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Supplementary Figure 1: Results when patients were restricted to those screened as having R5 HIV by ESTA
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F03730 – Large pre-treatment X4 populationScreening sample: 97% X4 by deep sequencing, and R5 by ESTA.Failure sample: X4 by population-based genotype, and Dual/Mixed by OTA. 
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F10743 – Small pre-treatment X4 populationScreening sample: 1% X4 by deep sequencing, and R5 by ESTA.Failure sample: X4 by population-based genotype, and X4 by OTA. 
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F10881 – Small pre-treatment X4 populationScreening sample: 0.1% X4 by deep sequencing, and R5 by ESTA.Failure sample: X4 by population-based genotype, 
and Dual/Mixed by OTA. 
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F10902 – Large pre-treatment X4 populationScreening sample: 56% X4 by deep sequencing, and R5 by ESTA.Failure sample: X4 by population-based genotype, and Dual/Mixed by OTA. 
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F11073 – No detection of pre-treatment X4 populationScreening sample: 0% X4 by deep sequencing, and R5 by ESTA.Failure sample: X4 by population-based genotype, and Dual/Mixed by OTA.



0.0090

2841_Screening_11_1.7_X4

4970_S
creening

_30_1.7
_X4

400
7_S

cree
ning

_6_
1.7_

X4

115
3_S
cre
eni
ng_
23_
1.7
_X
4

2645_Screening_32_1.7_X4

3167_Screening_42_1.3_X4

7244_Screening_34_1.7_X4

89
22
_S
cre
en
ing
_7
_1
.7_
X4

8861_Screening_17_1.7_X4

95
88
_S
cre
en
ing
_1
4_
1.7
_X
4

830
5_S

cre
enin

g_2
7_1
.7_
X4

5891_Screening_33_1.7_X4

9955_Screening_42_1.7_X4

9237_Screening_3_1.7_X4

2286_Screening_
54_1.7_X4

8716_Scre
ening_26_

1.7_X4

9026_Screening_50_1.7_X4

9987
_Scr

eenin
g_7_

1.7_
X4

6093_Screening_46_1.7_X4

29_Screening_40_1.7_X4

10
21
_S
cre
en
ing
_2
_1
.7_
X4

3852_Screening_28_1.1_X4
7978_Screening_9_1.7_X4

7951_Screening_34_1.7_X4

7276_Screening_8_1.7_X4

60
25
_S
cre
en
ing
_3
8_
1.7
_X
4

124_Sc
reening_

15_1.7_
X4

239_Screening_22_1.7_X4

4201
_Scre

ening
_36_

2.6_X
4

2624_Screening_5_1.7_X4

190
5_S
cre
eni
ng_
27_
1.7
_X
4

40
25
_S
cre
en
ing
_1
2_
1.7
_X
4

2630_Screening_52_1.7_X4

8368_Screening_37_1.3_X4

4148
_Scre

ening
_35_

1.7_X
4

9040_Screening_17_2.2_X4

73
65
_S
cre
en
ing
_2
0_
1.7
_X
4

7744_Screening_48_1.8_X4

7598_Screening_1_1.7_X4

8807_Screening_2_1.7_X4

42
70
_S
cre
en
ing
_4
0_
1.3
_X
4

3935
_Scr

eenin
g_18

_2.6
_X4

284_S
creeni

ng_19
_1.7_X

4

750_Screening_3
2_1.7_X4

