2 0.9967

EAENPEGEEKEAATLEVERPLPMEVEK 3 0.9998
GYPHWPAR 2 0.9464
IDEMPEAAVK 2 0.9994

IPI00922058 ‐ cDNA FLJ59472, highly similar to Tripeptidyl‐peptidase 1 1 17.05 3 4 5,940,714        6,844,771        5,278,167        5,335,262        5,709,385        8,597,550        5,311,700        451,799       2,728,702        471,277           446,331              842,414            1,982,844        738,667          7.61 39.87 8.93 8.37 14.75 23.06 13.91
AYPDVAALSDGYWVVSNR 2 0.9992
AYPDVAALSDGYWVVSNR 3 0.9997

LYQQHGAGLFDVTR 3 0.9997
VPIPWVSGTSASTPVFGGILSLINEHR 3 0.9997

IPI00922081 ‐ Fructose‐bisphosphate aldolase 1 29.27 7 7 19,946,885     18,956,317     16,920,785     16,721,774     17,346,319     21,964,101     17,953,829     753,903       4,580,661        758,343           1,360,884          2,142,614        1,913,535        3,638,812      3.78 24.16 4.48 8.14 12.35 8.71 20.27
AEVNGLAAQGK 2 0.9994
ALQASALNAWR 2 0.9998
DNAGAATEEFIK 2 0.9986
DNAGAATEEFIKR 3 0.9997
GILAADESVGSMAK 2 0.9998

VLAAVYK 2 0.9959
YASICQQNGIVPIVEPEILPDGDHDLKR 3 0.9998

IPI00922127 HYOU1 cDNA FLJ54708, highly similar to 150 kDa oxygen‐regulated protein 1 12.7 4 4 8,129,493        7,841,640        7,604,120        8,290,667        8,018,920        9,241,267        7,163,470        822,876       1,872,824        728,566           1,027,584          793,917            777,078           1,205,530      10.12 23.88 9.58 12.39 9.9 8.41 16.83
NINADEAAAMGAVYQAAALSK 3 0.9997

VEFEELCADLFER 2 0.9997
VPGPVQQALQSAEMSLDEIEQVILVGGATR 3 0.9998

VQEVLLK 2 0.9676
IPI00922165 AK2 Isoform 5 of Adenylate kinase 2, mitochondrial 1 30.8 4 5 8,948,978        9,188,072        8,227,589        8,014,234        8,443,242        10,114,746     8,170,583        694,921       2,271,082        828,583           1,192,809          1,514,163        863,878           1,369,061      7.77 24.72 10.07 14.88 17.93 8.54 16.76

AVLLGPPGAGK 2 0.8961
GIHSAIDASQTPDVVFASILAAFSK 2 0.9976
GIHSAIDASQTPDVVFASILAAFSK 3 0.9996

LAENFCVCHLATGDMLR 3 0.9997
LQAYHTQTTPLIEYYR 3 0.9993

IPI00922289 ‐ cDNA FLJ56284, moderately similar to Pyrroline‐5‐carboxylate reductas 1 10.42 2 2 2,104,216        2,313,327        1,882,597        2,055,769        1,913,845        2,503,078        2,107,904        242,924       697,889            256,410           256,770              425,691            183,261           490,942          11.54 30.17 13.62 12.49 22.24 7.32 23.29
GFTAAGVLAAHK 2 0.9903
SLLINAVEASCIR 2 0.9803

IPI00922301 ‐ Glutathione S‐transferase 1 16.44 2 2 1,232,391        1,861,564        1,148,749        1,085,575        1,107,465        1,978,879        1,032,116        227,958       904,032            183,187           230,724              254,656            587,778           249,157          18.5 48.56 15.95 21.25 22.99 29.7 24.14
AILNYIASK 2 0.9998

ALIDMYIEGIADLGEMILLLPVCPPEEK 3 0.9997
IPI00922322 NAP1L1 cDNA FLJ54129, highly similar to Nucleosome assembly protein 1‐like 1 1 12.34 1 1 1,506,320        1,469,743        1,345,888        1,523,410        1,478,588        1,812,873        1,398,730        324,198       435,443            168,778           279,302              407,579            353,964           280,025          21.52 29.63 12.54 18.33 27.57 19.53 20.02

QLTVQMMQNPQILAALQER 3 0.9997
IPI00922361 ‐ cDNA FLJ53078, highly similar to Splicing factor, arginine/serine‐rich 1 1 6.99 1 1 2,202,693        2,229,020        1,914,140        1,821,985        1,972,890        2,380,840        2,016,393        336,849       733,991            179,466           225,228              212,726            300,742           306,960          15.29 32.93 9.38 12.36 10.78 12.63 15.22

DGTGVVEFVR 2 0.9979
IPI00922367 NONO non‐POU domain‐containing octamer‐binding protein isoform 2 1 24.87 8 9 16,047,169     15,396,040     14,888,738     16,528,834     15,124,047     18,142,024     14,837,919     1,232,201    3,815,068        1,254,749       1,756,824          2,962,058        3,182,509        2,964,236      7.68 24.78 8.43 10.63 19.59 17.54 19.98

AAPGAEFAPNK 2 0.9627
AVVIVDDR 2 0.9981

FACHSASLTVR 3 0.9997
FAQPGSFEYEYAMR 2 0.9998
GIVEFSGKPAAR 2 0.9995

NLPQYVSNELLEEAFSVFGQVER 2 0.9998
NLPQYVSNELLEEAFSVFGQVER 3 0.9998

TLAEIAKVELDNMPLR 3 0.9998
VELDNMPLR 2 0.9997

IPI00922421 ‐ Aspartate aminotransferase 1 29.51 8 10 62,611,595     64,369,675     55,168,970     58,761,050     59,040,495     73,449,115     53,331,905     2,991,637    14,539,579      3,997,189       6,716,938          7,793,045        9,536,910        8,553,411      4.78 22.59 7.25 11.43 13.2 12.98 16.04
FLFPFFDSAYQGFASGNLER 2 0.9997



FLFPFFDSAYQGFASGNLER 3 0.9998
ITWSNPPAQGAR 2 0.9995

IVASTLSNPELFEEWTGNVK 2 0.9998
IVASTLSNPELFEEWTGNVK 3 0.9998

KVNLGVGAYR 2 0.947
NFGLYNER 2 0.956

NLDYVATSIHEAVTK 3 0.9994
QVEYLVNEK 2 0.9963

VGGVQSLGGTGALR 2 0.9997
IPI00922694 HSPA9 cDNA FLJ51903, highly similar to Stress‐70 protein, mitochondria 1 8.54 4 4 22,569,280     22,269,995     20,996,170     21,692,255     19,951,550     25,467,510     20,065,545     1,242,842    5,548,553        1,766,727       2,333,214          2,943,938        3,973,855        2,940,892      5.51 24.91 8.41 10.76 14.76 15.6 14.66

AQFEGIVTDLIR 2 0.9997
DAGQISGLNVLR 2 0.9997

STNGDTFLGGEDFDQALLR 2 0.9997
VQQTVQDLFGR 2 0.9998

IPI00922792 ‐ cDNA FLJ50625, highly similar to Importin beta‐1 subunit 1 31.36 13 15 63,792,501     64,765,644     52,926,911     56,665,734     57,266,164     70,017,675     57,788,521     6,003,850    19,197,243      5,929,862       5,145,258          5,338,571        8,365,545        16,627,403    9.41 29.64 11.2 9.08 9.32 11.95 28.77
ALQSNIIPFCDEVMQLLLENLGNENVHR 3 0.9998

DTAAWTVGR 2 0.9994
EHIKNPDWR 3 0.9841

GDQENVHPDVMLVQPR 3 0.9995
ICELLPEAAINDVYLAPLLQCLIEGLSAEPR 3 0.9998

IQFNDLQSLLCATLQNVLR 2 0.9998
IQFNDLQSLLCATLQNVLR 3 0.9998

LAATNALLNSLEFTK 2 0.9998
LQQVLQMESHIQSTSDR 3 0.9998

PMIHELLTEGR 2 0.9978
PMIHELLTEGR 3 0.9986
SNEILTAIIQGMR 2 0.9997
SSAYESLMEIVK 2 0.9998
TTLVIMER 2 0.999

VQHQDALQISDVVMASLLR 3 0.9997
IPI00922891 GLOD4 cDNA FLJ55095 1 34.95 8 9 14,453,647     15,424,461     13,070,770     13,610,518     13,441,185     18,274,905     13,698,175     948,234       3,662,372        1,611,470       1,474,222          1,454,328        3,863,442        2,687,172      6.56 23.74 12.33 10.83 10.82 21.14 19.62

GGVDHAAAFGR 2 0.9922
GGVDHAAAFGR 3 0.9978

IAFSCPQK 2 0.9087
ILTPLVSLDTPGK 2 0.9994

LGNDFMGITLASSQAVSNAR 3 0.9959
LLDDAMAADKSDEWFAK 3 0.9957

SLNYWCNLLGMK 2 0.9961
SLPQSDPVLK 2 0.964
VTLAVSDLQK 2 0.9982

IPI00923539 ‐ cDNA FLJ58205, highly similar to Heterogeneous nuclear ribonucleopro 1 12.11 3 3 5,048,318        5,288,752        4,870,098        5,053,118        4,878,718        5,641,533        4,817,963        395,916       1,308,389        480,846           650,139              806,295            344,835           877,732          7.84 24.74 9.87 12.87 16.53 6.11 18.22
ATENDIYNFFSPLNPMR 2 0.9997
DLNYCFSGMSDHR 3 0.9985
GLPWSCSADEVMR 2 0.9998

IPI00924467 NAA38 Putative uncharacterized protein NAA38 1 20.51 1 1 1,714,380        1,610,788        1,696,188        1,424,628        1,635,643        1,638,668        1,587,455        215,797       185,880            195,589           100,701              466,467            386,708           335,983          12.59 11.54 11.53 7.07 28.52 23.6 21.16
IPI00924875 NAA38 7 kDa protein 1 23.88 1 1 1,714,380        1,610,788        1,696,188        1,424,628        1,635,643        1,638,668        1,587,455        215,797       185,880            195,589           100,701              466,467            386,708           335,983          12.59 11.54 11.53 7.07 28.52 23.6 21.16

GFDQTINLILDESHER 3 0.9996
IPI00924475 DBNL cDNA FLJ54071, highly similar to Drebrin‐like protein 1 8.42 2 2 1,187,974        1,161,561        957,565           1,049,122        1,007,576        1,243,891        1,067,301        80,102         290,957            128,963           183,850              225,866            182,963           317,320          6.74 25.05 13.47 17.52 22.42 14.71 29.73

GYGPDGHFGMFPANYVELIE 2 0.9959
TWEQQQEVVSR 2 0.9993

IPI00924536NORA4;MIR1248;S41 kDa protein 1 38.4 8 8 11,322,229     12,062,128     10,562,006     10,933,725     11,350,129     14,591,256     10,017,832     614,618       2,364,176        1,787,671       1,648,624          745,260            1,890,697        2,235,159      5.43 19.6 16.93 15.08 6.57 12.96 22.31
DFTVSALHGDMDQKER 2 0.9316

EHGGPEGMDPDGVIESNWNEIVDNFDDMNLK 3 0.9997
GIYAYGFEKPSAIQQR 3 0.9998
GYDVIAQAQSGTGK 2 0.9998

LNTSIQVVLLSATMPTDVLEVTKK 3 0.9955
LQAEAPHIVVGTPGR 3 0.9997
MFVLDEADEMLSR 2 0.9998

VLITTDLLAR 2 0.9998
IPI00924593 MDH2 cDNA FLJ52880, highly similar to Malate dehydrogenase, mitochondria 1 39.19 8 9 46,514,183     47,240,768     42,682,617     43,903,252     47,093,273     58,169,935     41,527,032     4,157,079    10,573,045      3,554,328       4,169,453          6,690,138        9,611,327        6,718,558      8.94 22.38 8.33 9.5 14.21 16.52 16.18

AGAGSATLSMAYAGAR 2 0.9998
FVFSLVDAMNGK 2 0.9998
GYLGPEQLPDCLK 2 0.9997

LTLYDIAHTPGVAADLSHIETK 3 0.9998
MISDAIPELK 2 0.9991
TIIPLISQCTPK 2 0.9998

VAVLGASGGIGQPLSLLLK 2 0.9998
VAVLGASGGIGQPLSLLLK 3 0.9598

VNVPVIGGHAGK 3 0.9998
IPI00924611 PCYOX1 Putative uncharacterized protein PCYOX1 0.994 11.48 2 2 4,119,095        3,910,746        3,625,642        3,320,659        3,625,358        3,980,852        3,637,186        405,783       1,327,509        413,264           747,359              1,066,942        397,824           1,310,342      9.85 33.95 11.4 22.51 29.43 9.99 36.03
IPI00925564 PCYOX1 Putative uncharacterized protein PCYOX1 0.994 8.19 2 2 4,119,095        3,910,746        3,625,642        3,320,659        3,625,358        3,980,852        3,637,186        405,783       1,327,509        413,264           747,359              1,066,942        397,824           1,310,342      9.85 33.95 11.4 22.51 29.43 9.99 36.03
IPI00927939 PCYOX1 Putative uncharacterized protein PCYOX1 0.994 15.58 2 2 4,119,095        3,910,746        3,625,642        3,320,659        3,625,358        3,980,852        3,637,186        405,783       1,327,509        413,264           747,359              1,066,942        397,824           1,310,342      9.85 33.95 11.4 22.51 29.43 9.99 36.03

