Supplemental material

TABLE S1 Oligonucleotides used in this work

RSP0035B

ORF12

pRK6086 F

pRK6086 R
pBADmMyc6086SPS-fw
pBADmyc6086SPS-rv
6086DHFW
6086DHRV
GADG6086RYV
DH67CoilF
pG67FCOOH
RSP0067-GSTRvsSTOP
ADBDmotB1
ADmotB2

5' CGGAATTCGTGACCCCGAAAGGCAGCGAC 3
5' GCTCTAGACGTTCAGCGCCTCCACATGG 3

5" CGTCTAGAGTCACGCCGAAGGGCAGCGAC 3
5" GCGAATTCCGTTCAGCGCCTCCACATGG 3!

5" TAGAATTCGACAGCCCCGCCGTC 3

5" ATAAGCTTCCGGCCGGTCTCCA 3’

5' CGGAATTCGCCGTCCGGGTCGAGGCCGA 3

5' CGCTGCAGGCCGGCCGGTCTCCACGAACTGC 3
5' ATCCCGGGGCCGGCCGGTCTCCACGA 3'

5" GAATTCCGCTCGGTCGCCGATCTGCGCGA 3°
5" GAATTCACCGAGCTCGGCGAGGCCATCG 3’
5" CCCGGGTCACGGATAACGGATCGGATTG 3’
5" GCGAATTCTCGTTCAGCAAGATGGCGGGG 37
5" GCGAGCTCTCAGTCCTTGTAGGAAATCTC 3’




Rspha/1-361 1 VRR LIL LILA L-- - LIAILAASIDSPAVRVEA EEFIMVAGPGDR DA!R RIV S.LA 55
Vai1-377 I MKKILNSILFSITLYMLVRIFKVMAS- - - - WY EVTGVAT I1VSS-- EETARILHALE FK 52

Rspha/1-361 56 ALAA!VSEHTAVNRG|VTSDVA|VRSVGR|LlHR'SETLSGATWRlRlEALIGEns
Vai1-377 53 AVNFS 1-GSISNLMPLLEESRNEYQFTNHEVRY- ILVESERKRRGKMEVK IRMD I 188
R.spha/1-361 18 GIGPL- PVRTLIVTAIPALAlDPHAPAWSEELARTIAERLI:RLALHPAASL“AU‘B
Vai1-377 18 YPISATGEH- - - - - TDQMKKT I LM-------- NIEVASPQQAMMGQ IYQVGDDF Vv 153
Rsphaf1-361 171 ERRPTRLGR- - - - - GEAFDYQELTQGSVRLPENGHE- - - - - - - - - - - FLPTIRLRRY 212
Va/1-377 158 NRQLDQT SRISFVSVGTTDYSISSINYPARTQMIAQDNGAQY | IGGY ITDLTATIVESQLL 21
Rsphaf1-361 213 AGPRLELALEIK LVAA!TASVQQE ------ lRmLPRP!t; LGDL!V LVQPQREALA 268
Va/1-377 212 QDD | INRQFALEMKY FDGKTGHEVENKAYR EMA FAKTSQVDTRISARFWAS- - TYG 267
Rsphaf1-361 265 sSALUeGBloraLDAlFDRAGEEPASARLUAA-BoLLEVPVEBoaNGLTPE- - - - - - - SLA3IR
Va/1-377 268 EMMILRVISRNIMLDILESELSEK ITLPEVMAYVFGNTVTMDLGRMHGYVK EGDKLQLWHTAS 325
R.spha/1-361 315 TADG! ------- ST!-IEIVALRSGSIR!RPLD TRPPAAFA!RRVQFVETGR 361
Vai1-377 326 F/I DONGILPRNKY SQSENTILTYVSRIYEHEAELT IDQRINLASSVQ I GDVMNK I L-- - 377

Suppl. Fig 1. Sequence alignment of FIgT from Vibrio alginolyticus with the gene

product of RSP_6086 (FlgTj,)
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Suppl. Fig 2. Exponentially growing cultures of WS8 and FS3 were fractionated, and the

supernatant and cell pellet were analyzed by Western blot using anti-FIgE antibodies.
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Suppl. Fig 3. Presence of FIgT in total cell extracts from SP13 (AfleQ1::Kan) and SP12

(AfleT1::aadA) strains expressing flgT from lacp present in pRK415. Total cell extracts

from WS8 and SF3 were used as positive and negative controls, respectively.
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Suppl. Fig 4. GFP-MotF and GFP-FIiL localization in SF3 strain. Representative images

of GFP-MotF and GFP-FIliL in WS8 and SF3 cells. Bar=1 um. Cell contours are shown.



