Table S2. Sequences used in analysis of GBSSI exons (Fig. 6).

Taxon Subfamily, Tribe GBSSI

Hordeum californicum Pooideae, Triticeae AF079273
Psathyrostachys fragilis AF079279
Pseudoroegneria spicata AF079281
Taeniatherum caput-medusae AY011010
Elymus repens 1c AY360826
Elymus repens 1g AY360858
Elymus repens 2aa AY360830
Elymus repens 2h AY360859
Elymus repens 3a AY360833
Elymus repens 3g AY360860
Elymus repens 5b AY360861
Elymus repens 6dd AY360845
Bromus catharticus Pooideae, Bromeae DQ157055
Bromus tectorum AY362757
Briza scabra Pooideae, Poeae EU395864
Briza erecta EU395852
Cutandia memphitica AY362758
Erianthecium bulbosum EU395853
Glyceria grandis Pooideae, Meliceae AF079291
Melica cupanii AF079296
Arundinaria gigantea Bambusoideae, Arundinariecae JN131985
Fargesia yulongshanensis AF445184
Yushania polytricha AF445190
Bambusa ventricosa Bambusoideae, Bambuseae JN131925
Chusquea exasperata AF079293
Chusquea oxylepis AF079294
Pariana radiciflora Bambusoideae, Olyreae AF079297

Sequence sources: AF0792xx [1]; AY011010 [2]; AY3608xx and AY362758 [3];
DQ157055 [Liu et al., unpubl.]; EU3958xx [4]; JN1319xx [5]; AF4451xx [6].
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