FLNEMIAPVMR 2 0.9894
YQSHDYAFSSVEK 3 0.9944

IPI00924677 TBC1D5 Putative uncharacterized protein TBC1D5 0.918 4.22 1 1 15,451,000     16,371,370     12,031,800     15,548,300     11,925,980     17,172,300     10,178,660     834,304       3,551,349        1,938,193       1,122,981          2,585,967        2,129,297        2,559,712      5.4 21.69 16.11 7.22 21.68 12.4 25.15
MLWFLSYRKEWEELFVNNNYLATIR 3 0.918

IPI00924758 GNB2 cDNA FLJ32188 fis, clone PLACE6002056, highly similar to Guanine nucl 1 14.58 2 2 6,692,716        6,561,700        5,459,460        5,825,484        5,471,866        6,680,442        5,229,308        217,633       1,471,582        746,117           490,082              499,423            945,412           1,288,790      3.25 22.43 13.67 8.41 9.13 14.15 24.65
TFVSGACDASIK 2 0.9991

VSCLGVTDDGMAVATGSWDSFLK 3 0.9064
IPI00924795 GUSB 17 kDa protein 1 23.61 2 2 3,363,238        2,904,115        3,028,238        3,165,605        2,919,730        3,074,378        2,940,980        574,880       659,141            405,766           317,298              547,493            249,485           504,418          17.09 22.7 13.4 10.02 18.75 8.11 17.15

GFEEQWYR 2 0.9837
RPLWESGPTVDMPVPSSFNDISQDWR 3 0.9997

IPI00924816 MTPN Myotrophin 1 25.42 2 2 5,889,173        5,628,880        4,834,420        5,114,257        4,924,070        7,060,863        5,203,130        357,021       1,448,387        451,920           416,504              390,158            1,789,740        1,216,806      6.06 25.73 9.35 8.14 7.92 25.35 23.39
GPDGLTAFEATDNQAIK 2 0.9997
NGDLDEVKDYVAK 3 0.9804

IPI00924974 DPP4 20 kDa protein 1 8.82 1 1 7,255,985        7,292,925        4,836,160        5,193,895        4,327,060        5,466,590        5,264,220        1,140,484    2,599,302        1,179,152       539,414              1,319,917        1,238,106        1,086,210      15.72 35.64 24.38 10.39 30.5 22.65 20.63
HSYTASYDIYDLNKR 3 0.9998

IPI00925016 APEH 32 kDa protein 1 4.58 1 1 461,865           529,002           498,023           563,990           417,612           709,125           453,412           94,044         136,099            117,005           153,380              98,193              219,428           139,523          20.36 25.73 23.49 27.2 23.51 30.94 30.77
IPI00926864 APEH Putative uncharacterized protein APEH 1 5.6 1 1 461,865           529,002           498,023           563,990           417,612           709,125           453,412           94,044         136,099            117,005           153,380              98,193              219,428           139,523          20.36 25.73 23.49 27.2 23.51 30.94 30.77

ALDVSASDDEIAR 2 0.9997
IPI00925098 DBNL cDNA FLJ59450, highly similar to Drebrin‐like protein 1 12.56 3 4 5,397,009        4,999,783        4,686,003        5,025,872        4,860,111        6,250,753        4,246,198        1,155,612    1,083,841        565,125           1,089,449          1,469,375        1,679,066        899,782          21.41 21.68 12.06 21.68 30.23 26.86 21.19

GYGPDGHFGMFPANYVELIE 2 0.9959
TWEQQQEVVSR 2 0.9993

VAGTGEGGLEEMVEELNSGK 2 0.9997
VAGTGEGGLEEMVEELNSGK 3 0.9942

IPI00925253 ATIC 9 kDa protein 1 29.76 2 2 3,986,493        4,356,767        4,153,003        4,290,600        3,797,953        5,011,810        3,931,433        507,345       1,126,196        745,900           809,841              375,205            614,942           729,833          12.73 25.85 17.96 18.87 9.88 12.27 18.56
NLTALGLNLVASGGTAK 2 0.9998

TGLVEFAR 2 0.9958
IPI00925520 PFKL 6‐phosphofructokinase, liver type (EC 2.7.1.11) (Phosphofructokinase 1 1 19.28 11 11 37,594,153     36,249,015     35,521,573     37,368,279     34,765,441     41,464,078     33,070,428     3,680,565    7,160,677        4,913,336       3,659,138          3,196,967        2,762,911        5,241,117      9.79 19.75 13.83 9.79 9.2 6.66 15.85

AVAFSPVTELKK 2 0.8957
FDEATQLR 2 0.922

GQLESIVENIR 2 0.9979
GQVQEVGWHDVAGWLGR 3 0.9993

LPLMECVQMTK 2 0.9996



QANWLSVSNIIQLGGTIIGSAR 2 0.9997
SEWGSLLEELVAEGK 2 0.9998

SNFSLAILNVGAPAAGMNAAVR 3 0.9884
TNVLGHLQQGGAPTPFDR 3 0.9996

VFANAPDSACVIGLK 2 0.9972
VTVLGHVQR 2 0.9952

IPI00925534 ATP6V1B1 Putative uncharacterized protein ATP6V1B1 1 12.05 2 2 2,287,600        2,109,513        2,124,053        2,149,998        1,756,005        2,697,137        2,198,438        136,407       718,012            547,847           357,668              211,956            1,162,707        286,847          5.96 34.04 25.79 16.64 12.07 43.11 13.05
IPI00925827 ATP6V1B1 Putative uncharacterized protein ATP6V1B1 1 12.1 2 2 2,287,600        2,109,513        2,124,053        2,149,998        1,756,005        2,697,137        2,198,438        136,407       718,012            547,847           357,668              211,956            1,162,707        286,847          5.96 34.04 25.79 16.64 12.07 43.11 13.05

IPIFSAAGLPHNEIAAQICR 3 0.9986
TPVSEDMLGR 2 0.9934

IPI00925579 SRI 8 kDa protein 1 47.83 2 2 487,308           461,908           472,255           507,096           488,804           506,122           422,998           138,285       175,447            95,017             43,422                199,965            120,887           103,918          28.38 37.98 20.12 8.56 40.91 23.88 24.57
DMSGTMGFNEFKELWAVLNGWR 3 0.9997

SGTVDPQELQK 2 0.9995
IPI00925799 PSMA2 5 kDa protein 1 72.92 2 2 9,397,865        11,255,640     9,376,255        9,960,690        8,590,465        11,106,235     9,733,850        965,355       2,899,023        1,068,788       1,467,247          1,744,573        2,045,105        2,929,681      10.27 25.76 11.4 14.73 20.31 18.41 30.1

GYSFSLTTFSPSGK 2 0.9776
LVQIEYALAAVAGGAPSVGIK 3 0.9221

IPI00925804 AIP Non‐functional aryl hydrocarbon receptor interacting protein (Fragmen 0.992 4.62 1 1 2,469,637        2,165,013        2,394,020        2,637,653        2,561,350        2,774,887        2,235,567        270,901       520,884            222,288           86,692                583,622            252,358           580,598          10.97 24.06 9.29 3.29 22.79 9.09 25.97
IPI00939349 AIP Aryl‐hydrocarbon receptor interacting protein (Fragment) 0.992 26.15 1 1 2,469,637        2,165,013        2,394,020        2,637,653        2,561,350        2,774,887        2,235,567        270,901       520,884            222,288           86,692                583,622            252,358           580,598          10.97 24.06 9.29 3.29 22.79 9.09 25.97
IPI00953925 AIP Aryl hydrocarbon receptor interacting protein 0.992 5.04 1 1 2,469,637        2,165,013        2,394,020        2,637,653        2,561,350        2,774,887        2,235,567        270,901       520,884            222,288           86,692                583,622            252,358           580,598          10.97 24.06 9.29 3.29 22.79 9.09 25.97

AHAAVWNAQEAQADFAK 3 0.9922
IPI00925871 ATIC Putative uncharacterized protein ATIC 1 6.47 1 1 2,429,530        2,522,830        2,287,657        2,407,717        2,208,650        2,895,913        2,238,077        419,991       565,587            513,091           471,418              251,615            550,950           556,918          17.29 22.42 22.43 19.58 11.39 19.03 24.88

VVACNLYPFVK 2 0.9994
IPI00926103 ATIC Protein 1 17.5 2 2 1,400,737        1,625,562        1,697,585        1,639,060        1,568,390        2,161,345        1,537,913        168,505       356,944            234,256           177,497              288,305            531,070           336,898          12.03 21.96 13.8 10.83 18.38 24.57 21.91

EVSDGIIAPGYEEEALTILSK 2 0.9998
NGQVIGIGAGQQSR 2 0.9998

IPI00926178 MTPN Putative uncharacterized protein MTPN 1 57.69 2 3 7,766,863        7,298,863        6,479,667        7,069,097        6,830,067        8,974,710        6,823,330        454,475       1,824,144        671,511           628,062              681,878            1,617,737        1,678,489      5.85 24.99 10.36 8.88 9.98 18.03 24.6
GPDGLTAFEATDNQAIK 2 0.9997
NGDLDEVKDYVAK 2 0.9992
NGDLDEVKDYVAK 3 0.9804

IPI00926410 PSMD2 cDNA FLJ55045, highly similar to 26S proteasome non‐ATPase regulato 1 11.75 5 5 7,472,839        7,247,174        7,509,558        7,843,761        7,496,289        8,612,332        7,419,556        758,755       1,349,830        1,063,816       919,255              851,076            814,496           1,418,453      10.15 18.63 14.17 11.72 11.35 9.46 19.12
AELATEEFLPVTPILEGFVILR 2 0.9998

AVPLALALISVSNPR 2 0.9945
LNILDTLSK 2 0.8417

MNLASSFVNGFVNAAFGQDK 2 0.9997
NECDPALALLSDYVLHNSNTMR 3 0.9982

IPI00926426 ATIC Protein 1 6.06 1 1 351,374           333,759           442,729           431,850           363,667           751,195           348,273           123,588       103,574            128,984           84,089                102,795            255,362           95,180            35.17 31.03 29.13 19.47 28.27 33.99 27.33
NGQVIGIGAGQQSR 2 0.9998

IPI00926659 ASL Putative uncharacterized protein ASL 1 9.92 2 2 2,406,885        2,906,399        2,910,253        3,190,992        2,690,491        3,383,660        2,631,580        367,908       568,648            460,650           637,642              267,211            601,898           449,106          15.29 19.57 15.83 19.98 9.93 17.79 17.07
NPDSLELIR 2 0.9727

QTCSTLSGLLWELIR 2 0.9947
IPI00926695 LOC646214;PAK2 Protein 0.994 7.69 1 1 419,411           482,651           533,966           437,843           471,861           580,786           556,019           22,207         144,935            88,617             118,928              50,570              34,526             161,270          5.29 30.03 16.6 27.16 10.72 5.94 29

STMVGTPYWMAPEVVTR 2 0.9943
IPI00927271 TRA2B Protein 1 21.26 3 3 4,666,460        4,330,253        4,207,456        4,486,863        4,253,894        4,998,380        4,227,688        502,408       880,864            578,958           538,301              603,041            462,545           757,173          10.77 20.34 13.76 12 14.18 9.25 17.91

GFAFVYFENVDDAK 2 0.9941
GFAFVYFENVDDAKEAK 3 0.9993

GYDDRDYYSR 2 0.9549
IPI00927573 APEH Protein 1 9.25 2 2 5,249,307        5,471,110        5,666,547        4,959,600        6,367,537        7,454,643        5,358,293        604,883       1,267,713        714,831           535,796              1,496,696        768,549           1,073,538      11.52 23.17 12.61 10.8 23.51 10.31 20.04

TPLLLMLGQEDR 2 0.9997
VGFLPSAGK 2 0.9513

IPI00927689 PCYOX1 Putative uncharacterized protein PCYOX1 0.994 10 1 1 1,133,962        935,688           1,077,472        1,142,394        999,868           1,181,632        946,946           144,889       253,164            254,554           354,856              306,642            163,669           348,009          12.78 27.06 23.63 31.06 30.67 13.85 36.75
YQSHDYAFSSVEK 3 0.9944

IPI00927830 PSMA2 Putative uncharacterized protein PSMA2 1 11.59 1 2 3,322,770        2,592,367        3,027,980        3,235,820        2,538,810        2,970,595        2,627,595        1,666,175    565,964            541,961           835,633              529,268            336,927           652,183          50.14 21.83 17.9 25.82 20.85 11.34 24.82
YNEDLELEDAIHTAILTLK 2 0.9932
YNEDLELEDAIHTAILTLK 3 0.9996

IPI00927864 MDH2 Malate dehydrogenase 1 35.5 7 7 24,716,133     25,141,063     21,476,567     21,857,857     22,448,398     31,518,385     21,501,267     1,522,075    6,168,802        2,041,944       1,400,947          2,338,182        8,907,336        3,871,356      6.16 24.54 9.51 6.41 10.42 28.26 18.01
AGAGSATLSMAYAGAR 2 0.9998

ANTFVAELK 2 0.9997
FVFSLVDAMNGK 2 0.9998
IFGVTTLDIVR 2 0.9997
MISDAIPELK 2 0.9991
TIIPLISQCTPK 2 0.9998

VNVPVIGGHAGK 3 0.9998
IPI00927894 HNRNPA3 11 kDa protein 1 18.97 1 1 263,299           277,383           228,636           288,473           241,163           331,527           215,034           17,629         78,747              25,915             23,899                35,205              57,583             38,427            6.7 28.39 11.33 8.28 14.6 17.37 17.87

