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YfiN_gi| 15596317 . .............. RVLYRAHL GVAL VAV, TLVGLL S SSAI MYDRQGQ
gi | 429215191 .. ... RRSTRRKSLGRLLYRAHLGVALAS AVVGLL AL RRCAVIYDAQGR
gi | 409431160 ... ... ... .. PTLRAVLGRRHLSVALLA| LTVLGVL AL ADAK|VIFDDDGQV
gi | 104779939 . ... MKRRFRRPTLRAVLGRGHLSVALLAA TLLGVA AL AEAK|VIFIDNDGD
gi | 386013870 . ........ .. PTLRSVLGRGHLSVALLA| LTLLGVL S|L AEAK|VIFINNE|GE
gi | 431804466 .. ... RKRGVRPTLRSVLGRGHLSVALLA| LTLLGVL S|L AEARV|FINNE|GE
gi | 167035659 . .... RKRSVRPTLRSVLGRGHLSVALLA| LTLLGVL S|L AEAK|VIFINDE|GE
gi | 325274367 ... ... ... .. PTLRSVLGRAHLNVALLA| LTLLGVL AL AEARV|FINGE|GE
gi | 398846123 .. ... KKPGVRPTLRSVLGRGHLAVALLA| LTLLGVL AL ADAK|VIFINSDGE
gi | 170719950 MRVSRKKRGVRPTLRSVLSRGHL SVAVLA LTVLGVL AL ADAK|VIFINNDGE
gi | 70734241 ... ... PTLRSVI GRGHLI VALLA| LTFLGVL AL ADAKVYDSQGQ
gi | 425897387 .. ... .. .. ARPTLHSVI GRGNLTVALLA| LTLLGVL AL ADAQV|LDARGR
gi | 398938828 .. ...... GSRPTLRSVI GRGHLI VALVA LTLLGVL AL ADAQV|LDEE/GT
gi | 398881430 = ........ GSRPTLRSVI GRGHLI VALVG LTLLGVL AL ADAQV|LIDEQGK
gi | 407366637 .. ... ... GSRPTLRSVI GRGHLI VALVA LTLLGVL AL ADARV|LIDEKIGR
gi | 398898773 ... ... ... .. PTLGSVI GRGHLI VALV( LTLLGVL AL ADAQ EKIGE
gi | 398870651 .. ... ... GSRPTLHSVI GRGNLLVALVG LTLLGVL AL ADAQV|FDQQGQ
gi | 398962796| . ........ TRPTLGSVI GRGHLI VALVA| LTLLGVL AL ADAQV|IFDAQQT
gi | 398852880 @ ....... SNTRPTLGSVLGRGHLTVAL MA| LTLLGVL AL ADAQV|LIDAQGR
gi | 398983107 .. ..... SNSRPTLGSVI GRGHLTVALV( LTLLGVL S|L ADAQV|LDSQGQ
gi | 77456920| ... RRDKSTGRPTLGSVI GRGNLI VALVA LTLLGVL AL ADAQVILIDT QGQ
gi | 330807376] . ... ... ... PTLGSVI GRGHLI VALVA| LTLLGVL AL ADAQV|IFINEHGR
gi | 423693563 .. ... RFAKGRPTLRSVI GRGHMI LALVA| LTLLGVL AL AQAE|V|FIDDE|GK
gi | 388467615 .. ... ... ... PTLRSVI ARGHMI LALVA| LTLLGVL AL AQAE|V|IFIDI NGK
gi | 229592594 ... ... PTLRSVI GRGHLI LALLA| LTLLGVL AL AQAE|VIL DANGK
gi | 395650879 ... ... .. ... PTLRSVI GRGHLI| LALVA| LTLLGVL S|L ARAE|VIFIDANGK
gi | 312963036] ... ... ... PTLRSVI GRGHLI LALVA| LTLLGVL AL AEAE[VIFNANGQ
gi | 395498759 ... ... ... .. PTLRSVI GRGHLSL AL MA| LTLLGVL AL AEAE|V|IFNI E|GK
gi | 402702397 . HLGVALVA TLLGVL AL AEAEMYTANGE
gi | 421781556 . . RKNRSGHSRPTL GRVLQRANLGLALI A LTLVALF| Al SEAK| L
