Predicted NLSs in query sequence

MVSKRRLSKSEDKESLTEDASKTRKQPLSKKTKKSHIANEVEENDSIFVK 50
LLKISGIILKTGESQNQLAVDQIAFQKKLFQTLRRHPSYPKIIEEFVSGL 100
ESYIEDEDSFRNCLLSCERLODEEASMGASYSKSLIKLLLGIDILQPAII 150
KTLFEKLPEYFFENKNSDEINIPRLIVSQLKWLDRVVDGKDLTTKIMQLI 200
SIAPENLQHDIITSLPEILGDSQHADVGKELSDLLIENTSLTVPILDVLS 250
SLRLDPNFLLKVRQLVMDKLSSIRLEDLPVIIKFILHSVTAMDTLEVISE 300
LREKLDLQHCVLPSRLOASQVKLKSKGRASSSGNQESSGQSCIILLFDVI 350
KSAIRYEKTISEAWIKAIENTASVSEHKVFDLVMLFIIYSTNTQTKKYID 400
RVLRNKIRSGCIQEQLLQOSTFSVHYLVLKDMCSSILSLAQSLLHSLDQSI 450
ISFGSLLYKYAFKFFDTYCQQEVVGALVTHICSGNEAEVDTALDVLLELV 500
VLNPSAMMMNAVFVKGILDYLDNISPQQIRKLFYVLSTLAFSKONEASSH 550
IQDDMHLVIRKQLSSTVFKYKLIGIIGAVTMAGIMAADRSESPSLTQERA 600
NLSDEQCTQVTSLLOLVHSCSEQSPQASALYYDEFANLIQHEKLDPKALE 650
WVGHTICNDFQDAFVVDSCVVPEGDFPFPVKALYGLEEYDTQDGIAINLL 700
PLLFSQDFAKDGGPVTSQESGQKLVSPLCLAPYFRLLRLCVERQHNGNLE 750
EIDGLLDCPIFLTDLEPGEKLESMSAKERSFMCSLIFLTLNWFREIVNAF 800
CQETSPEMKGKVLTRLKHIVELQIILEKYLAVTPDYVPPLGNFDVETLDI 850
TPHTVTAISAKIRKKGKIERKQKTDGSKTSSSDTLSEEKNSECDPTPSHR 900
GOLNKEFTGKEEKTSLLLHNSHAFFRELDIEVFSILHCGLVTKFILDTEM 950
HTEATEVVQLGPPELLFLLEDLSQKLESMLTPPIARRVPFLKNKGSRNIG 1000
FSHLQQORSAQEIVHCVFQLLTPMCNHLENIHNYFQCLAAENHGVVDGPGV 1050
KVQEYHIMSSCYQRLLOIFHGLFAWSGFSQPENONLLYSALHVLSSRLKQ 1100
GEHSQPLEELLSQSVHYLONFHQSIPSFQCALYLIRLLMVILEKSTASAQ 1150
NKEKIASLARQFLCRVWPSGDKEKSNISNDQLHALLCIYLEHTESILKAI 1200
EEIAGVGVPELINSPKDASSSTFPTLTRHTFVVFFRVMMAELEKTVKKIE 1250
PGTAADSQQIHEEKLLYWNMAVRDFSILINLIKVFDSHPVLHVCLKYGRL 1300
FVEAFLKQCMPLLDFSFRKHREDVLSLLETFQLDTRLLHHLCGHSKIHQD 1350
TRLTQHVPLLKKTLELLVCRVKAMLTLNNCREAFWLGNLKNRDLQGEEIK 1400
SONSQESTADESEDDMSSQASKSKATEDGEEDEVSAGEKEQDSDESYDDS 1450

D 1451
Position Sequence Score
2-27 VSKRRLSKSEDKESLTEDASKTRKQP 10.1
24-55 RKQPLSKKTKKSHIANEVEENDSIFVKLLKIS 7.2
2-30 VSKRRLSKSEDKESLTEDASKTRKQPLSK 6.8
24-58 RKQPLSKKTKKSHIANEVEENDSIFVKLLKISGII 5.7
30-55 KKTKKSHIANEVEENDSIFVKLLKIS 5.6

Figures S1A and B
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Figure S1C



Figure S1D
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Figures S1E and F
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Figures S1G and H