SSGSPYGGGYGSGGGSGGYGSR 2 0.9998
IPI00929107 BSCL2 Seipin 1 13.94 7 7 24,259,071     24,528,526     23,079,612     22,820,305     23,122,787     29,573,027     22,147,888     2,387,714    5,739,127        2,820,289       2,848,563          3,228,256        3,219,115        3,568,422      9.84 23.4 12.22 12.48 13.96 10.89 16.11

DLLVQQASQCLSK 2 0.9997
EVEGDDVPESIMLEMK 2 0.9682
MKGLEEPEMDPK 3 0.8607

PAEATAGSGGVNGGEEQGLGK 2 0.8876
VTQNLPMKEGCTEVSLLR 3 0.9997

YGGQPLFSEK 2 0.9988
YNVLGAETVLNQMR 2 0.9998

IPI00929120 AGXT2L1 alanine‐‐glyoxylate aminotransferase 2‐like 1 isoform 3 0.964 5.44 1 1 1,886,475        2,011,835        1,694,135        1,680,055        1,618,950        2,031,105        1,870,775        434,974       458,677            382,628           240,594              115,288            146,318           486,187          23.06 22.8 22.59 14.32 7.12 7.2 25.99
IPI00965281 AGXT2L1 Putative uncharacterized protein AGXT2L1 0.964 34.29 1 1 1,886,475        2,011,835        1,694,135        1,680,055        1,618,950        2,031,105        1,870,775        434,974       458,677            382,628           240,594              115,288            146,318           486,187          23.06 22.8 22.59 14.32 7.12 7.2 25.99

MGHCHPGVVKAALKQMELLNTNSR 3 0.9641
IPI00930130 TUBB6 cDNA FLJ11352 fis, clone HEMBA1000020, highly similar to Tubulin beta 1 26.2 7 9 62,757,738     62,932,556     51,837,811     54,510,338     57,347,895     69,373,419     53,420,025     3,307,632    15,348,372      7,069,040       6,338,732          4,967,585        8,019,718        13,093,775    5.27 24.39 13.64 11.63 8.66 11.56 24.51

ALTVPELTQQMFDAK 2 0.9998
AVLVDLEPGTMDSVR 2 0.9998

ENVHLQAGQCGNQIGAK 2 0.9998
ENVHLQAGQCGNQIGAK 3 0.9998

FWEVISDEHGIDPTGTYHGDSDLQLER 3 0.9998
INVYYNEATGGK 2 0.9998

MSATFIGNSTAIQELFK 2 0.9949
MSATFIGNSTAIQELFK 3 0.8698
MSATFIGNSTAIQELFKR 2 0.9011

IPI00930413 ARF1 cDNA FLJ51902, highly similar to ADP‐ribosylation factor 1 1 8.82 1 1 1,246,120        1,373,578        1,344,240        1,165,673        1,167,450        1,666,445        1,022,580        212,337       456,133            411,963           226,025              265,150            513,479           175,600          17.04 33.21 30.65 19.39 22.71 30.81 17.17
QDLPNAMNAAEITDK 2 0.9998

IPI00930668 SDF4 Isoform 3 of 45 kDa calcium‐binding protein 0.943 8.27 1 1 3,644,890        3,522,430        4,349,580        3,942,880        3,617,700        4,518,720        3,348,840        1,096,005    1,348,350        258,260           406,453              1,196,171        1,374,795        566,928          30.07 38.28 5.94 10.31 33.06 30.42 16.93
AQPGNAQVHGEGDRPGPGPGR 2 0.9434

IPI00930694 IGF2BP1 insulin‐like growth factor 2 mRNA‐binding protein 1 isoform 2 1 5.94 2 2 10,393,348     10,023,425     8,817,111        9,533,696        9,698,751        11,555,020     8,936,557        515,312       2,323,098        930,869           1,082,109          846,384            1,287,106        1,676,357      4.96 23.18 10.56 11.35 8.73 11.14 18.76
IIGHFYASQMAQR 3 0.9891
MVIITGPPEAQFK 2 0.9997

IPI00935210 LOC100293643 similar to Fc fragment of IgG binding protein 1 4.05 2 2 3,273,028        3,285,029        2,465,763        2,910,599        2,601,972        3,553,873        2,549,413        567,712       729,639            322,392           388,236              512,174            257,653           495,679          17.35 22.21 13.07 13.34 19.68 7.25 19.44
APGWDPLCWDECR 2 0.9997
LPVVLANGQIR 2 0.9806

IPI00935211 LOC100287159 hypothetical protein XP_002342349 1 6.86 1 2 5,427,800        5,004,014        4,737,820        4,598,136        5,010,600        5,382,400        4,837,504        324,752       1,094,059        614,975           428,704              330,262            616,958           876,720          5.98 21.86 12.98 9.32 6.59 11.46 18.12
IPI00935986 LOC100290437 hypothetical protein XP_002346492 1 4.92 1 2 5,427,800        5,004,014        4,737,820        4,598,136        5,010,600        5,382,400        4,837,504        324,752       1,094,059        614,975           428,704              330,262            616,958           876,720          5.98 21.86 12.98 9.32 6.59 11.46 18.12
IPI00938042 LOC100292290 similar to heat shock 10kDa protein 1 1 11.76 1 2 5,427,800        5,004,014        4,737,820        4,598,136        5,010,600        5,382,400        4,837,504        324,752       1,094,059        614,975           428,704              330,262            616,958           876,720          5.98 21.86 12.98 9.32 6.59 11.46 18.12

VVLDDKDYFLFR 2 0.9997
VVLDDKDYFLFR 3 0.9998

IPI00935343 LOC100288820 hypothetical protein XP_002342217 1 8.21 1 1 1,792,432        1,558,967        1,317,003        1,679,503        1,401,155        1,630,192        1,290,900        225,033       314,294            96,544             126,096              191,102            242,923           347,217          12.55 20.16 7.33 7.51 13.64 14.9 26.9
IPI00936586 LOC100290103 hypothetical protein XP_002347914 1 5.12 1 1 1,792,432        1,558,967        1,317,003        1,679,503        1,401,155        1,630,192        1,290,900        225,033       314,294            96,544             126,096              191,102            242,923           347,217          12.55 20.16 7.33 7.51 13.64 14.9 26.9

IELLGSYDPQK 2 0.9989
IPI00935516 HSBP1 Heat shock factor‐binding protein 1 0.994 25 1 2 4,522,214        4,392,304        4,768,188        4,316,902        4,201,942        4,801,864        4,823,881        702,303       961,628            1,342,442       456,988              822,013            653,560           1,710,780      15.53 21.89 28.15 10.59 19.56 13.61 35.46



TVQDLTSVVQTLLQQMQDK 2 0.9934
TVQDLTSVVQTLLQQMQDK 3 0.9939

IPI00935818 AHCY adenosylhomocysteinase isoform 2 1 24.01 9 10 61,322,195     60,003,600     59,788,730     58,682,615     62,094,105     69,616,220     58,829,295     2,922,304    10,591,939      5,478,957       3,116,993          5,674,386        8,660,692        8,436,298      4.77 17.65 9.16 5.31 9.14 12.44 14.34
GETDEEYLWCIEQTLYFK 2 0.997
GISEETTTGVHNLYK 2 0.9998
GISEETTTGVHNLYK 3 0.9884

IILLAEGR 2 0.9569
KLDEAVAEAHLGK 3 0.9998

RIILLAEGR 2 0.9206
VAVVAGYGDVGK 2 0.9998
VPAINVNDSVTK 2 0.9998
WLNENAVEK 2 0.9994
YPQLLPGIR 2 0.9996

IPI00936051 DNHD1 Dynein heavy chain domain‐containing protein 1 0.924 0.17 1 1 632,262           1,204,960        619,750           969,843           679,117           1,116,665        749,828           104,181       447,641            276,151           263,181              229,597            356,789           501,177          16.48 37.15 44.56 27.14 33.81 31.95 66.84
IPI00955964 DNHD1 Dynein heavy chain domain 1, isoform CRA_b 0.924 1.27 1 1 632,262           1,204,960        619,750           969,843           679,117           1,116,665        749,828           104,181       447,641            276,151           263,181              229,597            356,789           501,177          16.48 37.15 44.56 27.14 33.81 31.95 66.84

VLGCELLK 2 0.9238
IPI00936055 LOC100293676 similar to Fc fragment of IgG binding protein 1 5.37 5 5 10,961,197     9,428,817        9,437,473        9,570,744        9,136,572        10,558,607     9,352,843        481,623       1,760,144        1,466,641       1,374,389          1,354,597        1,005,069        2,271,515      4.39 18.67 15.54 14.36 14.83 9.52 24.29

AIGYATAADCGR 2 0.9997
EYPGQVLVDDVLQYLPFQAADGQVQVFR 3 0.9923

FAVLQENVAWGNGR 2 0.9998
GEVGFVLVDNQR 2 0.9994
YDLAFVVASQATK 2 0.9993

IPI00936296 LOC100290309 hypothetical protein XP_002348012 1 4.06 9 9 21,028,353     20,578,076     18,517,920     19,366,433     17,828,977     22,844,874     18,336,403     1,097,282    4,598,254        2,321,688       1,847,770          2,338,681        2,165,502        3,544,788      5.22 22.35 12.54 9.54 13.12 9.48 19.33
AIGYATAADCGR 2 0.9997

APGWDPLCWDECR 2 0.9997
EYPGQVLVDDVLQYLPFQAADGQVQVFR 3 0.9923

FAVLQENVAWGNGR 2 0.9998
GEVGFVLVDNQR 2 0.9994
LPVVLANGQIR 2 0.9806
TPDGSLLVR 2 0.9995
VAYDLVYYVR 2 0.9978

YDLAFVVASQATK 2 0.9993
IPI00937471 IPO5 Isoform 2 of Importin‐5 1 3.28 2 2 3,164,833        3,163,147        3,094,543        3,453,573        2,874,840        3,441,470        3,027,787        442,090       672,060            469,833           449,248              588,760            280,669           510,413          13.97 21.25 15.18 13.01 20.48 8.16 16.86

AIGTEPDSDVLSEIMHSFAK 3 0.9093
FMQDASDVMQLLLK 2 0.9996

IPI00937651 LOC100288962 hypothetical protein XP_002342489 0.983 13.86 1 1 5,380,860        5,218,390        5,175,870        5,474,450        5,667,140        7,116,250        5,166,700        691,989       1,692,250        520,767           606,863              1,144,518        1,327,450        582,254          12.86 32.43 10.06 11.09 20.2 18.65 11.27
IMLENLGMDDGDNDPVPLPNVNAAILKR 3 0.9828

IPI00942087 ‐ 27 kDa protein 1 4.62 1 1 1,278,158        1,241,434        1,589,568        1,535,642        1,355,712        1,507,334        1,357,298        219,169       328,654            243,861           216,015              226,134            93,501             229,666          17.15 26.47 15.34 14.07 16.68 6.2 16.92
IPI00943244 ‐ 27 kDa protein 1 4.62 1 1 1,278,158        1,241,434        1,589,568        1,535,642        1,355,712        1,507,334        1,357,298        219,169       328,654            243,861           216,015              226,134            93,501             229,666          17.15 26.47 15.34 14.07 16.68 6.2 16.92
IPI00937686 LOC731884 similar to programmed cell death 6 interacting protein 1 8.59 1 1 1,278,158        1,241,434        1,589,568        1,535,642        1,355,712        1,507,334        1,357,298        219,169       328,654            243,861           216,015              226,134            93,501             229,666          17.15 26.47 15.34 14.07 16.68 6.2 16.92

FYNELTEILVR 2 0.9996
IPI00937711 INF2 Isoform 3 of Inverted formin‐2 0.956 11.97 2 2 137,724           162,995           130,933           152,486           149,096           190,954           166,666           10,375         45,940              35,609             34,445                42,215              58,698             58,738            7.53 28.18 27.2 22.59 28.31 30.74 35.24
IPI00939502 INF2 Putative uncharacterized protein INF2 0.956 12.02 2 2 137,724           162,995           130,933           152,486           149,096           190,954           166,666           10,375         45,940              35,609             34,445                42,215              58,698             58,738            7.53 28.18 27.2 22.59 28.31 30.74 35.24

LEGSDGGWMVQFLEQSGLDLLLEALAR 3 0.9555
RLEGSDGGWMVQFLEQSGLDLLLEALAR 3 0.9445

IPI00937812 LOC100289067 hypothetical protein XP_002342619 0.953 6.84 1 1 16,440,810     22,071,100     15,658,340     18,558,810     19,978,710     19,704,200     15,023,180     5,517,922    5,673,638        6,031,780       7,876,556          3,989,483        3,524,753        4,763,197      33.56 25.71 38.52 42.44 19.97 17.89 31.71
ENNLPSWQPLLMSVHQAQSLSALR 3 0.9532

IPI00937923 HLA‐DQA1 cDNA FLJ51239, moderately similar to HLA class II histocompatibility an 0.906 18.75 1 1 2,716,320        2,204,260        2,625,650        2,219,100        2,400,280        2,449,920        2,582,400        413,664       620,798            1,012,597       683,140              577,575            747,242           1,281,926      15.23 28.16 38.57 30.78 24.06 30.5 49.64
ETVWCLPVLRQFRFDPQFALTNIAIYR 3 0.9058

IPI00938009 LOC100292021 similar to thioredoxin peroxidase 1 9.44 3 3 4,711,990        4,895,287        4,784,087        4,662,679        4,863,742        5,884,179        4,551,883        208,628       1,155,139        284,764           533,295              496,379            629,689           633,101          4.43 23.6 5.95 11.44 10.21 10.7 13.91
GLFIIDDK 2 0.9996

