
SUPPLEMENTARY FIG. S8. Mass spectrometric analysis of NaHS-treated PTEN-WT reveals disulfide bond formation
between Cys-124 and Cys-71. Prereduced PTEN-WT was treated with NaHS, free thiols were then blocked with NEM, and
the protein was digested with AspN and trypsin. The resulting peptides were analyzed using LTQ Orbitrap Velos mass
spectrometry as described in the Methods section and analyzed using the Scaffold software for disulfides between Cys-124
and Cys-71. (A) The table shows Xcorr and deltaCn scores, and both actual and observed masses of the Cys71-SS-Cys124
disulfide-linked peptide (E)DDNHVAAIHc124( + 978)K(A)-(IYNLc71AER). (B) CID MS/MS spectra and the fragment ion
table of the disulfide-linked peptides are shown with the b- and y-fragment ion series labeled in red and blue, respectively.




