He et al. Figure S1, related to Figure 1
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He et al. Figure S2, related to Figure 2
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He et al. Figure S3, related to Fig 2D
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He et al. Figure S4, related to Figure 4

A

7.2
2

W12
W2

Liim

4.4% 2.9% ° 2.2% 1.6%

1.7% 0.7%

L

1.9% 1.4%

L

2.2% | 0.9%

b

S

T ERTTT R R

5

ST SR TIT ERR T ARt BRI

&
5
§

ul

" b w
TRt
o

FRTTT S RTIT AR T

w3

gwld
So gt
o

. 95.4 1.5%

-, ST e
w25 o 0 wl 2

m

Untreated

I
MR WERTTT AR TT ReTT

%

T T T

fat LU L 1L
00
B

Nl

. 3% i 6%
2 TITM T TTmE =TT T I TTT

. 3 wd Wb uB w2 w8 W3 w r u w25 53 wt ] b ol wl

Annesin-V-A AnnexinV-A AnnexinV-A Annexin-A Annexin-V-A

T T T

wl 8

~

63% | 8% °

wid

5.2% 10.9%| “i5.3% 3.8% 8.6% 12.9% 31% 6.5%

Ll

off
o

wl
wh
RTITT ERTITT aut

" P
L
off

P

5
ITERRTTT AR AR R

TRTTTT SR AR

TRTTTT AT

w
TRTTT AT

17AAG

; 74
O /g% A

= St T =
b o2 2.5 3 A ] b w2 825 2 uf
AnnexinV-A Annexin-V-A Annexin-V-A

HCT116 PUMA-KO p21-KO p21-PUMA DKO p53-KO

5%

TITmr T .\ T
B W2

wl 8

g
"
i
N
s
8

W25 uh B
Annexin-V-A

"
Annexin-\V-A

60 -
BHCT116

50 4 DOPUMA-KO 1
p21-KO
@p21/PUMA-DKO
30 4 Bp53-KO

40 -

]
s
5]

P
355
<

5%

Lo
25
bededel

O
8
bttt

Annexin V+ Cells (%)

R
88
et

10 - T

0 . mmr

Untreated

S
2
oo

K2
205

o

s
RS
KA K>
LSt

L
%
L




He et al. Figure S5, related to Figure 5
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He et al. Figure S6, related to ER stress in discussion
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