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929.43653 2 timecourse_ATM_combo_1hr 929.43514 1.5 51.03 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 8.0 100 1.04E+06 RVS#QFLDDPSTAETVL 64.4 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35457:125746

929.43684 2 timecourse_ATM_combo_2hr 929.43514 1.83 48.16 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 14.0 100 8.35E+05 RVS#QFLDDPSTAETVL 63.1 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35454:116794

929.43783 2 timecourse_ATM_combo_1hr 929.43514 2.89 46.07 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 9.6 100 8.73E+05 RVS#QFLDDPSTAETVL 64.4 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35456:125968

929.43788 2 timecourse_ATM_combo_8hr 929.43514 2.95 45.12 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 6.0 100 8.95E+05 RVS#QFLDDPSTAETVL 71.3 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35451:124597

929.43672 2 timecourse_ATM_combo_2hr 929.43514 1.7 42.35 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 8.8 100 8.77E+05 RVS#QFLDDPSTAETVL 51.8 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35455:116766

929.43716 2 timecourse_ATM_ctrl2 929.43514 2.17 42.02 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 5.1 100 3.83E+05 RVS#QFLDDPSTAETVL 58.4 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35446:110165

929.43816 2 timecourse_ATM_ctrl1 929.43514 3.25 39.13 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 7.7 100 7.87E+05 RVS#QFLDDPSTAETVL 52.9 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35448:124257

929.43655 2 timecourse_ATM_ctrl1 929.43514 1.53 38.1 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 6.4 100 8.34E+05 RVS#QFLDDPSTAETVL 40.4 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35449:126288

929.43739 2 timecourse_ATM_combo_4hr 929.43514 2.42 37.23 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 7.8 100 1.00E+06 RVS#QFLDDPSTAETVL 52.9 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35452:120674

929.437 2 timecourse_ATM_combo_4hr 929.43514 2 29.73 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 8.2 100 1.03E+06 RVS#QFLDDPSTAETVL 36.6 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35453:122971

929.43761 2 timecourse_ATM_combo_8hr 929.43514 2.66 28.37 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 5.8 100 8.36E+05 RVS#QFLDDPSTAETVL 71.3 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35450:123298

929.43907 2 combeffx_ATM_MEKi 929.43514 4.23 21.02 ABCA7  ABCA7_HUMAN 2 K.RVS#QFLDDPSTAETVL.‐ 6.7 100 2.95E+05 RVS#QFLDDPSTAETVL 30.1 2133 0 0 0 0 ATP‐binding cassette sub‐family A member 7  35296:45357

716.6656 3 combeffx_ATM_comboi 716.66209 4.9 46.08 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 8.2 100 5.78E+05 TLQVHEEDQDVERS#QVR 77.4 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35301:61839

716.66577 3 timecourse_ATM_combo_4hr 716.66209 5.13 44.65 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 73.8 100 2.74E+06 TLQVHEEDQDVERS#QVR 82.2 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35452:142370

716.66632 3 timecourse_ATM_ctrl2 716.66209 5.9 44.26 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 19.5 100 5.05E+05 TLQVHEEDQDVERS#QVR 74.1 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35446:131593

716.66547 3 timecourse_ATM_ctrl1 716.66209 4.72 42.04 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 22.2 100 1.11E+06 TLQVHEEDQDVERS#QVR 80 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35449:148323

716.66595 3 timecourse_ATM_combo_2hr 716.66209 5.39 39.84 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 87.9 100 2.22E+06 TLQVHEEDQDVERS#QVR 66.6 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35454:138161

716.66583 3 timecourse_ATM_combo_1hr 716.66209 5.22 39.41 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 97.7 100 3.28E+06 TLQVHEEDQDVERS#QVR 81.9 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35456:148585

716.66412 3 combeffx_ATM_PI3Ki 716.66209 2.83 39.27 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 11.4 100 8.14E+05 TLQVHEEDQDVERS#QVR 84.2 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35298:60609

716.66651 3 timecourse_ATM_combo_8hr 716.66209 6.17 39.16 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 63.9 100 2.43E+06 TLQVHEEDQDVERS#QVR 66.9 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35450:145903

716.66535 3 timecourse_ATM_combo_2hr 716.66209 4.55 37.31 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 80.2 100 2.14E+06 TLQVHEEDQDVERS#QVR 93 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35455:138137

716.66652 3 timecourse_ATM_combo_8hr 716.66209 6.18 31.52 ABCB6  ABCB6_HUMAN 0 Y.TLQVHEEDQDVERS#QVR.S 62.1 100 2.50E+06 TLQVHEEDQDVERS#QVR 66.6 228 0 0 0 0 ATP‐binding cassette sub‐family B member 6, mitochondrial  35451:147961

1032.92253 2 timecourse_ATM_combo_4hr 1032.92003 2.42 97.21 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 23.0 100 1.06E+06 AANAAENDFSVS#QAEMSSR 45.7 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35453:139017

1032.92477 2 timecourse_ATM_ctrl1 1032.92003 4.59 92.1 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 51.9 100 1.98E+06 AANAAENDFSVS#QAEMSSR 33.7 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35448:140508

1032.92262 2 timecourse_ATM_ctrl1 1032.92003 2.51 87.43 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 52.1 100 2.00E+06 AANAAENDFSVS#QAEMSSR 40.7 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35449:142711

1032.92465 2 timecourse_ATM_ctrl2 1032.92003 4.47 86.36 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 23.5 100 9.15E+05 AANAAENDFSVS#QAEMSSR 48.9 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35447:128597

1032.92334 2 timecourse_ATM_combo_8hr 1032.92003 3.2 85.53 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 19.3 100 1.25E+06 AANAAENDFSVS#QAEMSSR 40.7 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35451:141241

1032.92341 2 timecourse_ATM_combo_4hr 1032.92003 3.27 78.01 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 13.2 100 8.88E+05 AANAAENDFSVS#QAEMSSR 40.7 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35452:136337

1032.92241 2 timecourse_ATM_combo_1hr 1032.92003 2.3 76.07 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 27.3 100 1.25E+06 AANAAENDFSVS#QAEMSSR 24.8 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35457:142760

1032.92284 2 timecourse_ATM_combo_8hr 1032.92003 2.72 70.25 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 15.6 100 1.17E+06 AANAAENDFSVS#QAEMSSR 38.7 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35450:139343

1032.9243 2 timecourse_ATM_ctrl2 1032.92003 4.13 65.72 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 20.9 100 9.11E+05 AANAAENDFSVS#QAEMSSR 40.7 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35446:126132

694.28385 3 combeffx_ATM_MEKi 694.28075 4.47 65.43 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEM*SSR.Q 5.8 100 4.93E+05 AANAAENDFSVS#QAEM*SSR 23.7 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35297:46972

688.95245 3 combeffx_ATM_comboi 688.94912 4.83 64.11 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 10.9 100 9.00E+05 AANAAENDFSVS#QAEMSSR 91.4 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35301:59577

688.95121 3 timecourse_ATM_combo_8hr 688.94912 3.03 56.64 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 13.6 100 1.11E+06 AANAAENDFSVS#QAEMSSR 71.2 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35451:141231

688.95209 3 timecourse_ATM_ctrl1 688.94912 4.31 56.56 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 35.6 100 1.67E+06 AANAAENDFSVS#QAEMSSR 37.2 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35448:140498

688.95215 3 timecourse_ATM_ctrl2 688.94912 4.4 55.2 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 26.2 100 8.96E+05 AANAAENDFSVS#QAEMSSR 41.7 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35447:128587

688.95175 3 timecourse_ATM_ctrl2 688.94912 3.82 53.04 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 24.3 100 9.45E+05 AANAAENDFSVS#QAEMSSR 35 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35446:126122

688.951 3 timecourse_ATM_ctrl1 688.94912 2.73 49.14 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 33.7 100 1.75E+06 AANAAENDFSVS#QAEMSSR 44.3 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35449:142721

688.95117 3 timecourse_ATM_combo_8hr 688.94912 2.98 42.91 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 18.9 100 1.21E+06 AANAAENDFSVS#QAEMSSR 40.5 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35450:139353

654.77144 2 timecourse_ATM_combo_8hr 654.76813 5.06 42.53 ABCF1  ABCF1_HUMAN 7 D.FSVS#QAEMSSR.Q 12.8 100 3.92E+05 FSVS#QAEMSSR 42.6 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35451:66214

688.95102 3 timecourse_ATM_combo_4hr 688.94912 2.76 40 ABCF1  ABCF1_HUMAN 7 K.AANAAENDFSVS#QAEMSSR.Q 11.9 100 7.43E+05 AANAAENDFSVS#QAEMSSR 71.2 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35452:136327

654.77106 2 timecourse_ATM_combo_8hr 654.76813 4.47 21.62 ABCF1  ABCF1_HUMAN 7 D.FSVS#QAEMSSR.Q 13.8 100 3.94E+05 FSVS#QAEMSSR 24.8 287 0 0 0 0 ATP‐binding cassette sub‐family F member 1  35450:66066

781.85005 2 combeffx_ATM_comboi 781.84595 5.24 77.42 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 15.1 100 2.31E+06 STS#QGSINSPVYSR 10.3 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35301:38669

781.849 2 timecourse_ATM_combo_2hr 781.84595 3.9 70.17 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 25.8 100 7.15E+05 STS#QGSINSPVYSR 8.6 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35455:90175

703.79883 2 timecourse_ATM_combo_8hr 703.79540 4.87 68.93 ABLIM1  ABLM1_HUMAN 19 R.ST#SQGSINSPVYS.R 8.1 100 4.42E+05 S#TSQGSINSPVYS 0 450 0,2 0 0 0 0 Actin‐binding LIM protein 1  35451:78550

781.84967 2 combeffx_ATM_comboi 781.84595 4.76 68.58 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 15.8 100 2.80E+06 STS#QGSINSPVYSR 6.5 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35300:42105

781.84805 2 combeffx_ATM_MEKi 781.84595 2.69 64.07 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 14.4 100 8.96E+05 STS#QGSINSPVYSR 7.4 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35296:34347

781.84867 2 combeffx_ATM_MEKi 781.84595 3.48 60.97 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 17.2 100 7.95E+05 STS#QGSINSPVYSR 7.4 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35297:31846

781.84985 2 timecourse_ATM_ctrl2 781.84595 4.99 57.81 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 17.2 100 5.38E+05 STS#QGSINSPVYSR 13.2 452 0 0 0 0 Actin‐binding LIM protein 1  35446:83600

781.84978 2 timecourse_ATM_combo_8hr 781.84595 4.9 55.92 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 13.1 100 7.49E+05 STS#QGSINSPVYSR 0 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35451:96584

781.84913 2 timecourse_ATM_ctrl1 781.84595 4.07 55.92 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 17.3 100 9.78E+05 STS#QGSINSPVYSR 6.9 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35449:97464

781.84892 2 timecourse_ATM_combo_1hr 781.84595 3.81 55.71 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 26.4 100 1.42E+06 STS#QGSINSPVYSR 8.6 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35457:96970

781.84987 2 timecourse_ATM_combo_8hr 781.84595 5.01 54.53 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 13.6 100 7.02E+05 STS#QGSINSPVYSR 7.9 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35450:95627

781.8492 2 timecourse_ATM_combo_1hr 781.84595 4.16 53.17 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 35.1 100 1.56E+06 STS#QGSINSPVYSR 6.9 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35456:97024

781.84911 2 timecourse_ATM_combo_4hr 781.84595 4.04 50.06 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 17.9 100 8.07E+05 STS#QGSINSPVYSR 0 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35453:95302

703.79869 2 timecourse_ATM_combo_4hr 703.79540 4.67 49.43 ABLIM1  ABLM1_HUMAN 19 R.ST#SQGSINSPVYS.R 5.5 100 2.42E+05 S#TSQGSINSPVYS 9.2 450 0,2 0 0 0 0 Actin‐binding LIM protein 1  35452:76266

781.848 2 combeffx_ATM_PI3Ki 781.84595 2.62 44.85 ABLIM1  ABLM1_HUMAN 19 R.STS#QGSINSPVYSR.H 16.5 100 1.80E+06 STS#QGSINSPVYSR 0 452 ‐2,0 0 0 0 0 Actin‐binding LIM protein 1  35298:38498

703.7985 2 timecourse_ATM_ctrl1 703.79540 4.4 44.07 ABLIM1  ABLM1_HUMAN 19 R.ST#SQGSINSPVYS.R 7.5 100 3.24E+05 S#TSQGSINSPVYS 0 450 0,2 0 0 0 0 Actin‐binding LIM protein 1  35449:79942

955.76296 3 combeffx_ATM_MEKi 955.76024 2.85 118.34 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 11.9 100 6.23E+05 HSTPHAAFQPNSQIGEEMS#QNSFIK 37.2 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35296:60958

955.7645 3 combeffx_ATM_comboi 955.76024 4.46 96.35 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 50.1 100 6.49E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 46.3 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35301:73159

955.76443 3 timecourse_ATM_combo_8hr 955.76024 4.38 96.17 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 45.2 100 3.52E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 37.4 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35451:175410

961.09612 3 combeffx_ATM_comboi 961.09188 4.41 92.53 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*S#QNSFIK.Q 12.6 100 2.44E+06 HSTPHAAFQPNSQIGEEM*S#QNSFIK 50.1 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35301:73199

955.76486 3 timecourse_ATM_combo_4hr 955.76024 4.83 91.08 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 49.0 100 3.24E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 50.1 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35452:168230

955.76441 3 combeffx_ATM_comboi 955.76024 4.36 91.06 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 54.3 100 9.05E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 29 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35300:80491

955.76333 3 combeffx_ATM_ctrl 955.76024 3.23 89.97 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 13.3 100 9.84E+05 HSTPHAAFQPNSQIGEEMS#QNSFIK 42.9 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35294:75434

955.76557 3 timecourse_ATM_ctrl2 955.76024 5.58 89.18 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 20.0 100 9.09E+05 HSTPHAAFQPNSQIGEEMS#QNSFIK 37.2 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35446:156962

961.09587 3 combeffx_ATM_PI3Ki 961.09188 4.15 87.48 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*S#QNSFIK.Q 15.9 100 2.30E+06 HSTPHAAFQPNSQIGEEM*S#QNSFIK 21.4 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35298:71456

913.06716 3 timecourse_ATM_combo_8hr 913.06192 5.74 83.88 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFI.K 4.8 100 2.91E+05 HSTPHAAFQPNSQIGEEMS#QNSFI 53.8 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35450:170300

955.76517 3 timecourse_ATM_combo_8hr 955.76024 5.16 77.21 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 35.7 100 3.16E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 32.6 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35450:173160

955.76364 3 combeffx_ATM_PI3Ki 955.76024 3.56 75.84 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 64.0 100 6.54E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 31.3 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35298:71326

955.7639 3 timecourse_ATM_combo_1hr 955.76024 3.83 75.44 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 54.2 100 3.66E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 34 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35457:173635

961.09666 3 combeffx_ATM_comboi 961.09188 4.98 74.85 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*S#QNSFIK.Q 11.6 100 2.58E+06 HSTPHAAFQPNSQIGEEM*S#QNSFIK 26.9 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35300:80561

955.76475 3 timecourse_ATM_combo_2hr 955.76024 4.72 74.33 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 32.7 100 1.57E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 37.2 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35454:161871

717.07508 4 timecourse_ATM_combo_8hr 717.07200 4.3 74.03 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 24.6 100 2.12E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 29.2 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35451:175400

1140.1696 3 timecourse_ATM_combo_8hr 1140.16286 5.91 73.64 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTSET#QTSHLPESER.I 22.8 100 8.10E+05 KCEAEEAEPPAATQPQTSET#QTSHLPESER 11.3 751 ‐2,0 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35451:183780

955.76403 3 timecourse_ATM_combo_2hr 955.76024 3.97 72.38 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 39.1 100 1.65E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 31.3 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35455:162911

717.07532 4 timecourse_ATM_combo_4hr 717.07200 4.63 71.93 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 33.1 100 2.38E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 34.5 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35453:171291

955.76396 3 combeffx_ATM_PI3Ki 955.76024 3.89 71.16 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMSQNS#FIK.Q 51.7 100 4.64E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 21.4 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35299:67414

955.76487 3 timecourse_ATM_combo_4hr 955.76024 4.84 69.79 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 64.8 100 4.06E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 29 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35453:171301

955.76335 3 timecourse_ATM_ctrl1 955.76024 3.25 69.41 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 23.8 100 1.63E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 31.3 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35449:173089

955.76568 3 timecourse_ATM_combo_1hr 955.76024 5.69 67.94 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 54.2 100 3.49E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 21.3 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35456:173427

717.07541 4 timecourse_ATM_combo_4hr 717.07200 4.76 67.58 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 39.6 100 2.76E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 34.5 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35452:168220

717.07479 4 combeffx_ATM_PI3Ki 717.07200 3.89 67.24 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMSQNS#FIK.Q 91.5 100 8.44E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 21 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35299:67404

961.09581 3 combeffx_ATM_MEKi 961.09188 4.09 66.94 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*S#QNSFIK.Q 15.0 100 9.38E+05 HSTPHAAFQPNSQIGEEM*S#QNSFIK 14 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35296:61018

955.76468 3 timecourse_ATM_ctrl2 955.76024 4.65 64.93 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 20.1 100 9.18E+05 HSTPHAAFQPNSQIGEEMS#QNSFIK 26 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35447:160073

1140.16968 3 timecourse_ATM_combo_8hr 1140.16286 5.99 62.02 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTSET#QTSHLPESER.I 19.0 100 6.73E+05 KCEAEEAEPPAATQPQTSET#QTSHLPESER 10.1 751 ‐2,0 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35450:180870

961.09533 3 combeffx_ATM_PI3Ki 961.09188 3.59 61.91 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*S#QNSFIK.Q 11.6 100 1.39E+06 HSTPHAAFQPNSQIGEEM*S#QNSFIK 24.8 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35299:67514

913.06601 3 timecourse_ATM_combo_4hr 913.06192 4.48 60.3 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMSQNS#FI.K 3.8 100 2.03E+05 HSTPHAAFQPNSQIGEEMS#QNSFI 18.4 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35453:168321

717.07414 4 timecourse_ATM_ctrl1 717.07200 2.98 58.17 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 15.9 100 1.16E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 19 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35449:173079

982.42117 3 timecourse_ATM_combo_8hr 982.41568 5.6 57.95 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 45.3 100 2.96E+06 HSTPHAAFQPNS#QIGEEMS#QNSFIK 52.8 125 16.5 132 0 0 Apoptotic chromatin condensation inducer in the nucleus  35450:174420

717.07579 4 timecourse_ATM_combo_1hr 717.07200 5.29 56.76 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 33.1 100 2.41E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 15.7 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35456:173417

982.42061 3 timecourse_ATM_combo_2hr 982.41568 5.02 55.58 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 12.6 100 3.56E+05 HSTPHAAFQPNS#QIGEEMS#QNSFIK 44.4 125 11.8 132 0,3 0 0 Apoptotic chromatin condensation inducer in the nucleus  35455:164181

717.07474 4 combeffx_ATM_PI3Ki 717.07200 3.82 54.77 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 93.4 100 8.44E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 23.8 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35299:67394

721.07339 4 combeffx_ATM_MEKi 721.07073 3.69 53.45 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*S#QNSFIK.Q 25.4 100 1.73E+06 HSTPHAAFQPNSQIGEEM*SQNS#FIK 17.6 135 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35297:55788

982.42177 3 timecourse_ATM_combo_1hr 982.41568 6.2 52.98 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 7.9 100 3.36E+05 HSTPHAAFQPNS#QIGEEMS#QNSFIK 89.8 125 29 132 0 0 Apoptotic chromatin condensation inducer in the nucleus  35456:174806

982.42146 3 timecourse_ATM_combo_4hr 982.41568 5.88 52.53 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 46.0 100 2.40E+06 HSTPHAAFQPNS#QIGEEMS#QNSFIK 56.8 125 18.6 132 0 0 Apoptotic chromatin condensation inducer in the nucleus  35452:169500

721.07343 4 combeffx_ATM_PI3Ki 721.07073 3.74 52.18 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*S#QNSFIK.Q 32.8 100 4.73E+06 HSTPHAAFQPNSQIGEEM*S#QNSFIK 26.5 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35298:71446

717.07462 4 timecourse_ATM_combo_1hr 717.07200 3.65 52.13 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMSQNS#FIK.Q 43.3 100 2.59E+06 HSTPHAAFQPNSQIGEEMSQNS#FIK 19.9 135 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35457:173625

982.42121 3 timecourse_ATM_combo_4hr 982.41568 5.63 51.11 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 56.9 100 2.75E+06 HSTPHAAFQPNS#QIGEEMS#QNSFIK 63.8 125 14.7 132 0 0 Apoptotic chromatin condensation inducer in the nucleus  35453:172691

717.07472 4 timecourse_ATM_combo_2hr 717.07200 3.79 51.08 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMSQNS#FIK.Q 24.7 100 1.25E+06 HSTPHAAFQPNSQIGEEMSQNS#FIK 8.4 135 ‐3,0 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35455:162901

855.37906 4 timecourse_ATM_combo_8hr 855.37396 5.96 48.99 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTS#ETQTSHLPESER.I 53.5 100 2.61E+06 KCEAEEAEPPAATQPQTS#ETQTSHLPESER 13.5 749 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35451:183790

982.42081 3 timecourse_ATM_combo_2hr 982.41568 5.22 48.87 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 8.7 100 3.41E+05 HSTPHAAFQPNS#QIGEEMS#QNSFIK 42.5 125 21.4 132 0 0 Apoptotic chromatin condensation inducer in the nucleus  35454:163111

721.07287 4 combeffx_ATM_PI3Ki 721.07073 2.97 48.74 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*S#QNSFIK.Q 24.5 100 2.91E+06 HSTPHAAFQPNSQIGEEM*S#QNSFIK 19 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35299:67504

1140.16879 3 timecourse_ATM_combo_4hr 1140.16286 5.2 48.6 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTSET#QTSHLPESER.I 8.4 100 2.35E+05 KCEAEEAEPPAATQPQTSET#QTSHLPESER 8.8 751 ‐2,3 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35452:176060

955.76451 3 timecourse_ATM_ctrl1 955.76024 4.47 48.18 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 26.2 100 1.64E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 26.9 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35448:170280

721.07299 4 combeffx_ATM_MEKi 721.07073 3.13 47.83 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*S#QNSFIK.Q 28.2 100 2.40E+06 HSTPHAAFQPNSQIGEEM*S#QNSFIK 15.7 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35296:61008

982.41939 3 combeffx_ATM_comboi 982.41568 3.78 46.36 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 14.5 100 2.18E+06 HSTPHAAFQPNS#QIGEEMS#QNSFIK 54 125 18.6 132 0 0 Apoptotic chromatin condensation inducer in the nucleus  35301:73699

875.37076 4 timecourse_ATM_combo_4hr 875.36554 5.96 46.27 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTSETQTS#HLPES#ER.I 25.5 100 1.55E+06 KCEAEEAEPPAATQPQT#SETQTSHLPES#ER 7 748 0,6 2.8 759 ‐10,0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35452:176770

717.07545 4 timecourse_ATM_combo_2hr 717.07200 4.81 45.39 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 21.2 100 1.13E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 26.6 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35454:161881

982.42119 3 timecourse_ATM_combo_8hr 982.41568 5.61 45.15 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 48.0 100 3.30E+06 HSTPHAAFQPNS#QIGEEMS#QNSFIK 92.9 125 28.9 132 0 0 Apoptotic chromatin condensation inducer in the nucleus  35451:176760

721.07414 4 combeffx_ATM_comboi 721.07073 4.73 44.2 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*SQNS#FIK.Q 23.2 100 6.99E+06 HSTPHAAFQPNSQIGEEM*S#QNSFIK 8.4 132 0,3 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35300:80551

717.07494 4 timecourse_ATM_ctrl1 717.07200 4.1 44.16 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 15.7 100 1.11E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 26.5 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35448:170270

982.42022 3 combeffx_ATM_comboi 982.41568 4.62 42.27 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 14.8 100 2.95E+06 HSTPHAAFQPNS#QIGEEMS#QNSFIK 54.3 125 18.6 132 0 0 Apoptotic chromatin condensation inducer in the nucleus  35300:81161

1166.82527 3 timecourse_ATM_combo_8hr 1166.81830 5.97 40.86 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTSETQTS#HLPES#ER.I 25.9 100 1.36E+06 KCEAEEAEPPAATQPQT#SET#QTSHLPESER 14.2 748 0 751 ‐2,3 0 0 Apoptotic chromatin condensation inducer in the nucleus  35451:184520

717.07551 4 timecourse_ATM_combo_8hr 717.07200 4.89 40.25 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 26.3 100 2.48E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 21 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35450:173150

855.37925 4 timecourse_ATM_combo_8hr 855.37396 6.18 39.58 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTS#ETQTSHLPESER.I 52.4 100 2.70E+06 KCEAEEAEPPAATQPQTSETQTSHLPES#ER 0 759 ‐15,0 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35450:180880

1166.82583 3 timecourse_ATM_combo_8hr 1166.81830 6.45 38.55 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTSET#QT#SHLPESER.I 20.4 100 9.88E+05 KCEAEEAEPPAATQPQTS#ETQT#SHLPESER 0 749 0,5 5.8 753 ‐2,0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35450:181520

875.37029 4 timecourse_ATM_combo_4hr 875.36554 5.43 38.42 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAAT#QPQTSETQTSHLPES#ER.I 24.0 100 1.48E+06 KCEAEEAEPPAAT#QPQTSETQTSHLPES#ER 36.4 744 0 759 ‐11,0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35453:180301

721.07401 4 combeffx_ATM_comboi 721.07073 4.55 38.29 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEM*SQNS#FIK.Q 25.1 100 5.08E+06 HSTPHAAFQPNSQIGEEM*SQNS#FIK 0 135 ‐3,0 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35301:73209

855.37853 4 timecourse_ATM_combo_4hr 855.37396 5.34 37.95 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQT#SETQTSHLPESER.I 22.3 100 1.08E+06 KCEAEEAEPPAATQPQT#SETQTSHLPESER 0 748 0,11 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35452:176070

717.07613 4 timecourse_ATM_ctrl2 717.07200 5.76 37.01 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 10.8 100 6.87E+05 HSTPHAAFQPNSQIGEEMS#QNSFIK 16 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35446:156972

717.07442 4 combeffx_ATM_PI3Ki 717.07200 3.37 36.84 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMSQNS#FIK.Q 89.9 100 1.06E+07 HSTPHAAFQPNSQIGEEMS#QNSFIK 15.7 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35298:71316

875.37053 4 timecourse_ATM_combo_8hr 875.36554 5.7 35.59 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTSET#QT#SHLPESER.I 34.2 100 2.64E+06 KCEAEEAEPPAATQPQTS#ETQTS#HLPESER 0 749 ‐1,10 0 754 ‐6,0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35451:184510

737.06785 4 timecourse_ATM_combo_4hr 737.06358 5.79 34.89 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMSQNS#FIK.Q 16.4 100 9.88E+05 HS#TPHAAFQPNSQIGEEMS#QNSFIK 7.7 115 0,10 9.7 132 0,3 0 0 Apoptotic chromatin condensation inducer in the nucleus  35452:169490

717.07509 4 combeffx_ATM_comboi 717.07200 4.31 33.55 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 94.4 100 1.22E+07 HSTPHAAFQPNSQIGEEMS#QNSFIK 48.8 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35301:73149

717.07531 4 timecourse_ATM_ctrl2 717.07200 4.62 33.13 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 12.6 100 6.82E+05 HSTPHAAFQPNSQIGEEMS#QNSFIK 19 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35447:160063

875.37102 4 timecourse_ATM_combo_8hr 875.36554 6.26 32.8 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQTSET#QT#SHLPESER.I 37.7 100 2.73E+06 KCEAEEAEPPAATQPQTS#ETQTSHLPES#ER 11.6 749 0,5 0 759 ‐11,0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35450:181510

895.36304 4 timecourse_ATM_combo_8hr 895.35712 6.61 31.7 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAAT#QPQT#S#ETQTSHLPESER.I 21.4 100 1.24E+06 KCEAEEAEPPAAT#QPQT#SETQTSHLPES#ER 23.8 744 0 748 0,6 0 759 ‐10,0 Apoptotic chromatin condensation inducer in the nucleus  35450:182190

855.37895 4 timecourse_ATM_combo_4hr 855.37396 5.83 31.63 ACIN1  ACINU_HUMAN 5 K.KCEAEEAEPPAATQPQT#SETQTSHLPESER.I 23.8 100 1.04E+06 KCEAEEAEPPAATQPQTSETQTSHLPES#ER 0 759 ‐15,0 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35453:179461

717.07485 4 combeffx_ATM_MEKi 717.07200 3.97 28.94 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 12.7 92 6.32E+05 HSTPHAAFQPNSQIGEEMS#QNSFIK 6.9 132 0,3 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35297:55738

737.06787 4 timecourse_ATM_combo_4hr 737.06358 5.82 28.76 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 21.0 100 1.02E+06 HSTPHAAFQPNS#QIGEEMS#QNSFIK 18.3 125 9.7 132 0,3 0 0 Apoptotic chromatin condensation inducer in the nucleus  35453:172701

939.72364 3 timecourse_ATM_combo_4hr 939.71736 6.68 23.04 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFI.K 5.6 100 2.28E+05 HSTPHAAFQPNS#QIGEEMS#QNSFI 30.6 125 21.2 132 0 0 Apoptotic chromatin condensation inducer in the nucleus  35453:170311

737.06777 4 timecourse_ATM_combo_8hr 737.06358 5.68 22.51 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNS#QIGEEMS#QNSFIK.Q 18.5 100 1.12E+06 HSTPHAAFQPNS#QIGEEMS#QNSFIK 18.4 125 10.5 132 0,3 0 0 Apoptotic chromatin condensation inducer in the nucleus  35450:174430

769.34887 3 timecourse_ATM_combo_1hr 769.34347 7.02 20.64 ACIN1  ACINU_HUMAN 4 H.AAFQPNSQIGEEMS#QNSFIK.Q 3.3 100 1.34E+05 AAFQPNSQIGEEMS#QNSFIK 8.8 132 0,3 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35456:154967

717.0741 4 combeffx_ATM_ctrl 717.07200 2.93 17.38 ACIN1  ACINU_HUMAN 4 K.HSTPHAAFQPNSQIGEEMS#QNSFIK.Q 15.1 100 1.33E+06 HSTPHAAFQPNSQIGEEMS#QNSFIK 13.2 132 0 0 0 0 Apoptotic chromatin condensation inducer in the nucleus  35295:72897

893.16049 3 timecourse_ATM_combo_1hr 893.15408 7.19 32.49 ACLY  ACLY_HUMAN 5 R.LLQDHPWLLS#QNLVVKPDQLIK.R 6.1 100 3.12E+05 LLQDHPWLLS#QNLVVKPDQLIK 1000 52 0 0 0 0 ATP‐citrate synthase  35457:168925

893.16115 3 timecourse_ATM_combo_1hr 893.15408 7.93 30.79 ACLY  ACLY_HUMAN 5 R.LLQDHPWLLS#QNLVVKPDQLIK.R 7.7 100 2.87E+05 LLQDHPWLLS#QNLVVKPDQLIK 1000 52 0 0 0 0 ATP‐citrate synthase  35456:168767

819.41134 2 timecourse_ATM_combo_1hr 819.40767 4.48 44.49 ACSL3  ACSL3_HUMAN 3 R.LLLCGGAPLSATT#QR.F 3.1 94 1.86E+05 LLLCGGAPLSATT#QR 11.5 459 ‐1,0 0 0 0 0 Long‐chain‐fatty‐acid‐‐CoA ligase 3  35457:105052

742.81694 2 timecourse_ATM_combo_2hr 742.81369 4.38 39.37 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 12.8 100 3.65E+05 EKMT#QIMFETF 103 122 0 0 0 0 Actin, aortic smooth muscle  35455:81995

742.81725 2 timecourse_ATM_ctrl1 742.81369 4.79 34.89 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 10.7 100 4.73E+05 EKMT#QIMFETF 114.1 122 0 0 0 0 Actin, aortic smooth muscle  35448:87449

742.81659 2 timecourse_ATM_combo_1hr 742.81369 3.9 32.72 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 13.7 100 6.39E+05 EKMT#QIMFETF 123.9 122 0 0 0 0 Actin, aortic smooth muscle  35457:88189

742.81793 2 timecourse_ATM_combo_8hr 742.81369 5.71 32.45 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 6.4 100 2.63E+05 EKMT#QIMFETF 103 122 0 0 0 0 Actin, aortic smooth muscle  35451:87811

742.81729 2 timecourse_ATM_combo_4hr 742.81369 4.85 29.07 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 8.5 100 4.01E+05 EKMT#QIMFETF 105.7 122 0 0 0 0 Actin, aortic smooth muscle  35452:84941

742.81732 2 timecourse_ATM_combo_4hr 742.81369 4.89 28.63 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 12.7 100 4.32E+05 EKMT#QIMFETF 115.2 122 0 0 0 0 Actin, aortic smooth muscle  35453:86630

742.817 2 timecourse_ATM_combo_1hr 742.81369 4.46 26.44 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 13.2 100 6.45E+05 EKMT#QIMFETF 105.7 122 0 0 0 0 Actin, aortic smooth muscle  35456:87998

742.81706 2 timecourse_ATM_combo_2hr 742.81369 4.54 24.99 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 12.9 100 4.08E+05 EKMT#QIMFETF 105.7 122 0 0 0 0 Actin, aortic smooth muscle  35454:82460

742.81718 2 timecourse_ATM_ctrl1 742.81369 4.7 24.23 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 12.8 100 4.78E+05 EKMT#QIMFETF 105.7 122 0 0 0 0 Actin, aortic smooth muscle  35449:88814

742.8172 2 timecourse_ATM_combo_8hr 742.81369 4.73 22.04 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 5.8 100 2.06E+05 EKMT#QIMFETF 106.9 122 0 0 0 0 Actin, aortic smooth muscle  35450:87058

742.81715 2 timecourse_ATM_ctrl2 742.81369 4.66 20.3 ACTA2  ACTA_HUMAN 79 R.EKMT#QIMFETF.N 8.0 100 3.03E+05 EKMT#QIMFETF 96 122 0 0 0 0 Actin, aortic smooth muscle  35447:76801

1101.47645 3 combeffx_ATM_comboi 1101.47097 4.98 72.05 ACTN1  ACTN1_HUMAN 2 D.S#QQTNDYMQPEEDWDRDLLLDPAWEK.Q 61.0 100 9.77E+06 S#QQTNDYMQPEEDWDRDLLLDPAWEK 33.7 6 0 0 0 0 Alpha‐actinin‐1  35300:83101

1106.81078 3 timecourse_ATM_combo_8hr 1106.80261 7.38 67.77 ACTN1  ACTN1_HUMAN 2 D.S#QQTNDYM*QPEEDWDRDLLLDPAWEK.Q 14.9 100 8.87E+05 S#QQTNDYM*QPEEDWDRDLLLDPAWEK 30.7 6 0 0 0 0 Alpha‐actinin‐1  35451:182760

1101.47592 3 combeffx_ATM_comboi 1101.47097 4.49 66.66 ACTN1  ACTN1_HUMAN 2 D.S#QQTNDYMQPEEDWDRDLLLDPAWEK.Q 61.4 100 6.09E+06 S#QQTNDYMQPEEDWDRDLLLDPAWEK 37.4 6 0 0 0 0 Alpha‐actinin‐1  35301:75309

1101.48032 3 timecourse_ATM_combo_8hr 1101.47097 8.49 59.12 ACTN1  ACTN1_HUMAN 2 D.S#QQTNDYMQPEEDWDRDLLLDPAWEK.Q 115.4 100 9.90E+06 SQQT#NDYMQPEEDWDRDLLLDPAWEK 30.7 9 0 0 0 0 Alpha‐actinin‐1  35451:182480

1106.80862 3 combeffx_ATM_comboi 1106.80261 5.43 57.67 ACTN1  ACTN1_HUMAN 2 D.S#QQTNDYM*QPEEDWDRDLLLDPAWEK.Q 25.3 100 4.02E+06 S#QQTNDYM*QPEEDWDRDLLLDPAWEK 30.8 6 0 0 0 0 Alpha‐actinin‐1  35300:83281

1061.40142 2 timecourse_ATM_combo_8hr 1061.39641 4.72 56.69 ACTN1  ACTN1_HUMAN 2 D.S#QQTNDYMQPEEDWDR.D 5.9 100 8.20E+05 S#QQTNDYMQPEEDWDR 39.6 6 0 0 0 0 Alpha‐actinin‐1  35450:144653

1101.47973 3 timecourse_ATM_combo_8hr 1101.47097 7.95 52.22 ACTN1  ACTN1_HUMAN 2 D.S#QQTNDYMQPEEDWDRDLLLDPAWEK.Q 109.4 100 8.66E+06 S#QQTNDYMQPEEDWDRDLLLDPAWEK 30.7 6 0 0 0 0 Alpha‐actinin‐1  35450:179630

1101.47944 3 timecourse_ATM_combo_4hr 1101.47097 7.69 50.92 ACTN1  ACTN1_HUMAN 2 D.S#QQTNDYMQPEEDWDRDLLLDPAWEK.Q 21.7 100 1.44E+06 S#QQTNDYMQPEEDWDRDLLLDPAWEK 30.7 6 0 0 0 0 Alpha‐actinin‐1  35453:178011

1106.80988 3 timecourse_ATM_combo_8hr 1106.80261 6.57 47.78 ACTN1  ACTN1_HUMAN 2 D.S#QQTNDYM*QPEEDWDRDLLLDPAWEK.Q 12.9 100 8.06E+05 S#QQTNDYM*QPEEDWDRDLLLDPAWEK 13.3 6 0 0 0 0 Alpha‐actinin‐1  35450:179900

871.3887 2 timecourse_ATM_combo_8hr 871.38439 4.96 33.24 ACTN1  ACTN1_HUMAN 7 K.ICDQWDNLGALT#QK.R 2.7 94 1.91E+05 ICDQWDNLGALT#QK 1000 490 0 0 0 0 Alpha‐actinin‐1  35451:114382

927.45496 2 timecourse_ATM_ctrl1 927.45093 4.35 55.44 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 8.9 100 5.33E+05 QFAS#QANVVGPWIQTK 82.8 656 0 0 0 0 Alpha‐actinin‐4  35449:125968

927.45627 2 timecourse_ATM_ctrl1 927.45093 5.76 55.29 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 9.9 100 4.89E+05 QFAS#QANVVGPWIQTK 90 656 0 0 0 0 Alpha‐actinin‐4  35448:123927

927.4562 2 timecourse_ATM_combo_2hr 927.45093 5.68 54.5 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 7.6 100 2.81E+05 QFAS#QANVVGPWIQTK 90 656 0 0 0 0 Alpha‐actinin‐4  35454:116404

927.45647 2 timecourse_ATM_combo_4hr 927.45093 5.97 53.99 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 7.1 100 4.16E+05 QFAS#QANVVGPWIQTK 82.8 656 0 0 0 0 Alpha‐actinin‐4  35453:122541

927.45638 2 timecourse_ATM_combo_8hr 927.45093 5.88 52.76 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 5.5 100 4.28E+05 QFAS#QANVVGPWIQTK 105 656 0 0 0 0 Alpha‐actinin‐4  35451:124207

927.45734 2 timecourse_ATM_combo_1hr 927.45093 6.91 51.8 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 9.8 100 5.13E+05 QFAS#QANVVGPWIQTK 120.8 656 0 0 0 0 Alpha‐actinin‐4  35456:125528

927.45652 2 timecourse_ATM_combo_8hr 927.45093 6.03 51.68 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 6.2 100 3.93E+05 QFAS#QANVVGPWIQTK 101.9 656 0 0 0 0 Alpha‐actinin‐4  35450:122918

927.45557 2 timecourse_ATM_combo_1hr 927.45093 5 49.57 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 8.7 100 5.28E+05 QFAS#QANVVGPWIQTK 90 656 0 0 0 0 Alpha‐actinin‐4  35457:125406

927.45661 2 timecourse_ATM_combo_4hr 927.45093 6.12 35.44 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 5.5 100 2.92E+05 QFAS#QANVVGPWIQTK 67.2 656 0 0 0 0 Alpha‐actinin‐4  35452:120324

927.45622 2 timecourse_ATM_combo_2hr 927.45093 5.7 35.04 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 9.0 100 3.30E+05 QFAS#QANVVGPWIQTK 88.7 656 0 0 0 0 Alpha‐actinin‐4  35455:116426

927.45721 2 timecourse_ATM_ctrl2 927.45093 6.77 26.72 ACTN4  ACTN4_HUMAN 4 R.QFAS#QANVVGPWIQTK.M 3.6 100 1.32E+05 QFAS#QANVVGPWIQTK 67.2 656 0 0 0 0 Alpha‐actinin‐4  35446:109745

670.67396 3 timecourse_ATM_combo_8hr 670.67008 5.79 22.35 ACTN4  ACTN4_HUMAN 4 R.RQFAS#QANVVGPWIQTK.M 7.8 100 5.59E+05 RQFAS#QANVVGPWIQTK 99.7 656 0 0 0 0 Alpha‐actinin‐4  35451:137211

962.42553 2 timecourse_ATM_combo_8hr 962.42223 3.43 60.88 ADAR  DSRAD_HUMAN 4 K.TAES#QTPTPSATSFFSGK.S 13.1 100 8.14E+05 TAES#QTPTPSATSFFSGK 8.7 599 ‐3,0 0 0 0 0 Double‐stranded RNA‐specific adenosine deaminase  35450:128618

962.42497 2 timecourse_ATM_combo_8hr 962.42223 2.85 53.62 ADAR  DSRAD_HUMAN 4 K.TAES#QTPTPSATSFFSGK.S 10.6 100 9.31E+05 TAES#QTPTPSATSFFSGK 13.3 599 0 0 0 0 Double‐stranded RNA‐specific adenosine deaminase  35451:130127

1039.4371 2 timecourse_ATM_combo_8hr 1039.43220 4.71 115.11 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 17.3 100 7.41E+05 DGSTPGPGEGS#QLSNGGGGGPGR 46.3 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35450:140223

1039.43782 2 timecourse_ATM_combo_4hr 1039.43220 5.41 96.48 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 14.4 100 4.43E+05 DGSTPGPGEGS#QLSNGGGGGPGR 61.1 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35452:137167

