Gene Vector Restriction Primers 5’ to 3’
(Family) digestion of  Downstream and upstream (top and bottom)
vector
SS02938 pTTQ18 Ndel, Pstl CCGGAATTCGCATATGGTCTCAGAGAAAACTAAG
(MFS) AAAACTGCAGCATATTCCTGCTTCAGTATTTCTTCTCCTT
pET52b(+) Xmal, Sacl TCCCCCCGGGATGGTCTCAGAGAAAACTAAGGCTATAAT
TATGAGCTCATATTCCTGCTTCAGTATTTCTT
pWarf(-) Xhol, BamHI ~ CCGCTCGAGATGGTCTCAGAGAAAACTAAGGCTATAAT
CGCGGATCCATATTCCTGCTTCAGTATTTCTT
SS02528 pTTQ18 Ndel, Pstl GGGAATTCCATATGAAAGATGAAACTAAAGTTTCCATAGC
(MFS) CCAATGCATCCCTTACTCTTTCCTGCCCTTCAAATA
pET52b(+) Xmal, Sacl TCCCCCCGGGATGAAAGATGAAACTAAAGTTTCCATAGC
TATGAGCTCCCTTACTCTTTCCTGCCCTTCAAAT
pWarf(-) Xhol, BamHI ~ CCGCTCGAGATGAAAGATGAAACTAAAGTTTCC
CGCGGATCCCCTTACTCTTTCCTGCCCTTCAAATA
SS02042 pTTQ18 EcoRl, Pstl CCGCAATTGGCATATGTCAGAACAAGAAATAAACCAC
(NCS1) AAAACTGCAGCAGGTTCCATTTTCACTTCTC
pET52b(+) Xmal, Sacl TCCCCCCGGGATGTCAGAACAAGAAATAAACCAC
TATGAGCTCAGGTTCCATTTTCACTTCTCTTTT
pWarf(-) Xhol, BamHI ~ CCGCTCGAGATGTCAGAACAAGAAATAAACCACGTTAAT
CGCGGATCCAGGTTCCATTTTCACTTCTCTTTT
SS01665 pTTQ18 EcoRl, Pstl CCGCAATTGGCATATGACTGGAAAGGAGGAAATTAGCTCAAAATACG
(NCS1) CCAATGCATCTCTTAATATCCCCCCTTCATAGTTAAACG
pET52b(+) Xmal, Sacl TCCCCCCGGGATGACTGGAAAGGAGGAAATTAGCTCAAAATA
TATGAGCTCTCTTAATATCCCCCCTTCATAGTTAAACG
pWarf(-) Xhol, BamHI  CCGCTCGAGATGACTGGAAAGGAGGAAATTAGCTCAAAATA
CGCGGATCCTCTTAATATCCCCCCTTCATAGTTAAA
Saci2039 pTTQ18 EcoRl, Pstl CCGGAATTCGCATATGGAAGGAAAAAAAAGTAAAGA
(NCS1) AAAACTGCAGCTGATAATCTCCCACCTTTATAAGTGTA
pET52b(+) Xmal, Sacl TCCCCCCGGGATGGAAGGAAAAAAAAGTAAAGAGG
TATGAGCTCTGATAATCTCCCACCTTTATAAG
pWarf(-) Xhol, BamHI ~ CCGCTCGAGATGGAAGGAAAAAAAAGTAAAG
CGCGGATCCTGATAATCTCCCACCTTTATAAGTGTA
MA1518 pTTQ18 EcoRl, Pstl CCGCAATTGGCATATGGTGGCGAGAGAAGTCTGGAACA
(NSS) CCAATGCATCCTTCACCTCCCTGTTGATAAAAGGC
pET52b(+) BamHI, Sacl CGCGGATCCGATGGTGGCGAGAGAAGTCTGGAACACCAGAGT
TATGAGCTCCTTCACCTCCCTGTTGATAAAAGGCGTAAGGAT
pWarf(-) Xhol, BamHI ~ CCGCTCGAGATGGTGGCGAGAGAAGTCTGGAACA
CGCGGATCCCTTCACCTCCCTGTTGATAAAAG
MJ1319 pTTQ18 EcoRl, Pstl CCGGAATTCGCATATGAGTTATATGGAAAGAGAAAGCTG
(NSS) AAAACTGCAGCCCAACCTTTAATCGTTTTCAT
pET52b(+) Xmal, Notl TCCCCCCGGGATGAGTTATATGGAAAGAGAAAGCTG
AAGGAAAAAAGCGGCCGCCCAACCTTTAATCGTTTTCAT
pWarf(-) Xhol, BamHI ~ CCGCTCGAGATGAGTTATATGGAAAGAGAAAGCTG
CGCGGATCCCCAACCTTTAATCGTTTTCATTT
Mevan1511 pTTQ18 EcoRl, Pstl CCGGAATTCGCATATGAAAAGAATAGTATTGGGTTTTCAA
(NCS2) CCAATGCATCTTTTTTTAATATCTGATCCA
pET52b(+) Xmal, Sacl TCCCCCCGGGATGAAAAGAATAGTATTGGGTTTTCAAC
TATGAGCTCTTTTTTTAATATCTGATCCATCAATATTGC
pWarf(-) Xhol, BamHI ~ CCGCTCGAGATGAAAAGAATAGTATTGGGTT
CGCGGATCCCCTCAACACCTGCTCTAACACAATA
MMP0681  pTTQ18 EcoRl, Pstl CCGGAATTCGCATATGAAAAGAATAGCACTAGGTTTCCA
(NCS2) CCAATGCATCTTTTTTTAACAACTGGTCCATTAATATTGCG
pET52b(+) Xmal, Sacl TCCCCCCGGGATGAAAAGAATAGCACTAGGTTTCCAA
TATGAGCTCTTTTTTTAACAACTGGTCCATT
pWarf(-) Xhol, BamHI ~ CCGCTCGAGATGAAAAGAATAGCACTAGGTTTCC
CGCGGATCCTTTTTTTAACAACTGGTCCATT
Hbor39700 pTTQ18 Ndel, Pstl GGGAATTCCATATGTCAACCTCTAATATACAGGACATTCT
(MFS) CCAATGCATCGTCGTCGGCGGTCGATGCGATATTCTT
pET52b(+) Xmal, Sacl TCCCCCCGGGATGTCAACCTCTAATATACAGGACATTC
TATGAGCTCGTCGTCGGCGGTCGATGCGATATTC
pWarf(-) EcoRI, BamHI CCGCAATTGCCATGTCAACCTCTAATATACAGGACATTCT
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GGGAATTCCATATGGGTGAATTCTCCAAGTTTGAGAAAC
AAAACTGCAGCAAACTCCTCCAGCTCTCTTCCCTT
TCCCCCCGGGATGGGTGAATTCTCCAAGTTTGAGAAACTA
TATGAGCTCAAACTCCTCCAGCTCTCTTCCCTTCGTTTC
CCGCTCGAGATGGGTGAATTCTCCAAGTTTGAGAAACTA
CGCGGATCCAAACTCCTCCAGCTCTCTTCCCTTCGTTTC