GLFIIDDKGILR 3 0.9997
LVQAFQYTDK 2 0.9569

IPI00938339 LOC100288788 hypothetical protein XP_002343863 1 5.8 1 1 1,079,334        925,482           1,014,110        900,162           988,988           1,264,076        914,204           127,593       122,315            123,118           44,640                212,875            308,488           225,468          11.82 13.22 12.14 4.96 21.52 24.4 24.66
ALEAVFGK 2 0.9473

IPI00939221 SNORD84;BAT1 HLA‐B associated transcript 1 1 26.2 3 3 2,389,916        2,366,503        2,394,356        2,375,950        2,223,165        2,611,660        2,307,941        254,196       478,718            424,715           433,032              459,958            303,551           489,329          10.64 20.23 17.74 18.23 20.69 11.62 21.2
CIALAQLLVEQNFPAIAIHR 3 0.9997

ILVATNLFGR 2 0.9996
VNIAFNYDMPEDSDTYLHR 3 0.9997

IPI00939355 NAPRT1 50 kDa protein 1 12.45 3 4 1,406,929        1,375,215        1,354,138        1,432,720        1,155,955        1,442,840        1,159,159        208,731       271,864            164,736           210,208              158,237            95,672             180,341          14.84 19.77 12.17 14.67 13.69 6.63 15.56
AAAAQFQVPWLESVLIVVSNNIDEEALAR 3 0.9997

ALDCSEVTVR 2 0.9997
SGLPNFLAVALALGELGYR 2 0.9997
SGLPNFLAVALALGELGYR 3 0.9996

IPI00939356 PPP2R1B serine/threonine‐protein phosphatase 2A 65 kDa regulatory subunit A  1 3.32 1 1 340,300           344,643           353,644           344,023           322,712           368,976           308,809           42,902         54,415              43,681             37,357                55,269              41,782             102,482          12.61 15.79 12.35 10.86 17.13 11.32 33.19
QLSQSLLPAIVELAEDAKWR 3 0.9998

IPI00939578 PLOD2 cDNA FLJ43712 fis, clone TESOP2004114, highly similar to Homo sapien 0.915 3.83 1 1 1,288,248        2,076,885        1,332,338        1,164,825        1,430,273        2,321,885        1,243,273        320,936       1,063,680        294,127           267,895              539,239            531,900           318,211          24.91 51.22 22.08 23 37.7 22.91 25.59
ISGGYENVPTDDIHMK 3 0.8689

IPI00939811 RPS3 Ribosomal protein S3 1 31.72 5 5 12,717,360     12,639,866     13,414,595     14,518,748     13,154,690     14,692,383     11,701,790     1,110,977    3,104,307        1,140,095       1,495,470          1,791,374        1,490,746        2,163,168      8.74 24.56 8.5 10.3 13.62 10.15 18.49
FGFPEGSVELYAEK 2 0.9984

GGKPEPPAMPQPVPTA 2 0.9996
GLCAIAQAESLR 2 0.9915
IMLPWDPTGK 2 0.9752
QGVLGIK 2 0.9369

IPI00939854 WDR1 cDNA FLJ45763 fis, clone N1ESE2000698, highly similar to WD repeat p 1 13.29 5 5 12,613,295     12,988,562     10,586,619     12,267,331     11,500,267     14,766,974     11,356,995     2,051,815    3,954,198        2,257,171       2,013,388          2,119,482        4,233,850        2,380,633      16.27 30.44 21.32 16.41 18.43 28.67 20.96
FGAVFLWDSGSSVGEITGHNK 3 0.9994
GPVTDVAYSHDGAFLAVCDASK 3 0.9997

LYSILGTTLKDEGK 3 0.9481
SIQCLTVHK 2 0.8896
VFASLPQVER 2 0.9959

IPI00940003 PFKL Liver phosphofructokinase isoform a variant (Fragment) 1 12.25 3 3 21,264,737     17,713,200     16,920,237     20,261,163     14,995,087     16,026,100     17,930,110     3,307,874    3,117,013        4,236,627       4,068,170          1,658,517        3,572,748        3,964,809      15.56 17.6 25.04 20.08 11.06 22.29 22.11
GQLESIVENIR 2 0.9979

GQVQEVGWHDVAGWLGR 3 0.9993
TGISHGHTVYVVHDGFEGLAK 2 0.9668

IPI00940014 IGF2BP3 55 kDa protein 1 4.79 2 2 7,371,105        8,128,580        7,647,860        7,110,030        7,564,235        8,702,990        7,188,180        706,056       2,006,484        1,143,896       550,871              1,637,265        2,472,301        900,443          9.58 24.68 14.96 7.75 21.64 28.41 12.53
ITISPLQELTLYNPER 2 0.9989

VPSFAAGR 2 0.9037
IPI00940093 FLNB Isoform 7 of Filamin‐B 1 7.93 13 14 13,069,478     12,403,884     11,725,144     12,080,550     11,800,502     15,174,174     11,980,746     1,056,053    2,737,025        1,429,390       1,269,264          1,079,492        3,048,833        2,059,043      8.08 22.07 12.19 10.51 9.15 20.09 17.19
IPI00945610 FLNB 256 kDa protein 1 7.97 13 14 13,069,478     12,403,884     11,725,144     12,080,550     11,800,502     15,174,174     11,980,746     1,056,053    2,737,025        1,429,390       1,269,264          1,079,492        3,048,833        2,059,043      8.08 22.07 12.19 10.51 9.15 20.09 17.19

APLNVQFNSPLPGDAVK 2 0.9998
DLDIIDNYDYSHTVK 3 0.9941
FADEHVPGSPFTVK 3 0.9256
GIEPTGNMVK 2 0.9956

LGSAADFLLDISETDLSSLTASIK 2 0.9998
LVSPGSANETSSILVESVTR 2 0.9998

SSFLVDCSK 2 0.9433
VEVGKDQEFTVDTR 3 0.9975
VLQSFTVDSSK 2 0.9996

VTASGPGLSSYGVPASLPVDFAIDAR 2 0.9998
VTASGPGLSSYGVPASLPVDFAIDAR 3 0.9897

VTVLFAGQHISK 3 0.9168
YADEEIPR 2 0.9996

YGGELVPHFPAR 3 0.9998
IPI00940167 BBS9 cDNA FLJ53605, highly similar to Parathyroid hormone‐responsive B1 g 0.975 6.13 1 1 7,073,520        6,142,660        6,819,880        8,769,350        5,320,550        5,209,560        8,405,560        2,038,687    2,977,801        2,784,397       2,461,372          820,954            1,612,057        3,020,220      28.82 48.48 40.83 28.07 15.43 30.94 35.93



MKLMYEHNLQRTACNMTYGSFGGVK 3 0.9717
IPI00940257 CCT5 cDNA FLJ52361, highly similar to T‐complex protein 1 subunit epsilon 1 23.25 8 8 12,017,937     11,446,767     10,556,009     11,209,902     10,881,567     13,095,453     10,901,948     886,647       2,045,468        1,241,483       690,648              1,070,956        847,170           1,847,307      7.38 17.87 11.76 6.16 9.84 6.47 16.94
IPI00964855 CCT5 57 kDa protein 1 21.94 8 8 12,017,937     11,446,767     10,556,009     11,209,902     10,881,567     13,095,453     10,901,948     886,647       2,045,468        1,241,483       690,648              1,070,956        847,170           1,847,307      7.38 17.87 11.76 6.16 9.84 6.47 16.94
IPI00965722 CCT5 cDNA FLJ54333, highly similar to T‐complex protein 1 subunit epsilon 1 21.98 8 8 12,017,937     11,446,767     10,556,009     11,209,902     10,881,567     13,095,453     10,901,948     886,647       2,045,468        1,241,483       690,648              1,070,956        847,170           1,847,307      7.38 17.87 11.76 6.16 9.84 6.47 16.94

ETGANLAICQWGFDDEANHLLLQNNLPAVR 3 0.9998
FEEMIQQIK 2 0.9985

IAILTCPFEPPKPK 3 0.9997
LGFAGLVQEISFGTTK 2 0.9998

LMGLEALK 2 0.9983
MLVIEQCK 2 0.9953

QQHVIETLIGK 3 0.9997
WVGGPEIELIAIATGGR 2 0.9998

IPI00940335 AKR7A2 Putative uncharacterized protein AKR7A2 1 9.15 2 2 9,822,625        10,073,485     10,777,632     9,815,615        10,723,613     12,209,883     10,016,679     1,711,257    2,706,600        1,101,980       1,207,484          1,121,185        2,385,748        1,390,646      17.42 26.87 10.22 12.3 10.46 19.54 13.88
FFGNSWAETYR 2 0.9996

FYAYNPLAGGLLTGK 2 0.9996
IPI00940387 PNPO 13 kDa protein 1 7.62 1 1 1,656,018        1,597,335        1,362,495        1,391,230        1,421,153        1,869,000        1,312,453        219,565       458,023            99,387             218,037              339,067            322,840           272,693          13.26 28.67 7.29 15.67 23.86 17.27 20.78

FFTNFESR 2 0.9986
IPI00940393 ‐ Elongation factor 1‐alpha 1 27.34 7 7 13,934,065     13,221,446     11,697,393     11,613,208     11,603,507     13,719,093     11,582,368     902,691       3,348,529        1,172,773       1,202,587          1,130,499        1,822,873        2,299,485      6.48 25.33 10.03 10.36 9.74 13.29 19.85

IGGIGTVPVGR 2 0.9998
LPLQDVYK 2 0.9982

NMITGTSQADCAVLIVAAGVGEFEAGISK 3 0.8986
QTVAVGVIK 2 0.9995

THINIVVIGHVDSGK 3 0.9997
VETGVLKPGMVVTFAPVNVTTEVK 3 0.9998

YYVTIIDAPGHR 3 0.9998
IPI00940916 FCGBP 176 kDa protein 1 2.29 3 3 7,403,778        7,091,629        6,094,488        6,457,149        6,296,272        7,821,473        5,788,405        751,586       1,388,550        993,852           816,046              1,089,750        810,813           1,119,035      10.15 19.58 16.31 12.64 17.31 10.37 19.33

APGWDPLCWDECR 2 0.9997
FAVLQENVAWGNGR 2 0.9998

LPVVLANGQIR 2 0.9806
IPI00940955 HNRNPH2 cDNA FLJ57964, highly similar to Heterogeneous nuclear ribonucleopro 1 10.64 3 3 5,561,986        6,058,452        5,186,275        5,555,806        5,310,208        6,574,660        5,340,565        201,026       1,596,401        741,192           673,706              654,803            357,914           1,162,712      3.61 26.35 14.29 12.13 12.33 5.44 21.77

DLNYCFSGMSDHR 3 0.9985
GLPWSCSADEVMR 2 0.9998

STGEAFVQFASQEIAEK 2 0.9998
IPI00941296 CTSB cDNA FLJ40065 fis, clone TESOP2000400, highly similar to CATHEPSIN B 1 28.99 4 4 8,836,997        8,608,293        8,575,327        8,716,173        8,165,920        10,135,397     7,678,860        718,144       2,519,532        1,000,710       631,117              883,650            1,944,616        1,653,820      8.13 29.27 11.67 7.24 10.82 19.19 21.54

ICEPGYSPTYKQDK 2 0.9955
ILGWGVENGTPYWLVANSWNTDWGDNGFFK 3 0.9998

NGPVEGAFSVYSDFLLYK 2 0.9998
SGVYQHVTGEMMGGHAIR 3 0.9998

IPI00941730 ARHGAP1 cDNA FLJ60782, highly similar to Rho‐GTPase‐activating protein 1 0.993 12.42 3 3 25,495,300     24,637,725     22,575,470     22,708,000     25,979,270     33,166,800     23,335,475     1,103,045    5,703,921        1,133,753       2,674,960          3,844,997        6,356,170        5,349,523      4.33 23.15 5.02 11.78 14.8 19.16 22.92
HQIVEVAGDDKYGR 3 0.9932

VPATLQVLQTLPEENYQVLR 3 0.9342
YNMGLPVDFDQYNELHLPAVILK 3 0.904

IPI00941773 SAFB cDNA FLJ56691, highly similar to Scaffold attachment factor B 0.999 9.72 1 1 605,920           539,352           477,570           535,154           529,872           636,630           553,894           44,910         134,101            49,362             144,266              90,384              119,289           154,576          7.41 24.86 10.34 26.96 17.06 18.74 27.91
AIEDEGGNPDEIEITSEGNKK 3 0.9957

IPI00942338 ‐ Putative uncharacterized protein ENSP00000391831 0.932 6.7 1 1 3,061,840        2,777,840        2,705,960        3,703,870        2,845,990        3,009,200        2,667,950        498,808       474,709            454,219           402,948              423,305            608,882           362,562          16.29 17.09 16.79 10.88 14.87 20.23 13.59
AQIFTNTVDNAHIILQIDNAHLAADDFR 3 0.885

IPI00942368 ‐ cDNA FLJ61035, highly similar to Selenium‐binding protein 1 1 18.54 4 4 12,818,726     13,202,032     11,774,885     12,196,971     12,641,798     15,635,850     11,654,123     621,049       3,440,123        1,402,369       812,013              1,687,392        1,526,072        2,472,431      4.84 26.06 11.91 6.66 13.35 9.76 21.22
FLHNPDAAQGFVGCALSSTIQR 3 0.9887
LNPNFLVDFGKEPLGPALAHELR 3 0.8995

LTGQLFLGGSIVK 2 0.9862
NTGTEAPDYLATVDVDPK 2 0.9988

IPI00942507 CES1 24 kDa protein 1 9.86 1 1 170,160           93,632             147,545           166,699           125,110           104,716           124,563           40,035         22,667              48,234             67,701                21,945              57,996             45,159            23.53 24.21 32.69 40.61 17.54 55.38 36.25
DLFLDLIADVMFGVPSVIVAR 3 0.9998