1039.43764 2 timecourse_ATM_combo_4hr 1039.43220 5.23 95.79 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 15.6 100 4.83E+05 DGSTPGPGEGS#QLSNGGGGGPGR 30.7 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35453:139887

1039.43674 2 timecourse_ATM_combo_8hr 1039.43220 4.37 89.54 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 19.5 100 9.08E+05 DGSTPGPGEGS#QLSNGGGGGPGR 49.6 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35451:142201

693.29332 3 timecourse_ATM_combo_8hr 693.29056 3.98 51.93 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 23.7 100 1.26E+06 DGSTPGPGEGS#QLSNGGGGGPGR 21.4 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35451:142191

693.29379 3 timecourse_ATM_combo_2hr 693.29056 4.66 51.44 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 6.6 100 1.58E+05 DGSTPGPGEGS#QLSNGGGGGPGR 13.6 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35455:133370

693.29375 3 timecourse_ATM_combo_8hr 693.29056 4.6 46.44 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 23.2 100 1.12E+06 DGSTPGPGEGS#QLSNGGGGGPGR 25.1 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35450:140213

693.29412 3 timecourse_ATM_combo_4hr 693.29056 5.13 45.36 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 19.6 100 8.17E+05 DGSTPGPGEGS#QLSNGGGGGPGR 20 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35452:137157

693.29427 3 timecourse_ATM_combo_2hr 693.29056 5.35 44.66 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 8.0 100 1.61E+05 DGSTPGPGEGS#QLSNGGGGGPGR 16.2 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35454:133185

693.29401 3 timecourse_ATM_combo_4hr 693.29056 4.98 39.83 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 24.9 100 8.84E+05 DGSTPGPGEGS#QLSNGGGGGPGR 40.8 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35453:139877

693.2946 3 timecourse_ATM_combo_1hr 693.29056 5.84 30.06 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 4.7 100 1.79E+05 DGSTPGPGEGS#QLSNGGGGGPGR 17.6 39 0 0 0 0 Double‐stranded RNA‐specific editase 1  35456:143339

693.29446 3 timecourse_ATM_ctrl1 693.29056 5.63 24.84 ADARB1  RED1_HUMAN 6 K.DGSTPGPGEGS#QLSNGGGGGPGR.K 1.7 89 7.24E+04 DGSTPGPGEGS#QLSNGGGGGPGR 8.4 39 ‐8,0 0 0 0 0 Double‐stranded RNA‐specific editase 1  35448:141358

748.39546 2 timecourse_ATM_combo_1hr 748.39268 3.71 51.4 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 10.3 100 7.90E+05 RVT#QILQSPAFR 107.6 59 0 0 0 0 Gamma‐adducin  35457:89683

748.39557 2 timecourse_ATM_ctrl1 748.39268 3.86 49.86 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 14.5 100 1.28E+06 RVT#QILQSPAFR 100.2 59 0 0 0 0 Gamma‐adducin  35449:90299

753.87779 4 timecourse_ATM_ctrl2 753.87251 7 47.15 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFREDLECLIQEQMK.K 5.2 94 4.05E+05 RVT#QILQSPAFREDLECLIQEQMK 44.4 59 0 0 0 0 Gamma‐adducin  35447:162513

748.39587 2 timecourse_ATM_combo_4hr 748.39268 4.26 41.79 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 8.5 100 7.86E+05 RVT#QILQSPAFR 61.7 59 0 0 0 0 Gamma‐adducin  35452:86421

748.3961 2 timecourse_ATM_combo_1hr 748.39268 4.57 39.41 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 9.3 100 8.22E+05 RVT#QILQSPAFR 74.3 59 0 0 0 0 Gamma‐adducin  35456:89479

748.3961 2 timecourse_ATM_ctrl1 748.39268 4.57 38.72 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 14.3 100 1.28E+06 RVT#QILQSPAFR 81.7 59 0 0 0 0 Gamma‐adducin  35448:88950

748.39581 2 timecourse_ATM_combo_4hr 748.39268 4.18 32.76 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 8.5 100 8.14E+05 RVT#QILQSPAFR 63.9 59 0 0 0 0 Gamma‐adducin  35453:88101

748.39606 2 timecourse_ATM_ctrl2 748.39268 4.52 31.1 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 8.1 100 5.42E+05 RVT#QILQSPAFR 63.9 59 0 0 0 0 Gamma‐adducin  35446:76999

499.26613 3 timecourse_ATM_ctrl1 499.26421 3.85 29.98 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 15.9 100 9.91E+05 RVT#QILQSPAFR 97.6 59 0 0 0 0 Gamma‐adducin  35449:90289

748.3954 2 timecourse_ATM_combo_2hr 748.39268 3.63 28.93 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 8.8 100 5.20E+05 RVT#QILQSPAFR 65.4 59 0 0 0 0 Gamma‐adducin  35455:83375

499.26625 3 timecourse_ATM_ctrl2 499.26421 4.09 23.64 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 8.8 100 4.57E+05 RVT#QILQSPAFR 97.8 59 0 0 0 0 Gamma‐adducin  35446:76959

499.26622 3 timecourse_ATM_combo_4hr 499.26421 4.03 22.33 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 7.6 100 7.32E+05 RVT#QILQSPAFR 87.6 59 0 0 0 0 Gamma‐adducin  35452:86411

499.26604 3 timecourse_ATM_combo_2hr 499.26421 3.67 21.08 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 9.1 100 4.76E+05 RVT#QILQSPAFR 92.2 59 0 0 0 0 Gamma‐adducin  35455:83385

748.3952 2 timecourse_ATM_combo_2hr 748.39268 3.37 20.85 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 7.9 100 5.45E+05 RVT#QILQSPAFR 51 59 0 0 0 0 Gamma‐adducin  35454:83860

499.26644 3 timecourse_ATM_ctrl2 499.26421 4.47 20.02 ADD3  ADDG_HUMAN 3 K.RVT#QILQSPAFR.E 10.1 100 4.87E+05 RVT#QILQSPAFR 97.8 59 0 0 0 0 Gamma‐adducin  35447:78197

614.27581 2 timecourse_ATM_combo_8hr 614.27189 6.38 21.61 ADNP  ADNP_HUMAN 2 K.SPSLS#QSQASR.V 4.1 100 9.64E+04 SPSLSQS#QASR 18.5 415 0 0 0 0 Activity‐dependent neuroprotector homeobox protein  35450:53787

515.74641 2 combeffx_ATM_PI3Ki 515.74444 3.82 54.69 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 343.3 100 1.94E+07 TIS#QSSSLK 37.4 836 0 0 0 0 AF4/FMR2 family member 4  35299:11516

825.88491 2 timecourse_ATM_combo_8hr 825.87980 6.19 53.91 AFF4  AFF4_HUMAN 2 K.WTPVGPAPSTS#QSQK.R 5.5 100 2.30E+05 WTPVGPAPSTSQS#QK 10.3 120 ‐3,0 0 0 0 0 AF4/FMR2 family member 4  35450:104827

515.74651 2 combeffx_ATM_ctrl 515.74444 4.01 50.73 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 2186.7 100 1.39E+08 TIS#QSSSLK 37.4 836 0 0 0 0 AF4/FMR2 family member 4  35295:11510

515.74655 2 combeffx_ATM_PI3Ki 515.74444 4.09 46.78 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 291.7 100 1.94E+07 TIS#QSSSLK 37.4 836 0 0 0 0 AF4/FMR2 family member 4  35299:11526

515.74633 2 combeffx_ATM_ctrl 515.74444 3.66 46.54 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 51.1 100 7.08E+06 TIS#QSSSLK 51.6 836 0 0 0 0 AF4/FMR2 family member 4  35294:12170

515.7465 2 combeffx_ATM_ctrl 515.74444 3.99 44.14 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 2880.9 100 1.59E+08 TIS#QSSSLK 37.4 836 0 0 0 0 AF4/FMR2 family member 4  35294:12230

515.7463 2 combeffx_ATM_MEKi 515.74444 3.63 43.3 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1433.2 94 2.61E+07 TIS#QSSSLK 37.4 836 0 0 0 0 AF4/FMR2 family member 4  35297:10475

515.74645 2 combeffx_ATM_ctrl 515.74444 3.9 43.29 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 2140.8 100 1.39E+08 TIS#QSSSLK 42.6 836 0 0 0 0 AF4/FMR2 family member 4  35295:11490

515.74637 2 combeffx_ATM_PI3Ki 515.74444 3.74 41.48 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 583.6 100 2.46E+07 TIS#QSSSLK 33.7 836 0 0 0 0 AF4/FMR2 family member 4  35298:11772

593.7976 2 combeffx_ATM_MEKi 593.79500 4.38 40.85 AFF4  AFF4_HUMAN 0 K.RTIS#QSSSLK.S 91.5 100 1.12E+06 RTIS#QSSSLK 21.3 836 0 0 0 0 AF4/FMR2 family member 4  35297:16009

515.74597 2 combeffx_ATM_MEKi 515.74444 2.97 40.79 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 2824.6 100 7.99E+07 TIS#QSSSLK 37.4 836 0 0 0 0 AF4/FMR2 family member 4  35296:11418

515.74708 2 timecourse_ATM_ctrl1 515.74444 5.12 40.08 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1174.1 100 2.91E+07 TIS#QSSSLK 42.6 836 0 0 0 0 AF4/FMR2 family member 4  35449:27347

515.74672 2 combeffx_ATM_ctrl 515.74444 4.42 39.45 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 165.6 94 9.95E+06 TIS#QSSSLK 42.6 836 0 0 0 0 AF4/FMR2 family member 4  35295:11570

593.79803 2 combeffx_ATM_MEKi 593.79500 5.1 38.62 AFF4  AFF4_HUMAN 0 K.RTISQS#SSLK.S 83.7 100 1.53E+06 RTIS#QSSSLK 23.3 836 0 0 0 0 AF4/FMR2 family member 4  35296:17173

515.74717 2 combeffx_ATM_comboi 515.74444 5.29 38.16 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 54.3 100 4.56E+06 TIS#QSSSLK 37.4 836 0 0 0 0 AF4/FMR2 family member 4  35301:11688

515.74592 2 combeffx_ATM_MEKi 515.74444 2.89 37.85 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 2818.2 100 7.99E+07 TIS#QSSSLK 30.8 836 0 0 0 0 AF4/FMR2 family member 4  35296:11408

515.74684 2 combeffx_ATM_ctrl 515.74444 4.65 37.16 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1880.6 100 1.39E+08 TIS#QSSSLK 26.5 836 0 0 0 0 AF4/FMR2 family member 4  35295:11590

515.74705 2 combeffx_ATM_MEKi 515.74444 5.06 35.93 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1225.3 94 1.64E+07 TIS#QSSSLK 37.4 836 0 0 0 0 AF4/FMR2 family member 4  35297:10585

593.79772 2 combeffx_ATM_ctrl 593.79500 4.58 34.58 AFF4  AFF4_HUMAN 0 K.RTISQS#SSLK.S 118.6 100 3.92E+06 RTIS#QSSSLK 26.5 836 0 0 0 0 AF4/FMR2 family member 4  35294:18684

515.74646 2 combeffx_ATM_MEKi 515.74444 3.92 33.15 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1327.6 94 1.64E+07 TIS#QSSSLK 33.7 836 0 0 0 0 AF4/FMR2 family member 4  35297:10485

515.74624 2 combeffx_ATM_MEKi 515.74444 3.49 32.7 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 0.00E+00 TIS#QSSSLK 33.7 836 0 0 0 0 AF4/FMR2 family member 4  35297:10465

515.74668 2 combeffx_ATM_ctrl 515.74444 4.34 32.68 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 13.1 94 3.46E+06 TIS#QSSSLK 28.5 836 0 0 0 0 AF4/FMR2 family member 4  35294:12260

515.74667 2 combeffx_ATM_ctrl 515.74444 4.32 31.54 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 158.8 94 9.95E+06 TIS#QSSSLK 24.8 836 0 0 0 0 AF4/FMR2 family member 4  35295:11560

515.74692 2 combeffx_ATM_MEKi 515.74444 4.81 31.27 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1446.1 94 2.64E+07 TIS#QSSSLK 30.7 836 0 0 0 0 AF4/FMR2 family member 4  35297:10545

515.74737 2 combeffx_ATM_comboi 515.74444 5.68 30.75 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 97.2 100 7.24E+06 TIS#QSSSLK 24.8 836 0 0 0 0 AF4/FMR2 family member 4  35300:12653

515.74737 2 timecourse_ATM_ctrl2 515.74444 5.68 30.29 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1512.7 100 2.84E+07 TIS#QSSSLK 33.7 836 0 0 0 0 AF4/FMR2 family member 4  35446:23203

515.74649 2 combeffx_ATM_ctrl 515.74444 3.97 30.19 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 2916.1 100 1.59E+08 TIS#QSSSLK 30.8 836 0 0 0 0 AF4/FMR2 family member 4  35294:12210

515.74765 2 timecourse_ATM_ctrl2 515.74444 6.22 28.54 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1528.6 100 2.78E+07 TIS#QSSSLK 37.4 836 0 0 0 0 AF4/FMR2 family member 4  35446:23213

515.74674 2 combeffx_ATM_PI3Ki 515.74444 4.46 28.29 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 528.7 100 2.54E+07 TIS#QSSSLK 21.3 836 0 0 0 0 AF4/FMR2 family member 4  35298:11802



515.74695 2 combeffx_ATM_MEKi 515.74444 4.87 28.09 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 15.0 94 1.26E+06 TIS#QSSSLK 17 836 0 0 0 0 AF4/FMR2 family member 4  35297:10555

515.74695 2 combeffx_ATM_ctrl 515.74444 4.87 27.74 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 2814.4 100 1.59E+08 TIS#QSSSLK 30.7 836 0 0 0 0 AF4/FMR2 family member 4  35294:12280

515.74621 2 combeffx_ATM_MEKi 515.74444 3.43 27.6 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 68.3 94 3.97E+06 TIS#QSSSLK 24.8 836 0 0 0 0 AF4/FMR2 family member 4  35296:11428

515.74733 2 timecourse_ATM_ctrl2 515.74444 5.6 26.55 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1664.9 100 2.95E+07 TIS#QSSSLK 33.7 836 0 0 0 0 AF4/FMR2 family member 4  35447:23309

515.74666 2 combeffx_ATM_MEKi 515.74444 4.3 26.18 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 34.4 100 2.13E+06 TIS#QSSSLK 24.8 836 0 0 0 0 AF4/FMR2 family member 4  35296:11488

515.74725 2 combeffx_ATM_comboi 515.74444 5.47 25.9 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 65.6 100 4.56E+06 TIS#QSSSLK 30.8 836 0 0 0 0 AF4/FMR2 family member 4  35301:11698

515.74711 2 combeffx_ATM_ctrl 515.74444 5.18 25.87 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1553.3 100 1.37E+08 TIS#QSSSLK 21.3 836 0 0 0 0 AF4/FMR2 family member 4  35295:11600

515.74655 2 combeffx_ATM_ctrl 515.74444 4.09 24.79 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1909.5 100 1.37E+08 TIS#QSSSLK 23.3 836 0 0 0 0 AF4/FMR2 family member 4  35295:11520

515.74752 2 timecourse_ATM_ctrl1 515.74444 5.97 24.67 AFF4  AFF4_HUMAN 0 R.T#ISQSSSLK.S 1284.2 100 2.77E+07 TIS#QSSSLK 30.7 836 0 0 0 0 AF4/FMR2 family member 4  35448:26937

515.74672 2 combeffx_ATM_MEKi 515.74444 4.42 24.55 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 52.6 100 3.82E+06 TIS#QSSSLK 21.3 836 0 0 0 0 AF4/FMR2 family member 4  35297:10505

515.74677 2 combeffx_ATM_MEKi 515.74444 4.52 24.4 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 51.3 100 3.40E+06 TIS#QSSSLK 42.6 836 0 0 0 0 AF4/FMR2 family member 4  35297:10515

515.74628 2 combeffx_ATM_MEKi 515.74444 3.57 24.37 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 56.3 100 3.66E+06 TIS#QSSSLK 21.3 836 0 0 0 0 AF4/FMR2 family member 4  35296:11438

515.74741 2 timecourse_ATM_ctrl2 515.74444 5.76 23.35 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1720.7 100 2.90E+07 TIS#QSSSLK 33.7 836 0 0 0 0 AF4/FMR2 family member 4  35447:23319

515.74637 2 combeffx_ATM_MEKi 515.74444 3.74 23.24 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 59.5 100 5.14E+06 TIS#QSSSLK 30.7 836 0 0 0 0 AF4/FMR2 family member 4  35296:11458

515.74664 2 combeffx_ATM_MEKi 515.74444 4.27 23.08 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 65.7 94 3.97E+06 TIS#QSSSLK 24.8 836 0 0 0 0 AF4/FMR2 family member 4  35296:11478

515.74712 2 timecourse_ATM_combo_1hr 515.74444 5.2 22.53 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 24.1 100 4.61E+05 TIS#QSSSLK 28.5 836 0 0 0 0 AF4/FMR2 family member 4  35456:26849

515.74661 2 combeffx_ATM_ctrl 515.74444 4.21 22.23 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 52.2 100 6.10E+06 TIS#QSSSLK 21.3 836 0 0 0 0 AF4/FMR2 family member 4  35295:11530

515.7467 2 combeffx_ATM_MEKi 515.74444 4.38 22.09 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 65.2 94 3.97E+06 TIS#QSSSLK 24.8 836 0 0 0 0 AF4/FMR2 family member 4  35296:11518

515.74632 2 combeffx_ATM_MEKi 515.74444 3.65 21.55 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 58.2 100 4.27E+06 TIS#QSSSLK 24.8 836 0 0 0 0 AF4/FMR2 family member 4  35296:11448

515.74714 2 combeffx_ATM_MEKi 515.74444 5.24 21.27 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 1418.8 94 2.65E+07 TIS#QSSSLK 21.3 836 0 0 0 0 AF4/FMR2 family member 4  35297:10615

515.74733 2 timecourse_ATM_combo_4hr 515.74444 5.6 21.04 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 31.6 100 5.74E+05 TIS#QSSSLK 30.7 836 0 0 0 0 AF4/FMR2 family member 4  35453:26655

515.74649 2 combeffx_ATM_ctrl 515.74444 3.97 20.95 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 51.7 100 7.79E+06 TIS#QSSSLK 26.5 836 0 0 0 0 AF4/FMR2 family member 4  35294:12220

927.09516 3 timecourse_ATM_combo_8hr 927.09188 3.54 20.74 AFF4  AFF4_HUMAN 0 K.TEPSKFPFPTKES#QQSNFGTGEQK.R 8.0 100 1.38E+06 TEPSKFPFPTKES#QQSNFGTGEQK 18.5 352 0 0 0 0 AF4/FMR2 family member 4  35451:173700

515.7472 2 timecourse_ATM_combo_4hr 515.74444 5.35 20.24 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 44.6 100 6.46E+05 TIS#QSSSLK 33.7 836 0 0 0 0 AF4/FMR2 family member 4  35452:26424

515.74668 2 combeffx_ATM_MEKi 515.74444 4.34 20 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 2824.6 100 7.99E+07 TIS#QSSSLK 22 836 0 0 0 0 AF4/FMR2 family member 4  35296:11498

515.74648 2 combeffx_ATM_ctrl 515.74444 3.96 19.7 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 53.2 100 6.75E+06 TIS#QSSSLK 20.9 836 0 0 0 0 AF4/FMR2 family member 4  35295:11500

515.74681 2 combeffx_ATM_PI3Ki 515.74444 4.6 19.67 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 231.0 100 1.94E+07 TIS#QSSSLK 30.7 836 0 0 0 0 AF4/FMR2 family member 4  35299:11546

515.74666 2 combeffx_ATM_PI3Ki 515.74444 4.3 19.14 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 564.8 100 2.49E+07 TIS#QSSSLK 8.7 836 0,4 0 0 0 0 AF4/FMR2 family member 4  35298:11782

515.74704 2 combeffx_ATM_MEKi 515.74444 5.04 18.3 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 984.8 94 1.64E+07 TIS#QSSSLK 21.3 836 0 0 0 0 AF4/FMR2 family member 4  35297:10575

515.74715 2 combeffx_ATM_MEKi 515.74444 5.25 17.32 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 18.1 94 9.12E+05 TIS#QSSSLK 27 836 0 0 0 0 AF4/FMR2 family member 4  35297:10625

515.74701 2 combeffx_ATM_MEKi 515.74444 4.98 15.99 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 2670.5 100 8.58E+07 TIS#QSSSLK 10.3 836 0,2 0 0 0 0 AF4/FMR2 family member 4  35296:11538

515.74663 2 combeffx_ATM_ctrl 515.74444 4.25 13.32 AFF4  AFF4_HUMAN 0 R.TIS#QSSSLK.S 53.7 100 7.40E+06 TIS#QSSSLK 15.2 836 0 0 0 0 AF4/FMR2 family member 4  35295:11540

515.74773 2 timecourse_ATM_ctrl1 515.74444 6.38 13.08 AFF4  AFF4_HUMAN 0 R.TISQS#SSLK.S 6.7 94 1.94E+05 TIS#QSSSLK 10.7 836 0,3 0 0 0 0 AF4/FMR2 family member 4  35448:26957

807.8846 2 timecourse_ATM_ctrl1 807.88147 3.87 60.38 AGAP1  AGAP1_HUMAN 5 R.LTS#QSEAMALQSIR.N 6.1 100 4.95E+05 LTS#QSEAMALQSIR 13.2 605 0 0 0 0 Arf‐GAP with GTPase, ANK repeat and PH domain‐containing protein 1  35449:103357

661.01588 3 combeffx_ATM_PI3Ki 661.01327 3.95 60.17 AHCTF1  ELYS_HUMAN 3 R.LKSS#QLLEPAVEETTKK.E 7.4 100 7.63E+05 LKSS#QLLEPAVEETTKK 14.2 1847 0 0 0 0 Protein ELYS  35298:55732

661.01621 3 combeffx_ATM_comboi 661.01327 4.45 45.43 AHCTF1  ELYS_HUMAN 3 R.LKSS#QLLEPAVEETTKK.E 37.8 100 5.82E+06 LKSS#QLLEPAVEETTKK 7.5 1847 ‐1,0 0 0 0 0 Protein ELYS  35300:61521

661.01515 3 timecourse_ATM_combo_8hr 661.01327 2.84 42.65 AHCTF1  ELYS_HUMAN 3 R.LKSS#QLLEPAVEETTKK.E 43.8 100 2.83E+06 LKSS#QLLEPAVEETTKK 4.8 1847 ‐1,0 0 0 0 0 Protein ELYS  35450:133433

661.01509 3 timecourse_ATM_combo_8hr 661.01327 2.75 42.47 AHCTF1  ELYS_HUMAN 3 R.LKSS#QLLEPAVEETTKK.E 37.5 100 2.62E+06 LKSS#QLLEPAVEETTKK 4 1847 ‐1,0 0 0 0 0 Protein ELYS  35451:135021

661.01639 3 combeffx_ATM_comboi 661.01327 4.72 42.22 AHCTF1  ELYS_HUMAN 3 R.LKS#SQLLEPAVEETTKK.E 43.6 100 5.11E+06 LKSS#QLLEPAVEETTKK 4.3 1847 ‐1,0 0 0 0 0 Protein ELYS  35301:56268

661.01557 3 timecourse_ATM_combo_4hr 661.01327 3.48 33.79 AHCTF1  ELYS_HUMAN 3 R.LKSS#QLLEPAVEETTKK.E 25.0 100 1.30E+06 LKSS#QLLEPAVEETTKK 0 1847 ‐1,0 0 0 0 0 Protein ELYS  35453:132985

634.96432 3 combeffx_ATM_MEKi 634.96224 3.28 31.12 AHCTF1  ELYS_HUMAN 2 R.SLPSSS#QLKGS#PQAISR.A 16.8 100 1.08E+06 SLPSSS#QLKGS#PQAISR 4 1155 ‐2,0 18.1 1160 0 0 Protein ELYS  35296:46427

885.9194 4 timecourse_ATM_combo_8hr 885.91488 5.1 27.74 AHCTF1  ELYS_HUMAN 3 K.LPISDSPPDT#QEIHVIEQEKLEAQDSGEEAR.N 4.6 100 5.39E+05 LPISDSPPDT#QEIHVIEQEKLEAQDSGEEAR 34.6 1517 0 0 0 0 Protein ELYS  35450:181840

1154.53364 3 timecourse_ATM_combo_4hr 1154.52645 6.23 22.64 AHCTF1  ELYS_HUMAN 3 K.ESVDLPEEKLPISDS#PPDT#QEIHVIEQEK.L 5.5 94 5.20E+05 ESVDLPEEKLPISDS#PPDT#QEIHVIEQEK 6 1513 ‐2,0 29.3 1517 0 0 Protein ELYS  35453:179911

634.96611 3 timecourse_ATM_combo_8hr 634.96224 6.09 19.79 AHCTF1  ELYS_HUMAN 2 R.SLPSSS#QLKGS#PQAISR.A 4.6 100 3.11E+05 SLPSSS#QLKGS#PQAISR 10.3 1155 ‐2,0 27.7 1160 0 0 Protein ELYS  35450:126578

618.31902 3 timecourse_ATM_combo_4hr 618.31495 6.58 13.07 AHCTF1  ELYS_HUMAN 3 R.LKSS#QLLEPAVEETTK.K 2.3 100 1.09E+05 LKSS#QLLEPAVEETTK 0 1847 ‐1,0 0 0 0 0 Protein ELYS  35452:120294

646.81161 4 combeffx_ATM_comboi 646.80828 5.15 38.55 AK1  KAD1_HUMAN 4 R.KVNAEGSVDSVFS#QVCTHLDALK.‐ 6.5 100 3.27E+05 KVNAEGSVDSVFS#QVCTHLDALK 27.1 184 0 0 0 0 Adenylate kinase isoenzyme 1  35300:75741

832.82339 2 timecourse_ATM_combo_4hr 832.81979 4.32 79.93 AKAP12  AKA12_HUMAN 0 K.TEGT#QEADQYADEK.T 2.7 100 8.09E+04 TEGT#QEADQYADEK 38.8 1264 0 0 0 0 A‐kinase anchor protein 12  35452:104071

832.82213 2 timecourse_ATM_combo_8hr 832.81979 2.81 78.83 AKAP12  AKA12_HUMAN 0 K.TEGT#QEADQYADEK.T 19.4 100 7.40E+05 TEGT#QEADQYADEK 33.5 1264 0 0 0 0 A‐kinase anchor protein 12  35451:107453

832.8228 2 timecourse_ATM_combo_8hr 832.81979 3.61 67.93 AKAP12  AKA12_HUMAN 0 K.TEGT#QEADQYADEK.T 15.8 100 6.61E+05 TEGT#QEADQYADEK 24.8 1264 0 0 0 0 A‐kinase anchor protein 12  35450:106457

1190.58113 2 timecourse_ATM_combo_8hr 1190.57691 3.54 59.3 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 9.4 94 1.97E+06 VLSKPPEGVVSEVEMLSS#QER 26.4 505 0 0 0 0 A‐kinase anchor protein 12  35451:158160

1190.58285 2 timecourse_ATM_combo_4hr 1190.57691 4.99 59.11 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 17.0 100 3.61E+06 VLSKPPEGVVSEVEMLSS#QER 18.4 505 0 0 0 0 A‐kinase anchor protein 12  35453:154641

1190.58096 2 timecourse_ATM_combo_4hr 1190.57691 3.4 59.08 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 13.0 100 2.23E+06 VLSKPPEGVVSEVEMLSS#QER 11.5 505 ‐1,0 0 0 0 0 A‐kinase anchor protein 12  35452:151900

1190.582 2 timecourse_ATM_combo_2hr 1190.57691 4.28 58.84 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 19.4 100 2.50E+06 VLSKPPEGVVSEVEMLS#SQER 9.3 504 0,1 0 0 0 0 A‐kinase anchor protein 12  35454:147111

1190.58057 2 timecourse_ATM_combo_1hr 1190.57691 3.07 58.34 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 11.9 94 5.68E+05 VLSKPPEGVVSEVEMLSS#QER 9.3 505 ‐1,0 0 0 0 0 A‐kinase anchor protein 12  35457:158045

1190.58119 2 timecourse_ATM_ctrl1 1190.57691 3.59 57.83 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 7.3 100 1.14E+06 VLSKPPEGVVSEVEMLSS#QER 16.2 505 0 0 0 0 A‐kinase anchor protein 12  35449:158619

1190.58335 2 timecourse_ATM_combo_4hr 1190.57691 5.41 57.63 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 16.8 100 2.67E+06 VLSKPPEGVVSEVEMLSS#QER 22.9 505 0 0 0 0 A‐kinase anchor protein 12  35452:151920

1190.58326 2 timecourse_ATM_combo_2hr 1190.57691 5.33 56.91 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 25.9 100 3.14E+06 VLSKPPEGVVSEVEMLSS#QER 13.2 505 0 0 0 0 A‐kinase anchor protein 12  35455:147511

1190.58298 2 timecourse_ATM_combo_2hr 1190.57691 5.1 55.57 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 25.8 100 2.94E+06 VLSKPPEGVVSEVEMLSS#QER 20.4 505 0 0 0 0 A‐kinase anchor protein 12  35454:147131

1190.58119 2 timecourse_ATM_combo_8hr 1190.57691 3.59 53.52 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 7.6 100 1.86E+06 VLSKPPEGVVSEVEMLSS#QER 28.9 505 0 0 0 0 A‐kinase anchor protein 12  35450:156150

1190.58071 2 timecourse_ATM_combo_4hr 1190.57691 3.19 53.3 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 13.9 100 3.39E+06 VLSKPPEGVVSEVEMLSS#QER 20.4 505 0 0 0 0 A‐kinase anchor protein 12  35453:154621

1190.58257 2 timecourse_ATM_combo_1hr 1190.57691 4.75 51.93 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 17.8 100 2.57E+06 VLSKPPEGVVSEVEMLSS#QER 20.4 505 0 0 0 0 A‐kinase anchor protein 12  35457:158065

1190.58159 2 timecourse_ATM_ctrl1 1190.57691 3.93 51.56 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 8.7 100 1.24E+06 VLSKPPEGVVSEVEMLSS#QER 20.4 505 0 0 0 0 A‐kinase anchor protein 12  35448:156150

832.82466 2 timecourse_ATM_combo_2hr 832.81979 5.85 49.82 AKAP12  AKA12_HUMAN 0 K.TEGT#QEADQYADEK.T 1.2 81 1.71E+04 TEGT#QEADQYADEK 16.8 1264 0 0 0 0 A‐kinase anchor protein 12  35454:100666

1190.58078 2 timecourse_ATM_combo_2hr 1190.57691 3.25 48.66 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 14.8 94 4.19E+05 VLSKPPEGVVSEVEMLSS#QER 18.4 505 0 0 0 0 A‐kinase anchor protein 12  35455:147491

1190.58398 2 timecourse_ATM_combo_1hr 1190.57691 5.94 46 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 17.7 100 3.33E+06 VLSKPPEGVVSEVEMLSS#QER 20.4 505 0 0 0 0 A‐kinase anchor protein 12  35456:158107

1190.5814 2 timecourse_ATM_combo_1hr 1190.57691 3.77 46 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 14.9 100 2.91E+06 VLSKPPEGVVSEVEMLSS#QER 6.9 505 ‐1,0 0 0 0 0 A‐kinase anchor protein 12  35456:158087

820.71368 3 timecourse_ATM_combo_2hr 820.70914 5.53 43.71 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#S#QER.M 18.5 100 1.54E+06 VLSKPPEGVVSEVEMLS#S#QER 91 504 90.9 505 0 0 A‐kinase anchor protein 12  35454:150491

794.05734 3 timecourse_ATM_combo_2hr 794.05370 4.58 41.24 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 281.0 94 4.00E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35455:147501

820.71339 3 timecourse_ATM_combo_2hr 820.70914 5.18 38.87 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#S#QER.M 16.0 100 1.59E+06 VLSKPPEGVVSEVEMLS#S#QER 94.7 504 93.2 505 0 0 A‐kinase anchor protein 12  35455:150951

820.71307 3 timecourse_ATM_combo_1hr 820.70914 4.79 38.16 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#S#QER.M 11.6 100 1.45E+06 VLSKPPEGVVSEVEMLS#S#QER 166.4 504 161.5 505 0 0 A‐kinase anchor protein 12  35457:161525

799.3894 3 timecourse_ATM_combo_2hr 799.38534 5.08 36.48 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 23.8 100 3.41E+06 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35454:147611

794.05731 3 timecourse_ATM_combo_1hr 794.05370 4.55 35.18 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 86.4 100 1.69E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35457:158055

794.05805 3 timecourse_ATM_combo_4hr 794.05370 5.48 35.06 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 116.4 100 2.72E+07 VLSKPPEGVVSEVEMLSS#QER 21.3 505 0 0 0 0 A‐kinase anchor protein 12  35452:151930

794.05737 3 timecourse_ATM_combo_1hr 794.05370 4.62 34.46 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 201.2 100 4.84E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35456:158097

799.3907 3 timecourse_ATM_combo_1hr 799.38534 6.71 34.46 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 12.2 100 4.42E+06 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35456:158587

815.06954 3 timecourse_ATM_combo_8hr 815.06700 3.12 32.93 AKAP12  AKA12_HUMAN 1 K.VKEES#QLPGTGGPEDVLQPVQR.A 19.2 100 1.77E+06 VKEES#QLPGTGGPEDVLQPVQR 16.2 1054 0 0 0 0 A‐kinase anchor protein 12  35451:161240

799.38838 3 timecourse_ATM_combo_1hr 799.38534 3.8 32.9 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 21.0 100 4.49E+06 VLSKPPEGVVSEVEM*LSS#QER 26.5 505 0 0 0 0 A‐kinase anchor protein 12  35457:158535

794.05671 3 combeffx_ATM_comboi 794.05370 3.79 32.62 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 30.8 100 1.40E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35301:65799

820.71363 3 timecourse_ATM_combo_8hr 820.70914 5.47 32.45 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#S#QER.M 10.8 100 1.46E+06 VLSKPPEGVVSEVEMLS#S#QER 131.1 504 123.9 505 0 0 A‐kinase anchor protein 12  35451:162040

794.05685 3 combeffx_ATM_comboi 794.05370 3.97 32.07 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 30.9 100 1.40E+07 VLSKPPEGVVSEVEMLSS#QER 30.7 505 0 0 0 0 A‐kinase anchor protein 12  35301:65819

794.05584 3 timecourse_ATM_combo_4hr 794.05370 2.69 31.8 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 206.0 100 5.68E+07 VLSKPPEGVVSEVEMLSS#QER 13.3 505 0 0 0 0 A‐kinase anchor protein 12  35453:154611

794.05837 3 timecourse_ATM_combo_8hr 794.05370 5.88 31.25 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 119.9 100 2.87E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35451:158190

794.05853 3 timecourse_ATM_combo_8hr 794.05370 6.08 30.84 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 119.1 100 2.52E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35450:156180

794.05889 3 timecourse_ATM_combo_1hr 794.05370 6.54 30.54 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 187.9 100 4.11E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35456:158127

794.05739 3 timecourse_ATM_ctrl2 794.05370 4.65 30.41 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 64.2 100 1.21E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35446:141702

794.05756 3 timecourse_ATM_ctrl2 794.05370 4.86 30.35 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 56.2 100 1.14E+07 VLSKPPEGVVSEVEMLSS#QER 26.5 505 0 0 0 0 A‐kinase anchor protein 12  35447:144263

794.05589 3 combeffx_ATM_PI3Ki 794.05370 2.76 30.35 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 59.5 100 2.26E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35298:64586

820.71385 3 timecourse_ATM_combo_8hr 820.70914 5.74 30.12 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#S#QER.M 9.1 100 1.41E+06 VLSKPPEGVVSEVEMLS#S#QER 88 504 89.3 505 0 0 A‐kinase anchor protein 12  35450:159840

794.05653 3 combeffx_ATM_comboi 794.05370 3.56 30.12 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 32.5 100 1.40E+07 VLSKPPEGVVSEVEMLSS#QER 30.7 505 0 0 0 0 A‐kinase anchor protein 12  35301:65789

794.05805 3 timecourse_ATM_combo_4hr 794.05370 5.48 30.01 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 95.9 100 2.17E+07 VLSKPPEGVVSEVEMLSS#QER 33.7 505 0 0 0 0 A‐kinase anchor protein 12  35453:154661

794.05833 3 timecourse_ATM_combo_2hr 794.05370 5.83 29.92 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 273.6 100 4.02E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35454:147141

794.05638 3 combeffx_ATM_PI3Ki 794.05370 3.38 29.57 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 56.2 100 2.26E+07 VLSKPPEGVVSEVEMLSS#QER 30.7 505 0 0 0 0 A‐kinase anchor protein 12  35298:64606

794.05721 3 timecourse_ATM_ctrl1 794.05370 4.42 28.94 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 77.3 100 1.00E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35448:156160

794.05767 3 timecourse_ATM_combo_1hr 794.05370 5.01 28.84 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 186.3 100 4.54E+07 VLSKPPEGVVSEVEMLSS#QER 42.6 505 0 0 0 0 A‐kinase anchor protein 12  35457:158075

794.05575 3 timecourse_ATM_ctrl1 794.05370 2.58 28.7 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 83.4 100 1.81E+07 VLSKPPEGVVSEVEMLSS#QER 30.8 505 0 0 0 0 A‐kinase anchor protein 12  35449:158599

794.05586 3 combeffx_ATM_PI3Ki 794.05370 2.72 28.57 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 58.2 100 1.62E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35299:61224

794.05619 3 timecourse_ATM_ctrl1 794.05370 3.14 28.07 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 74.3 100 9.15E+06 VLSKPPEGVVSEVEMLSS#QER 21.3 505 0 0 0 0 A‐kinase anchor protein 12  35449:158609

794.05587 3 timecourse_ATM_combo_1hr 794.05370 2.73 27.92 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 200.3 94 3.78E+07 VLSKPPEGVVSEVEMLSS#QER 37.4 505 0 0 0 0 A‐kinase anchor protein 12  35457:158035

820.71378 3 timecourse_ATM_combo_4hr 820.70914 5.65 27.83 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#S#QER.M 20.2 100 2.39E+06 VLSKPPEGVVSEVEMLS#S#QER 128.4 504 127.8 505 0 0 A‐kinase anchor protein 12  35453:158411

794.05652 3 combeffx_ATM_comboi 794.05370 3.55 27.61 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 30.6 100 1.40E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35301:65779

794.05586 3 timecourse_ATM_combo_8hr 794.05370 2.72 27.33 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 113.3 94 2.78E+07 VLSKPPEGVVSEVEMLSS#QER 42.6 505 0 0 0 0 A‐kinase anchor protein 12  35451:158150

794.05743 3 timecourse_ATM_combo_2hr 794.05370 4.7 26.92 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 262.1 100 4.04E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35454:147121

820.71419 3 timecourse_ATM_combo_4hr 820.70914 6.15 26.72 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#S#QER.M 22.2 100 2.63E+06 VLSKPPEGVVSEVEMLS#S#QER 87 504 82.2 505 0 0 A‐kinase anchor protein 12  35452:155560

794.05829 3 timecourse_ATM_combo_4hr 794.05370 5.78 26.41 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 194.8 100 3.78E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35452:151940

799.38918 3 timecourse_ATM_combo_2hr 799.38534 4.8 26.26 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LS#SQER.M 25.0 100 4.10E+06 VLSKPPEGVVSEVEM*LSS#QER 10.3 505 ‐1,0 0 0 0 0 A‐kinase anchor protein 12  35455:147981

799.38941 3 timecourse_ATM_combo_1hr 799.38534 5.09 26.14 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 10.4 100 5.04E+06 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35457:158545

794.05801 3 timecourse_ATM_combo_2hr 794.05370 5.43 25.96 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 126.3 100 1.97E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35455:147521

794.05611 3 combeffx_ATM_PI3Ki 794.05370 3.04 25.66 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 56.7 100 2.26E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35298:64596

794.05844 3 timecourse_ATM_combo_2hr 794.05370 5.97 25.53 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 272.9 100 4.07E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35455:147531

794.05838 3 timecourse_ATM_combo_2hr 794.05370 5.89 25.46 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 133.3 100 1.97E+07 VLSKPPEGVVSEVEMLSS#QER 18.9 505 0 0 0 0 A‐kinase anchor protein 12  35454:147151

794.05745 3 timecourse_ATM_combo_8hr 794.05370 4.72 25.43 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 66.1 100 1.34E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35450:156170

794.05624 3 timecourse_ATM_ctrl1 794.05370 3.2 25.34 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 80.0 94 1.07E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35448:156140

794.05823 3 timecourse_ATM_ctrl2 794.05370 5.7 25.09 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 59.1 100 6.54E+06 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35446:141712

794.05794 3 timecourse_ATM_ctrl2 794.05370 5.34 25.06 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 57.2 100 7.31E+06 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35447:144273

794.0562 3 timecourse_ATM_combo_8hr 794.05370 3.15 24.78 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 106.4 100 3.38E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35450:156140

794.05594 3 timecourse_ATM_combo_4hr 794.05370 2.82 24.39 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 200.9 100 5.37E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35452:151890

799.38999 3 timecourse_ATM_combo_4hr 799.38534 5.82 24.35 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LS#SQER.M 15.3 100 4.40E+06 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35452:152440

820.71493 3 timecourse_ATM_combo_1hr 820.70914 7.05 24.26 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#S#QER.M 10.4 100 1.54E+06 VLSKPPEGVVSEVEMLS#S#QER 80.3 504 78.1 505 0 0 A‐kinase anchor protein 12  35456:161507

799.39007 3 timecourse_ATM_combo_2hr 799.38534 5.92 24.13 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 12.9 100 3.89E+06 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35454:147631

799.38988 3 timecourse_ATM_ctrl1 799.38534 5.68 23.85 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 8.1 100 1.62E+06 VLSKPPEGVVSEVEM*LSS#QER 21.3 505 0 0 0 0 A‐kinase anchor protein 12  35449:159129

799.38989 3 timecourse_ATM_combo_1hr 799.38534 5.69 23.72 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 26.1 100 5.02E+06 VLSKPPEGVVSEVEM*LSS#QER 30.8 505 0 0 0 0 A‐kinase anchor protein 12  35456:158567

799.38911 3 timecourse_ATM_combo_2hr 799.38534 4.72 23.69 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 13.1 100 5.00E+06 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35455:147971

