log10.AUC of peptides

log10.AUC of peptides

1433Z_HUMAN

T T T T
ctrl MEK PI3K combo
2A5A HUMAN
fold.chg 0.68 0.47 0.06
Pvalue 0.032 0.005 <0.001

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

1433Z_HUMAN

D4 D8 1hr 2hr 4hr 8hr

1A01_HUMAN

fold.chg 0.42 0.54 0.31 0.48 0.44
Pvalue 0.002 0.008 <0.001 0.004 0.002

2A5A_HUMAN

D4 D8 1hr 2hr 4hr 8hr




2A5B_HUMAN

0.73
0.051
[ )
T
8hr

1.25
0.129
T
4hr

0.82
0.166
[ ]
T
2hr

0.76 1.96
0.077 0.003
/ \
\
=
2A5E_HUMAN
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©
o -
< 4

sepndad jo ONv'016oO|

2A5E_HUMAN

sepndad jo ONv'016oO|

0.99 0.67 0.61
0.994 0.593 0.605

fold.chg
Pvalue

L]
0O =

sepndad Jo DNy 0160

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

4EBP1_HUMAN

4EBP1_HUMAN

6.34
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D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl



log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

A8BK5L5_HUMAN

fold.chg 0.56 5.45 O4.7

Pvalue 0.323 0.013 .02
. > .
o =
. . . >-<:
e
. \.
T T T T
ctrl MEK PI3K combo

ABK7U3_HUMAN

ctrl MEK PI3K combo

A8K968 HUMAN

fold.chg 0.46 0.79 1.02
Pvalue 0.109 0.596 0.961
; \ . . ___;
H 7
: \. t - .
—

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

A8BK5L5_HUMAN

./"o

D4 D8 1hr 2hr 4hr 8hr

ABK7U3_HUMAN

hr

@)
e
v
®
=
=
=

N
>
=

N
=
=

™

A8K968 HUMAN

fold.chg 0.98 1.2 0.57 0.95 0.35
Pvalue 0.923 0.421 0.016 0.807 <0.001

C— . \./'\.
o 1 = e —,
===
L= -Q:j:k.
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

ABCA7_HUMAN

ctrl MEK PI3K combo

ABCB6_HUMAN

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ABKA09_HUMAN

fold.chg 2.15 4.43 3.08 10.49 7.57
Pvalue 0.274 0.058 0.109 0.018 0.027

/2&./ .

D4 D8 1hr 2hr 4hr 8hr

ABCA7_HUMAN

—_— ey ———— ¢ —
. . . .

D4 D8 1hr 2hr 4hr 8hr

ABCB6_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ABCF1_HUMAN

fold.chg 0.91 0.75 1.8
Pvalue 0.893 0.697 0.441
. .
e ° .
= —
T T T T
ctrl MEK PI3K combo

ABLM1_HUMAN

T T T T
ctrl MEK PI3K combo

ACINU_HUMAN

fold.chg 0.64 2.48 4.89
Pvalue 0.312 0.052 0.003
L
. —————3i
— . e —
: \ : /

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ABCF1_HUMAN

fold.chg 0.5 0.57 0.4 0.31 0.89
Pvalue 0.271 0.362 0.159 0.075 0.841

D4 D8 1hr 2hr 4hr 8hr

ABLM1_HUMAN

fold.chg 0.5 1.45 0.88 0.73 0.96
Pvalue 0.027 0.161 0.592 0.221 0.863

ACINU_HUMAN

fold.chg 0.58 1.04 0.87 4.23 6.46
Pvalue 0.189 0.916 0.659 <0.001 <0.001




ACLY_HUMAN

sapndad 40 ONv°0T6O

D8 1hr 2hr 4hr 8hr

D4

ACSL3_HUMAN

sapndad 40 ONv°0T6O

D8 1hr 2hr 4hr 8hr

D4

ACTA_HUMAN

sapndad 40 ONv°0TloO

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

ACTN1_HUMAN

fold.chg 20.22
Pvalue 0.031

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ACTN1_HUMAN

fold.chg 0.83 1.04 0.33 1.34 4.98
Pvalue 0.935 0.986 0.582 0.873 0.4

ACTN4_HUMAN

fold.chg 0.44 1.19 0.67 0.92 0.82
Pvalue  0.01 0.434 0.105 0.71 0.375

° ; %‘ §. —— e ——=o,
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
ADDG_HUMAN

fold.chg 0.39 0.59 0.47 0.7 .
Pvalue 0.006 0.075 0.018 0.212 0.005




log10.AUC of peptides

ADT1 HUMAN
fold.chg 0.89 1.44 2.17
Pvalue 0.611 0.142 0.011

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ADNP_HUMAN

L
* \ / * — . /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
ADT1 HUMAN

fold.chg 0.74 1.15 0.72 0.99 0.5
Pvalue 0.078 0.387 0.054 0.958 <0.001

C— —_—
‘§/./‘\l:§;§
o\e/'§=/. .

.\-/ — /.\

D4 D8 1hr 2hr 4hr 8hr

ADT3_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

AFAD_HUMAN
fold.chg 0.36 0.08 0.05
Pvalue 0.03 <0.001 <0.001

ctrl MEK PI3K combo
AFF4 _HUMAN
fold.chg 0.35 0.13 0.04
Pvalue 0.009 0.001 <0.001
\ .
° \ .
\. \
. \. .
\ . \ \

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

AFAD_HUMAN

fold.chg 1.22 0.26 0.2 0.2
Pvalue 0.817 0.201 0.129 0.131

0.19
0.116

\ . _— .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
AFF4 _HUMAN
fold.chg 1 0.02 0.01 0.02 0.04
Pvalue 0.999 0.004 0.002 0.003 0.006
[ ] [ ]
. :
. T — s 7 .
\. / . _—
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
AGAP1 HUMAN
c— .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




AIBP_HUMAN

T
8hr

T
4hr

T
2hr

AKA12_HUMAN

\./"t\.

!
D4

sepndad jo ONv'016oO|

AKA12_HUMAN

0.48 3.42 2.51 3.05 3.71
0.093 0.008 0.027 0.008 0.002

fold.chg
Pvalue

T
|
AN\

[N
I
A

o —

I I I
8 L 9

sepndad jo ONv'016oO|

1.06 11.2 8.9
0.92 0.023 0.0

fold.chg
Pvalue

sepndad Jo DNy 0160

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

AKAPZ2_HUMAN

sepndad Jo onNv'016O

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

ALDOA_HUMAN

fold.chg 0.07 1.73 1.75
Pvalue <0.001 0.026 0.025
. . .

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

AKP8L_HUMAN

AKT3_HUMAN

ALDOA_HUMAN

fold.chg 0.71 1.15 0.49 0.72 0.37
Pvalue 0.075 0.454 0.001 0.092 <0.001

H '\ «— .
= é?%;gf\-
.\l‘éf\-/:\:
./ ./o\:
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

ALDOC_HUMAN

. \ . / .
T T T T
ctrl MEK PI3K combo
ALS2 HUMAN
) \ .
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ALDOC_HUMAN

fold.chg 0.61 0.74 0.49 0.79 1.2
Pvalue 0.016 0.108 0.002 0.211 0.315

°
%”'\:t.%'

D4 D8 1hr 2hr 4hr 8hr

ALS2_HUMAN

fold.chg 0.44 211 0.94 1.06 0.88
Pvalue  0.09 0.087 0.852 0.86 0.703

D4 D8 1hr 2hr 4hr 8hr

AMPD2_HUMAN

fold.chg 0.88 1.83 0.95 1.39 2.12
Pvalue 0.765 0.198 0.901 0.448 0.203

D4 D8 1hr 2hr 4hr 8hr




AMPM1_HUMAN

AMPM1_HUMAN

5.25 9.71
<0.001 <0.001

055 142 121
0.011 0.062 0274

fold.chg
Pvalue
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W
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o —

sepndad jo ONv'016oO|

sepndad jo ONv'016o|

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

AMRA1_HUMAN

0.92 0.16 0.14 0.29 0.21
0.855 0.002 0.003 0.017 0.005

fold.chg
Pvalue

o —

sepndad jo ONv'016oO|

D8 1hr 2hr 4hr 8hr

D4

ANKY2_HUMAN

sepndad Jo onNv'016O

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ANLN_HUMAN

fold.chg 1.22 2.23 3.93
Pvalue 0.342 0.019 0.004

i

L] L] [ ) .

L

T T T T

ctrl MEK PI3K combo

ANR12_HUMAN

ctrl MEK PI3K combo

ANS1A_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ANLN_HUMAN

fold.chg 0.51 5.05 1.86 1.59 1
Pvalue 0.017 <0.001 0.016 0.064 0.997

D4 D8 1hr 2hr 4hr 8hr

ANR12_HUMAN

fold.chg 0.57 17 1.15 1.08 0.76
Pvalue 0.105 0.123 0.677 0.807 0.415

ANS1A_HUMAN

fold.chg 0.26 1.27 0.61 0.33 0.23
Pvalue 0.007 0.601 0.278 0.022 0.004

'\./-\.

\E‘\
QXZ'
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

APC_HUMAN

fold.chg 0.69 1.44 0.63 0.76 0.67
Pvalue  0.39 0.394 0.295 0.524 0.356

; \ ¢ —_—
's‘“é'iz—;t§_:
T T T T T T

D4 D8 1hr 2hr 4hr 8hr
APC1 HUMAN

fold.chg 0.46 1.13 0.61 1.39 2.26
Pvalue 0.129 0.787 0.305 0.482 0.116

. ;0
¢ ., — =t
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
APOA1l HUMAN
/ :

—_
« — ©

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

AQR_HUMAN

T T T T
ctrl MEK PI3K combo

ARFG2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

ARC1B_HUMAN

fold.chg 0.57 0.98 0.69 0.73 0.74
Pvalue 0.008 0.891 0.039 0.063 0.075

.
—— . ——
. - —_

ARFG2_HUMAN

fold.chg 0.75 1.49 0.67 1.21 1.72
Pvalue 0.008 0.002 0.002 0.04 0.001

.\./:\./ .
.\'/.\l/./.
.\./ \'/.

T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

ARHG2_HUMAN

T T T T
ctrl MEK PI3K combo

ARHGQ_HUMAN

fold.chg 0.87 1.54 2.7
Pvalue 0.132 0.007 0.001
-

— ——— i
.“././

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ARHG2_HUMAN

D4 D8 1hr 2hr 4hr 8hr

ARHGB_HUMAN

fold.chg 0.61 1.2 0.68 1.17 1.09
Pvalue 0.096 0.475 0.167 0.536 0.735

‘Séz‘xoéib—.

D4 D8 1hr 2hr 4hr 8hr

ARHGQ_HUMAN

fold.chg 0.38 5.77 1.72 2.44 1.22
Pvalue <0.001 <0.001 0.001 <0.001 0.138

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

ARIZ_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ARI1A_HUMAN

fold.chg 0.44 1.13 0.59 1.51 1.29
Pvalue 0.352 0.88 0.504 0.602 0.743

2hr 4h hr

q
[e]

D4 D8 1h

=

ARIZ_HUMAN

fold.chg 0.93 1.44 0.45 2.32 6.15
Pvalue 0.633 0.028 0.001 <0.001 <0.001

IN

o ——o /.
- —_ — : s. .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
ARNT_HUMAN

fold.chg 0.49 14 0.81 0.97 0.45
Pvalue <0.001 0.027 0.143 0.854 <0.001
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ASXL2_HUMAN

D4 D8 1hr 2hr 4hr 8hr

AT11C_HUMAN

fold.chg 0.62 1.32 0.97 0.99 0.67
Pvalue 0.007 0.088 0.836 0.939 0.018

.\,/.\. .\°

° /.\. o —

P H
— :

T T T T T T

D4 D8 1hr 2hr 4hr 8hr

AT12A_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

AT133_HUMAN

ctrl MEK PI3K combo

AT1A1_HUMAN

fold.chg 0.58 1.16 1.8
Pvalue 0.028 0.35 0.023
—/.
L) \ o / ]
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

AT133_HUMAN

fold.chg 0.98 0.2 0.18 0.25 0.24
Pvalue 0.945 <0.001 <0.001 <0.001 <0.001

iéi\- .<:
\.\:7.

. /°\

T T T T T T

D4 D8 lhr 2hr 4hr 8hr

AT1A1_HUMAN

fold.chg 1.15 1.32 0.95 1.42 1.59
Pvalue 0.557 0.268 0.842 0.162 0.075

D4 D8 1hr 2hr 4hr 8hr

AT5F1_HUMAN

fold.chg 0.73 1.14 0.69 0.88 0.94
Pvalue 0.336 0.673 0.264 0.692 0.846




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ATAD2_HUMAN

T T T T
ctrl MEK PI3K combo

ATE1_HUMAN

T T T T
ctrl MEK PI3K combo

ATF7_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

ATE1_HUMAN

fold.chg
Pvalue

0.14 2.03 1.79 4.07 21.74

0.111 0.428 0.468 0.165 0.042

D4 D8 1hr 2hr 4hr 8hr
ATF7_HUMAN
. / '
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

ATM_HUMAN
. — .
. . /
T T T T
ctrl MEK PI3K combo
ATPA_HUMAN
L .
. . /
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ATM_HUMAN

fold.chg 0.77 3.28 1.76 4.01 3.97
Pvalue 0.521 0.008 0.136 O.

. _——
. .
H —_— ¢ \; %
° \; ° \ / S — .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
ATPA_HUMAN

fold.chg 0.64 1.14 0.83 1.02 131
Pvalue <0.001 0.051 0.015 0.705 0.003

2hr 4hr 8hr

=
=

D4 D8 h

ATRX_HUMAN

fold.chg 0.32 1.53 1.42 1.78 3.27
Pvalue <0.001 0.019 0.051 0.002 <0.001

— ==
;&i%!::ﬁ‘/




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ATX2L_HUMAN

D4 D8 1hr 2hr 4hr 8hr

B2R9R2_HUMAN

B2RDE1_HUMAN

fold.chg 0.4 2.54 3.53 13.89 88.47
Pvalue <0.001 <0.001 <0.001 <0.001 <0.001




log10.AUC of peptides

log10.AUC of peptides

B4DJT8_HUMAN

T T T T
ctrl MEK PI3K combo

B4DLZ5_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

B2RE15_HUMAN

B4DJT8_HUMAN

fold.chg 0.38 0.87 0.81 2.35 9.41
Pvalue 0.022 0.677 0536 0.021 <0.001

——t
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

B4DSP3_HUMAN

fold.chg 0.98 1.64 2.42
Pvalue 0.903 0.047 0.01

: i
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

B4DSP3_HUMAN

« —— ©

- _—

D4 D8 1hr 2hr 4hr 8hr

B4DZW7_HUMAN

fold.chg 1.43 1.81 2.09 7.27 8.99
Pvalue 0.041 0.006 0.002 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

BAZ1B_HUMAN




log10.AUC of peptides

BCLF1_HUMAN

/

ctrl

T T T
MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

BBX_HUMAN

fold.chg 0.58 7.9 . 4.
Pvalue 0.313 0.008 0.018 0.01 0.034

D4 D8 1hr 2hr 4hr 8hr

BCL9_HUMAN

fold.chg 0.43 1.45 0.9 0.81 0.5
Pvalue 0.047 0.302 0.748 0.551 0.085

N
=

D4 D8 1hr 2hr h 8hr

BCLF1_HUMAN

fold.chg 0.68 3.05 2.56 7.61 10.63
Pvalue 0.332 0.011 0.019 <0.001 <0.001
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N
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D D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

BCR_HUMAN
fold.chg 0.35 1.87 3.51
Pvalue 0.006 0.01 0.003
—.

ctrl MEK PI3K combo
BET1 HUMAN

fold.chg 1.49 0.82 2.76

Pvalue 0.544 0.759 0.178

BICD2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

BCR_HUMAN

fold.chg 0.5 2.43 1.11 2.53 3.62
Pvalue 0.281 0.188 0.869 0.172 0.078

P

;\ ° °

o >: 4' —_—, /

T T T T T T

D4 D8 1hr 2hr 4hr 8hr
BET1 HUMAN

D4 D8 1hr 2hr 4hr 8hr

BICD2_HUMAN

fold.chg 0.67 1.22 0.61 0.82 0.76
Pvalue 0.312 0.613 0.23 0.605 0.481

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

BIG1 HUMAN
fold.chg 0.23 6.42 3.11
Pvalue 0.103 0.062 0.174

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

BIG1_HUMAN

fold.chg 0.78 4.09 2.02 1.63 17
Pvalue 0.659 0.025 0.22 0.384 0.297

D4 D8 1lh 2hr 4hr 8hr

=

BIG2_HUMAN

fold.chg 0.8 0.93 0.43 0.56 0.29
Pvalue 0.596 0.855 0.082 0.192 0.024

=3 — - —
=t %; — Q-

T T T T T T

D4 D8 1hr 2hr 4hr 8hr

BMP2K_HUMAN

~

fold.chg 0.53 1.88 0.75 1.7 1.82
Pvalue  0.02 0.022 0.196 0.039 0.026

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

BOD1L_HUMAN

fold.chg 1 1.94 6.99
Pvalue 0.999 0.173 0.003

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

BMS1_HUMAN

T
7./'

D4 D8 1hr 2hr 4hr 8hr

BOD1L_HUMAN

N

fold.chg 0.63 91

1 151 3.23 3.55
Pvalue 0.173 0.065 0.229 O

.002 0.001

D4 D8 1hr 2hr 4hr 8hr

BOREA_HUMAN

fold.chg 0.61 0.87 0.71 0.6 0.4
Pvalue 0.015 0.411 0.066 0.013 <0.001




log10.AUC of peptides

BPTF_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

BPTF_HUMAN

D4 D8 1hr 2hr 4hr 8hr

BRCA1_HUMAN

fold.chg 0.68 0.63 0.35 0.65 0.34
Pvalue 0.095 0.057 0.003 0.071 0.002

D4 D8 1hr 2hr 4hr 8hr

BRCA2_HUMAN

fold.chg 0.8 0.63 0.35 0.62 0.51
Pvalue 0.273 0.054 0.006 0.052 0.021

° ¢ k] )

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

BRD8_HUMAN

fold.chg 0.47 0.36 0.52 1.25 2.29
Pvalue 0.294 0.165 0.363 0.754 0.256

BUB1_HUMAN

fold.chg 0.48 0.55 0.33 0.46 0.36
Pvalue 0.001 0.004 <0.001 0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

BUB3_HUMAN

fold.chg 0.23 1.48 0.34 0.46 0.44
Pvalue 0.107 0.52 0.126  0.235 0.214




BUD13_HUMAN

log10.AUC of peptides

o -
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o
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr
C19L1 HUMAN
o -
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o
s ™~ 7
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2
s “°7 .
_g . \ . / \ . / - —_ .
o -
q- —
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
C8AP2_HUMAN C8AP2_HUMAN
o - fold.chg 0.41 1.7 0.94 0.92 0.67
Pvalue <0.001 <0.001 0.608 0.495 0.004
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ctrl MEK PI3K combo D4 D8 1hr 2h 4hr 8hr
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log10.AUC of peptides

CA021_HUMAN

fold.chg 0.51
Pvalue 0.189
L] <
[ ] \

0.93
0.882

2.85
0.062

ctrl

MEK

PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CA021_HUMAN

D4 D8 1hr 2hr 4hr 8hr

CAO055_HUMAN

fold.chg 0.46 1.6 0.81 3.21 3.57
Pvalue <0.001 0.001 0.022 <0.001 <0.001

CA131_HUMAN




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CA198 HUMAN

T T T T
ctrl MEK PI3K combo

CAB45_HUMAN

T T T T
ctrl MEK PI3K combo

CADH2_HUMAN

fold.chg 0.81 1.34 2.97
Pvalue 0.341 0.214 0.01
/g
e _é' =

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CA198 HUMAN

fold.chg 1.39 177 0.63 2.3 1.34
Pvalue  0.04 0.005 0.011 0.001 0.056
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° ___.\./c\
. — \./ .
I I I I I I
D4 D8 lhr 2hr 4hr 8hr