IPI00942691 DAK DAK protein (Fragment) 0.992 11.76 1 1 146,623           154,818           133,536           147,830           158,687           200,224           128,008           29,375         45,004              8,264               34,334                43,439              58,579             21,230            20.03 29.07 6.19 23.23 27.37 29.26 16.58
ALVGTFMSALEMPGISLTLLLVDEPLLK 3 0.9922

IPI00943153 PGD 6‐phosphogluconate dehydrogenase, decarboxylating 1 27.51 7 8 26,697,129     26,443,504     23,857,913     24,184,652     23,559,668     42,683,053     24,340,975     1,019,688    5,369,242        3,153,144       3,157,550          2,725,653        33,952,931      4,974,553      3.82 20.3 13.22 13.06 11.57 79.55 20.44
GILFVGSGVSGGEEGAR 2 0.9997

IISYAQGFMLLR 2 0.9196
LVPLLDTGDIIIDGGNSEYR 2 0.9997

NPELQDLLLDDFFK 2 0.9618
VGTGEPCCDWVGDEGAGHFVK 3 0.9847
WTAISALEYGVPVTLIGEAVFAR 2 0.9997
WTAISALEYGVPVTLIGEAVFAR 3 0.9997

YGPSLMPGGNK 2 0.9849
IPI00943308 SRSF7 11 kDa protein 1 17.17 2 2 8,434,273        11,795,883     9,724,732        12,522,025     11,747,797     15,095,105     9,218,191        802,268       2,822,944        1,019,037       1,719,488          1,263,252        1,729,945        1,316,619      9.51 23.93 10.48 13.73 10.75 11.46 14.28

VYVGNLGTGAGK 2 0.9997
VYVGNLGTGAGKGELER 3 0.9896

IPI00943550 PLIN3 perilipin‐3 isoform 2 1 39.72 10 11 27,605,194     27,696,782     26,606,231     28,112,595     26,823,070     32,922,638     25,261,875     1,953,968    7,130,519        2,833,299       3,819,081          3,760,960        3,368,938        5,297,486      7.08 25.74 10.65 13.58 14.02 10.23 20.97
DIAQQLQATCTSLGSSIQGLPTNVKDQVQQAR 3 0.9998

DTVATQLSEAVDATR 2 0.9998
EALDHMVEYVAQNTPVTWLVGPFAPGITEK 3 0.9979

IATSLDGFDVASVQQQR 2 0.9998
IATSLDGFDVASVQQQR 3 0.9991
LGQMVLSGVDTVLGK 2 0.9998
LHQMWLSWNQK 2 0.994

QEQSYFVR 2 0.9991
SEEWADNHLPLTDAELAR 3 0.9998
SVVTGGVQSVMGSR 2 0.9998
VSGAQEMVSSAK 2 0.9998

IPI00944937 RUVBL1 30 kDa protein 1 19.48 3 3 10,015,679     10,196,238     10,887,023     11,018,923     11,123,870     13,340,047     9,426,880        1,549,692    3,277,094        684,913           783,748              1,463,744        3,334,131        1,542,936      15.47 32.14 6.29 7.11 13.16 24.99 16.37
ALESSIAPIVIFASNR 2 0.9816

AQTEGINISEEALNHLGEIGTK 3 0.9996
YSVQLLTPANLLAK 2 0.9997

IPI00945024 SND1 26 kDa protein 1 6.93 1 1 2,160,343        2,509,877        2,194,607        2,318,977        2,166,660        2,654,870        2,360,843        143,513       644,224            338,664           374,796              371,515            482,327           370,151          6.64 25.67 15.43 16.16 17.15 18.17 15.68
NDIASHPPVEGSYAPR 3 0.9995

IPI00945211 ‐ Putative uncharacterized protein ENSP00000420487 1 8.45 3 3 5,154,992        5,109,211        4,473,118        4,595,414        4,927,376        5,711,649        4,487,205        366,992       1,290,199        564,038           403,817              344,381            571,085           1,012,510      7.12 25.25 12.61 8.79 6.99 10 22.56
AVGVPALGFSPMNR 2 0.9998

CVSIQYLEAVR 2 0.9992
DMNLTLEPEIMPAATDNR 2 0.9997

IPI00945247 PCMT1 Putative uncharacterized protein PCMT1 0.991 11.46 1 1 657,143           679,343           610,598           564,914           590,133           638,988           720,595           177,867       254,999            92,472             221,486              139,372            101,044           187,460          27.07 37.54 15.14 39.21 23.62 15.81 26.01
ELVDDSVNNVR 2 0.9913

IPI00945251 CUTA Putative uncharacterized protein CUTA 1 11.61 1 2 1,830,366        2,050,052        1,760,484        1,733,310        2,010,592        2,186,398        1,825,456        175,987       557,983            190,389           243,867              401,885            355,902           260,649          9.61 27.22 10.81 14.07 19.99 16.28 14.28
LAACVNLIPQITSIYEWK 2 0.9997
LAACVNLIPQITSIYEWK 3 0.9996

IPI00945375 CUTA Putative uncharacterized protein CUTA 1 23.7 2 3 3,617,519        3,924,265        3,494,382        3,419,858        3,754,085        4,213,683        3,639,909        384,309       978,152            224,670           571,327              795,339            612,062           633,819          10.62 24.93 6.43 16.71 21.19 14.53 17.41
LAACVNLIPQITSIYEWK 2 0.9997
LAACVNLIPQITSIYEWK 3 0.9996
TQSSLVPALTDFVR 2 0.9996

IPI00945447 UGP2 Putative uncharacterized protein UGP2 1 30.41 3 3 6,600,470        6,644,263        6,066,739        6,642,587        6,839,889        8,117,553        6,071,922        985,184       1,770,259        908,727           945,006              958,945            1,107,983        921,628          14.93 26.64 14.98 14.23 14.02 13.65 15.18
IPI00946647 UGP2 Putative uncharacterized protein UGP2 1 24.41 3 3 6,600,470        6,644,263        6,066,739        6,642,587        6,839,889        8,117,553        6,071,922        985,184       1,770,259        908,727           945,006              958,945            1,107,983        921,628          14.93 26.64 14.98 14.23 14.02 13.65 15.18
IPI00946873 UGP2 Putative uncharacterized protein UGP2 1 29.71 3 3 6,600,470        6,644,263        6,066,739        6,642,587        6,839,889        8,117,553        6,071,922        985,184       1,770,259        908,727           945,006              958,945            1,107,983        921,628          14.93 26.64 14.98 14.23 14.02 13.65 15.18

GLPDNISSVLNK 2 0.9997
NENTFLDLTVQQIEHLNK 3 0.9998

TYNTDVPLVLMNSFNTDEDTKK 3 0.9997



IPI00945562 UGP2 Putative uncharacterized protein UGP2 1 18.63 2 2 2,739,299        2,349,434        2,287,524        2,747,016        2,754,018        2,935,210        2,516,693        619,528       605,758            393,144           601,134              478,953            506,165           528,057          22.62 25.78 17.19 21.88 17.39 17.24 20.98
IPI00945711 UGP2 Putative uncharacterized protein UGP2 1 20 2 2 2,739,299        2,349,434        2,287,524        2,747,016        2,754,018        2,935,210        2,516,693        619,528       605,758            393,144           601,134              478,953            506,165           528,057          22.62 25.78 17.19 21.88 17.39 17.24 20.98

GLPDNISSVLNK 2 0.9997
NENTFLDLTVQQIEHLNK 3 0.9998

IPI00945566 CLTA 28 kDa protein 1 7.69 3 3 2,695,035        2,767,597        2,161,061        2,402,905        2,339,026        2,730,090        2,121,500        514,214       773,848            275,086           231,861              463,217            295,507           368,497          19.08 27.96 12.73 9.65 19.8 10.82 17.37
AIKELEEWYAR 3 0.9997
ELEEWYAR 2 0.9726
LEALDANSR 2 0.9989

IPI00945782ALM2;CALM3;CALMcalmodulin isoform 2 1 46.9 4 5 9,169,888        9,608,629        9,419,587        9,088,529        10,710,267     12,548,105     9,972,684        688,090       2,586,495        670,738           1,202,833          1,212,198        2,300,815        1,960,110      7.5 26.92 7.12 13.23 11.32 18.34 19.65
DTDSEEEIREAFR 3 0.9458

EADIDGDGQVNYEEFVQMMTAK 2 0.9998
MKDTDSEEEIREAFR 3 0.9955
VFDKDGNGYISAAELR 2 0.9998
VFDKDGNGYISAAELR 3 0.9997

IPI00945930 PLS1 Putative uncharacterized protein PLS1 0.924 4.89 1 1 2,613,055        2,660,825        2,762,740        2,312,355        2,785,425        2,697,795        2,723,405        189,288       556,891            621,487           262,626              772,446            391,207           368,258          7.24 20.93 22.5 11.36 27.73 14.5 13.52
MINLSEPDTIDER 2 0.9238

IPI00946029 KLC4 Putative uncharacterized protein KLC4 0.994 11.03 3 3 2,553,151        2,440,649        2,442,884        2,446,538        2,410,953        3,073,784        2,423,175        182,839       529,805            263,279           318,000              354,082            637,216           624,928          7.16 21.71 10.78 13 14.69 20.73 25.79
HLEFLGQLR 2 0.968
LSQEEILGSTR 2 0.9938
LVSQGLEALR 2 0.9132

IPI00946087 PLS1 Putative uncharacterized protein PLS1 1 11.76 1 1 802,173           755,330           835,240           844,970           806,410           848,910           883,233           258,205       215,060            304,607           269,953              162,281            184,307           240,704          32.19 28.47 36.47 31.95 20.12 21.71 27.25
IPI00947477 PLS1 Putative uncharacterized protein PLS1 1 11.67 1 1 802,173           755,330           835,240           844,970           806,410           848,910           883,233           258,205       215,060            304,607           269,953              162,281            184,307           240,704          32.19 28.47 36.47 31.95 20.12 21.71 27.25

ISFEEFVSLMQELK 2 0.9974
IPI00946351 AP1B1 Putative uncharacterized protein AP1B1 1 18.17 9 10 6,363,032        6,474,078        6,083,999        6,646,288        6,506,317        7,712,322        5,747,808        499,103       1,488,045        457,616           1,197,244          1,323,254        1,006,796        932,579          7.84 22.98 7.52 18.01 20.34 13.05 16.22

CVSTLLDLIQTK 2 0.9943
KGEIFELK 2 0.9949

LAPPLVTLLSAEPELQYVALR 2 0.9997
LAPPLVTLLSAEPELQYVALR 3 0.9997

LASQANIAQVLAELK 2 0.9994
LASQANIAQVLAELKEYATEVDVDFVR 3 0.9997
LASQANIAQVLAELKEYATEVDVDFVRK 3 0.9574

LVYLYLMNYAK 2 0.9865
VNYVVQEAIVVIKDIFR 3 0.9934

YNDPIYVK 2 0.9516
IPI00946415 ACIN1 apoptotic chromatin condensation inducer in the nucleus isoform 2 0.998 1.2 2 2 3,295,927        3,397,170        3,236,720        3,164,566        3,142,908        3,335,906        3,322,924        584,954       696,901            524,962           403,688              455,852            583,344           384,572          17.75 20.51 16.22 12.76 14.5 17.49 11.57

ISVVSTK 2 0.8227
SQEQEVLER 2 0.9931

IPI00946476 ATP6V1A Putative uncharacterized protein ATP6V1A 1 4.52 1 1 3,621,703        3,518,083        3,168,337        3,321,863        3,077,503        3,391,757        3,273,300        394,720       632,704            343,800           522,984              687,117            517,909           462,037          10.9 17.98 10.85 15.74 22.33 15.27 14.12
IPI00946636 ATP6V1A Putative uncharacterized protein ATP6V1A 1 5.41 1 1 3,621,703        3,518,083        3,168,337        3,321,863        3,077,503        3,391,757        3,273,300        394,720       632,704            343,800           522,984              687,117            517,909           462,037          10.9 17.98 10.85 15.74 22.33 15.27 14.12

FTMVQVWPVR 2 0.993
IPI00946864 TKT Putative uncharacterized protein DKFZp686J13123 1 16.77 4 6 9,667,956        9,062,630        8,636,276        10,040,194     9,046,320        10,223,602     9,626,036        496,522       1,940,459        1,329,578       1,480,909          1,577,626        1,161,243        1,409,171      5.14 21.41 15.4 14.75 17.44 11.36 14.64

ILATPPQEDAPSVDIANIR 2 0.9998
ILATPPQEDAPSVDIANIR 3 0.9998

ISSDLDGHPVPK 3 0.8356
MPSLPSYK 2 0.9797

NMAEQIIQEIYSQIQSK 2 0.9998
NMAEQIIQEIYSQIQSK 3 0.9998

IPI00946929 ARF4 Putative uncharacterized protein ARF4 1 18.3 2 2 1,573,806        1,295,116        1,559,652        1,487,452        1,325,306        1,281,902        1,330,283        124,349       348,641            308,230           337,753              249,616            101,953           322,762          7.9 26.92 19.76 22.71 18.83 7.95 24.26
IQEVADELQK 2 0.9913

MLLVDELRDAVLLLFANK 2 0.9981
IPI00947129 PDHB Putative uncharacterized protein PDHB 0.994 4.57 1 1 2,699,162        2,776,472        2,743,390        2,915,978        2,515,752        3,262,920        2,461,572        590,479       1,151,006        363,101           663,064              647,829            758,104           552,342          21.88 41.46 13.24 22.74 25.75 23.23 22.44