794.05685 3 combeffx_ATM_comboi 794.05370 3.97 23.63 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 36.3 100 2.44E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35300:71941

794.05805 3 timecourse_ATM_combo_4hr 794.05370 5.48 23.3 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 192.3 100 4.96E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35453:154651

794.05621 3 combeffx_ATM_PI3Ki 794.05370 3.16 23.22 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLS#SQER.M 56.4 100 1.62E+07 VLSKPPEGVVSEVEMLSS#QER 30.7 505 0 0 0 0 A‐kinase anchor protein 12  35299:61234

799.38737 3 combeffx_ATM_PI3Ki 799.38534 2.55 23.02 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 15.4 100 1.04E+07 VLSKPPEGVVSEVEM*LSS#QER 42.6 505 0 0 0 0 A‐kinase anchor protein 12  35298:64846

799.38962 3 timecourse_ATM_combo_1hr 799.38534 5.35 22.91 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 18.7 100 5.87E+06 VLSKPPEGVVSEVEM*LSS#QER 21.3 505 0 0 0 0 A‐kinase anchor protein 12  35457:158555

799.3906 3 timecourse_ATM_combo_1hr 799.38534 6.58 22.88 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LS#SQER.M 20.3 100 5.99E+06 VLSKPPEGVVSEVEM*LSS#QER 17 505 0 0 0 0 A‐kinase anchor protein 12  35456:158577

799.38947 3 timecourse_ATM_combo_4hr 799.38534 5.17 22.13 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 18.2 100 3.83E+06 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35452:152430

799.38971 3 timecourse_ATM_combo_2hr 799.38534 5.47 21.91 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LS#SQER.M 21.9 94 2.35E+06 VLSKPPEGVVSEVEM*LSS#QER 21.3 505 0 0 0 0 A‐kinase anchor protein 12  35455:147991

799.38974 3 timecourse_ATM_combo_8hr 799.38534 5.5 21.8 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 7.7 100 2.88E+06 VLSKPPEGVVSEVEM*LSS#QER 18.9 505 0 0 0 0 A‐kinase anchor protein 12  35451:158870

799.38976 3 timecourse_ATM_combo_8hr 799.38534 5.53 21.78 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 10.9 94 1.82E+06 VLSKPPEGVVSEVEM*LSS#QER 21.3 505 0 0 0 0 A‐kinase anchor protein 12  35450:156760

799.38777 3 combeffx_ATM_PI3Ki 799.38534 3.04 21.33 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 15.3 100 1.03E+07 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35298:64856

794.05764 3 timecourse_ATM_ctrl1 794.05370 4.96 20.95 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 73.8 100 1.47E+07 VLSKPPEGVVSEVEMLSS#QER 13.3 505 0 0 0 0 A‐kinase anchor protein 12  35449:158629

799.3901 3 timecourse_ATM_combo_4hr 799.38534 5.95 20.73 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 18.5 94 2.69E+06 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35453:155191

794.05879 3 timecourse_ATM_combo_1hr 794.05370 6.41 19.09 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 121.9 100 2.67E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35456:158117

794.05726 3 combeffx_ATM_comboi 794.05370 4.48 18.63 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 35.0 100 2.44E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35300:71951

794.05846 3 timecourse_ATM_ctrl2 794.05370 5.99 18.5 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 42.9 100 7.48E+06 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35446:141722

799.38903 3 timecourse_ATM_combo_8hr 799.38534 4.63 18.33 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 9.9 100 2.28E+06 VLSKPPEGVVSEVEM*LSS#QER 21.3 505 0 0 0 0 A‐kinase anchor protein 12  35450:156750

799.3899 3 timecourse_ATM_combo_2hr 799.38534 5.7 17.69 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 23.3 94 2.65E+06 VLSKPPEGVVSEVEM*LSS#QER 21.3 505 0 0 0 0 A‐kinase anchor protein 12  35454:147621

799.39018 3 timecourse_ATM_combo_4hr 799.38534 6.05 17.6 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 12.5 100 4.12E+06 VLSKPPEGVVSEVEM*LSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35453:155201

799.38973 3 timecourse_ATM_ctrl1 799.38534 5.49 17.39 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEM*LSS#QER.M 7.1 100 1.60E+06 VLSKPPEGVVSEVEM*LSS#QER 21.3 505 0 0 0 0 A‐kinase anchor protein 12  35448:156700

794.05568 3 combeffx_ATM_PI3Ki 794.05370 2.49 16.87 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 64.9 100 2.26E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35298:64576

794.05697 3 timecourse_ATM_combo_8hr 794.05370 4.12 16.03 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 65.8 100 1.32E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35451:158170

794.05819 3 timecourse_ATM_ctrl1 794.05370 5.65 14.28 AKAP12  AKA12_HUMAN 1 K.VLSKPPEGVVSEVEMLSS#QER.M 76.7 100 1.27E+07 VLSKPPEGVVSEVEMLSS#QER 24.8 505 0 0 0 0 A‐kinase anchor protein 12  35448:156170

652.27961 2 timecourse_ATM_ctrl2 652.27579 5.86 30.51 AKAP2  AKAP2_HUMAN 2 R.QVLQST#QS#PR.T 4.4 100 4.46E+04 QVLQST#QS#PR 11.5 746 ‐1,0 41.3 748 0 0 A‐kinase anchor protein 2  35447:57605

652.28015 2 timecourse_ATM_ctrl1 652.27579 6.68 23.05 AKAP2  AKAP2_HUMAN 2 R.QVLQS#T#QSPR.T 4.6 100 5.27E+04 QVLQST#QS#PR 10.3 746 ‐1,0 41.3 748 0 0 A‐kinase anchor protein 2  35448:65948

652.28001 2 timecourse_ATM_combo_4hr 652.27579 6.47 22.5 AKAP2  AKAP2_HUMAN 2 R.QVLQST#QS#PR.T 3.9 100 3.20E+04 QVLQST#QS#PR 13.2 746 30.7 748 0 0 A‐kinase anchor protein 2  35452:63673

721.81603 2 timecourse_ATM_combo_8hr 721.81158 6.17 63.95 AKAP8L  AKP8L_HUMAN 2 K.GALTT#QDENGQTK.R 10.6 100 1.67E+05 GALTT#QDENGQTK 38.4 354 0 0 0 0 A‐kinase anchor protein 8‐like  35450:81802

721.81624 2 timecourse_ATM_combo_8hr 721.81158 6.46 49.41 AKAP8L  AKP8L_HUMAN 2 K.GALTT#QDENGQTK.R 11.4 100 1.83E+05 GALTT#QDENGQTK 38.4 354 0 0 0 0 A‐kinase anchor protein 8‐like  35451:82515

998.04943 3 timecourse_ATM_ctrl1 998.04471 4.73 71.15 AKT3  AKT3_HUMAN 1 R.MNCS#PTS#QIDNIGEEEMDASTTHHK.R 6.9 100 4.02E+05 MNCS#PTS#QIDNIGEEEMDASTTHHK 24.8 120 15.9 123 0 0 RAC‐gamma serine/threonine‐protein kinase  35449:175079

998.05031 3 timecourse_ATM_ctrl2 998.04471 5.61 65.49 AKT3  AKT3_HUMAN 1 R.MNCS#PT#SQIDNIGEEEMDASTTHHK.R 7.0 100 3.60E+05 MNCS#PTS#QIDNIGEEEMDASTTHHK 24.8 120 8.6 123 ‐1,0 0 0 RAC‐gamma serine/threonine‐protein kinase  35446:158982

998.05083 3 timecourse_ATM_ctrl1 998.04471 6.13 44.83 AKT3  AKT3_HUMAN 1 R.MNCS#PTS#QIDNIGEEEMDASTTHHK.R 6.8 100 4.32E+05 MNCS#PTS#QIDNIGEEEMDASTTHHK 30.7 120 11.5 123 ‐1,0 0 0 RAC‐gamma serine/threonine‐protein kinase  35448:172280

998.0506 3 timecourse_ATM_ctrl2 998.04471 5.9 41.04 AKT3  AKT3_HUMAN 1 R.MNCS#PTS#QIDNIGEEEMDASTTHHK.R 7.3 100 3.59E+05 MNCS#PTS#QIDNIGEEEMDASTTHHK 26.5 120 18.3 123 0 0 RAC‐gamma serine/threonine‐protein kinase  35447:162183

803.64639 4 timecourse_ATM_ctrl2 803.64116 6.51 66.37 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 103.0 100 7.92E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 42.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35446:162182

1071.19209 3 timecourse_ATM_ctrl1 1071.18578 5.89 63.4 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 10.8 100 8.89E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 55.7 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35448:175360

803.64569 4 timecourse_ATM_ctrl1 803.64116 5.64 62.96 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 175.4 100 1.25E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 36.5 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35449:178149

803.64582 4 timecourse_ATM_ctrl1 803.64116 5.8 61.18 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 151.3 100 1.23E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 44.2 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35448:175350

803.64576 4 timecourse_ATM_combo_4hr 803.64116 5.72 59.06 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 104.3 100 7.93E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 57.9 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35453:176891

1071.19142 3 timecourse_ATM_combo_1hr 1071.18578 5.27 57.91 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 12.1 100 7.35E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 34 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35457:179225

803.64667 4 timecourse_ATM_ctrl2 803.64116 6.86 54.94 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 98.6 100 7.82E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 24.4 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35446:162202

1071.19144 3 timecourse_ATM_ctrl1 1071.18578 5.28 53.21 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 10.8 100 8.37E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 32.9 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35449:178139

803.64366 4 combeffx_ATM_PI3Ki 803.64116 3.11 52.46 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 11.8 100 1.35E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 49.1 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35299:68974

803.64616 4 timecourse_ATM_ctrl2 803.64116 6.22 52.38 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 128.8 100 8.65E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 33.3 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35447:165583

803.64516 4 timecourse_ATM_combo_1hr 803.64116 4.98 51.7 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 164.2 100 1.25E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 31.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35457:179205

803.64608 4 timecourse_ATM_combo_4hr 803.64116 6.12 49.88 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 87.3 100 8.41E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 58.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35452:173630

803.64372 4 combeffx_ATM_ctrl 803.64116 3.19 49.24 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 7.8 100 8.08E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 40.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35294:76994

803.64563 4 timecourse_ATM_ctrl1 803.64116 5.56 49.15 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 142.3 100 1.23E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 42.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35448:175330

803.64575 4 timecourse_ATM_combo_8hr 803.64116 5.71 48.84 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 41.9 100 4.76E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 57.9 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35450:178410

655.27869 2 timecourse_ATM_combo_8hr 655.27508 5.51 48.44 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 53.3 100 1.52E+06 MVTPGHACT#QK 44.1 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35450:66156

655.279 2 timecourse_ATM_combo_2hr 655.27508 5.98 48.4 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 70.3 100 1.25E+06 MVTPGHACT#QK 44.1 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35454:63028

807.64387 4 timecourse_ATM_ctrl1 807.63989 4.93 48.39 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNM*VTPGHACT#QK.F 2.5 86 7.41E+04 ALSDHHIYLEGTLLKPNM*VTPGHACT#QK 38.1 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35448:175550

803.64345 4 combeffx_ATM_ctrl 803.64116 2.85 47.07 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 9.9 100 8.95E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 37.6 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35295:74347

803.64562 4 timecourse_ATM_combo_8hr 803.64116 5.55 46.83 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 53.3 100 4.68E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 37.6 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35451:181210

643.11884 5 timecourse_ATM_ctrl2 643.11438 6.93 45.92 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 200.0 100 1.22E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 8.8 241 ‐6,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35446:162212

655.27892 2 timecourse_ATM_combo_1hr 655.27508 5.86 45.69 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 102.5 100 2.62E+06 MVTPGHACT#QK 57.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35456:66864

803.64297 4 combeffx_ATM_PI3Ki 803.64116 2.25 45.47 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 13.9 100 1.89E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 34.6 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35298:73086

803.64654 4 timecourse_ATM_combo_1hr 803.64116 6.69 44.45 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 137.0 100 1.27E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 52.5 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35456:178386

643.11802 5 timecourse_ATM_ctrl1 643.11438 5.66 43.24 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 303.7 100 1.86E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 8.8 241 ‐6,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35449:178159

1071.1916 3 timecourse_ATM_combo_4hr 1071.18578 5.43 43.04 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 9.0 100 5.23E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 17.1 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35453:176871

803.64518 4 combeffx_ATM_comboi 803.64116 5 42.31 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 7.8 100 2.06E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 27.1 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35300:82701

803.64565 4 timecourse_ATM_combo_2hr 803.64116 5.59 41.9 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 84.8 100 5.10E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 26.4 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35455:168091

1071.19226 3 timecourse_ATM_combo_4hr 1071.18578 6.05 41.44 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 5.6 100 4.56E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 13.1 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35452:173620

655.2781 2 timecourse_ATM_combo_2hr 655.27508 4.61 40.78 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 67.6 100 1.13E+06 MVTPGHACT#QK 72.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35455:62407

803.64442 4 combeffx_ATM_comboi 803.64116 4.06 40.39 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 7.5 100 1.24E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 24.9 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35301:75049

655.27867 2 timecourse_ATM_combo_4hr 655.27508 5.48 39.01 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 66.6 100 1.63E+06 MVTPGHACT#QK 57.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35452:64495

803.64552 4 timecourse_ATM_combo_2hr 803.64116 5.43 38.94 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 76.8 100 4.98E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 36 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35454:166681

643.11635 5 combeffx_ATM_PI3Ki 643.11438 3.06 37.52 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 33.6 100 3.30E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 14.3 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35299:68964

643.11777 5 timecourse_ATM_combo_2hr 643.11438 5.27 36.61 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 135.3 100 7.80E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 20.2 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35454:166671

643.11677 5 combeffx_ATM_comboi 643.11438 3.72 35.99 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 20.2 100 3.17E+06 ALSDHHIYLEGTLLKPNMVT#PGHACTQK 0 235 0,6 0 0 0 0 Fructose‐bisphosphate aldolase A  35301:75039

1071.19285 3 timecourse_ATM_ctrl2 1071.18578 6.6 34.69 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 6.1 100 5.10E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 23.2 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35446:162192

643.11807 5 timecourse_ATM_combo_8hr 643.11438 5.74 33.07 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 85.4 100 7.33E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 6.2 241 ‐6,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35450:178420

655.27872 2 timecourse_ATM_combo_8hr 655.27508 5.55 32.77 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 58.3 100 1.62E+06 MVTPGHACT#QK 34.5 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35451:66324

643.11618 5 combeffx_ATM_ctrl 643.11438 2.8 32.38 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 24.4 100 2.37E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 12.9 241 ‐6,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35295:74337

807.64458 4 timecourse_ATM_combo_1hr 807.63989 5.81 31.66 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNM*VTPGHACT#QK.F 3.5 100 6.26E+05 ALSDHHIYLEGTLLKPNM*VTPGHACT#QK 41.4 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35456:178616

655.27892 2 timecourse_ATM_ctrl1 655.27508 5.86 31.55 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 116.9 100 2.91E+06 MVTPGHACT#QK 64.9 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35448:66728

655.27893 2 timecourse_ATM_ctrl2 655.27508 5.88 31.54 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 51.7 100 8.67E+05 MVTPGHACT#QK 38.5 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35446:57418

643.11806 5 timecourse_ATM_combo_4hr 643.11438 5.72 31.53 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 193.6 100 1.14E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 21 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35453:176881

643.11808 5 timecourse_ATM_combo_8hr 643.11438 5.77 31.48 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 107.7 100 7.41E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 8.8 241 ‐6,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35451:181220

643.11808 5 timecourse_ATM_ctrl1 643.11438 5.75 31.3 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 237.3 100 1.87E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 20.7 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35448:175340

643.11826 5 timecourse_ATM_combo_4hr 643.11438 6.03 30.99 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 162.7 100 1.29E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 11.8 241 ‐6,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35452:173610

655.27778 2 timecourse_ATM_combo_1hr 655.27508 4.12 30.67 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 97.4 100 2.55E+06 MVTPGHACT#QK 52.4 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35457:67051

643.11708 5 combeffx_ATM_comboi 643.11438 4.2 30.4 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 25.8 100 5.36E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 4.5 241 ‐6,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35300:82691

1071.1928 3 timecourse_ATM_combo_1hr 1071.18578 6.55 30.36 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 9.6 100 9.92E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 13.1 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35456:178376

807.64385 4 timecourse_ATM_combo_1hr 807.63989 4.9 30.07 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNM*VTPGHACT#QK.F 4.2 94 3.46E+05 ALSDHHIYLEGTLLKPNM*VTPGHACT#QK 51.5 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35457:179415

643.11793 5 timecourse_ATM_combo_2hr 643.11438 5.52 29.67 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 133.9 100 7.84E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 20.2 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35454:166691

1071.19266 3 timecourse_ATM_ctrl2 1071.18578 6.42 28.84 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 9.3 100 5.92E+05 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 30.4 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35447:165593

655.27873 2 timecourse_ATM_combo_4hr 655.27508 5.57 28.53 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 77.3 100 1.73E+06 MVTPGHACT#QK 57.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35453:65889

655.27879 2 timecourse_ATM_ctrl2 655.27508 5.66 28.26 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 54.1 100 1.01E+06 MVTPGHACT#QK 40.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35447:58355

643.11861 5 timecourse_ATM_ctrl2 643.11438 6.58 27 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 223.9 100 1.30E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 21 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35447:165603

643.11674 5 combeffx_ATM_ctrl 643.11438 3.67 26.31 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 23.4 100 2.71E+06 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 16 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35294:77004

655.27832 2 timecourse_ATM_ctrl1 655.27508 4.94 26.29 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 133.6 100 2.95E+06 MVTPGHACT#QK 38.5 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35449:67585

437.18832 3 timecourse_ATM_combo_4hr 437.18581 5.74 23.28 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 54.3 100 1.22E+06 MVTPGHACT#QK 42.4 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35453:65899

643.11804 5 timecourse_ATM_combo_2hr 643.11438 5.69 22.9 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 178.5 100 8.33E+06 ALSDHHIYLEGTLLKPNMVT#PGHACTQK 12.9 235 0,6 0 0 0 0 Fructose‐bisphosphate aldolase A  35455:168101

742.35275 4 timecourse_ATM_combo_1hr 742.34852 5.7 22.81 ALDOA  ALDOA_HUMAN 1 N.MVT#PGHACTQKFSHEEIAMATVTALR.R 9.2 100 5.06E+05 MVTPGHACT#QKFSHEEIAMATVTALR 1 241 ‐6,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35456:175036

437.18834 3 timecourse_ATM_combo_1hr 437.18581 5.79 22.04 ALDOA  ALDOA_HUMAN 2 N.MVTPGHACT#QK.F 64.8 100 1.73E+06 MVTPGHACT#QK 51.5 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35456:66854

646.31736 5 timecourse_ATM_combo_1hr 646.31336 6.19 21.73 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNM*VTPGHACT#QK.F 6.0 100 1.04E+06 ALSDHHIYLEGTLLKPNM*VTPGHACT#QK 9.6 241 ‐14,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35456:178626

643.11764 5 timecourse_ATM_combo_1hr 643.11438 5.07 20.06 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNMVTPGHACT#QK.F 291.4 100 1.99E+07 ALSDHHIYLEGTLLKPNMVTPGHACT#QK 12.9 241 ‐18,0 0 0 0 0 Fructose‐bisphosphate aldolase A  35457:179215

807.64346 4 timecourse_ATM_ctrl1 807.63989 4.42 19.78 ALDOA  ALDOA_HUMAN 2 K.ALSDHHIYLEGTLLKPNM*VT#PGHACTQK.F 3.9 100 5.65E+05 ALSDHHIYLEGTLLKPNM*VTPGHACT#QK 73.8 241 0 0 0 0 Fructose‐bisphosphate aldolase A  35449:178329

742.35296 4 timecourse_ATM_ctrl2 742.34852 5.98 19.64 ALDOA  ALDOA_HUMAN 1 N.MVT#PGHACTQKFSHEEIAMATVTALR.R 5.8 94 3.47E+05 MVT#PGHACTQKFSHEEIAMATVTALR 0 235 0,6 0 0 0 0 Fructose‐bisphosphate aldolase A  35446:158622

862.9072 2 timecourse_ATM_combo_1hr 862.90178 6.28 59.42 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 7.2 100 2.93E+05 RLS#QIGVENTEENR 52.9 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35456:114356

627.6392 3 timecourse_ATM_combo_1hr 627.63731 3.01 44.03 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENRR.L 94.8 100 5.85E+06 RLS#QIGVENTEENRR 66.7 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35457:127656

627.63982 3 timecourse_ATM_combo_2hr 627.63731 4 40.37 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENRR.L 87.4 100 3.05E+06 RLS#QIGVENTEENRR 62.7 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35455:118356

862.90615 2 timecourse_ATM_ctrl1 862.90178 5.06 37.39 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 11.4 100 3.60E+05 RLS#QIGVENTEENR 77.2 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35449:114635

862.90545 2 timecourse_ATM_combo_1hr 862.90178 4.25 36.97 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 8.8 100 2.80E+05 RLS#QIGVENTEENR 85.4 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35457:113883

862.90571 2 timecourse_ATM_combo_2hr 862.90178 4.55 36.51 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 7.7 100 1.77E+05 RLS#QIGVENTEENR 47.2 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35455:105759

627.6405 3 timecourse_ATM_ctrl2 627.63731 5.08 35.44 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENRR.L 117.8 100 4.21E+06 RLS#QIGVENTEENRR 43.9 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35447:113873

862.90692 2 timecourse_ATM_combo_8hr 862.90178 5.96 33.3 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 12.2 100 5.38E+05 RLS#QIGVENTEENR 56.2 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35451:112835

627.64015 3 timecourse_ATM_combo_4hr 627.63731 4.54 33.19 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENRR.L 84.2 100 4.08E+06 RLS#QIGVENTEENRR 44.4 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35453:124551

862.90645 2 timecourse_ATM_combo_4hr 862.90178 5.41 31.39 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 8.5 100 3.15E+05 RLS#QIGVENTEENR 60.5 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35453:111530

627.63936 3 combeffx_ATM_MEKi 627.63731 3.27 30.98 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENRR.L 28.1 100 1.47E+06 RLS#QIGVENTEENRR 37.4 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35296:45917

575.60632 3 timecourse_ATM_combo_1hr 575.60361 4.71 29.91 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 21.6 100 6.34E+05 RLS#QIGVENTEENR 81.9 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35457:113893

862.9075 2 timecourse_ATM_ctrl1 862.90178 6.63 29.09 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 12.4 100 4.37E+05 RLS#QIGVENTEENR 40.4 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35448:112858

627.64026 3 combeffx_ATM_comboi 627.63731 4.72 29.09 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENRR.L 41.6 100 5.56E+06 RLS#QIGVENTEENRR 52.3 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35300:57932

627.63952 3 combeffx_ATM_ctrl 627.63731 3.52 28.68 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENRR.L 34.7 100 3.04E+06 RLS#QIGVENTEENRR 36.4 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35295:54569

627.64103 3 timecourse_ATM_ctrl2 627.63731 5.93 25.79 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENRR.L 102.3 100 3.95E+06 RLS#QIGVENTEENRR 49.9 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35446:111741

862.9068 2 timecourse_ATM_combo_2hr 862.90178 5.82 25.42 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 8.0 100 2.09E+05 RLS#QIGVENTEENR 78.9 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35454:106011



627.64066 3 timecourse_ATM_combo_8hr 627.63731 5.34 24.4 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENRR.L 102.0 100 5.42E+06 RLS#QIGVENTEENRR 49.9 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35451:126347

862.90794 2 timecourse_ATM_ctrl2 862.90178 7.14 14.78 ALDOC  ALDOC_HUMAN 7 K.RLS#QIGVENTEENR.R 6.6 100 1.70E+05 RLS#QIGVENTEENR 29.2 45 0 0 0 0 Fructose‐bisphosphate aldolase C  35446:98985

885.76828 3 timecourse_ATM_combo_2hr 885.76158 7.56 59.84 ALS2  ALS2_HUMAN 0 R.SQT#QTLESLEFIPQHVGAFSVEK.Y 9.3 100 2.31E+05 SQT#QTLESLEFIPQHVGAFSVEK 14.5 1344 0 0 0 0 Alsin  35454:156831

885.76816 3 timecourse_ATM_combo_2hr 885.76158 7.43 57.48 ALS2  ALS2_HUMAN 0 R.SQT#QTLESLEFIPQHVGAFSVEK.Y 7.6 100 2.85E+05 SQT#QTLESLEFIPQHVGAFSVEK 14.5 1344 0 0 0 0 Alsin  35455:157621

885.76883 3 timecourse_ATM_combo_8hr 885.76158 8.19 52.55 ALS2  ALS2_HUMAN 0 R.SQT#QTLESLEFIPQHVGAFSVEK.Y 6.5 100 3.17E+05 SQT#QTLESLEFIPQHVGAFSVEK 14.5 1344 0 0 0 0 Alsin  35451:169690

885.7689 3 timecourse_ATM_combo_1hr 885.76158 8.26 51.19 ALS2  ALS2_HUMAN 0 R.SQT#QTLESLEFIPQHVGAFSVEK.Y 14.4 100 6.45E+05 SQT#QTLESLEFIPQHVGAFSVEK 14.5 1344 0 0 0 0 Alsin  35456:168077

885.76811 3 timecourse_ATM_combo_1hr 885.76158 7.37 43.83 ALS2  ALS2_HUMAN 0 R.SQT#QTLESLEFIPQHVGAFSVEK.Y 13.5 100 6.88E+05 SQT#QTLESLEFIPQHVGAFSVEK 14.5 1344 0 0 0 0 Alsin  35457:168205

885.76816 3 timecourse_ATM_ctrl1 885.76158 7.43 36.43 ALS2  ALS2_HUMAN 0 R.SQT#QTLESLEFIPQHVGAFSVEK.Y 8.2 100 3.36E+05 SQT#QTLESLEFIPQHVGAFSVEK 14.5 1344 0 0 0 0 Alsin  35448:165190

862.17527 4 combeffx_ATM_PI3Ki 862.17234 3.4 31.96 ALS2  ALS2_HUMAN 0 R.SQT#QTLESLEFIPQHVGAFSVEKYDDIRK.Y 8.6 100 5.36E+05 SQT#QTLESLEFIPQHVGAFSVEKYDDIRK 9.4 1344 ‐2,0 0 0 0 0 Alsin  35298:74036

912.42299 3 timecourse_ATM_combo_2hr 912.41702 6.54 25.93 ALS2  ALS2_HUMAN 0 R.SQT#QTLES#LEFIPQHVGAFSVEK.Y 10.8 100 4.56E+05 SQT#QTLES#LEFIPQHVGAFSVEK 11.5 1344 ‐2,0 21.3 1349 0 0 Alsin  35455:160111

665.06076 4 timecourse_ATM_ctrl2 665.05705 5.58 57.14 AMBRA1  AMRA1_HUMAN 2 R.IHRSS#QTGTEPGAAHTSSPQPSTSR.G 62.1 100 1.53E+06 IHRSS#QTGTEPGAAHTSSPQPSTSR 0 1192 0,2 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35446:151642

665.06029 4 timecourse_ATM_combo_8hr 665.05705 4.87 56.77 AMBRA1  AMRA1_HUMAN 2 R.IHRSSQT#GTEPGAAHTSSPQPSTSR.G 14.3 100 5.24E+05 IHRSS#QTGTEPGAAHTSSPQPSTSR 9.1 1192 ‐1,0 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35450:167650

665.0605 4 timecourse_ATM_ctrl2 665.05705 5.19 54.54 AMBRA1  AMRA1_HUMAN 2 R.IHRSSQT#GTEPGAAHTSSPQPSTSR.G 52.8 100 1.62E+06 IHRSS#QTGTEPGAAHTSSPQPSTSR 0 1192 0,2 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35447:154663

665.06026 4 timecourse_ATM_combo_4hr 665.05705 4.83 50.53 AMBRA1  AMRA1_HUMAN 2 R.IHRSS#QTGTEPGAAHTSSPQPSTSR.G 13.4 100 4.28E+05 IHRSS#QTGTEPGAAHTSSPQPSTSR 0 1192 0,2 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35452:162730

665.06028 4 timecourse_ATM_combo_8hr 665.05705 4.86 50.4 AMBRA1  AMRA1_HUMAN 2 R.IHRSS#QTGTEPGAAHTSSPQPSTSR.G 14.9 100 4.99E+05 IHRSS#QTGTEPGAAHTSSPQPSTSR 0 1192 0,2 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35451:169760

665.05988 4 timecourse_ATM_ctrl1 665.05705 4.26 47.43 AMBRA1  AMRA1_HUMAN 2 R.IHRSSQT#GTEPGAAHTSSPQPSTSR.G 73.0 100 1.98E+06 IHRSS#QTGTEPGAAHTSSPQPSTSR 9.1 1192 ‐1,0 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35449:167929

665.06081 4 timecourse_ATM_ctrl1 665.05705 5.65 40.69 AMBRA1  AMRA1_HUMAN 2 R.IHRSS#QTGTEPGAAHTSSPQPSTSR.G 61.4 100 1.81E+06 IHRSS#QTGTEPGAAHTSSPQPSTSR 0 1192 0,2 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35448:165250

886.4121 3 timecourse_ATM_ctrl1 886.40697 5.79 38.45 AMBRA1  AMRA1_HUMAN 2 R.IHRSSQT#GTEPGAAHTSSPQPSTSR.G 12.5 100 2.06E+05 IHRSSQTGT#EPGAAHTSSPQPSTSR 6.9 1196 ‐5,0 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35448:165260

665.05996 4 timecourse_ATM_combo_4hr 665.05705 4.38 37.91 AMBRA1  AMRA1_HUMAN 2 R.IHRSS#QTGTEPGAAHTSSPQPSTSR.G 16.8 100 4.55E+05 IHRSS#QTGTEPGAAHTSSPQPSTSR 4.8 1192 0,2 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35453:165721

685.05218 4 timecourse_ATM_combo_4hr 685.04863 5.18 37.81 AMBRA1  AMRA1_HUMAN 2 R.IHRSSQTGT#EPGAAHT#SSPQPSTSR.G 4.7 100 8.72E+04 IHRSSQT#GTEPGAAHT#SSPQPSTSR 15.6 1194 0 1203 0,2 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35452:165360

886.41233 3 timecourse_ATM_ctrl2 886.40697 6.05 35.86 AMBRA1  AMRA1_HUMAN 2 R.IHRSS#QTGTEPGAAHTSSPQPSTSR.G 12.6 100 1.63E+05 IHRSSQTGT#EPGAAHTSSPQPSTSR 13.6 1196 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35446:151652

886.41166 3 timecourse_ATM_ctrl2 886.40697 5.29 33.31 AMBRA1  AMRA1_HUMAN 2 R.IHRSS#QTGTEPGAAHTSSPQPSTSR.G 15.0 100 2.19E+05 IHRSS#QTGTEPGAAHTSSPQPSTSR 0 1192 0,4 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35447:154673

886.41091 3 timecourse_ATM_ctrl1 886.40697 4.44 32.25 AMBRA1  AMRA1_HUMAN 2 R.IHRSS#QTGTEPGAAHTSSPQPSTSR.G 14.7 100 2.40E+05 IHRSSQT#GTEPGAAHTSSPQPSTSR 0 1194 ‐3,2 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35449:167939

665.06007 4 timecourse_ATM_combo_1hr 665.05705 4.54 30.22 AMBRA1  AMRA1_HUMAN 2 R.IHRSS#QTGTEPGAAHTSSPQPSTSR.G 4.6 100 2.13E+05 IHRSS#QTGTEPGAAHTSSPQPSTSR 0 1192 0,2 0 0 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35456:168137

685.05285 4 timecourse_ATM_ctrl1 685.04863 6.16 23.06 AMBRA1  AMRA1_HUMAN 2 R.IHRSSQTGT#EPGAAHT#SSPQPSTSR.G 6.4 100 1.61E+05 IHRSSQT#GTEPGAAHTS#SPQPSTSR 5.4 1194 ‐3,2 13.2 1204 0 0 Activating molecule in BECN1‐regulated autophagy protein 1  35448:167560

616.33008 3 timecourse_ATM_combo_1hr 616.32731 4.49 29.48 AMPD2  AMPD2_HUMAN 6 R.QIS#QDVKLEPDILLR.A 6.5 100 3.69E+05 QIS#QDVKLEPDILLR 1000 168 0 0 0 0 AMP deaminase 2  35457:124996

449.20999 2 timecourse_ATM_combo_4hr 449.20750 5.54 22.86 AMPD2  AMPD2_HUMAN 6 R.QIS#QDVK.L 28.8 100 4.46E+05 QIS#QDVK 1000 168 0 0 0 0 AMP deaminase 2  35453:12540

449.21026 2 timecourse_ATM_combo_1hr 449.20750 6.14 20.42 AMPD2  AMPD2_HUMAN 6 R.QIS#QDVK.L 40.2 100 6.25E+05 QIS#QDVK 1000 168 0 0 0 0 AMP deaminase 2  35456:12562

616.3308 3 timecourse_ATM_ctrl2 616.32731 5.66 15.86 AMPD2  AMPD2_HUMAN 6 R.QIS#QDVKLEPDILLR.A 5.9 100 2.31E+05 QIS#QDVKLEPDILLR 1000 168 0 0 0 0 AMP deaminase 2  35446:109425

616.33147 3 timecourse_ATM_ctrl2 616.32731 6.77 15.41 AMPD2  AMPD2_HUMAN 6 R.QIS#QDVKLEPDILLR.A 7.1 100 2.57E+05 QIS#QDVKLEPDILLR 1000 168 0 0 0 0 AMP deaminase 2  35447:111523

759.32573 2 timecourse_ATM_ctrl1 759.32240 4.39 40.32 ANAPC1  APC1_HUMAN 0 R.SLCLSPSEAS#QMK.D 8.3 100 3.84E+05 SLCLSPSEAS#QMK 17.5 736 0 0 0 0 Anaphase‐promoting complex subunit 1  35449:92995

759.32559 2 timecourse_ATM_combo_2hr 759.32240 4.2 39.12 ANAPC1  APC1_HUMAN 0 R.SLCLSPSEAS#QMK.D 4.8 100 1.76E+05 SLCLSPSEAS#QMK 15.8 736 0 0 0 0 Anaphase‐promoting complex subunit 1  35455:85835

759.326 2 timecourse_ATM_combo_4hr 759.32240 4.74 37.73 ANAPC1  APC1_HUMAN 0 R.SLCLSPSEAS#QMK.D 12.1 100 6.15E+05 SLCLSPSEAS#QMK 27 736 0 0 0 0 Anaphase‐promoting complex subunit 1  35453:90732

759.32596 2 timecourse_ATM_combo_8hr 759.32240 4.69 37.26 ANAPC1  APC1_HUMAN 0 R.SLCLSPSEAS#QMK.D 20.4 100 1.41E+06 SLCLSPSEAS#QMK 43.5 736 0 0 0 0 Anaphase‐promoting complex subunit 1  35450:91055

759.32635 2 timecourse_ATM_combo_8hr 759.32240 5.2 35.64 ANAPC1  APC1_HUMAN 0 R.SLCLSPSEAS#QMK.D 21.9 100 1.51E+06 SLCLSPSEAS#QMK 37.5 736 0 0 0 0 Anaphase‐promoting complex subunit 1  35451:92115

759.32627 2 timecourse_ATM_combo_4hr 759.32240 5.1 33.38 ANAPC1  APC1_HUMAN 0 R.SLCLSPSEAS#QMK.D 10.8 100 6.63E+05 SLCLSPSEAS#QMK 34.5 736 0 0 0 0 Anaphase‐promoting complex subunit 1  35452:89111

759.32661 2 timecourse_ATM_combo_2hr 759.32240 5.54 32.94 ANAPC1  APC1_HUMAN 0 R.SLCLSPSEAS#QMK.D 4.9 100 1.83E+05 SLCLSPSEAS#QMK 22 736 0 0 0 0 Anaphase‐promoting complex subunit 1  35454:86377

759.32739 2 timecourse_ATM_ctrl2 759.32240 6.57 32.29 ANAPC1  APC1_HUMAN 0 R.SLCLSPS#EASQMK.D 3.4 100 1.39E+05 SLCLSPSEAS#QMK 22 736 0 0 0 0 Anaphase‐promoting complex subunit 1  35447:80697

759.32676 2 timecourse_ATM_ctrl1 759.32240 5.74 29.91 ANAPC1  APC1_HUMAN 0 R.SLCLSPSEAS#QMK.D 6.7 100 3.59E+05 SLCLSPSEAS#QMK 29.6 736 0 0 0 0 Anaphase‐promoting complex subunit 1  35448:91706

725.32834 2 timecourse_ATM_combo_8hr 725.32496 4.66 26.02 ANAPC1  APC1_HUMAN 0 K.TQLIFGS#VT#NIP.A 3.4 100 2.74E+05 TQLIFGS#VT#NIP 27.1 470 22.9 472 0 0 Anaphase‐promoting complex subunit 1  35450:82549

847.04301 3 timecourse_ATM_combo_4hr 847.03878 4.99 53.14 ANKMY2  ANKY2_HUMAN 2 K.LDVNSNCVNEEQPEAEVGIS#QK.D 5.9 100 3.51E+05 LDVNSNCVNEEQPEAEVGIS#QK 139 403 0 0 0 0 Ankyrin repeat and MYND domain‐containing protein 2  35452:158460

847.04321 3 timecourse_ATM_combo_8hr 847.03878 5.23 32.33 ANKMY2  ANKY2_HUMAN 2 K.LDVNSNCVNEEQPEAEVGIS#QK.D 8.5 100 7.97E+05 LDVNSNCVNEEQPEAEVGIS#QK 92.6 403 0 0 0 0 Ankyrin repeat and MYND domain‐containing protein 2  35450:163150

847.04342 3 timecourse_ATM_combo_4hr 847.03878 5.48 22.66 ANKMY2  ANKY2_HUMAN 2 K.LDVNSNCVNEEQPEAEVGIS#QK.D 5.6 100 3.02E+05 LDVNSNCVNEEQPEAEVGIS#QK 59.1 403 0 0 0 0 Ankyrin repeat and MYND domain‐containing protein 2  35453:161351

1264.90406 3 timecourse_ATM_combo_4hr 1264.89578 6.55 73.5 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 8.4 100 4.22E+05 CLLSIEDEESQQS#ILSSLENHSQQSTQPEMHK 7.6 1690 ‐3,0 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35452:178950

1264.90471 3 timecourse_ATM_combo_1hr 1264.89578 7.06 71.53 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 14.0 100 7.60E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 11.5 1687 0,3 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35456:183796

1222.20516 3 timecourse_ATM_combo_2hr 1222.19746 6.3 65.1 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMH.K 4.1 100 1.39E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMH 31.3 1687 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35454:171091

1264.90327 3 timecourse_ATM_combo_2hr 1264.89578 5.92 63.57 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEESQQS#ILSSLENHSQQSTQPEMHK.Y 16.7 100 4.92E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 7.5 1687 0,3 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35455:173281

1264.90369 3 timecourse_ATM_combo_1hr 1264.89578 6.25 61.07 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 12.6 100 7.67E+05 CLLSIEDEESQQS#ILSSLENHSQQSTQPEMHK 18.3 1690 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35457:184565

1264.90393 3 timecourse_ATM_combo_4hr 1264.89578 6.44 60.55 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEESQQS#ILSSLENHSQQSTQPEMHK.Y 10.7 100 5.59E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 10.4 1687 0,3 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35453:182561

1264.90377 3 timecourse_ATM_ctrl2 1264.89578 6.32 57.63 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 7.9 100 3.07E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 33 1687 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35447:171643

1264.90291 3 timecourse_ATM_ctrl1 1264.89578 5.64 53 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 7.5 100 4.15E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 10.4 1687 0,3 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35449:183219

1264.90385 3 timecourse_ATM_combo_8hr 1264.89578 6.38 51.85 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 7.1 100 4.49E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 10.4 1687 0,3 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35451:186510

1264.90355 3 timecourse_ATM_combo_2hr 1264.89578 6.14 51.78 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEESQQS#ILSSLENHSQQSTQPEMHK.Y 10.4 100 3.72E+05 CLLS#IEDEESQQSILSSLENHSQQSTQPEMHK 12.6 1681 0,6 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35454:171751

948.92998 4 timecourse_ATM_ctrl2 948.92365 6.67 41.65 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 39.3 100 1.35E+06 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 25.7 1687 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35446:167822

1264.90508 3 timecourse_ATM_ctrl1 1264.89578 7.35 41.59 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 8.3 100 3.97E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 15 1687 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35448:180150

948.92947 4 timecourse_ATM_combo_4hr 948.92365 6.13 40.44 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 50.5 100 2.52E+06 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 11.1 1687 0,3 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35453:182551

948.92726 4 combeffx_ATM_PI3Ki 948.92365 3.8 37.58 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 10.8 92 6.74E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 13.6 1687 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35299:70514

948.92967 4 timecourse_ATM_combo_4hr 948.92365 6.34 37.5 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 48.7 100 2.51E+06 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 19.9 1687 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35452:178940

948.92942 4 timecourse_ATM_combo_2hr 948.92365 6.08 35.84 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 55.7 100 2.03E+06 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 31.3 1687 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35454:171741

1264.90365 3 timecourse_ATM_combo_8hr 1264.89578 6.23 34.13 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 5.1 100 3.60E+05 CLLSIEDEESQQS#ILSSLENHSQQSTQPEMHK 11 1690 ‐3,0 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35450:183490

948.92937 4 timecourse_ATM_combo_1hr 948.92365 6.04 30.99 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 71.8 100 3.78E+06 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 16.6 1687 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35457:184555

948.92804 4 combeffx_ATM_PI3Ki 948.92365 4.63 27.53 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 6.4 92 4.14E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 8 1687 0,3 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35298:74846

948.92954 4 timecourse_ATM_ctrl2 948.92365 6.21 25.05 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 39.6 100 1.68E+06 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 9 1687 0,3 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35447:171633

948.93032 4 timecourse_ATM_ctrl1 948.92365 7.03 24.71 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 44.5 100 2.03E+06 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 36.1 1687 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35448:180140

952.92808 4 timecourse_ATM_combo_1hr 952.92238 5.98 24.04 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEM*HK.Y 7.1 100 4.29E+05 CLLSIEDEES#QQSILSSLENHSQQSTQPEM*HK 8.7 1687 0,7 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35457:184605

