Table S2. Genes containing nonsynonymous SNPs between BG.129-Pran""Vt and B6.129-

Zrchl/Zrchl

Prnp peritoneal macrophages sorted by chromosome location
Gene Locus Mean Mean Log, fold  P-value g-value Diff. Phag.”
FPKM  FPKM change expr.!
WT KO

Cacnals chr1:136052900- 0.01 0.01 0.03 0.99 1.00 - -

Mgat4a chr1:37439339- 43.39 42.94 -0.01 0.92 1.00 N -
37536259

Heatr7b1 chr1:88227019- 0.11 0.08 -0.51 0.67 1.00 - -
88277579

Hipk3, Mir1902 chr2:104426481- 26.64 26.82 0.01 0.94 1.00 - -
104494489

Thbs1l chr2:118111921- 707.41 365.26 -0.95 3.31E-03 0.10 - +
118127133
chr2:118707516- 7.21 0.79 1.48E-06 1.74E-04 + -
118728438

Chst14 chr2:118926496- 7.12 7.03 -0.02 0.93 1.00 - -
118928583

Fam82a2 chr2:119136997- 10.50 12.22 0.22 0.20 1.00 - -
119157034
chr2:119351241- 9.88 0.99 8.08E-06 7.66E-04 + -
119354327

Ndufafl chr2:119655450- 5.66 5.75 0.02 0.93 1.00 - -
119662798 _
chr2:119763958- 3.87 -0.14 0.51 1.00 - -
119787537
chr2:119897227- 7.19 -0.03 0.85 1.00 - -
119969581
chr2:120355308- 3.00 0.20 0.50 1.00 - -
120504919 _

Zfp106 chr2:120506829- 30.17 29.02 -0.06 0.70 1.00 - -
120563831
chr2:120732816- 2.07 0.09 0.63 1.00 - -
120850584
chr2:120977061- 9.71 -0.03 0.85 1.00 - -
121007842
chr2:121142140- 5.20 0.34 0.12 1.00 - -




121156678

0.76 1.00 - -

Trp53bpl chr2:121196727- 6.43 6.16 -0.06
121271386

Ppip5k1 chr2:121310561- 3.88 6.49 0.74 2.35E-05 1.90E-03 + -
121351013

Spgll chr2:122053526- 8.82 4.10 -1.10 2.39E-08 4.97E-06 + -
122118386 _

Slc28a2 chr2:122426476- 2.33 3.88 0.73 4.63E-04 0.02 + -
122461130

Pldn chr2:122738504- 9.33 11.75 0.33 0.03 0.49 - -
122749487

Usp8 chr2:126707327- 38.70 36.02 -0.10 0.47 1.00 - -
126759314

Stard7 chr2:127270228- 15.21 14.40 -0.08 0.60 1.00 - -
127298934 _

Polrlb chr2:129100995- 4.97 4.75 -0.06 0.72 1.00 - -
129126595

Sirpa chr2:129592838- 356.34  375.60 0.08 0.73 1.00 - +
129632228

Fam113a chr2:130417684- 5.37 7.02 0.39 0.14 1.00 - -
130424641
chr2:132804214- . 8.63 -0.13 0.45 1.00 - -
132816054 _

Rrbpl chr2:143947394- 68.09 60.61 -0.17 0.29 1.00 - -
144011263

Rin2 chr2:145786115- 62.96 49.07 -0.36 0.01 0.29 - -
145887616
chr2:151996510- . 0.87 0.54 0.17 1.00 - -
152009258
chr2:152627007- . 0.99 0.52 0.23 1.00 - -

Prex1 chr2:166566344- 32.51 31.06 -0.07 0.64 1.00 - -

166713832

chr2:34943257- . 5.65 1.23 1.99E-07 3.05E-05 + -
34961772

Srsfll chr3:158010492- 24.25 24.62 0.02 0.88 1.00 - -
158036639
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Gbp1l

Smurfl

lgbplb

4931417E11Rik

Sugpl

Abcg4

Gm5136

Myh13

Aatf

chr4:108328151-
108340718

chr5:105323025-
105346472

chr5:144876494-
144965830

chr6:138657091-
138658444

chr6:73468572-

73469667

chr6:90659597-
90810123

chr7:81792073-
81829431

chr8:70042812-

70071953
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84937353
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14834417
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44288244

chr10:108497649-

109010975

chr10:80409164-

80433653
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101161787

chr11:120635711-
120643670

chrl1:46193848-
46312859
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6520958
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67371502

chrl1:84422855-
84513501
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chr12:8497758- 81.65 79.56 -0.04

8499985

chr13:61536443- . 0.00 0.00
61541839

chr13:78188972- . 0.00 0.00

78236564

chrl14:63122461- 1245.17 1117.34 -0.16
63177793

Fbxo32 chr15:58175878- . 5.97 0.02
58214892

chr16:31959669- 9.99 -0.03
32003287

chr16:93607836- 22.49 20.07 -0.16

93610349

chrl7:36029977- 123.29 137.29 0.16
36032701

chrl7:9666496- . 0.00 0.00
9669704

chr18:9618418- . 0.00 0.00
9619469

chr19:34810893- . 1.43 -0.04

34879455

Ddx3y chrY:1260714- 0.00 0.00 0.00
1286613
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FPKM, fragments per kilobase of exon per million fragments mapped.

!Differentially expressed asin Table S1.

Involved in phagocytosis, if retrievable records on pubmed.gov using the search terms “gene xy

phagocytosis’, and/or associated terms on geneontology.org, using unfiltered search parameters and

considering al recorded species.