CAB45_HUMAN

fold.chg 0.51 1.35 0.94 1.03 1.08
Pvalue <0.001 0.013 0.546 0.801 0.494
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr

CADH2_HUMAN

fold.chg 0.73 1.54 0.64 1.08 0.55
Pvalue 0.001 <0.001 <0.001 0.149 <0.001

‘\o/.\./.\o

D4 D8 1hr 2hr 4hr 8hr




CALD1_HUMAN

sepndad jo ONv'016oO|

D8 1hr 2hr 4hr 8hr

D4

CALU_HUMAN

1.06 2.01 1.14 4.57 8.07
0.805 0.009 0.568 <0.001 <0.001

fold.chg
Pvalue

o —

sepndad jo ONv'016oO|

D8 1hr 2hr 4hr 8hr

D4

CALX_HUMAN

0.61 151 1.16 0.95 0.92
Pvalue <0.001 <0.001 0.173 0.634 0.439

fold.chg

o —

sepndad Jo onNv'016O

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

CBLB_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CARF_HUMAN

fold.chg 0.73 1.9 2.42 7.93 20.16
Pvalue 0.424 0.048 0.007 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

fold.chg 0.55 1.32 0.
Pvalue 0.201 0.5

~Noo
a
o
©
~

D4 D8 1hr 2hr 4hr 8hr
CBLB_HUMAN
fold.chg 0.73 .84 0.31 0.54 0.24

0 .
Pvalue 0.265 0.525 0.005 0.054 0.002

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

CCD86_HUMAN

fold.chg 0.66 1.23 3.19
Pvalue 0.589 0.779 0.19
L
—— T

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CC037_HUMAN

D4 D8 1hr 2hr 4hr 8hr

CCAR1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

CCD86_HUMAN

fold.chg 0.89 1.85 1.47 3.96 10.08
Pvalue 0.665 0.037 0.171 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

CCNC_HUMAN
T T T T
ctrl MEK PI3K combo
CCNY_HUMAN
fold.chg 0.36 0.58 0.36
Pvalue 0.019 0.132 0.018
* \ I . .
[ ] .
. \

ctrl MEK PI3K

combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CCNC_HUMAN

fold.chg 0.25 3.48 4.76 27.06 53.88
Pvalue 0.1 0.117 0.055 0.001 <0.001
/ /; 3
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. . : §' .
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr
CCNT2_HUMAN
fold.chg 0.31 0.73 0.45 0.75 0.62
Pvalue <0.001 0.018 <0.001 0.024 0.004
i —_—
\é %‘ = ==
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
CCNY_HUMAN
fold.chg 0.76 0.75 0.59 0.67 0.38
Pvalue 0.017 0.011 <0.001 0.001 <0.001
= —: =, é: \
—— _—— .




log10.AUC of peptides

log10.AUC of peptides

CD44_HUMAN
fold.chg 0.23 0.78 0.68
Pvalue 0.009 0.542 0.36

T T T T
ctrl MEK PI3K combo

CDC26_HUMAN

fold.chg 1.05 2.83 8.24
Pvalue 0.976 0.497 0.216

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CD11A_HUMAN

L

S — /.\'/

D4 D8 1hr 2hr 4hr 8hr

CD44_HUMAN

fold.chg 0.96 1.03 0.97 1.29 0.95
Pvalue 0.892 0.926 0.92 0.353 0.848

°
._——.\.

/
\

D4 D8 1hr 2hr 4hr 8hr

CDC26_HUMAN

fold.chg 0.87 0.94 0.76 2.48 1.99
Pvalue 0.785 0.908 0.579 0.075 0.171




log10.AUC of peptides

CDC42_HUMAN

ctrl

MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CDC42_HUMAN

- —_ . — . — ¢ —o
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
CDK9 HUMAN

fold.chg 0.66 0.88 0.36 0.81 0.79
Pvalue 0.054 0.547 <0.001 0.318 0.264

CDKAL_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

CDYL1_HUMAN

fold.chg 1.16 0.66
Pvalue NaN NaN

T T T T
ctrl MEK PI3K combo

CEO024_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CDYL1_HUMAN

D4 D8 1hr 2hr 4hr 8hr
CE022_HUMAN

fold.chg 0.85 0.92 0.97 3.82 7.23

Pvalue  0.82 0.874 0.948 0.058 0.018

D4 D8 1hr 2hr 4hr 8hr
CEO024 HUMAN
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

CE170_HUMAN

fold.chg 0.61 1.15 1.23
Pvalue 0.158 0.678 0.541
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ctrl MEK PI3K combo

CENPL_HUMAN

1.15 1.33

fold.chg
0.176 0.018

Pvalue
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ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CE164_HUMAN

fold.chg 0.33 1.24 0.79 0.32 0.23
Pvalue 0.002 0.307 0.275 0.002 0.001
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\:/ \-h;
T T T T T T

D4 D8 1hr 2hr 4hr 8hr

CE170_HUMAN

fold.chg 0.57 2.42 11 1.22 0.68
Pvalue 0.021 <0.001 0.688 0.397 0.099

\ ,4 . —
H E——HF é \‘ =4 %\‘
I I I I I I
D4 D8 lhr 2hr 4hr 8hr
CENPL_HUMAN
fold.chg 0.54 1.23 0.7 0.72 0.35
Pvalue 0.003 0.295 0.07 0.095 <0.001

Al




log10.AUC of peptides

log10.AUC of peptides

CENPQ_HUMAN

fold.chg 0.46 0.72 0.8
Pvalue 0.277 0.612 0.729
. o — —°
%; ?.é: ——
T T T T
ctrl MEK PI3K combo

CEP97_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

CENPQ_HUMAN

fold.chg 0.59 0.99 0.47 0.62 0.36
Pvalue 0.001 0.934 <0.001 0.003 <0.001

D4 D8 1hr 2hr 4hr 8hr

CEP55_HUMAN

fold.chg 0.63 1.18 0.73 0.89 0.68
Pvalue 0.004 0.196 0.027 0.38 0.01

D4 D8 1hr 2hr 4hr 8hr




CGBP1_HUMAN

log10.AUC of peptides
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D4 D8 lhr 2hr 4hr 8hr
CHO055 _HUMAN CHO055 _HUMAN
fold.chg 0.87 3.42 491 o - fold.chg 1.12 1.36 1.23 1.89 0.61
Pvalue 0.507 0.007 0.003 Pvalue 0.66 0.264 0.437 0.047 0.096
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ctrl MEK PI3K combo D4 D8 lhr 2hr 4hr 8hr
CHD4_HUMAN
o - fold.chg 0.46 6.12 2.94 3.63 4.05
Pvalue 0.172 0.005 0.054 0.024 0.016
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log10.AUC of peptides

CING_HUMAN

ctrl

MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CHMP6_HUMAN

CING_HUMAN

¢ — / \o/.\.

D4 D8 1hr 2hr 4hr 8hr

CIZ1_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

CKS1_HUMAN
fold.chg 0.69 2.4 13.97
Pvalue 0.15 0.002 <0.001

ctrl MEK PI3K

combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CK048_HUMAN

fold.chg 0.44 2.02 1.47 3.61 8.35
Pvalue 0.232 0.27 0.535 0.062 0.007
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° \‘ / /.

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

CKAP5 HUMAN

fold.chg 0.56 2 0.92 0.96 0.57

Pvalue 0.169 0.065 0.764 0.888 0.107

D4 D8 lhr 2h 4hr 8hr

=

CKS1_HUMAN

fold.chg 0.46 1.25 0.7 3.
Pvalue 0.055 0558 0.54 0.246 0.003
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D4 D8 lhr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CLO41_HUMAN

/

T T T T
ctrl MEK PI3K combo

CL043_HUMAN

T T T T
ctrl MEK PI3K combo

CLAP1_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CLO41_HUMAN

D4 D8 1hr 2hr 4hr 8hr

CL043_HUMAN

fold.chg 0.58 1.57 1.65 5.61 9.15
Pvalue 0.014 0.03 0.014 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

fold.chg 0.46 1.25 0.92 0.73 0.34
Pvalue 0.129 0.624 0.861 0.499 0.056

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CLAP2_HUMAN

fold.chg 0.46 1.02 1.92
Pvalue 0.01 0.889 0.018
-

T T T T
ctrl MEK PI3K combo

CLIC1_HUMAN

ctrl MEK PI3K combo

CLIP1_HUMAN

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CLAP2_HUMAN

fold.chg 0.44 1.08 0.75 0.49 0.3
Pvalue <0.001 0.702 0.173 0.002 <0.001
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D4 D8 lhr 2hr 4hr 8hr

CLIC1_HUMAN

fold.chg 1.17 4.13 3.09 6.24 27.28
Pvalue 0.267 <0.001 <0.001 <0.001 <0.001
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr
CLIP1_HUMAN

fold.chg 1.16 2.64 2.42 6.77 23.2
Pvalue 0.669 0.164 0.18 0.079 0.048

¢ —m 0




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CLSPN_HUMAN

fold.chg 0.73 0.74 0.72
Pvalue 0.161 0.171 0.171
. .
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T T T T
ctrl MEK PI3K combo

CNO043_HUMAN

ctrl MEK PI3K combo
CND1 _HUMAN

fold.chg 1.04 2.93 12.47

Pvalue 0.932 0.049 0.001

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CLSPN_HUMAN

fold.chg 0.97 1.71 0.78 0.84 0.29
Pvalue 0.905 0.067 0.406 0.533 <0.001
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D4 D8 1hr 2hr 4hr 8hr

CNO043_HUMAN

D4 D8 h 2hr 4hr 8hr

=
=

CND1_HUMAN

fold.chg 0.44 2.3 1.24 4.
Pvalue 0.147 0.146 0.689 0.025 0.053
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DI4 DIS 1;1r 2Ihr 4Ihr 8Ihr




log10.AUC of peptides

log10.AUC of peptides

CNDH2_HUMAN

T T T T
ctrl MEK PI3K combo

CNNM3_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CND3_HUMAN

fold.chg 0.59 0.85 0.55 0.94 0.45
Pvalue 0.018 0.339 0.011 0.683 0.003

CNDH2_HUMAN

D4 D8 1hr 2hr 4hr 8hr

CNNM3_HUMAN

fold.chg 0.73 1.06 0.8 1.14 0.84
Pvalue 0.053 0.654 0.142 0.346 0.233

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

CNOT2_HUMAN

ctrl MEK PI3K combo

COG1_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CNOT2_HUMAN

fold.chg 0.63 1.04 0.19 0.63 0.67
Pvalue 0.668 0.97 0.172 0.622 0.673

D4 D8 1hr 2hr 4hr 8hr
CO3_HUMAN
M \ . / ° —— « — .,
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
COG1 HUMAN

fold.chg 0.41 0.95 0.42 0.42 0.32
Pvalue <0.001 0.359 <0.001 <0.001 <0.001

Nz TSie=—i=—
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

COPB_HUMAN

fold.chg 0.66 1.21 0.7 1.23 15
Pvalue 0.228 0.559 0.291 0.534 0.236

/
3
===t
e / \./

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

CP110_HUMAN

fold.chg 0.77 1.65 0. . .
Pvalue 0.208 0.038 0.58 0.019 0.012

D4 D8 1hr 2hr 4hr 8hr

CPSF5_HUMAN




CPSF7_HUMAN
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7 1.04
0.204 0.878

0.43
0.005

0.47
0.012

fold.chg
Pvalue

o —

sepndad jo ONv'016oO|

0.43 1.41 2.02
0.053 0.428 0.095

fold.chg
Pvalue

"

sepndad Jo DNy 0160

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

CRCM_HUMAN

0.57 1.03 0.74 0.84 1.23
0.052 0.907 0.228 0.462 0.381

fold.chg
Pvalue
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D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CS029_HUMAN

T T T T
ctrl MEK PI3K combo

CSDE1_HUMAN

T T T T
ctrl MEK PI3K combo
CSN1_HUMAN

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CS029_HUMAN

fold.chg 1.95 2.62 1.39 15.08 26.5
Pvalue 0.002 0.001 0.023 <0.001 <0.001

CSDE1_HUMAN

fold.chg 0.54 0.87 0.52 0.97 2.31
Pvalue <0.001 0.02 <0.001 0.435 <0.001
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-\. .\'/:/:
.\ /.\./ /
\ /.\./.
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

CSN1_HUMAN

fold.chg 0.97 3.26 2.29 2.63 3.34
Pvalue 0.965 0.067 0.191 0.118 0.055

\.%’\\:f‘sé\:
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CSN3_HUMAN

CTBP1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

CTDP1_HUMAN

fold.chg 0.51 1.07 1.12 3.25 24.94
Pvalue 0.022 0.748 0.624 0.001 <0.001




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CTR2_HUMAN
fold.chg 0.77 0.75
Pvalue 0.412 0.449
¢ &. °
T T T T
ctrl MEK PI3K combo
CTSL2_ HUMAN
fold.chg 0.15 0.7 0.68
Pvalue 0.001 0.404 0.377

T T T T
ctrl MEK PI3K combo

CUX1_HUMAN

/

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CTR2_HUMAN

CTSL2_HUMAN

fold.chg 0.62 0.48 0.32 0.62 1.07
Pvalue 0.007 <0.001 <0.001 0.006 0.681
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr
CUX1_HUMAN

fold.chg 0.61 1.46 1.15 3.38 4.46
Pvalue 0.461 0.643 0.826 0.112 0.067
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

CWC15_HUMAN

T T T T
ctrl MEK PI3K combo

DBF4A_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

CWC15_HUMAN

fold.chg 0.83 0.87 0.66 1.36 2.16
Pvalue 0.607 0.718 0.291 0.415 0.079

. ;o
i " éé s_. Z: "

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
DAAM2_HUMAN

¢ —_— * \
\ . C—_ .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

DBF4A_HUMAN

fold.chg 0.49 1.46 0.88 0.95 0.66
Pvalue 0.027 0.198 0.652 0.844 0.154
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

DCK_HUMAN
fold.chg 0.99 5.1 7.84
Pvalue 0.972 <0.001 <0.001
[ % .
/. /

7/4

ctrl

T T T
MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

DBNL_HUMAN

fold.chg 0.6 0.87 0.66 0.73 0.91
Pvalue <0.001 0.236 0.002 0.012 0.394

D4 D8 1hr 2hr 4hr 8hr

DBPA_HUMAN

fold.chg 0.63 0.53 1.12 13.25 81.29
Pvalue 0.001 <0.001 0.01 <0.001 <0.001

CtcYc—. —

T \: —°

T T T T T T
D4 D8 lhr 2hr 4hr 8hr

DCK_HUMAN

fold.chg 1.3 8.37 7.18 11.58 10.18
Pvalue 0.262 <O 001 <0.001 <0.001 <0.001
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log10.AUC of peptides

log10.AUC of peptides

DCR1A_HUMAN

fold.chg 0.73 1.79 3.15
Pvalue 0.173 0.049 0.008
. . /: /:
T / o«
T T T T
ctrl MEK PI3K combo

DCTN1_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

DCNL1_HUMAN

DCR1A_HUMAN

fold.chg 1.39 1.33 0.52 1.66 0.77
Pvalue <0.001 0.001 <0.001 <0.001 0.001

|

° \e / —;
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

DCTN1_HUMAN

fold.chg 1.65 1.01 0.63 1.09 1.6
Pvalue  NaN NaN NaN NaN NaN
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

DDX17_HUMAN

T T T T
ctrl MEK PI3K combo

DDX18 _HUMAN

fold.chg 1.43 7.32
Pvalue 0.164 0.03
/;
. /
° S
T T T T
ctrl MEK PI3K combo

DDX20_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

DDX17_HUMAN

D4 D8 1hr 2hr 4hr 8hr

DDX18_HUMAN

fold.chg 1.15 1.08 2.48 6.21 8.55
Pvalue 0.842 0.918 0.212 0.019 0.008

D4 D8 1hr 2hr 4hr 8hr

DDX20_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

DDX27_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

DDX21_HUMAN

fold.chg 0.57 1.31 1.71 7.41 10.16
Pvalue 0.655 0.803 0.627 0.087 0.052
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D4 D8 1hr 2hr 4hr 8hr

DDX27_HUMAN

fold.chg 0.62 1.05 0.79 1.37 1.03
Pvalue 0.031 0.797 0.264 0.139 0.902
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log10.AUC of peptides

log10.AUC of peptides

DIP2B_HUMAN

ctrl MEK PI3K combo

DJB11_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

DIP2B_HUMAN

fold.chg 0.61 0.97 0.96 2.33 1.96
Pvalue 0.633 0.968 0.964 0.365 0.461
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D4 D8 1hr 2hr 4hr 8hr

DJB11_HUMAN

fold.chg 0.53 1.21 1 0.88 1.17
Pvalue <0.001 0.151 0.988 0.32 0.237

D4 D8 1hr 2hr 4hr 8hr

DJC30_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

DKC1_HUMAN

ctrl MEK PI3K combo
DLG1 HUMAN
L
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

DKC1_HUMAN

DLG1_HUMAN

fold.chg 1.01 12.99 4.65 4.9 4.58
Pvalue 0.952 <0.001 <0.001 <0.001 <0.001

DNJA1_HUMAN

fold.chg 0.72 0.73 0.4 1.6 431
Pvalue 0.337 0.361 0.033 0.191 0.005




log10.AUC of peptides

DPOE1_HUMAN

ctrl

MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

DPOE1_HUMAN

fold.chg 0.91 5.02 4.47 10.3 15.55
Pvalue 0.661 <0.001 0.001 <0.001 <0.001

fold.chg 0.65 1.33 0.53 0.93 1.37
Pvalue 0.249 0.446 0.092 0.841 0.413
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D4 D8 1hr 2hr 4hr 8hr
DREB_HUMAN
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log10.AUC of peptides

log10.AUC of peptides

E41L2_HUMAN

ctrl MEK PI3K combo

E41L.3_HUMAN

fold.chg 0.49 2.53 2.58
Pvalue 0.032 0.009 0.008
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T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

DYST_HUMAN

E41L2_HUMAN

fold.chg 0.61 1.09 0.65 2.18 5.76
Pvalue 0.564 0.923 0.603 0.34 0.04

E41L.3_HUMAN

fold.chg 0.53 1.78 1.15 1.63 1.23
Pvalue 0.005 QQ09 0524 0.024 0.338
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log10.AUC of peptides

log10.AUC of peptides

E9PAX8_HUMAN

ctrl MEK PI3K combo
ECI1_HUMAN

fold.chg 0.18 0.68 0.89

Pvalue 0.002 0.122 0.56

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

E9PAX8_HUMAN

\.

D4 D8 1hr 2hr 4hr 8hr

E9PEH3_HUMAN

fold.chg 0.77 1.12 0.53 1.11 0.43
Pvalue 0.695 0.871 0.369 0.875 0.244

hr 8hr
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ECI1_HUMAN

fold.chg 1.22 2.25 0.64 2.04 2
Pvalue 0.776 0.281 0.529 0.336 0.348
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log10.AUC of peptides

EFR3A_HUMAN

ctrl

MEK

PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

EF1D_HUMAN

fold.chg 0.39 0.88 0.51 0.81 0.74
Pvalue 0.01 0.616 0.034 0.395 0.248
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D4 D8 1hr 2hr 4hr 8hr
EF1G_HUMAN
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

EFR3A_HUMAN

fold.chg 0.8 0.92 0.43 0.68 0.48
Pvalue 0.012 0.213 <0.001 0.001 <0.001
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log10.AUC of peptides

log10.AUC of peptides

ELF1_HUMAN
fold.chg 0.32 0.28 2.12
Pvalue 0.054 0.046 0.077

- _ .