948.92926 4 timecourse_ATM_combo_8hr 948.92365 5.91 21.97 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK.Y 35.3 100 2.03E+06 CLLSIEDEES#QQSILSSLENHSQQSTQPEMHK 8.4 1687 0,3 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35450:183480

952.92913 4 timecourse_ATM_ctrl1 952.92238 7.08 19.87 ANKRD12  ANR12_HUMAN 0 K.CLLSIEDEES#QQSILSSLENHSQQSTQPEM*HK.Y 6.4 100 2.58E+05 CLLS#IEDEESQQSILSSLENHSQQSTQPEM*HK 6 1681 0,6 0 0 0 0 Ankyrin repeat domain‐containing protein 12  35448:180210

825.40486 3 timecourse_ATM_combo_1hr 825.40099 4.69 61.31 ANKS1A  ANS1A_HUMAN 1 K.EVDKTPPPQPPLISSMDSIS#QK.S 8.6 100 1.37E+06 EVDKTPPPQPPLISSMDSIS#QK 38.8 333 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35457:162095

825.40599 3 timecourse_ATM_combo_1hr 825.40099 6.06 45.2 ANKS1A  ANS1A_HUMAN 1 K.EVDKTPPPQPPLISSMDSIS#QK.S 9.0 100 1.44E+06 EVDKTPPPQPPLISSMDSIS#QK 41 333 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35456:162067

911.47033 3 timecourse_ATM_combo_8hr 911.46508 5.76 39.16 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QL.R 20.7 100 1.66E+06 IIASLADRPYEEPPQKPPRFS#QL 56 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35450:170210

963.50516 3 timecourse_ATM_combo_1hr 963.49878 6.62 36.78 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 88.9 100 1.27E+07 IIASLADRPYEEPPQKPPRFS#QLR 87.3 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35456:173807

963.50379 3 timecourse_ATM_combo_2hr 963.49878 5.2 33.39 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 63.0 100 6.02E+06 IIASLADRPYEEPPQKPPRFS#QLR 75.6 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35455:163291

911.46842 3 timecourse_ATM_combo_1hr 911.46508 3.68 33.35 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QL.R 65.3 100 9.51E+06 IIASLADRPYEEPPQKPPRFS#QL 71.7 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35457:170645

825.40557 3 timecourse_ATM_combo_4hr 825.40099 5.56 32.53 ANKS1A  ANS1A_HUMAN 1 K.EVDKTPPPQPPLISSMDSIS#QK.S 6.0 100 6.63E+05 EVDKTPPPQPPLISSMDSIS#QK 33.5 333 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35452:156050

825.40532 3 timecourse_ATM_combo_2hr 825.40099 5.25 31.51 ANKS1A  ANS1A_HUMAN 1 K.EVDKTPPPQPPLISSMDSIS#QK.S 7.3 100 7.87E+05 EVDKTPPPQPPLISSMDSIS#QK 47.7 333 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35455:151491

911.46958 3 timecourse_ATM_combo_2hr 911.46508 4.94 30.8 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QL.R 51.1 100 4.42E+06 IIASLADRPYEEPPQKPPRFS#QL 97.6 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35455:160051

963.50419 3 timecourse_ATM_ctrl2 963.49878 5.62 30.45 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 59.0 100 6.60E+06 IIASLADRPYEEPPQKPPRFS#QLR 69.4 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35447:160483

963.50277 3 timecourse_ATM_ctrl1 963.49878 4.14 30.27 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 101.7 100 1.55E+07 IIASLADRPYEEPPQKPPRFS#QLR 47.8 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35449:173479

825.40553 3 timecourse_ATM_combo_2hr 825.40099 5.5 30.2 ANKS1A  ANS1A_HUMAN 1 K.EVDKTPPPQPPLISSMDSIS#QK.S 6.8 100 7.92E+05 EVDKTPPPQPPLISSMDSIS#QK 22.6 333 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35454:150921

911.4695 3 timecourse_ATM_ctrl2 911.46508 4.85 29.45 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QL.R 17.7 100 3.39E+06 IIASLADRPYEEPPQKPPRFS#QL 61 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35447:157013

963.5046 3 timecourse_ATM_ctrl2 963.49878 6.04 29.37 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 46.1 100 5.34E+06 IIASLADRPYEEPPQKPPRFS#QLR 69.4 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35446:157382

963.50404 3 timecourse_ATM_ctrl1 963.49878 5.46 29.28 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 106.8 100 1.50E+07 IIASLADRPYEEPPQKPPRFS#QLR 53.7 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35448:170710

963.50313 3 timecourse_ATM_combo_1hr 963.49878 4.51 27.3 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 83.5 100 9.10E+06 IIASLADRPYEEPPQKPPRFS#QLR 63.3 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35457:174055

963.50321 3 timecourse_ATM_ctrl1 963.49878 4.6 27.29 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 103.7 100 1.24E+07 IIASLADRPYEEPPQKPPRFS#QLR 75.6 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35449:173499

722.87976 4 timecourse_ATM_ctrl1 722.87591 5.33 24.7 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 788.4 100 1.39E+08 IIASLADRPYEEPPQKPPRFS#QLR 44.1 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35449:173529

963.50427 3 timecourse_ATM_combo_2hr 963.49878 5.7 23.74 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 58.2 100 5.71E+06 IIASLADRPYEEPPQKPPRFS#QLR 50.9 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35454:162201

963.50473 3 timecourse_ATM_combo_1hr 963.49878 6.18 23.11 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 100.8 100 1.40E+07 IIASLADRPYEEPPQKPPRFS#QLR 59.4 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35456:173787

963.50368 3 timecourse_ATM_combo_4hr 963.49878 5.09 22.16 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 46.5 100 5.72E+06 IIASLADRPYEEPPQKPPRFS#QLR 64.3 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35453:171671

963.50371 3 timecourse_ATM_ctrl1 963.49878 5.12 21.64 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 95.1 100 1.59E+07 IIASLADRPYEEPPQKPPRFS#QLR 53.7 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35448:170670

722.87894 4 combeffx_ATM_comboi 722.87591 4.19 21.34 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 39.2 100 1.51E+07 IIASLADRPYEEPPQKPPRFS#QLR 27.7 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35300:80651

990.15834 3 timecourse_ATM_combo_1hr 990.15422 4.16 20.29 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPY#EEPPQKPPRFS#QLR.C 6.6 100 1.05E+06 IIASLADRPY#EEPPQKPPRFS#QLR 70.2 834 120.2 845 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35457:175455

963.50298 3 timecourse_ATM_combo_1hr 963.49878 4.36 19.68 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 81.1 100 1.34E+07 IIASLADRPYEEPPQKPPRFS#QLR 39.4 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35457:174045

825.40532 3 timecourse_ATM_combo_4hr 825.40099 5.25 18.47 ANKS1A  ANS1A_HUMAN 1 K.EVDKTPPPQPPLISSMDSIS#QK.S 5.9 100 8.24E+05 EVDKTPPPQPPLISSMDSIS#QK 29.9 333 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35453:158931

722.88124 4 timecourse_ATM_combo_1hr 722.87591 7.37 17.95 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 708.6 100 1.16E+08 IIASLADRPYEEPPQKPPRFS#QLR 31.7 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35456:173827

722.87984 4 timecourse_ATM_combo_4hr 722.87591 5.44 17.19 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 391.4 100 5.56E+07 IIASLADRPYEEPPQKPPRFS#QLR 41.4 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35453:171691

990.1593 3 timecourse_ATM_ctrl1 990.15422 5.13 17.02 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPY#EEPPQKPPRFS#QLR.C 7.3 100 9.44E+05 IIASLADRPY#EEPPQKPPRFS#QLR 53.7 834 99.3 845 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35448:171960

963.50475 3 timecourse_ATM_combo_8hr 963.49878 6.2 14.85 ANKS1A  ANS1A_HUMAN 2 R.IIASLADRPYEEPPQKPPRFS#QLR.C 21.5 100 2.71E+06 IIASLADRPYEEPPQKPPRFS#QLR 50 845 0 0 0 0 Ankyrin repeat and SAM domain‐containing protein 1A  35450:173500

835.41421 2 timecourse_ATM_combo_1hr 835.41146 3.29 44.16 ANLN  ANLN_HUMAN 2 K.ST#LSQTVPSKGELSR.E 13.8 100 7.53E+05 ST#LSQTVPSKGELSR 0 337 0,2 0 0 0 0 Actin‐binding protein anillin  35457:108640

961.76704 3 timecourse_ATM_combo_4hr 961.76459 2.55 39.21 ANLN  ANLN_HUMAN 2 R.AESGDSLGSEDRDLLYS#IDAYRSQR.F 31.5 100 1.65E+06 AESGDSLGSEDRDLLYSIDAYRS#QR 18.3 678 0 0 0 0 Actin‐binding protein anillin  35452:168490

961.76819 3 combeffx_ATM_PI3Ki 961.76459 3.74 37.41 ANLN  ANLN_HUMAN 2 R.AESGDSLGSEDRDLLYSIDAYRS#QR.F 19.5 100 1.72E+06 AESGDSLGSEDRDLLYSIDAYRS#QR 39.6 678 0 0 0 0 Actin‐binding protein anillin  35299:67574

840.39645 2 timecourse_ATM_combo_1hr 840.39306 4.03 27.88 ANLN  ANLN_HUMAN 2 R.DLLYSIDAYRS#QR.F 6.4 100 3.32E+05 DLLYSIDAYRS#QR 30.7 678 0 0 0 0 Actin‐binding protein anillin  35456:110087

840.39601 2 timecourse_ATM_combo_1hr 840.39306 3.51 26.81 ANLN  ANLN_HUMAN 2 R.DLLYSIDAYRS#QR.F 7.4 100 3.56E+05 DLLYSIDAYRS#QR 30.8 678 0 0 0 0 Actin‐binding protein anillin  35457:109855

835.41547 2 timecourse_ATM_combo_2hr 835.41146 4.81 24.15 ANLN  ANLN_HUMAN 2 K.STLS#QTVPSKGELSR.E 7.4 100 2.27E+05 STLS#QTVPSKGELSR 0 339 ‐2,0 0 0 0 0 Actin‐binding protein anillin  35454:101126

961.76683 3 timecourse_ATM_combo_4hr 961.76459 2.33 22.32 ANLN  ANLN_HUMAN 2 R.AESGDSLGSEDRDLLYSIDAYRS#QR.F 36.9 100 1.93E+06 AESGDSLGSEDRDLLYSIDAYRS#QR 34.3 678 0 0 0 0 Actin‐binding protein anillin  35453:171561

961.76835 3 timecourse_ATM_ctrl1 961.76459 3.91 21.76 ANLN  ANLN_HUMAN 2 R.AESGDSLGSEDRDLLYSIDAYRS#QR.F 38.1 100 1.45E+06 AESGDSLGSEDRDLLYSIDAYRS#QR 39.6 678 0 0 0 0 Actin‐binding protein anillin  35449:173369

557.27952 3 timecourse_ATM_combo_1hr 557.27673 5.01 21.27 ANLN  ANLN_HUMAN 2 K.STLS#QTVPSKGELSR.E 28.1 100 1.08E+06 STLS#QTVPSKGELSR 33.7 339 0 0 0 0 Actin‐binding protein anillin  35456:108837

961.76798 3 combeffx_ATM_MEKi 961.76459 3.52 20.79 ANLN  ANLN_HUMAN 2 R.AESGDSLGSEDRDLLYSIDAYRS#QR.F 20.6 100 1.20E+06 AESGDSLGSEDRDLLYSIDAY#RSQR 0 676 0,2 0 0 0 0 Actin‐binding protein anillin  35296:61038

557.27945 3 combeffx_ATM_comboi 557.27673 4.88 17.6 ANLN  ANLN_HUMAN 2 K.STLS#QTVPSKGELSR.E 9.7 100 1.21E+06 STLS#QTVPSKGELSR 8.1 339 0,2 0 0 0 0 Actin‐binding protein anillin  35300:48380

557.27834 3 timecourse_ATM_combo_1hr 557.27673 2.89 16.11 ANLN  ANLN_HUMAN 2 K.STLS#QTVPSKGELSR.E 25.2 100 1.05E+06 STLS#QTVPSKGELSR 34.1 339 0 0 0 0 Actin‐binding protein anillin  35457:108630

570.29929 2 timecourse_ATM_combo_2hr 570.29664 4.65 44.39 APC  APC_HUMAN 1 R.KPS#QLPVYK.L 6.1 100 2.98E+05 KPS#QLPVYK 57.4 1610 0 0 0 0 Adenomatous polyposis coli protein  35455:36751

570.29936 2 timecourse_ATM_combo_1hr 570.29664 4.77 39.03 APC  APC_HUMAN 1 R.KPS#QLPVYK.L 10.4 100 7.57E+05 KPS#QLPVYK 74.3 1610 0 0 0 0 Adenomatous polyposis coli protein  35457:39700

579.25804 2 timecourse_ATM_ctrl2 579.25465 5.85 35.36 APC  APC_HUMAN 2 R.QMS#QQNLTK.Q 19.1 100 2.21E+05 QMS#QQNLTK 31.9 2374 0 0 0 0 Adenomatous polyposis coli protein  35446:36775

579.25706 2 timecourse_ATM_ctrl1 579.25465 4.16 35.23 APC  APC_HUMAN 2 R.QMS#QQNLTK.Q 15.1 100 2.12E+05 QMS#QQNLTK 53.5 2374 0 0 0 0 Adenomatous polyposis coli protein  35449:43577

570.2998 2 timecourse_ATM_combo_4hr 570.29664 5.54 30.14 APC  APC_HUMAN 1 R.KPS#QLPVYK.L 4.7 100 3.77E+05 KPS#QLPVYK 63.9 1610 0 0 0 0 Adenomatous polyposis coli protein  35453:39358

570.29973 2 timecourse_ATM_combo_2hr 570.29664 5.42 28.9 APC  APC_HUMAN 1 R.KPS#QLPVYK.L 6.6 100 3.80E+05 KPS#QLPVYK 48.8 1610 0 0 0 0 Adenomatous polyposis coli protein  35454:37621

570.29966 2 timecourse_ATM_combo_4hr 570.29664 5.3 28.57 APC  APC_HUMAN 1 R.KPS#QLPVYK.L 4.3 100 3.31E+05 KPS#QLPVYK 48.8 1610 0 0 0 0 Adenomatous polyposis coli protein  35452:38485

579.25803 2 timecourse_ATM_ctrl1 579.25465 5.84 25.64 APC  APC_HUMAN 2 R.QMS#QQNLTK.Q 15.8 100 2.28E+05 QMS#QQNLTK 35.8 2374 0 0 0 0 Adenomatous polyposis coli protein  35448:42983

570.29983 2 timecourse_ATM_combo_8hr 570.29664 5.59 20.78 APC  APC_HUMAN 1 R.KPS#QLPVYK.L 3.5 100 3.03E+05 KPS#QLPVYK 56.6 1610 0 0 0 0 Adenomatous polyposis coli protein  35450:39447

570.30007 2 timecourse_ATM_ctrl2 570.29664 6.01 19.09 APC  APC_HUMAN 1 R.KPS#QLPVYK.L 2.8 100 1.58E+05 KPS#QLPVYK 22.2 1610 0 0 0 0 Adenomatous polyposis coli protein  35446:34105

570.29917 2 timecourse_ATM_combo_1hr 570.29664 4.44 18.12 APC  APC_HUMAN 1 R.KPS#QLPVYK.L 9.9 100 8.16E+05 KPS#QLPVYK 42.8 1610 0 0 0 0 Adenomatous polyposis coli protein  35457:39690

1006.95989 2 timecourse_ATM_combo_8hr 1006.95369 6.16 29.52 APOA1  APOA1_HUMAN 1 R.EQLGPVT#QEFWDNLEK.E 4.3 94 1.79E+05 EQLGPVT#QEFWDNLEK 1000 92 0 0 0 0 Apolipoprotein A‐I  35451:137381

1006.95909 2 timecourse_ATM_combo_8hr 1006.95369 5.36 28.63 APOA1  APOA1_HUMAN 1 R.EQLGPVT#QEFWDNLEK.E 3.4 100 1.91E+05 EQLGPVT#QEFWDNLEK 1000 92 0 0 0 0 Apolipoprotein A‐I  35450:135573

1006.96016 2 timecourse_ATM_combo_4hr 1006.95369 6.43 16.44 APOA1  APOA1_HUMAN 1 R.EQLGPVT#QEFWDNLEK.E 2.9 100 8.96E+04 EQLGPVT#QEFWDNLEK 1000 92 0 0 0 0 Apolipoprotein A‐I  35453:135285

474.20568 2 timecourse_ATM_combo_1hr 474.20276 6.16 54.88 APOA1BP  AIBP_HUMAN 1 K.SAT#QFTGR.Y 12.2 100 2.34E+05 SAT#QFTGR 33.7 249 0 0 0 0 Apolipoprotein A‐I‐binding protein  35456:17701

474.20564 2 timecourse_ATM_combo_2hr 474.20276 6.07 44.44 APOA1BP  AIBP_HUMAN 1 K.SAT#QFTGR.Y 14.5 100 1.94E+05 SAT#QFTGR 24.8 249 0 0 0 0 Apolipoprotein A‐I‐binding protein  35454:16877

474.20525 2 timecourse_ATM_ctrl1 474.20276 5.25 43.87 APOA1BP  AIBP_HUMAN 1 K.SAT#QFTGR.Y 13.6 100 2.50E+05 SAT#QFTGR 24.8 249 0 0 0 0 Apolipoprotein A‐I‐binding protein  35449:17982

474.20589 2 timecourse_ATM_ctrl1 474.20276 6.6 43.56 APOA1BP  AIBP_HUMAN 1 K.SAT#QFTGR.Y 14.7 100 2.49E+05 SAT#QFTGR 24.8 249 0 0 0 0 Apolipoprotein A‐I‐binding protein  35448:17908

474.20516 2 timecourse_ATM_combo_2hr 474.20276 5.06 42.77 APOA1BP  AIBP_HUMAN 1 K.SAT#QFTGR.Y 13.2 100 1.82E+05 SAT#QFTGR 30.8 249 0 0 0 0 Apolipoprotein A‐I‐binding protein  35455:16253

474.20554 2 timecourse_ATM_ctrl2 474.20276 5.86 35.18 APOA1BP  AIBP_HUMAN 1 K.SAT#QFTGR.Y 11.3 100 1.48E+05 SAT#QFTGR 24.8 249 0 0 0 0 Apolipoprotein A‐I‐binding protein  35447:15679

474.20506 2 timecourse_ATM_combo_1hr 474.20276 4.85 32.6 APOA1BP  AIBP_HUMAN 1 K.SAT#QFTGR.Y 9.2 100 1.90E+05 SAT#QFTGR 30.7 249 0 0 0 0 Apolipoprotein A‐I‐binding protein  35457:17446

474.20586 2 timecourse_ATM_ctrl2 474.20276 6.54 25.84 APOA1BP  AIBP_HUMAN 1 K.SAT#QFTGR.Y 11.5 100 1.44E+05 SAT#QFTGR 30.7 249 0 0 0 0 Apolipoprotein A‐I‐binding protein  35446:15772

799.7504 3 combeffx_ATM_comboi 799.74643 4.96 36.5 AQR  AQR_HUMAN 2 K.KIVAPTVS#QINAEFVTQLACK.Y 13.8 100 2.32E+06 KIVAPT#VSQINAEFVTQLACK 6 14 0,2 0 0 0 0 Intron‐binding protein aquarius  35300:72291

799.74995 3 combeffx_ATM_comboi 799.74643 4.4 34.76 AQR  AQR_HUMAN 2 K.KIVAPT#VSQINAEFVTQLACK.Y 10.1 100 1.31E+06 KIVAPT#VSQINAEFVTQLACK 6 14 0,2 0 0 0 0 Intron‐binding protein aquarius  35301:66099

799.7494 3 combeffx_ATM_MEKi 799.74643 3.71 23.77 AQR  AQR_HUMAN 2 K.KIVAPTVS#QINAEFVTQLACK.Y 7.9 100 3.20E+05 KIVAPT#VSQINAEFVTQLACK 0 14 0,2 0 0 0 0 Intron‐binding protein aquarius  35296:56198

1152.53564 2 combeffx_ATM_comboi 1152.53084 4.16 119.82 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 9.4 100 1.21E+06 SSRS#QLDLFDDVGTFASGPPK 11.5 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35300:70181

1152.5363 2 combeffx_ATM_comboi 1152.53084 4.74 105.72 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 11.1 100 9.26E+05 SSRS#QLDLFDDVGTFASGPPK 11.5 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35301:64279

1152.53423 2 timecourse_ATM_combo_4hr 1152.53084 2.94 96.04 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 9.4 100 5.26E+05 S#SRSQLDLFDDVGTFASGPPK 0 337 0,1 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35452:148680

1152.53476 2 timecourse_ATM_combo_1hr 1152.53084 3.4 94.88 ARFGAP2  ARFG2_HUMAN 5 K.SS#RSQLDLFDDVGTFASGPPK.Y 10.8 100 9.04E+05 SSRS#QLDLFDDVGTFASGPPK 7.9 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35456:154887

1152.53534 2 combeffx_ATM_ctrl 1152.53084 3.9 94.39 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 8.3 100 4.13E+05 SSRS#QLDLFDDVGTFASGPPK 28.9 340 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35294:68058

1152.5334 2 timecourse_ATM_combo_1hr 1152.53084 2.22 90.32 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 10.0 100 8.86E+05 SSRS#QLDLFDDVGTFASGPPK 8.6 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35457:154805

1152.53366 2 timecourse_ATM_combo_8hr 1152.53084 2.45 89.74 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 8.6 100 9.39E+05 SSRS#QLDLFDDVGTFASGPPK 10.3 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35450:152760

768.69123 3 timecourse_ATM_combo_2hr 768.68965 2.07 85.85 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 37.7 100 2.85E+06 SSRS#QLDLFDDVGTFASGPPK 0 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35455:144461

1152.53305 2 timecourse_ATM_ctrl1 1152.53084 1.92 85.45 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 13.3 100 5.75E+05 SSRS#QLDLFDDVGTFASGPPK 20.4 340 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35449:155049

1152.53454 2 combeffx_ATM_ctrl 1152.53084 3.21 84.39 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 6.3 100 3.36E+05 SSRS#QLDLFDDVGTFASGPPK 20.4 340 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35295:66117

768.69169 3 timecourse_ATM_combo_8hr 768.68965 2.65 82.41 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 49.4 100 6.19E+06 S#SRSQLDLFDDVGTFASGPPK 4.5 337 0,1 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35450:152770

1152.53421 2 timecourse_ATM_combo_4hr 1152.53084 2.92 81.28 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 9.6 100 8.38E+05 S#SRSQLDLFDDVGTFASGPPK 0 337 0,1 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35453:151291

768.69184 3 timecourse_ATM_ctrl1 768.68965 2.85 80.16 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 36.6 100 3.82E+06 SSRS#QLDLFDDVGTFASGPPK 0 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35448:152730

768.69129 3 timecourse_ATM_combo_2hr 768.68965 2.13 77.59 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 39.0 100 2.61E+06 SSRS#QLDLFDDVGTFASGPPK 0 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35454:144031

1152.53358 2 timecourse_ATM_combo_2hr 1152.53084 2.38 76.14 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 7.1 100 3.56E+05 SSRS#QLDLFDDVGTFASGPPK 11.5 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35454:144041

768.69213 3 timecourse_ATM_combo_1hr 768.68965 3.23 76.01 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 52.7 100 5.65E+06 SSRS#QLDLFDDVGTFASGPPK 4 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35456:154877

768.69138 3 timecourse_ATM_ctrl2 768.68965 2.25 72.06 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 49.6 100 3.26E+06 SSRS#QLDLFDDVGTFASGPPK 0 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35447:140933

768.69137 3 timecourse_ATM_combo_1hr 768.68965 2.24 71.84 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 50.9 100 5.84E+06 SSRS#QLDLFDDVGTFASGPPK 0 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35457:154815

768.69189 3 timecourse_ATM_combo_8hr 768.68965 2.93 67.98 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 48.1 100 6.73E+06 SSRS#QLDLFDDVGTFASGPPK 3.3 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35451:154810

768.69086 3 timecourse_ATM_ctrl1 768.68965 1.57 65.81 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 39.9 100 3.97E+06 SSRS#QLDLFDDVGTFASGPPK 0 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35449:155039

768.69195 3 timecourse_ATM_ctrl2 768.68965 2.99 64.51 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 49.3 100 3.03E+06 SSRS#QLDLFDDVGTFASGPPK 0 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35446:138322

768.69189 3 timecourse_ATM_combo_4hr 768.68965 2.91 64.21 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 33.9 100 4.93E+06 SSRS#QLDLFDDVGTFASGPPK 4 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35452:148670

1152.53514 2 combeffx_ATM_PI3Ki 1152.53084 3.74 59.01 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 6.9 100 4.96E+05 SSRS#QLDLFDDVGTFASGPPK 11.5 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35298:63086

768.69173 3 timecourse_ATM_combo_4hr 768.68965 2.71 55.78 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 40.0 100 5.27E+06 S#SRSQLDLFDDVGTFASGPPK 9.2 337 0,3 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35453:151281

1152.53567 2 timecourse_ATM_ctrl2 1152.53084 4.19 53.32 ARFGAP2  ARFG2_HUMAN 5 K.SSRS#QLDLFDDVGTFASGPPK.Y 7.5 100 3.81E+05 SSRS#QLDLFDDVGTFASGPPK 7.9 340 ‐3,0 0 0 0 0 ADP‐ribosylation factor GTPase‐activating protein 2  35446:138332

986.51102 4 combeffx_ATM_comboi 986.50548 5.62 62.03 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK.S 15.8 100 6.24E+06 TTIPHALLTWRPNSGETAPPPPSPVS#EKPLDTISQK 4.7 1558 0,8 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35300:85001

986.51244 4 timecourse_ATM_combo_1hr 986.50548 7.06 46.84 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 140.8 100 2.90E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK 3.6 1566 ‐2,0 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35456:184296

986.50946 4 combeffx_ATM_MEKi 986.50548 4.03 42.56 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 6.5 100 5.76E+05 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35296:63028

1006.5004 4 combeffx_ATM_PI3Ki 1006.49706 3.32 40.61 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVS#EKPLDT#ISQK.S 44.6 100 8.63E+06 TTIPHALLTWRPNSGETAPPPPS#PVSEKPLDTIS#QK 27.4 1555 0 1566 ‐8,0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35298:75136

841.38928 3 timecourse_ATM_combo_1hr 841.38695 2.77 40.26 ARFGEF1  BIG1_HUMAN 4 N.SGETAPPPPS#PVSEKPLDTIS#QK.S 10.7 100 8.57E+05 SGETAPPPPS#PVSEKPLDTIS#QK 30.9 1555 7.5 1566 ‐2,0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35457:163895

986.51201 4 timecourse_ATM_combo_1hr 986.50548 6.62 39.7 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 177.6 100 2.85E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35456:184286

986.50978 4 combeffx_ATM_comboi 986.50548 4.36 39.32 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK.S 15.9 100 5.19E+06 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35301:76949

1006.50048 4 combeffx_ATM_PI3Ki 1006.49706 3.4 39.02 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVS#EKPLDT#ISQK.S 44.1 100 8.63E+06 TTIPHALLTWRPNSGETAPPPPS#PVSEKPLDT#ISQK 22.9 1555 15.5 1564 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35298:75146

986.5099 4 combeffx_ATM_PI3Ki 986.50548 4.48 38.8 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 36.0 100 5.99E+06 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK 0 1566 ‐8,0 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35299:70604

986.50883 4 combeffx_ATM_PI3Ki 986.50548 3.4 38.79 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 40.4 100 7.66E+06 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35298:74986

986.51143 4 timecourse_ATM_combo_1hr 986.50548 6.03 38.05 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK.S 205.4 100 2.88E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK 5.1 1566 ‐2,0 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35457:185115

986.51138 4 timecourse_ATM_ctrl1 986.50548 5.99 36.63 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 38.3 100 4.63E+06 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35448:180620

986.51185 4 timecourse_ATM_ctrl2 986.50548 6.46 34.92 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK.S 20.1 100 2.23E+06 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 9.8 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35446:168292

986.51095 4 timecourse_ATM_combo_8hr 986.50548 5.54 34.85 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 47.5 100 9.23E+06 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 ‐6,0 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35451:187130

1006.50325 4 timecourse_ATM_combo_1hr 1006.49706 6.15 31.68 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVS#EKPLDT#ISQK.S 56.6 100 1.11E+07 TTIPHALLTWRPNSGETAPPPPS#PVSEKPLDTIS#QK 22.9 1555 0 1566 ‐2,0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35457:185535

986.51133 4 timecourse_ATM_combo_2hr 986.50548 5.93 31.09 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK.S 139.4 100 1.57E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35455:173721

986.51203 4 timecourse_ATM_combo_4hr 986.50548 6.64 30.68 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK.S 76.6 100 1.59E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 7.7 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35452:179450

1026.49489 4 timecourse_ATM_combo_8hr 1026.48864 6.09 30.58 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPS#PVS#EKPLDT#ISQK.S 6.3 100 1.03E+06 TTIPHALLTWRPNSGETAPPPPS#PVS#EKPLDT#ISQK 50 1555 8 1558 0,8 5 1564 0,2 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35450:184530

986.51012 4 timecourse_ATM_ctrl1 986.50548 4.7 29.39 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 40.3 100 4.95E+06 TTIPHALLTWRPNSGETAPPPPSPVS#EKPLDTISQK 5.6 1558 0,6 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35449:183659

986.5112 4 timecourse_ATM_combo_2hr 986.50548 5.8 29.36 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 111.7 100 1.58E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK 3.6 1566 ‐2,0 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35455:173711

986.51117 4 timecourse_ATM_combo_1hr 986.50548 5.78 28.85 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 154.3 100 2.89E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK 0 1566 ‐8,0 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35457:185105

986.51136 4 timecourse_ATM_combo_2hr 986.50548 5.96 28.47 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 135.3 100 1.45E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35454:172161

986.51127 4 timecourse_ATM_combo_2hr 986.50548 5.87 28.3 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 111.5 100 1.47E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK 5.8 1566 ‐2,0 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35454:172151

986.51113 4 timecourse_ATM_combo_4hr 986.50548 5.73 26.23 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK.S 111.8 100 1.73E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 5.4 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35453:183071

1006.50382 4 timecourse_ATM_ctrl1 1006.49706 6.72 24.88 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVS#EKPLDT#ISQK.S 34.5 100 7.11E+06 TTIPHALLTWRPNSGETAPPPPS#PVSEKPLDTIS#QK 13.1 1555 0 1566 ‐2,0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35448:180890

986.51085 4 timecourse_ATM_ctrl2 986.50548 5.44 24.88 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 26.2 100 2.69E+06 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35447:172073

986.51144 4 timecourse_ATM_combo_4hr 986.50548 6.04 20.26 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 90.5 100 1.76E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK 0 1566 ‐2,0 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35453:183081

986.51089 4 timecourse_ATM_combo_8hr 986.50548 5.48 19.76 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDTIS#QK.S 46.2 100 8.64E+06 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35450:184050

986.51113 4 timecourse_ATM_combo_4hr 986.50548 5.73 18.2 ARFGEF1  BIG1_HUMAN 4 K.TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK.S 91.7 100 1.56E+07 TTIPHALLTWRPNSGETAPPPPSPVSEKPLDT#ISQK 0 1564 0,2 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 1  35452:179430

821.84512 2 timecourse_ATM_combo_8hr 821.84087 5.18 58.56 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 11.7 100 4.92E+05 GQS#QLSNPTDDSWK 49.6 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35451:104843

821.8454 2 timecourse_ATM_ctrl1 821.84087 5.51 57.69 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 20.4 100 7.85E+05 GQS#QLSNPTDDSWK 68.6 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35448:104747

821.84444 2 timecourse_ATM_combo_4hr 821.84087 4.34 57.43 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 15.4 100 5.95E+05 GQS#QLSNPTDDSWK 58 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35453:103602

821.84536 2 timecourse_ATM_combo_2hr 821.84087 5.46 54.52 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 14.2 100 3.75E+05 GQS#QLSNPTDDSWK 64.5 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35454:98238

821.8456 2 timecourse_ATM_ctrl2 821.84087 5.76 54.35 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 25.4 100 7.02E+05 GQS#QLSNPTDDSWK 53.5 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35447:92865

821.84352 2 timecourse_ATM_ctrl1 821.84087 3.22 52.63 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 20.7 100 7.77E+05 GQS#QLSNPTDDSWK 64.5 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35449:106330

821.84572 2 timecourse_ATM_combo_1hr 821.84087 5.9 50.1 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 21.3 100 7.65E+05 GQS#QLSNPTDDSWK 53.2 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35456:105757

821.84528 2 timecourse_ATM_ctrl2 821.84087 5.37 49.8 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 20.1 100 6.66E+05 GQS#QLSNPTDDSWK 58.3 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35446:91230

861.82955 2 timecourse_ATM_combo_1hr 861.82403 6.41 49.65 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 13.0 100 5.26E+05 GQS#QLS#NPTDDSWK 50.2 1525 26.8 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35456:114136

861.82816 2 timecourse_ATM_combo_2hr 861.82403 4.79 48.12 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 8.4 100 2.29E+05 GQS#QLS#NPTDDSWK 52.6 1525 26.8 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35455:105599

821.84474 2 timecourse_ATM_combo_8hr 821.84087 4.71 47.41 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 11.0 100 4.63E+05 GQS#QLSNPTDDSWK 64.5 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35450:103897

821.84534 2 timecourse_ATM_combo_4hr 821.84087 5.44 42.22 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 17.2 100 5.79E+05 GQS#QLSNPTDDSWK 38.7 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35452:101571

821.84442 2 timecourse_ATM_combo_2hr 821.84087 4.32 41.67 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 17.0 100 3.76E+05 GQS#QLSNPTDDSWK 55.2 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35455:97869

861.82907 2 timecourse_ATM_ctrl2 861.82403 5.85 40 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 12.7 100 4.39E+05 GQS#QLS#NPTDDSWK 57.8 1525 26.8 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35447:100595

861.82862 2 timecourse_ATM_ctrl2 861.82403 5.33 39.56 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 15.4 100 4.54E+05 GQS#QLS#NPTDDSWK 64.3 1525 26.8 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35446:98805

861.82935 2 timecourse_ATM_ctrl1 861.82403 6.17 39.01 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 17.4 100 6.17E+05 GQS#QLS#NPTDDSWK 72.8 1525 26.8 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35448:112658

861.82845 2 timecourse_ATM_ctrl1 861.82403 5.14 36.05 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 15.7 100 5.93E+05 GQS#QLS#NPTDDSWK 64.3 1525 26.8 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35449:114435

861.82844 2 timecourse_ATM_combo_4hr 861.82403 5.12 35.27 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 5.0 100 2.24E+05 GQS#QLS#NPTDDSWK 72.8 1525 17.5 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35452:109231

821.84416 2 timecourse_ATM_combo_1hr 821.84087 4 31.39 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLSNPTDDSWK.G 23.3 100 8.11E+05 GQS#QLSNPTDDSWK 44.7 1525 0 0 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35457:105540

861.82843 2 timecourse_ATM_combo_4hr 861.82403 5.11 31.26 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 6.6 100 2.82E+05 GQS#QLS#NPTDDSWK 52.6 1525 26.8 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35453:111320

861.82858 2 timecourse_ATM_combo_1hr 861.82403 5.29 27.59 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 13.6 100 5.09E+05 GQS#QLS#NPTDDSWK 57.8 1525 26.8 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35457:113663

861.82873 2 timecourse_ATM_combo_2hr 861.82403 5.45 21.58 ARFGEF2  BIG2_HUMAN 2 R.GQS#QLS#NPTDDSWK.G 7.8 100 2.42E+05 GQS#QLS#NPTDDSWK 67.4 1525 26.8 1528 0 0 Brefeldin A‐inhibited guanine nucleotide‐exchange protein 2  35454:105821

677.00481 3 timecourse_ATM_combo_1hr 677.00161 4.73 47.79 ARHGAP22  RHG22_HUMAN 6 R.KHS#QLFTAPVPEGPTSPR.G 14.0 100 5.16E+05 KHS#QLFTAPVPEGPTSPR 18.7 346 0 0 0 0 Rho GTPase‐activating protein 22  35457:140350

677.0049 3 timecourse_ATM_combo_4hr 677.00161 4.86 29.06 ARHGAP22  RHG22_HUMAN 6 R.KHS#QLFTAPVPEGPTSPR.G 15.3 100 5.12E+05 KHS#QLFTAPVPEGPTSPR 18.7 346 0 0 0 0 Rho GTPase‐activating protein 22  35453:136727

677.00499 3 timecourse_ATM_combo_4hr 677.00161 4.99 27.17 ARHGAP22  RHG22_HUMAN 6 R.KHS#QLFTAPVPEGPTSPR.G 11.8 100 5.18E+05 KHSQLFT#APVPEGPTSPR 0 350 ‐4,0 0 0 0 0 Rho GTPase‐activating protein 22  35452:134068

677.00492 3 timecourse_ATM_combo_8hr 677.00161 4.89 25.68 ARHGAP22  RHG22_HUMAN 6 R.KHS#QLFTAPVPEGPTSPR.G 11.6 100 5.61E+05 KHS#QLFTAPVPEGPTSPR 10.2 346 0,4 0 0 0 0 Rho GTPase‐activating protein 22  35450:136863

677.00501 3 timecourse_ATM_combo_2hr 677.00161 5.02 23.98 ARHGAP22  RHG22_HUMAN 6 R.KHSQLFT#APVPEGPTSPR.G 14.9 100 3.76E+05 KHS#QLFTAPVPEGPTSPR 3.7 346 0,4 0 0 0 0 Rho GTPase‐activating protein 22  35454:130095

677.00506 3 timecourse_ATM_combo_8hr 677.00161 5.1 23.66 ARHGAP22  RHG22_HUMAN 6 R.KHS#QLFTAPVPEGPTSPR.G 10.6 100 5.01E+05 KHS#QLFTAPVPEGPTSPR 10.2 346 0,4 0 0 0 0 Rho GTPase‐activating protein 22  35451:138781

677.00548 3 timecourse_ATM_ctrl1 677.00161 5.72 22.91 ARHGAP22  RHG22_HUMAN 6 R.KHS#QLFTAPVPEGPTSPR.G 10.9 100 4.30E+05 KHS#QLFTAPVPEGPTSPR 18.7 346 0 0 0 0 Rho GTPase‐activating protein 22  35448:138010

677.00483 3 timecourse_ATM_combo_4hr 677.00161 4.76 20.84 ARHGAP22  RHG22_HUMAN 6 R.KHS#QLFTAPVPEGPTSPR.G 11.5 100 5.18E+05 KHS#QLFTAPVPEGPTSPR 7.8 346 0,4 0 0 0 0 Rho GTPase‐activating protein 22  35452:134058

677.00485 3 timecourse_ATM_combo_1hr 677.00161 4.79 17.6 ARHGAP22  RHG22_HUMAN 6 R.KHS#QLFTAPVPEGPTSPR.G 13.7 100 5.16E+05 KHS#QLFTAPVPEGPTSPR 5.8 346 0,4 0 0 0 0 Rho GTPase‐activating protein 22  35457:140360

820.33031 3 timecourse_ATM_ctrl2 820.32686 4.21 69.05 ARHGAP5  RHG05_HUMAN 0 K.IRNS#FVNNT#QGDEENGFSDR.T 18.9 100 6.66E+05 IRNS#FVNNT#QGDEENGFSDR 141.5 1124 104.2 1129 0 0 Rho GTPase‐activating protein 5  35446:144862

820.3298 3 timecourse_ATM_combo_2hr 820.32686 3.58 68.51 ARHGAP5  RHG05_HUMAN 0 K.IRNS#FVNNT#QGDEENGFSDR.T 16.7 100 4.90E+05 IRNS#FVNNT#QGDEENGFSDR 152.2 1124 121.1 1129 0 0 Rho GTPase‐activating protein 5  35455:150901

1055.41718 2 timecourse_ATM_combo_4hr 1055.41091 5.94 62.12 ARHGAP5  RHG05_HUMAN 0 R.NSFVNNT#QGDEENGFSDR.T 4.5 100 1.52E+05 NSFVNNT#QGDEENGFSDR 51.7 1129 0 0 0 0 Rho GTPase‐activating protein 5  35452:139087

968.90751 2 timecourse_ATM_ctrl2 968.90165 6.05 61.17 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 5.4 100 3.40E+05 GYSDEIYVVPDDS#QNR 114.1 1115 0 0 0 0 Rho GTPase‐activating protein 5  35446:116549

820.32993 3 timecourse_ATM_ctrl2 820.32686 3.74 58.84 ARHGAP5  RHG05_HUMAN 0 K.IRNS#FVNNT#QGDEENGFSDR.T 22.5 100 6.89E+05 IRNS#FVNNT#QGDEENGFSDR 189.7 1124 158 1129 0 0 Rho GTPase‐activating protein 5  35447:147633

968.90552 2 timecourse_ATM_combo_8hr 968.90165 3.99 53.73 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 5.0 100 5.80E+05 GYSDEIYVVPDDS#QNR 115.2 1115 0 0 0 0 Rho GTPase‐activating protein 5  35451:131342

968.90616 2 timecourse_ATM_combo_2hr 968.90165 4.65 53.43 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 11.4 100 4.29E+05 GYSDEIYVVPDDS#QNR 103 1115 0 0 0 0 Rho GTPase‐activating protein 5  35455:123230

968.90763 2 timecourse_ATM_combo_1hr 968.90165 6.18 53.34 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 8.5 100 6.55E+05 GYSDEIYVVPDDS#QNR 96.7 1115 0 0 0 0 Rho GTPase‐activating protein 5  35456:132659

968.90573 2 timecourse_ATM_ctrl1 968.90165 4.21 52.21 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 7.5 100 5.81E+05 GYSDEIYVVPDDS#QNR 103 1115 0 0 0 0 Rho GTPase‐activating protein 5  35449:133001

968.90677 2 timecourse_ATM_ctrl1 968.90165 5.28 51.6 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 8.2 100 5.68E+05 GYSDEIYVVPDDS#QNR 126.5 1115 0 0 0 0 Rho GTPase‐activating protein 5  35448:130830

968.90579 2 timecourse_ATM_combo_8hr 968.90165 4.27 50.49 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 4.5 100 4.90E+05 GYSDEIYVVPDDS#QNR 104.5 1115 0 0 0 0 Rho GTPase‐activating protein 5  35450:129873