gi | 448240438 . . RKNRSGNARPTL GRVLQRVHLGLALI A LTLVALF| AL SDAR|l [LDNNGK
gi | 157368918 . . RKNRSGQSRPTLGRVLQRVHLGLALI A LTLVALF AL SEAR| [LINNS|GK
gi | 293392949 . . RKNRSGQSRPTL GRVLQRMNLGLALI A LTLVALI TIL| SEAR| [TDSHNK
gi | 440229366 . . RRKRAAHVRPTLGQVLQRMNLSLALI A LTLVALF| AL SEAK|l LINKDGR
gi | 123440952 . MALVS| LTVVALF AL AEAK] VNGR
gi | 238786644 L MAI VS| LTLAALF| AL AQAK]l |LIDVKIGR
gi | 238797532| MS| LTLAALF| S| AEAK] [LIDVNGR
gi | 238782711 .. MALVS| LTLAALF| S| AEAK]I [LIDVNGR
gi | 238761920] ... MALVS| LTLAALF| AL AEAK]l |LIDVNGR
gi | 238794811 . MS| LTLAALF| AL AQAK]l |LIDVDGR
gi | 238752235| . LTLAALF| S|L EQAK|l [LDKNGR
gi | 150260515 ... ... ... PTLAGVLRRI HLSVAI VS L TVAALF| LiL AEAK]l || DKHNR
gi | 395761940 . ..... ... .. PTLDSVLRRAHLSVSVI A LTAVALL AL | GVNIEDI DQAQV|SDKTIGK
gi | 253998107 ... ... ... .. PRLDQVLRRAHLSVALI A| L TLAGMY| AL AEl RV|l GRHGI
gi | 430810339 ... ... ... PTLYRALRRI HLGVALI A| LTALGLT]| AL TRVI V[YDRD
gi | 113868485 . .... RGNGARPTLYSVLRRI HLGVALI A| LTALGLT]| TIL | AAS|SDI ARAT|VYDHGNH
gi | 194290118 . ... .. .. ARPTLYSVLRRI HLGVALI A LTAlI GVT| TIL | AAS|SDI ARAT|VYDRDHH
gi | 402568159 ... .. ... ... PTLQSVLRRAHLRLAFVA| LI VVAVI All AQVV|V|ITDGKIGQ
gi | 421870480 .. ... MLRRAHLRLAFVA LI VVAVI All AQVV|VITDSNGQ
gi | 171315481 L. LI VVAVI All ARVV| [TDAKGQ
gi | 390568145 . ... ... ML RRAHL RLAFVA| LI LVAVI All AEVI VTIDGK/GL
gi | 393776967 .. ... ... MLYRGNLW ATLA | | PLGVL TIL| TEAT|VIFDNHGQ
gi | 421495894| ... ... I SLTAV LTI TALL ALIET| T/SR[EDI|ASAS|LLIPDGQ
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Yfi N_gi| 15596317| —————p 200000 > Q00000000000Q00Q 020000 2000000000
110 120 130 170 90 200
YfiN_gi|15596317] TL[A HRESTGPLHL LEQQL AHWLL|[SAPTEQP| L[HDGQK| ] GMVLICLLLTALJAF Y[ VGPEDQL AK TVR
gi | 429215191 L LA ERGHG. . VSALRHFVGRWW.INHEEVQP| DGRQ | L GML GOLAL TAL GRF Y|L| VTPHDRL AR| AVR
gi | 409431160 L LIARMQRSESGLLAQT|EQVI ARSLILEEPI VLIPVLHQGQQ | L LLIQTAL SAFSHL Y|L VGPRRSL AN AAR
gi | 104779939 L LAHWQRDEQGVMAHL|QT QVARSLILEEEPI NL|PVQHMGQK] | L LV/IQTVLSAVLRAL Y|L | RP[MRHL AS| AAR
gi | 386013870 QLIAHWWQRDNT GML AQL|E[VQVASAL|LIDEPVMLP|I QQQQ | L L FQT VL SAL ARAQY|L TRPERGL AS| AAR
gi | 431804466 QLIAHWQRSDT GVLARL|EAQVATALILIDEPI NLPI TIHQQQQ | L L FQT VL SAL ARAQY|L VRPRRGL AS| AAR
