
Supplementary Figure 6

Scale
:chr8
SINE
LINE
LTR
DNA
Simple
Low Complexity
Satellite
RNA
Other
Unknown

DUX4_ChIPseq_peaks

20 kbhg19
80,675,00080,680,00080,685,00080,690,00080,695,00080,700,00080,705,00080,710,00080,715,00080,720,00080,725,00080,730,000

Repeating Elements by RepeatMasker

LTRs_showing_type

DUX4_ChIPseq

DUX4_ChIPseq_peaks
DUX4 motifs

RefSeq Genes

primers

HEY1-5prRACE-541_DUX4

MB135_DUX4_RNAseq

MB135_GFP_RNAseq

54-1_DUX4_RNAseq

54-1_control_RNAseq

MB135_DUX4_RNAseq_spliceJunctions

54-1_DUX4_RNAseq_spliceJunctions

FSHDmyotubeRNA

cntrlMyotubeRNA

FSHD_myotubes_RNAseq_spliceJunctions

LTR-ERV1-LTR78BLTR-Gypsy?-LTR88a
LTR-ERVL-MaLR-MLT1A

LTR-ERVL-MaLR-MLT1L
LTR-ERVL-MaLR-MLT1L

LTR-ERVL-MaLR-THE1D
LTR-ERVL-MaLR-MLT1L

LTR-ERVL-MaLR-MLT1L

LTR-ERVL-MaLR-MLT1A0
LTR-Gypsy?-LTR88b
LTR-Gypsy?-LTR88b

LTR-ERVL-MaLR-MLT1J
LTR-ERVL-MaLR-MLT1B

LTR-ERVL-MaLR-MLT1B
LTR-ERVL-MaLR-MLT1B

LTR-ERVL-MaLR-THE1B

10.713.110.413.614.5
13.8

12.1

11.510.110.2
10.3

11.5
17.1

13.4
15.6

12.2

15.813.811.212.2

HEY1
HEY1

THE1B-HEY1-5-RACE-R1
THE1B-HEY1-5-RACE-R2
THE1B-HEY1-RT-PCR-R

THE1B-HEY1-RT-PCR-F

Clone_1-3
Clone_1-2
Clone_1-4
Clone_2-1
Clone_2-2
Clone_8-2

2_reads
260_reads

226_reads
41_reads

309_reads
209_reads
17_reads
5_reads
3_reads

4_reads

27_reads

3_reads
3_reads

77_reads

1_reads
92_reads
2_reads
3_reads
2_reads

3_reads

6_reads
1_reads2_reads

2_reads
1_reads

20_reads
22_reads

4_reads

3_reads

4_reads

20_reads

19_reads
3_reads

15_reads
120_reads

2_reads
115_reads
9_reads

129_reads
5_reads
13_reads
76_reads
4_reads
1_reads

19_reads

4_reads

27_reads

4_reads
49_reads
6_reads
12_reads

1_reads

1_reads

2_reads
4_reads

1_reads
15_reads

24_reads
1_reads
1_reads

4_reads

3_reads
2_reads

18_reads
11_reads
3_reads
4_reads

6_reads

2_reads
192_reads
2_reads

1_reads
182_reads
31_reads
1_reads

212_reads
198_reads
3_reads
1_reads
2_reads

3_reads
2_reads

3_reads
1_reads
1_reads

2_reads

1_reads

3_reads

1_reads

1_reads

2_reads

DUX4_ChIPseq
_ 115

_ 4

MB135_DUX4_RNAseq
_ 402

_ 4

MB135_GFP_RNAseq
_ 50

_ 4

54-1_DUX4_RNAseq
_ 38

_ 4

54-1_control_RNAseq
_ 5

_ 4

FSHDmyotubeRNA
_ 287

_ 0

cntrlMyotubeRNA
_ 666

_ 0


