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Mammalian 1810019J16Rik (Kdf1) protein alignment 

M_musculus      1 MPRPGQPRPSSGPPRLGPWERPSELCLETNDERSQPPPGRRTRKPDPKDPGHHGPESITF 
H_sapiens       1 MPRPGHPRPASGPPRLGPWERPTELCLETYDKPPQPPPSRRTRRPDPKDPGHHGPESITF 
R_norvegicus    1 MPRPGQPRPSSGPPRLGPWERPTELCLETNDERSQPPPGRRTRRPDPKDPGHHGPESITF 
C_familiaris    1 MPRPGHPRPSSGPPRLGPWEQPTELCLETFDEPSQPPPSRRTRRPDPKDPGHHGPESLTF 
E_caballus      1 MPRPGHPRPSSGPPRLGPWERPAELCLETYDEPSQPPPSRRTRRPDPKDPGHHGPESLTF 
B_taurus        1 MPRPGHPRPSSGPPRLGPWERPAELCLETYDEQARAPPSRRTRRPDPKDPGHHGPESLTF 
 
 
M_musculus     61 ISGSAEPANEPPTCCLLWRPWGWDWCRAAFCFRRCRDCLQRCGACVRGCSPCLSAGDPIE 
H_sapiens      61 ISGSAEPALESPTCCLLWRPWVWEWCRAAFCFRRCRDCLQRCGACVRGCSPCLSTEDSTE 
R_norvegicus   61 ISGSAEPANEPPTCCLLWRPWGWDWCRAAFCFRRCRDCLQRCGACVRSCSPCLSAGDPIE 
C_familiaris   61 ISGSAESAAEPPACCLLWRPWVWDWCRAALCFRRCRSCLQRCGACMRGCSPCLSAGDSPE 
E_caballus     61 ISGSAEPAAEPPACCLLWRPWVWDWCRAAFCFRHCRGCLQRCGACVRGCSPCLSAGDSPE 
B_taurus       61 ISGSAEQTPEPPACCLLWRPWVWDWCRAAFCFRRCWDCLQRCGACARGCSPCLSSGDSPE 
 
 
M_musculus    121 GSAEAAWAKEHNGVPPSPDRAPPSRRDGQRLKTSMGSSFSYPDVKLKGIPVYPYRHATSP 
H_sapiens     121 GTAEANWAKEHNGVPPSPDRAPPSRRDGQRLKSTMGSSFSYPDVKLKGIPVYPYPRATSP 
R_norvegicus  121 GSSEAAWAKEHNGVPPSPDRAPPSRRDGQKLKTSMGSSFSYPDVKLKGIPVYPYRHATSP 
C_familiaris  121 GAAEANWAKEHNGVPPSPDRAPPSRRDGQRLKSTMGSSFSYPDVKLKGIPVYPYRSATSP 
E_caballus    121 GAAEASWAKEHNGVPPSPDHAPPSRRDGQRLKTTMGSSFSYPDVKLKGIPVYRYRPATSP 
B_taurus      121 GAAEANWVKEHNGVPPSPDHAPPSRRDGQRLKSAMGSSFSYPDVKLKGIPVYPYRSTTSP 
 
 
M_musculus    181 VPDVDSCCKEPLAEPPPTRHSLPSTFTNSPRGSEEYYSFHESDLDLPEMGSGSMSSREID 
H_sapiens     181 APDADSCCKEPLADPPPMRHSLPSTFASSPRGSEEYYSFHESDLDLPEMGSGSMSSREID 
R_norvegicus  181 VPDADSCCKEPLADPPPTRHSLPSTFTSSPRGSEEYYSFHESDLDLPEMGSGSMSSREID 
C_familiaris  181 APDADSCCKEPLAEPPPMRHSLPSTLASSPRGSEEYYSFHESDLDLPEIGSGSMSSREID 
E_caballus    181 APDVDSCCKEPLAEPPPMRHSLPSTLASSPRGSEEYYSFHESDLDLPEIGSGSMSSREID 
B_taurus      181 APDADSCCKEPLADPPPMRHSLPSTLASSPRGSEEYYSFHESDLDLPEIGSGSMSSREID 
 
 
M_musculus    241 VLIFKKLTELFSVHQIDELAKCTSDTVFLEKTSKISDLISSITQDYHLDEQDAEGRLVRG 
H_sapiens     241 VLIFKKLTELFSVHQIDELAKCTSDTVFLEKTSKISDLISSITQDYHLDEQDAEGRLVRG 
R_norvegicus  241 VLIFKKLTELFSVHQIDELAKCTSDTVFLEKTSKISDLISSITQDYHLDEQDAEGRLVRG 
C_familiaris  241 VLIFKKLTELFSVHQIDELAKCTSDTVFLEKTSKISDLISSITQDYHLDEQDAEGRLVRG 
E_caballus    241 VLIFKKLTELFSVHQIDELAKCTSDTVFLEKTSKISDLISSITQDYHLDEQDAEGRLVRG 
B_taurus      241 VLIFKKLTELFSVHQIDELAKCTSDTVFLEKTSKISDLISSITQDYHLDEQDAEGRLVRG 
 
 
M_musculus    301 IIRISTRKSRSRPQTSEGRSARSTAP-AAAPDSGHETMLGSGLSQDELTVQISQETTADA 
H_sapiens     301 IIRISTRKSRARPQTSEGRSTRAAAPTAAAPDSGHETMVGSGLSQDELTVQISQETTADA 
R_norvegicus  301 IIRISTRKSRSRPQTSEGRSARSTAP-AAAPDSGHETMVGSGLSQDELTVQISQETTADA 
C_familiaris  301 IIRISTRKSRARPQTTEGRSMRGAAP-AAAPDSGHETMVGSGLSQDELTVQISQETTADA 
E_caballus    301 IIRISTRKSRTRPQTTEGRSTRAAASAAAAPDSGHETMVGSGLSQDELTVQISQETTADA 
B_taurus      301 IIRISTRKSRARPQTAEGRSSRAAAPAAAAPDSGHETMVGSGLSQDELTVQISQETTADA 
 
 
M_musculus    360 IARKLRPYGAPGYPASQDSSFQGTDTDSSGAPLLQVYC 
H_sapiens     361 IARKLRPYGAPGYPASHDSSFQGTDTDSSGAPLLQVYC 
R_norvegicus  360 IARKLRPYGAPGYPASQDSSFQGTDTDSSGAPLLQVYC 
C_familiaris  360 IARKLRPYGAPGYPASHDSSFQGTDTDSSGAPLLQVYC 
E_caballus    361 IARKLRPYGAPGYPTSHDSSFQGTDTDSSGAPLLQVYC 
B_taurus      361 IARKLRPYGAPGYPASHDSSFQGTDTDSSGAPLLQVYC 
 
 

	  


