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121
181
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301
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421
481
541
601
661
721
781
841
901
961
1021
1081
1141
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1381
1441
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1561
1621
1681
1741
1801
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2281
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2761
2821
2881
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TAGITATTAA
CGITACATAA
GACGTCAATA
ATGGGTGGAG
AAGTACGCCC
CATGACCTTA
CATGGTGATG
ATTTCCAAGT
GGACTTTCCA
ACGGTGGEGAG
CCGGACTCAG
TCAGACCCCT
CACGTTGATG
GACAGCCTGT
CTCTACTCTA
GTAAGATACA
GACGCCTTAG
CCCTTCGGAA
AGCATATTCA
AAAGCCCTGG
CTCTCTTCTG
TCCATAGATT
ATCTGIGICT
CTGATGATCT
AATCTGCGCA
ACCCCCATCC
CAGACCGITT
GITCTTTACG
ACCTCGTCCA
CCCTCCACGG
ACTGCTCCAT
TCTCCCTCCC
TTTGICTATA
CCTGGECCCTG
CAAGGTCTGT
ACGTCTGTAG
GGCCAAAAGC
GTGAGTTGGA
CTGAAGGATG
TGCTTTACAT
GTGGITTTCC
GGAGCTGITC
CAAGTTCAGC
GITCATCTGC
CTACGCCGTG
GICCGCCATG
CTACAAGACC
GAAGGGCATC
CAACAGCCAC
CAAGATCCGC
CACCCCCATC
CGCCCTGAGC

(Rattus norvegi cus)

Location/ Qualifiers

10..589
622..1818
1856. . 2440
2444. . 3163
4175. . 4354
4394..5188

TAGTAATCAA
CTTACGGTAA
ATGACGTATG
TATTTACGGT
CCTATTGACG
TGGGACTTTC
CGGITTTGCEC
CTCCACCCCA
AAATGTCGTA
GTCTATATAA
ATCTCGACCT
TAGCTCAGGC
GCAACCAGTC
GCCCTCAGAC
TCGTGTGTGT
CCAAAATGAA
CGACCAGTAC
CCATCCTCTG
CCCTCTGCAC
ATTTCCGTAC
CCATCGGTCT
GCACCCTCAC
TTATCTTCGC
TACGACTCAA
GGATCACCCG
ACATCTACGT
CCTGGECACTT
CCTTCCTGGA
CGATCGAACA
CTAATACAGT
TGCCCTAAGA
CCCCCCCTAA
TGITATTTTC
TCTTCTTGAC
TGAATGTCGT
CGACCCTTTG
CACGTGTATA
TAGTTGTGGA
CCCAGAAGGT
GIGITTAGIC
TTTGAAAAAC
ACCGCGEGT GG
GTGICCGECG
ACCACCGGCA
CAGICGCTTCA
CCCGAAGGECT
CGCGCCGAGG
GACTTCAAGG
AACGTCTATA
CACAACATCG
GGCGACGGECC
AAAGACCCCA

TTACGGGGTC
ATGGCCCGCC
TTCCCATAGT
AAACTGCCCA
TCAATGACGG
CTACTTGGCA
AGTACATCAA
TTGACGTCAA
ACAACTCCGC
GCAGAGCTGG
CATGGACAGC
AAGITGCTCC
CGATCCATGC
CGGCAGCCCT
AGTGGGECCTC
GACTGCCACC
ACTGCCCTTT
CAAGATCGTG
CATGAGCGTG
CCCCCGAAAT
GCCTGTAATG
GITCTCCCAC
TTTCATCATG
GAGCGITCGC
GATGGIGCTG
CATCATCAAA
CTGCATTGCT
TGAAAACTTC
GCAAAACTCC
GGATCGAACT
ATTCTGCAGT
CGTTACTGGC
CACCATATTG
GAGCATTCCT
GAAGGAAGCA
CAGGCAGCGG
AGATACACCT
AAGAGTCAAA
ACCCCATTGT
GAGGTTAAAA
ACGATGATAA
TGCCCATCCT
AGGGECGAGEG
AGCTGCCCGT
GCCGCTACCC
ACGTCCAGGA
TGAAGI TCGA
AGGACGGCAA
TCATGGCCGA
AGGACGGCAG
CCGIGCTGCT
ACGAGAAGCG