CCGGAATTCGCATATGGAAAATGGAGTCAGATATTCCGAT
AAAACTGCAGCTTTCGGGTCTGCTGGAACGCTCTCCTT
TCCCCCCGGGATGGAAAATGGAGTCAGATATTCCGAT
TATGAGCTCTTTCGGGTCTGCTGGAACGCTCTCCTT
CCGCTCGAGATGGAAAATGGAGTCAGATATTCCG
CGCGGATCCTTTCGGGTCTGCTGGAACGCTCTCCTTCTT

CCGGAATTCGCATATGGTTATCAAGAGTAATCCAGACAAGG
AAAACTGCAGCTCTAAATCTATCAGTTATTTCTTCTA
TCCCCCCGGGATGGTTATCAAGAGTAATCCAGACAA
TATGAGCTCTCTAAATCTATCAGTTATTTCT
CCGCTCGAGATGGTTATCAAGAGTAATCCAGACAA
CGCGGATCCTCTAAATCTATCAGTTATTTCTT

CCGGAATTCGCATATGTCCACAGCGACCATACGTAAC
CCCAAGCTTCTATTAATGGTGATGGTGATGGTGGCTGCCACGGTCAGCCAGTGAGATGTTCTGC
CGCGGATCCGATGTCCACAGCGACCATACGTAAC
TATGAGCTCGTCAGCCAGTGAGATGTTCTGC
CCGGAATTCCCATGTCCACAGCGACCATACGTAA
CGCGGATCCGTCAGCCAGTGAGATGTTCTGCCGGAGGTC

CCGGAATTCGCATATGAGGAACAATACCACTAAC
AAAACTGCAGCTATTTTCTCTAAATTCACATTAT
TCCCCCCGGGATGAGGAACAATACCACTAACG
TATGAGCTCTATTTTCTCTAAATTCACATTATTAGT
CCGCTCGAGATGAGGAACAATACCACTAACGTGAT
CGCGGATCCTATTTTCTCTAAATTCACATTATTAGT