O o

ctrl MEK PI3K combo
ELYS HUMAN

fold.chg 0.2 0.59 2.27

Pvalue 0.431 0.778 0.669

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ELAV1_HUMAN

fold.chg 1.14 191 1.05 3.58 8.2
Pvalue  0.83 0.286 0.93 0.034 0.002
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D4 D8 lhr 2hr 4hr 8hr

ELF1_HUMAN

fold.chg 0.83 5.16 6.47 32.15 49.45
Pvalue 0.383 <0.001 <0.001 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr
ELYS HUMAN
fold.chg 0.35 0.72 0.33 1.05 2.36

Pvalue 0.412 0.791 0.356 0.967 0.45
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log10.AUC of peptides

ENAH_HUMAN
fold.chg 0.76 1.68 8.12
Pvalue 0.32 0.132 0.01

ctrl MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ENAH_HUMAN

fold.chg 0.61 0.92 0.68 1 191
Pvalue 0.039 0.699 0.091 0.994 0.011

D4 D8 1hr 2hr 4hr 8hr
ENASE_HUMAN
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D4 D8 1hr 2hr 4hr 8hr

ENPL_HUMAN

fold.chg 0.55 1.01 0.81 0.98 1.77
Pvalue 0.149 0.974 0535 0.949 0.124
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ENSA_HUMAN

fold.chg 0.2 1.56 2.61 7.14 28.4
Pvalue <0.001 0.003 <0.001 <0.001 <0.001
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D4 D8 1hr 2hr 4hr 8hr

EP15R_HUMAN

fold.chg 0.56 1.48 1.11 3.49 5.27
Pvalue  0.05 0.181 0.716 <0.001 <0.001
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

EP400_HUMAN

T T T T
ctrl MEK PI3K combo

EPS15_HUMAN

ctrl MEK PI3K combo
EPS8 HUMAN

fold.chg 0.38 151 2.73

Pvalue 0.002 0.158 0.002
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ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

EP400_HUMAN

fold.chg 0.89 1.84

4

10.33

1.36
Pvalue 0.019 <0.001 <0.001 <0.001 <0.001
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D4 D8 lhr 2hr

EPS15_HUMAN
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8hr
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EPS8_HUMAN

4hr

8hr

fold.chg 0.79 3.03 1.28
Pvalue 0.018 <0.001 0.015

1.55

1.53

<0.001 <0.001
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ERC6L_HUMAN

fold.chg 0.75 0.99 0.75 1.41 1.47
Pvalue 0.601 0.986 0.567 0.504 0.457
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D4 D8 1hr 2hr 4hr 8hr
ETV3_HUMAN
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr

EXOC2_HUMAN

fold.chg 0.54 3.66 1.93 2.47 1.48
Pvalue <0.001 <0.001 <0.001 <0.001 0.002




log10.AUC of peptides

F120A_HUMAN

fold.chg 0.47 0.89 1.03

Pvalue 0.198 0.819 0.947
. / . / ’
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T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

F120A_HUMAN

fold.chg 0.98 1.97 0.98 1.66 1.57
Pvalue 0.824 0.001 0.847 0.003 0.004

F136A_ HUMAN

D4 D8 1hr 2hr 4hr 8hr

F1712_HUMAN

fold.chg 0.38 1.78 0.94 1.85 0.85
Pvalue  0.03 0.132 0.845 0.111 0.634
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

F208A_HUMAN

. — .
/ . —_—
.
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

F208B_HUMAN

fold.chg 0.63 0.13 0.1 0.22 0.31
Pvalue 0.609 0.073 0.056 0.137 0.213
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log10.AUC of peptides

FANCI_HUMAN
fold.chg 0.45 1.22 1.27
Pvalue 0.001 0.172 0.106

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

FACD2_HUMAN

fold.chg 0.78 0.82 0.51 0.95 0.66
Pvalue 0.068 0.124 0.002 0.66 0.013

D4 D8 1hr 2hr 4hr 8hr

FAH2A_HUMAN

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
FANCI_HUMAN

fold.chg 0.58 0.64 0.44 0.78 0.42
Pvalue <0.001 0.001 <0.001 0.047 <0.001
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FKBP5_HUMAN FKBP5_HUMAN

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

fold.chg 1.43 3.69 o - fold.chg 0.49 1.81 1.61 4.21 6.39
Pvalue 0.207 0.022 Pvalue  0.01 0.024 0.058 <0.001 <0.001
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ctrl MEK PI3K combo
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ctrl MEK PI3K combo

log10.AUC of peptides
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

FUBP2_HUMAN

fold.chg 0.46 1.23 5.33
Pvalue 0.091 0.624 0.001
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ctrl MEK PI3K combo
FUBP3_HUMAN
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ctrl MEK PI3K combo
FXR1 _HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

FUBP2_HUMAN

fold.chg 0.37 0.61 0.42 2.17 3.68
Pvalue 0.007 0.141 0.011 0.022 <0.001

FUBP3_HUMAN

fold.chg 0.47 1.14 1.02 15 1.66
Pvalue 0.077 0.742 0.959 0.322 0.222

D4 D8 1hr 2hr 4hr 8hr

FXR1_HUMAN

fold.chg 1.36 2.66 3.21 24.82 55.1
Pvalue 0.01 <0.001 <0.001 <0.001 <0.001
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log10.AUC of peptides

GAGB1_HUMAN

fold.chg 1.19 5.97 6.87
Pvalue 0.773 0.049 0.04
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ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

G6PI_HUMAN

fold.chg 0.73 141 0.87 1.06 0.99
Pvalue 0.166 0.141 0513 0.806 0.982
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fold.chg 0.42 1. . 0
Pvalue 0.011 0.109 0.366 0.318 0.73
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Pvalue 0.138 0.

N

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

GBB1_HUMAN
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ctrl MEK PI3K combo
GBF1_HUMAN
fold.chg 0.77 0.4 0.55
Pvalue 0.387 0.04 0.111
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ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

GBB2_HUMAN

fold.chg 0.27 13 0.82 1.37 4.04
Pvalue <0.001 0.104 0.193 0.064 <0.001
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D4 D8 1hr 2hr 4hr 8hr
GBF1_HUMAN

fold.chg 0.54 1.06 0.31 0.43 0.39
Pvalue  0.01 0.675 0.001 0.003 0.005

0\:/ \:__,_,-—.‘.
U

T T T T T T

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

GCP3_HUMAN
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ctrl MEK PI3K combo

GDAP1_HUMAN

/

ctrl MEK PI3K combo

GEMI_HUMAN

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

GCP3_HUMAN

D4 D8 1hr 2hr 4hr 8hr

GDAP1_HUMAN

D4 D8 lhr 2h 4hr 8hr

=

GEMI_HUMAN

fold.chg 1.83 1.67 0.67 2.04 6.01
Pvalue 0.226 0.282 0.343 0.156 0.03
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log10.AUC of peptides

GIPC1_HUMAN
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log10.AUC of peptides

log10.AUC of peptides

GEMI4_HUMAN

D4 D8 1hr 2hr 4hr 8hr

GNL1_HUMAN

fold.chg 0.36 4.53 1.49 1.89 1.7
Pvalue <0.001 <0.001 0.005 <0.001 0.001




log10.AUC of peptides

GPTC8 HUMAN

fold.chg 6.98
Pvalue 0.054

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

GOGA3_HUMAN

fold.chg 0.69 1.9 1.06 6.13 20.34
Pvalue 0.267 0.092 0.856 <0.001 <0.001
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DI4 DIS 1;1r 2Ihr 4Ihr 8Ihr

GPTC8 HUMAN

fold.chg 1.36 2.41 3.67 16.2 45.47
Pvalue 0.638 0.042 0.004 <0.001 <0.001
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log10.AUC of peptides

log10.AUC of peptides

GRL1A_HUMAN

ctrl MEK PI3K combo
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ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

GRDN_HUMAN

. /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
GRL1A_HUMAN
: \t:
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

GRM1A_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

GTF2I_HUMAN

\

log10.AUC of peptides

Y
« —————— o

ctrl MEK PI3K combo
GTR1_HUMAN
fold.chg 0.93 2.22 11.07
Pvalue 0.87 0.074 0.004
c—. — - /‘
N .
. . /. /

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

GRP75_HUMAN

D4 D8 1hr 2hr 4hr 8hr

GTF2I_HUMAN

fold.chg 0.51 0.43 0.38 1 1.69
Pvalue <0.001 <0.001 <0.001 0.932 <0.001

. . / °
. — -— . /o
. O —— §: / . — :
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
GTR1_HUMAN

fold.chg 0.43 1.42 1.2 4.53 14.97
Pvalue 0.101 0.485 0.712 0.005 <0.001

hr hr

@)
e
v
®
=
=
=

N
>
=

N
™




log10.AUC of peptides

log10.AUC of peptides

H2AX_HUMAN

T T T T
ctrl MEK PI3K combo

H90B3 HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

GTR14_HUMAN

. * — » — . /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
H2AX_HUMAN

fold.chg 0.6 3.56 1.78 8.14 20.41
Pvalue 0.461 0.076 0.38 0.01 0.001

H90B3 HUMAN

. /

o T —

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

HAP28_HUMAN

ctrl

MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

HAP28_HUMAN

fold.chg 0.64 0.17 0.19 0.54 0.79
Pvalue 0.837 0.387 0419 0.748 0.903

° — \ — []
° . . ?-
\. ’-7-
. / '
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
HBB_HUMAN

fold.chg 0.33 0.99 0.62 0.85 1.03
Pvalue 0.003 0.957 0.075 0.485 0.898

D4 D8 1hr 2hr 4hr 8hr

HCFC1_HUMAN

D4 D8 1hr 2hr 4hr 8hr




HECD1_HUMAN

sapndad 40 ONv°0T6O

D8 1hr 2hr 4hr 8hr

D4

HERC2_HUMAN

- — .
—_—

sapndad 40 ONv°0T6O

D8 1hr 2hr 4hr 8hr

D4

HEXI1_HUMAN

sapndad 40 ONv°0TloO

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

HIN1L_HUMAN

PRE—-, )

ctrl MEK PI3K combo

HMGA1l_HUMAN

fold.chg 0.95 8.03 39.85
Pvalue 0.931 0.005 <0.001

ctrl MEK PI3K combo

HMGN4_HUMAN

fold.chg 12.7
Pvalue 0.002

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

HIN1L_HUMAN

D4 D8 1hr 2hr 4hr 8hr
HMGA1 HUMAN
fold.chg 0.57 7.03 8.2 22.4 55.24
Pvalue 0.239 <0.001 <0.001 <0.001 <0.001
/ : 25
]
. —_— : /n °
. — : /0 / .
c— H - . — 4
° \ M . Ss 7 i /
1 — R
[] \. /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
HMGN4_HUMAN
fold.chg 0.61 7.93 10.18 60.39 150.11
Pvalue 0.072 <0.001 <0.001 <0.001 <0.001
. / :
=
/' s /. /.
D /. N /. _—
3] ] /l 1 T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

HNRPF_HUMAN

T T T T
ctrl MEK PI3K combo

HNRPK_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

HNRLL_HUMAN

/

D4 D8 1hr 2hr 4hr 8hr

HNRPF_HUMAN

fold.chg 0.65 0.81 1.04 1.86 5.22
Pvalue 0.234 0526 0906 0.106 0.003

/;
——
H s. é: _— )
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

HNRPK_HUMAN

fold.chg 0.52 0.24 0.29 1.71 2.06
Pvalue 0.704 0.328 0.392 0.705 0.611

—

.\./'\= -— .
\2 74-

T T T T T T

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

HNRPU_HUMAN

fold.chg 12.7 113.73
Pvalue NaN NaN

T T T T
ctrl MEK PI3K combo

HP1B3_HUMAN

fold.chg 1.09 1.45 16.61
Pvalue 0.496 0.011 <0.001

|

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

HNRPU_HUMAN

fold.chg 0.81 2.48 4.97 29.84 55.4
Pvalue 0.521 0.014 0.001 <0.001 <0.001

/ —

’:,

D4 D8 1hr 2hr 4hr 8hr

HP1B3_HUMAN

D4 D8 1hr 2hr 4hr 8hr

HS105_HUMAN

o\./'\./o\.

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

HS905_HUMAN

ctrl

MEK

PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

HS71L_HUMAN

fold.chg 0.66 0.96 0.38 0.79 1.02
Pvalue 0.364 0.928 0.066 0.598 0.962

D4 D8 1hr 2hr 4hr 8hr

HS905_HUMAN

D4 D8 1hr 2hr 4hr 8hr

HS90A_HUMAN

fold.chg 0.68 1.37 0.66 1.18 1.24
Pvalue 0.001 0.002 <0.001 0.022 0.008

—_—.— e um—
=i =i —" .




log10.AUC of peptides

HSP7C_HUMAN

N
[e¢]

7.85

fold.chg 0.67
61 0.006

Pvalue 0.441

SN
-

)

log10.AUC of peptides

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

HS90B_HUMAN

fold.chg 0.88 1.04 0.63 1.06 9.34
Pvalue 0.939 0.981 0.78 0.968 0.305

fold.chg 0.55 15 0.95 2.68 2.8
Pvalue  0.09 0.212 0.871 0.018 0.015

HSP7C_HUMAN

fold.chg 0.67 1.82 1.16 1.86 2.82
Pvalue  0.26 0.092 0.668 0.082 0.006

0\. ‘%’424———;

!%s?'\%/ a—
\:

T T T T T T

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

HSPB1_HUMAN

fold.chg 1.94 6.47 70.28
Pvalue 0.003 <0.001 <0.001

T T T T
ctrl MEK PI3K combo

HUWE1_ _HUMAN

fold.chg 0.57
Pvalue 0.148

2o
Qo

7 1.
26 0.523

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

HSPB1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

HTSF1_HUMAN

fold.chg 0.51 2.65 2.06 3.86 5.28
Pvalue 0.079 0.018 0.061 0.003 0.001

D4 D8 1hr 2hr 4hr 8hr

HUWE1_HUMAN

o
J

2.82 3.96

fold.chg 0.58 1.67 1.
66 0.01 0.001

Pvalue 0.199 0.197 O.
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HXC10_HUMAN

sapndad 40 ONv°0T6O

D8 1hr 2hr 4hr 8hr

D4

HYLS1_HUMAN

sepndad jo ONv"01Ho

D8 1hr 2hr 4hr 8hr

D4

ICAL_HUMAN

sapndad 40 ONv°0TloO

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

ICLN_HUMAN
fold.chg 1.07 0.79 1.89
Pvalue 0.867 0.563 0.128

Il
I

log10.AUC of peptides

ctrl MEK PI3K

T
combo

log10.AUC of peptides

log10.AUC of peptides

ICLN_HUMAN

fold.chg 0.31 0.37 0.24 0.35 0.43
Pvalue <0.001 0.001 <0.001 0.001 0.01

' § —
. \. <: < o /
NS .

* \.

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
IDHC_HUMAN
¢ ~_ . _— CtY— .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
IF16_ HUMAN

fold.chg 0.33 1.29 0.68 1.
Pvalue 0.068 0.622 0.455 0.2 0.052

o« — /./
.\ /'\:/;%é
$ ) :§./'
.E,é:\.é. .




log10.AUC of peptides

IFAB_HUMAN
fold.chg 0.03 0.19 0.05
Pvalue 0.001 0.002 0.001

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

IF2B_HUMAN

fold.chg 0.45 1.03 0.82 3.14 4.85
Pvalue 0.038 0.937 0.566 0.002 <0.001

l/'
:§=/'\-%§/£i
e —— i :
c\./:\' /
BN —— a—

=
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

IF2G_HUMAN
L _’—o/.

,\./ .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

IFAB_HUMAN

fold.chg 0.85 0.5 0.19 0.17 0.09
Pvalue 0.554 0.016 <0.001 <0.001 <0.001
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

IFAG1_HUMAN

ctrl MEK PI3K combo

IFAG2_HUMAN

/

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

IFAG1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

IFT81_HUMAN

fold.chg 0.57 0.91 0.61 0.73 0.84
Pvalue <0.001 0.171 <0.001 0.003 0.029




log10.AUC of peptides

log10.AUC of peptides

ILF2_ HUMAN
T T T T
ctrl MEK PI3K combo
IMB1_HUMAN
[

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

ILF2_HUMAN

. /
— /

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
IMA2_HUMAN
‘ \ . —_— ° — « — © 3
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

IMMT_HUMAN

ctrl

MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

IMDH2_HUMAN

fold.chg 0.76 1.33 1.01 1.36 2.13
Pvalue 0.115 0.096 0.955 0.081 0.003

D4 D8 1hr 2hr 4hr 8hr

IMMT_HUMAN

fold.chg 0.57 0.88 0.62 0.75 0.71
Pvalue 0.019 0.547 0.041 0.18 0.116

f\./!t;_—;&‘ .
\. " \.

T T T T T T

D4 D8 lhr 2hr 4hr 8hr

INCE_HUMAN

fold.chg 0.52 0.6 0.42 0.83 1.15
Pvalue 0.054 0.134 0.015 0.57 0.666

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

IRS1_HUMAN
fold.chg 0.22 0.67 0.36
Pvalue 0.001 0.033 0.003

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

INT5_HUMAN

/: % .

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
IQGA1_HUMAN
. \ . __— - —_— R .

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

IRS1_HUMAN

fold.chg 0.58 0.47 0.25 0.31 0.22
Pvalue 0.007 0.001 <0.001 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

IRS2_ HUMAN
fold.chg 0.31 0.62 0.61
Pvalue 0.017 0.26 0.246

. « —— °
 —
—
. —_ .
T T T T
ctrl MEK PI3K combo
JIP4_HUMAN
fold.chg 0.94 0.7 0.72
Pvalue 0.651 0.05 0.062
L] ) ° _.

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

IRS2_HUMAN

fold.chg 0.7 0.77 0.38 0.54 0.57
Pvalue  0.17 0.296 0.001 0.023 0.033

.\./.\ _— .

c— .
T~ ——

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
JHD2C_ _HUMAN

. / :
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

JiP4_HUMAN

fold.chg 0.59 0.66 0.31 1.11 1.97
Pvalue 0.499 0588 0.191 0915 0.494

. — /‘ /‘
0O gy
—
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
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sapndad 40 ONv°0T6O

K0528_HUMAN

sapndad 40 ONv°0T6O

sapndad 40 ONv°0TloO

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

K0664_HUMAN

sapndad 40 ONv°0TloO

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

log10.AUC of peptides

K0947_HUMAN

ctrl MEK PI3K

K1967_HUMAN

combo

fold.chg 1.34 6.37
Pvalue 0.273 0.003

47.96
<0.001

log10.AUC of peptides

log10.AUC of peptides

K1109_HUMAN

K1967_HUMAN

fold.chg 0.67 1.87 2.84 15.6 44.27
Pvalue 0.359 0.102 0.006 <0.001 <0.001

e o s o Mmomo
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log10.AUC of peptides

KAD1_HUMAN

ctrl

MEK

PI3K

T
combo

log10.AUC of peptides

log10.AUC of peptides

KANK1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

KAT6A_HUMAN

fold.chg 0.68 1.26 1.13 7.12 17.79
Pvalue 0.193 0.467 0.642 <0.001 <0.001




log10.AUC of peptides

log10.AUC of peptides

KAT7_HUMAN

T T T T
ctrl MEK PI3K combo

KC1E_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KAT7_HUMAN

fold.chg 0.67 0.58 0.34 0.77 1.45
Pvalue 0.224 0.111 0.003 0.417 0.243

T ——. .’4.
\./. .

\. ‘.\-%
./

./
T T T T T T

D4 D8 1hr 2hr 4hr 8hr
KC1D_HUMAN

D4 D8 1hr 2hr 4hr 8hr

KC1E_HUMAN

fold.chg 0.66 0.79 0.42 0.51 0.34
Pvalue 0.005 0.039 <0.001 0.001 <0.001
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.—_———;\./.
e e e ——
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

KDIS_HUMAN

.\.\'/.