1945_Screening_18_13.2_R5

70
09
_S
cr
ee
nin
g_
12
_1
.7
_X
4

2253_Screening_13_1.7_X4

99
67
_S
cre
en
ing
_3
9_
1.7
_X
4

1513_Screening_24_1.7_X4

846
0_S
cre
eni
ng_
41_
1.7
_X
4

7366_Screening_51_1.7_X4
2689_Screening_0_1.7_X4

9983_Screening_9_1.7_X4

8849_Screening_31_1.7_X4

5193_Screening_10_1.7_X4

41
85
_S
cre
en
ing
_2
9_
1.
7_
X4

84
67
_S
cre
en
ing
_1
5_
1.
7_
X4

93
26
_S
cre
en
ing
_4
1_
1.7
_X
4

1744_Screening_13_1.8_X4

650_Screening_29_1.7_X4

58
27
_S
cre
en
ing
_4
7_
1.7
_X
4

21
_S
cre
en
ing
_1
0_
1.7
_X
4

4291_Screening_20_1.7_X4

2506_Screening_37_1.7_X4

620_Screening_25_1.1_X4

52
9_
Sc
ree
nin
g_
44
_1
.7_
X4

6394_Screening_35_1.7_X4

187_S
creeni

ng_28
_1.7_X

4

3171_Screening_25_1.7_X4

1002_Screening_39_1.3_X48065_Screening_30_1.6_X4

53
69
_S
cre
en
ing
_3
6_
1.7
_X
4

13
99
_S
cre
en
ing
_3
8_
1.7
_X
4

7276_Screening_21_1.7_X4

468_Screening_16_1.7_X4

633
5_S

cree
ning

_49
_1.7

_X4

3344_Screening_5_1.7_X4
7588_Screening_21_1.7_X4

9829_Screening_43_2.2_X4

3765_Screening_4_1.8_X4

8491_Screening_23_1.7_X4

8437_Scre
ening_8_1

.7_X4

28
91
_S
cr
ee
nin
g_
26
_1
.7
_X
4

349
4_S

cree
ning

_0_
1.7_

X4

364
1_S

cree
ning

_6_
1.7_

X4

531
9_S

cre
enin

g_1
1_1
.7_
X4

14
22
_S
cre
en
ing
_5
3_
1.5
_X
4

17
55
_S
cre
en
ing
_2
2_
2.3
_X
4

7963_Screening_1_1.7_X4
1740_Screening_16_1.7_X4

17
53
_S
cre
en
ing
_1
4_
1.7
_X
4 FA
ILU
RE
----
----
----
-X4

948
2_S
cre
eni
ng_
4_1
.7_
X4

8443_Screening_45_1.7_X4

Luke
F11263 – Large pre-treatment X4 populationScreening sample: 99.9% X4 by deep sequencing, and Dual/Mixed by ESTA.Failure sample: X4 by population-based genotype, and Dual/Mixed by OTA. 



0.0090

81
4_
Sc
re
en
ing
_1
7_
1.3
_X
4

8476_Screening_46_1.7_X4

402_Screening_41_1.3_X4

32
46
_S
cre
en
ing
_3
7_
1.3
_X
4

7726_Screening_8_1.2_X4

94
4_
Sc
re
en
ing
_3
9_
1.3
_X
4

4432_S
creening

_50_0.7
_X4

31
85
_S
cre
en
ing
_6
_1
.3_
X4

33
68
_S
cre
en
ing
_2
5_
1.1
_X
4

7747_S
creening

_28_39
.3_R5

86
87
_S
cre
en
ing
_1
8_
1.3
_X
4

91
97
_S
cre
en
ing
_7
_1
.3_
X4

8369
_Sc

reen
ing_

67_1
.3_X

4

2131_Screening_59_0.5_X4

23
15
_S
cre
en
ing
_3
0_
1.3
_X
4

48
09
_S
cr
ee
nin
g_
58
_0
.7
_X
4724

1_S
cre
enin

g_3
8_1
.1_
X4

776
0_S

cree
ning

_32
_1.3

_X4

812
6_S

cree
ning

_28
_1.3

_X4

8052_Screening_34_4.8_R5

75
13
_S
cre
en
ing
_5
6_
1.3
_X
4

84
_S
cre
en
ing
_3
1_
1.3
_X
4

5591_Screening_48_1.5_X4

1612_Screening_17_1.7_X4

23
22
_S
cre
en
ing
_2
0_
1.3
_X
4

5822_Screening_33_1.3_X4

9751_
Screen

ing_49
_34.6_

R5

203
4_S
cre
eni
ng_
8_1
.5_
X4

4028_
Scree

ning_
52_1.