820.3296 3 timecourse_ATM_ctrl1 820.32686 3.34 48.5 ARHGAP5  RHG05_HUMAN 0 K.IRNS#FVNNT#QGDEENGFSDR.T 17.4 100 7.99E+05 IRNS#FVNNT#QGDEENGFSDR 165.2 1124 138.6 1129 0 0 Rho GTPase‐activating protein 5  35449:161659

820.33015 3 timecourse_ATM_combo_2hr 820.32686 4.01 48.29 ARHGAP5  RHG05_HUMAN 0 K.IRNS#FVNNT#QGDEENGFSDR.T 20.2 100 5.22E+05 IRNS#FVNNT#QGDEENGFSDR 148.2 1124 132.2 1129 0 0 Rho GTPase‐activating protein 5  35454:150441

820.33026 3 timecourse_ATM_combo_4hr 820.32686 4.14 46.01 ARHGAP5  RHG05_HUMAN 0 K.IRNS#FVNNT#QGDEENGFSDR.T 16.6 100 6.23E+05 IRNS#FVNNT#QGDEENGFSDR 118.5 1124 88.2 1129 0 0 Rho GTPase‐activating protein 5  35453:158361

968.90724 2 timecourse_ATM_combo_2hr 968.90165 5.77 44.97 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 10.0 100 4.07E+05 GYSDEIYVVPDDS#QNR 123.9 1115 0 0 0 0 Rho GTPase‐activating protein 5  35454:123015

968.90642 2 timecourse_ATM_combo_4hr 968.90165 4.92 39.24 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 9.0 100 5.24E+05 GYSDEIYVVPDDS#QNR 95.8 1115 0 0 0 0 Rho GTPase‐activating protein 5  35453:129405

968.90585 2 timecourse_ATM_combo_1hr 968.90165 4.33 38.48 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 8.5 100 5.65E+05 GYSDEIYVVPDDS#QNR 114.1 1115 0 0 0 0 Rho GTPase‐activating protein 5  35457:132798

968.90675 2 timecourse_ATM_combo_4hr 968.90165 5.26 37.59 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 6.8 100 6.47E+05 GYSDEIYVVPDDS#QNR 123.9 1115 0 0 0 0 Rho GTPase‐activating protein 5  35452:127058



968.90754 2 timecourse_ATM_ctrl2 968.90165 6.08 36.67 ARHGAP5  RHG05_HUMAN 0 K.GYSDEIYVVPDDS#QNR.I 6.7 100 3.39E+05 GYSDEIYVVPDDS#QNR 103 1115 0 0 0 0 Rho GTPase‐activating protein 5  35447:118646

1002.10587 3 timecourse_ATM_ctrl2 1002.09965 6.21 96.31 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 35.0 100 1.67E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 24.8 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35446:159162

1002.10499 3 timecourse_ATM_ctrl1 1002.09965 5.33 91.07 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 53.7 100 3.39E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 30.8 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35449:175229

1002.10559 3 timecourse_ATM_combo_8hr 1002.09965 5.93 88.87 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 77.8 100 5.69E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 21.3 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35451:177820

1002.10616 3 timecourse_ATM_combo_1hr 1002.09965 6.5 79.11 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 70.3 100 4.30E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 14.2 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35456:175636

1002.10482 3 timecourse_ATM_combo_1hr 1002.09965 5.17 69.7 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 64.9 100 4.20E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 14.2 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35457:176045

1002.10495 3 timecourse_ATM_combo_2hr 1002.09965 5.29 69.63 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 61.0 100 2.48E+06 VELDDSDVFHGEPEPEELPGGT#GSQQR 4.4 1133 0,2 0 0 0 0 Rho guanine nucleotide exchange factor 11  35455:164981

1002.10556 3 timecourse_ATM_ctrl2 1002.09965 5.9 69.26 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 37.5 100 1.80E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 18.9 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35447:162353

1002.10608 3 timecourse_ATM_combo_8hr 1002.09965 6.42 68.84 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 67.5 100 4.84E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 30.8 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35450:175360

1002.10569 3 timecourse_ATM_combo_4hr 1002.09965 6.03 66.75 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 59.6 100 3.78E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 15.5 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35452:170410

1002.10503 3 timecourse_ATM_ctrl1 1002.09965 5.37 66.29 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 60.2 100 3.88E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 7.5 1135 ‐2,0 0 0 0 0 Rho guanine nucleotide exchange factor 11  35448:172460

1002.10503 3 timecourse_ATM_combo_4hr 1002.09965 5.38 64.81 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 75.2 100 4.28E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 11.3 1135 ‐2,0 0 0 0 0 Rho guanine nucleotide exchange factor 11  35453:173691

1002.1055 3 timecourse_ATM_combo_2hr 1002.09965 5.84 53.92 ARHGEF11  ARHGB_HUMAN 2 R.VELDDSDVFHGEPEPEELPGGTGS#QQR.V 58.0 100 2.53E+06 VELDDSDVFHGEPEPEELPGGTGS#QQR 24.8 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35454:163901

1038.97158 4 timecourse_ATM_combo_4hr 1038.96592 5.45 48.26 ARHGEF11  ARHGB_HUMAN 2 R.EPAQQGPTPSRVELDDSDVFHGEPEPEELPGGTGS#QQR.V 80.5 100 6.44E+06 EPAQQGPTPSRVELDDSDVFHGEPEPEELPGGTGS#Q 19.7 1135 0 0 0 0 Rho guanine nucleotide exchange factor 11  35453:183801

1038.97326 4 timecourse_ATM_ctrl2 1038.96592 7.06 28.64 ARHGEF11  ARHGB_HUMAN 2 R.EPAQQGPTPSRVELDDSDVFHGEPEPEELPGGT#GSQQR.V 57.2 100 3.83E+06 EPAQQGPTPSRVELDDSDVFHGEPEPEELPGGT#GSQ 13.8 1133 0 0 0 0 Rho guanine nucleotide exchange factor 11  35446:168902

1038.97105 4 timecourse_ATM_combo_1hr 1038.96592 4.94 27.47 ARHGEF11  ARHGB_HUMAN 2 R.EPAQQGPTPSRVELDDSDVFHGEPEPEELPGGTGS#QQR.V 70.3 100 6.08E+06 EPAQQGPTPSRVELDDSDVFHGEPEPEELPGGTGS#Q 10.3 1135 ‐2,0 0 0 0 0 Rho guanine nucleotide exchange factor 11  35457:185935

722.8325 2 timecourse_ATM_combo_8hr 722.82871 5.24 63.5 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 26.2 100 1.92E+06 ILS#QSTDSLNMR 51.6 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35450:82102

722.83251 2 timecourse_ATM_combo_8hr 722.82871 5.26 59.25 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 30.4 100 2.18E+06 ILS#QSTDSLNMR 51.6 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35451:82805

722.83261 2 timecourse_ATM_combo_4hr 722.82871 5.4 56.87 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 17.2 100 1.10E+06 ILS#QSTDSLNMR 36.8 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35452:80087

722.83251 2 timecourse_ATM_combo_4hr 722.82871 5.26 56.01 ARHGEF2  ARHG2_HUMAN 5 R.ILSQS#TDSLNMR.N 18.5 100 1.12E+06 ILS#QSTDSLNMR 37.4 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35453:81734

722.83181 2 timecourse_ATM_combo_1hr 722.82871 4.29 54.07 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 19.8 100 1.32E+06 ILS#QSTDSLNMR 42.6 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35457:83073

722.83273 2 timecourse_ATM_combo_1hr 722.82871 5.56 52.26 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 20.5 100 1.35E+06 ILS#QSTDSLNMR 30.7 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35456:82796

722.83226 2 timecourse_ATM_ctrl1 722.82871 4.91 47.96 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 18.7 100 1.29E+06 ILS#QSTDSLNMR 30.7 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35448:82584

722.83231 2 timecourse_ATM_ctrl2 722.82871 4.98 46.95 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 17.9 100 9.15E+05 ILS#QSTDSLNMR 38.7 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35447:72424

722.83231 2 timecourse_ATM_ctrl2 722.82871 4.98 46.72 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 18.5 100 8.84E+05 ILS#QSTDSLNMR 37.4 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35446:71345

722.83161 2 timecourse_ATM_ctrl1 722.82871 4.01 45.11 ARHGEF2  ARHG2_HUMAN 5 R.ILSQS#TDSLNMR.N 21.2 100 1.28E+06 ILS#QSTDSLNMR 30.7 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35449:83852

722.83167 2 combeffx_ATM_comboi 722.82871 4.09 37 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 16.0 100 2.48E+06 ILS#QSTDSLNMR 43 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35300:35393

722.83198 2 timecourse_ATM_combo_2hr 722.82871 4.52 35.25 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 16.6 100 6.58E+05 ILS#QSTDSLNMR 30.8 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35455:77287

722.83245 2 timecourse_ATM_combo_2hr 722.82871 5.17 33.13 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 19.4 100 7.15E+05 ILS#QSTDSLNMR 30.7 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35454:77880

722.83238 2 combeffx_ATM_comboi 722.82871 5.08 25.33 ARHGEF2  ARHG2_HUMAN 5 R.ILS#QSTDSLNMR.N 14.2 100 1.51E+06 ILS#QSTDSLNMR 24.8 172 0 0 0 0 Rho guanine nucleotide exchange factor 2  35301:32725

671.83316 2 timecourse_ATM_combo_2hr 671.82937 5.66 47.27 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 37.7 100 1.01E+06 STWS#QLSAVKR 24.2 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35454:67001

671.83259 2 timecourse_ATM_combo_8hr 671.82937 4.81 45.38 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 11.8 100 5.93E+05 STWS#QLSAVKR 17.5 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35450:70216

593.78071 2 combeffx_ATM_ctrl 593.77882 3.18 43.07 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVK.R 31.8 100 2.13E+06 STWS#QLSAVK 41.3 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35295:17800

671.83271 2 timecourse_ATM_combo_2hr 671.82937 4.99 42.48 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 39.3 100 1.01E+06 STWS#QLSAVKR 21.3 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35455:66420

593.78157 2 timecourse_ATM_combo_4hr 593.77882 4.63 41.85 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVK.R 59.5 100 3.57E+06 STWS#QLSAVK 41.3 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35452:45603

671.8329 2 timecourse_ATM_ctrl1 671.82937 5.25 41.72 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 15.0 100 5.59E+05 STWS#QLSAVKR 14.2 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35449:71958

671.83277 2 combeffx_ATM_comboi 671.82937 5.06 41.42 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 24.0 100 3.03E+06 STWS#QLSAVKR 8.7 419 ‐3,0 0 0 0 0 Rho guanine nucleotide exchange factor 26  35300:30242

593.78102 2 timecourse_ATM_combo_1hr 593.77882 3.71 38.32 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVK.R 100.3 100 7.18E+06 STWS#QLSAVK 41.3 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35457:47174

593.78093 2 combeffx_ATM_ctrl 593.77882 3.55 37.08 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVK.R 26.9 100 2.30E+06 STWS#QLSAVK 30.7 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35294:18674

671.8326 2 timecourse_ATM_combo_1hr 671.82937 4.82 36.32 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 74.2 100 3.08E+06 STWS#QLSAVKR 26.5 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35457:71350

593.78191 2 timecourse_ATM_combo_2hr 593.77882 5.2 35.98 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVK.R 60.6 100 2.65E+06 STWS#QLSAVK 37.5 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35454:44557

671.83144 2 combeffx_ATM_MEKi 671.82937 3.08 35.91 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 16.0 100 8.06E+05 STWS#QLSAVKR 24.8 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35296:25215

671.83189 2 combeffx_ATM_PI3Ki 671.82937 3.75 35.7 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 18.7 100 1.56E+06 STWS#QLSAVKR 16.8 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35298:27572

671.83339 2 timecourse_ATM_combo_1hr 671.82937 5.98 35.49 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 81.7 100 3.34E+06 STWS#QLSAVKR 24.8 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35456:71278

671.83194 2 combeffx_ATM_ctrl 671.82937 3.83 33.51 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 11.6 100 8.44E+05 STWS#QLSAVKR 12.2 419 ‐3,0 0 0 0 0 Rho guanine nucleotide exchange factor 26  35295:27799

593.78208 2 timecourse_ATM_ctrl2 593.77882 5.49 32.45 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVK.R 9.8 100 4.60E+05 STWS#QLSAVK 27 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35446:40588

671.83276 2 timecourse_ATM_combo_8hr 671.82937 5.05 32.2 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 14.0 100 6.38E+05 STWS#QLSAVKR 8.7 419 ‐3,0 0 0 0 0 Rho guanine nucleotide exchange factor 26  35451:70656

671.83311 2 timecourse_ATM_combo_4hr 671.82937 5.57 31.92 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 33.0 100 1.31E+06 STWS#QLSAVKR 18.9 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35452:68493

671.83181 2 combeffx_ATM_PI3Ki 671.82937 3.63 31.54 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 19.7 100 1.18E+06 STWS#QLSAVKR 14.2 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35299:27018

671.83354 2 timecourse_ATM_ctrl1 671.82937 6.21 31.34 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 15.8 100 5.98E+05 STWS#QLSAVKR 17.5 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35448:71066

671.833 2 timecourse_ATM_combo_4hr 671.82937 5.4 29.83 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 37.7 100 1.38E+06 STWS#QLSAVKR 28.5 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35453:70014

671.83207 2 combeffx_ATM_MEKi 671.82937 4.02 29.69 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 15.4 100 6.11E+05 STWS#QLSAVKR 24.8 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35297:23389

671.83252 2 combeffx_ATM_comboi 671.82937 4.69 29.51 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 18.5 100 1.81E+06 STWS#QLSAVKR 17.5 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35301:27966

671.8315 2 combeffx_ATM_ctrl 671.82937 3.19 28.03 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 9.9 100 9.39E+05 STWS#QLSAVKR 11.3 419 ‐3,0 0 0 0 0 Rho guanine nucleotide exchange factor 26  35294:29212

448.22438 3 timecourse_ATM_combo_4hr 448.22201 5.31 25.41 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 20.6 100 6.13E+05 STWS#QLSAVKR 31.5 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35452:68483

448.22454 3 timecourse_ATM_combo_4hr 448.22201 5.64 23.08 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 23.7 100 6.37E+05 STWS#QLSAVKR 14.8 419 0 0 0 0 Rho guanine nucleotide exchange factor 26  35453:70024

671.8335 2 timecourse_ATM_ctrl2 671.82937 6.15 21.78 ARHGEF26  ARHGQ_HUMAN 3 R.STWS#QLSAVKR.K 7.5 100 2.32E+05 STWS#QLSAVKR 10.3 419 ‐3,0 0 0 0 0 Rho guanine nucleotide exchange factor 26  35447:61935

953.39764 3 timecourse_ATM_combo_4hr 953.39243 5.46 50.17 ARID1A  ARI1A_HUMAN 2 R.FPPPQELSQDS#FGS#QASSAPSMTSSK.G 5.6 94 4.99E+05 FPPPQELS#QDSFGS#QASSAPSMTSSK 4.1 604 0,3 21.3 610 0 0 AT‐rich interactive domain‐containing protein 1A  35453:171151

926.74277 3 timecourse_ATM_combo_1hr 926.73699 6.24 47.91 ARID1A  ARI1A_HUMAN 2 R.FPPPQELS#QDSFGSQASSAPSMTSSK.G 11.2 100 2.51E+06 FPPPQELS#QDSFGSQASSAPSMTSSK 13.4 604 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35456:171637

926.74226 3 timecourse_ATM_combo_1hr 926.73699 5.69 45.23 ARID1A  ARI1A_HUMAN 2 R.FPPPQELSQDS#FGSQASSAPSMTSSK.G 9.4 100 2.26E+06 FPPPQELSQDS#FGSQASSAPSMTSSK 6.7 607 ‐3,0 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35456:171627

926.74242 3 timecourse_ATM_ctrl1 926.73699 5.86 43.61 ARID1A  ARI1A_HUMAN 2 R.FPPPQELS#QDSFGSQASSAPSMTSSK.G 6.1 100 9.05E+05 FPPPQELS#QDSFGSQASSAPSMTSSK 8 604 0,3 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35448:168520

926.74117 3 timecourse_ATM_combo_1hr 926.73699 4.51 34.8 ARID1A  ARI1A_HUMAN 2 R.FPPPQELS#QDSFGSQASSAPSMTSSK.G 11.2 100 2.45E+06 FPPPQELS#QDSFGSQASSAPSMTSSK 0 604 0,3 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35457:171785

926.74088 3 timecourse_ATM_ctrl1 926.73699 4.2 30.1 ARID1A  ARI1A_HUMAN 2 R.FPPPQELS#QDSFGSQASSAPSMTSSK.G 5.0 94 6.69E+05 FPPPQELS#QDSFGSQASSAPSMTSSK 0 604 0,3 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35449:171349

926.74214 3 timecourse_ATM_combo_2hr 926.73699 5.56 28.84 ARID1A  ARI1A_HUMAN 2 R.FPPPQELSQDS#FGSQASSAPSMTSSK.G 8.9 100 1.34E+06 FPPPQELS#QDSFGSQASSAPSMTSSK 0 604 0,3 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35454:160171

926.74169 3 timecourse_ATM_combo_2hr 926.73699 5.07 28.65 ARID1A  ARI1A_HUMAN 2 R.FPPPQELSQDS#FGSQASSAPSMTSSK.G 8.8 100 1.09E+06 FPPPQELSQDS#FGSQASSAPSMTSSK 6.7 607 ‐3,0 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35455:161191

926.74207 3 timecourse_ATM_combo_4hr 926.73699 5.48 28.29 ARID1A  ARI1A_HUMAN 2 R.FPPPQELS#QDSFGSQASSAPSMTSSK.G 6.3 100 1.43E+06 FPPPQELS#QDSFGSQASSAPSMTSSK 5.3 604 0,3 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35453:169501

926.74173 3 timecourse_ATM_combo_2hr 926.73699 5.11 26.01 ARID1A  ARI1A_HUMAN 2 R.FPPPQELS#QDSFGSQASSAPSMTSSK.G 9.0 100 1.29E+06 FPPPQELS#QDSFGSQASSAPSMTSSK 0 604 0,3 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35455:161201

926.74052 3 timecourse_ATM_combo_1hr 926.73699 3.81 25.91 ARID1A  ARI1A_HUMAN 2 R.FPPPQELSQDS#FGSQASSAPSMTSSK.G 10.8 100 2.49E+06 FPPPQELSQDS#FGSQASSAPSMTSSK 6.9 607 ‐3,0 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35457:171775

636.64902 3 timecourse_ATM_ctrl1 636.64748 2.42 24.67 ARID1A  ARI1A_HUMAN 2 R.LY#VS#VKEIGGLTQVNK.N 16.9 100 1.58E+06 LY#VS#VKEIGGLTQVNK 58.7 1055 59.5 1057 0 0 AT‐rich interactive domain‐containing protein 1A  35448:128137

953.39695 3 timecourse_ATM_combo_4hr 953.39243 4.74 23.01 ARID1A  ARI1A_HUMAN 2 R.FPPPQELSQDS#FGS#QASSAPSMTSSK.G 8.1 94 8.12E+05 FPPPQELS#QDSFGS#QASSAPSMTSSK 0 604 0,3 15.6 610 0 0 AT‐rich interactive domain‐containing protein 1A  35452:168100

953.39818 3 timecourse_ATM_combo_4hr 953.39243 6.03 21.13 ARID1A  ARI1A_HUMAN 2 R.FPPPQELS#QDSFGSQASSAPSMTSS#K.G 6.7 94 1.14E+06 FPPPQELS#QDSFGS#QASSAPSMTSSK 9.3 604 0,3 21.3 610 0 0 AT‐rich interactive domain‐containing protein 1A  35452:168110

926.74223 3 timecourse_ATM_combo_2hr 926.73699 5.65 20 ARID1A  ARI1A_HUMAN 2 R.FPPPQELS#QDSFGSQASSAPSMTSSK.G 8.0 94 5.67E+05 FPPPQELS#QDSFGSQASSAPSMTSSK 0 604 0,3 0 0 0 0 AT‐rich interactive domain‐containing protein 1A  35454:160181

1034.98208 2 timecourse_ATM_combo_4hr 1034.97600 5.87 82.37 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 5.4 100 1.38E+05 YKENPDIVNQS#QQAQAR 130.2 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35452:136597

1034.98048 2 timecourse_ATM_combo_8hr 1034.97600 4.33 71.01 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 14.6 100 5.23E+05 YKENPDIVNQS#QQAQAR 181.3 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35451:141551

690.32257 3 combeffx_ATM_MEKi 690.31976 4.07 66.24 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 14.8 100 6.77E+05 YKENPDIVNQS#QQAQAR 131.5 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35296:51059

889.40039 2 timecourse_ATM_combo_8hr 889.39686 3.97 65.87 ARIH2  ARI2_HUMAN 4 K.ENPDIVNQS#QQAQAR.E 4.7 100 2.29E+05 ENPDIVNQS#QQAQAR 1000 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35450:116590

690.32353 3 combeffx_ATM_comboi 690.31976 5.46 62.57 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 43.2 100 2.75E+06 YKENPDIVNQS#QQAQAR 150.3 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35301:59697

690.32173 3 combeffx_ATM_PI3Ki 690.31976 2.85 54.83 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 13.6 100 7.75E+05 YKENPDIVNQS#QQAQAR 117.8 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35298:58631

690.32349 3 combeffx_ATM_comboi 690.31976 5.4 54.2 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 51.9 100 3.94E+06 YKENPDIVNQS#QQAQAR 96.1 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35300:64935

690.32272 3 combeffx_ATM_ctrl 690.31976 4.29 53.7 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 13.6 100 1.15E+06 YKENPDIVNQS#QQAQAR 108.4 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35294:63338

690.32402 3 timecourse_ATM_ctrl1 690.31976 6.17 51.82 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 18.3 100 8.51E+05 YKENPDIVNQS#QQAQAR 116.4 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35448:140768

690.32319 3 timecourse_ATM_ctrl1 690.31976 4.97 51.54 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 26.0 94 8.58E+05 YKENPDIVNQS#QQAQAR 117.8 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35449:143001

690.324 3 timecourse_ATM_combo_1hr 690.31976 6.14 50.2 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 31.7 100 1.24E+06 YKENPDIVNQS#QQAQAR 127.5 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35456:142739

690.32275 3 combeffx_ATM_PI3Ki 690.31976 4.33 49.86 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 12.8 100 7.12E+05 YKENPDIVNQS#QQAQAR 111.9 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35299:55571

690.32291 3 timecourse_ATM_combo_8hr 690.31976 4.56 48.54 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 90.8 100 4.26E+06 YKENPDIVNQS#QQAQAR 117.8 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35450:139613

690.32213 3 combeffx_ATM_ctrl 690.31976 3.43 48.28 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 17.5 100 1.29E+06 YKENPDIVNQS#QQAQAR 129.3 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35295:61164

690.32299 3 timecourse_ATM_combo_1hr 690.31976 4.68 47.72 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 27.5 100 1.45E+06 YKENPDIVNQS#QQAQAR 117.5 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35457:143030

690.32354 3 timecourse_ATM_combo_4hr 690.31976 5.48 47.34 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 55.3 100 2.30E+06 YKENPDIVNQS#QQAQAR 106.4 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35452:136587

690.32431 3 timecourse_ATM_ctrl2 690.31976 6.61 46.05 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 27.4 100 9.59E+05 YKENPDIVNQS#QQAQAR 106.4 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35446:126382

690.32374 3 timecourse_ATM_ctrl2 690.31976 5.77 45.84 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 33.2 100 1.01E+06 YKENPDIVNQS#QQAQAR 116.7 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35447:128847

690.32262 3 timecourse_ATM_combo_8hr 690.31976 4.14 45.56 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 95.9 100 5.20E+06 YKENPDIVNQS#QQAQAR 127.5 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35451:141541

690.32325 3 timecourse_ATM_combo_4hr 690.31976 5.06 42.61 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 63.1 100 2.34E+06 YKENPDIVNQS#QQAQAR 127.5 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35453:139277

690.32366 3 timecourse_ATM_combo_2hr 690.31976 5.65 42.5 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 14.2 94 3.52E+05 YKENPDIVNQS#QQAQAR 105.8 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35455:132810

690.32291 3 combeffx_ATM_MEKi 690.31976 4.56 38.53 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 11.4 100 4.72E+05 YKENPDIVNQS#QQAQAR 105.8 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35297:46812

690.32435 3 timecourse_ATM_combo_2hr 690.31976 6.65 37.75 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 18.1 94 4.03E+05 YKENPDIVNQS#QQAQAR 82.7 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35454:132645

1034.98193 2 timecourse_ATM_combo_1hr 1034.97600 5.73 23.41 ARIH2  ARI2_HUMAN 4 R.YKENPDIVNQS#QQAQAR.E 3.1 100 8.17E+04 YKENPDIVNQS#QQAQAR 45.8 353 0 0 0 0 E3 ubiquitin‐protein ligase ARIH2  35456:142729

1400.33035 3 timecourse_ATM_ctrl1 1400.32284 5.37 64.85 ARNT  ARNT_HUMAN 8 K.TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPSLTNR.G 5.9 100 3.12E+05 TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPS 0 663 ‐3,0 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35449:184329

1400.33426 3 timecourse_ATM_combo_1hr 1400.32284 8.16 63.06 ARNT  ARNT_HUMAN 8 K.TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPSLTNR.G 6.8 100 5.41E+05 TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPS 0 663 ‐3,0 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35456:185156

1400.33125 3 timecourse_ATM_combo_1hr 1400.32284 6.01 59.68 ARNT  ARNT_HUMAN 8 K.TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPSLTNR.G 7.1 100 4.73E+05 TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPS 0 663 ‐3,15 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35457:186015

1426.98949 3 timecourse_ATM_ctrl1 1426.97828 7.86 57.16 ARNT  ARNT_HUMAN 8 K.TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAY#PSLTNR.G 6.0 100 3.35E+05 TRTS#QFGVGSFQTPSSFSSMSLPGAPT#ASPGAAAYP 0 663 ‐3,9 5.1 686 0,12 0 0 Aryl hydrocarbon receptor nuclear translocator  35448:181410

1426.98784 3 timecourse_ATM_combo_2hr 1426.97828 6.7 43.67 ARNT  ARNT_HUMAN 8 K.TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAY#PSLTNR.G 4.0 100 2.21E+05 TRTS#QFGVGSFQTPSSFSSMSLPGAPT#ASPGAAAYP 0 663 ‐3,0 49 686 0 0 Aryl hydrocarbon receptor nuclear translocator  35454:173051

1050.50235 4 timecourse_ATM_ctrl1 1050.49395 8 42.22 ARNT  ARNT_HUMAN 8 K.TRTSQFGVGSFQT#PSSFSSMSLPGAPTASPGAAAYPSLTNR.G 14.5 100 8.64E+05 TRTSQFGVGSFQT#PSSFSSMSLPGAPTASPGAAAYPS 18 672 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35448:181280

1050.50155 4 timecourse_ATM_combo_2hr 1050.49395 7.23 41.61 ARNT  ARNT_HUMAN 8 K.TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPSLTNR.G 14.4 100 7.44E+05 TRTSQFGVGSFQTPSSFSSMS#LPGAPTASPGAAAYPS 6.8 680 ‐11,0 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35454:172911

1050.49978 4 timecourse_ATM_ctrl1 1050.49395 5.55 33.68 ARNT  ARNT_HUMAN 8 K.TRTSQFGVGS#FQTPSSFSSMSLPGAPTASPGAAAYPSLTNR.G 16.4 100 9.37E+05 TRT#SQFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPS 0 662 ‐2,26 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35449:184339

1050.50194 4 timecourse_ATM_combo_8hr 1050.49395 7.61 31.42 ARNT  ARNT_HUMAN 8 K.TRT#SQFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPSLTNR.G 9.0 100 6.64E+05 TRTSQFGVGSFQTPSS#FSSMSLPGAPTASPGAAAYPS 0 675 ‐15,5 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35450:184810

1050.50164 4 timecourse_ATM_ctrl2 1050.49395 7.32 30.69 ARNT  ARNT_HUMAN 8 K.TRT#SQFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPSLTNR.G 9.0 100 5.43E+05 TRTSQFGVGS#FQTPSSFSSMSLPGAPTASPGAAAYPS 0 669 ‐9,19 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35447:172883

1050.50044 4 timecourse_ATM_combo_2hr 1050.49395 6.18 30.29 ARNT  ARNT_HUMAN 8 K.TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPSLTNR.G 13.6 100 7.39E+05 T#RTSQFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPS 3.9 660 0,28 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35455:174571

1070.49383 4 timecourse_ATM_ctrl1 1070.48553 7.75 29.05 ARNT  ARNT_HUMAN 8 K.TRTSQFGVGSFQTPS#SFSSMSLPGAPTASPGAAAY#PSLTNR.G 12.0 100 6.50E+05 TRTSQFGVGS#FQTPSSFSSMSLPGAPT#ASPGAAAYP 2.7 669 ‐9,11 8 686 ‐26,0 0 0 Aryl hydrocarbon receptor nuclear translocator  35448:181400

1050.50247 4 timecourse_ATM_combo_4hr 1050.49395 8.11 27.97 ARNT  ARNT_HUMAN 8 K.TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPSLTNR.G 13.6 100 9.26E+05 TRTS#QFGVGSFQTPSSFSSMSLPGAPTASPGAAAYPS 0 663 ‐3,25 0 0 0 0 Aryl hydrocarbon receptor nuclear translocator  35452:180260

1070.49291 4 timecourse_ATM_combo_4hr 1070.48553 6.89 27.82 ARNT  ARNT_HUMAN 8 K.TRTSQFGVGSFQTPSS#FS#SMSLPGAPTASPGAAAYPSLTNR.G 8.1 100 6.22E+05 TRTSQFGVGS#FQTPSSFSS#MSLPGAPTASPGAAAYP 7 669 ‐9,17 10.9 678 ‐18,0 0 0 Aryl hydrocarbon receptor nuclear translocator  35452:180450

1426.98783 3 timecourse_ATM_combo_1hr 1426.97828 6.69 24.1 ARNT  ARNT_HUMAN 8 K.TRTSQFGVGSFQTPSSFSSMS#LPGAPT#ASPGAAAYPSLTNR.G 7.6 100 4.28E+05 TRTSQFGVGSFQT#PSSFSSMSLPGAPT#ASPGAAAYP 8.7 672 ‐12,6 8.7 686 0,2 0 0 Aryl hydrocarbon receptor nuclear translocator  35457:186225

1130.43918 2 timecourse_ATM_ctrl1 1130.43259 5.84 63.26 ARPC1B  ARC1B_HUMAN 1 K.CS#QFCTTGMDGGMSIWDVK.S 4.7 100 1.74E+05 CS#QFCTTGMDGGMSIWDVK 31 343 0 0 0 0 Actin‐related protein 2/3 complex subunit 1B  35449:153149

820.33785 3 timecourse_ATM_ctrl1 820.33484 3.67 59.05 ARPC1B  ARC1B_HUMAN 1 K.AKCS#QFCTTGMDGGMSIWDVK.S 15.6 100 6.20E+05 AKCS#QFCTTGMDGGMSIWDVK 45.2 343 0 0 0 0 Actin‐related protein 2/3 complex subunit 1B  35449:161669

820.33912 3 timecourse_ATM_ctrl2 820.33484 5.22 58.86 ARPC1B  ARC1B_HUMAN 1 K.AKCS#QFCTTGMDGGMSIWDVK.S 12.2 100 3.51E+05 AKCS#QFCTTGMDGGMSIWDVK 14.1 343 0 0 0 0 Actin‐related protein 2/3 complex subunit 1B  35447:147643

820.3391 3 timecourse_ATM_ctrl1 820.33484 5.19 57.55 ARPC1B  ARC1B_HUMAN 1 K.AKCS#QFCTTGMDGGMSIWDVK.S 12.4 100 4.86E+05 AKCS#QFCTTGMDGGMSIWDVK 13.2 343 0 0 0 0 Actin‐related protein 2/3 complex subunit 1B  35448:159190

1130.43908 2 timecourse_ATM_ctrl1 1130.43259 5.74 50.77 ARPC1B  ARC1B_HUMAN 1 K.CS#QFCTTGMDGGMSIWDVK.S 4.2 100 1.52E+05 CS#QFCTTGMDGGMSIWDVK 24.4 343 0 0 0 0 Actin‐related protein 2/3 complex subunit 1B  35448:150660

820.33855 3 timecourse_ATM_combo_4hr 820.33484 4.52 46.91 ARPC1B  ARC1B_HUMAN 1 K.AKCS#QFCTTGMDGGMSIWDVK.S 10.8 100 5.45E+05 AKCS#QFCTTGMDGGMSIWDVK 8.4 343 0,4 0 0 0 0 Actin‐related protein 2/3 complex subunit 1B  35453:158371

820.33928 3 timecourse_ATM_combo_4hr 820.33484 5.41 39.87 ARPC1B  ARC1B_HUMAN 1 K.AKCS#QFCTTGMDGGMSIWDVK.S 9.9 94 3.72E+05 AKCS#QFCTTGMDGGMSIWDVK 18.2 343 0 0 0 0 Actin‐related protein 2/3 complex subunit 1B  35452:155520

820.33945 3 timecourse_ATM_combo_2hr 820.33484 5.62 35.4 ARPC1B  ARC1B_HUMAN 1 K.AKCS#QFCTTGMDGGMSIWDVK.S 13.3 100 3.96E+05 AKCS#QFCTTGMDGGMSIWDVK 10.5 343 0,4 0 0 0 0 Actin‐related protein 2/3 complex subunit 1B  35454:150451

835.87283 2 timecourse_ATM_combo_8hr 835.86909 4.47 65.44 ASXL2  ASXL2_HUMAN 2 K.SSLT#QEEAPVSWEK.R 9.5 100 7.34E+05 SSLT#QEEAPVSWEK 13.3 573 0 0 0 0 Putative Polycomb group protein ASXL2  35451:108133

899.92056 2 timecourse_ATM_combo_4hr 899.91656 4.44 59.54 ASXL2  ASXL2_HUMAN 2 R.KSSLT#QEEAPVSWEK.R 9.4 100 4.23E+05 KSSLT#QEEAPVSWEK 18.9 573 0 0 0 0 Putative Polycomb group protein ASXL2  35453:118145

899.92073 2 timecourse_ATM_combo_8hr 899.91656 4.63 57.72 ASXL2  ASXL2_HUMAN 2 R.KSSLT#QEEAPVSWEK.R 9.6 100 8.19E+05 KSSLT#QEEAPVSWEK 24.8 573 0 0 0 0 Putative Polycomb group protein ASXL2  35451:119842

899.92091 2 timecourse_ATM_combo_8hr 899.91656 4.83 55.05 ASXL2  ASXL2_HUMAN 2 R.KSSLT#QEEAPVSWEK.R 5.8 100 5.77E+05 KSSLT#QEEAPVSWEK 37.4 573 0 0 0 0 Putative Polycomb group protein ASXL2  35450:118590

899.92092 2 timecourse_ATM_combo_4hr 899.91656 4.86 54.08 ASXL2  ASXL2_HUMAN 2 R.KSSLT#QEEAPVSWEK.R 7.6 100 4.10E+05 KSSLT#QEEAPVSWEK 36.8 573 0 0 0 0 Putative Polycomb group protein ASXL2  35452:115964

665.01518 3 combeffx_ATM_comboi 665.01238 4.21 86.96 ATAD2  ATAD2_HUMAN 0 R.ARRS#QVEQQQLITVEK.A 8.7 100 8.41E+05 ARRS#QVEQQQLITVEK 147.2 1302 0 0 0 0 ATPase family AAA domain‐containing protein 2  35301:56682

665.01526 3 combeffx_ATM_MEKi 665.01238 4.33 61.81 ATAD2  ATAD2_HUMAN 0 R.ARRS#QVEQQQLITVEK.A 5.9 100 2.89E+05 ARRS#QVEQQQLITVEK 130.6 1302 0 0 0 0 ATPase family AAA domain‐containing protein 2  35297:45012

665.01588 3 combeffx_ATM_comboi 665.01238 5.26 56.9 ATAD2  ATAD2_HUMAN 0 R.ARRS#QVEQQQLITVEK.A 6.6 100 8.16E+05 ARRS#QVEQQQLITVEK 109.1 1302 0 0 0 0 ATPase family AAA domain‐containing protein 2  35300:61998

1042.48658 2 timecourse_ATM_combo_8hr 1042.48280 3.63 55.03 ATE1  ATE1_HUMAN 7 K.KEEPQELLQS#QDFVGEK.L 5.5 100 9.51E+05 KEEPQELLQS#QDFVGEK 1000 169 0 0 0 0 Arginyl‐tRNA‐‐protein transferase 1  35451:142651

1042.48664 2 timecourse_ATM_combo_8hr 1042.48280 3.68 52.67 ATE1  ATE1_HUMAN 7 K.KEEPQELLQS#QDFVGEK.L 3.9 100 7.96E+05 KEEPQELLQS#QDFVGEK 1000 169 0 0 0 0 Arginyl‐tRNA‐‐protein transferase 1  35450:140663

695.32597 3 timecourse_ATM_combo_8hr 695.32429 2.42 44.66 ATE1  ATE1_HUMAN 7 K.KEEPQELLQS#QDFVGEK.L 19.5 100 4.85E+06 KEEPQELLQS#QDFVGEK 1000 169 0 0 0 0 Arginyl‐tRNA‐‐protein transferase 1  35451:142641

695.32609 3 timecourse_ATM_combo_4hr 695.32429 2.59 36.28 ATE1  ATE1_HUMAN 7 K.KEEPQELLQS#QDFVGEK.L 8.8 100 1.57E+06 KEEPQELLQS#QDFVGEK 1000 169 0 0 0 0 Arginyl‐tRNA‐‐protein transferase 1  35452:137597

695.32523 3 timecourse_ATM_combo_4hr 695.32429 1.35 32.54 ATE1  ATE1_HUMAN 7 K.KEEPQELLQS#QDFVGEK.L 7.6 100 1.49E+06 KEEPQELLQS#QDFVGEK 1000 169 0 0 0 0 Arginyl‐tRNA‐‐protein transferase 1  35453:140307

695.3281 3 combeffx_ATM_comboi 695.32429 5.48 32.1 ATE1  ATE1_HUMAN 7 K.KEEPQELLQS#QDFVGEK.L 8.9 100 2.49E+06 KEEPQELLQS#QDFVGEK 1000 169 0 0 0 0 Arginyl‐tRNA‐‐protein transferase 1  35301:60177

695.32567 3 timecourse_ATM_combo_8hr 695.32429 1.98 31.81 ATE1  ATE1_HUMAN 7 K.KEEPQELLQS#QDFVGEK.L 20.8 100 4.50E+06 KEEPQELLQS#QDFVGEK 1000 169 0 0 0 0 Arginyl‐tRNA‐‐protein transferase 1  35450:140653

826.72614 3 combeffx_ATM_comboi 826.72207 4.92 35.29 ATF7  ATF7_HUMAN 2 R.TELSMPIQSHVIMTPQSQS#AGR.‐ 3.4 100 7.36E+05 TELSMPIQSHVIMTPQSQS#AGR 4.4 491 ‐2,0 0 0 0 0 Cyclic AMP‐dependent transcription factor ATF‐7  35300:74061

826.7273 3 timecourse_ATM_combo_8hr 826.72207 6.33 29.61 ATF7  ATF7_HUMAN 2 R.TELSMPIQSHVIMTPQSQS#AGR.‐ 8.8 100 5.79E+05 TELSMPIQSHVIMTPQS#QSAGR 5.9 489 0,2 0 0 0 0 Cyclic AMP‐dependent transcription factor ATF‐7  35451:162790

826.72699 3 timecourse_ATM_combo_4hr 826.72207 5.95 28.64 ATF7  ATF7_HUMAN 2 R.TELSMPIQSHVIMTPQSQS#AGR.‐ 7.0 100 3.32E+05 TELSMPIQSHVIMTPQSQS#AGR 8.7 491 ‐2,0 0 0 0 0 Cyclic AMP‐dependent transcription factor ATF‐7  35452:156270

797.36576 2 combeffx_ATM_comboi 797.36143 5.43 72.8 ATM  ATM_HUMAN 1 R.SLEIS#QSYTTTQR.E 13.4 100 1.66E+06 SLEIS#QSYTTTQR 24.8 367 0 0 0 0 Serine‐protein kinase ATM  35300:43786

797.3643 2 combeffx_ATM_comboi 797.36143 3.6 67.08 ATM  ATM_HUMAN 1 R.SLEIS#QSYTTTQR.E 17.6 100 1.43E+06 SLEIS#QSYTTTQR 21.3 367 0 0 0 0 Serine‐protein kinase ATM  35301:40148

797.3643 2 timecourse_ATM_combo_4hr 797.36143 3.6 67.04 ATM  ATM_HUMAN 1 R.SLEIS#QSYTTTQR.E 23.8 100 8.55E+05 SLEIS#QSYTTTQR 24.8 367 0 0 0 0 Serine‐protein kinase ATM  35453:98442

797.36485 2 timecourse_ATM_combo_4hr 797.36143 4.29 66.48 ATM  ATM_HUMAN 1 R.SLEIS#QSYTTTQR.E 17.5 100 7.64E+05 SLEIS#QSYTTTQR 24.8 367 0 0 0 0 Serine‐protein kinase ATM  35452:96571

797.36505 2 timecourse_ATM_combo_8hr 797.36143 4.54 63.92 ATM  ATM_HUMAN 1 R.SLEIS#QSYTTTQR.E 35.3 100 1.55E+06 SLEIS#QSYTTTQR 24.8 367 0 0 0 0 Serine‐protein kinase ATM  35451:99743

797.36495 2 timecourse_ATM_combo_8hr 797.36143 4.41 63.81 ATM  ATM_HUMAN 1 R.SLEIS#QSYTTTQR.E 31.7 100 1.49E+06 SLEIS#QSYTTTQR 24.8 367 0 0 0 0 Serine‐protein kinase ATM  35450:98887

797.36631 2 timecourse_ATM_combo_8hr 797.36143 6.12 62.97 ATM  ATM_HUMAN 1 R.SLEISQSYTTT#QR.E 15.6 100 7.54E+05 SLEISQSYTTT#QR 28.9 373 0 0 0 0 Serine‐protein kinase ATM  35450:98897

