Supplementary Table 1. YFV-Specific T cell Epitopes®

Protein Range HLA-DRB1 Amino acid sequence Positive Subjects
Cap 49-65 01:01 FFFLFNILTGKKITAHL 5 of 5°
Cap 67-83 01:01 RLWKMLDPRQGLAVLRK 4 of 5
Cap 79-95 07:01 AVLRKVKRVVASLMRGL 3 of 6
Cap 25-41 11:01 NKIKQKTKQIGNRPGPS 3 of 6
Cap 73-89 11:01 DPRQGLAVLRKVKRVVA 4 of 6°
Cap 85-102 11:01 KRVVASLMRGLSSRKRR 3 of 6
PrM 121-137 01:01 IERWFVRNPFFAVTALT 5 0of 5
PrM 133-149 01:01 VTALTIAYLVGSNMTQR 3 of 5
PrM 61-77 04:01 IDCWCYGVENVRVAYGK 2 of 3
PrM 61-77 07:01 IDCWCYGVENVRVAYGK 2 of o
Env 115-131 01:01 ACAKFTCAKSMSLFEVD 2 of 5
Env 157-173 01:01 KTLKFDALSGSQEVEFI 3 of 5
Env 271-287 01:01 NNLYKLHGGHVSCRVKL 3 of 5
Env 331-347 01:01 RIPVIVADDLTAAINKG 3 of 5
Env 43-59 03:01 ISLETVAIDRPAEVRKV 10 of 10°
Env 331-347 03:01 RIPVIVADDLTAAINKG 9 of 10°
Env 43-59 04:01 ISLETVAIDRPAEVRKV 3 0f3
Env 121-137 04:01 CAKSMSLFEVDQTKIQY 3 of 3°
Env 199-215 04:01 ETESWIVDRQWAQDLTL 3 of 3
Env 241-257 04:01 TIRVLALGNQEGSLKTA 2 of 3
Env 301-317 04:01 TDKMFFVKNPTDTGHGT 3 of 3
Env 331-347 04:01 RIPVIVADDLTAAINKG 2 of 3
Env 343-359 04:01 AINKGILVTVNPIASTN 3 of 3
Env 385-401 04:01 LTYQWHKEGSSIGKLFT 3 of 3
Env 241-257 04:04 TIRVLALGNQEGSLKTA 3 0f3
Env  313-329 04:04 TGHGTVVMQVKVSKGAP 3 of 3°
Env 343-359 04:04 AINKGILVTVNPIASTN 2 of 3
Env  415-431 07:01 DTAWDFSSAGGFFTSVG 4 of 6°
Env 109-125 11:01 GKGSIVACAKFTCAKSM 5 of 6
Env 127-143 11:01 LFEVDQTKIQYVIRAQL 3 of 6
Env 223-239 11:01 GVWREMHHLVEFEPPHA 4 of 6
Env 283-299 11:01 CRVKLSALTLKGTSYKI 2 of o
Env 373-389 11:01 DSYIIVGRGDSRLTYQW 6 of 6"
Env 421-437 11:01 SSAGGFFTSVGKGIHTV 4 of 6
Env 457-473 15:01 MGAVLIWVGINTRNMTM 5 of 5°
NS1 31-47 01:01 KYSYYPEDPVKLASIVK 4 of 5
NS1 151-167 01:01 NSFQIEEFGTGVFTTRV 3 of 5
NS1 7-23 03:01 NFGKRELKCGDGIFIFR 4 of 10
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Epitopes that were chosen as suitable for ex vivo tetramer analysis are listed in boldface
®Preferred epitopes for ex vivo analysis



Supplementary Table 2. ELISPOT and Tetramer Frequencies of

YFV-Specific T cells

Subject HLA type Epitope ELISPOT® Tetramer®
#008 DRB1*03:01 Env 43-59 48 18
#008 DRB1*03:01 NS3 355-371 60 23
#036 DRB1*03:01 Env 43-59 68 97
#036 DRB1*03:01 NS1 85-101 60 60
#036 DRB1*03:01 NS3 355-371 120 115

*Frequencies are expressed as cells per million.