TIRPMDMETIEASVMK 2 0.994
IPI00947133 DBNL 14 kDa protein 1 27.34 2 3 5,678,633        5,368,986        5,265,826        5,528,770        5,269,953        6,606,106        4,746,933        1,288,007    1,034,694        776,914           1,384,439          1,659,763        1,607,644        955,457          22.68 19.27 14.75 25.04 31.49 24.34 20.13

FVLINWTGEGVNDVR 2 0.9995
VAGTGEGGLEEMVEELNSGK 2 0.9997
VAGTGEGGLEEMVEELNSGK 3 0.9942

IPI00947227 PLS3 plastin‐3 isoform 2 1 5.47 2 2 4,357,978        4,266,348        4,345,120        4,174,535        3,961,400        5,180,283        4,590,190        570,995       1,152,965        439,372           1,051,387          678,510            1,270,274        1,093,999      13.1 27.02 10.11 25.19 17.13 24.52 23.83
QFVTPADVVSGNPK 2 0.9996

VDLNSNGFICDYELHELFK 3 0.9992
IPI00947279 DBNL Putative uncharacterized protein DBNL 1 3.73 1 1 520,224           493,561           381,551           418,710           469,327           570,473           492,761           66,370         175,803            43,500             83,974                177,382            113,960           200,340          12.76 35.62 11.4 20.06 37.79 19.98 40.66

TWEQQQEVVSR 2 0.9993
IPI00947447 ACY1 Putative uncharacterized protein ACY1 1 4.08 1 1 1,349,152        1,448,687        1,172,018        1,280,055        1,446,992        1,689,418        1,186,405        40,060         438,240            59,301             194,740              152,295            343,110           233,720          2.97 30.25 5.06 15.21 10.52 20.31 19.7

AVGVPALGFSPMNR 2 0.9998
IPI00947454 PLS3 Protein 1 13.68 2 2 2,240,134        2,445,721        2,463,933        2,588,467        2,328,282        2,529,699        2,615,678        211,725       618,744            298,472           699,697              735,936            256,932           644,536          9.45 25.3 12.11 27.03 31.61 10.16 24.64

LNLAFVANLFNK 2 0.9951
QFVTPADVVSGNPK 2 0.9996

IPI00952583 MDH1 Malate dehydrogenase 1 28.38 3 3 6,269,652        6,137,914        5,354,111        6,478,951        5,797,817        6,736,197        5,339,605        867,172       1,702,842        1,044,589       900,993              613,535            1,078,872        1,461,709      13.83 27.74 19.51 13.91 10.58 16.02 27.37
NVIIWGNHSSTQYPDVNHAK 3 0.9998

VIVVGNPANTNCLTASK 2 0.9998
VLVTGAAGQIAYSLLYSIGNGSVFGK 3 0.9998

IPI00953651 RPL4 9 kDa protein 1 10.26 1 1 607,218           487,356           562,998           465,140           538,425           615,920           663,598           102,638       161,907            88,532             141,485              189,397            59,785             209,427          16.9 33.22 15.73 30.42 35.18 9.71 31.56
MINTDLSR 2 0.9978

IPI00953668 IGF2BP3 9 kDa protein 0.99 24.69 1 1 1,642,850        1,797,550        1,272,850        1,602,930        1,479,540        1,923,115        1,436,780        165,761       546,392            231,716           296,052              175,615            211,701           525,153          10.09 30.4 18.2 18.47 11.87 11.01 36.55
LYIGNLSENAAPSDLESIFK 2 0.9899

IPI00954180 SELENBP1 Isoform 2 of Selenium‐binding protein 1 1 14.22 3 3 12,159,513     12,513,470     10,950,961     11,451,907     11,830,586     14,605,914     10,846,672     607,893       3,256,562        1,318,742       756,824              1,614,404        1,393,716        2,311,054      5 26.02 12.04 6.61 13.65 9.54 21.31
FLHNPDAAQGFVGCALSSTIQR 3 0.9887
LNPNFLVDFGKEPLGPALAHELR 3 0.8995

LTGQLFLGGSIVK 2 0.9862
IPI00955977 PGM1 phosphoglucomutase‐1 isoform 3 1 7.95 2 2 14,604,267     13,703,933     12,196,167     14,426,867     12,548,967     14,931,033     12,844,900     1,000,286    3,004,047        1,445,418       1,119,659          1,415,310        1,419,807        2,439,862      6.85 21.92 11.85 7.76 11.28 9.51 18.99

IALYETPTGWK 2 0.9992
INQDPQVMLAPLISIALK 2 0.9972

IPI00956389 BBS1 cDNA FLJ53282, highly similar to Dipeptidyl‐peptidase 3 1 12.44 4 4 6,183,268        6,246,855        5,880,789        5,736,999        6,036,241        7,260,079        5,669,111        649,773       1,451,830        605,491           601,458              1,313,994        825,033           1,658,795      10.51 23.24 10.3 10.48 21.77 11.36 29.26
GEFEGFVAVVNK 2 0.9789

SFSERFPEDGPELEEILTQLATADAR 3 0.9643
VILGSEAAQQHPEEVR 3 0.9996

VLLEAGEGLVTITPTTGSDGRPDAR 3 0.9994
IPI00956436 BBS1 Dipeptidylpeptidase III isoform 1 variant (Fragment) 1 7.19 3 3 4,581,885        4,663,927        4,454,059        4,381,484        4,629,283        5,460,689        4,355,381        575,118       1,208,911        631,370           515,249              972,306            628,620           1,509,614      12.55 25.92 14.18 11.76 21 11.51 34.66
IPI00956642 BBS1 Dipeptidylpeptidase III isoform 1 variant (Fragment) 1 7.19 3 3 4,581,885        4,663,927        4,454,059        4,381,484        4,629,283        5,460,689        4,355,381        575,118       1,208,911        631,370           515,249              972,306            628,620           1,509,614      12.55 25.92 14.18 11.76 21 11.51 34.66

GEFEGFVAVVNK 2 0.9789
VILGSEAAQQHPEEVR 3 0.9996

VLLEAGEGLVTITPTTGSDGRPDAR 3 0.9994
IPI00956475 SEBOX cDNA FLJ51266, highly similar to Vitronectin 1 2.8 1 1 935,200           1,111,683        1,115,015        1,132,460        1,158,375        1,293,735        962,530           106,750       416,586            315,843           263,356              522,460            244,471           198,096          11.41 37.47 28.33 23.26 45.1 18.9 20.58

GSQYWR 2 0.9971
IPI00956601 UGDH cDNA FLJ40611 fis, clone THYMU2012690, highly similar to UDP‐GLUCO 1 23.89 7 7 15,112,142     14,089,047     13,703,363     13,755,383     13,771,714     16,887,703     13,625,262     1,192,465    3,019,936        1,835,661       1,037,992          2,319,755        1,806,549        3,131,934      7.89 21.43 13.4 7.55 16.84 10.7 22.99

AVQALCAVYEHWVPR 2 0.9987
DVLNLVYLCEALNLPEVAR 2 0.9983
FLKASVGFGGSCFQK 2 0.9715
ILTTNTWSSELSK 2 0.9996

INAWNSPTLPIYEPGLK 2 0.9997
LAANAFLAQR 2 0.9995

VLIGGDETPEGQR 2 0.9997
IPI00963851 LAP3 23 kDa protein 1 10.05 2 2 3,007,072        3,093,878        3,121,983        3,310,448        3,180,200        3,883,041        2,937,308        535,171       896,683            445,436           355,998              518,276            121,332           576,458          17.8 28.98 14.27 10.75 16.3 3.12 19.63

ASANMDLMR 2 0.9725
GVLFASGQNLAR 2 0.9993



IPI00963924 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 23.26 3 3 1,315,484        1,788,402        1,459,794        1,585,730        1,521,743        1,992,090        1,314,342        152,700       668,539            220,375           207,381              511,645            432,466           310,514          11.61 37.38 15.1 13.08 33.62 21.71 23.63
IPI00964846 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 24.69 3 3 1,315,484        1,788,402        1,459,794        1,585,730        1,521,743        1,992,090        1,314,342        152,700       668,539            220,375           207,381              511,645            432,466           310,514          11.61 37.38 15.1 13.08 33.62 21.71 23.63
IPI00965435 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 24.54 3 3 1,315,484        1,788,402        1,459,794        1,585,730        1,521,743        1,992,090        1,314,342        152,700       668,539            220,375           207,381              511,645            432,466           310,514          11.61 37.38 15.1 13.08 33.62 21.71 23.63
IPI00966018 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 21.74 3 3 1,315,484        1,788,402        1,459,794        1,585,730        1,521,743        1,992,090        1,314,342        152,700       668,539            220,375           207,381              511,645            432,466           310,514          11.61 37.38 15.1 13.08 33.62 21.71 23.63
IPI00966932 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 24.39 3 3 1,315,484        1,788,402        1,459,794        1,585,730        1,521,743        1,992,090        1,314,342        152,700       668,539            220,375           207,381              511,645            432,466           310,514          11.61 37.38 15.1 13.08 33.62 21.71 23.63
IPI00967835 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 30.77 3 3 1,315,484        1,788,402        1,459,794        1,585,730        1,521,743        1,992,090        1,314,342        152,700       668,539            220,375           207,381              511,645            432,466           310,514          11.61 37.38 15.1 13.08 33.62 21.71 23.63
IPI00968132 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 23.39 3 3 1,315,484        1,788,402        1,459,794        1,585,730        1,521,743        1,992,090        1,314,342        152,700       668,539            220,375           207,381              511,645            432,466           310,514          11.61 37.38 15.1 13.08 33.62 21.71 23.63

GLPWSCSADEVQR 2 0.9998
HTGPNSPDTANDGFVR 3 0.9998

SNNVEMDWVLK 2 0.9998
IPI00963980 HNRNPD Putative uncharacterized protein HNRNPD 1 29.68 5 5 5,448,332        5,624,430        4,664,202        4,981,323        5,189,040        6,577,734        4,893,497        271,496       1,224,063        545,717           648,796              265,242            788,621           871,311          4.98 21.76 11.7 13.02 5.11 11.99 17.81

DLKDYFSK 2 0.8997
FGEVVDCTLK 2 0.9759

FGEVVDCTLKLDPITGR 3 0.9997
GFGFVLFK 2 0.9998

MFIGGLSWDTTKK 2 0.9997
IPI00964018 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 10.47 1 1 589,523           607,750           536,330           524,875           610,608           639,507           541,343           70,040         57,640              61,396             79,047                45,398              107,713           57,679            11.88 9.48 11.45 15.06 7.43 16.84 10.65
IPI00964253 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 7.2 1 1 589,523           607,750           536,330           524,875           610,608           639,507           541,343           70,040         57,640              61,396             79,047                45,398              107,713           57,679            11.88 9.48 11.45 15.06 7.43 16.84 10.65
IPI00964854 SNHG4;MATR3 cDNA FLJ10526 fis, clone NT2RP2000931, highly similar to Matrin‐3 1 1.77 1 1 589,523           607,750           536,330           524,875           610,608           639,507           541,343           70,040         57,640              61,396             79,047                45,398              107,713           57,679            11.88 9.48 11.45 15.06 7.43 16.84 10.65
IPI00964862 SNHG4;MATR3 Protein 1 2.69 1 1 589,523           607,750           536,330           524,875           610,608           639,507           541,343           70,040         57,640              61,396             79,047                45,398              107,713           57,679            11.88 9.48 11.45 15.06 7.43 16.84 10.65
IPI00965324 SNHG4;MATR3 cDNA, FLJ79319, highly similar to Matrin‐3 1 1.61 1 1 589,523           607,750           536,330           524,875           610,608           639,507           541,343           70,040         57,640              61,396             79,047                45,398              107,713           57,679            11.88 9.48 11.45 15.06 7.43 16.84 10.65
IPI00966369 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 5.23 1 1 589,523           607,750           536,330           524,875           610,608           639,507           541,343           70,040         57,640              61,396             79,047                45,398              107,713           57,679            11.88 9.48 11.45 15.06 7.43 16.84 10.65
IPI00966636 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 8.26 1 1 589,523           607,750           536,330           524,875           610,608           639,507           541,343           70,040         57,640              61,396             79,047                45,398              107,713           57,679            11.88 9.48 11.45 15.06 7.43 16.84 10.65
IPI00967370 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 11.11 1 1 589,523           607,750           536,330           524,875           610,608           639,507           541,343           70,040         57,640              61,396             79,047                45,398              107,713           57,679            11.88 9.48 11.45 15.06 7.43 16.84 10.65

VVHIMDFQR 3 0.9998
IPI00964025 GNB2L1 Putative uncharacterized protein GNB2L1 1 11.95 2 2 1,456,726        1,370,316        1,306,080        1,388,084        1,271,264        1,435,601        1,284,237        95,295         267,605            130,742           196,655              172,953            94,391             190,952          6.54 19.53 10.01 14.17 13.6 6.57 14.87
IPI00965671 GNB2L1 Putative uncharacterized protein GNB2L1 1 13.64 2 2 1,456,726        1,370,316        1,306,080        1,388,084        1,271,264        1,435,601        1,284,237        95,295         267,605            130,742           196,655              172,953            94,391             190,952          6.54 19.53 10.01 14.17 13.6 6.57 14.87