CGCCGCCEEG ATCACTCTCG GCATGGACGA

6498 bp ds- DNA

ATTAGTTCAT
TGGCTGACCG
AACGCCAATA
CTTGGCAGTA
TAAATGGCCC
GTACATCTAC
TGGCCGTGGA
TGCGAGTTTG
CCCATTGACG
TTTAGTGAAC
AGCACCGECC
CCAGCACCTG
GGICTGAACC
TCCATGGTCA
TTCGGAAACT
AACATCTACA
CAGAGIGICA
ATCTCAATAG
GACCGCTACA
GCCAAAATCG
TTCATGGCAA
CCAACCTGGT
CCGGTICCTCA
ATGCTATCGG
GTGGTCGTGG
GCCCTGATCA
TTGGGITACA
AAGCGATCGCT
ACTCGAGICC
AACCACCAGC
CGACGGTACC
CGAAGCCCCT
CCGICTTTTG
AGGGGTCTTT
GITCCTCTGG
AACCCCCCAC
GCAAAGGCGG
TGCGCTCTCCT
ATGGGATCTG
AAACGTCTAG
TATGGCCACA
GGTCGACGCTG
CGATGCCACC
GCCCTGECCC
CGACCACATG
GCGCACCATC
GGGCGACACC
CATCCTGEGEG
CAAGCAGAAG
CGTGCAGCTC
GCCCGACAAC
CGATCACATG
GCTGTACAAG

AGCCCATATA
CCCAACGACC
GGGACTTTCC
CATCAAGTGT
GCCTGGCATT
GTATTAGTCA
TAGCGGTTTG
TTTTGGCACC
CAAATGGEGECG
CGTCAGATCC
CAGGGAACAC
GCTCCTGGECT
GCACCGGEECT
CAGCCATTAC
TCCTGGTCAT
TTTTCAACCT
ACTACCTGAT
ATTACTACAA
TTGCTGICTG
TCAACGTCTG
CCACAAAATA
ACTGGGAGAA
TCATCACTGT
GCTCCAAAGA
CTGTATTTAT
CGATTCCAGA
CGAACACCTG
TCAGAGAGIT
GTCAGAACAC
TAGAAAATCT
GCGGEECCCEE
TGGAATAAGG
GCAATGTGAG
CCCCTCTCGC
AAGCTTCTTG
CTGGCGACAG
CACAACCCCA
CAAGCGTATT
ATCTGGEGEECC
GCCCCCCGAA
ACCATGGIGA
GACGGCGACG
TACGGCAAGC
ACCCTCGTIGA
AAGCAGCACG
TTCTTCAAGG
CTGGTGAACC
CACAAGCTGG
AACGGCATCA
GCCGACCACT
CACTACCTGA
GTCCTCCTGG
TAAAGCGGECC

circul ar

TGGAGTTCCG
CCCGCCCATT
ATTGACGTCA
ATCATATGCC
ATGCCCAGTA
TCCCTATTAC
ACTCACGEGG
AAAATCAACG
GTAGGCGTGT
GCTAGCGCTA
CAGCGACTCGC
CAACTTGICC
TGGCGGGAAC
CATCATGGCC
GTATGIGATT
TGCTCTGGCA
GGGAACATGG
CATGTTCACC
CCACCCAGTC
CAACTGGATC
CAGGCAGGEEG
CCTGCTCAAA
GIGITACGEC
AAAGGACAGG
CGTCTGCTGG
AACCACATTT
CCTGAATCCA
CTGCATCCCA
TAGGGAACAT
GGAGGCAGAA
GATCCGCCCC
CCGGTGITGCG
GGCCCGGAAA
CAAAGGAATG
AAGACAAACA
GTGCCTCTGC
GTGCCACGTT
CAACAAGGEGEG
TCGGTGCACA
CCACGGGGAC
GCAAGGGCEA
TAAACGGCCA
TGACCCTGAA
CCACCCTGAC
ACTTCTTCAA
ACGACGGCAA
GCATCGAGCT
AGTACAACTA
AGGTGAACTT
ACCAGCAGAA
GCACCCAGTC
AGTTCGTGAC
GCGACTCTAG
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3181
3241
3301
3361
3421
3481
3541
3601
3661
3721
3781
3841
3901
3961
4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461
5521
5581
5641
5701
5761
5821
5881
5941
6001
6061
6121
6181
6241
6301
6361
6421
6481

