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Figure S2. Dendrogram of VHHs selected for binding to Stx1 or Stx2. The VHH
sequences shown in Figure S1 were analyzed for homology to create a dendrogram.
Longer branch lengths indicate less sequence homology. The central node labeled as
the ‘cross-specific homology group’ indicate VHHs that recognize both Stx1 and Stx2

and possess significant homology in CDR3 (see Figure S1).