797.36614 2 timecourse_ATM_combo_8hr 797.36143 5.91 62.68 ATM  ATM_HUMAN 1 R.SLEISQSYTTT#QR.E 18.8 100 7.79E+05 SLEISQSYTTT#QR 32.4 373 0 0 0 0 Serine‐protein kinase ATM  35451:99753

797.36587 2 timecourse_ATM_combo_4hr 797.36143 5.57 57.22 ATM  ATM_HUMAN 1 R.SLEISQSYTTT#QR.E 14.0 100 4.35E+05 SLEISQSYTTT#QR 28.9 373 0 0 0 0 Serine‐protein kinase ATM  35452:96581

710.34429 3 timecourse_ATM_combo_1hr 710.33877 7.77 54.9 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 25.9 100 1.06E+06 TVILEILMEKEMDNS#QR 156.1 2242 0 0 0 0 Serine‐protein kinase ATM  35456:147669

797.36432 2 timecourse_ATM_combo_2hr 797.36143 3.62 54.26 ATM  ATM_HUMAN 1 R.SLEIS#QSYTTTQR.E 14.9 100 2.86E+05 SLEIS#QSYTTTQR 21.3 367 0 0 0 0 Serine‐protein kinase ATM  35455:93135

710.34384 3 timecourse_ATM_combo_2hr 710.33877 7.14 51.93 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 16.4 100 4.42E+05 TVILEILMEKEMDNS#QR 162.8 2242 0 0 0 0 Serine‐protein kinase ATM  35454:137397

710.34393 3 timecourse_ATM_combo_4hr 710.33877 7.26 49.43 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 26.4 100 9.03E+05 TVILEILMEKEMDNS#QR 148.6 2242 0 0 0 0 Serine‐protein kinase ATM  35452:141527

710.34386 3 timecourse_ATM_combo_1hr 710.33877 7.17 45.6 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 34.5 100 1.14E+06 TVILEILMEKEMDNS#QR 129.3 2242 0 0 0 0 Serine‐protein kinase ATM  35457:147670

710.34353 3 timecourse_ATM_combo_2hr 710.33877 6.7 44.97 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 19.7 100 6.30E+05 TVILEILMEKEMDNS#QR 120.5 2242 0 0 0 0 Serine‐protein kinase ATM  35455:137364

710.34427 3 timecourse_ATM_combo_8hr 710.33877 7.76 42.9 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 22.5 100 9.61E+05 TVILEILMEKEMDNS#QR 126.1 2242 0 0 0 0 Serine‐protein kinase ATM  35451:147051

710.34401 3 timecourse_ATM_combo_4hr 710.33877 7.39 42.79 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 28.0 100 9.63E+05 TVILEILMEKEMDNS#QR 174.7 2242 0 0 0 0 Serine‐protein kinase ATM  35453:143987

1065.01264 2 timecourse_ATM_combo_4hr 1065.00452 7.62 37.56 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 3.9 100 1.51E+05 TVILEILMEKEMDNS#QR 71.4 2242 0 0 0 0 Serine‐protein kinase ATM  35452:141537

710.34426 3 timecourse_ATM_ctrl1 710.33877 7.73 23.26 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 8.8 100 2.17E+05 TVILEILMEKEMDNS#QR 50.1 2242 0 0 0 0 Serine‐protein kinase ATM  35448:145348

710.34355 3 timecourse_ATM_combo_8hr 710.33877 6.73 22.75 ATM  ATM_HUMAN 3 R.TVILEILMEKEMDNS#QR.E 20.0 100 7.50E+05 TVILEILMEKEMDNS#QR 89.9 2242 0 0 0 0 Serine‐protein kinase ATM  35450:144933

1177.53255 2 timecourse_ATM_combo_2hr 1177.52543 6.05 80.78 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDK.V 12.5 100 2.61E+05 GVTQEVDGLS#QTDGTLTYFDK 18.9 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35454:146101

1177.53366 2 timecourse_ATM_combo_1hr 1177.52543 6.99 77.09 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDK.V 9.6 100 3.25E+05 GVTQEVDGLS#QTDGTLTYFDK 21.3 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35456:157067

1177.53294 2 timecourse_ATM_ctrl1 1177.52543 6.38 69.6 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDK.V 8.1 100 2.36E+05 GVTQEVDGLS#QTDGTLTYFDK 22 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35448:155070

899.42148 3 timecourse_ATM_combo_8hr 899.41615 5.93 62.25 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 53.3 100 3.66E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 0 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35451:171220

899.42202 3 timecourse_ATM_combo_1hr 899.41615 6.53 60.3 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 143.8 100 6.20E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 10.4 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35456:169387

899.42158 3 timecourse_ATM_combo_4hr 899.41615 6.04 59.49 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 108.9 100 5.06E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 8.5 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35453:166991

899.42096 3 timecourse_ATM_ctrl1 899.41615 5.35 57.79 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 109.7 100 4.78E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 2.6 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35449:169079

1348.62759 2 timecourse_ATM_combo_1hr 1348.62059 5.19 53.75 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 7.7 100 2.84E+05 GVTQEVDGLS#QTDGTLTYFDKVDK 21.3 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35457:169535

1177.53145 2 timecourse_ATM_ctrl2 1177.52543 5.11 53.69 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDK.V 6.0 100 1.52E+05 GVTQEVDGLS#QTDGTLTYFDK 14.2 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35447:143003

899.42146 3 timecourse_ATM_combo_1hr 899.41615 5.9 52.24 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 142.5 100 6.32E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 26.4 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35457:169545

899.42164 3 timecourse_ATM_combo_4hr 899.41615 6.1 51.91 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 100.0 100 5.02E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 0 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35452:164050

899.42186 3 timecourse_ATM_ctrl1 899.41615 6.35 51.41 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 111.5 100 5.00E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 7.5 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35448:166470

1348.62899 2 timecourse_ATM_combo_1hr 1348.62059 6.23 50.28 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 8.8 100 3.77E+05 GVTQEVDGLSQT#DGTLTYFDKVDK 6.6 447 ‐2,0 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35456:169377

1348.62766 2 timecourse_ATM_combo_2hr 1348.62059 5.24 49.99 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 9.0 100 2.50E+05 GVTQEVDGLS#QTDGTLTYFDKVDK 13.3 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35455:158941

899.42209 3 timecourse_ATM_ctrl2 899.41615 6.6 46.44 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLSQT#DGTLTYFDKVDK.N 84.8 100 3.01E+06 GVTQEVDGLSQT#DGTLTYFDKVDK 7 447 ‐2,0 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35446:152732

1348.62916 2 timecourse_ATM_combo_4hr 1348.62059 6.35 45.19 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 4.3 100 1.98E+05 GVTQEVDGLS#QTDGTLTYFDKVDK 24.8 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35452:164060

899.42134 3 timecourse_ATM_combo_2hr 899.41615 5.77 45.02 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 139.1 100 4.73E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 20.2 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35455:158951

1348.62805 2 timecourse_ATM_combo_2hr 1348.62059 5.53 44.29 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 10.5 100 2.50E+05 GVTQEVDGLS#QTDGTLTYFDKVDK 23.3 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35454:158061

899.42136 3 timecourse_ATM_ctrl2 899.41615 5.79 42.56 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 94.9 100 3.14E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 12.7 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35447:155773

899.42138 3 timecourse_ATM_combo_8hr 899.41615 5.81 41.74 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 55.2 100 3.38E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 3 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35450:169080

996.47427 3 timecourse_ATM_ctrl1 996.46891 5.38 36.63 ATP11C  AT11C_HUMAN 0 K.YKGVTQEVDGLS#QTDGTLTYFDKVDK.N 6.2 100 3.15E+05 YKGVTQEVDGLS#QTDGTLTYFDKVDK 14.7 445 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35449:175049

899.42154 3 timecourse_ATM_combo_2hr 899.41615 5.99 36.47 ATP11C  AT11C_HUMAN 0 K.GVTQEVDGLS#QTDGTLTYFDKVDK.N 139.9 100 4.66E+06 GVTQEVDGLS#QTDGTLTYFDKVDK 10.4 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35454:158071

996.47475 3 timecourse_ATM_ctrl1 996.46891 5.86 35.47 ATP11C  AT11C_HUMAN 0 K.YKGVTQEVDGLS#QTDGTLTYFDKVDK.N 5.9 100 2.90E+05 YKGVTQEVDGLS#QTDGTLTYFDKVDK 7.6 445 0,2 0 0 0 0 Probable phospholipid‐transporting ATPase IG  35448:172240

485.72388 2 timecourse_ATM_combo_2hr 485.72131 5.29 42.9 ATP12A  AT12A_HUMAN 33 K.TGTLT#QNR.M 52.1 100 4.41E+05 TGTLT#QNR 42.6 397 0 0 0 0 Potassium‐transporting ATPase alpha chain 2  35454:19567

824.39467 2 timecourse_ATM_combo_4hr 824.39052 5.03 59.71 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 22.2 100 4.33E+05 ISKYS#QTESQQIR 30.7 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35453:104132

824.39453 2 timecourse_ATM_combo_1hr 824.39052 4.86 58.1 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 18.1 100 3.82E+05 ISKYS#QTESQQIR 24.8 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35457:106080

824.39548 2 timecourse_ATM_ctrl1 824.39052 6.02 58.03 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 37.8 100 1.86E+06 ISKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35448:105288

549.93209 3 timecourse_ATM_combo_4hr 549.92944 4.82 57.9 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 51.0 100 1.22E+06 ISKYS#QTESQQIR 7.5 130 ‐1,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35453:104122

824.39511 2 timecourse_ATM_ctrl2 824.39052 5.57 57.83 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 26.7 100 1.02E+06 ISKYS#QTESQQIR 30.7 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35446:91790

767.85315 2 timecourse_ATM_ctrl2 767.84849 6.07 57.25 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 102.5 100 1.52E+06 SKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35447:82389

824.39478 2 timecourse_ATM_combo_2hr 824.39052 5.17 53.72 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 20.7 100 2.82E+05 ISKYS#QTESQQIR 16.2 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35455:98409

824.39489 2 timecourse_ATM_ctrl2 824.39052 5.3 53.68 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 24.0 100 1.41E+06 ISKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35447:93465

824.39475 2 timecourse_ATM_combo_4hr 824.39052 5.13 53.55 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 17.2 100 3.73E+05 ISKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35452:102091

824.39506 2 timecourse_ATM_combo_2hr 824.39052 5.51 52.86 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 16.6 100 2.70E+05 ISKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35454:98758

767.85257 2 timecourse_ATM_combo_2hr 767.84849 5.31 52.01 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 23.7 100 2.61E+05 SKYS#QTESQQIR 32.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35455:87745

824.39521 2 timecourse_ATM_combo_1hr 824.39052 5.69 51.34 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 16.4 100 3.99E+05 ISKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35456:106297

767.85167 2 timecourse_ATM_ctrl1 767.84849 4.14 49.93 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 77.4 100 1.26E+06 SKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35449:94883

767.85224 2 timecourse_ATM_combo_1hr 767.84849 4.88 45.66 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 16.1 100 2.60E+05 SKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35457:94439

824.39436 2 timecourse_ATM_ctrl1 824.39052 4.66 44.77 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 52.5 100 2.07E+06 ISKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35449:106900

824.39499 2 timecourse_ATM_combo_8hr 824.39052 5.43 44.4 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 8.2 100 3.05E+05 ISKYS#QTESQQIR 16.2 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35451:105523

824.39517 2 timecourse_ATM_combo_8hr 824.39052 5.65 44.39 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 8.0 100 2.68E+05 ISKYS#QTESQQIR 30.7 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35450:104467

767.8534 2 timecourse_ATM_ctrl1 767.84849 6.41 43.89 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 70.4 100 1.13E+06 SKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35448:93697

767.85349 2 timecourse_ATM_ctrl2 767.84849 6.51 43.04 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 84.3 100 1.22E+06 SKYS#QTESQQIR 30.7 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35446:81180

767.85317 2 timecourse_ATM_combo_1hr 767.84849 6.11 40.23 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 15.7 100 2.56E+05 SKYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35456:94378

549.93189 3 combeffx_ATM_MEKi 549.92944 4.46 38.65 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 9.5 100 2.55E+05 ISKYSQT#ESQQIR 24.1 132 0 0 0 0 Probable cation‐transporting ATPase 13A3  35297:35294

549.93221 3 timecourse_ATM_ctrl2 549.92944 5.04 37.98 ATP13A3  AT133_HUMAN 0 R.ISKYSQT#ESQQIR.Y 195.2 100 4.28E+06 ISKY#SQTESQQIR 0 129 0,3 0 0 0 0 Probable cation‐transporting ATPase 13A3  35447:93455

512.23775 3 timecourse_ATM_ctrl2 512.23475 5.86 37.69 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 116.2 100 1.84E+06 SKYS#QTESQQIR 4 130 0,2 0 0 0 0 Probable cation‐transporting ATPase 13A3  35447:82379

512.23786 3 timecourse_ATM_combo_2hr 512.23475 6.07 36.41 ATP13A3  AT133_HUMAN 0 I.SKYSQT#ESQQIR.Y 25.5 100 3.43E+05 SKYSQT#ESQQIR 0 132 ‐5,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35454:88239

512.23797 3 timecourse_ATM_ctrl2 512.23475 6.29 36.38 ATP13A3  AT133_HUMAN 0 I.SKYSQT#ESQQIR.Y 116.0 100 1.86E+06 SKYS#QTESQQIR 6.1 130 ‐1,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35446:81170

549.93234 3 timecourse_ATM_combo_8hr 549.92944 5.27 34.52 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 26.2 100 9.11E+05 ISKYS#QTESQQIR 10.3 130 ‐1,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35450:104457

512.23679 3 timecourse_ATM_ctrl1 512.23475 3.98 31.79 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 79.9 100 1.42E+06 SKYS#QTESQQIR 2.6 130 ‐1,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35449:94873

512.2375 3 timecourse_ATM_combo_8hr 512.23475 5.37 31.37 ATP13A3  AT133_HUMAN 0 I.SKYS#QTESQQIR.Y 15.9 94 3.19E+05 SKYSQT#ESQQIR 0 132 ‐5,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35450:93147

549.93235 3 timecourse_ATM_combo_8hr 549.92944 5.29 31.32 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 26.2 100 9.34E+05 ISKYS#QTESQQIR 5.3 130 ‐1,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35451:105513

549.93171 3 combeffx_ATM_ctrl 549.92944 4.13 30.89 ATP13A3  AT133_HUMAN 0 R.ISKY#SQTESQQIR.Y 21.6 100 1.32E+06 ISKYS#QTESQQIR 4 130 ‐1,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35294:46083

724.3369 2 timecourse_ATM_ctrl2 724.33247 6.12 30.75 ATP13A3  AT133_HUMAN 0 S.KYS#QTESQQIR.Y 10.5 100 1.15E+05 KYS#QTESQQIR 38.4 130 0 0 0 0 Probable cation‐transporting ATPase 13A3  35446:71635

512.23781 3 timecourse_ATM_ctrl1 512.23475 5.97 30.22 ATP13A3  AT133_HUMAN 0 I.SKYSQT#ESQQIR.Y 87.2 100 1.55E+06 SKYS#QTESQQIR 4.8 130 ‐3,2 0 0 0 0 Probable cation‐transporting ATPase 13A3  35448:93677

549.93245 3 timecourse_ATM_ctrl2 549.92944 5.47 30.03 ATP13A3  AT133_HUMAN 0 R.ISKY#SQTESQQIR.Y 208.3 100 4.31E+06 ISKY#SQTESQQIR 4 129 0,1 0 0 0 0 Probable cation‐transporting ATPase 13A3  35446:91780

549.93218 3 timecourse_ATM_combo_2hr 549.92944 4.98 29.73 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 42.2 100 7.71E+05 ISKY#SQTESQQIR 0 129 0,1 0 0 0 0 Probable cation‐transporting ATPase 13A3  35455:98399

549.93226 3 timecourse_ATM_combo_4hr 549.92944 5.13 29.04 ATP13A3  AT133_HUMAN 0 R.ISKY#SQTESQQIR.Y 50.9 100 1.25E+06 ISKY#SQTESQQIR 0 129 0,1 0 0 0 0 Probable cation‐transporting ATPase 13A3  35452:102081

674.30812 3 timecourse_ATM_ctrl1 674.30488 4.8 28.58 ATP13A3  AT133_HUMAN 0 R.HRIS#KYS#QTESQQIR.Y 41.2 100 1.43E+06 HRIS#KYS#QTESQQIR 22.9 127 13.3 130 0 0 Probable cation‐transporting ATPase 13A3  35449:139651

549.93248 3 timecourse_ATM_combo_1hr 549.92944 5.53 27.79 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 46.6 100 1.28E+06 ISKYS#QTESQQIR 12.1 130 ‐1,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35456:106287

549.93191 3 timecourse_ATM_ctrl1 549.92944 4.49 27.33 ATP13A3  AT133_HUMAN 0 R.ISKYSQT#ESQQIR.Y 202.2 100 5.49E+06 ISKY#SQTESQQIR 0 129 0,3 0 0 0 0 Probable cation‐transporting ATPase 13A3  35449:106890

674.3089 3 timecourse_ATM_combo_4hr 674.30488 5.96 26.8 ATP13A3  AT133_HUMAN 0 R.HRIS#KYS#QTESQQIR.Y 35.7 100 1.16E+06 HRIS#KYS#QTESQQIR 25.8 127 15 130 0 0 Probable cation‐transporting ATPase 13A3  35453:136225

674.30892 3 timecourse_ATM_ctrl1 674.30488 5.99 25.01 ATP13A3  AT133_HUMAN 0 R.HRIS#KYS#QTESQQIR.Y 32.5 100 1.38E+06 HRIS#KYS#QTESQQIR 26.4 127 24.8 130 0 0 Probable cation‐transporting ATPase 13A3  35448:137540

549.9321 3 timecourse_ATM_combo_1hr 549.92944 4.86 21.89 ATP13A3  AT133_HUMAN 0 R.ISKYS#QTESQQIR.Y 51.6 100 1.24E+06 ISKYS#QTESQQIR 4.3 130 ‐1,0 0 0 0 0 Probable cation‐transporting ATPase 13A3  35457:106070

674.30891 3 timecourse_ATM_combo_8hr 674.30488 5.98 20.66 ATP13A3  AT133_HUMAN 0 R.HRIS#KYS#QTESQQIR.Y 41.9 100 1.51E+06 HRIS#KYS#QTESQQIR 21.8 127 18.3 130 0 0 Probable cation‐transporting ATPase 13A3  35451:138261

959.45299 3 combeffx_ATM_ctrl 959.44962 3.51 143.52 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 11.5 100 9.64E+05 NLEAVETLGSTSTICSDKTGTLT#QNR 13.5 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35294:75494

959.45302 3 combeffx_ATM_PI3Ki 959.44962 3.54 97.65 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 9.6 100 1.21E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 26.4 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35298:71426

959.45462 3 combeffx_ATM_comboi 959.44962 5.21 91.59 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 11.5 100 2.40E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 34.1 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35300:80531

959.45387 3 combeffx_ATM_PI3Ki 959.44962 4.43 86.42 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 10.8 100 8.06E+05 NLEAVETLGSTSTICSDKTGTLT#QNR 9.3 382 ‐4,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35299:67494

959.45404 3 timecourse_ATM_combo_8hr 959.44962 4.61 83.56 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKT#GTLTQNR.M 55.4 100 4.31E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 12.3 382 ‐4,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35450:173310

959.45352 3 combeffx_ATM_ctrl 959.44962 4.06 82.25 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 9.4 100 7.87E+05 NLEAVETLGSTSTICSDKTGTLT#QNR 30.3 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35295:72977

959.45388 3 combeffx_ATM_comboi 959.44962 4.44 80.56 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 11.1 100 1.56E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 30.3 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35301:73189

959.45566 3 timecourse_ATM_ctrl2 959.44962 6.3 72.82 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 97.4 100 3.68E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 21.2 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35447:160253

959.45558 3 timecourse_ATM_combo_4hr 959.44962 6.21 71.31 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 57.4 100 3.20E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 9.4 382 ‐7,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35452:168430

959.4553 3 timecourse_ATM_ctrl1 959.44962 5.92 70.86 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 45.6 100 2.19E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 12.3 382 ‐4,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35448:170460

959.45486 3 timecourse_ATM_combo_4hr 959.44962 5.46 66.73 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICS#DKTGTLTQNR.M 72.8 100 3.61E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 15 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35453:171481

959.4557 3 timecourse_ATM_combo_1hr 959.44962 6.35 65.74 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKT#GTLTQNR.M 60.1 100 3.07E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 15 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35456:173567

959.45533 3 timecourse_ATM_combo_2hr 959.44962 5.95 62.82 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 65.0 100 2.58E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 12.3 382 ‐7,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35454:162011

959.45481 3 timecourse_ATM_combo_2hr 959.44962 5.41 62.7 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKT#GTLTQNR.M 78.9 100 2.79E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 15 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35455:163081



959.45439 3 timecourse_ATM_combo_8hr 959.44962 4.97 62.2 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 56.2 100 4.34E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 11.2 382 ‐4,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35451:175560

959.45434 3 timecourse_ATM_combo_1hr 959.44962 4.92 61.54 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTST#ICSDKTGTLTQNR.M 64.4 100 2.97E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 9.4 382 ‐7,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35457:173845

959.45617 3 timecourse_ATM_ctrl2 959.44962 6.83 60.68 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 92.1 100 3.71E+06 NLEAVETLGSTSTICSDKTGTLT#QNR 11.2 382 ‐4,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35446:157152

959.45388 3 timecourse_ATM_ctrl1 959.44962 4.44 58.44 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICS#DKTGTLTQNR.M 55.7 100 2.37E+06 NLEAVETLGSTSTICSDKTGT#LTQNR 0 380 ‐5,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35449:173299

719.8432 4 timecourse_ATM_combo_4hr 719.83904 5.79 54.33 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 7.2 100 2.92E+05 NLEAVETLGSTSTICSDKTGTLT#QNR 7.6 382 ‐10,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35452:168420

658.84366 2 timecourse_ATM_ctrl2 658.83974 5.95 53.57 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 10.9 100 4.98E+05 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35446:58380

658.84226 2 timecourse_ATM_combo_4hr 658.83974 3.82 53.35 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 15.5 100 1.21E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35453:67009

658.84185 2 timecourse_ATM_ctrl1 658.83974 3.2 50.45 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 11.7 100 9.82E+05 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35449:68765

658.84165 2 combeffx_ATM_MEKi 658.83974 2.9 50.43 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 12.3 100 5.55E+05 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35297:22296

658.84231 2 timecourse_ATM_combo_8hr 658.83974 3.9 47.78 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 11.4 100 1.28E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35451:67485

658.84217 2 timecourse_ATM_combo_1hr 658.83974 3.69 47.33 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 16.3 100 1.32E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35457:68211

658.84274 2 timecourse_ATM_ctrl1 658.83974 4.55 46.65 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 14.4 100 1.02E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35448:67735

658.84234 2 timecourse_ATM_combo_8hr 658.83974 3.95 42.5 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 10.7 100 1.29E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35450:67206

658.84339 2 timecourse_ATM_combo_2hr 658.83974 5.56 41.74 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 16.1 100 6.16E+05 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35454:64130

658.84245 2 combeffx_ATM_comboi 658.83974 4.11 38.9 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 9.9 100 1.40E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35301:26562

658.84329 2 timecourse_ATM_ctrl2 658.83974 5.39 38.44 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 11.7 100 5.04E+05 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35447:59256

658.84365 2 timecourse_ATM_combo_1hr 658.83974 5.93 37.84 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 18.8 100 1.34E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35456:67998

658.84312 2 timecourse_ATM_combo_4hr 658.83974 5.13 37.37 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 18.1 100 1.31E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35452:65595

658.84261 2 timecourse_ATM_combo_2hr 658.83974 4.36 36.37 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 14.8 100 5.95E+05 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35455:63557

719.84368 4 timecourse_ATM_ctrl2 719.83904 6.45 34.06 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 9.7 100 2.85E+05 NLEAVETLGSTSTICSDKTGTLT#QNR 31.3 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35446:157142

658.84221 2 combeffx_ATM_PI3Ki 658.83974 3.76 31.84 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 15.2 100 1.22E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35298:26209

719.84275 4 timecourse_ATM_combo_2hr 719.83904 5.15 25.6 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 6.7 100 2.12E+05 NLEAVETLGSTSTICSDKTGTLT#QNR 15 382 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35455:163071

719.84335 4 timecourse_ATM_ctrl2 719.83904 5.99 25.2 ATP1A1  AT1A1_HUMAN 28 K.NLEAVETLGSTSTICSDKTGTLT#QNR.M 8.8 100 3.80E+05 NLEAVETLGSTSTICSDKTGTLT#QNR 11 382 ‐13,0 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35447:160243

658.84159 2 combeffx_ATM_PI3Ki 658.83974 2.81 20.58 ATP1A1  AT1A1_HUMAN 19 R.LNIPVS#QVNPR.D 13.8 100 1.12E+06 LNIPVS#QVNPR 1000 653 0 0 0 0 Sodium/potassium‐transporting ATPase subunit alpha‐1  35299:25706

816.41836 3 timecourse_ATM_combo_4hr 816.41256 7.12 54.61 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 19.8 100 7.37E+05 FENAFLSHVVS#QHQALLGTIR 30.1 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35452:155020

816.41848 3 timecourse_ATM_combo_4hr 816.41256 7.25 51 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 20.3 100 8.81E+05 FENAFLSHVVS#QHQALLGTIR 14.1 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35453:157791

816.41725 3 combeffx_ATM_PI3Ki 816.41256 5.74 47.98 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 4.4 100 2.63E+05 FENAFLSHVVS#QHQALLGTIR 21.1 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35299:62224

816.41874 3 timecourse_ATM_ctrl2 816.41256 7.58 46.51 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 13.8 100 4.44E+05 FENAFLSHVVS#QHQALLGTIR 13.6 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35446:144362

816.4191 3 timecourse_ATM_combo_8hr 816.41256 8.01 46.06 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 24.5 100 1.05E+06 FENAFLSHVVS#QHQALLGTIR 29.2 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35451:161480

816.41853 3 timecourse_ATM_ctrl1 816.41256 7.31 44.82 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 25.3 100 8.52E+05 FENAFLSHVVS#QHQALLGTIR 13.6 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35448:158800

816.41786 3 timecourse_ATM_combo_1hr 816.41256 6.49 44.4 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 20.7 100 9.04E+05 FENAFLSHVVS#QHQALLGTIR 15.7 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35457:161025

816.41835 3 timecourse_ATM_combo_8hr 816.41256 7.09 43.14 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 20.6 100 9.73E+05 FENAFLSHVVS#QHQALLGTIR 24.2 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35450:159340

816.41858 3 timecourse_ATM_ctrl2 816.41256 7.37 40.17 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 15.2 100 5.06E+05 FENAFLSHVVS#QHQALLGTIR 29.2 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35447:147123

816.41796 3 timecourse_ATM_combo_2hr 816.41256 6.63 39.93 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 20.1 100 5.70E+05 FENAFLSHVVS#QHQALLGTIR 35.6 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35454:149951

816.41764 3 timecourse_ATM_combo_2hr 816.41256 6.22 39.32 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 25.3 100 6.91E+05 FENAFLSHVVS#QHQALLGTIR 32.5 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35455:150401

816.41772 3 timecourse_ATM_ctrl1 816.41256 6.32 35.75 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 24.0 100 7.98E+05 FENAFLSHVVS#QHQALLGTIR 30.1 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35449:161229

816.41926 3 timecourse_ATM_combo_1hr 816.41256 8.21 30.1 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 26.1 100 8.56E+05 FENAFLSHVVS#QHQALLGTIR 13.6 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35456:160977

612.56542 4 timecourse_ATM_combo_4hr 612.56124 6.82 22.08 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVS#QHQALLGTIR.A 9.0 100 2.73E+05 FENAFLSHVVS#QHQALLGTIR 9.4 517 ‐4,0 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35452:155010

612.56528 4 timecourse_ATM_combo_8hr 612.56124 6.6 20.73 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVSQHQALLGT#IR.A 8.8 100 3.39E+05 FENAFLSHVVS#QHQALLGTIR 23.1 517 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35450:159330

612.56567 4 timecourse_ATM_ctrl2 612.56124 7.23 18.76 ATP5A1  ATPA_HUMAN 2 K.FENAFLSHVVSQHQALLGT#IR.A 6.8 100 1.73E+05 FENAFLS#HVVSQHQALLGTIR 1.6 513 0,4 0 0 0 0 ATP synthase subunit alpha, mitochondrial  35446:144352

732.3521 2 timecourse_ATM_combo_2hr 732.34813 5.42 51.36 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 8.9 100 1.32E+05 HVVQSIST#QQEK 8.6 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35455:79478

732.35277 2 timecourse_ATM_combo_8hr 732.34813 6.34 49.41 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 8.4 100 2.29E+05 HVVQSIST#QQEK 7.4 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35451:85189

732.35257 2 timecourse_ATM_combo_8hr 732.34813 6.06 47.5 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 8.7 100 2.31E+05 HVVQSIST#QQEK 9.3 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35450:84472

732.35268 2 timecourse_ATM_combo_2hr 732.34813 6.21 46.39 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 7.7 100 1.13E+05 HVVQSIST#QQEK 13.2 229 0 0 0 0 ATP synthase subunit b, mitochondrial  35454:79938

732.35194 2 timecourse_ATM_combo_1hr 732.34813 5.2 45.65 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 7.5 100 1.79E+05 HVVQSIST#QQEK 22.9 229 0 0 0 0 ATP synthase subunit b, mitochondrial  35457:85355

732.35293 2 timecourse_ATM_ctrl2 732.34813 6.55 44.37 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 7.8 100 9.12E+04 HVVQSIST#QQEK 7.4 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35446:73212

732.35206 2 timecourse_ATM_ctrl1 732.34813 5.37 41.88 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 10.0 100 1.69E+05 HVVQSIST#QQEK 7.4 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35449:86199

732.35271 2 timecourse_ATM_combo_4hr 732.34813 6.25 41.43 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 7.0 100 1.34E+05 HVVQSIST#QQEK 11.5 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35453:84000

669.33982 3 timecourse_ATM_combo_1hr 669.33665 4.74 39.9 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEKETIAK.C 11.9 100 5.20E+05 HVVQSIST#QQEKETIAK 23.3 229 0 0 0 0 ATP synthase subunit b, mitochondrial  35457:138628

732.35325 2 timecourse_ATM_ctrl1 732.34813 6.99 39.47 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 8.7 100 1.66E+05 HVVQSIST#QQEK 9.3 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35448:84840

732.35246 2 timecourse_ATM_combo_4hr 732.34813 5.91 37.42 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEK.E 7.6 100 1.34E+05 HVVQSIST#QQEK 8.6 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35452:82348

732.35248 2 timecourse_ATM_ctrl2 732.34813 5.94 35.48 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIS#TQQEK.E 6.9 100 1.00E+05 HVVQSIST#QQEK 6.9 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35447:74408

732.35262 2 timecourse_ATM_combo_1hr 732.34813 6.13 33.75 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIS#TQQEK.E 7.9 100 1.97E+05 HVVQSIST#QQEK 11.5 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35456:85135

669.34066 3 timecourse_ATM_ctrl2 669.33665 5.99 32.43 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEKETIAK.C 10.6 100 4.11E+05 HVVQSIST#QQEKETIAK 13.2 229 0 0 0 0 ATP synthase subunit b, mitochondrial  35446:121939

669.34036 3 timecourse_ATM_ctrl1 669.33665 5.54 26.65 ATP5F1  AT5F1_HUMAN 4 K.HVVQS#ISTQQEKETIAK.C 10.7 100 3.97E+05 HVVQS#ISTQQEKETIAK 0 226 0,2 0 0 0 0 ATP synthase subunit b, mitochondrial  35448:136300

669.34006 3 timecourse_ATM_combo_4hr 669.33665 5.09 24.44 ATP5F1  AT5F1_HUMAN 4 K.HVVQS#ISTQQEKETIAK.C 12.2 100 4.39E+05 HVVQS#ISTQQEKETIAK 0 226 0,2 0 0 0 0 ATP synthase subunit b, mitochondrial  35453:134925

669.33958 3 timecourse_ATM_combo_2hr 669.33665 4.38 24 ATP5F1  AT5F1_HUMAN 4 K.HVVQS#ISTQQEKETIAK.C 10.8 100 3.06E+05 HVVQS#ISTQQEKETIAK 11.3 226 0,2 0 0 0 0 ATP synthase subunit b, mitochondrial  35455:128590

669.34027 3 timecourse_ATM_combo_4hr 669.33665 5.41 23.87 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEKETIAK.C 10.3 100 4.20E+05 HVVQS#ISTQQEKETIAK 0 226 0,2 0 0 0 0 ATP synthase subunit b, mitochondrial  35452:132338

669.34028 3 timecourse_ATM_ctrl2 669.33665 5.44 23.67 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIST#QQEKETIAK.C 12.8 100 4.12E+05 HVVQS#ISTQQEKETIAK 0 226 0,2 0 0 0 0 ATP synthase subunit b, mitochondrial  35447:124296

669.33915 3 timecourse_ATM_ctrl1 669.33665 3.73 23.46 ATP5F1  AT5F1_HUMAN 4 K.HVVQS#ISTQQEKETIAK.C 12.5 100 4.86E+05 HVVQSIST#QQEKETIAK 16.2 229 0 0 0 0 ATP synthase subunit b, mitochondrial  35449:138491

669.34002 3 timecourse_ATM_combo_2hr 669.33665 5.03 22.99 ATP5F1  AT5F1_HUMAN 4 K.HVVQSIS#TQQEKETIAK.C 9.7 100 2.69E+05 HVVQSIST#QQEKETIAK 16.2 229 0 0 0 0 ATP synthase subunit b, mitochondrial  35454:128355

669.34051 3 timecourse_ATM_combo_1hr 669.33665 5.77 19.77 ATP5F1  AT5F1_HUMAN 4 K.HVVQS#ISTQQEKETIAK.C 11.9 100 4.99E+05 HVVQSIST#QQEKETIAK 11 229 ‐1,0 0 0 0 0 ATP synthase subunit b, mitochondrial  35456:138179

990.9187 2 timecourse_ATM_combo_8hr 990.91273 6.02 59.56 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDSELEK.E 7.6 100 3.30E+05 RQT#QSESSNYDSELEK 51.6 810 0 0 0 0 Transcriptional regulator ATRX  35451:134931

660.94798 3 timecourse_ATM_combo_4hr 660.94425 5.64 50.78 ATRX  ATRX_HUMAN 2 K.RQTQS#ESSNYDSELEK.E 12.7 100 5.62E+05 RQTQS#ESSNYDSELEK 9.6 812 ‐2,0 0 0 0 0 Transcriptional regulator ATRX  35452:130448

660.94841 3 timecourse_ATM_combo_8hr 660.94425 6.29 49.21 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDSELEK.E 23.5 100 1.44E+06 RQT#QSESSNYDSELEK 21.8 810 0 0 0 0 Transcriptional regulator ATRX  35451:134941

660.94832 3 timecourse_ATM_combo_8hr 660.94425 6.16 49.16 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDSELEK.E 22.1 100 1.36E+06 RQT#QSESSNYDSELEK 32.1 810 0 0 0 0 Transcriptional regulator ATRX  35450:133373

660.94788 3 timecourse_ATM_combo_4hr 660.94425 5.49 41.67 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDSELEK.E 17.7 100 6.69E+05 RQTQS#ESSNYDSELEK 4.9 812 ‐2,0 0 0 0 0 Transcriptional regulator ATRX  35453:132935

687.60291 3 timecourse_ATM_combo_2hr 687.59969 4.68 40.85 ATRX  ATRX_HUMAN 2 K.RQTQS#ESSNYDS#ELEK.E 12.3 100 2.32E+05 RQT#QSESSNYDS#ELEK 14.7 810 24.1 819 0 0 Transcriptional regulator ATRX  35455:132310

660.94807 3 timecourse_ATM_combo_2hr 660.94425 5.78 40.16 ATRX  ATRX_HUMAN 2 K.RQTQS#ESSNYDSELEK.E 16.0 100 4.44E+05 RQT#QSESSNYDSELEK 9.6 810 0,2 0 0 0 0 Transcriptional regulator ATRX  35454:126455

660.9474 3 timecourse_ATM_combo_2hr 660.94425 4.78 39.65 ATRX  ATRX_HUMAN 2 K.RQTQS#ESSNYDSELEK.E 16.0 100 4.23E+05 RQTQS#ESSNYDSELEK 0 812 ‐2,0 0 0 0 0 Transcriptional regulator ATRX  35455:126760

660.94835 3 timecourse_ATM_ctrl1 660.94425 6.2 38.82 ATRX  ATRX_HUMAN 2 K.RQTQS#ESSNYDSELEK.E 6.1 100 2.77E+05 RQTQS#ESSNYDSELEK 7.5 812 ‐2,0 0 0 0 0 Transcriptional regulator ATRX  35448:134310

687.60337 3 timecourse_ATM_combo_2hr 687.59969 5.35 38.39 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDS#ELEK.E 11.9 100 2.59E+05 RQT#QSESSNYDS#ELEK 20.1 810 18 819 0 0 Transcriptional regulator ATRX  35454:132125

660.94751 3 timecourse_ATM_combo_1hr 660.94425 4.93 37.57 ATRX  ATRX_HUMAN 2 K.RQTQS#ESSNYDSELEK.E 13.1 100 4.83E+05 RQTQS#ESSNYDSELEK 4.1 812 ‐2,0 0 0 0 0 Transcriptional regulator ATRX  35457:136598

811.01048 3 timecourse_ATM_combo_2hr 811.00689 4.43 36.79 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDS#ELEKEIK.S 26.2 100 8.12E+05 RQT#QSESSNYDS#ELEKEIK 29.6 810 39.8 819 0 0 Transcriptional regulator ATRX  35455:149351

990.91894 2 timecourse_ATM_combo_8hr 990.91273 6.27 36.44 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDSELEK.E 6.2 100 2.46E+05 RQT#QSESSNYDSELEK 51.6 810 0 0 0 0 Transcriptional regulator ATRX  35450:133383

703.646 3 timecourse_ATM_combo_4hr 703.64257 4.89 32.93 ATRX  ATRX_HUMAN 2 K.KRQT#QSESSNYDSELEK.E 5.7 100 1.28E+05 KRQT#QSESSNYDSELEK 22.9 810 0 0 0 0 Transcriptional regulator ATRX  35452:139027

703.64655 3 timecourse_ATM_combo_8hr 703.64257 5.66 31.7 ATRX  ATRX_HUMAN 2 K.KRQT#QSESSNYDSELEK.E 11.0 100 3.18E+05 KRQT#QSESSNYDSELEK 41.7 810 0 0 0 0 Transcriptional regulator ATRX  35451:144151

660.94831 3 timecourse_ATM_combo_1hr 660.94425 6.14 29.9 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDSELEK.E 11.9 100 4.45E+05 RQTQS#ESSNYDSELEK 11 812 ‐2,0 0 0 0 0 Transcriptional regulator ATRX  35456:136169

811.01071 3 timecourse_ATM_combo_1hr 811.00689 4.71 27.29 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDS#ELEKEIK.S 21.8 100 1.06E+06 RQT#QSESSNYDS#ELEKEIK 17.5 810 49 819 0 0 Transcriptional regulator ATRX  35457:159855

811.01182 3 timecourse_ATM_combo_8hr 811.00689 6.08 27.24 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNY#DSELEKEIK.S 10.3 100 6.57E+05 RQT#QSESSNYDS#ELEKEIK 25.9 810 31.3 819 0 0 Transcriptional regulator ATRX  35450:158220

687.60314 3 timecourse_ATM_combo_4hr 687.59969 5.03 27.16 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDS#ELEK.E 10.5 100 3.01E+05 RQT#QSESSNYDS#ELEK 18 810 22.9 819 0 0 Transcriptional regulator ATRX  35452:136067

811.01103 3 timecourse_ATM_combo_4hr 811.00689 5.1 25.45 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDS#ELEKEIK.S 16.4 100 8.58E+05 RQT#QSESSNYDS#ELEKEIK 9.7 810 0,5 28.3 819 0 0 Transcriptional regulator ATRX  35452:153810

687.60258 3 timecourse_ATM_ctrl1 687.59969 4.2 25.05 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDS#ELEK.E 3.9 100 1.52E+05 RQT#QSESSNYDS#ELEK 12.7 810 0,2 26.4 819 0 0 Transcriptional regulator ATRX  35449:142361

703.64668 3 timecourse_ATM_combo_2hr 703.64257 5.84 24.09 ATRX  ATRX_HUMAN 2 K.KRQT#QSESSNYDSELEK.E 6.2 100 9.23E+04 KRQT#QSESSNYDSELEK 37.2 810 0 0 0 0 Transcriptional regulator ATRX  35454:135147

811.01041 3 timecourse_ATM_ctrl1 811.00689 4.34 22.52 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNY#DSELEKEIK.S 15.1 100 6.08E+05 RQT#QSESSNYDS#ELEKEIK 24.2 810 31.3 819 0 0 Transcriptional regulator ATRX  35449:160459

687.60314 3 timecourse_ATM_combo_4hr 687.59969 5.02 21.49 ATRX  ATRX_HUMAN 2 K.RQTQS#ESSNY#DSELEK.E 8.9 100 2.76E+05 RQT#QSESSNY#DSELEK 10.4 810 0,2 18.3 817 0 0 Transcriptional regulator ATRX  35453:138787

660.94731 3 timecourse_ATM_ctrl1 660.94425 4.63 21.4 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDSELEK.E 8.4 100 3.06E+05 RQT#QSESSNYDSELEK 18 810 0 0 0 0 Transcriptional regulator ATRX  35449:136571

687.60326 3 timecourse_ATM_combo_8hr 687.59969 5.19 21.23 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDS#ELEK.E 12.1 100 5.45E+05 RQT#QSESSNYDS#ELEK 11 810 0,2 15 819 0 0 Transcriptional regulator ATRX  35451:140971

811.01147 3 timecourse_ATM_ctrl2 811.00689 5.65 20.64 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDS#ELEKEIK.S 8.5 100 2.36E+05 RQT#QSESSNYDS#ELEKEIK 24.2 810 26.4 819 0 0 Transcriptional regulator ATRX  35446:143592