gi | 167035659 L LAHWQRGDTDML AQLIEVQVATALLLDEPVNL|PI LIHQQQQ | L LFQTI LSAL AIAQY|L TRPERGL AS| AAR
gi | 325274367 QLIARMQRADSGML AL LIEAQVASAL|LIDEPVKLP|I QQQQ | L L COT VL SAL ARAQY|L TRPERGL AS| AAR
gi | 398846123 VLAHWQRSDDGML ARLEFAQVATAL|LIDQPVNL[PI LHKQQK | L LFGOTLLSAFVRAL YL VRPRERSLAS] AAR
gi | 170719950 QLAHYQRNDDGML AHLIEAQVARALILINEPI NL[P|I QQQK| | L L F[OT AL SAFARQY|L VRPERSLAS] AAR
gi | 70734241| L LIASMQRPESGFL TNLIEMHVASAFLLEKPI SL|PI LIHQGRE| | L VLGl ALSAWLRAIL Y|L| TGPERSL AD| AAR
gi | 425897387 VLA ERPEI GLLTDLEMQI ARAF|LEEKPI TVPI QGQE| | L VLGl AVSAWRL SL| TGPERSL AD| AAR
gi | 398938828 L LA EQPETGL FSDLEMQI AKAF|LIEKPI S | QGQE| | L VLIGTAVSAWAL Y|L| T GPMRSL AF]| AAR
gi | 398881430 L LARMOQRPETGL FSDLEMQMAKAFLEEEPI S I 1 [HQGQE]| IT| L VLIGTAASAWAL Y|L| T GPMRSL AF]| AAR
gi | 407366637 L LIARMOQRPESGL L SDL|E[L QI AKAFLIEEKPI DMPII QGRE| | L | LIGTAI SAW[L Y|L| TGPHRSL AA| AAR
gi | 398898773 LLARMORPETGLL SDLIEVQI ARVI LEEKPI S | LHQGQE]| | L VLIGTAVSAWAL Y|L| TGPERSL AA| AAR
gi | 398870651 L LARMORPETGWSDL|E[L HI AKAFLEEEPMS | LHQGQE]| | L LV/IGT Al SAWAL F|L | KP[MRNL AA| AAR
gi | 398962796 L LARMORPENGL FSEL|[EIMQAARTI [LIEEKPI SL|P|I QDRE| | L VLIGTAlI SAWRL Y|L| TGPERSL AA| AAR
gi | 398852880 L LARMORPENGLFSEL|EMLI TRALLLEERPI SL|P|I QDQE L LLIGQTAI SACVIAI Y|L | GP[MRSL AT AAR
gi | 398983107 L LAHWQRPENGL FSEL|EMQI TRAV|LEEKPI SL|PI EHQDRE L | LIGTAI SAW[L Y|L| TGPERSL AA| AAR
gi | 77456920| L LARMOQRPENGL FSELIEMQVARVI LEEKPI NL|PI LIHQDRE] | L | LIGTAI SAW[L Y|L| | GP[MHSL AA| AAR
gi | 330807376 L LA KRPDTGLLSELEMHI AKAFLEEKPI SLPI QGRN | L | LIGTAVSAWRL Y|L T GPMRSL AE]| AAR
gi | 423693563 LLIAQUWVRPNTGML SQV|EIL QL AHALLIEEQPI NQP/I LIHQGQT] | L L1 |GQTALSAWIRAL HL AAR
gi | 388467615 LLARMVRPETGVL SRVEL QVAHALLEEQPI S | LIRQGQT| | L L1 |GQTALSAWIRAL HL AAR
gi | 229592594 L LA | RPDTGLLSRVELELAHTLILIEQPI S | LHQGRT| | L F1 |QTALSAW AL HL AAR
gi | 395650879 L LA | RPDTGML SRV|ELELAHTLILIEQPI S | LHQGRN | L L1 |GQTALSAWIRAL HL AAR
gi | 312963036 L LA ERPETGML SRVIELALAHTLILIEQPI NQP| LHQGRA| | L LV|IQTAL SAWIAL HL AAR
gi | 395498759 QLA ERPETGML SMI [EL HLAHALILIEQPI S I LIHQGQ' L LV/IQTAL SAWIL F|L AAR
gi | 402702397 L LA RRPETGLLSKVEMLLADSL|LIQQPI KV|PI E[HQGRE| GVLLIGTAL SAWSHAL Y|L| AAR