T T T T
ctrl MEK PI3K combo

KDM2A_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KDIS_HUMAN

fold.chg 0.82 0.9 0.7 1.47 3
Pvalue 0.085 0.32 0.006 0.003 <0.001

L
'\.———-\_/ "
.*._.\./'/'

o\.—_‘."/

D4 D8 1hr 2hr 4hr 8hr

KDM2A_HUMAN

fold.chg 0.66 1.75 1.48 411 6.13
Pvalue  0.15 0.059 0.163 <0.001 <0.001

/' '/ —

¢ — .
—_—=——

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

KDM4A_HUMAN

fold.chg 0.09 0.98 0.5 0.65 0.85
Pvalue <0.001 0.948 0.052 0.175 0.592




log10.AUC of peptides

log10.AUC of peptides

KI13B_HUMAN
fold.chg 0.57 1.33 0.85
Pvalue <0.001 0.015 0.112

.\/\.

—

T T T T
ctrl MEK PI3K combo

KI18A_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

KI13B_HUMAN

fold.chg 0.48 0.81 0.64 0.54 0.44
Pvalue <0.001 0.026 <0.001 <0.001 <0.001

'\./-\-___.\.
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\ % =
[ P  —— g
Ssi=r =
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\./. S — p—
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

KI20A_HUMAN

fold.chg 1.08 1.82 1.9 2.68 9.22
Pvalue 0.916 0.492 0468 0.301 0.142

@ =0

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

KI67_HUMAN

fold.chg 8.52
Pvalue 0.013

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KI67_HUMAN

fold.chg 1.47 1.8 2.11
Pvalue 0.427 0.147 0.055

10.78

26.06

<0.001 <0.001

AN
W

oo ocode

D4 D8 1hr 2hr 4hr 8hr
KIF11 HUMAN
fold.chg 0.46 0.79 0.28 0.52 0.86
Pvalue 0.006 0.22 0.001 0.012 0.419
. \ . i 4 \ . —— . /:
: \. /. \ /. — .
\ . / . \. . /
. /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

KIF15_HUMAN

D4 D8 lhr 2hr

4hr

8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KIF23_HUMAN

ctrl MEK PI3K combo
KIF2C_HUMAN
T T T T
ctrl MEK PI3K combo
KIF4A_HUMAN

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KIF23_HUMAN

fold.chg 0.68 1.55 1 1.21 1.31
Pvalue 0.053 0.031 0.996 0.296 0.156

D4 D8 1hr 2hr 4hr 8hr

KIF2C_HUMAN

fold.chg 0.47 1.38 0.99 3.4 5.83
Pvalue 0.003 0.072 0.933 <0.001 <0.001

. ——o
e /5
— 7? S
\:/ °
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

KIF4A_HUMAN

fold.chg 0.83 0.8 0.22 0.51 0.57
Pvalue 0.326 0.247 <0.001 0.01 0.022




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KIFC1_HUMAN

ctrl MEK PI3K combo
KIRR1 _HUMAN
— .

ctrl MEK PI3K combo
KPCD_HUMAN
-

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KIFC1_HUMAN

D4 D8 1hr 2hr 4hr 8hr
KIRR1 _HUMAN
S
T —

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
KPCD_HUMAN
. .

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KPCD1_HUMAN

0.77 1.35

fold.chg
0.118 0.084

Pvalue

So
N

o

2o

ctrl MEK PI3K combo
KPYM_HUMAN
fold.chg 0.45 2.09 4.85
Pvalue 0.006 0.008 0.001
— .
/

T T T T
ctrl MEK PI3K combo

KRI1_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KPCD1_HUMAN

fold.chg 0.55 0.47 0.33 0.25 0.54
Pvalue <0.001 <0.001 <0.001 <0.001 <0.001

KPYM_HUMAN

fold.chg 0.52 1.16 0.66 0.92 0.93
Pvalue <0.001 0.101 0.001 0.331 0.414

. \ . / \ R /
. §; %: §; [ .
T T T T T T
D4 D8 lhr 2hr 4hr 8hr
KRI1_HUMAN
fold.chg 0.5 2.14 5.97 13.2

1.6
Pvalue 0.251 0.35 0.23 0.095 0.066
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

LAP2A_HUMAN

fold.chg 0.91 1.69
Pvalue 0.71 0.117

10.53
0.002

ctrl MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

KS6A5_HUMAN

D4 D8 1hr 2hr 4hr 8hr

LAP2_HUMAN

fold.chg 0.58 1.14 0.49 0.63 13
Pvalue 0.001 0.138 <0.001 0.002 0.018

D4 D8 1hr 2hr 4hr 8hr

LAP2A_HUMAN

fold.chg 0.63 1.34 1 3.04 5.76
Pvalue 0.368 0.565 0.998 0.048 0.005
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'\. .\:
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

I

LAP2B_HUMAN

fold.chg 0.89 10.28 79.15
Pvalue 0.406 <0.001 <0.001

N\

- —_
0 =—

T T T T
ctrl MEK PI3K combo

LARP1_HUMAN

fold.chg 0.18 0.5 0.71
Pvalue 0.002 0.156 0.462

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

LAP2B_HUMAN

fold.chg 1.08 3.25 5.68 23.43  68.52
Pvalue 0.356 <0.001 <0.001 <0.001 <0.001
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.. °
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DI4 DIS 1;1r 2Ihr 4Ihr 8Ihr

LARP1_HUMAN

5 0.24 0.39 0.44

foldchg 06 0
3 <0001 0.001 0.003

Pvalue 0.062 0
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T T T T T T
D4 D8 lhr 2hr 4hr 8hr

LARP4_HUMAN

D4 D8 1hr 2hr 4hr 8hr




LASP1_HUMAN

LASP1_HUMAN

6.62
<0.001
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D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

LAT3_HUMAN

LAT3_HUMAN

sepndad jo ONv'016oO|

sepndad Jo DNy 0160

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

LBR_HUMAN

0.33 1.53 1.72 4.73 16.95
0.036 0.187 0.128 0.016 0.005

fold.chg
Pvalue

o —

sepndad Jo onNv'016O

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

log10.AUC of peptides

LC7L3_HUMAN

ctrl MEK PI3K combo
LIN9 HUMAN
fold.chg 1.06 1.38 1.7
Pvalue 0.87 0.425 0.228
. « m  °* \.
° . : _——
e

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

LC7L3_HUMAN

fold.chg 0.69 1.27 1.77 9.96 22.17
Pvalue 0.331 0.491 0.106 <0.001 <0.001
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D4 D8 1hr 2hr 4hr 8hr

LIMA1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

LIN9_ HUMAN

D4 D8 1hr 2hr 4hr 8hr




LMAN1_HUMAN
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D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

LMNB1_HUMAN

LMNB1_HUMAN

3.1
NaN

0.7 1.07 0.74 1.58
NaN NaN NaN NaN

fold.chg
Pvalue

o —

sepndad Jo onNv'016O

sepndad jo ONv'016O|

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl



log10.AUC of peptides

log10.AUC of peptides

LMO7_HUMAN
fold.chg 0.53 1.06 2.16
Pvalue 0.044 0.821 0.021
/ ¢

.\./'
CQ.?;
.\./'/

p—

T T T T
ctrl MEK PI3K combo

LMTK2_HUMAN

ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

LMO7_HUMAN

fold.chg 0.56 0.73 0.6 1.36 1.38
Pvalue 0.18 0.458 0.224 0.469 0.442
§ —
3 =, / ¢ ——— . /
. / °
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D4 D8 1hr 2hr 4hr 8hr
LPAR3_HUMAN
L4 \ . / — . \ ]
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

LPIN1_HUMAN
fold.chg 0.28 1.05 1.84
Pvalue 0.016 0.868 0.102

T T T T
ctrl MEK PI3K combo

LRC41_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

LPIN1_HUMAN

fold.chg 1.14 0.97 0.62 0.99 1.42
Pvalue 0.541 0.873 0.037 0.948 0.115

-‘.‘.\ /37;
1, . o —.
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

LRC41_HUMAN

fold.chg 0.5 0.65 0.41 1.02 1.43
Pvalue 0.002 0.043 <0.001 0.935 0.088
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D4 D8 1hr 2hr 4hr 8hr

LRC45_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

LRC59_HUMAN

LRCH3_HUMAN

fold.chg 0.32 0.45 0.31 0.17 0.09
Pvalue <0.001 <0.001 <0.001 <0.001 <0.001

LRRF1_HUMAN

fold.chg 0.52 1.87 0.99 3.37 5.34
Pvalue 0.336 0.41 0.988 0.089 0.027




log10.AUC of peptides

log10.AUC of peptides

LS14A_HUMAN

ctrl MEK PI3K combo
LSM2_HUMAN
. L[] / )
\ . /

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

LS14A_HUMAN

fold.chg 0.53 1.83 0.88 1.17 1.49
Pvalue 0.321 0.24 0.783 0.745 0.413

D4 D8 1hr 2hr 4hr 8hr

LSM11_HUMAN

fold.chg 0.76 1.05 0.93 3.07 5.55
Pvalue 0.126 0.713 0.527 0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

LSM2_HUMAN

fold.chg 0.49 2.15 2.46 14.78 74.25
Pvalue 0.027 0.01 0.005 <0.001 <0.001




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

LYRIC_HUMAN
fold.chg 0.41 1.91 20.66
Pvalue 0.08 0.154 0.003

ctrl MEK PI3K combo
LYST HUMAN

fold.chg 1.11 15.03 18.01

Pvalue 0.607 0.003 0.003

[

log10.AUC of peptides

7

¢« — o
Q —————0

T T T T
ctrl MEK PI3K combo

LZTS1_HUMAN

fold.chg 111 5.08 5.98
Pvalue 0.024 <0.001 <0.001

o0
o0
log10.AUC of peptides

\

ﬂl

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

LYRIC_HUMAN

fold.chg 0.64 0.27 0.27 0.47 3.79
Pvalue  0.73 0.437 0428 0.569 0.341

D4 D8 1hr 2hr 4hr 8hr

LYST_HUMAN

fold.chg 0.37 12.85 8.03 8.62 6.32
Pvalue <0.001 <0.001 <0.001 <0.001 <0.001
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr
LZTS1 HUMAN
fold.chg 0.54 5 2.05 1.64 0.77
Pvalue 0.162 0.003 0.106 0.247 0.522




log10.AUC of peptides

MACF1_HUMAN

fold.chg 0.68 4.36 24.17
Pvalue 0.277 0.072 0.034

\

=

:Qo
°

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

M21D1_HUMAN

fold.chg 0.49 1.61 1.79 9.76 21.78
Pvalue 0.107 0.232 0.15 <0.001 <0.001

e e
. /!%o
o =———2¢
T T T T T T
D4 D8 lhr 2hr 4hr 8hr
MACF1 HUMAN
fold.chg 0.61 1.1 0.7 2.07 2.34
Pvalue 0.251 0.824 0.365 0.105 0.043

D4 D8 1hr 2hr 4hr 8hr

MAF1_HUMAN

«——— e — ¢ —

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

MAP1B_HUMAN

fold.chg 2.82 3.03 34.62
Pvalue NaN NaN NaN

\

log10.AUC of peptides

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

MAGD2_HUMAN

fold.chg 1.3 2.4 1.2 1.64 1.31
Pvalue 0.181 <0.001 0.353 0.014 0.181
—. ? . S :
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H i : § =t %:
]  — . p—— /"
T T T T T T
D4 D8 lhr 2hr 4hr 8hr
MAP1B_HUMAN
fold.chg 0.23 0.74 0.59 1.94 7.67
Pvalue <0.001 0.393 0.107 0.035 <0.001

D4 D8 1hr 2hr 4hr 8hr
MAP1S HUMAN
fold.chg 1.3 1.43 0.74 0.88 0.15
Pvalue 0.329 0.195 0.267 0.631 <0.001




log10.AUC of peptides

MAST2_HUMAN

fold.chg

Pvalue 0.138 0.778

So
2,

. ———i=——
e —

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MAP4_HUMAN

MARE1_HUMAN

¢ — /'\ /.’—o

D4 D8 1hr 2hr 4hr 8hr

MAST2_HUMAN

fold.chg 0.71 1.39 0.75 0.95 0.77
Pvalue 0.165 0.173 0.233 0.84 0.278
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D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

MBB1A_HUMAN

4.82
0.003

2.56
0.043

1.13 0.8
0.769 0.6

0.7
0.446

fold.chg
Pvalue

\

o —

sepndad Jo onNv'016O

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

log10.AUC of peptides

MBD1_HUMAN

T T T T
ctrl MEK PI3K combo

MCM2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MBD1_HUMAN

fold.chg 0.56 2.08 1.39 2.23 2.62
Pvalue  0.03 0.012 0.143 0.008 0.004
. ¢ —=4
¢
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
MCM2_HUMAN
fold.chg 0.87 2.71 2.04 2.69 6.92
Pvalue 0.746 0.025 0.101 0.026 <0.001
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D4 D8 lhr 2hr

MCM5_HUMAN

4hr

8hr

D4 D8 lhr 2hr

4hr

8hr




log10.AUC of peptides

MDC1 HUMAN
fold.chg 1.01 1.7 7.01
Pvalue 0.947 0.042 <0.001

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MD2BP_HUMAN

fold.chg 2.2 3.24 3.06 15.28  28.27
Pvalue 0.476 0.204 0.197 0.012 0.005

=
e—_ /. :/./
-/;/‘_t/

MDC1_HUMAN

fold.chg 0.66 1.05 1.01 2.5 3.72
Pvalue 0.028 0.778 0.946 <0.001 <0.001

o
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:\:><:><=2i?“
=, ===t c—
:\ %:\34.

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

MED1_HUMAN

©

fold.chg 0.55 0.85 0.83 1.97 3.07
Pvalue 0.018 0.252 0.207 0.009 0.002

0




log10.AUC of peptides

MIB1_HUMAN
fold.chg 0.4 0.47 1.34
Pvalue 0.044 0.071 0.357

\'

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MED13_HUMAN

fold.chg
Pvalue

0.67 1.53 0.76 .38 0.86

1
0.303 0.27 0.463 0.397 0.694

D4 D8 1hr 2hr 4hr 8hr
MIB1 _HUMAN
fold.chg 0.77 0.99 0.48 0.89 1.12
Pvalue 0.077 0.934 <0.001 0.405 0.436

D4 D8 1hr 2hr 4hr 8hr
MICA1 HUMAN
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

MINT_HUMAN

ctrl MEK PI3K

T
combo

log10.AUC of peptides

log10.AUC of peptides

MICA3_HUMAN

D4 D8 1hr 2hr 4hr 8hr

MK04_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

MOES_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MK671_HUMAN

D4 D8 1hr 2hr 4hr 8hr

MLL1_HUMAN

fold.chg 0.49 0.24 0.16 0.55 0.64
Pvalue  0.54 0.188 0.095 0.53 0.639

« —— 8

.\. . .40
T.;;%.\.

D4 D8 1hr 2hr 4hr 8hr

MOES_HUMAN

fold.chg 1.29 1.95 0.56 1.05 1.15
Pvalue 0.606 0.212 0.264 0915 0.815
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D4 D8 lhr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MORC3_HUMAN

T T T T
ctrl MEK PI3K combo

MOV10_HUMAN

fold.chg 0.52 1.02 1.33
Pvalue 0.004 0.888 0.1
L
¢ —_ . / o
: Eo 5’ _—
T T T T
ctrl MEK PI3K combo
MPDZ_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MORC3_HUMAN

fold.chg 1.21 141 0.69 2.14 2.99
Pvalue 0.675 0.405 0.321 0.047 0.006

MOV10_HUMAN

fold.chg 0.58 1.25 0.77 1 1.11
Pvalue  0.002 0.13 0.085 0.985 0.477

D4 D8 1hr 2hr 4hr 8hr

MPDZ_HUMAN

fold.chg 0.9 0.3 0.16 0.2 0.38
Pvalue 0.658 <0.001 <0.001 <0.001 0.001
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D4 D8 lhr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MRE11_HUMAN

T T T T
ctrl MEK PI3K combo

MSH3_HUMAN

ctrl MEK PI3K combo
MSH6_HUMAN

fold.chg 2.99 18.24

Pvalue NaN NaN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

MRE11_HUMAN

S
. . . /
\ . /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
MSH6_HUMAN

fold.chg 0.33 157 1.95 3.48 28.1
Pvalue 0.361 0.693 0531 0.269 0.036




log10.AUC of peptides

MST4_HUMAN
fold.chg 0.78 2.29 25.36
Pvalue 0.266 0.002 <0.001

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MST4_HUMAN

fold.chg 1.11 1.06 0.65 2.72 16.66
Pvalue 0.39 0.653 0.002 <0.001 <0.001
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D4 D8 1hr 2hr 4hr 8hr

MTL2B_HUMAN

MTUS1_HUMAN

-

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MY18A_HUMAN

T T T T
ctrl MEK PI3K combo

MYH10_HUMAN

N
o_
T T T T
ctrl MEK PI3K combo
MYH9 HUMAN

e

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MY18A_HUMAN

D4 D8 1hr 2hr 4hr 8hr

MYH10_HUMAN

fold.chg 0.69 1.24 0.67 1.02 1.27
Pvalue  0.08 0.29 0.057 0.908 0.234

¢ —o /.\'/’
—0

:§g43§0§:7‘2

D4 D8 1hr 2hr 4hr 8hr

MYH9_HUMAN

fold.chg 0.75 1.05 0.97 3.54 11.4
Pvalue 0.189 0.815 0.879 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

MYLK_HUMAN
. / )
T T T T
ctrl MEK PI3K combo

MYO1lE_HUMAN

—_

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MYLK_HUMAN

fold.chg 0.66 1.94 1.41 3.66 10.38
Pvalue 0.273 0.048 0.295 0.001 <0.001

/5?‘3
v—_ /3%2 ./:
: - /.

'5.%./‘.7'/
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

MYO1lE_HUMAN

fold.chg 0.72 3.52 1.45 1.55 1.29
Pvalue <0.001 <0.001 <0.001 <0.001 0.001

D4 D8 1hr 2hr 4hr 8hr

MYO9B_HUMAN

fold.chg 0.44 1.38 0.63 0.58 0.38
Pvalue <0.001 0.002 <0.001 <0.001 <0.001
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l\./ \i=_;=\\;




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MYOF_HUMAN
: \ . / ’
T T T T
ctrl MEK PI3K combo

MYPT1_HUMAN

fold.chg
Pvalue
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T T T T
ctrl MEK PI3K combo

MYPT2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

MYOF_HUMAN

MYPT1_HUMAN

3 .6 5.57

fold.chg 0.9 1.87 0. 2
4 0.01 <0.001

Pvalue 0.769 0.073 0.

[ee)e)

.—.7'\.4:%:
=, .\.7'

. \.

