NL_MADS | T | K ] C

Consensus HPP TAMPAHEAHS HHR HHPS FHDQVQHQQAAAAAAAAAAGGGEXG S H D LR KA EITNARNNIA A

Identity

AcAP3 [ —
GarAP3_1 m--- ceccccccascascaccanccnccac@iAleccacaaa
GarAP32  HBl- - ~[- - ~PS -~~~ -~~~ -=--=-~-=—~-~=—~-~“~~—~~—~GAA@~ -~~~ - -
GarAP3_3 S -~ -~ - == mmmmmemmm e~ GAAG~ - — = = == =
ClutiaAP3 QBF---M---lS--------ccccm e e e - - GGVE---- - == -

Sequence Logo

PeraTM6_2 TPAHPEHL - - - - - - - - oo --------o- A euAP3 mouf

MAMADS13 - Beeccccccacccccccacaacan
MdAP31  QBl- - -[M---BQD------ - - - e e e oo
MdAP33 QB---[---PQD----c-m e e e e mm e e e o
MdAP3.2  QBl- - -[- - -FQD- - - - - - - e e e mm e e e oo
ECDEF1 T -
PeamAP3  QBl---[---MWQE---------cmmmmmm e
MpMADS?  ceecccceccflDeccccccccccccccccccaaaa
OsMADS16 M- - -G - = mmmmmmmmmmmmmmm e m e
AmAP3  EGe---[H---@lD-----c-cmccccmcmmmmanan

paleoAP3 motif