3_X4

3321_Screening_13_5.0_R5

3399_Screening_5_0.5_X4

4152_Screening_16_36.5_R5

1942_Screening_22_1.3_X4

389_Screening_19_1.1_X4

4630_Scr
eening_4_

39.3_R5

4803_
Scree

ning_
11_39

.3_R5

7451_Screening_36_0.4_X4

4915_Screening_60_0.5_X4

3994_Screening_18_1.3_X4

1863_Screening_27_1.3_X4

739_Screening_63_1.3_X4

7229_Screening_35_1.7_X4

69
65
_S
cr
ee
nin
g_
55
_1
.3
_X
4

6002_Screening_50_2.1_X4

4373_Screen
ing_64_0.3_

X4

511
6_S
cre
eni
ng_
60_
1.1
_X
4

70
5_
Sc
re
en
ing
_2
4_
1.1
_X
4

585
7_S
cre
eni
ng_
32_
1.3
_X
4

2672_Screening_10_1.3_X4

7747_Screening_40_1.3_X4

57
04
_S
cre
en
ing
_4
3_
1.3
_X
4

4655
_Sc

reen
ing_

1_39
.3_R

5

95
59
_S
cr
ee
nin
g_
33
_1
.3
_X
4

8984
_Scr

eenin
g_36

_84.
9_R5

5754_Screening_2_1.3_X4

7214_Screening_0_1.3_X4

1757_Screening_3_0.5_X4

4535_Screening_23_1.3_X4

1991_Screening_44_66.4_R5

2087_Screening_37_1.3_X4

92
66
_S
cre
en
ing
_2
7_
0.9
_X
4

9869_Screening_6_1.3_X4

439
2_S

cree
ning

_1_
39.3

_R5

73
58
_S
cre
en
ing
_6
1_
1.3
_X
4

3064_Screening_51_1.3_X4

3755_Screening_57_1.3_X4

440
3_S

cre
enin

g_1
0_1
.3_
X4

97
4_
Sc
ree
nin
g_
54
_0
.7_
X4

81
5_
Sc
ree
nin
g_
11
_1
.3_
X4

4292_Screening_52_1.1_X4

93
90
_S
cre
en
ing
_1
4_
1.3
_X
4

3260
_Scre

ening
_9_3

9.3_R
5

9851_Screening_13_6.8_R5
8970_Screening_12_1.7_X4

4893_Screening_65_1.1_X4

6451_Screening_34_1.1_X4

716
6_S
cre
eni
ng_
21_
1.3
_X
4

850
0_S
cre
eni
ng_
14_
1.3
_X
4

98
16
_S
cre
en
ing
_1
9_
0.7
_X
4

334
_Sc
ree
nin
g_4
2_0
.7_
X4

5764_Screening_45_1.7_X4

58
97
_S
cre
en
ing
_4
7_
1.7
_X
4

9407
_Scr

eenin
g_23

_1.5
_X4

8268_Screening_7_1.7_X4

558_Screening_40_1.7_X4

4795_
Screen

ing_53
_1.7_X

4

3649_Screening_55_0.5_X4

1271_Screen
ing_5_39.3_

R5

5931_Screening_46_19.6_R5

6339_Screening_0
_1.3_X4

6432_Screening_4_36.5_R5
3058_Screening_29_1.3_X4

230
9_S

cree
ning

_16
_1.3

_X4

6278_Screening_39_5.0_R5

98
55
_S
cre
en
ing
_2
1_
1.3
_X
4

7675_Screening_2_1.3_X4

7462_Screening_29_1.3_X4

7241_Screening_48_1.1_X4

8212_Screening_30_1.3_X4

70
06
_S
cr
ee
nin
g_
59
_1
.3
_X
4

7423_Screening_15_1.3_X4

491_Screening_56_1.7_X4

9201_Screening_26_1.3_X4

3107_Screening_9_6.8_R5

5649_Screening_66_1.3_X4

7021_Screening_51_1.3_X4

2834_Screening_58_1.2_X4

7863_Screening_38_1.7_X4

31
27
_S
cre
en
ing
_4
4_
0.7
_X
4

6518_Screening_54_1.3_X4
3408_Screening_31_0.7_X4

8037_Screening_25_1.3_X4

2422_Screening_41_1.3_X4

6874_Screening_49_1.7_X4

5838_Screening_42_1.3_X4

FAILURE-------------X4

94
82
_S
cre
en
ing
_3
5_
1.3
_X
4

91
85
_S
cre
en
ing
_2
6_
1.3
_X
4

7153
_Scre

ening
_57_

1.5_X
4

26
75
_S
cre
en
ing
_2
2_
1.1
_X
4

8561_Screening_15_1.5_X4

9146_Screening_3
_36.5_R5
8380_Screening_20_1.3_X4

1018_Screening_12_1.7_X4

6034_Screening_45_1.3_X4

52
21
_S
cre
en
ing
_4
7_
1.3
_X
4

100_Scre
ening_24

_0.6_X4

6364_Screening_43_1.3_X4

Luke
F11270 – Large pre-treatment X4 populationScreening sample: 92% X4 by deep sequencing, and R5 by ESTA.Failure sample: X4 by population-based genotype, and Dual/Mixed by OTA. 
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F11893 – R5 failureScreening sample: 0% X4 by deep sequencing, and Dual/Mixed by ESTA.Failure sample: R5 by population-based genotype, and R5 by OTA. 
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F12434 – Small pre-treatment X4 populationScreening sample: 5% X4 by deep sequencing, and Dual/Mixed by ESTA.Failure sample: X4 by population-based genotype, and X4 by OTA.
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F12468 – R5 failureScreening sample: 0% X4 by deep sequencing, and R5 by ESTA.Failure sample: R5 by population-based genotype, and R5 by OTA. 
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F12506 – Small pre-treatment X4 populationScreening sample: 2% X4 by deep sequencing, and R5 by ESTA.Failure sample: X4 by population-based genotype, and X4 by OTA.
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Luke
F12641 – Large pre-treatment X4 populationScreening sample: 53% X4 by deep sequencing, and R5 by ESTA.Failure sample: X4 by population-based genotype, and Dual/Mixed by OTA. 