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

MYPT2_HUMAN

fold.chg 0.72 1.6 0.88 1.69 2.85
Pvalue 0.001 <0.001 0.055 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

NACA HUMAN
fold.chg 0.79 1.94 11.22
Pvalue 0.519 0.097 <0.001

log10.AUC of peptides

;gg%

T T T T
ctrl MEK PI3K combo

NASP_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

NACA_HUMAN

fold.chg 0.88 2.39 1.27 7.14 16.96
Pvalue 0.133 <0.001 0.02 <0.001 <0.001
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L : E . . _—
° o / . \:
I I I I I I
D4 D8 lhr 2hr 4hr 8hr
NADAP_HUMAN
fold.chg 0.84 1.5 1.31 4.16 5.25

Pvalue 0.709 0.328 0.514 0.001 <0.001

NASP_HUMAN

fold.chg 0.42 2.43 2.54 7.16 13.88
Pvalue <0.001 <0.001 <0.001 <0.001 <0.001
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log10.AUC of peptides

log10.AUC of peptides

NBEL1_HUMAN

T T T T
ctrl MEK PI3K combo

NBEL2_HUMAN

fold.chg 0.51 1.49 2.57
Pvalue 0.001 0.006 <0.001
L
—_ i
: \. / . _
\ . /
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NBEL1_HUMAN

fold.chg 0.39 0.59 0.21 0.93 1.62
Pvalue 0.184 0.44 0.038 0.911 0.452

D4 D8 1hr 2hr 4hr 8hr

NBEL2_HUMAN

fold.chg 0.57 15 0.83 1.23 1.75
Pvalue 0.003 0.024 0.261 0.218 0.003
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D4 D8 1hr 2hr 4hr 8hr
NBN_HUMAN
. ° / *

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

NDC80_HUMAN

fold.chg 0.38 0.53 0.67
Pvalue <0.001 <0.001 0.001
: \ P
e
; \5 —— :
\ R I
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NBR1_HUMAN

. /
¢ — /

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
NCOA4 _HUMAN

— ¢

NDC80_HUMAN

fold.chg 0.49 0.79 0.41 0.61 0.59
Pvalue <0.001 0.023 <0.001 <0.001 <0.001




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NDE1_HUMAN

fold.chg 1.1 2.53 3.46 18.78 32.71
Pvalue 0.859 0.078 0.034 0.002 0.001

c——4¢
e /Q/

o —0
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T T T T T T
D4 D8 lhr 2h 4h 8hr

=
=

NDRG2_HUMAN

fold.chg 0.56 0.99 0.66 0.83 0.8
Pvalue 0.441 0.984 0576 0.802 0.764

c—

>
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

NDRG3_HUMAN

fold.chg 0.58 0.91 0.75 2.1 2.27
Pvalue 0.442 0.888 0.659 0.269 0.226
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

NEB1_HUMAN

ctrl MEK PI3K combo
NEK2_HUMAN
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

NEB1_HUMAN

¢ —_—, —

D4 D8 1hr 2hr 4hr 8hr

NED4L_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

NEP_HUMAN
fold.chg 0.32 0.59 0.55
Pvalue 0.001 0.079 0.048

ctrl MEK PI3K combo
NEST_HUMAN

fold.chg 0.69 3.38 12.98

Pvalue 0.19 0.002 <0.001

A

<

ctrl EK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NEP_HUMAN

fold.chg

0.39 0.75 0.62

0.42 0.41

Pvalue <0.001 0.008 <0.001 <0.001 <0.001

|

—_—
—_—

I

Al

D4 D8 1hr 2hr 4hr 8hr
NEST_HUMAN

fold.chg 0.47 0.92 0.83 25 5.45

Pvalue 0.011 0.775 0.51 0.002 <0.001
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D4 D8 1hr 2hr 4hr 8hr
NFIA_ HUMAN
fold.chg 0.78 2.02 1.15 2.55 2.35
Pvalue 0.594 0.116 0.733 0.036 0.053
e . e
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

NFIP2_HUMAN
fold.chg 0.36 15.94 17.26
Pvalue 0.097 0.033 0.033

0 =———————0
« ————— ¢

° §
.
T T T T
ctrl MEK PI3K combo
NGAP_HUMAN
fold.chg 1.13 0.86 0.62
Pvalue 0.513 0.44 0.036

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NFIP2_HUMAN

fold.chg 1.06 21.86 2552 1851 29.74
Pvalue 0.861 <0.001 <0.001 <0.001 <0.001
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D4 D8 1hr 2hr 4hr 8hr

NGAP_HUMAN

fold.chg 0.78 0.44 0.37 0.47 0.32
Pvalue 0.177 <0.001 <0.001 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

NGDN_HUMAN

fold.chg 0.96 0.64 1.15 3.93 8.42
Pvalue 0.881 0.193 0.539 0.007 0.002




log10.AUC of peptides

log10.AUC of peptides

NHSL1_HUMAN

fold.chg 0.77 0.93 0.83
Pvalue 0.526 0.864 0.653
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ctrl MEK PI3K combo
NIPBL_HUMAN
fold.chg 1.68 0.54 3.59
Pvalue 0.555 0.348 0.092

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NHSL1_HUMAN

fold.chg 0.47 0.54 0.34 0.32 0.45
Pvalue 0.018 0.048 0.002 0.001 0.011
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D4 D8 lhr 2hr 4h

NIPBL_HUMAN

fold.chg 0.9 1.43 1.47 4.57 13.08
Pvalue 0.879 0.496 0.446 0.006 <0.001
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NKAP_HUMAN
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ctrl MEK PI3K combo
NKTR_HUMAN
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T T T T
ctrl MEK PI3K combo
NLK_HUMAN
fold.chg 0.41 0.66 0.9
Pvalue 0.008 0.154 0.728
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ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NKAP_HUMAN

fold.chg 0.37 1.44 1.58 5.89 10.73
Pvalue 0.002 0.025 0.012 <0.001 <0.001
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D4 D8 1hr 2hr 4hr 8hr
NKTR_HUMAN
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D4 D8 lhr 2h

NLK_HUMAN

fold.chg 0.6 0.86 0.61 0.58 0.32
Pvalue 0.003 0.344 0.003 0.001 <0.001
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log10.AUC of peptides

log10.AUC of peptides

NOB1 HUMAN
fold.chg 0.96 15.61 40.62
Pvalue 0.789 <0.001 <0.001

ctrl MEK PI3K combo

NOG1_HUMAN

e

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NNTM_HUMAN

: \ . / * \ . . / ¢
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D4 D8 1hr 2hr 4hr 8hr
NOB1 HUMAN

D4 D8 1hr 2hr 4hr 8hr

NOG1_HUMAN
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NOL7_HUMAN NOL7_HUMAN

log10.AUC of peptides

log10.AUC of peptides

o — fold.chg 0.51 1.24 0.65 0.74 0.48
Pvalue <0.001 0.042 0.003 0.013 <0.001
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NRP1_HUMAN

D4 D8 1hr 2hr 4hr 8hr
NSD1 HUMAN
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D4 D8 1hr 2hr 4hr 8hr

NU153_HUMAN

fold.chg 0.62 11 0.54 0.69 0.77
Pvalue  0.01 0.464 0.003 0.024 0.081




NU205_HUMAN
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D8 1hr 2hr 4hr 8hr

D4

NU214_HUMAN

sepndad Jo DNy 0160

MEK PI3K combo

ctrl

NUCKS_HUMAN

NUCKS_HUMAN

0.65 2.28 4.38 18.55  29.99
0.053 <0.001 <0.001 <0.001 <0.001
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log10.AUC of peptides

NUP93_HUMAN

fold.chg 0.96 2.03 2.82
Pvalue 0.902 0.039 0.006
. —!
[, e <
0 m——

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NUP88_HUMAN

o\./.\./'\.

D4 D8 1hr 2hr 4hr 8hr

NUP93_HUMAN

fold.chg 0.72 1.14 0.97 1.61 1.71
Pvalue 0.505 0.777 0.95 0.309 0.252

NUP98_HUMAN

fold.chg 0.54 1.33 0.87 0.76 0.61
Pvalue 0.007 0.095 0.361 0.102 0.017




log10.AUC of peptides

|

OGFR_HUMAN
fold.chg 1.29 5.69 26.76
Pvalue 0.376 0.006 0.001

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

NUSAP_HUMAN

fold.chg 0.44 2.3 1.66 2 1.95
Pvalue 0.024 0.022 0.142 0.051 0.06

\:—-— ——
e, ==t
.\2/
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

OCAD1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

OGFR_HUMAN

fold.chg 0.73 1.94 1.48 7.91 7.64
Pvalue 0.393 0.049 0.162 <0.001 <0.001
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log10.AUC of peptides

log10.AUC of peptides

OSB10_HUMAN
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fold.chg
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ctrl MEK PI3K combo
OSB11 HUMAN
fold.chg 0.32 1.71 3.5
Pvalue 0.001 0.022 <0.001
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ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

OLA1_HUMAN

h hr

_‘
N

D4 D8
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OSB10_HUMAN

4hr

8hr

fold.chg 0.47 2.38 0.97
Pvalue <0.001 <0.001 0.807

0.93
0.62

1.36

0

.045

OSB11_HUMAN

fold.chg 0.64 0.93 0.6
Pvalue 0.001 0.567 <0.001

0.72
0.014

<0.001
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log10.AUC of peptides

P52K_HUMAN

ctrl

MEK

PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

P52K_HUMAN

P5I11_HUMAN

fold.chg 1.13 2.26 1.28 1.26 1.92
Pvalue 0.364 <0.001 0.082 0.094 <0.001
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D4 D8 lhr 2hr 4hr 8hr

PA2G4_HUMAN

fold.chg 0.8 1.69 0.48 2.39 1.89
Pvalue 0.723 0.418 0.265 0.201 0.33




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PACE1_HUMAN

T T T T
ctrl MEK PI3K combo

PACS1_HUMAN

T T T T
ctrl MEK PI3K combo

PACS2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PACE1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

PACS1_HUMAN

T, —

D4 D8 1hr 2hr 4hr 8hr

PACS2_HUMAN

fold.chg 0.59 0.26 0.27 0.34 0.61
Pvalue 0.238 0.079 0.082 0.075 0.349
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log10.AUC of peptides

log10.AUC of peptides

PAIRB_HUMAN

PAIRB_HUMAN
fold.chg 1.24 14.44 57.21 o - fold.chg
Pvalue 0.163 <0.001 <0.001 Pvalue

e o0
log10.AUC of peptides

0.65 2.74 1.78 4.45
0.345 0.025 0.169 0.001

8.32
<0.001

ctrl MEK PI3K
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PARN_HUMAN

log10.AUC of peptides

D4 D8 1hr 2hr 4hr 8hr

PASK_HUMAN

log10.AUC of peptides

fold.chg 0.47 1.24 0.73 0.86 0.58
Pvalue <0.001 0.014 0.003 0.044 <0.001

D4 D8 1hr 2hr 4hr 8hr

PAXI_HUMAN

log10.AUC of peptides

PAXI_HUMAN
1.74 13.74
0.527 0.143

F

log10.AUC of peptides

fold.chg 0.14 0.6 0.2 0.94 2.33
Pvalue 0.095 0.649 0.15 0.953 0.429

PI3K combo




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PCCB_HUMAN

D4 D8 1hr 2hr 4hr 8hr

PCF11_HUMAN

. /
. / L4 "
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
PCM1 HUMAN

fold.chg 0.39 2.35 1.93 3.7 5.82
Pvalue 0.203 0.237 0.348 0.095 0.04




log10.AUC of peptides

log10.AUC of peptides

PCNP_HUMAN

T T T T
ctrl MEK PI3K combo

PDE4D_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PCNP_HUMAN

fold.chg 3.22 0.82 0.46 1.39 2.12
Pvalue 0.346 0.871 0517 0.784 0.534

D4 D8 1hr 2hr 4hr 8hr

PCX3_HUMAN

.\./.\./.\o

D4 D8 1hr 2hr 4hr 8hr

PDE4D_HUMAN

fold.chg 0.79 1.13 0.64 1.81 241
Pvalue  0.32 0.591 0.092 0.04 0.009

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

PDS5B_HUMAN

T T T T
ctrl MEK PI3K combo

PDXD1_HUMAN

fold.chg

0. .
Pvalue 0.532 0.066

So
ok

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PDIA4_HUMAN

D4 D8 1hr 2hr 4hr 8hr

PDS5B_HUMAN

fold.chg 0.57 1.46 0.9 1.82 1.68
Pvalue 0.383 0.549 0.858 0.355 0.419

D4 D8 1hr 2hr 4hr 8hr

PDXD1_HUMAN

fold.chg 0.58 1.08 0.58 0.88 1.88
Pvalue 0.286 0.87 0.255 0.768 0.182
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PEAK1_HUMAN

fold.chg 0.4 0.7 0.29 0.41 0.15
Pvalue <0.001 0.006 <0.001 <0.001 <0.001

PER1_HUMAN

'\ /'\- °

D4 D8 1hr 2hr 4hr 8hr
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PGM1_HUMAN

sepndad jo ONv"01Ho

D8 1hr 2hr 4hr 8hr
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PHAR4_HUMAN

sepndad jo ONv"01Ho
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PHB_HUMAN

D4 D8 1hr 2hr 4hr 8hr

PHB2_HUMAN

fold.chg 0.62 11 0.63 0.98 1.15
Pvalue 0.206 0.781 0.231 0.957 0.698
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log10.AUC of peptides

PHF6_HUMAN
fold.chg 2.49 17
Pvalue 0.175 0.058

ctrl MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PHF3_HUMAN

fold.chg 2.64 2.94 2.76 10.68 21.01
Pvalue 0.165 0.142 0.149 0.007 0.002
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D4 D8 1hr 2hr 4hr 8hr

PHF6_HUMAN

fold.chg 0.52 2.01 2.05 9.93 14
Pvalue 0.008 0.004 0.005 <0.001 <0.001
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D4 D8 1hr 2hr 4hr 8hr

PHLB1_HUMAN

fold.chg 0.52 0.43 0.22 0.33 0.61
Pvalue 0.347 0.271 0.041 0.122 0.519
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log10.AUC of peptides

log10.AUC of peptides

PHLP_HUMAN

ctrl MEK PI3K combo
PIPNA_ HUMAN
-

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

PI51C_HUMAN

fold.chg 1.03 0.41 0.26 0.19 0.07
Pvalue 0.967 0.162 0.04 0.016 0.001
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PKHA3_HUMAN PKHA3_HUMAN

log10.AUC of peptides

log10.AUC of peptides

fold.chg 0.31 3.45 8.61 o - fold.chg 0.62 5.52 3.27 4.53 4.58
Pvalue <0.001 <0.001 <0.001 Pvalue 0.01 <0.001 <0.001 <0.001 <0.001
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ctrl MEK PI3K combo D4 D8 1hr 2hr 4hr 8hr
PKHH1 _HUMAN
o fold.chg 0.53 0.79 0.33 0.19 0.14
Pvalue 0.002 0.143 <0.001 <0.001 <0.001
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PKN2_HUMAN
fold.chg 0.27 0.54 0.53
Pvalue 0.027 0.152 0.147

T T T T
ctrl MEK PI3K combo

PKN3_HUMAN

» —0 /
T T T T
ctrl MEK PI3K combo
PKP4_HUMAN
fold.chg 0.68 1.48 2.33
Pvalue 0.553 0.55 0.241
;o
—. /i = .

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PKN2_HUMAN

D4 D8 1hr 2hr 4hr 8hr
PKN3_HUMAN
fold.chg 0.33

1.
Pvalue 0.014 0.

D4 D8 h 2h 4hr 8hr

=
=
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PKP4_HUMAN

fold.chg 0.56 1.26 0.71 1.18 1
Pvalue <0.001 0.039 0.003 0.148 0.998




log10.AUC of peptides

PLCD3_HUMAN

fold.chg 0.34 0.8 1
Pvalue 0.001 0.093 0.985
° < . /: .
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ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PLCD3_HUMAN

fold.chg 0.72 0.97 0.7 0.81 0.83
Pvalue 0.013 0.795 0.01 0.09 0.132

D4 D8 1hr 2hr 4hr 8hr

PLCG1_HUMAN

fold.chg 0.65 0.77 0.61 0.43 0.19
Pvalue 0.001 0.009 0.001 <0.001 <0.001
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log10.AUC of peptides

log10.AUC of peptides

PLINS_HUMAN

T T T T
ctrl MEK PI3K combo

PLXC1_HUMAN

fold.chg 0.51 1.7 4.43
Pvalue 0.004 0.008 <0.001
¢
‘ /
L] \.

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PLINS_HUMAN
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D4 D8 1hr 2hr 4hr 8hr

PLPL6_HUMAN

D4 D8 1hr 2hr 4hr 8hr

PLXC1_HUMAN

fold.chg 1.1 3.59 1.52 2.9 8.37
Pvalue 0.139 <0.001 0.001 <0.001 <0.001
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log10.AUC of peptides

PMS2 HUMAN
fold.chg 1.22 0.44 0.43
Pvalue NaN NaN NaN
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ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PML_HUMAN

fold.chg 0.55 0.56 0.3 1.19 1.8
Pvalue 0.529 0.535 0.226 0.85 0.532
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D4 D8 1hr 2hr 4hr 8hr
PMS1 HUMAN

D4 D8 1hr 2hr 4hr 8hr

PMS2_HUMAN

fold.chg 0.7 1.04 1.28 8.73 8.87
Pvalue 0.342 0.912 0.475 <0.001 <0.001
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

POGZ _HUMAN
T T T T
ctrl MEK PI3K combo
POP1 HUMAN
fold.chg 0.86 4.01 30.13
Pvalue 0.602 0.007 <0.001

ctrl MEK PI3K combo

PP12C_HUMAN

fold.chg 0.38 1.2 1.87
Pvalue 0.007 0.467 0.039
é;

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

POGZ_HUMAN

D4 D8 1hr 2hr 4hr 8hr

POP1_HUMAN

fold.chg 0.7 3.55 4.2 15.51 26.3
Pvalue 0.433 0.007 0.006 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

PP12C_HUMAN

fold.chg 1.22 2.06 1.02 1.89 2.29
Pvalue 0.519 0.029 0.951 0.05 0.023
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PP1R7_HUMAN

fold.chg 0.57 157 1.41 2.65 3.22
Pvalue 0.059 0.108 0.196 0.008 0.004
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PPIA_HUMAN

fold.chg 0.64 1.21 0.86 0.88 1.49
Pvalue 0.112 0.44 0.557 0.595 0.145

D4 D8 1hr 2hr 4hr 8hr

PPIB_HUMAN

D4 D8 1hr 2hr 4hr 8hr

PPIE_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

PPM1G_HUMAN

fold.chg 1.71 7.7 35.37
Pvalue 0.201 0.008 0.002

T T T T
ctrl MEK PI3K combo

PR38B_HUMAN

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PPM1G_HUMAN

fold.chg 0.72 2.07 2.26 7.05 15.22
Pvalue 0.347 0.035 0.022 <0.001 <0.001

/. -
. . /. - /
F =./ /
s ‘:/ - /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

PR38B_HUMAN

fold.chg 0.47 1.18 0.85 1.02 2.45
Pvalue 0.119 0.727 0.742 0971 0.068

PRC2C_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

|\

log10.AUC of peptides

PRKDC_HUMAN

fold.chg 2.65 14.27 138.11
Pvalue 0.03 <0.001 <0.001

/

ctrl MEK PI3K combo
PRP8_HUMAN

fold.chg 0.88 1.58 11.73

Pvalue 0.839 0.484 0.111

—

.*./ﬁ

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PRKDC_HUMAN

fold.chg 1.04 2 2.74 13.13 31.6
Pvalue 0.867 0.002 <0.001 <0.001 <0.001
L
[
/! =i
=
. : ]
== =i e
: : i $ :
[ 3 3 3
: ' 3%! : '
o s . .
Si=I=iT
T T T T T T
D4 D8 lhr 2hr 4hr 8hr
PRP4B_HUMAN
fold.chg 0.57 1.21 1.01 1.84 3.22
Pvalue 0.173 0.612 0.989 0.122 0.007
/. g
L]
s HES 1S =
\ / . ¢ -
- /

D4 D8 1hr 2hr 4hr 8hr
PRP8_HUMAN
fold.chg 0.88 1.14 0.85 2.01 6.35
Pvalue 0.746 0.778 0.681 0.079 <0.001




log10.AUC of peptides

log10.AUC of peptides

PRS4 HUMAN
fold.chg 0.34 11 2.27
Pvalue 0.031 0.763 0.061

T T T T
ctrl MEK PI3K combo

PRUN2_HUMAN

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PRS4_HUMAN

fold.chg 0.44 1.21 0.49 1.17 1.35
Pvalue <0.001 0.278 0.001 0.369 0.097

:Eg/-§§%/°\:
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

PRUN2_HUMAN

fold.chg 0.63 0.56 0.29 0.88 3.15
Pvalue 0.572 0.498 0.275 0.855 0.278

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
PSA1 HUMAN

-\./'\./'

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PSF2_HUMAN
fold.chg 1.33 2.25 2.66
Pvalue NaN NaN NaN

e
—
i

g ———1 e :
T T T T
ctrl MEK PI3K combo
PSF3_HUMAN
T T T T
ctrl MEK PI3K combo
PSIP1_HUMAN
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

PSF2_HUMAN

fold.chg
Pvalue

0.41 2.27 2.2 4.31 6.88
0.336 0.377 0.395 0.146 0.072

D4 D8 1hr 2hr 4hr 8hr
PSF3_HUMAN
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




PSMD4_HUMAN

log10.AUC of peptides

T T T T
ctrl MEK PI3K combo

PSMD9_HUMAN

o —
[}
z ®
o
[}
o
5 ™7
(©]
2
o © 7 .
—
(2]
o /
o .
q- —
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
PTAR1 HUMAN
o —
[}
z ®
o
[}
o
5 ™~ 7
(©]
2 .
g “] —
i . —
] / T
q- —

D4 D8 1hr 2hr 4hr 8hr



log10.AUC of peptides

PURA_HUMAN
fold.chg 0.9 5.14 54.66
Pvalue 0.82 0.017 0.001

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

PTN23_HUMAN

e

D4 D8 1hr 2hr 4hr 8hr

PURA_HUMAN

fold.chg 0.59 0.69 0.35 2.07 28.58
Pvalue 0.245 0.404 0.1 0.137 0.001

PVRL2_HUMAN




PYR1_HUMAN

o — fold.chg 1.66 1.48 1.64 4.87 16.74
Pvalue  NaN NaN NaN NaN NaN
(9]
z ®
o
[}
o
-
(©]
2 .
s © /
3 T
i) /./
0 — T — ¢ *
’ /’ —_— ¢ /
[ ]
q- —
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
Q05D56_ HUMAN
o - fold.chg 0.51 1.03 0.77 1.59 2.2
Pvalue <0.001 0.732 0.016 0.001 <0.001
[}
z ®
o
[}
o
-
(©]
2
< o 4
o « — 2
- . . e ——
=) o —— . — e _— .
R RS =
q- —
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

RAB28_HUMAN

log10.AUC of peptides

T T T T
ctrl MEK PI3K combo



log10.AUC of peptides

log10.AUC of peptides

RABE1_HUMAN

ctrl MEK PI3K combo
RAC1 HUMAN
[

D
.