gi | 421781556 ML HHPKDGPL HGL[EQI VARWALIPEPVVL[PI THEGKQ L GMI AICLVLSTL CRIL VL AVR
gi | 448240438 ML A RHPTDGPL HGL[EQI VAHWALIPEPVI LPI THEGKQ L GMI AICLVLSTL CRIL VL AVR
gi | 157368918 VLA RHPEDGPL HGMEQI VARWALIPEPVI L|PI THEGKE| L GMI AICLVLSTL CRIL VL AVR
gi | 293392949 VLA HHPKDGPL HGLEQMVARWALIPEAVVLPI GGKQ L GMLACLAL STL CRIL VL AVR
gi | 440229366 L LA RHPKDGPL HALEQMVARWAMPEAI EL[PI THEGKQ L Gl | ACGLALSTLCRLI (L] VVR
gi | 123440952 VVIAQUTL PDDGPMHQMEIQSVARWAILIPEPVVLPI SGNE| | L GLFV|IGLI LSTL VA FL| NVS
gi | 238786644 El ASMTLPDDGPI HYMEQSVARWALPEPVVLIPMVHAGTE| | L GLLI |GLVLSTAVRAL FL| NVS
gi | 238797532 EMASIT QPDDGPMHY LIEIQNVARWAILPQPVVL|PMVHAGNE| | L GLLACGLLLSTVVRAL VL NVS
gi | 238782711 EVASITLPDDGPI HYMEQSVARWAILPQPVVL|PMVHSGNE| | L GLLACGLLLSTLVREL VIL| NVS
gi | 238761920 VVIAQUTL PNDGPMHQL[EIQSVARWALPEPVVLPI SGNE| L GLLACGLI LSTAVRAL FL| NVS
gi | 238794811 EVANITL PNDGP MF DMEIQKI ARWALLIPEPVVL|PI EHSGKK] | L GLFI|GLI LSTI VAL FL| NVS
gi | 238752235 EVASITLPESGPLHFLERSAARWALPEPVVV|PVI HSGNE| | L GLLV|GLI LSCVVRAL Y|L| NVS
gi | 150260515 QI AYMMALPDDGPI HHMEQI VARW |LIPAPVVL|PMFHAGDE]| | L GMLAFL TVSTL VRIL F(L| NVS
gi | 395761940 VLA ERGQHGTRYAI [ERVLTGW |LIPDSLTFPI SDQA | L CLLACLVLSLAVRVRL| TSPMRHL AE| RVR
gi | 253998107 PLIA KRPETGAFFHLESWLANI VMPEPYYY|PVTHDNMT| | L CVFACMAFSTLLEAL AlL| SGP[ENI LAD| RVR
gi | 430810339 PMT] QRPGHERFPALIRRVAGDLL|I [SGAVEQPI LHEAQQ L GLGACLLLTAL VRHY]| VDPHRNL MR| AVR
gi | 113868485 VLAEMQRPGQAPL TGLRHVL SEWLISMGVVEQP|I LHQTQQ L L GLLGOLLLTAVJRHY|L VEPHRNL MR| AVR
gi | 194290118 VLAVIMQRPGDTPL TGLRHAVVEWL|IGTDAVEQP! LHQAQQ L L GLLACGLLLTAVJRHY|L| | EP(HRNL MR| AVR
gi | 402568159 L FIA RLPASGRI AGLERGVANLAL|IPGPVSVPVMHDGV F| Gl LGOLAVSVLJAYV|S VAPHRALAQG AVR
gi | 421870480 L FATIQL PARNGVARL|ERAVADVAILPGPVTV|PVMHDGI | F| Gl LGOLAVSVFJRY VS VSPHRALAQG AVR
gi | 171315481 L FIA KLPADGRI ARLERAVADLALIPGPVTI PVMHDGI F| Gl LGOLAVSVLAJRYV|S VAPRRALAQG AVR
gi | 390568145 PFAAMQAPTGSAI ARLIERDVADI ALPGPVTT|LVLHDGI F| Gl LAGLAVSVLJAYV|S VAPHRAL AR AVR
gi | 393776967 QFA EQPSPDVL DKAARYVPDW |RVPPARQPL L[Y|QGRT| | L Gl | ACLALTVAVRGML| L KP[ANQL AE| AVR
gi | 421495894 VLA RRDI TTPWT SLEQQLARLI [L[PGPVELSMVIRENKE]| Vv IL] ATLVICLLLSI LGALYM TAPNKAL TE]| NVS
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