LWDLTTGTTTR 2 0.9982
YTVQDESHSEWVSCVR 3 0.9997

IPI00964079 CCT5 cDNA FLJ58784, highly similar to T‐complex protein 1 subunit epsilon 1 47.5 15 16 31,729,348     29,230,457     28,732,962     30,002,165     29,986,164     35,630,638     30,127,066     4,204,408    5,370,523        2,000,074       3,069,595          3,060,399        3,161,050        8,073,237      13.25 18.37 6.96 10.23 10.21 8.87 26.8
IPI00965269 CCT5 cDNA, FLJ79275, highly similar to T‐complex protein 1 subunit epsilon 1 49.11 15 16 31,729,348     29,230,457     28,732,962     30,002,165     29,986,164     35,630,638     30,127,066     4,204,408    5,370,523        2,000,074       3,069,595          3,060,399        3,161,050        8,073,237      13.25 18.37 6.96 10.23 10.21 8.87 26.8

DGDVTVTNDGATILSMMDVDHQIAK 2 0.9415
DVDFELIKVEGK 2 0.8955
EMNPALGIDCLHK 2 0.9997

ETGANLAICQWGFDDEANHLLLQNNLPAVR 3 0.9998
FEEMIQQIK 2 0.9985

GVIVDKDFSHPQMPK 3 0.9956
HKLDVTSVEDYK 3 0.958
IAILTCPFEPPKPK 3 0.9997

LGFAGLVQEISFGTTK 2 0.9998
MIIEEAK 2 0.9253
MLVIEQCK 2 0.9953

QQHVIETLIGK 3 0.9997
SQDDEIGDGTTGVVVLAGALLEEAEQLLDR 2 0.9998
SQDDEIGDGTTGVVVLAGALLEEAEQLLDR 3 0.9998

VAIEHLDKISDSVLVDIKDTEPLIQTAK 3 0.8946
WVGGPEIELIAIATGGR 2 0.9998

IPI00964123 PAICS Phosphoribosylaminoimidazole‐succinocarboxamide synthase 1 10.17 2 2 2,884,324        2,564,255        2,898,856        2,919,612        2,788,993        2,865,608        2,931,454        584,962       561,201            413,722           320,410              504,092            262,389           485,813          20.28 21.89 14.27 10.97 18.07 9.16 16.57
FCFAGLLIGQTEVDIMSHATQAIFEILEK 3 0.9997

SWLPQNCTLVDMK 2 0.9952
IPI00964237 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 15.48 1 1 339,511           314,542           271,465           310,879           255,053           362,275           250,289           47,534         83,273              35,615             27,366                41,390              46,513             65,246            14 26.47 13.12 8.8 16.23 12.84 26.07
IPI00965156 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 26.53 1 1 339,511           314,542           271,465           310,879           255,053           362,275           250,289           47,534         83,273              35,615             27,366                41,390              46,513             65,246            14 26.47 13.12 8.8 16.23 12.84 26.07
IPI00967535 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 32.5 1 1 339,511           314,542           271,465           310,879           255,053           362,275           250,289           47,534         83,273              35,615             27,366                41,390              46,513             65,246            14 26.47 13.12 8.8 16.23 12.84 26.07

GLPWSCSADEVQR 2 0.9998
IPI00964313 GNB2L1 Putative uncharacterized protein GNB2L1 1 28.33 4 4 4,135,996        4,070,988        3,885,260        4,046,545        3,733,383        4,069,574        3,371,977        368,535       860,310            254,429           386,058              567,938            293,520           693,061          8.91 21.13 6.55 9.54 15.21 7.21 20.55

FSPNSSNPIIVSCGWDK 2 0.9997
GHNGWVTQIATTPQFPDMILSASR 3 0.9998

VWQVTIGTR 2 0.9998
YTVQDESHSEWVSCVR 3 0.9997

IPI00964340 ANXA3 Putative uncharacterized protein ANXA3 1 24.04 2 2 3,338,804        3,179,558        3,021,188        2,867,664        2,983,800        3,825,680        2,848,358        97,096         774,432            374,476           298,927              393,936            173,337           643,752          2.91 24.36 12.39 10.42 13.2 4.53 22.6
IPI00966703 ANXA3 Putative uncharacterized protein ANXA3 1 18.66 2 2 3,338,804        3,179,558        3,021,188        2,867,664        2,983,800        3,825,680        2,848,358        97,096         774,432            374,476           298,927              393,936            173,337           643,752          2.91 24.36 12.39 10.42 13.2 4.53 22.6

DYPDFSPSVDAEAIQK 2 0.9998
MLISILTER 2 0.9994

IPI00964504 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 43.59 2 3 662,220           759,383           643,080           704,493           694,552           813,796           719,227           71,913         188,536            90,515             73,583                61,609              73,866             115,212          10.86 24.83 14.08 10.44 8.87 9.08 16.02
IPI00965961 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 72.34 2 3 662,220           759,383           643,080           704,493           694,552           813,796           719,227           71,913         188,536            90,515             73,583                61,609              73,866             115,212          10.86 24.83 14.08 10.44 8.87 9.08 16.02
IPI00966123 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 39.08 2 3 662,220           759,383           643,080           704,493           694,552           813,796           719,227           71,913         188,536            90,515             73,583                61,609              73,866             115,212          10.86 24.83 14.08 10.44 8.87 9.08 16.02
IPI00968041 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 34 2 3 662,220           759,383           643,080           704,493           694,552           813,796           719,227           71,913         188,536            90,515             73,583                61,609              73,866             115,212          10.86 24.83 14.08 10.44 8.87 9.08 16.02
IPI00968288 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 34.34 2 3 662,220           759,383           643,080           704,493           694,552           813,796           719,227           71,913         188,536            90,515             73,583                61,609              73,866             115,212          10.86 24.83 14.08 10.44 8.87 9.08 16.02
IPI00967777 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 31.78 2 3 662,220           759,383           643,080           704,493           694,552           813,796           719,227           71,913         188,536            90,515             73,583                61,609              73,866             115,212          10.86 24.83 14.08 10.44 8.87 9.08 16.02

DLSAAGIGLLAAATQSLSMPASLGR 2 0.9998
DLSAAGIGLLAAATQSLSMPASLGR 3 0.9998

SFQQSSLSR 2 0.9995
IPI00964515 GNB2L1 Protein 1 35.86 5 6 9,401,470        9,207,130        8,227,834        9,457,179        8,538,749        9,915,998        7,645,318        812,250       2,038,377        503,019           696,452              1,040,151        1,264,829        1,368,695      8.64 22.14 6.11 7.36 12.18 12.76 17.9

DGQAMLWDLNEGK 2 0.9994
FSPNSSNPIIVSCGWDK 2 0.9997
IIVDELKQEVISTSSK 2 0.9997
IIVDELKQEVISTSSK 3 0.9997

VWQVTIGTR 2 0.9998
YTVQDESHSEWVSCVR 3 0.9997

IPI00964535 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 26.89 4 4 3,068,418        3,818,452        3,143,147        3,271,421        3,208,496        4,216,033        2,936,281        189,946       1,193,386        513,977           379,902              617,067            725,144           626,705          6.19 31.25 16.35 11.61 19.23 17.2 21.34
IPI00967216 HNRNPH1 Putative uncharacterized protein HNRNPH1 1 33.93 4 4 3,068,418        3,818,452        3,143,147        3,271,421        3,208,496        4,216,033        2,936,281        189,946       1,193,386        513,977           379,902              617,067            725,144           626,705          6.19 31.25 16.35 11.61 19.23 17.2 21.34

GLPWSCSADEVQR 2 0.9998
HTGPNSPDTANDGFVR 3 0.9998

SNNVEMDWVLK 2 0.9998
STGEAFVQFASQEIAEK 2 0.9998

IPI00964565 PHB Putative uncharacterized protein PHB 1 26.98 3 3 3,120,497        3,086,041        2,877,256        2,929,027        2,764,051        3,429,986        2,722,296        299,665       761,724            219,220           397,482              505,860            312,653           552,262          9.6 24.68 7.62 13.57 18.3 9.12 20.29
IPI00966987 PHB Putative uncharacterized protein PHB 1 27.42 3 3 3,120,497        3,086,041        2,877,256        2,929,027        2,764,051        3,429,986        2,722,296        299,665       761,724            219,220           397,482              505,860            312,653           552,262          9.6 24.68 7.62 13.57 18.3 9.12 20.29

DLQNVNITLR 2 0.9997
IFTSIGEDYDER 2 0.9998
ILFRPVASQLPR 3 0.9998

IPI00964598 COPB2 20 kDa protein 0.999 17.51 1 1 781,447           952,777           807,290           831,147           787,620           1,017,430        814,800           68,386         317,235            209,623           148,480              221,290            278,070           128,171          8.75 33.3 25.97 17.86 28.1 27.33 15.73
VLAAQETHEGVTEDGIEDAFEVLGEIQEIVK 3 0.9789

IPI00964877 GNB2L1 Protein 1 16.42 3 3 6,095,840        5,835,436        5,338,637        6,231,609        5,586,822        6,423,653        4,695,804        704,006       1,215,789        400,654           569,790              1,069,441        1,067,747        559,680          11.55 20.83 7.5 9.14 19.14 16.62 11.92
DGQAMLWDLNEGK 2 0.9994
IIVDELKQEVISTSSK 3 0.9997

YTVQDESHSEWVSCVR 3 0.9997
IPI00964927 UGDH cDNA FLJ60093, highly similar to UDP‐glucose 6‐dehydrogenase 1 21.41 6 6 14,359,597     13,382,987     12,864,800     12,948,327     13,001,324     15,847,720     12,845,027     1,183,184    2,872,899        1,707,338       956,918              2,186,836        1,633,017        3,042,978      8.24 21.47 13.27 7.39 16.82 10.3 23.69

AVQALCAVYEHWVPR 2 0.9987
DVLNLVYLCEALNLPEVAR 2 0.9983
FLKASVGFGGSCFQK 2 0.9715
ILTTNTWSSELSK 2 0.9996
LAANAFLAQR 2 0.9995

VLIGGDETPEGQR 2 0.9997
IPI00965185 AIMP1 Putative uncharacterized protein AIMP1 1 12.67 1 1 5,074,975        4,173,125        3,319,008        3,475,575        4,395,125        4,302,500        4,697,920        998,148       998,962            536,458           624,153              944,280            1,465,184        2,363,657      19.67 23.94 16.16 17.96 21.48 34.05 50.31



EIEELKQELIQAEIQNGVK 3 0.9983
IPI00965193 GNB2L1 Putative uncharacterized protein GNB2L1 1 24.75 2 3 4,873,563        4,726,067        4,589,985        5,320,163        4,484,626        5,256,170        4,324,606        561,574       1,045,569        371,779           320,928              352,153            594,419           923,510          11.52 22.12 8.1 6.03 7.85 11.31 21.35

IIVDELKQEVISTSSK 2 0.9997
IIVDELKQEVISTSSK 3 0.9997

VWQVTIGTR 2 0.9998
IPI00965327 SDHA Putative uncharacterized protein SDHA 1 4.63 2 2 3,007,330        2,569,478        2,668,135        2,628,390        2,574,530        3,099,663        2,485,978        445,902       540,563            190,957           449,043              575,794            616,666           402,543          14.83 21.04 7.16 17.08 22.36 19.89 16.19

HTLSYVDVGTGK 2 0.9987
IDEYDYSKPIQGQQK 3 0.9453

IPI00965344 UGDH 20 kDa protein 1 24.31 2 2 1,455,273        1,306,375        1,512,141        1,520,299        1,436,658        1,765,026        1,454,438        184,833       284,384            212,039           184,660              243,583            211,844           226,947          12.7 21.77 14.02 12.15 16.95 12 15.6
IPI00966999 UGDH 14 kDa protein 1 33.85 2 2 1,455,273        1,306,375        1,512,141        1,520,299        1,436,658        1,765,026        1,454,438        184,833       284,384            212,039           184,660              243,583            211,844           226,947          12.7 21.77 14.02 12.15 16.95 12 15.6
IPI00968010 UGDH 17 kDa protein 1 28.76 2 2 1,455,273        1,306,375        1,512,141        1,520,299        1,436,658        1,765,026        1,454,438        184,833       284,384            212,039           184,660              243,583            211,844           226,947          12.7 21.77 14.02 12.15 16.95 12 15.6

INAWNSPTLPIYEPGLK 2 0.9997
NLFFSTNIDDAIKEADLVFISVNTPTK 3 0.9996

IPI00965403 ADD1 Putative uncharacterized protein ADD1 1 6.99 1 1 1,824,086        1,929,301        1,596,429        1,778,690        1,871,339        2,146,486        1,554,924        219,184       499,910            196,957           177,530              70,665              270,481           233,800          12.02 25.91 12.34 9.98 3.78 12.6 15.04
INLQGDIVDR 2 0.9973

IPI00965459 GNB2L1 30 kDa protein 1 38.83 7 8 12,010,153     11,413,828     10,705,047     11,952,431     10,793,065     12,093,298     9,812,013        1,114,976    2,243,769        749,176           823,510              1,350,539        1,201,658        1,683,778      9.28 19.66 7 6.89 12.51 9.94 17.16
DGQAMLWDLNEGK 2 0.9994
FSPNSSNPIIVSCGWDK 2 0.9997

GHNGWVTQIATTPQFPDMILSASR 3 0.9998
IIVDELKQEVISTSSK 2 0.9997
IIVDELKQEVISTSSK 3 0.9997
LWDLTTGTTTR 2 0.9982
VWQVTIGTR 2 0.9998

YTVQDESHSEWVSCVR 3 0.9997
IPI00965804 CAP1 47 kDa protein 1 12.7 3 3 6,865,160        8,526,253        7,837,993        7,723,783        8,166,227        9,399,683        7,425,190        470,008       1,753,641        1,544,090       645,045              441,469            1,412,726        1,006,943      6.85 20.57 19.7 8.35 5.41 15.03 13.56