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RAB32_HUMAN

fold.chg 0.47 6.86 4.5 6.19 8.09
Pvalue 0.008 <0.001 <0.001 <0.001 <0.001

'\ /-;.

RABE1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

RAC1_HUMAN

fold.chg 0.73 1.04 0.73 0.81 0.87
Pvalue  0.11 0.827 0.1 0.239 0.429

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RAD18 _HUMAN

C 3 ¢ — . / *

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
RAD50 HUMAN

.  —_ /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

RADI_HUMAN

fold.chg 0.64 1.42 0.6 0.96 0.86
Pvalue 0.231 0.345 0.182 0.92 0.678




log10.AUC of peptides

RAI14 _HUMAN

ctrl

MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RAF1_HUMAN

RAI1_HUMAN

fold.chg 0.58 0.94 0.63 0.66 0.39
Pvalue 0.005 0.693 0.014 0.023 <0.001

D4 D8 1lh 2hr 4hr 8hr

=

RAI14 _HUMAN

fold.chg 0.7 1.22 0.77 0.91 0.87
Pvalue 0.038 0.239 0.1 .

:\ e —
ig\‘ ,>:‘.<:
1 H :§1§27!
. i :§=_|<'
.

T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RAI3_HUMAN

fold.chg 0.66 0.92 1.24 1.27 1.27
Pvalue 0.004 0.338 0.046 0.032 0.035

D4 D8 1hr 2hr 4hr 8hr

RALY_HUMAN

fold.chg 0.45 1.88 1.45 1.79 2.8
Pvalue  NaN NaN NaN NaN NaN

RANB9_HUMAN

fold.chg 0.6 1.31 0.78 1.37 0.98
Pvalue 0.029 0.204 0.252 0.148 0.916




log10.AUC of peptides

log10.AUC of peptides

RBCC1_HUMAN

ctrl MEK PI3K combo

RBM14 HUMAN

fold.chg 0.
Pvalue 0.

‘t'—‘//—iét

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RBCC1_HUMAN

fold.chg 0.46 2.58 1.46 1.48 1.66
Pvalue <0.001 <0.001 0.046 0.04 0.009

RBM10_HUMAN

. /

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
RBM14 HUMAN

. / )
- — . /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RBM15_HUMAN

fold.chg 1.56 6.81 57.74
Pvalue 0.137 <0.001 <0.001

s %
T / '
L
T T T T
ctrl MEK PI3K combo
RBM4_HUMAN
/ ° / )
T T T T
ctrl MEK PI3K combo
RBP2_HUMAN
fold.chg 0.7 0.98 2.4
Pvalue 0.393 0.968 0.056

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RBM15_HUMAN

fold.chg 1.18 1.71 1.86 8.98 26.32
Pvalue  0.48 0.034 0.017 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr
RBM4_HUMAN
S~ . / — ° —
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

RBP2_HUMAN

fold.chg 0.65

1.07 0.55 0.79 0.73
Pvalue 0.147 0.812 0.033 O

403  0.284

—— =
‘\./:<:z: E
Si=isiE =
. :#; )
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RBP56_HUMAN

fold.chg 0.83 1.53 0.97 7.58 10.73
Pvalue 0.577 0.192 0.92 <0.001 <0.001

.\./.

RCN1_HUMAN

v

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

RD23B_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RECQ1_HUMAN

fold.chg 1.08 4.46 5.75 25.55 57.8
Pvalue 0.676 <0.001 <0.001 <0.001 <0.001

L] /.
/c /.
« : . /
— =
T 2] T T T T
D4 D8 1hr 2hr 4hr 8hr
RED_HUMAN

fold.chg 0.8 2.42 4.2 12.8 12.6
Pvalue 0.387 0.017 0.003 <0.001 <0.001

. %’ —:
«— o
) e
° \: %
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
RED1 HUMAN

fold.chg 1.03 3.5 3.48 1597 25.13
Pvalue 0.908 0.004 0.004 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

RENT1_HUMAN

.« —_— /'\-

ctrl

MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RENT1_HUMAN

fold.chg 0.79 0.88 0.46 0.52 0.28
Pvalue 0.049 0.265 <0.001 <0.001 <0.001

° ° .E- ’\.
- —_— . \: —_—0 \.
*« — .\. ’\.
_ —_
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
REPI1_HUMAN

fold.chg 0.61 1 0.33 1.23 1.
Pvalue 0.644 0.997 0.313 0.824 0.514

. . __— ;o

o T __—o . :/'
° \.7

T T T T T T

D4 D8 1hr 2hr 4hr 8hr

REQU_HUMAN

fold.chg 1.02 14.38 5.47 10.57 8.78
Pvalue 0.972 <0.001 0.001 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

RGAP1_HUMAN

ctrl MEK PI3K combo

RGPA1_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RFA1_HUMAN

fold.chg 0.72 0.46 0.24 0.51 0.6
Pvalue 0.023 0.001 <0.001 0.001 0.003

e T — i/
T . . e —
\.§:¢

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

RGAP1_HUMAN

fold.chg 1.22 9.62 5.49 6.23 2.59
Pvalue 0.712 0.006 0.019 0.015 0.117

D4 D8 1hr 2hr 4hr 8hr

fold.chg 0.66 0.44 0.37 0.31 0.24
Pvalue 0.225 0.036 0.02 0.01 0.004

c— .
—_— .
—_—
°
c o
\.\'

D4 D8 1hr 2hr 4hr 8hr




RHGO05_HUMAN

log10.AUC of peptides

o - fold.chg 0.76 1.19 0.77 1.06 0.92
Pvalue 0.409 0.6 0.414 0.853 0.785
(9]
z ®
o
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o
-
(©]
2
<
=] © 7] : - : — . .
= T T =
Q I
0 - . — ., —
q- —
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
RHG22 HUMAN
o —
[}
z ®
o
[}
o
-
(©]
2
o © 7 .
=3 —_— . :
i)
o -
q- —
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
RICBA _HUMAN RICBA _HUMAN
o —

log10.AUC of peptides

T T T T T T T T T T
ctrl MEK PI3K combo D4 D8 1hr 2hr 4hr 8hr



log10.AUC of peptides

RIF1_HUMAN
fold.chg 0.86 0.82 1.05
Pvalue 0.92 0.894 0.972
N
o =3 N °
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RIF1_HUMAN

fold.chg 0.59 2.72 1.95 2.89 4.49
Pvalue 0.145 0.003 0.04 0.001 <0.001

~

| AN

| Nl

|

RL18A_HUMAN

D4 D8 1hr 2hr 4hr 8hr

RL21_HUMAN

fold.chg 0.5 0.98 0.56 0.69 0.59
Pvalue <0.001 0.698 <0.001 0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

RL29_HUMAN

. \ / L / L]
T T T T
ctrl MEK PI3K combo
RL35 HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RL29_HUMAN

fold.chg 0.82 1.36 0.62

1.23

Pvalue 0.025 0.006 <0.001 0.034

0.78
0.014

D4 D8 1hr 2hr 4hr

RL35_HUMAN

8hr

D4 D8 1hr 2hr 4hr 8hr
RLGPB_HUMAN
fold.chg 1.07 1.06 0.75 1.31 2.93
Pvalue 0.498 0.546 0.014 0.018 <0.001
$
. /0
— Y —=8§=—
—t— S0 [—
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RM13_HUMAN

fold.chg 0.51 1.09 0.87 0.66 0.65
Pvalue 0.003 0.49 0.321 0.019 0.016

D4 D8 1hr 2hr 4hr 8hr

RNF12_HUMAN

fold.chg 0.69 1.05 0.63 0.75 1.09
Pvalue 0.675 0.955 0.613 0.727 0.916

ettt
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

RNF6_HUMAN

fold.chg 0.52 0.56 0.3 0.42 0.29
Pvalue 0.017 0.024 0.002 0.006 0.004




log10.AUC of peptides

RPGF6_HUMAN

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ROCK2_HUMAN

fold.chg 0.51 1.13 0.49 0.79 0.88
Pvalue <0.001 0.18 <0.001 0.031 0.15

D4 D8 1hr 2hr 4hr 8hr

RPA34_HUMAN

fold.chg 7.33 0.81 2.4 2791 75.18
Pvalue 0.187 0.854 0.478 0.068 0.042

. ./.
./ ./'
DI4 DIS 1;1r 2Ihr 4Ihr 8Ihr

RPGF6_HUMAN

fold.chg 0.6 0.26 0.13 0.22 0.25
Pvalue 0.522 0.221 0.074 0.175 0.205

— o

\/\/

\\
\/.—_.

/'—__'

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

RPP29_HUMAN

ctrl MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RPP29_HUMAN

D4 D8 1hr 2hr 4hr 8hr

RPRD2_HUMAN

fold.chg 0.45 0.9 0.62 1.1 0.94
Pvalue 0.473 0.892 0.562 0.906 0.943

RRBP1_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

RREB1_HUMAN

fold.chg 2.12 17.65
Pvalue 0.201 0.054

T T T T
ctrl MEK PI3K combo

RRMJ3_HUMAN

fold.chg 0.59 0.73 0.88
Pvalue 0.301 0.581 0.759
-

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RREB1_HUMAN

fold.chg 0.68 2.58 2.01 7.9 14.04
Pvalue 0.583 0.171 0.3 0.011 0.003

.\'/;2‘
'\./;R.%
o\./ .

T T T T T T
D4 D8 lhr 2hr 4hr 8hr

RRMJ3_HUMAN

7 1.02 0.64

fold.chg 0.44 1.36 0.
65 0.968 0.373

Pvalue 0.111 0.527 O.

w
o

N

/K
AN
m
)
i

D4 D8 1hr 2hr 4hr 8hr

RRP12_HUMAN

fold.chg 0.73 0.83 0.65 0.85 0.87
Pvalue 0.727 0.842 0.639 0.857 0.876




log10.AUC of peptides

RS2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RS2_HUMAN

fold.chg 1.13 2.39 0.93 1.75 0.88
Pvalue 0.612 0.011 0.746 0.055 0.583

0\./ \./ \o

.—-—o/ \./.\.

R /. /. \. _— \.

I I I I I I

D4 D8 lhr 2hr 4hr 8hr
RS28 HUMAN

RS3_HUMAN

fold.chg 0.73 1.13 0.59 0.88 0.66
Pvalue 0.004 0.122 <0.001 0.101 0.001

D4 D8 1hr 2hr 4hr 8hr




RS3A_HUMAN

log10.AUC of peptides

RS6_HUMAN

log10.AUC of peptides
6
1

log10.AUC of peptides

q- —
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
RSF1_HUMAN RSF1_HUMAN
o - fold.chg 1.09 5.08 3.48 6.55 8.79
Pvalue 0.743 <0.001 <0.001 <0.001 <0.001
7]
T @
a
[}
o
-
8 C— s "
. T o- /: — %/5 —t
/ — A — ° /
L] ! . .
. g — =z T .—
o — /
q- —

T T T T T T T T T T
ctrl MEK PI3K combo D4 D8 1hr 2hr 4h 8hr

=



log10.AUC of peptides

log10.AUC of peptides

RT34_HUMAN

ctrl MEK PI3K combo
RTF1_HUMAN
/ )

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RT29_HUMAN

fold.chg 0.59 1.8 1.24 1.49 1.22
Pvalue 0.001 0.001 0.053 0.005 0.067

S ¢« — o .
¢ — /. \. P —
T
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

RT34 HUMAN
. / )
. / '
. . /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
RTF1_HUMAN

fold.chg 0.45 1.47 1.54 7.32 12.02
Pvalue 0.032 0.244 0.173 <0.001 <0.001

S

.—_././.

. i

\././.%:/.

. o — o «— °
0\‘/ /

T T T T T T

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

RUND1_HUMAN

T T T T
ctrl MEK PI3K combo

RUVB2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

RUBIC_HUMAN

fold.chg 0.52 0.23 0.16 0.16 0.12
Pvalue 0.002 <0.001 <0.001 <0.001 <0.001

[ ] \. \
o — —_—
‘%. ¢ §i
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

RUND1_HUMAN

fold.chg 0.89 0.96 0.49 0.71 0.7
Pvalue 0.003 0.104 <0.001 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

RUVB2_HUMAN

fold.chg 0.77 1.6 1.05 2.31 3.2
Pvalue 0.496 0.222 0.895 0.043 0.009

/./
°« — « o« °
;\;?.§.437l
—_‘./'\./




log10.AUC of peptides

S19A2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

S12A2_HUMAN

fold.chg 0.51 2.31 1.32 1.56 1.01
Pvalue <0.001 <0.001 0.048 0.003 0.941

'\./-\.—__.:.

.\./.\ .

° /.\f<‘§o

.§‘ .
\'/.

T T T T T T

D4 D8 1hr 2hr 4hr 8hr

S19A2_HUMAN

D4 D8 1hr 2hr 4hr 8hr

SAAL1_HUMAN

fold.chg 0.67 0.84 0.5 1.13 0.83
Pvalue <0.001 0.013 <0.001 0.063 0.009

D4 D8 1hr 2hr 4hr 8hr




SAC2_HUMAN SAC2_HUMAN

log10.AUC of peptides

log10.AUC of peptides

o fold.chg 0.37 2.05 1.09 1.45 2.01
Pvalue 0.009 0.033 0.753 0.19 0.036
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z ®
o
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o
-
(©]
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. s “© :
= ° /t§. —_—
o \
n - .
q- —
T T T T T T T T T T
ctrl MEK PI3K combo D4 D8 1hr 2hr 4hr 8hr
SAE1 HUMAN
\ / . \ .
T T T T
ctrl MEK PI3K combo
SAE2 HUMAN
o —
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z ®
o
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o
-
(©]
2
S © 7
=
o ¢ — . _—— * — « — ¢ — o
o -
q- —

D4 D8 1hr 2hr 4hr 8hr



log10.AUC of peptides

|

SART3_HUMAN

fold.chg 8.45
Pvalue NaN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SAP18_HUMAN

fold.chg 0.49 0.78 0.35 0.74 1.42
Pvalue 0.173 0.608 0.051 0.513 0.452

D4 D8 1hr 2hr 4hr 8hr

SART3_HUMAN

D4 D8 1hr 2hr 4hr 8hr

SASH1_HUMAN

fold.chg 0.7 0.25 0.45 0.53 1.49
Pvalue 0.704 0.299 0.463 0.511 0.656

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SATB1_HUMAN

T T T T
ctrl MEK PI3K combo

SC16A_HUMAN

fold.chg 0.31 0.8 1.04

Pvalue 0.013 0.38 0.857
. . / °
o /. N

T T T T
ctrl MEK PI3K combo

SCAF8_HUMAN

/

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

SC16A_HUMAN

fold.chg 0.73 1.29 0.42 0.99 0.96
Pvalue 0.512 0.602 0.096 0.99 0.924

/
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— = §‘ =" '
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

SCAF8_HUMAN

fold.chg 0.7 2.69 4.11 15.99 33.05
Pvalue 0.355 0.007 0.001 <0.001 <0.001




SCAM1_HUMAN

——

sepndad jo ONv"01Ho

D8 1hr 2hr 4hr 8hr

D4

SCFD1_HUMAN

sepndad jo ONv"01Ho

D8 1hr 2hr 4hr 8hr

D4

SCRN1_HUMAN

sapndad 40 ONv°0TloO

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

log10.AUC of peptides

SDA1_HUMAN

ctrl MEK PI3K combo

SDCB1_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SDA1_HUMAN

D4 D8 hr 2hr 4hr 8hr

=

SDCB1_HUMAN

fold.chg 0.43 157 14 1.42 1.52
Pvalue <0.001 0.002 0.012 0.011 0.003

: /0\./0—/.