ATCATAATCA
CTCCCCCTCGA
GCTTATAATG
TCACTGCATT
AAGCGT TAAT
CCAATAGGCC
GAGTGITGIT
AGGGCGAAAA
TTTTTTGEGEG
TAGAGCTTGA
AGCGGECCCT
CCCGCTTAAT
AACCCCTATT
ACCCTGATAA
CTGTGGAATG
ATGCAAAGCA
GCAGGCAGAA
ACTCCGCCCA
CTAATTTTTT
TAGTGAGGAG
AGGATCGITT
GGAGAGCCTA
GITCCEECTG
CCTGAATGAA
TTGCGCAGCT
AGTGCCGEEEG
GCCTGATGCA
AGCGAAACAT
TGATCTGGAC
GAGCATGCCC
CATGGTGGAA
CCGCTATCAG
GCCTGACCGC
CTATCGCCTT
GCGACGCCCA
GCCTTCGGAA
CTGGAGITCT
GAAGGAACCC
TTTGITCATA
CCCCATTGEG
GGTGAAGGCC
TACTCATATA
AAGATCCTTT
GCGTCAGACC
ATCTCGCTCCT
GAGCTACCAA
GICCTTCTAG
TACCTCCCTC
ACCGGEGTTGG
GGITCGTGCA
CGTGAGCTAT
AGCGGCAGCEG
CTTTATAGTC
TCAGGEGEEEEC
TTTTGCTGEC
CGTATTACCG

GCCATACCAC
ACCTGAAACA
GITACAAATA
CTAGITGIGG
ATTTTGITAA
GAAATCGGCA
CCAGTTTGGA
ACCGTCTATC
TCGAGGTGECC
CGGGGAAAGC
AGGEGECECTCG
GCGCCECTAC
TGTTTATTTT
ATCCTTCAAT
TGTGICAGIT
TGCATCTCAA
GTATGCAAAG
TCCCGCCCCT
TTATTTATCC
CCTTTTTTGG
CCCATGATTG
TTCGECTATG
TCAGCGCAGG
CTGCAAGACG
GIGCTCGACG
CAGGATCTCC
ATGCCGECGEEC
CGCATCGAGC
GAAGAGCATC
GACGGECGAGG
AATGGCCCCT
GACATAGCGT
TTCCTCGTCC
CTTGACGAGT
ACCTGCCATC
TCGTTTTCCG
TCGCCCACCC
GCGCTATGAC
AACGCGEEGET
GCCAATACGC
CAGGECTCEC
TACTTTAGAT
TTGATAATCT
CCGTAGAAAA
TGCAAACAAA
CICTTTTTCC
TGTAGCCGTA
TGCTAATCCT
ACTCAAGACG
CACAGCCCAG
GAGAAAGCGEC
TCGGAACAGG
CTGTCGEEGTT
GGAGCCTATG
CTTTTGCTCA
CCATGCAT

ATTTGTAGAG
TAAAATGAAT
AAGCAATAGC
TTTGTCCAAA
AATTCGCGIT
AAATCCCTTA
ACAAGAGTCC
AGGCGCGATGCG
GTAAAGCACT
CGGCGAACGT
CAAGTGTAGC
AGGECCCGTC
TCTAAATACA
AATATTGAAA
AGGGTGTGGA
TTAGTCAGCA
CATGCATCTC
AACTCCGECCC
AGAGGCCGAG
AGGCCTAGCC
AACAAGATGG
ACTGGGCACA
GECECCCEET
AGGCCAGCCCG
TTGTCACTGA
TGTCATCTCA
TGCATACGCT
GAGCACGTAC
AGGEGECTCEC
ATCTCGTCGT
TTTCTGGATT
TGGCTACCCG
TTTACGGTAT
TCTTCTGACC
ACGAGATTTC
GGACGCCGEC
TAGGGEGCGAGG
GGCAATAAAA
TCGGTCCCAG