1030.90172 2 timecourse_ATM_combo_8hr 1030.89589 5.67 17.42 ATRX  ATRX_HUMAN 2 K.RQT#QSESSNYDS#ELEK.E 6.1 100 1.89E+05 RQT#QSESSNYDS#ELEK 30.8 810 40.7 819 0 0 Transcriptional regulator ATRX  35451:140981

1107.01622 4 timecourse_ATM_combo_8hr 1107.01158 4.19 40.12 ATXN2L  ATX2L_HUMAN 2 K.TESVSDKEDKPPLAPSGGTEGPEQPPPPCPSQT#GS#PPVGLIK.G 6.2 100 2.54E+06 TESVSDKEDKPPLAPSGGTEGPEQPPPPCPSQT#GS#P 0 632 ‐2,0 9.2 634 ‐4,0 0 0 Ataxin‐2‐like protein  35451:188450

1107.01394 4 timecourse_ATM_combo_1hr 1107.01158 2.13 39.21 ATXN2L  ATX2L_HUMAN 2 K.TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QT#GSPPVGLIK.G 13.0 100 2.84E+06 TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QTGS#P 21.6 630 13.8 634 0 0 Ataxin‐2‐like protein  35457:186575

1107.01484 4 timecourse_ATM_combo_4hr 1107.01158 2.94 34.43 ATXN2L  ATX2L_HUMAN 2 K.TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QT#GSPPVGLIK.G 11.1 100 2.90E+06 TESVSDKEDKPPLAPSGGTEGPEQPPPPCPSQT#GS#P 6.7 632 ‐2,0 9.1 634 ‐4,0 0 0 Ataxin‐2‐like protein  35453:184451

1107.01436 4 timecourse_ATM_combo_2hr 1107.01158 2.51 31.26 ATXN2L  ATX2L_HUMAN 2 K.TESVSDKEDKPPLAPSGGTEGPEQPPPPCPSQT#GS#PPVGLIK.G 11.5 100 1.55E+06 TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QTGS#P 5.1 630 0,2 3 634 ‐2,0 0 0 Ataxin‐2‐like protein  35455:174991

1107.01532 4 timecourse_ATM_combo_1hr 1107.01158 3.38 28.13 ATXN2L  ATX2L_HUMAN 2 K.TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QT#GSPPVGLIK.G 11.6 100 3.39E+06 TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QTGS#P 11 630 0,2 10.7 634 ‐2,0 0 0 Ataxin‐2‐like protein  35456:185666

1107.01606 4 timecourse_ATM_combo_4hr 1107.01158 4.05 27.64 ATXN2L  ATX2L_HUMAN 2 K.TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QT#GSPPVGLIK.G 9.8 100 2.81E+06 TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QTGS#P 13.2 630 13.8 634 0 0 Ataxin‐2‐like protein  35452:180790

1107.01712 4 timecourse_ATM_combo_2hr 1107.01158 5 27.62 ATXN2L  ATX2L_HUMAN 2 K.TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QT#GSPPVGLIK.G 11.6 100 1.89E+06 TESVSDKEDKPPLAPSGGTEGPEQPPPPCPS#QT#GSP 8.7 630 0,4 0 632 0,2 0 0 Ataxin‐2‐like protein  35454:173391

1107.01625 4 timecourse_ATM_ctrl1 1107.01158 4.22 27.09 ATXN2L  ATX2L_HUMAN 2 K.TESVSDKEDKPPLAPSGGTEGPEQPPPPCPSQT#GS#PPVGLIK.G 5.6 100 1.15E+06 TESVSDKEDKPPLAPSGGTEGPEQPPPPCPSQT#GS#P 6.7 632 ‐2,0 12.1 634 ‐4,0 0 0 Ataxin‐2‐like protein  35448:181760

790.0261 3 timecourse_ATM_combo_8hr 790.02107 6.37 44.54 BAZ1B  BAZ1B_HUMAN 0 K.NASMNT#QHGTATEVAVETTTPK.Q 9.7 100 3.89E+05 NASMNTQHGT#ATEVAVETTTPK 7.5 973 ‐4,0 0 0 0 0 Tyrosine‐protein kinase BAZ1B  35450:155700

790.02554 3 timecourse_ATM_combo_8hr 790.02107 5.66 31.63 BAZ1B  BAZ1B_HUMAN 0 K.NASMNT#QHGTATEVAVETTTPK.Q 12.0 100 4.50E+05 NASMNT#QHGTATEVAVETTTPK 11.7 969 ‐3,0 0 0 0 0 Tyrosine‐protein kinase BAZ1B  35451:157690

700.54746 4 timecourse_ATM_combo_4hr 700.54354 5.6 30.98 BAZ1B  BAZ1B_HUMAN 0 K.KSDGACDSPSSDKENS#SQIAQDHQK.K 15.8 100 4.06E+05 KSDGACDSPSSDKENSS#QIAQDHQK 9.4 167 ‐7,0 0 0 0 0 Tyrosine‐protein kinase BAZ1B  35453:170031

700.54775 4 timecourse_ATM_combo_8hr 700.54354 6.01 30.6 BAZ1B  BAZ1B_HUMAN 0 K.KSDGACDSPSSDKENSS#QIAQDHQK.K 26.3 100 8.42E+05 KSDGACDSPSSDKENSS#QIAQDHQK 12.3 167 ‐7,0 0 0 0 0 Tyrosine‐protein kinase BAZ1B  35451:174230

944.3399 3 timecourse_ATM_combo_8hr 944.33485 5.35 30.22 BAZ1B  BAZ1B_HUMAN 0 K.S#DGACDS#PSSDKENSS#QIAQDHQK.K 15.8 100 2.01E+05 SDGACDS#PS#SDKENSS#QIAQDHQK 6 158 ‐6,0 4.8 160 ‐8,0 17 167 Tyrosine‐protein kinase BAZ1B  35451:174750

891.02961 3 timecourse_ATM_combo_8hr 891.02397 6.34 29.73 BAZ1B  BAZ1B_HUMAN 0 K.SDGACDS#PSSDKENSSQIAQDHQK.K 20.2 100 3.13E+05 SDGACDSPSSDKENSS#QIAQDHQK 5.4 167 ‐1,0 0 0 0 0 Tyrosine‐protein kinase BAZ1B  35451:170130

944.34041 3 timecourse_ATM_combo_8hr 944.33485 5.89 27.57 BAZ1B  BAZ1B_HUMAN 0 K.KSDGACDSPS#S#DKENS#SQIAQDHQ.K 9.2 100 1.41E+05 KSDGACDS#PSS#DKENSS#QIAQDHQ 7 158 0,2 10.3 161 ‐1,0 7.5 167 ‐1,0 Tyrosine‐protein kinase BAZ1B  35450:172470

917.68451 3 timecourse_ATM_combo_8hr 917.67941 5.56 17.61 BAZ1B  BAZ1B_HUMAN 0 K.SDGACDSPS#SDKENS#SQIAQDHQK.K 11.4 100 1.84E+05 SDGACDSPS#SDKENS#SQIAQDHQK 0 160 0,1 0 166 0,1 0 0 Tyrosine‐protein kinase BAZ1B  35450:170680

720.53933 4 timecourse_ATM_combo_8hr 720.53512 5.84 17.49 BAZ1B  BAZ1B_HUMAN 0 K.KSDGACDSPSS#DKENSS#QIAQDHQK.K 15.9 100 4.51E+05 KSDGACDSPS#SDKENSS#QIAQDHQK 0 160 0,6 5.8 167 ‐6,0 0 0 Tyrosine‐protein kinase BAZ1B  35450:173320

860.09096 3 timecourse_ATM_combo_2hr 860.08606 5.7 71.69 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTTQEPLVGS#QK.R 25.9 100 1.12E+06 NIPSIFNTPEPTTTQEPLVGS#QK 136.9 822 0 0 0 0 HMG box transcription factor BBX  35454:154591

860.09171 3 timecourse_ATM_combo_4hr 860.08606 6.57 67.3 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTTQEPLVGS#QK.R 29.5 100 1.86E+06 NIPSIFNTPEPTTTQEPLVGS#QK 128.4 822 0 0 0 0 HMG box transcription factor BBX  35452:160120

886.74649 3 timecourse_ATM_combo_2hr 886.74150 5.63 64.17 BBX  BBX_HUMAN 6 K.NIPSIFNT#PEPTTTQEPLVGS#QK.R 20.4 100 1.56E+06 NIPSIFNT#PEPTTTQEPLVGS#QK 38.1 809 90.7 822 0 0 HMG box transcription factor BBX  35454:156951

860.09162 3 timecourse_ATM_combo_8hr 860.08606 6.46 63.62 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTTQEPLVGS#QK.R 25.2 100 2.01E+06 NIPSIFNTPEPTTTQEPLVGS#QK 130.8 822 0 0 0 0 HMG box transcription factor BBX  35450:164930

860.09197 3 timecourse_ATM_combo_1hr 860.08606 6.87 60.85 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTTQEPLVGS#QK.R 26.0 100 1.48E+06 NIPSIFNTPEPTTTQEPLVGS#QK 146.5 822 0 0 0 0 HMG box transcription factor BBX  35456:165727

860.09113 3 timecourse_ATM_combo_2hr 860.08606 5.89 59.79 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTTQEPLVGS#QK.R 29.0 100 1.15E+06 NIPSIFNTPEPTTTQEPLVGS#QK 90.5 822 0 0 0 0 HMG box transcription factor BBX  35455:155261

860.09119 3 timecourse_ATM_combo_4hr 860.08606 5.96 56.66 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTTQEPLVGS#QK.R 32.4 100 1.84E+06 NIPSIFNTPEPTTTQEPLVGS#QK 66.3 822 0 0 0 0 HMG box transcription factor BBX  35453:163061

860.09172 3 timecourse_ATM_combo_8hr 860.08606 6.58 56.65 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTTQEPLVGS#QK.R 28.6 100 2.13E+06 NIPSIFNTPEPTTTQEPLVGS#QK 119.9 822 0 0 0 0 HMG box transcription factor BBX  35451:167010

886.74756 3 timecourse_ATM_combo_2hr 886.74150 6.83 55.61 BBX  BBX_HUMAN 6 K.NIPSIFNT#PEPTTTQEPLVGS#QK.R 19.9 100 1.59E+06 NIPSIFNT#PEPTTTQEPLVGS#QK 34.1 809 48.3 822 0 0 HMG box transcription factor BBX  35455:157731

886.74707 3 timecourse_ATM_combo_1hr 886.74150 6.28 54.87 BBX  BBX_HUMAN 6 K.NIPSIFNT#PEPTTTQEPLVGS#QK.R 18.8 100 2.45E+06 NIPSIFNT#PEPTTTQEPLVGS#QK 22.2 809 53.6 822 0 0 HMG box transcription factor BBX  35456:168187

886.74383 3 timecourse_ATM_combo_4hr 886.74150 2.63 52.61 BBX  BBX_HUMAN 6 K.NIPSIFNT#PEPTTTQEPLVGS#QK.R 16.1 100 1.63E+06 NIPSIFNT#PEPTTTQEPLVGS#QK 31.5 809 67 822 0 0 HMG box transcription factor BBX  35453:165771

860.09081 3 timecourse_ATM_combo_1hr 860.08606 5.52 47.48 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTTQEPLVGS#QK.R 25.2 100 1.61E+06 NIPSIFNTPEPTTTQEPLVGS#QK 111.4 822 0 0 0 0 HMG box transcription factor BBX  35457:165815

886.74414 3 timecourse_ATM_combo_1hr 886.74150 2.98 43.3 BBX  BBX_HUMAN 6 K.NIPSIFNT#PEPTTTQEPLVGS#QK.R 18.3 100 2.71E+06 NIPSIFNT#PEPTTTQEPLVGS#QK 49.3 809 62.4 822 0 0 HMG box transcription factor BBX  35457:168315

860.0875 3 timecourse_ATM_combo_8hr 860.08606 1.67 33.69 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTT#QEPLVGSQK.R 5.4 94 5.97E+05 NIPSIFNTPEPTTT#QEPLVGSQK 13.3 815 0 0 0 0 HMG box transcription factor BBX  35451:167000

860.09202 3 timecourse_ATM_ctrl1 860.08606 6.93 20.23 BBX  BBX_HUMAN 6 K.NIPSIFNTPEPTTTQEPLVGS#QK.R 4.2 100 2.15E+05 NIPSIFNTPEPTTTQEPLVGS#QK 34.1 822 0 0 0 0 HMG box transcription factor BBX  35448:162920

896.36786 2 timecourse_ATM_combo_1hr 896.36352 4.84 53.9 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 53.8 100 8.68E+05 AVT#PVS#QGSNSSSADPK 67.4 315 26.8 318 0 0 B‐cell CLL/lymphoma 9 protein  35457:119983

896.36909 2 timecourse_ATM_combo_1hr 896.36352 6.21 52.65 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 57.0 100 9.11E+05 AVT#PVS#QGSNSSSADPK 68.1 315 26.8 318 0 0 B‐cell CLL/lymphoma 9 protein  35456:120271

896.36841 2 timecourse_ATM_ctrl1 896.36352 5.47 48.04 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 50.8 100 7.71E+05 AVT#PVS#QGSNSSSADPK 72.8 315 26.8 318 0 0 B‐cell CLL/lymphoma 9 protein  35449:120732

896.36971 2 timecourse_ATM_ctrl1 896.36352 6.91 47.62 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 54.7 100 8.13E+05 AVT#PVS#QGSNSSSADPK 85.9 315 26.8 318 0 0 B‐cell CLL/lymphoma 9 protein  35448:118781

936.35115 2 timecourse_ATM_combo_1hr 936.34669 4.76 39.59 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGS#NSSSADPK.A 8.4 100 3.01E+05 AVT#PVS#QGSNS#SSADPK 61 315 20.6 318 6.9 323 ‐2,0 B‐cell CLL/lymphoma 9 protein  35457:126906

896.36913 2 timecourse_ATM_combo_8hr 896.36352 6.26 37.66 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 25.0 100 3.94E+05 AVT#PVS#QGSNSSSADPK 67.4 315 26.8 318 0 0 B‐cell CLL/lymphoma 9 protein  35451:119192

896.36899 2 timecourse_ATM_ctrl2 896.36352 6.1 36.05 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 48.0 100 5.16E+05 AVT#PVS#QGSNSSSADPK 50.2 315 11.6 318 0,3 0 0 B‐cell CLL/lymphoma 9 protein  35447:106726

896.36894 2 timecourse_ATM_combo_4hr 896.36352 6.05 32.47 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 46.4 100 5.68E+05 AVT#PVS#QGSNSSSADPK 44.1 315 15.8 318 0 0 B‐cell CLL/lymphoma 9 protein  35452:115344

896.36936 2 timecourse_ATM_combo_4hr 896.36352 6.52 31.83 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 46.8 100 5.31E+05 AVT#PVS#QGSNSSSADPK 57.8 315 17.5 318 0 0 B‐cell CLL/lymphoma 9 protein  35453:117505

896.36912 2 timecourse_ATM_combo_2hr 896.36352 6.25 31.21 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 44.4 100 5.58E+05 AVT#PVS#QGSNSSSADPK 57.8 315 11.6 318 0,3 0 0 B‐cell CLL/lymphoma 9 protein  35454:111678

896.36796 2 timecourse_ATM_combo_2hr 896.36352 4.95 29.27 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 46.5 100 5.32E+05 AVT#PVS#QGSNSSSADPK 68.1 315 26.8 318 0 0 B‐cell CLL/lymphoma 9 protein  35455:111455

896.36863 2 timecourse_ATM_combo_8hr 896.36352 5.7 27.76 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 30.5 100 3.86E+05 AVT#PVS#QGSNSSSADPK 68.1 315 26.8 318 0 0 B‐cell CLL/lymphoma 9 protein  35450:117970

896.36962 2 timecourse_ATM_ctrl2 896.36352 6.81 26.46 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGSNSSSADPK.A 44.1 100 4.49E+05 AVT#PVS#QGSNSSSADPK 57.7 315 26.8 318 0 0 B‐cell CLL/lymphoma 9 protein  35446:104607

936.35225 2 timecourse_ATM_ctrl2 936.34669 5.94 14.47 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGS#NSSSADPK.A 6.9 100 1.32E+05 AVT#PVS#QGS#NSSSADPK 59.8 315 37.9 318 18.5 321 B‐cell CLL/lymphoma 9 protein  35447:113133

936.35257 2 timecourse_ATM_combo_2hr 936.34669 6.28 13.62 BCL9  BCL9_HUMAN 1 R.AVT#PVS#QGS#NSSSADPK.A 8.9 100 2.01E+05 AVT#PVS#QGS#NSSSADPK 36.6 315 6.9 318 0,6 6.1 321 0,3 B‐cell CLL/lymphoma 9 protein  35454:117691

839.3646 2 timecourse_ATM_combo_8hr 839.36023 5.21 51.16 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVKSEK.L 194.8 100 3.26E+06 KET#QS#PEQVKSEK 99.2 494 72.8 496 0 0 Bcl‐2‐associated transcription factor 1  35451:108883

839.36515 2 timecourse_ATM_combo_2hr 839.36023 5.86 49.94 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVKSEK.L 93.0 100 7.73E+05 KET#QS#PEQVKSEK 90.3 494 72.8 496 0 0 Bcl‐2‐associated transcription factor 1  35455:101709

839.36455 2 combeffx_ATM_comboi 839.36023 5.15 47.96 BCLAF1  BCLF1_HUMAN 5 K.KET#QSPEQVKS#EK.L 73.7 100 1.70E+06 KET#QS#PEQVKSEK 89.2 494 68.1 496 0 0 Bcl‐2‐associated transcription factor 1  35300:48960

839.36507 2 timecourse_ATM_combo_4hr 839.36023 5.77 47.72 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVKSEK.L 380.8 100 4.06E+06 KET#QS#PEQVKSEK 75.5 494 72.8 496 0 0 Bcl‐2‐associated transcription factor 1  35453:107482

839.36476 2 timecourse_ATM_combo_8hr 839.36023 5.4 40.26 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVKSEK.L 150.9 100 3.08E+06 KET#QS#PEQVKSEK 109.6 494 72.8 496 0 0 Bcl‐2‐associated transcription factor 1  35450:107857

667.27954 2 timecourse_ATM_combo_8hr 667.27545 6.13 39.99 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 809.9 94 1.06E+07 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35451:69576

839.36478 2 timecourse_ATM_combo_4hr 839.36023 5.42 38.87 BCLAF1  BCLF1_HUMAN 5 K.KET#QSPEQVKS#EK.L 214.1 100 3.20E+06 KET#QS#PEQVKSEK 59 494 71.8 496 0 0 Bcl‐2‐associated transcription factor 1  35452:105441

667.27934 2 timecourse_ATM_combo_4hr 667.27545 5.83 38.5 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 1054.7 100 1.95E+07 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35453:68980

667.27947 2 timecourse_ATM_combo_2hr 667.27545 6.02 38.49 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 268.3 94 2.19E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35455:65448

667.2798 2 timecourse_ATM_combo_4hr 667.27545 6.52 38.46 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 1245.5 100 1.99E+07 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35452:67546

667.2797 2 timecourse_ATM_combo_8hr 667.27545 6.37 37.96 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 221.4 100 4.99E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35451:69586

839.36467 2 timecourse_ATM_combo_1hr 839.36023 5.29 37.7 BCLAF1  BCLF1_HUMAN 5 K.KET#QSPEQVKS#EK.L 49.0 100 5.13E+05 KET#QS#PEQVKSEK 79.5 494 64.3 496 0 0 Bcl‐2‐associated transcription factor 1  35457:109595

667.27919 2 timecourse_ATM_combo_8hr 667.27545 5.6 34.84 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 1391.4 94 2.90E+07 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35451:69536

839.36604 2 timecourse_ATM_combo_1hr 839.36023 6.92 32.67 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVKSEK.L 59.8 100 5.55E+05 KET#QS#PEQVKSEK 94 494 72.8 496 0 0 Bcl‐2‐associated transcription factor 1  35456:109817

667.28019 2 timecourse_ATM_ctrl2 667.27545 7.1 31.93 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 39.4 100 4.90E+05 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35446:60099

667.28016 2 timecourse_ATM_ctrl1 667.27545 7.06 31.85 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 83.1 100 1.27E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35448:69987

603.23088 2 timecourse_ATM_combo_8hr 603.22797 4.82 31.25 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQV.K 29.4 100 1.25E+06 KET#QS#PEQV 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35450:50135

667.93913 3 timecourse_ATM_combo_4hr 667.93698 3.22 30.98 BCLAF1  BCLF1_HUMAN 6 K.NTPS#QHSHSIQHS#PER.S 178.5 100 2.92E+06 NTPS#QHSHSIQHS#PER 21.3 259 36.8 268 0 0 Bcl‐2‐associated transcription factor 1  35452:131948

839.36634 2 timecourse_ATM_combo_2hr 839.36023 7.28 30.95 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVKSEK.L 86.2 100 8.70E+05 KET#QS#PEQVKSEK 99.2 494 68.1 496 0 0 Bcl‐2‐associated transcription factor 1  35454:102076

667.27933 2 timecourse_ATM_combo_8hr 667.27545 5.81 30.56 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 1162.5 100 1.68E+07 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35450:69236

667.27939 2 timecourse_ATM_combo_4hr 667.27545 5.9 30.43 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 34.6 100 1.31E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35452:67506

627.2958 2 timecourse_ATM_combo_8hr 627.29229 5.6 30.21 BCLAF1  BCLF1_HUMAN 5 K.KET#QSPEQVK.S 7.9 100 1.49E+05 KET#QSPEQVK 26.5 494 0 0 0 0 Bcl‐2‐associated transcription factor 1  35450:58518

627.29621 2 timecourse_ATM_combo_8hr 627.29229 6.25 29.63 BCLAF1  BCLF1_HUMAN 5 K.KET#QSPEQVK.S 5.4 100 1.54E+05 KET#QSPEQVK 36.8 494 0 0 0 0 Bcl‐2‐associated transcription factor 1  35451:58435

667.27908 2 timecourse_ATM_combo_4hr 667.27545 5.44 28.43 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 841.6 100 2.01E+07 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35453:68950

667.2803 2 timecourse_ATM_combo_2hr 667.27545 7.27 28.21 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 504.0 100 5.95E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35454:66031

667.27894 2 timecourse_ATM_combo_8hr 667.27545 5.23 28.02 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 15.4 94 1.52E+05 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35451:69526

667.27937 2 timecourse_ATM_combo_4hr 667.27545 5.87 27.26 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 91.1 100 1.96E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35453:68990

667.2788 2 timecourse_ATM_combo_8hr 667.27545 5.02 27.19 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 19.7 100 3.10E+05 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35451:69516

667.27937 2 timecourse_ATM_ctrl2 667.27545 5.87 27.17 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 40.3 100 5.71E+05 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35447:61036

667.93965 3 timecourse_ATM_combo_2hr 667.93698 4.01 27.08 BCLAF1  BCLF1_HUMAN 6 K.NTPS#QHSHSIQHS#PER.S 95.0 100 1.66E+06 NTPS#QHSHSIQHS#PER 16.5 259 30 268 0 0 Bcl‐2‐associated transcription factor 1  35455:128220

603.23091 2 timecourse_ATM_combo_8hr 603.22797 4.87 26.96 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQV.K 24.4 100 1.27E+06 KET#QS#PEQV 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35451:50061

667.27862 2 timecourse_ATM_combo_1hr 667.27545 4.75 26.83 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 89.2 100 2.79E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35457:70271

667.27901 2 timecourse_ATM_combo_8hr 667.27545 5.34 26.58 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 15.7 100 2.35E+05 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35450:69196

667.94042 3 timecourse_ATM_ctrl1 667.93698 5.15 26.27 BCLAF1  BCLF1_HUMAN 6 K.NTPS#QHSHSIQHS#PER.S 96.6 100 2.00E+06 NTPS#QHSHSIQHS#PER 10.1 259 0,3 13 268 ‐4,0 0 0 Bcl‐2‐associated transcription factor 1  35448:135890

721.25188 3 timecourse_ATM_combo_2hr 721.24786 5.57 26.12 BCLAF1  BCLF1_HUMAN 6 K.NT#PS#QHSHS#IQHS#PER.S 19.6 100 1.16E+06 NT#PSQHS#HS#IQHS#PER 44.7 257 0 262 ‐3,0 7.9 264 ‐5,0 Bcl‐2‐associated transcription factor 1  35454:138811

721.25163 3 timecourse_ATM_combo_4hr 721.24786 5.23 25.71 BCLAF1  BCLF1_HUMAN 6 K.NT#PS#QHS#HSIQHS#PER.S 18.0 100 1.33E+06 NT#PS#QHSHS#IQHS#PER 30.6 257 2.8 259 0,3 12.7 264 ‐2,0 Bcl‐2‐associated transcription factor 1  35453:145497

667.27876 2 timecourse_ATM_combo_8hr 667.27545 4.96 24.55 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 16.2 100 1.92E+05 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35450:69176

667.27898 2 timecourse_ATM_combo_8hr 667.27545 5.29 24.45 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 124.5 100 4.13E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35450:69186

667.93873 3 timecourse_ATM_ctrl1 667.93698 2.62 23.9 BCLAF1  BCLF1_HUMAN 6 K.NT#PSQHSHSIQHS#PER.S 86.2 100 1.76E+06 NTPS#QHSHSIQHS#PER 33.5 259 27 268 0 0 Bcl‐2‐associated transcription factor 1  35449:138061

667.27933 2 timecourse_ATM_combo_2hr 667.27545 5.81 23.27 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 327.5 100 5.74E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35455:65438

667.27875 2 timecourse_ATM_combo_1hr 667.27545 4.95 22.83 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 113.0 100 2.87E+06 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35457:70281

667.93921 3 timecourse_ATM_combo_4hr 667.93698 3.34 22.48 BCLAF1  BCLF1_HUMAN 6 K.NTPS#QHSHSIQHS#PER.S 205.9 100 3.12E+06 NTPS#QHSHSIQHS#PER 33.5 259 74.4 268 0 0 Bcl‐2‐associated transcription factor 1  35453:134465

667.27913 2 timecourse_ATM_combo_8hr 667.27545 5.51 21.61 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 1757.9 100 4.13E+07 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35450:69216

559.91287 3 timecourse_ATM_combo_1hr 559.90925 6.47 21.5 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVKSEK.L 224.2 100 2.93E+06 KET#QS#PEQVKSEK 49.8 494 60.4 496 0 0 Bcl‐2‐associated transcription factor 1  35456:109807

667.93996 3 timecourse_ATM_combo_2hr 667.93698 4.46 21.11 BCLAF1  BCLF1_HUMAN 6 K.NTPS#QHSHSIQHS#PER.S 123.9 100 1.71E+06 NTPS#QHSHSIQHS#PER 11.9 259 0,3 33.6 268 0 0 Bcl‐2‐associated transcription factor 1  35454:127985

667.27909 2 timecourse_ATM_combo_8hr 667.27545 5.46 21.02 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVK.S 17.3 100 2.33E+05 KET#QS#PEQVK 1000 494 0 496 0 0 Bcl‐2‐associated transcription factor 1  35450:69206

721.25097 3 timecourse_ATM_combo_8hr 721.24786 4.31 20.54 BCLAF1  BCLF1_HUMAN 6 K.NT#PS#QHSHS#IQHS#PER.S 7.2 100 8.39E+05 NT#PS#QHSHS#IQHS#PER 30.6 257 9.6 259 0,3 20.2 264 Bcl‐2‐associated transcription factor 1  35450:146733

667.94042 3 timecourse_ATM_ctrl2 667.93698 5.15 18.24 BCLAF1  BCLF1_HUMAN 6 K.NTPS#QHSHSIQHS#PER.S 113.0 100 1.64E+06 NTPS#QHSHSIQHS#PER 29 259 30.9 268 0 0 Bcl‐2‐associated transcription factor 1  35446:121499

559.91207 3 timecourse_ATM_combo_8hr 559.90925 5.04 18.17 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVKSEK.L 773.4 100 1.64E+07 KET#QS#PEQVKSEK 61.6 494 71.1 496 0 0 Bcl‐2‐associated transcription factor 1  35451:108873

721.25163 3 timecourse_ATM_combo_1hr 721.24786 5.23 15.42 BCLAF1  BCLF1_HUMAN 6 K.NT#PS#QHSHS#IQHS#PER.S 21.2 100 1.76E+06 NT#PS#QHSHS#IQHS#PER 30.6 257 4.7 259 0,3 10.4 264 ‐2,0 Bcl‐2‐associated transcription factor 1  35456:149295

559.91279 3 timecourse_ATM_combo_2hr 559.90925 6.32 14.91 BCLAF1  BCLF1_HUMAN 5 K.KET#QS#PEQVKSEK.L 389.9 100 5.25E+06 KET#QS#PEQVKSEK 31.3 494 49.9 496 0 0 Bcl‐2‐associated transcription factor 1  35454:102066

759.33262 2 timecourse_ATM_combo_8hr 759.32802 6.06 59.65 BCR  BCR_HUMAN 17 R.ISSLGS#QAMQMER.K 10.0 100 4.39E+05 ISSLGS#QAMQMER 79.1 205 0 0 0 0 Breakpoint cluster region protein  35451:92125

759.33247 2 timecourse_ATM_combo_8hr 759.32802 5.86 56.13 BCR  BCR_HUMAN 17 R.ISSLGS#QAMQMER.K 10.5 100 4.38E+05 ISSLGS#QAMQMER 64.5 205 0 0 0 0 Breakpoint cluster region protein  35450:91065

759.33207 2 timecourse_ATM_combo_4hr 759.32802 5.33 41.58 BCR  BCR_HUMAN 17 R.ISSLGS#QAMQMER.K 4.8 100 1.90E+05 ISSLGS#QAMQMER 53.5 205 0 0 0 0 Breakpoint cluster region protein  35453:90742

542.01369 4 combeffx_ATM_PI3Ki 542.01164 3.78 36.07 BCR  BCR_HUMAN 17 R.KKS#QHGAGSSVGDASRPPYR.G 17.4 100 9.01E+05 KKS#QHGAGSSVGDASRPPYR 8.2 215 0,16 0 0 0 0 Breakpoint cluster region protein  35298:60829

542.01404 4 combeffx_ATM_comboi 542.01164 4.43 31.81 BCR  BCR_HUMAN 17 R.KKS#QHGAGSSVGDASRPPYR.G 37.9 100 1.18E+06 KKS#QHGAGSSVGDASRPPYR 9.1 215 0,16 0 0 0 0 Breakpoint cluster region protein  35301:62089

542.01504 4 timecourse_ATM_combo_1hr 542.01164 6.27 26.36 BCR  BCR_HUMAN 17 R.KKS#QHGAGSSVGDASRPPYR.G 31.1 100 1.03E+06 KKS#QHGAGSSVGDASRPPYR 16.5 215 0 0 0 0 Breakpoint cluster region protein  35456:149425

542.01388 4 combeffx_ATM_PI3Ki 542.01164 4.13 23.3 BCR  BCR_HUMAN 17 R.KKS#QHGAGSSVGDASRPPYR.G 12.3 100 5.35E+05 KKS#QHGAGSSVGDASRPPYR 2.6 215 0,16 0 0 0 0 Breakpoint cluster region protein  35299:57754

542.01494 4 timecourse_ATM_combo_4hr 542.01164 6.09 20.84 BCR  BCR_HUMAN 17 R.KKS#QHGAGSSVGDASRPPYR.G 17.0 100 5.46E+05 KKS#QHGAGSSVGDASRPPYR 11.5 215 0,16 0 0 0 0 Breakpoint cluster region protein  35453:145617

722.34967 3 combeffx_ATM_comboi 722.34643 4.49 19.87 BCR  BCR_HUMAN 17 R.KKS#QHGAGSSVGDASRPPYR.G 9.1 92 2.31E+05 KKS#QHGAGSSVGDASRPPYR 9.7 215 0,16 0 0 0 0 Breakpoint cluster region protein  35301:62099

1020.45806 2 timecourse_ATM_combo_4hr 1020.45521 2.79 102.62 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 15.5 100 1.17E+06 LLAEMDS#QFDSTTGFLGK 65 69 0 0 0 0 BET1 homolog  35453:137457

1020.45826 2 timecourse_ATM_combo_8hr 1020.45521 2.99 98.82 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 10.7 100 1.16E+06 LLAEMDS#QFDSTTGFLGK 63.8 69 0 0 0 0 BET1 homolog  35451:139501

1020.46001 2 combeffx_ATM_comboi 1020.45521 4.7 93.92 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 10.7 100 1.24E+06 LLAEMDS#QFDSTTGFLGK 63.8 69 0 0 0 0 BET1 homolog  35300:64003

1020.45711 2 timecourse_ATM_ctrl1 1020.45521 1.86 93.83 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 13.4 100 1.25E+06 LLAEMDS#QFDSTTGFLGK 78.7 69 0 0 0 0 BET1 homolog  35449:140961

1020.45721 2 timecourse_ATM_combo_1hr 1020.45521 1.96 92.97 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 16.4 100 1.67E+06 LLAEMDS#QFDSTTGFLGK 74.3 69 0 0 0 0 BET1 homolog  35457:141130

1020.46036 2 combeffx_ATM_PI3Ki 1020.45521 5.05 92.14 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 4.9 92 1.60E+05 LLAEMDS#QFDSTTGFLGK 63.8 69 0 0 0 0 BET1 homolog  35299:54861

1020.45837 2 timecourse_ATM_ctrl2 1020.45521 3.1 91.28 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 10.3 100 4.35E+05 LLAEMDS#QFDSTTGFLGK 78.7 69 0 0 0 0 BET1 homolog  35446:124352

1020.45738 2 timecourse_ATM_ctrl2 1020.45521 2.13 91.19 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 9.3 100 4.79E+05 LLAEMDS#QFDSTTGFLGK 82.9 69 0 0 0 0 BET1 homolog  35447:126747

1020.4582 2 combeffx_ATM_PI3Ki 1020.45521 2.93 89.88 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 10.0 100 4.31E+05 LLAEMDS#QFDSTTGFLGK 72.4 69 0 0 0 0 BET1 homolog  35298:57781

1020.45867 2 timecourse_ATM_combo_1hr 1020.45521 3.39 87.47 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 14.2 100 1.52E+06 LLAEMDS#QFDSTTGFLGK 65 69 0 0 0 0 BET1 homolog  35456:140859

1020.45764 2 timecourse_ATM_combo_2hr 1020.45521 2.38 87.43 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 13.4 100 9.04E+05 LLAEMDS#QFDSTTGFLGK 63.8 69 0 0 0 0 BET1 homolog  35455:131060

1020.45805 2 timecourse_ATM_combo_4hr 1020.45521 2.78 85.97 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 9.5 100 9.64E+05 LLAEMDS#QFDSTTGFLGK 72.4 69 0 0 0 0 BET1 homolog  35452:134757

1020.45783 2 timecourse_ATM_combo_8hr 1020.45521 2.57 81.99 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 8.9 100 8.71E+05 LLAEMDS#QFDSTTGFLGK 82.9 69 0 0 0 0 BET1 homolog  35450:137613

1020.45974 2 combeffx_ATM_comboi 1020.45521 4.44 80.25 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 8.5 100 7.16E+05 LLAEMDS#QFDSTTGFLGK 63.8 69 0 0 0 0 BET1 homolog  35301:58724

1020.45707 2 timecourse_ATM_combo_2hr 1020.45521 1.82 79.97 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 13.6 100 7.99E+05 LLAEMDS#QFDSTTGFLGK 65 69 0 0 0 0 BET1 homolog  35454:130815

1028.45577 2 combeffx_ATM_MEKi 1028.45267 3.01 76.38 BET1  BET1_HUMAN 1 K.LLAEM*DS#QFDSTTGFLGK.T 7.0 100 4.14E+05 LLAEM*DS#QFDSTTGFLGK 72.4 69 0 0 0 0 BET1 homolog  35296:50779

1020.45776 2 timecourse_ATM_ctrl1 1020.45521 2.5 66.08 BET1  BET1_HUMAN 1 K.LLAEMDS#QFDSTTGFLGK.T 11.3 100 1.02E+06 LLAEMDS#QFDSTTGFLGK 72.4 69 0 0 0 0 BET1 homolog  35448:138768

1144.53313 2 timecourse_ATM_combo_1hr 1144.52571 6.48 35.76 BICD2  BICD2_HUMAN 0 K.RLEEETEYLNS#QLEDAIR.L 4.6 100 2.12E+05 RLEEETEYLNS#QLEDAIR 20.1 224 0 0 0 0 Protein bicaudal D homolog 2  35456:154357

763.35526 3 combeffx_ATM_ctrl 763.35290 3.09 27.62 BICD2  BICD2_HUMAN 0 K.RLEEETEYLNS#QLEDAIR.L 15.7 100 1.15E+06 RLEEETEYLNS#QLEDAIR 48.7 224 0 0 0 0 Protein bicaudal D homolog 2  35295:65827

763.35597 3 combeffx_ATM_MEKi 763.35290 4.02 23.53 BICD2  BICD2_HUMAN 0 K.RLEEETEYLNS#QLEDAIR.L 31.9 100 1.10E+06 RLEEETEYLNS#QLEDAIR 40.8 224 0 0 0 0 Protein bicaudal D homolog 2  35297:49808

763.3569 3 combeffx_ATM_comboi 763.35290 5.24 20.75 BICD2  BICD2_HUMAN 0 K.RLEEETEYLNS#QLEDAIR.L 14.6 100 1.56E+06 RLEEETEYLNS#QLEDAIR 52.1 224 0 0 0 0 Protein bicaudal D homolog 2  35301:64049

574.3193 4 timecourse_ATM_combo_8hr 574.31580 6.09 12.92 BICD2  BICD2_HUMAN 0 K.T#LNSLLRM*AIQQKLALTQR.L 13.4 100 7.11E+05 TLNS#LLRM*AIQQKLALTQR 4.1 780 0,13 0 0 0 0 Protein bicaudal D homolog 2  35450:152420

947.41927 2 timecourse_ATM_combo_8hr 947.41492 4.59 85.4 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 12.5 94 1.45E+06 RDS#QSSNEFLTISDSK 26.5 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35450:125908

947.42052 2 timecourse_ATM_ctrl2 947.41492 5.91 85.14 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 9.9 94 5.64E+05 RDS#QSSNEFLTISDSK 30.8 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35447:114823

947.41965 2 timecourse_ATM_combo_4hr 947.41492 4.99 83.75 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 13.6 94 1.23E+06 RDS#QSSNEFLTISDSK 30.8 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35452:123134

947.41862 2 timecourse_ATM_combo_1hr 947.41492 3.91 76.93 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 17.7 100 2.71E+06 RDS#QSSNEFLTISDSK 33.7 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35457:128646

947.41946 2 timecourse_ATM_combo_2hr 947.41492 4.79 72.35 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 17.0 94 9.63E+05 RDS#QSSNEFLTISDSK 30.8 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35455:119286

631.94972 3 timecourse_ATM_combo_1hr 631.94571 6.35 70.2 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 74.9 100 9.29E+06 RDS#QSSNEFLTISDSK 27.2 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35456:128688

947.42047 2 timecourse_ATM_combo_1hr 947.41492 5.86 69.46 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 16.8 94 1.55E+06 RDS#QSSNEFLTISDSK 37.4 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35456:128668

947.41884 2 timecourse_ATM_combo_8hr 947.41492 4.14 68.91 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 15.8 94 1.70E+06 RDS#QSSNEFLTISDSK 15.5 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35451:127397

947.4202 2 timecourse_ATM_combo_2hr 947.41492 5.57 65.55 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 16.3 94 9.95E+05 RDS#QSSNEFLTISDSK 43 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35454:119211

947.42044 2 timecourse_ATM_ctrl2 947.41492 5.83 65.1 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 9.5 94 4.97E+05 RDS#QSSNEFLTISDSK 37.4 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35446:112661

947.41873 2 timecourse_ATM_ctrl1 947.41492 4.02 64.74 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 18.9 94 9.85E+05 RDS#QSSNEFLTISDSK 27 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35449:129048

947.42003 2 timecourse_ATM_ctrl1 947.41492 5.39 60.71 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 16.3 94 1.03E+06 RDS#QSSNEFLTISDSK 23.3 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35448:126877

947.41883 2 timecourse_ATM_combo_4hr 947.41492 4.13 59.69 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 18.4 100 2.42E+06 RDS#QSSNEFLTISDSK 17 1029 0 0 0 0 BMP‐2‐inducible protein kinase  35453:125511

631.94976 3 timecourse_ATM_ctrl1 631.94571 6.41 58.07 BMP2K  BMP2K_HUMAN 0 R.RDSQSS#NEFLTISDSK.E 46.5 94 2.34E+06 RDSQSS#NEFLTISDSK 10.3 1032 ‐1,0 0 0 0 0 BMP‐2‐inducible protein kinase  35448:126907

631.94894 3 timecourse_ATM_combo_8hr 631.94571 5.11 57.3 BMP2K  BMP2K_HUMAN 0 R.RDSQS#SNEFLTISDSK.E 48.5 100 1.04E+07 RDSQSS#NEFLTISDSK 8.7 1032 ‐3,0 0 0 0 0 BMP‐2‐inducible protein kinase  35451:127407

631.94944 3 timecourse_ATM_combo_2hr 631.94571 5.92 54.93 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 49.0 94 2.26E+06 RDSQSS#NEFLTISDSK 8.7 1032 ‐3,0 0 0 0 0 BMP‐2‐inducible protein kinase  35454:119231

631.94906 3 timecourse_ATM_combo_2hr 631.94571 5.3 52.32 BMP2K  BMP2K_HUMAN 0 R.RDSQSS#NEFLTISDSK.E 51.3 94 2.27E+06 RDSQSS#NEFLTISDSK 13.3 1032 0 0 0 0 BMP‐2‐inducible protein kinase  35455:119296

631.9492 3 timecourse_ATM_combo_4hr 631.94571 5.52 45.67 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 41.1 94 2.87E+06 RDSQSS#NEFLTISDSK 8.7 1032 ‐3,0 0 0 0 0 BMP‐2‐inducible protein kinase  35452:123154



631.94886 3 timecourse_ATM_combo_8hr 631.94571 4.98 45.49 BMP2K  BMP2K_HUMAN 0 R.RDSQS#SNEFLTISDSK.E 31.2 94 3.23E+06 RDSQSS#NEFLTISDSK 8.7 1032 ‐3,0 0 0 0 0 BMP‐2‐inducible protein kinase  35450:125918