.<'/0 ° ° °
o\.%. M . .
.\: e .
\./

T T T T T T
D4 D8 lhr 2hr 4hr 8hr
SENP3_HUMAN

/./I
.\./ T

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

SEP10_HUMAN

T
combo

log10.AUC of peptides

log10.AUC of peptides

SENP6_HUMAN

D4 D8 1hr 2hr 4hr 8hr

SEPT2_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

SEPT6_HUMAN

ctrl MEK PI3K combo
SEPT9 _HUMAN
fold.chg 1.06 1.98 3.01
Pvalue 0.885 0.256 0.164
%—;

ctrl MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SEPT6_HUMAN

fold.chg 1.18 1.75 1.02 1.24 0.84
Pvalue 0.624 0.122 0.95 0.525 0.599

D4 D8 1hr 2hr 4hr 8hr

SEPT9_HUMAN

fold.chg 0.45 1.42 0.69 1.39 1.58
Pvalue 0.144 0.503 0475 0529 0.388

S — — .
%y’é' ==
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
SERA HUMAN
L] \ /. \ /. — @

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SF3A1_HUMAN

\./.\ /

D4 D8 1hr 2hr 4hr 8hr

SF3B1_HUMAN

fold.chg 0.72 1.31 0.43 0.76 0.65
Pvalue 0.745 0.787 0411 0.755 0.648

° . *

o —, —_— \. /. —_—

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

SF3B2_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

SF3B5_HUMAN

ctrl MEK PI3K combo

SFSWA_HUMAN

fold.chg 4.37 24.88
Pvalue 0.085 0.039

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SF3B5_HUMAN

fold.chg 0.66 1.72 1.24 6.99 17.79
Pvalue <0.001 <0.001 0.003 <0.001 <0.001
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e /. /.
S . / / /
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° —_— / T /
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I I I I I I
D4 D8 1hr 2hr 4hr 8hr
SFSWA_ HUMAN
fold.chg 0.73 0.8 0.54 0.94 0.89
Pvalue 0.513 0.653 0.21 0.901 0.808

§;<:§i25<.
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SG223_HUMAN

fold.chg 0.34 0.55 0.37 0.34 0.2
Pvalue 0.026 0.143 0.033 0.024 0.005
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

SI1L1 HUMAN
L
T T T T
ctrl MEK PI3K combo

SL9A1 _HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SI1L1 HUMAN

fold.chg 0.92 2.02 0.97 1.16 1.24
Pvalue 0.903 0.261 0.955 0.797 0.713

SIN3A_HUMAN

4hr 8hr

=
=

D4 D8 h 2h

=

SL9A1 _HUMAN

fold.chg 0.49 4.53 2.53 5.12 3.48
Pvalue 0.011 <0.001 0.001 <0.001 <0.001




SLK_HUMAN

0.57 1.25 0.88 0.82 1.02
0.201 0.608 0.759 0.635 0.961

fold.chg
Pvalue
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D8 1hr 2hr 4hr 8hr

D4

SMAP_HUMAN
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D8 1hr 2hr 4hr 8hr
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SMC1A_HUMAN

SMC1A_HUMAN
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D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo
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SMC3_HUMAN
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D8 1hr 2hr 4hr 8hr
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MEK PI3K combo
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SMCA4_HUMAN

SMCA4_HUMAN

s (1IN
+ LT
e [T
“IAN \\\\
¢ I/
ol %\
-

sepndad jo ONv'016O|
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MEK PI3K combo

ctrl



log10.AUC of peptides

log10.AUC of peptides

SMG1_HUMAN
fold.chg 0.41 1.57 1.62
Pvalue 0.058 0.25 0.244

ctrl MEK PI3K combo
SMG5_HUMAN
fold.chg 0.98 0.48 0.73
Pvalue 0.844 0.006 0.065
! — —

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SMD2_HUMAN

D4 D8 hr 2hr 4hr 8hr

=

SMG1_HUMAN

fold.chg 0.78 1.33 0.65 0.97 0.64
Pvalue 0.196 0.138 0.031 0.855 0.025
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SMG5_HUMAN

fold.chg 0.59 0.68 0.3 0.49 0.22
Pvalue 0.012 0.034 <0.001 0.003 <0.001
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=i e,

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

SMRC2_HUMAN

fold.chg 10.18
Pvalue 0.033

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SMRC2_HUMAN

fold.chg 0.7 3.59 4.39 13.85 69.48
Pvalue 0.821 0.491 0445 0.263 0.169
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o - ° /

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

SMRD1_HUMAN

SND1_HUMAN




log10.AUC of peptides

SNF5_HUMAN

ctrl MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SNF5_HUMAN

fold.chg 0.68 1.85 1.07 3.55 2.79
Pvalue 0.005 0.001 0.411 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr
SNIP1_HUMAN
fold.chg 1 2.27 3.54 15.11 30.32

Pvalue 0.988 0.006 <0.001 <0.001 <0.001
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T T T T T T
D4 D8 1hr 2hr h 8hr

N
=

SNP23_HUMAN

N

fold.chg 0.74 1.2 1.69 4.29 3.86
Pvalue 0.608 0.752 0.384 0.045 0.057
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SNUT1_HUMAN

fold.chg 0.8 1.64 2.52
Pvalue 0.267 0.059 0.011

_éi

 —_— N / [ ]

T T T T

ctrl MEK PI3K combo
SNX1 HUMAN

fold.chg 0.77 141 4.41
Pvalue 0.565 0.451 0.034

\

log10.AUC of peptides

T T T T
ctrl MEK PI3K combo

SNX17_HUMAN

fold.chg 0.25 0.31 1.4
Pvalue 0.012 0.019 0.276
* °

e
° [ ]
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« — ¢

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

SNUT1_HUMAN

fold.chg 0.5 1.39 0.74 1.44 1.62
Pvalue <0.001 0.002 0.003 0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

SNX1_HUMAN

SNX17_HUMAN

fold.chg 0.51 0.84 0.35 0.52 0.93
Pvalue <0.001 0.133 <0.001 <0.001 0.539
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log10.AUC of peptides

SPD2B_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SP110_HUMAN

fold.chg 0.47 1.01 0.52 0.73 0.51
Pvalue  0.03 0.983 0.051 0.306 0.043

D4 D8 1hr 2hr 4hr 8hr

SPAG5_HUMAN

D4 D8 1hr 2hr 4hr 8hr

SPD2B_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SPF30_HUMAN

D4 D8 1hr 2hr 4hr 8hr

SPG20_ HUMAN

fold.chg 0.32 2.66 1 1.28 1.16
Pvalue <0.001 <0.001 0.962 <0.001 0.001
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D4 D8 lhr 2h 4h 8hr

=
=

SPIR1_HUMAN

fold.chg 0.46 1.02 0.42 0.49 0.41
Pvalue <0.001 0.718 <0.001 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

SPS2L_HUMAN

T T T T
ctrl MEK PI3K combo

SPTB2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SPS2L_HUMAN

fold.chg 0.49 0.9 0.53 1.21 1.62
Pvalue <0.001 0.404 <0.001 0.153 0.001
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr

SPT5H_HUMAN

fold.chg 0.54 1.12 1.04 3.66 8.68
Pvalue <0.001 0.206 0.692 <0.001 <0.001
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.E;/"'

T T T T T T
D4 D8 1hr 2hr 4hr 8hr

SPTB2_HUMAN

fold.chg 0.67 1.12 0.64 0.89 0.78
Pvalue 0.011 0.457 0.005 0.415 0.103
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log10.AUC of peptides

SRC8_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SQSTM_HUMAN

fold.chg 1 7.6 2.53 8.36 12.18
Pvalue 0.991 <0.001 0.001 <0.001 <0.001

h 8hr

@)
=
v
®
=
=
=

N
>
=

N
=

SRC8_HUMAN

~

fold.chg 0.77 1.6 1.73 3. .
Pvalue 0.727 0529 0469 0.12 0.031

M\

SRGEF_HUMAN
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D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SRGP1_HUMAN

fold.chg 0.67 4.02 2.56 2.97 3.25
Pvalue 0.032 <0.001 <0.001 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

SRP68_HUMAN

/
\
/
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h hr

q
[e]

D4 D8 lhr 2h

ﬁ
N

SRPK1_HUMAN

fold.chg 2.14 2.87 6.47 35.32 119.16
Pvalue 0.003 <0.001 <0.001 <0.001 <0.001




log10.AUC of peptides

log10.AUC of peptides

SSFA2_HUMAN

ctrl MEK PI3K combo

SSRP1_HUMAN

/

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SRRM2_HUMAN

fold.chg 0.44 0.77 0.4 2.08 2.89
Pvalue 0.271 0.696 0.188 0.286 0.136
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr

SSFA2_HUMAN

D4 D8 1hr 2hr 4hr 8hr

SSRP1_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

STEA1_HUMAN

ctrl MEK PI3K combo
STIM1_HUMAN
fold.chg 1.3 4.48 9.56
Pvalue 0.009 <0.001 <0.001
/ :
. _— *
6 —=————20
T T T T
ctrl MEK PI3K combo
STK10 HUMAN
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

STEA1_HUMAN

fold.chg 0.68 1.11 0.81 0.95 0.56
Pvalue 0.135 0.634 0.365 0.815 0.042

'\./.\-/.\.
.\./.\.—-—O\.

D4 D8 1hr 2hr 4hr 8hr

STIM1_HUMAN

fold.chg 0.49 8.44 5.5 5.65 4.43
Pvalue <0.001 <0.001 <0.001 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr

STK10_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

STML1_HUMAN

/.

T T T T
ctrl MEK PI3K combo

SUGP2_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

STML1_HUMAN

f T . . — :
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
STX5 HUMAN

SUGP2_HUMAN

fold.chg 0.4 0.6 0.44 0.82 0.98
Pvalue <0.001 <0.001 <0.001 0.001 0.552
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T T T T T T

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

SVIL_HUMAN
fold.chg 0.46 1.14 1.26
Pvalue 0.003 0.438 0.206
— i
. % . %

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SUN2_HUMAN

fold.chg 0.5 0.24 0.18 0.65 1.38
Pvalue 0.268 0.041 0.013 0.489 0.598

D4 D8 1hr 2hr 4hr 8hr
SV2A_ HUMAN
. / '
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
SVIL_HUMAN

fold.chg 0.48 0.94 0.51 0.71 0.81
Pvalue 0.001 0.719 0.002 0.068 0.252

D4 D8 1hr 2hr 4hr 8hr




SYFA_HUMAN

T
8hr

T
8hr
48.79
0.002

W

2\
W

A\

T
4hr

T
4hr
23.92
0.003

T
2hr
T
2hr

2.58
0.034

SYK_HUMAN
SYMPK_HUMAN

0.66
0.15

fold.chg

Pvalue
\
—_—

D8 1hr 2hr 4hr 8hr

D4

sepndad jo ONv"01Ho sepndad jo ONv"01Ho sepndad jo ONv"01ho|

SYFA_HUMAN

T T T
MEK PI3K combo
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ctrl
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log10.AUC of peptides

SYNC_HUMAN
fold.chg 0.35 0.78 1.07
Pvalue 0.007 0.215 0.704

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SYNC_HUMAN

fold.chg 0.55 1.39 0.77 0.79 0.55
Pvalue 0.038 0.183 0.27 0.325 0.038

.\./.\°<is.

D4 D8 1hr 2hr 4hr 8hr

SYNE2_HUMAN

fold.chg 0.67 1.49 1.04 1.18 5.97
Pvalue 0.427 0.431 0.93 0.669 0.105

SYNEM_HUMAN

fold.chg 1.29 0.87 0.38 1.68 4.67
Pvalue 0.375 0.545 0.02 0.056 0.001




log10.AUC of peptides

TACC1_HUMAN

ctrl

MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

SYSC_HUMAN

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
T2FB_HUMAN

D4 D8 1hr 2hr 4hr 8hr

TACC1_HUMAN

fold.chg 0.4 0.71 0.48 0.33 0.26
Pvalue <0.001 0.011 <0.001 <0.001 <0.001

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

TACC3_HUMAN

ctrl MEK PI3K combo
TAGL_HUMAN
L
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

TACC3_HUMAN

D4 D8 1hr 2hr 4hr 8hr

TANC1_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

TANCZ2_HUMAN

fold.chg 0.88 1.83 3.44
Pvalue 0.026 <0.001 <0.001
-
° “; ; . —
T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TANCZ2_HUMAN

fold.chg 0.43 2.88 12 0.9
Pvalue  0.02 0.004 0.59 0.243 0.757

D4 D8 1hr 2hr 4hr 8hr
TARA _HUMAN
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

TARB1_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

TB182_HUMAN

fold.chg 9.88
Pvalue 0.089

T T T T
ctrl MEK PI3K combo

TBA1B_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

TB182_HUMAN

fold.chg
Pvalue

0.15 0.17 0.08 0.26 0.61
0.231 0.264 0.115 0.349 0.723

D4

TBB1_HUMAN

D4

D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

TBB2A_HUMAN

fold.chg 0.94 1.74 3.49
Pvalue 0.846 0.101 0.003
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T T T T

ctrl MEK PI3K combo
TBB5 HUMAN
— .

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TBB2A_HUMAN

D4 D8 1hr 2hr 4hr 8hr

TBB3_HUMAN

D4 D8 1hr 2hr 4hr 8hr

TBB5_HUMAN

fold.chg 0.8 1.12 0.75 1.04 1.37
Pvalue 0.291 0.563 0.19 0.856  0.158

D4 D8 1hr 2hr 4hr 8hr




TBCB_HUMAN

sapndad 40 ONv°0T6O

D8 1hr 2hr 4hr 8hr

D4

TBL1IR_HUMAN

sapndad 40 ONv°0TloO

MEK PI3K combo

ctrl

TBRG4_HUMAN

sapndad 40 ONv°0TloO

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

log10.AUC of peptides

TCAL3_HUMAN

fold.chg 0.41 1.13 2.56
Pvalue <0.001 0.349 <0.001

T T T T
ctrl MEK PI3K combo

TCF20_HUMAN

fold.chg 2.33 2.87
Pvalue 0.011 0.007

¢ commmmmms— §

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TCAL3_HUMAN

fold.chg 0.66 1.59 1.23 2.01 2.77
Pvalue 0.171 0.109 0.47 0.018 0.001
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.>:%'\'/’/
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TCEA1_HUMAN

TCF20_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

TCP4_HUMAN

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TCOF_HUMAN

fold.chg 0.69 1.24 0.63 1.16 1.16
Pvalue  0.15 0.381 0.08 0.534 0.544

. — / . \ . / M
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
TCP4_HUMAN
fold.chg 1.83 3 2.65 3.11 14.53

Pvalue 0.056 0.009 0.012 0.008 0.001

TCPA_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TCPB_HUMAN

fold.chg 0.66 1.07 0.73 0.91 111
Pvalue 0.028 0.622 0.067 0.531 0.499
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D4 D8 1hr 2hr 4hr 8hr
TCPD_HUMAN
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D4 D8 1hr 2hr 4hr 8hr
TCPE_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

TCPH_HUMAN

ctrl MEK PI3K combo
TDIF1_HUMAN
fold.chg 0.66 0.53 0.85
Pvalue 0.332 0.14 0.696
\: —— $ 7

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TCPG_HUMAN

¢ — « —m ¢ T . _
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
TCPH_HUMAN
fold.chg 0.52 0.78 0.81

1 0.79
Pvalue 0.004 0.986 0.125 0.12 0.161

N — . — A ¢ ———— s — ¢
: \. /: —e ° °
\. / . . .
I I I I I I
D4 D8 lhr 2hr 4hr 8hr
TDIF1_HUMAN

fold.chg 1.32 1.97 0.87 2.13 1.19
Pvalue 0.136 0.002 0.44 0.001 0.383

.—./'\'/ \.
«— 1 .
ti./ §g% =
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

!

TDIF2_HUMAN

T T T T
ctrl MEK PI3K combo

TDRD3_HUMAN

. / L] / .
T T T T
ctrl MEK PI3K combo
TE2IP_HUMAN
fold.chg 1.23 6.58 22.93
Pvalue 0.799 0.119 0.048

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TDIF2_HUMAN

D4 D8 1hr 2hr 4hr 8hr

TDRD3_HUMAN

fold.chg 0.62 0.84 0.69 1.07 2.19
Pvalue  0.03 0.367 0.079 0.733 0.002

e_ ¢ —— o .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
TE2IP_HUMAN

fold.chg 0.83 7.56 6.15 17.01 25.13
Pvalue 0.708 0.008 0.012 0.002 0.001




log10.AUC of peptides

log10.AUC of peptides

TERA_HUMAN

fold.chg 0.35
Pvalue 0.036

1.33

TF3C1_HUMAN

ctrl MEK PI3K

combo

log10.AUC of peptides

log10.AUC of peptides

TF3B_HUMAN

D4 D8 1hr 2hr 4hr 8hr

TF3C1_HUMAN

fold.chg 0.76 1.18 0.62 1.01 1.67
Pvalue 0.475 0.662 0.218 0.988 0.226

_
T °
.\o; —— /.;'
e . ——:
- .

D4 D8 1hr 2hr 4hr 8hr




TFAM_HUMAN

TFAM_HUMAN

sepndad jo ONv'016oO|

sepndad jo ONv'016o|

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

TFDP1_HUMAN

TFDP1_HUMAN

0.37 2.41 1.14 1.92 1.92
0.002 0.005 0.583 0.037 0.037

fold.chg
Pvalue

. o

|

'
AN
[/

o —

I I I I
8 L 9 S

sepndad jo ONv'016oO|

sepndad Jo DNy 0160

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

TFG_HUMAN

TFG_HUMAN

0.47 117 0.62 1.18 1.58
0.004 0.505 0.052 0.474 0.063

fold.chg
Pvalue

o —

sepndad Jo onNv'016O

sepndad jo ONv'016O|

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl



log10.AUC of peptides

TIFIA_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TGS1_HUMAN

fold.chg 0.39 0.93 0.46 1.24 0.91
Pvalue 0.35 0.932 0.411 0.813 0.919
. \ . / \ —* \ .
. : \
° \ . 4. \: ; ¢ ::
° . "
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
THOC2_HUMAN
fold.chg 0.98 3.22 5.35 33.13 41.32

Pvalue 0.934 0.001 <0.001 <0.001 <0.001

TIFIA_HUMAN

e —_

D4 D8 1hr 2hr 4hr

8hr




log10.AUC of peptides

TIPRL_HUMAN
fold.chg 0.74 1.05 8.01
Pvalue 0.673 0.936 0.151

S, ¢ ——— ¢
° .
-—_

ctrl MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TIF1B_HUMAN

. / .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
TIPRL_HUMAN
fold.chg 0.41 5.04 6.05 39.2 59.74

Pvalue 0.112 0.002 0.001 <0.001 <0.001

c/
/'\.
./'/.70
. /'___;%:><:
.>:/:7./
c\. .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
TLN1 HUMAN

fold.chg 0.58 1.14 0.63 0.81 0.8
Pvalue 0.001 0.326 0.003 0.113 0.093

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

TM100_HUMAN

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TM100_HUMAN

fold.chg 0.57 0.7 0.63 1.36 3.16
Pvalue 0.001 0.014 0.002 0.028 <0.001

.
e
o\.___._././:
-\./.\-/ /

. ./.

S —
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

TM192_HUMAN

T —

D4 D8 1hr 2hr 4hr 8hr

TM201_HUMAN

o\./'\.‘. .

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

TMC6_HUMAN
T T T T
ctrl MEK PI3K combo
TMSL3_HUMAN
fold.chg 0.96 2.33 9.55
Pvalue 0.885 0.018 <0.001

. H

. / T :

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TMC6_HUMAN

2hr 4hr 8hr

w)
K
o
o
N
3

TMSL3_HUMAN

fold.chg 0.39 2.45 1.17 1.3 1.6
Pvalue <0.001 <0.001 0.065 0.004 <0.001

D4 D 2hr 4hr 8hr

o]
=
=
=

TNIP1_HUMAN

D4 D8 1hr 2hr 4hr 8hr




TOE1_HUMAN

TOE1_HUMAN

0.74 0.73 0.61 2.08 3.22
0.03 0.051 0.015 0.002 0.001

fold.chg
Pvalue

o —

sepndad jo ONv'016oO|

sepndad jo ONv'016o|

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

TOIP1_HUMAN

TOIP1_HUMAN

0.62 1.39 7 3.99 4
0.301 0.459 0.234 0.003 0.001

fold.chg
Pvalue

. o ogme oo

Wi

IR\
|

Al

VAL

/A

o —

I I I I
8 L 9 S

sepndad jo ONv'016oO|

0.43 1.11 5.35
0.107 0.82 0.008

fold.chg
Pvalue

sepndad Jo DNy 0160

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

TOIP2_HUMAN

sepndad Jo onNv'016O

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides

log10.AUC of peptides

TOPB1_HUMAN

fold.chg 0.63 1.92 2.21
Pvalue 0.225 0.107 0.06

log10.AUC of peptides

o_

/.
\
|

Y \; / . .
— /

T T T T
ctrl MEK PI3K combo

TP53B_HUMAN

fold.chg 0.75 2.12 6.33
Pvalue 0.391 0.02 <0.001
R
. H . [l
———
>< 1] :
| =— /: .
¢ — /

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

TOP2B_HUMAN

fold.chg 0.69 3.05 3.06 6.39 28.15
Pvalue 0.033 <0.001 <0.001 <0.001 <0.001

|
A\

fold.chg 0.6 0.77 0.51 0.96 0.54
Pvalue 0.009 0.166 0.001 0.834 0.003

TP53B_HUMAN

fold.chg 0.62 1.67 1.11 2.62 3.23
Pvalue 0.004 0.001 0.479 <0.001 <0.001

=
f\,/:\.?;/i
sz===
—./\Z'/
DI4 DIS 1;1r 2Ihr 4Ihr 8Ihr




log10.AUC of peptides

TPD52_HUMAN

fold.chg 3.76
Pvalue 0.204

56.59
0.069

A\

log10.AUC of peptides

ctrl MEK PI3K

T
combo

log10.AUC of peptides

log10.AUC of peptides

TPC11_HUMAN

TPD52_HUMAN

fold.chg 2.24 1.11 2.54 17.32 61.43
Pvalue 0.001 0.638 <0.001 <0.001 <0.001

TPD54_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

TPR_HUMAN

fold.chg 5.42
Pvalue 0.019

ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TPM1_HUMAN

D4 D8 1hr 2hr 4hr 8hr

TPR_HUMAN

fold.chg 1.23 3.93 5.79 28.33 41.4
Pvalue 0.689 0.008 0.001 <0.001 <0.001

./
L
. Lt
. ././:
"<./:/=/
._——.
T T T T T T
D4 D8 lhr 2hr 4hr 8hr

TR150_HUMAN

fold.chg 0.63 2.28 11 1.37 1.34
Pvalue 0.276 0.043 0.807 0.411 0.44

\-_/o .
:\ .\ 0 ——
.\o g =
T — .




