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Figure S1. Tbf1 and Cbf1 elements organization predict Tbf1 binding in ChIP-CHIP 
experiments. 



 
Figure S2. RT-qPCR validates the down-regulation of TBF1 (A) and four target RP genes 
(B-E) in the tbf1/tetO-TBF1 strain but not in the heterozygous tbf1/TBF1 strain after 
tetracycline addition. 



 
Figure S3. Multiple sequence alignment of Tbf1 orthologs in ascomycetes species 
showing conservation of the myb DNA-binding domain (pfam00249). 