GITTTACTTG
GCAATTGITG
ATCACAAATT
CTCATCAATG
AAATTTTTGT
TAAATCAAAA
ACTATTAAAG
CCCACTACGT
AAATCGGAAC
GGCGAGAAAG
GGTCACCCTG
AGGTGGCACT
TTCAAATATG
AAGGAAGAGT
AAGT CCCCAG
ACCAGGTGTG
AATTAGTCAG
AGITCCGCCC
GCCCCCTCGG
TTTTGCAAAG
ATTGCACGCA
ACAGACAATC
TCTTTTTGIC
GCTATCGTGG
AGCGGGAAGG
CCTTGCTCCT
TGATCCGECT
TCGGATGGAA
GCCAGCCGAA
GACCCATGEC
CATCGACTGT
TGATATTGCT
CGeCceeerece
GGGACTCTGG
GATTCCACCG
TGGATGATCC
CTAACTGAAA
AGACAGAATA
GCCTGGECACT

CCCCGITTCT
AGCCAACGTC
TGATTTAAAA
CATGACCAAA
GATCAAAGCGA
AAAACCACCG
GAAGGTAACT
GITAGGECCAC
GITACCAGTG
ATAGTTACCG
CTTGGAGCGA
CACGCTTCCC
AGAGCGCACG
TCGCCACCTC
GAAAAACGCC
CATGTTCTTT

TCCTTTTCCC
GGGECGCCAG
CTTCATTTTT
ATCCCTTAAC
TCTTCTTGAG
CTACCAGCGG
GGCTTCAGCA
CACTTCAAGA
GCTGCTGCCA
GATAAGGCCGEC
ACGACCTACA
GAAGGGAGAA
AGGCGACGCTTC
TGACTTGACC
AGCAACGCGG
CCTGCGITAT

CTTTAAAAAA
TTGITAACTT
TCACAAATAA
TATCTTAAGG
TAAATCAGCT
GAATAGACCG
AACGTGGACT
GAACCATCAC
CCTAAAGGGA
GAAGGGAAGA
CGCGTAACCA
TTTCGGGCGAA
TATCCGCTCA
CCTGAGCCGG
GCTCCCCAGC
GAAAGTCCCC
CAACCATAGT
ATTCTCCGCC
CCTCTGAGCT
ATCGATCAAG
GGITCTCCGG
GCCTCCTCTG
AAGACCGACC
CTGGCCACCGA
GACTGGECTGEC
GCCGAGAAAG
ACCTGCCCAT
GCCCGTCTTG
CTGITCGCCA
GATGCCTCGCT
GGECCEECTGEG
GAAGACCTTG
GATTCGCAGC
GGTTCGAAAT
CCGCCTTCTA
TCCAGCGCGG
CACGGAAGGA
AAACGCACGG
CTGTCGATAC
CACCCCACCC
GCCCTGCCAT
AATTTAAAAG
GIGAGITTTC
ATCCTTTTTT
TGGTTTGITT
GAGCGCAGAT
ACTCTGTAGC
GIGGCGATAA
AGCGGTCCEG
CCGAACTGAG
AGGCGGACAG
CAGGGGGAAA
GICGATTTTT
CCTTTTTACG
CCCCTGATTC

CCTCCCACAC
GITTATTGCA
AGCATTTTTT
CGTAAATTGT
CATTTTTTAA
AGATAGGEGTT
CCAACGTCAA
CCTAATCAAG
GCCCCCGATT
AAGCGAAAGG
CCACACCCGEC
ATGTGCECEG
TGAGACAATA
AAAGAACCAG
AGGCAGAAGT
AGGCTCCCCA
CCCGCCCCTA
CCATGGECTCGA
ATTCCAGAAG
AGACAGGATG
CCCCTTGGEGT
ATGCCGCCGT
TGTCCGGTCC
CGEECGITCC
TATTGGGCGA
TATCCATCAT
TCGACCACCA
TCGATCAGGA
GCCTCAAGEC
TGCCGAATAT
GIGTGGCGEA
GCGGCCGAATG
GCATCGCCTT
GACCGACCAA
TGAAAGGTTG
GGATCTCATG
GACAATACCG
TGTTGGGTCG
CCCACCGAGA
CCCAAGITCG
AGCCTCAGGT
GATCTAGGTG
GITCCACTGA
TCTGCGCGTA
GCCGGATCAA
ACCAAATACT
ACCGCCTACA
GICGIGICTT
CTGAACGEEG
ATACCTACAG
GTATCCGGTA
CCCCTGGTAT
GIGATGCTCG
GITCCTGECC
TGTGGATAAC