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TRI18_HUMAN

fold.chg 0.81 3.07 1.72 1.63 3.61
Pvalue 0.641 0.048 0.266 0.306 0.031

¢
P '%.B./
o ———o

D4 D8 1hr 2hr 4hr 8hr

TRI25_HUMAN

D4 D8 1hr 2hr 4hr 8hr

TRI33_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TRIP6_HUMAN
. . / M
\ ) _—
T T T T
ctrl MEK PI3K combo
TRIPC_HUMAN
fold.chg 0.75 0.26 1.07
Pvalue 0.783 0.309 0.939

/
!

log10.AUC of peptides

T T T T
ctrl MEK PI3K combo

TRM6_HUMAN

/

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

TRIP6_HUMAN

/ . « —m ¢ —— .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
TRIPC_HUMAN

fold.chg 0.55 0.73 0.3 1.81 5.55
Pvalue  0.74 0.86 0.491 0.72 0.354

TRM6_HUMAN

fold.chg 0.59 2.69 2.54 16.06 20.9
Pvalue 0.156 0.018 0.019 <0.001 <0.001




log10.AUC of peptides

log10.AUC of peptides

TRMB_HUMAN

7

T T T T
ctrl MEK PI3K combo

TSPY1_HUMAN

fold.chg 0.83 1.33 7.98
Pvalue 0.653 0.475 <0.001

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TRMB_HUMAN

fold.chg 1.41 5.41 8.85 47.67 58.58
Pvalue 0.493 0.022 0.011 0.002 0.002

D4 D8 1hr 2hr 4hr 8hr

TRY1_BOVINC

hr

N

h

q
[e]

D4 D8 lhr 2hr

TSPY1_HUMAN

fold.chg 0.55 157 1.01 2.85 4.34
Pvalue  0.04 0.115 0.983 0.001 <0.001

/./
,\./'\-
- " /!
. /.>07"7
\. :§.% \.
lxz% \.
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

TSR1_HUMAN

ctrl MEK PI3K combo
TTF1_HUMAN
/ ’

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

TSR1_HUMAN

¢« — ° /
* — . /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
TTC1 HUMAN

fold.chg 0.36 2.48 4.64 24.66 49.6
Pvalue <0.001 <0.001 <0.001 <0.001 <0.001

/./.
° —
'\./
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
TTF1_HUMAN

fold.chg 0.69 1.44 1.27 4.15 6.48
Pvalue  0.07 0.046 0.185 <0.001 <0.001

/.;:
- . . s
—y—

T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

TYB10_HUMAN

fold.chg 1. 8
Pvalue 0.59 0.144 0.025

\

log10.AUC of peptides

.-’./.

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

TTF2_HUMAN

D4 D8 1hr 2hr 4hr 8hr

TXLNA_HUMAN

fold.chg 0.82 11 0.67 0.75 0.64
Pvalue 0.181 0.508 0.017 0.068 0.008

P —
.\;/OQ-———'X.
- .

/
|
|

D4 D8 h 2h 4hr 8hr

=
=
=

TYB10_HUMAN

fold.chg 0.7 3.38 1.09 1.33 0.55
Pvalue 0.037 <0.001 0.6 0.095 0.001

.\.?'i. .\.
=t

= N
| | | | | |
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

U520 HUMAN
fold.chg 0.63 0.81 1.01
Pvalue 0.58 0.749 0.983

ctrl MEK PI3K combo
U5S1_HUMAN
fold.chg 1.23 7.98 19.07
Pvalue 0.138 <0.001 <0.001
%‘

[

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

U2AF1_HUMAN

L] L / ‘
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
U520 HUMAN

fold.chg 0.58 0.79 0.63 0.71 0.63
Pvalue 0.049 0.303 0.08 0.155 0.078

'\./.\'/o\.

°
Tr—,—— ' ——f——— e ——,

° \ . ¢ ———— 0 ————— g — ¢
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
U5S1_HUMAN

fold.chg 0.61 2.6 1.75 3.93 3.81
Pvalue <0.001 <0.001 <0.001 <0.001 <0.001

h 2h hr 8hr

ﬁ
N

D4 D8

=
=




log10.AUC of peptides

UACA_HUMAN

ctrl

MEK

PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

UACA_HUMAN

fold.chg 0.49 0.78 0.5 1.14 1.66
Pvalue <0.001 0.026 <0.001 0.195 <0.001

0\./.\./.

p— J
=

. — T —.——;

\'/:Q;/‘

D4 D8 1hr 2hr 4hr 8hr

UBA1_HUMAN

fold.chg 0.53 0.95 0.77 0.71 0.82
Pvalue 0.002 0.644 0.069 0.031 0.147

0§‘70S{E—._—-0

D4 D8 1hr 2hr 4hr 8hr

UBE2N_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

UBE2T_HUMAN

fold.chg 0.32 0.73 1.59
Pvalue 0.001 0.135 0.042

T T T T
ctrl MEK PI3K combo

UBE3A_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

UBE2T_HUMAN

fold.chg 0.86 112 0.5 0.84 0.85
Pvalue 0.371 0.507 0.001 0.287 0.342

.\./.\ /./-

o‘._’—o

"o—,'\ /o

.’.\ —

D4 D8 1hr 2hr 4hr 8hr

UBE3A_HUMAN

fold.chg 0.61 1.16 0.77 2.21 12.23
Pvalue 0.481 0.819 0.664 0.27 0.041

‘\/\//

. /
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
UBF1 _HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

UBP2L_HUMAN

- —_
.

ctrl MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

UBP20_HUMAN

. . /
\ . P « —

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
UBP25 HUMAN

. / '
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

UBP2L_HUMAN

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

UBP40_HUMAN

fold.chg 0.21 1.12 1.76
Pvalue <0.001 0.236 0.005
s —1t

;
%

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

UBP36_HUMAN

D4 D8 1hr 2hr 4hr 8hr

UBP40_HUMAN

fold.chg 0.49 1.66 0.87 1.12 1.16
Pvalue <0.001 <0.001 <0.001 0.001 <0.001

—

D4 D8 1hr 2hr 4hr 8hr

UBP48_HUMAN

fold.chg 0.38 1.65 0.8 1.38 5.01
Pvalue 0.096 0.358 0.636 0.495 0.007




log10.AUC of peptides

log10.AUC of peptides

UBR1_HUMAN

T T T T
ctrl MEK PI3K combo

UBRS5_HUMAN

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

UBP5_HUMAN

.\./-\./, .

D4 D8 1hr 2hr 4hr 8hr

UBR1_HUMAN

fold.chg 0.93 2.13 2.32 9.25 13.28
Pvalue 0.609 <0.001 <0.001 <0.001 <0.001

. ././.
I / /: 7 ]
/:\./
o :/. "
o =" _—

T T T T T T
D4 D8 1hr 2hr 4hr 8hr
UBR5 _HUMAN

\ .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

UBXN7_HUMAN

fold.chg 0.76 1.16 1.62
Pvalue 0.296 0.606 0.085

e —— }

——— -

. * . - .

T T T T
ctrl MEK PI3K combo

UCKL1_HUMAN

fold.chg 0.45 0.1 0.04
Pvalue 0.027 0.001 <0.001
E § .
T \
: \
L 3
\ . \

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

UBXN4_HUMAN

fold.chg 0.95 2.06 14 1.47 1.45
Pvalue 0.788 0.005 0.119 0.081 0.091

./.\o/.—‘

o — %:Q. o ——e

i

D4 D8 1hr 2hr 4hr 8hr

UBXN7_HUMAN

fold.chg 0.33 0.74 0.64 1.11 0.88
Pvalue  0.04 0.54 0.351 0.829 0.798

D4 D8 1hr 2hr 4hr 8hr

UCKL1_HUMAN

|

D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

log10.AUC of peptides

URFB1_HUMAN

T T T T
ctrl MEK PI3K combo

US6NL_HUMAN

fold.chg 0.81 0.82 0.73
Pvalue 0.532 0.554 0.35
. [ —_
° e \. °
. ———

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

UiMC1_HUMAN

fold.chg 0.61 0.88 0.59 0.83 0.64
Pvalue 0.035 0.48 0.029 0.328 0.051

0§.éi$§70\.

D4 D8 1hr 2hr 4hr 8hr

URFB1_HUMAN

fold.chg 1.59 1.11 0.52 1.02 0.89
Pvalue 0.043 0566 0.013 0.921 0.511

D4 D8 1hr 2hr 4hr 8hr

US6NL_HUMAN

fold.chg 0.53 0.88 0.52 0.77 0.39
Pvalue 0.189 0.785 0.179 0.569 0.062

.\./ . '\.
=it
. C— 7 \.
T T T T T T
D4 D8 1hr 2hr 4hr 8hr




log10.AUC of peptides

UT14A _HUMAN

fold.chg 6.22
Pvalue NaN

40.08
NaN

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

USP9X_HUMAN

—_
.

S —

2h

ﬁ
N
=

D4 D8 1h h 8hr

=

UT14A _HUMAN

o)

fold.chg 0.45 0.87 0.87 3.35 7.76
Pvalue 0.081 0.731 0.727 0.006 <0.001

o/
-
.\./'\-7./;
.\./.\:7fé:
‘\;73’4!%:/
DI4 DIS 1;1r 2Ihr 4Ihr 8Ihr

UTP18_HUMAN

fold.chg 0.83 5.4 3.11 3.42 2.9
Pvalue 0.176 <0.001 <0.001 <0.001 <0.001




log10.AUC of peptides

VAMP2_HUMAN

fold.chg 0.91 1.34 4.4
Pvalue 0.795 0.395 0.002
—.

ctrl MEK PI3K

T
combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

VAMP2_HUMAN

fold.chg 0.51 1.46 0.99 1.86 2.71
Pvalue  0.08 0.291 0.983 0.077 0.006

VAMP3_HUMAN

fold.chg 0.46 0.6 0.4 0.87 1.11
Pvalue 0.001 0.004 <0.001 0.212 0.351

° =0
o i =
T T T T T T
D4 D8 1hr 2hr 4hr 8hr
VAMP7_HUMAN
—_— *

D4 D8 1hr 2hr 4hr 8hr




VANG1_HUMAN
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0.73
0.003

|

0.73
0.003

I

0.75
0.005

|

|

/|

oege o

|

0.92
0.34

0.58

Pvalue <0.001

fold.chg

Wi

M|

o -
o -
~
©

sepndad jo ONv'016oO|

0.41 0.91 1.66
0.01 0.601 0.048

fold.chg
Pvalue

sapndad jo ONY”

otboj

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

VDAC2_HUMAN

C—_— T, —

sepndad Jo onNv'016O

D8 1hr 2hr 4hr 8hr

D4



log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

VIGLN_HUMAN
. . /
T T T T
ctrl MEK PI3K combo
VIME_HUMAN
fold.chg 0.63 0.64 0.56
Pvalle —=0.001 ___ <(.001 <9.001
¢ — ¢ — .

] . .
T T T T
ctrl MEK PI3K combo
VINC_HUMAN
fold.chg 0.69 1.21 1.74
Pvalue 0.044 0.228 0.008

| P

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

VIGLN_HUMAN

D4 D8 1hr 2hr 4hr 8hr
VIME_HUMAN
fold.chg 0.8 1 0.75 0.72 0.47

Pyalue 0.155 0.985 0.076 0.045 <0.001
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e —  — « —
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr
VINC_HUMAN

.\-/.\ /.___.
T T T T T T
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

VP13B_HUMAN

T T T T
ctrl MEK PI3K combo

VP26A_HUMAN

T T T T
ctrl MEK PI3K combo

VP26B_HUMAN

fold.chg 0.67 2.6 2.66
Pvalue 0.24 0.005 0.005
g ———————1
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T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

VP13B_HUMAN

fold.chg 0.65 5.11 1.94 2.16 1.02
Pvalue 0.255 0.007 0.072 0.05 0.953

—~— .
R . \
— /. .
. \. .
o — . \ \.
I I I I I I
D4 D8 lhr 2hr 4hr 8hr

VP26A_HUMAN

fold.chg 1.03 0.94 0.54 1.06 1.23
Pvalue 0.983 0.956 0.577 0.955 0.848
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VP26B_HUMAN

fold.chg 0.92 2.51 1.17 1.72 1.39
Pvalue 0.869 0.053 0.733 0.245 0.482
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

VRK1_HUMAN

fold.chg 0.96 2.08 2.17 8.71 14.8
Pvalue 0.933 0.252 0.195 0.019 0.01
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log10.AUC of peptides

WDR26_HUMAN

fold.chg 0.28 1.82 1.27
Pvalue 0.003 0.022 0.182
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ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

WDHD1_HUMAN

fold.chg 0.68 1.36 0.95 2.55 3.01
Pvalue  0.599 0.67 0.94 0.225 0.165
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D4 D8 1hr 2hr 4hr 8hr

WDR1 _HUMAN
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T T T T T T
D4 D8 1hr 2hr 4hr 8hr

WDR26_HUMAN

fold.chg 0.79 1.52 0.98 1.14 1.07
Pvalue 0.002 <0.001 0.717 0.05 0.256
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log10.AUC of peptides

log10.AUC of peptides

WDR46_HUMAN

e

ctrl MEK PI3K combo
WDR7_HUMAN
fold.chg 0.93 1.01 1.2
Pvalue 0.546 0.921 0.208
L] . . _— °
° ° ° o

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

WDR37_HUMAN

fold.chg 0.57 2.2 1.14 0.96 1.
Pvalue 0.009 0.002 0.378 0.758 0.

WDR46_HUMAN
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/ . _— .
T T T T T T
D4 D8 1hr 2hr 4hr 8hr

WDR7_HUMAN

fold.chg 0.63 0.7 0.5 0.59 0.39
Pvalue <0.001 0.002 <0.001 <0.001 <0.001
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log10.AUC of peptides

WDR91_HUMAN

fold.chg 33.3 34.62
Pvalue 0.005 0.005
O —
[ ]
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ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

WDR70_HUMAN

fold.chg 0.54 11 1.04 3.69 5.37
Pvalue 0.132 0.795 0.92 0.006  0.001

WNK1_HUMAN

fold.chg 0.85 2.52 0.78 2.83 7.54
Pvalue 0.856 0.341 0.737 0.217 0.057




log10.AUC of peptides

log10.AUC of peptides

XPO1_HUMAN

T T T T
ctrl MEK PI3K combo

XRCC5_HUMAN

fold.chg 0.36 1.26 1.71
Pvalue 0.014 0.326 0.075
—— @

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

XPO1_HUMAN

fold.chg 0.94 0.69 0.39 2.37 10.5
Pvalue 0.487 0.006 <0.001 <0.001 <0.001
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D4 D8 1hr 2hr 4hr 8hr

XPO5_HUMAN

XRCC5_HUMAN

fold.chg 0.48 1.31 0.79 0.86 0.97
Pvalue <0.001 0.076 0.121 0.307 0.843
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log10.AUC of peptides

log10.AUC of peptides

XRN2_HUMAN

\

log10.AUC of peptides
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ctrl MEK PI3K combo
YAF2_HUMAN

fold.chg 0.57 1.25 6.48

Pvalue 0.015 0.26 <0.001
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ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

XRN2_HUMAN
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D4 D8 1hr 2hr 4hr 8hr
YAF2_HUMAN

fold.chg 0.39 1.13 0.83 2.38 4.57
Pvalue <0.001 0.561 0.389 0.001 <0.001

YBOX1_HUMAN

0.87

fold.chg 1.24 0.57 0. .
6 0732 0.809

Pvalue 0.704 0.337 0.
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YKT6_HUMAN

log10.AUC of peptides

T T T T
ctrl MEK PI3K combo

YLAT2_HUMAN

o — fold.chg 0.44 0.93 0.56 0.65 0.59
Pvalue <0.001 0.442 0.001 0.004 0.002
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log10.AUC of peptides

log10.AUC of peptides

YTDC1_HUMAN

T T T T
ctrl MEK PI3K combo

ZBTB2_HUMAN

fold.chg 0.77 1.95 5.2
Pvalue 0.734 0.397 0.093
7;

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides

log10.AUC of peptides

ZBTB2_HUMAN

fold.chg 0.41 1.55 0.95 1.05 0.67
Pvalue <0.001 <0.001 0.681 0.658 0.001
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D4 D8 1hr 2hr 4hr 8hr

ZC11A_HUMAN

fold.chg 0.43 2.08 2.57 7.61 10.44
Pvalue 0.246 0.214 0.13 0.015 0.009
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ZC3HD_HUMAN ZC3HD_HUMAN

log10.AUC of peptides

o - fold.chg 0.92 1.29 0.98 2.01 1.82
Pvalue 0.848 0576 0.963 0.133 0.195
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ZCCHL_HUMAN

ZCCHL_HUMAN

sapndad 40 ONv°0T6O

sapndad 40 ONv°0T6O

D8 1hr 2hr 4hr 8hr

D4

MEK PI3K combo

ctrl

ZCCHV_HUMAN

sapndad 40 ONv°0T6O

D8 1hr 2hr 4hr 8hr

D4

ZCHC8_HUMAN

sapndad 40 ONv°0TloO

D8 1hr 2hr 4hr 8hr
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ZEB1_HUMAN

sepndad jo ONv'016oO|

D8 1hr 2hr 4hr 8hr

D4

ZF161_HUMAN

0.55 2.06 1.62 6.89 10.04
0.244 0.172 0.306 0.003 0.001

fold.chg
Pvalue
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D8 1hr 2hr 4hr 8hr
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ZFY19_HUMAN
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ZFYV1_HUMAN

o/

D4 D8 1hr 2hr 4hr 8hr

ZMYM1_HUMAN
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T T T T T T
D4 D8 1hr 2h hr 8hr

ﬁ
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ZMYM4_HUMAN

fold.chg 0.66 1.22 1.47 5.36 5.82

Pvalue 0.202 0.455 0.154 <0.001 <0.001
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log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ZN192_HUMAN

fold.chg 0.4 1.94 3.14 1347 31.77
Pvalue 0.006 0.019 0.001 <0.001 <0.001
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D4 D8 1hr 2hr 4hr 8hr
ZN281 HUMAN
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ZN462_HUMAN

0.63 0.97 0.63 0.4 0.96
0.747 0.983 0.749 0.5 0.971

fold.chg
Pvalue
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ZN623_HUMAN
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D8 1hr 2hr 4hr 8hr
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ZN692_HUMAN

0.57 1.95 0.62 1.34 1.15
0.217 0.144 0.252 0.476 0.742

fold.chg
Pvalue
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log10.AUC of peptides

ZN828_HUMAN

3.32

fold.chg 0.8
0.921 0.611

Pvalue
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o

T T T T
ctrl MEK PI3K combo

log10.AUC of peptides log10.AUC of peptides

log10.AUC of peptides

ZN828_HUMAN

fold.chg
Pvalue

0.49 11.38 17.62 5158 103.57
0.074 <0.001 <0.001 <0.001 <0.001
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log10.AUC of peptides

log10.AUC of peptides

##HMUC16_HUMAN

D4 D8 1hr 2hr 4hr 8hr

##PRKDC_HUMAN

fold.chg 0.31 0.64 0.99 4.04 12.27
Pvalue  0.405 0.74 0.994 0.329 0.102