KLGLVFDDVVGIVEIINSK 2 0.9932
NSLDCEIVSAK 2 0.9852

VENQENVSNLVIEDTELKQVAYIYK 3 0.9993
IPI00965974 LAD1 21 kDa protein 0.993 8.85 1 1 1,771,100        2,114,977        1,713,040        1,995,247        1,978,027        2,521,797        1,784,807        168,164       531,224            447,964           559,609              655,408            376,477           603,314          9.49 25.12 26.15 28.05 33.13 14.93 33.8

GLPCTELFVAPVGVASK 2 0.9934
IPI00966041 GNB2L1 Putative uncharacterized protein GNB2L1 1 21.65 3 3 4,528,707        4,652,830        3,771,305        4,205,723        4,172,042        4,963,748        3,430,800        426,185       1,258,965        352,764           409,128              789,928            945,818           538,668          9.41 27.06 9.35 9.73 18.93 19.05 15.7
IPI00967322 GNB2L1 Putative uncharacterized protein GNB2L1 1 14 3 3 4,528,707        4,652,830        3,771,305        4,205,723        4,172,042        4,963,748        3,430,800        426,185       1,258,965        352,764           409,128              789,928            945,818           538,668          9.41 27.06 9.35 9.73 18.93 19.05 15.7
IPI00967577 GNB2L1 Putative uncharacterized protein GNB2L1 1 17.72 3 3 4,528,707        4,652,830        3,771,305        4,205,723        4,172,042        4,963,748        3,430,800        426,185       1,258,965        352,764           409,128              789,928            945,818           538,668          9.41 27.06 9.35 9.73 18.93 19.05 15.7

DGQAMLWDLNEGK 2 0.9994
LTRDETNYGIPQR 3 0.9997

YTVQDESHSEWVSCVR 3 0.9997
IPI00966111 GNB2L1 Putative uncharacterized protein GNB2L1 1 15.58 3 4 8,979,884        8,338,866        8,116,842        9,978,451        7,132,871        7,792,929        7,422,945        1,177,876    1,743,660        893,813           1,331,373          1,041,578        809,590           1,518,816      13.12 20.91 11.01 13.34 14.6 10.39 20.46

DETNYGIPQR 2 0.9995
GHNGWVTQIATTPQFPDMILSASR 3 0.9998

IIVDELKQEVISTSSK 2 0.9997
IIVDELKQEVISTSSK 3 0.9997

IPI00966238 HSPA9 Putative uncharacterized protein HSPA9 1 14.74 1 1 3,918,600        4,708,000        4,321,333        3,972,147        4,645,467        5,483,233        3,905,207        553,957       1,292,887        477,889           462,461              750,380            1,029,647        315,817          14.14 27.46 11.06 11.64 16.15 18.78 8.09
IPI00966795 HSPA9 Putative uncharacterized protein HSPA9 1 22.58 1 1 3,918,600        4,708,000        4,321,333        3,972,147        4,645,467        5,483,233        3,905,207        553,957       1,292,887        477,889           462,461              750,380            1,029,647        315,817          14.14 27.46 11.06 11.64 16.15 18.78 8.09

TTPSVVAFTADGER 2 0.9998
IPI00966368 GNB2L1 Putative uncharacterized protein GNB2L1 1 38.37 2 2 2,916,145        2,716,568        2,762,353        2,830,172        2,592,679        2,726,875        2,335,168        353,208       534,237            143,669           257,875              405,637            199,779           445,738          12.11 19.67 5.2 9.11 15.65 7.33 19.09

GHNGWVTQIATTPQFPDMILSASR 3 0.9998
VWQVTIGTR 2 0.9998

IPI00966427 ANXA3 Putative uncharacterized protein ANXA3 1 26.62 3 3 5,413,871        5,638,128        5,254,548        5,495,661        5,269,277        6,558,467        5,310,441        190,211       1,118,011        796,031           276,758              592,677            390,017           1,065,148      3.51 19.83 15.15 5.04 11.25 5.95 20.06
DYPDFSPSVDAEAIQK 2 0.9998

MLISILTER 2 0.9994
SLGDDISSETSGDFRK 3 0.9384

IPI00966657 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 21.94 7 9 11,674,430     13,281,826     11,035,505     11,646,306     11,791,119     14,833,898     11,057,033     596,435       3,221,132        1,298,025       695,172              1,079,086        1,774,453        1,554,154      5.11 24.25 11.76 5.97 9.15 11.96 14.06
DLSAAGIGLLAAATQSLSMPASLGR 2 0.9998
DLSAAGIGLLAAATQSLSMPASLGR 3 0.9998

GDADQASNILASFGLSAR 2 0.9998
GPGPLQER 2 0.9761

ITPENLPQILLQLK 2 0.9996
RTEEGPTLSYGR 2 0.9997
SFQQSSLSR 2 0.9995
VVHIMDFQR 2 0.8065
VVHIMDFQR 3 0.9998

IPI00966664 TPM3 Putative uncharacterized protein TPM3 1 28.42 3 3 1,899,381        2,488,442        1,693,989        1,838,357        2,126,175        3,126,865        1,734,227        125,007       821,062            194,685           277,278              690,656            797,737           366,139          6.58 33 11.49 15.08 32.48 25.51 21.11
IQLVEEELDR 2 0.9996

IQVLQQQADDAEER 2 0.9998
IQVLQQQADDAEERAER 3 0.9985

IPI00966697 UGDH 9 kDa protein 1 20 1 1 752,545           706,060           838,563           807,057           770,390           1,039,983        780,235           55,807         173,703            141,807           118,432              180,032            193,184           157,609          7.42 24.6 16.91 14.67 23.37 18.58 20.2
INAWNSPTLPIYEPGLK 2 0.9997

IPI00966724 WDR1 Putative uncharacterized protein WDR1 1 35.1 6 6 13,103,450     14,888,039     11,856,272     14,927,899     13,465,559     16,955,104     12,127,322     1,094,670    4,652,371        1,946,462       1,823,545          1,970,015        3,268,488        2,029,398      8.35 31.25 16.42 12.22 14.63 19.28 16.73
FGAVFLWDSGSSVGEITGHNK 3 0.9994

IKDIAWTEDSKR 3 0.922
VCALGGSKAHDGGIYAVS 2 0.9406

VFASLPQVER 2 0.9959
YAPSGFYIASGDVSGK 2 0.9997

YEYQPFAGK 2 0.9996
IPI00966735 ADH5;ADH5P4 28 kDa protein 0.997 11.83 2 2 6,064,315        5,987,308        5,827,850        5,877,556        5,782,060        7,062,835        5,800,278        845,129       1,732,885        883,324           1,185,697          605,019            1,148,386        1,330,544      13.94 28.94 15.16 20.17 10.46 16.26 22.94

AAVAWEAGKPLSIEEIEVAPPK 3 0.9781
GLMPDGTSR 2 0.9736

IPI00966860 SNORD73A;RPS3AcDNA FLJ51870, highly similar to 40S ribosomal protein S3a 1 3.41 1 1 1,048,746        1,141,408        985,001           1,068,459        1,119,423        1,279,899        1,015,608        90,748         272,244            99,072             208,873              231,107            326,404           210,638          8.65 23.85 10.06 19.55 20.65 25.5 20.74
IPI00968146 SNORD73A;RPS3APutative uncharacterized protein RPS3A 1 3.61 1 1 1,048,746        1,141,408        985,001           1,068,459        1,119,423        1,279,899        1,015,608        90,748         272,244            99,072             208,873              231,107            326,404           210,638          8.65 23.85 10.06 19.55 20.65 25.5 20.74

MMEIMTR 2 0.9448
IPI00967160 SNX2 Putative uncharacterized protein SNX2 0.933 4.14 1 1 3,752,417        3,764,540        2,824,480        3,134,213        2,933,617        3,919,373        3,025,217        971,014       905,203            425,635           357,451              443,125            746,011           969,346          25.88 24.05 15.07 11.4 15.11 19.03 32.04

HPTLLQDPDLR 2 0.9328
IPI00967345 GNB2L1 Protein 1 18.84 2 2 1,850,169        1,967,916        1,681,740        1,753,417        1,689,295        2,004,683        1,549,974        116,550       581,484            153,602           204,359              193,929            164,195           391,300          6.3 29.55 9.13 11.65 11.48 8.19 25.25

FSPNSSNPIIVSCGWDK 2 0.9997
VWQVTIGTR 2 0.9998

IPI00967467 TPM3 33 kDa protein 1 25.61 7 7 18,566,374     15,967,332     15,456,308     15,452,844     15,398,988     15,978,167     15,099,168     1,256,333    2,719,130        1,483,659       3,243,919          1,184,265        2,504,773        3,188,459      6.77 17.03 9.6 20.99 7.69 15.68 21.12
AADAEAEVASLNR 2 0.8795

ALKDEEKMELQEIQLK 3 0.9996
IQLVEEELDR 2 0.9996
LMDQNLK 2 0.8206

MLDQTLLDLNEM 2 0.9988
RIQLVEEELDRAQER 3 0.9994

TIDDLEDKLK 2 0.9991
IPI00967562 HNRNPD Putative uncharacterized protein HNRNPD 1 64.29 8 10 10,148,332     10,133,118     8,718,632        9,224,418        9,327,017        11,846,005     9,020,731        789,237       2,102,193        989,656           982,144              1,146,633        1,075,537        1,655,465      7.78 20.75 11.35 10.65 12.29 9.08 18.35

DLKDYFSK 2 0.8997
ESESVDKVMDQK 2 0.9996
FGEVVDCTLK 2 0.9759

FGEVVDCTLKLDPITGR 2 0.9415
FGEVVDCTLKLDPITGR 3 0.9997

GFGFVLFK 2 0.9998
IFVGGLSPDTPEEK 2 0.9998
MFIGGLSWDTTK 2 0.9998
MFIGGLSWDTTKK 2 0.9997
MFIGGLSWDTTKK 3 0.9997



IPI00967646 SF1 splicing factor 1 isoform 5 0.994 5.87 3 3 1,922,763        1,821,324        1,900,390        1,911,584        1,730,364        2,222,632        1,838,344        175,975       225,210            106,086           147,366              248,185            209,168           265,666          9.15 12.37 5.58 7.71 14.34 9.41 14.45
ILRPWQSSETR 3 0.9859

VMIPQDEYPEINFVGLLIGPR 2 0.9798
VSDKVMIPQDEYPEINFVGLLIGPR 3 0.9684

IPI00967721 SNHG4;MATR3 Putative uncharacterized protein MATR3 1 14.11 10 12 21,763,066     23,219,054     20,976,275     21,130,416     21,800,560     25,576,225     20,501,899     428,544       5,484,880        2,305,931       1,528,264          2,072,266        3,610,054        3,163,264      1.97 23.62 10.99 7.23 9.51 14.11 15.43
ALWFQGR 2 0.8371

DLSAAGIGLLAAATQSLSMPASLGR 2 0.9998
DLSAAGIGLLAAATQSLSMPASLGR 3 0.9998

GDADQASNILASFGLSAR 2 0.9998
GPGPLQER 2 0.9761

ITPENLPQILLQLK 2 0.9996
RTEEGPTLSYGR 2 0.9997
SFQQSSLSR 2 0.9995
SQAFIEMETR 2 0.9996
TEEGPTLSYGR 2 0.9408
VVHIMDFQR 2 0.8065
VVHIMDFQR 3 0.9998

IPI00967792 GNB2L1 Putative uncharacterized protein GNB2L1 1 32.71 6 7 14,665,799     14,151,628     13,090,515     14,980,265     12,573,513     15,775,595     12,384,313     971,600       3,299,007        1,430,586       1,950,234          1,368,306        5,252,606        2,572,071      6.62 23.31 10.93 13.02 10.88 33.3 20.77
DETNYGIPQR 2 0.9995

FSPNSSNPIIVSCGWDK 2 0.9997
GHNGWVTQIATTPQFPDMILSASR 3 0.9998

IIVDELKQEVISTSSK 2 0.9997
IIVDELKQEVISTSSK 3 0.9997

VWQVTIGTR 2 0.9998
YWLCAATGPSIK 2 0.9997

IPI00969395 DDX5 Putative uncharacterized protein (Fragment) 1 12.04 5 5 10,563,362     10,234,535     8,023,765        9,480,294        9,622,337        11,032,144     9,583,997        385,551       2,691,746        1,011,316       711,482              1,720,065        1,094,106        1,924,573      3.65 26.3 12.6 7.5 17.88 9.92 20.08
APILIATDVASR 2 0.9998
MLDMGFEPQIR 2 0.9996
NFYQEHPDLAR 3 0.9955
QTLMWSATWPK 2 0.9996
STCIYGGAPK 2 0.9997

IPI00970897 EEF1A1 Elongation factor 1‐alpha (Fragment) 1 24.88 8 9 38,120,144     36,443,793     35,966,604     32,881,142     34,877,369     37,047,895     33,143,463     4,152,168    8,825,213        3,375,957       5,689,327          6,699,386        5,259,725        3,910,034      10.89 24.22 9.39 17.3 19.21 14.2 11.8
DGNASGTTLLEALDCILPPHSPTDKPLR 3 0.9984

IGGIGTVPVGR 2 0.9998
LPLQDVYK 2 0.9982
QLIVGVNK 2 0.9644
QTVAVGVIK 2 0.9995

VETGVLKPGMVVTFAPVNVTTEVK 2 0.9998
VETGVLKPGMVVTFAPVNVTTEVK 3 0.9998

YEEIVK 2 0.9931
YYVTIIDAPGHR 3 0.9998

Mean 12.4 25.6 15.3 15.8 17.1 16.8 21.5