631.94879 3 timecourse_ATM_combo_1hr 631.94571 4.87 42.14 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 42.7 94 3.14E+06 RDS#QSSNEFLTISDSK 8.7 1029 0,2 0 0 0 0 BMP‐2‐inducible protein kinase  35457:128676

631.94963 3 timecourse_ATM_ctrl2 631.94571 6.2 40.94 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 33.2 94 1.35E+06 RDSQS#SNEFLTISDSK 17 1031 0 0 0 0 BMP‐2‐inducible protein kinase  35446:112671

631.9487 3 timecourse_ATM_ctrl1 631.94571 4.73 36.47 BMP2K  BMP2K_HUMAN 0 R.RDSQSS#NEFLTISDSK.E 37.8 94 2.14E+06 RDSQSS#NEFLTISDSK 8.7 1032 ‐3,0 0 0 0 0 BMP‐2‐inducible protein kinase  35449:129058

631.9498 3 timecourse_ATM_ctrl2 631.94571 6.47 31.68 BMP2K  BMP2K_HUMAN 0 R.RDS#QSSNEFLTISDSK.E 33.1 94 1.45E+06 RDSQSS#NEFLTISDSK 8.7 1032 ‐3,0 0 0 0 0 BMP‐2‐inducible protein kinase  35447:114853

1047.12642 3 timecourse_ATM_combo_4hr 1047.12064 5.52 51.08 BMS1  BMS1_HUMAN 0 K.S#GPNTQNEDIEKEVKEEIDPDEEESAK.K 16.5 100 1.45E+06 SGPNT#QNEDIEKEVKEEIDPDEEESAK 31.9 800 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35453:175451

706.29446 2 timecourse_ATM_combo_4hr 706.29047 5.65 48.54 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEK.E 45.9 100 9.28E+05 SGPNT#QNEDIEK 13.8 800 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35453:78254

1047.12597 3 timecourse_ATM_combo_8hr 1047.12064 5.09 47.13 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEKEVKEEIDPDEEESAK.K 10.7 100 1.24E+06 SGPNT#QNEDIEKEVKEEIDPDEEESAK 17.5 800 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35451:179680

1047.12628 3 timecourse_ATM_combo_8hr 1047.12064 5.39 46.31 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEKEVKEEIDPDEEESAK.K 11.6 100 1.17E+06 SGPNT#QNEDIEKEVKEEIDPDEEESAK 27 800 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35450:177130

706.29465 2 timecourse_ATM_combo_8hr 706.29047 5.92 45.97 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEK.E 95.6 100 2.13E+06 SGPNT#QNEDIEK 24.4 800 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35450:78403

706.29423 2 timecourse_ATM_combo_4hr 706.29047 5.32 44.93 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEK.E 46.9 100 9.16E+05 SGPNT#QNEDIEK 28.3 800 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35452:76576

706.29491 2 timecourse_ATM_combo_2hr 706.29047 6.29 44.81 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEK.E 16.7 100 2.29E+05 SGPNT#QNEDIEK 19.5 800 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35454:74581

706.2945 2 timecourse_ATM_combo_8hr 706.29047 5.72 43.07 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEK.E 98.5 100 2.31E+06 SGPNT#QNEDIEK 34.1 800 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35451:78940

884.39782 2 timecourse_ATM_combo_8hr 884.39345 4.94 41.6 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEKEVK.E 6.2 100 2.44E+05 SGPNT#QNEDIEKEVK 8.8 800 ‐4,0 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35451:116752

706.29434 2 timecourse_ATM_combo_2hr 706.29047 5.48 41.1 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEK.E 15.8 100 2.35E+05 SGPNT#QNEDIEK 35.9 800 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35455:73997

1047.12636 3 timecourse_ATM_combo_4hr 1047.12064 5.46 28.39 BMS1  BMS1_HUMAN 0 K.SGPNT#QNEDIEKEVKEEIDPDEEESAK.K 15.6 100 1.23E+06 S#GPNTQNEDIEKEVKEEIDPDEEESAK 9.4 796 0,4 0 0 0 0 Ribosome biogenesis protein BMS1 homolog  35452:172160

1353.0913 2 combeffx_ATM_comboi 1353.08603 3.89 110.86 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 11.6 100 1.34E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 33.7 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35301:71279

1353.09305 2 timecourse_ATM_combo_2hr 1353.08603 5.19 97.97 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 18.8 100 7.95E+05 VTTEEFEAPMPSAVSGDDS#QLTASR 37.4 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35455:159171

1353.09305 2 timecourse_ATM_combo_8hr 1353.08603 5.19 96.9 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 27.5 100 1.90E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 37.4 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35450:169350

1353.09331 2 timecourse_ATM_combo_4hr 1353.08603 5.38 96.03 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 30.4 100 1.80E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 33.7 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35453:167251

907.72848 3 combeffx_ATM_MEKi 907.72475 4.11 92.1 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 23.9 100 2.64E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 30.2 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35297:54618

1353.09252 2 timecourse_ATM_combo_1hr 1353.08603 4.8 91.13 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 21.4 100 1.29E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 42.6 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35457:169695

967.8898 2 timecourse_ATM_ctrl1 967.88462 5.35 89.07 BOD1L  BOD1L_HUMAN 0 R.AGSISSEEVDGS#QGNMMR.M 4.6 100 1.24E+05 AGSISSEEVDGS#QGNMMR 71.8 1710 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35449:132851

907.72845 3 combeffx_ATM_MEKi 907.72475 4.08 84.35 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 23.3 100 2.64E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 46.3 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35297:54608

967.88972 2 timecourse_ATM_combo_1hr 967.88462 5.27 81.38 BOD1L  BOD1L_HUMAN 0 R.AGSISSEEVDGS#QGNMMR.M 6.6 100 1.92E+05 AGSISSEEVDGS#QGNMMR 91 1710 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35457:132608

1353.09261 2 timecourse_ATM_ctrl1 1353.08603 4.86 80.5 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 14.4 100 7.26E+05 VTTEEFEAPMPSAVSGDDS#QLTASR 33.7 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35449:169259

1353.09487 2 timecourse_ATM_combo_1hr 1353.08603 6.53 79.21 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 18.3 100 1.28E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 23.3 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35456:169587

907.7277 3 combeffx_ATM_MEKi 907.72475 3.25 79.08 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 39.1 100 3.86E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 29 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35296:59788

1353.09364 2 timecourse_ATM_combo_8hr 1353.08603 5.62 77.39 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 29.5 100 2.33E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 28.5 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35451:171520

1353.09448 2 timecourse_ATM_ctrl2 1353.08603 6.25 76.15 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 9.4 100 3.98E+05 VTTEEFEAPMPSAVSGDDS#QLTASR 30.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35447:156023

902.39931 3 timecourse_ATM_ctrl2 902.39312 6.86 76.03 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 76.3 100 3.96E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 38.6 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35446:152952

902.39798 3 timecourse_ATM_combo_1hr 902.39312 5.39 75.23 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 162.8 100 1.13E+07 VTTEEFEAPMPSAVSGDDS#QLTASR 29.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35457:169705

902.39608 3 combeffx_ATM_comboi 902.39312 3.28 74.77 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 106.5 100 1.61E+07 VTTEEFEAPMPSAVSGDDS#QLTASR 14 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35301:71259

907.72815 3 combeffx_ATM_PI3Ki 907.72475 3.76 73.62 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 10.2 100 2.39E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 26 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35298:69836

858.83547 2 timecourse_ATM_combo_8hr 858.83016 6.18 73.33 BOD1L  BOD1L_HUMAN 0 R.NNNS#QQDIDSENMK.Q 45.2 100 9.06E+05 NNNS#QQDIDSENMK 101.6 1145 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35450:111177

858.83507 2 timecourse_ATM_combo_4hr 858.83016 5.72 72.88 BOD1L  BOD1L_HUMAN 0 R.NNNS#QQDIDSENMK.Q 31.8 100 4.81E+05 NNNS#QQDIDSENMK 96.7 1145 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35452:108871

907.72763 3 combeffx_ATM_MEKi 907.72475 3.17 72.88 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 39.4 100 3.86E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 13.1 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35296:59778

902.39894 3 timecourse_ATM_combo_4hr 902.39312 6.45 71.35 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 219.1 100 1.59E+07 VTTEEFEAPMPSAVSGDDS#QLTASR 29.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35452:164330

902.39775 3 timecourse_ATM_ctrl1 902.39312 5.13 70.36 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 96.1 100 5.97E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 29.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35449:169269

967.89123 2 timecourse_ATM_combo_1hr 967.88462 6.83 70.24 BOD1L  BOD1L_HUMAN 0 R.AGSISSEEVDGS#QGNMMR.M 7.1 100 1.66E+05 AGSISSEEVDGS#QGNMMR 64.9 1710 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35456:132469

1353.09503 2 timecourse_ATM_ctrl2 1353.08603 6.65 69.59 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 8.1 100 3.40E+05 VTTEEFEAPMPSAVSGDDS#QLTASR 30.7 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35446:152942

907.72899 3 combeffx_ATM_comboi 907.72475 4.67 69.53 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 14.6 100 7.27E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 30.2 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35300:78501

907.7295 3 combeffx_ATM_comboi 907.72475 5.23 69.5 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 17.5 100 4.30E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 29.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35301:71609

858.83535 2 combeffx_ATM_comboi 858.83016 6.04 69.1 BOD1L  BOD1L_HUMAN 0 R.NNNS#QQDIDSENMK.Q 11.3 100 5.31E+05 NNNS#QQDIDSENMK 101.6 1145 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35300:51121

902.39892 3 timecourse_ATM_ctrl2 902.39312 6.43 68.89 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVS#GDDSQLTASR.S 73.5 100 4.04E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 36.5 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35447:156033

1353.09366 2 timecourse_ATM_ctrl1 1353.08603 5.64 68.7 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 12.5 100 6.71E+05 VTTEEFEAPMPSAVSGDDS#QLTASR 15.5 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35448:166640

1353.09367 2 timecourse_ATM_combo_4hr 1353.08603 5.65 68.27 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 24.0 100 1.62E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 10.3 2128 0,5 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35452:164320

907.7285 3 combeffx_ATM_PI3Ki 907.72475 4.13 67.75 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 13.2 100 2.13E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 36.2 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35299:66054

902.39851 3 timecourse_ATM_ctrl1 902.39312 5.97 65.97 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 89.8 100 5.82E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 24.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35448:166650

902.39669 3 combeffx_ATM_comboi 902.39312 3.96 65.33 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 111.6 100 2.62E+07 VTTEEFEAPMPSAVSGDDS#QLTASR 34.1 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35300:78191

858.83494 2 combeffx_ATM_comboi 858.83016 5.57 62.9 BOD1L  BOD1L_HUMAN 0 R.NNNS#QQDIDSENMK.Q 9.8 100 2.89E+05 NNNS#QQDIDSENMK 106.9 1145 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35301:46640

902.39863 3 timecourse_ATM_combo_4hr 902.39312 6.11 62.65 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 254.9 100 1.57E+07 VTTEEFEAPMPSAVSGDDS#QLTASR 23.1 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35453:167261

902.39872 3 timecourse_ATM_combo_2hr 902.39312 6.21 62.52 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 146.1 100 7.11E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 29.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35454:158281

902.39608 3 combeffx_ATM_comboi 902.39312 3.28 61.37 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 105.4 100 1.61E+07 VTTEEFEAPMPSAVSGDDS#QLTASR 38.6 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35301:71269

902.39564 3 combeffx_ATM_PI3Ki 902.39312 2.79 60.78 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 63.8 100 5.31E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 29.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35299:65834

907.729 3 combeffx_ATM_comboi 907.72475 4.68 60.51 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 14.7 100 7.27E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 28.9 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35300:78511

858.83509 2 timecourse_ATM_combo_1hr 858.83016 5.74 60.34 BOD1L  BOD1L_HUMAN 0 R.NNNS#QQDIDSENMK.Q 6.9 100 1.02E+05 NNNS#QQDIDSENMK 79.3 1145 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35456:113726

902.39919 3 timecourse_ATM_combo_1hr 902.39312 6.73 59.98 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 168.8 100 1.20E+07 VTTEEFEAPMPSAVSGDDS#QLTASR 37.2 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35456:169597

858.83521 2 timecourse_ATM_combo_8hr 858.83016 5.89 59.97 BOD1L  BOD1L_HUMAN 0 R.NNNS#QQDIDSENMK.Q 51.8 100 1.04E+06 NNNS#QQDIDSENMK 107.9 1145 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35451:112255

902.39474 3 combeffx_ATM_PI3Ki 902.39312 1.8 59.55 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 63.1 100 7.05E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 29.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35298:69566

967.89059 2 timecourse_ATM_ctrl1 967.88462 6.17 57.83 BOD1L  BOD1L_HUMAN 0 R.AGSISSEEVDGS#QGNMMR.M 6.2 100 1.43E+05 AGSISSEEVDGS#QGNMMR 65.6 1710 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35448:130630

1353.09401 2 timecourse_ATM_combo_2hr 1353.08603 5.9 56.73 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 20.1 100 7.74E+05 VTTEEFEAPMPSAVSGDDS#QLTASR 12.3 2128 0,5 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35454:158271

967.88838 2 timecourse_ATM_combo_2hr 967.88462 3.9 56.11 BOD1L  BOD1L_HUMAN 0 R.AGSISSEEVDGS#QGNMMR.M 7.1 100 8.94E+04 AGSISSEEVDGS#QGNMMR 69.3 1710 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35455:123050

902.3981 3 timecourse_ATM_combo_8hr 902.39312 5.52 55.52 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 225.4 100 1.74E+07 VTTEEFEAPMPSAVSGDDS#QLTASR 17.3 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35450:169360

907.72974 3 timecourse_ATM_combo_8hr 907.72475 5.5 53.94 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 6.8 100 9.01E+05 VTTEEFEAPM*PSAVSGDDS#QLTASR 13.1 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35451:171970

902.39905 3 timecourse_ATM_combo_8hr 902.39312 6.57 53.92 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 221.5 100 1.74E+07 VTTEEFEAPMPSAVSGDDS#QLTASR 38.6 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35451:171530

902.39608 3 combeffx_ATM_ctrl 902.39312 3.28 53.75 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 18.6 100 1.59E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 18.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35295:71607

967.89058 2 timecourse_ATM_combo_2hr 967.88462 6.16 52.65 BOD1L  BOD1L_HUMAN 0 R.AGSISSEEVDGS#QGNMMR.M 6.9 100 1.19E+05 AGSISSEEVDGS#QGNMMR 46.6 1710 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35454:122825

858.83542 2 timecourse_ATM_combo_4hr 858.83016 6.12 51.54 BOD1L  BOD1L_HUMAN 0 R.NNNS#QQDIDSENMK.Q 35.2 100 4.74E+05 NNNS#QQDIDSENMK 95.8 1145 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35453:110890

858.83484 2 timecourse_ATM_combo_2hr 858.83016 5.45 51.42 BOD1L  BOD1L_HUMAN 0 R.NNNS#QQDIDSENMK.Q 18.0 100 1.84E+05 NNNS#QQDIDSENMK 95.8 1145 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35455:105209

907.72815 3 timecourse_ATM_combo_1hr 907.72475 3.75 50.94 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 5.4 94 3.41E+05 VTTEEFEAPM*PSAVSGDDS#QLTASR 11.9 2128 0,3 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35456:170067

902.39814 3 timecourse_ATM_combo_2hr 902.39312 5.56 50.47 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 148.8 100 7.28E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 29.8 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35455:159181

967.8895 2 timecourse_ATM_combo_4hr 967.88462 5.04 48.61 BOD1L  BOD1L_HUMAN 0 R.AGSISSEEVDGS#QGNMMR.M 6.0 100 1.65E+05 AGSISSEEVDGS#QGNMMR 45 1710 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35453:129235

907.72806 3 timecourse_ATM_combo_8hr 907.72475 3.65 46.85 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 6.2 94 4.76E+05 VTTEEFEAPM*PSAVSGDDS#QLTASR 14 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35450:169800

902.39651 3 combeffx_ATM_MEKi 902.39312 3.76 46.74 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 29.4 100 1.30E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 20.9 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35297:54438

907.72646 3 timecourse_ATM_combo_2hr 907.72475 1.88 45.69 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVS#GDDSQLTASR.S 6.9 94 2.71E+05 VTTEEFEAPM*PSAVSGDDS#QLTASR 19.7 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35455:159641

858.83496 2 timecourse_ATM_combo_2hr 858.83016 5.59 44.77 BOD1L  BOD1L_HUMAN 0 R.NNNS#QQDIDSENMK.Q 17.5 100 1.82E+05 NNNS#QQDIDSENMK 84.9 1145 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35454:105421

967.89076 2 timecourse_ATM_combo_8hr 967.88462 6.34 43.18 BOD1L  BOD1L_HUMAN 0 R.AGSISSEEVDGS#QGNMMR.M 4.1 100 1.08E+05 AGSISSEEVDGS#QGNMMR 30 1710 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35451:131202

907.72846 3 timecourse_ATM_combo_2hr 907.72475 4.09 42.38 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 6.5 94 3.39E+05 VTTEEFEAPM*PSAVSGDDS#QLTASR 10.1 2128 0,3 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35454:158651

902.3958 3 combeffx_ATM_MEKi 902.39312 2.97 40.99 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 34.3 100 1.80E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 25.7 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35296:59588

907.72951 3 timecourse_ATM_combo_4hr 907.72475 5.24 39.9 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 6.0 94 5.03E+05 VTTEEFEAPM*PSAVSGDDS#QLTASR 18.1 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35452:164830

907.72937 3 combeffx_ATM_comboi 907.72475 5.09 36.79 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 17.5 100 4.30E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 33 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35301:71599

902.39585 3 combeffx_ATM_ctrl 902.39312 3.03 35.45 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPMPSAVSGDDS#QLTASR.S 23.2 100 2.20E+06 VTTEEFEAPMPSAVSGDDS#QLTASR 16.5 2128 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35294:73894

907.72738 3 timecourse_ATM_combo_4hr 907.72475 2.9 30.54 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVS#GDDSQLTASR.S 6.2 100 8.50E+05 VTTEEFEAPM*PSAVSGDDS#QLTASR 7.7 2128 ‐4,0 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35453:167761

907.72729 3 combeffx_ATM_ctrl 907.72475 2.8 30.14 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVS#GDDSQLTASR.S 11.3 100 2.47E+06 VTTEEFEAPM*PSAVSGDDS#QLTASR 10 2128 ‐4,0 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35294:74134

907.72921 3 timecourse_ATM_ctrl1 907.72475 4.91 29.78 BOD1L  BOD1L_HUMAN 0 R.VTTEEFEAPM*PSAVSGDDS#QLTASR.S 2.4 94 1.54E+05 VTTEEFEAPM*PSAVSGDDS#QLTASR 3.1 2128 ‐4,0 0 0 0 0 Biorientation of chromosomes in cell division protein 1‐like  35449:169719

755.37282 2 combeffx_ATM_comboi 755.36906 4.98 82.87 BPTF  BPTF_HUMAN 4 K.EVLVVNS#QGEISR.L 37.8 100 5.14E+06 EVLVVNS#QGEISR 72.4 817 0 0 0 0 Nucleosome‐remodeling factor subunit BPTF  35300:39025

755.37222 2 combeffx_ATM_comboi 755.36906 4.18 76.73 BPTF  BPTF_HUMAN 4 K.EVLVVNS#QGEISR.L 36.2 100 3.61E+06 EVLVVNS#QGEISR 83.5 817 0 0 0 0 Nucleosome‐remodeling factor subunit BPTF  35301:36042

927.73698 3 timecourse_ATM_combo_8hr 927.73225 5.1 44.85 BPTF  BPTF_HUMAN 0 K.TESHVNCQESS#QVDVVNVSEGFHL.R 15.9 100 1.13E+06 TESHVNCQESS#QVDVVNVSEGFHL 15.5 1160 0 0 0 0 Nucleosome‐remodeling factor subunit BPTF  35451:173750

927.73707 3 timecourse_ATM_combo_8hr 927.73225 5.2 40.56 BPTF  BPTF_HUMAN 0 K.TESHVNCQESS#QVDVVNVSEGFHL.R 17.4 100 1.09E+06 TESHVNCQESS#QVDVVNVSEGFHL 7.5 1160 ‐10,0 0 0 0 0 Nucleosome‐remodeling factor subunit BPTF  35450:171400

927.73719 3 timecourse_ATM_combo_4hr 927.73225 5.32 20.66 BPTF  BPTF_HUMAN 0 K.TESHVNCQES#SQVDVVNVSEGFHL.R 6.1 100 3.90E+05 TESHVNCQESS#QVDVVNVSEGFHL 0 1160 ‐10,0 0 0 0 0 Nucleosome‐remodeling factor subunit BPTF  35453:169571

745.79726 2 timecourse_ATM_combo_2hr 745.79382 4.61 68.01 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 13.2 100 3.38E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35454:83190

745.79646 2 timecourse_ATM_combo_1hr 745.79382 3.54 64.85 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 14.3 100 5.31E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35456:88760

745.79629 2 timecourse_ATM_combo_4hr 745.79382 3.31 62.42 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 17.7 100 5.74E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35453:87361

745.79839 2 timecourse_ATM_ctrl2 745.79382 6.13 62.4 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 20.7 100 6.53E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35446:76259

745.79646 2 timecourse_ATM_combo_4hr 745.79382 3.54 59.14 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 17.6 100 5.88E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35452:85711

745.79641 2 timecourse_ATM_ctrl1 745.79382 3.47 55.81 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 33.3 100 1.30E+06 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35449:89619

745.79533 2 timecourse_ATM_combo_1hr 745.79382 2.02 55.5 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 14.5 100 5.53E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35457:88933

745.79781 2 timecourse_ATM_ctrl2 745.79382 5.35 52.06 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 27.5 100 7.42E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35447:77397

745.79655 2 timecourse_ATM_combo_2hr 745.79382 3.66 51.1 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 13.0 100 2.97E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35455:82695

745.7969 2 timecourse_ATM_combo_8hr 745.79382 4.13 48.75 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 8.5 100 3.18E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35450:87733

745.79767 2 timecourse_ATM_ctrl1 745.79382 5.16 44.16 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 31.1 100 1.21E+06 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35448:88220

745.79675 2 timecourse_ATM_combo_8hr 745.79382 3.93 41.53 BRCA1  BRCA1_HUMAN 13 K.CVS#QCAAFENPK.G 7.4 100 3.53E+05 CVS#QCAAFENPK 1000 803 0 0 0 0 Breast cancer type 1 susceptibility protein  35451:88602

598.28043 2 timecourse_ATM_combo_1hr 598.27698 5.77 30.29 BRCA1  BRCA1_HUMAN 13 K.VNNIPS#QSTR.H 11.1 100 2.68E+05 VNNIPS#QSTR 11.3 1239 0,2 0 0 0 0 Breast cancer type 1 susceptibility protein  35456:48581

598.28013 2 timecourse_ATM_combo_1hr 598.27698 5.27 26.92 BRCA1  BRCA1_HUMAN 13 K.VNNIPS#QSTR.H 10.8 100 2.53E+05 VNNIPS#QSTR 14.2 1239 0 0 0 0 Breast cancer type 1 susceptibility protein  35457:49014

763.80956 2 timecourse_ATM_combo_4hr 763.80597 4.7 39.26 BRCA2  BRCA2_HUMAN 1 K.VEYSDTDFQS#QK.S 4.2 100 1.43E+05 VEYSDTDFQS#QK 59.3 755 0 0 0 0 Breast cancer type 2 susceptibility protein  35453:91742

736.37793 2 timecourse_ATM_ctrl1 736.37381 5.59 34.19 BRCA2  BRCA2_HUMAN 2 R.KTSVS#QTSLLEAK.K 5.4 100 1.74E+05 KTS#VSQTSLLEAK 5.3 1680 0,4 0 0 0 0 Breast cancer type 2 susceptibility protein  35448:85882

736.37724 2 timecourse_ATM_ctrl1 736.37381 4.66 28.31 BRCA2  BRCA2_HUMAN 2 R.KTSVS#QTSLLEAK.K 5.1 100 1.61E+05 KTSVS#QTSLLEAK 11.6 1682 0,3 0 0 0 0 Breast cancer type 2 susceptibility protein  35449:87214

736.37789 2 timecourse_ATM_combo_4hr 736.37381 5.54 20.03 BRCA2  BRCA2_HUMAN 2 R.KTSVS#QTSLLEAK.K 3.5 100 9.50E+04 KTSVS#QTSLLEAK 12.2 1682 ‐2,0 0 0 0 0 Breast cancer type 2 susceptibility protein  35453:85040

688.31434 2 timecourse_ATM_combo_8hr 688.31068 5.32 61.19 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 94.8 100 5.14E+06 EESGTIFGS#QIK 71.2 621 0 0 0 0 Bromodomain‐containing protein 8  35450:73987

798.34167 3 timecourse_ATM_combo_4hr 798.33882 3.58 56.13 BRD8  BRD8_HUMAN 8 K.FEMSDS#LKEESGTIFGS#QIK.D 14.3 100 1.16E+06 FEMSDS#LKEESGTIFGS#QIK 1.9 610 ‐2,0 77 621 0 0 Bromodomain‐containing protein 8  35453:155101

688.31419 2 timecourse_ATM_combo_4hr 688.31068 5.1 54.13 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 70.9 100 3.06E+06 EESGTIFGS#QIK 62.6 621 0 0 0 0 Bromodomain‐containing protein 8  35452:72239

798.34199 3 timecourse_ATM_combo_8hr 798.33882 3.97 49.95 BRD8  BRD8_HUMAN 8 K.FEMSDS#LKEESGTIFGS#QIK.D 14.4 100 2.08E+06 FEMSDS#LKEESGTIFGS#QIK 12.7 610 ‐2,0 105.7 621 0 0 Bromodomain‐containing protein 8  35450:156670

688.31485 2 timecourse_ATM_ctrl1 688.31068 6.06 48.8 BRD8  BRD8_HUMAN 8 K.EES#GTIFGSQIK.D 78.5 100 3.31E+06 EESGTIFGS#QIK 55.9 621 0 0 0 0 Bromodomain‐containing protein 8  35448:74877

798.34201 3 timecourse_ATM_combo_8hr 798.33882 4 48.14 BRD8  BRD8_HUMAN 8 K.FEMSDS#LKEESGTIFGS#QIK.D 19.6 100 2.30E+06 FEMS#DSLKEESGTIFGS#QIK 8.5 608 0,2 99.5 621 0 0 Bromodomain‐containing protein 8  35451:158770

688.31444 2 timecourse_ATM_combo_2hr 688.31068 5.46 45.7 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 60.8 100 1.76E+06 EESGTIFGS#QIK 50.7 621 0 0 0 0 Bromodomain‐containing protein 8  35454:70561

688.31444 2 timecourse_ATM_ctrl2 688.31068 5.46 42.66 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 55.3 100 1.73E+06 EESGTIFGS#QIK 71.2 621 0 0 0 0 Bromodomain‐containing protein 8  35446:64215

688.31451 2 timecourse_ATM_ctrl2 688.31068 5.56 41.3 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 54.4 100 1.76E+06 EESGTIFGS#QIK 71.2 621 0 0 0 0 Bromodomain‐containing protein 8  35447:65306

688.31374 2 timecourse_ATM_combo_2hr 688.31068 4.45 40.31 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 63.5 100 1.75E+06 EESGTIFGS#QIK 55.9 621 0 0 0 0 Bromodomain‐containing protein 8  35455:69937

771.68723 3 timecourse_ATM_combo_8hr 771.68338 4.99 40.02 BRD8  BRD8_HUMAN 8 K.FEMSDSLKEESGTIFGS#QIK.D 7.9 100 7.98E+05 FEMSDSLKEESGTIFGS#QIK 58.6 621 0 0 0 0 Bromodomain‐containing protein 8  35451:155260

688.314 2 timecourse_ATM_combo_4hr 688.31068 4.82 39.84 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 66.2 100 2.86E+06 EESGTIFGS#QIK 66.6 621 0 0 0 0 Bromodomain‐containing protein 8  35453:73939

688.31404 2 timecourse_ATM_combo_1hr 688.31068 4.88 39.5 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 63.3 100 2.42E+06 EESGTIFGS#QIK 55.9 621 0 0 0 0 Bromodomain‐containing protein 8  35457:75188

771.68779 3 timecourse_ATM_combo_2hr 771.68338 5.71 37.28 BRD8  BRD8_HUMAN 8 K.FEMSDSLKEESGTIFGS#QIK.D 9.7 100 3.49E+05 FEMSDSLKEESGTIFGS#QIK 90.3 621 0 0 0 0 Bromodomain‐containing protein 8  35454:144481

688.31476 2 timecourse_ATM_combo_1hr 688.31068 5.93 36.47 BRD8  BRD8_HUMAN 8 K.EES#GTIFGSQIK.D 56.1 100 2.30E+06 EESGTIFGS#QIK 44.4 621 0 0 0 0 Bromodomain‐containing protein 8  35456:75008

771.68708 3 timecourse_ATM_combo_4hr 771.68338 4.79 35.96 BRD8  BRD8_HUMAN 8 K.FEMSDSLKEESGTIFGS#QIK.D 6.3 100 4.54E+05 FEMSDSLKEESGTIFGS#QIK 64.3 621 0 0 0 0 Bromodomain‐containing protein 8  35453:151751

688.31345 2 timecourse_ATM_ctrl1 688.31068 4.02 35.24 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 74.2 100 3.31E+06 EESGTIFGS#QIK 47.3 621 0 0 0 0 Bromodomain‐containing protein 8  35449:75919

771.6878 3 timecourse_ATM_combo_2hr 771.68338 5.73 32.74 BRD8  BRD8_HUMAN 8 K.FEMSDSLKEESGTIFGS#QIK.D 6.7 100 3.09E+05 FEMSDSLKEESGTIFGS#QIK 79.5 621 0 0 0 0 Bromodomain‐containing protein 8  35455:144881

688.31426 2 timecourse_ATM_combo_8hr 688.31068 5.2 32.07 BRD8  BRD8_HUMAN 8 K.EESGTIFGS#QIK.D 90.5 100 5.20E+06 EESGTIFGS#QIK 50.7 621 0 0 0 0 Bromodomain‐containing protein 8  35451:74567

771.68676 3 timecourse_ATM_combo_1hr 771.68338 4.38 30.67 BRD8  BRD8_HUMAN 8 K.FEMSDSLKEESGTIFGS#QIK.D 4.2 100 3.49E+05 FEMSDSLKEESGTIFGS#QIK 53.8 621 0 0 0 0 Bromodomain‐containing protein 8  35457:155295

771.68774 3 timecourse_ATM_ctrl1 771.68338 5.65 28.18 BRD8  BRD8_HUMAN 8 K.FEMSDSLKEESGT#IFGSQIK.D 8.0 100 5.30E+05 FEMSDSLKEESGTIFGS#QIK 26.7 621 0 0 0 0 Bromodomain‐containing protein 8  35448:153260

1163.02361 2 timecourse_ATM_combo_8hr 1163.01583 6.7 67.62 BRF1  TF3B_HUMAN 10 R.LTEFEDTPTS#QLTIDEFMK.I 24.9 100 1.46E+06 LTEFEDTPTS#QLTIDEFMK 0 273 ‐1,0 0 0 0 0 Transcription factor IIIB 90 kDa subunit  35451:155790

1163.02231 2 timecourse_ATM_combo_4hr 1163.01583 5.57 66.15 BRF1  TF3B_HUMAN 10 R.LTEFEDTPT#SQLTIDEFMK.I 10.5 100 5.63E+05 LTEFEDTPTS#QLTIDEFMK 18.4 273 0 0 0 0 Transcription factor IIIB 90 kDa subunit  35453:152321

1163.0233 2 timecourse_ATM_combo_8hr 1163.01583 6.42 65.61 BRF1  TF3B_HUMAN 10 R.LTEFEDTPTS#QLTIDEFMK.I 25.0 100 1.24E+06 LTEFEDTPTS#QLTIDEFMK 24.4 273 0 0 0 0 Transcription factor IIIB 90 kDa subunit  35450:153770

1163.02292 2 timecourse_ATM_combo_4hr 1163.01583 6.1 51.83 BRF1  TF3B_HUMAN 10 R.LTEFEDTPT#SQLTIDEFMK.I 9.0 100 4.31E+05 LTEFEDTPTS#QLTIDEFMK 13.2 273 0 0 0 0 Transcription factor IIIB 90 kDa subunit  35452:149650

775.68445 3 timecourse_ATM_combo_8hr 775.67964 6.2 42.02 BRF1  TF3B_HUMAN 10 R.LTEFEDTPTS#QLTIDEFMK.I 14.4 100 5.91E+05 LTEFEDTPTS#QLTIDEFMK 11.3 273 ‐1,0 0 0 0 0 Transcription factor IIIB 90 kDa subunit  35450:153760

719.00221 3 timecourse_ATM_combo_1hr 718.99870 4.88 42.21 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 12.6 100 6.71E+05 LHQVVETSHEDLPAS#QER 123.5 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35457:148845

571.52704 4 timecourse_ATM_combo_4hr 571.52458 4.3 39.48 BUB1  BUB1_HUMAN 7 K.KLHQVVETSHEDLPAS#QER.S 7.0 100 3.21E+05 KLHQVVETSHEDLPAS#QER 33.2 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35452:147900

719.0024 3 timecourse_ATM_combo_2hr 718.99870 5.15 38 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 12.9 100 4.53E+05 LHQVVETSHEDLPAS#QER 96.1 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35454:138431

719.00252 3 timecourse_ATM_combo_4hr 718.99870 5.31 37.65 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 10.4 100 5.98E+05 LHQVVETSHEDLPAS#QER 92.9 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35453:145117

719.0018 3 timecourse_ATM_combo_2hr 718.99870 4.31 37.46 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 12.2 100 4.23E+05 LHQVVETSHEDLPAS#QER 77.3 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35455:138397

571.52656 4 timecourse_ATM_combo_1hr 571.52458 3.46 35.81 BUB1  BUB1_HUMAN 7 K.KLHQVVETSHEDLPAS#QER.S 9.4 100 4.11E+05 KLHQVVETSHEDLPAS#QER 73.1 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35456:154087

719.00294 3 timecourse_ATM_ctrl1 718.99870 5.9 35.44 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 24.4 100 1.34E+06 LHQVVETSHEDLPAS#QER 72.1 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35448:146391

719.00165 3 timecourse_ATM_ctrl1 718.99870 4.1 34.93 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 26.3 100 1.35E+06 LHQVVETSHEDLPAS#QER 77.3 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35449:148603

719.00254 3 timecourse_ATM_ctrl2 718.99870 5.34 34.19 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 17.3 100 6.10E+05 LHQVVETSHEDLPAS#QER 43.2 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35447:134349

571.52783 4 timecourse_ATM_ctrl2 571.52458 5.69 33.97 BUB1  BUB1_HUMAN 7 K.KLHQVVETSHEDLPAS#QER.S 9.6 100 3.72E+05 KLHQVVETSHEDLPAS#QER 24.9 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35446:137552

571.52634 4 timecourse_ATM_combo_1hr 571.52458 3.08 32.96 BUB1  BUB1_HUMAN 7 K.KLHQVVETSHEDLPAS#QER.S 12.5 100 4.56E+05 KLHQVVETSHEDLPAS#QER 38.5 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35457:154055

571.52672 4 timecourse_ATM_combo_4hr 571.52458 3.74 31.84 BUB1  BUB1_HUMAN 7 K.KLHQVVETSHEDLPAS#QER.S 6.8 100 3.20E+05 KLHQVVETSHEDLPAS#QER 39.5 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35453:150531

571.52669 4 timecourse_ATM_ctrl1 571.52458 3.69 30.54 BUB1  BUB1_HUMAN 7 K.KLHQVVETSHEDLPAS#QER.S 12.4 100 6.59E+05 KLHQVVETSHEDLPAS#QER 53.6 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35449:154289

719.00286 3 timecourse_ATM_combo_4hr 718.99870 5.79 29.54 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 12.4 100 6.41E+05 LHQVVETSHEDLPAS#QER 65.2 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35452:142650

571.5274 4 timecourse_ATM_ctrl1 571.52458 4.93 29.21 BUB1  BUB1_HUMAN 7 K.KLHQVVETSHEDLPAS#QER.S 14.3 100 7.42E+05 KLHQVVETSHEDLPAS#QER 61.9 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35448:151880

719.0033 3 timecourse_ATM_ctrl2 718.99870 6.4 28.97 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 16.6 100 5.73E+05 LHQVVETSHEDLPAS#QER 58 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35446:131903

719.00294 3 timecourse_ATM_combo_1hr 718.99870 5.9 28.75 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 11.6 100 6.51E+05 LHQVVETSHEDLPAS#QER 99.8 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35456:148935

571.52746 4 timecourse_ATM_ctrl2 571.52458 5.04 25.09 BUB1  BUB1_HUMAN 7 K.KLHQVVETSHEDLPAS#QER.S 10.9 100 3.65E+05 KLHQVVETSHEDLPAS#QER 39.5 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35447:140083

719.0025 3 timecourse_ATM_combo_8hr 718.99870 5.29 22.1 BUB1  BUB1_HUMAN 7 K.LHQVVETSHEDLPAS#QER.S 11.5 100 5.56E+05 LHQVVETSHEDLPAS#QER 44.3 314 0 0 0 0 Mitotic checkpoint serine/threonine‐protein kinase BUB1  35450:146203

751.02409 3 timecourse_ATM_combo_1hr 751.01922 6.48 39.51 BUB3  BUB3_HUMAN 0 K.FSPNTS#QFLLVSSWDTSVR.L 15.4 100 5.96E+05 FSPNTS#QFLLVSSWDTSVR 0 27 ‐4,0 0 0 0 0 Mitotic checkpoint protein BUB3  35457:152725

751.02308 3 timecourse_ATM_ctrl1 751.01922 5.14 36.67 BUB3  BUB3_HUMAN 0 K.FSPNTS#QFLLVSSWDTSVR.L 11.4 100 3.70E+05 FSPNTS#QFLLVSSWDTSVR 4.8 27 ‐4,0 0 0 0 0 Mitotic checkpoint protein BUB3  35449:152739

751.0249 3 timecourse_ATM_combo_4hr 751.01922 7.56 36.01 BUB3  BUB3_HUMAN 0 K.FSPNTS#QFLLVSSWDTSVR.L 10.6 100 3.72E+05 FSPNTS#QFLLVSSWDTSVR 0 27 ‐4,0 0 0 0 0 Mitotic checkpoint protein BUB3  35453:149181

1126.03148 2 timecourse_ATM_ctrl1 1126.02519 5.59 33.6 BUB3  BUB3_HUMAN 0 K.FSPNTS#QFLLVSSWDTSVR.L 5.2 100 2.65E+05 FSPNT#SQFLLVSSWDTSVR 10.3 26 ‐3,0 0 0 0 0 Mitotic checkpoint protein BUB3  35449:152749

751.02378 3 timecourse_ATM_combo_2hr 751.01922 6.07 30.75 BUB3  BUB3_HUMAN 0 K.FSPNT#SQFLLVSSWDTSVR.L 10.8 100 3.26E+05 FSPNT#SQFLLVSSWDTSVR 14.5 26 0 0 0 0 Mitotic checkpoint protein BUB3  35455:142451

751.02399 3 timecourse_ATM_ctrl1 751.01922 6.35 25.75 BUB3  BUB3_HUMAN 0 K.FS#PNTSQFLLVSSWDTSVR.L 11.3 100 3.24E+05 FSPNTS#QFLLVSSWDTSVR 0 27 ‐1,0 0 0 0 0 Mitotic checkpoint protein BUB3  35448:150310

751.02471 3 timecourse_ATM_combo_8hr 751.01922 7.31 20.11 BUB3  BUB3_HUMAN 0 K.FSPNTS#QFLLVSSWDTSVR.L 8.4 100 3.03E+05 FSPNTS#QFLLVSSWDTSVR 0 27 ‐4,0 0 0 0 0 Mitotic checkpoint protein BUB3  35451:152520

751.02638 3 timecourse_ATM_combo_4hr 751.01922 9.53 16.11 BUB3  BUB3_HUMAN 0 K.FS#PNTSQFLLVSSWDTSVR.L 6.7 94 9.48E+04 FSPNTS#QFLLVSSWDTSVR 0 27 ‐4,0 0 0 0 0 Mitotic checkpoint protein BUB3  35452:146590

643.29564 2 timecourse_ATM_combo_4hr 643.29283 4.37 44.69 BUD13  BUD13_HUMAN 1 R.TLGSSDT#QQLR.R 6.4 100 2.69E+05 TLGSSDT#QQLR 30.8 261 0 0 0 0 BUD13 homolog  35452:61363

643.29627 2 timecourse_ATM_combo_2hr 643.29283 5.35 35.05 BUD13  BUD13_HUMAN 1 R.TLGSS#DTQQLR.R 3.3 100 9.37E+04 TLGSSDT#QQLR 5.9 261 ‐2,0 0 0 0 0 BUD13 homolog  35455:59330

643.29622 2 timecourse_ATM_ctrl2 643.29283 5.27 31.68 BUD13  BUD13_HUMAN 1 R.TLGSSDT#QQLR.R 3.6 100 1.22E+05 TLGSSDT#QQLR 17 261 0 0 0 0 BUD13 homolog  35447:55640

643.29527 2 timecourse_ATM_ctrl1 643.29283 3.79 27.44 BUD13  BUD13_HUMAN 1 R.TLGSSDT#QQLR.R 3.6 100 2.12E+05 TLGSSDT#QQLR 23.3 261 0 0 0 0 BUD13 homolog  35448:63595

814.81965 2 timecourse_ATM_combo_8hr 814.81486 5.88 47.08 C11orf48  CK048_HUMAN 0 R.EDSHGSGSPFKAS#QD.‐ 12.3 100 2.79E+05 EDSHGSGSPFKAS#QD 80.7 287 0 0 0 0 Uncharacterized protein C11orf48  35450:102437

967.38287 3 timecourse_ATM_combo_4hr 967.37919 3.8 39.87 C11orf48  CK048_HUMAN 0 K.TPPADPACPEREDSHGSGS#PFKAS#QD.‐ 6.2 100 7.79E+05 TPPADPACPEREDSHGSGS#PFKAS#QD 15 282 43.1 287 0 0 Uncharacterized protein C11orf48  35452:168840

814.81967 2 timecourse_ATM_combo_8hr 814.81486 5.9 37.65 C11orf48  CK048_HUMAN 0 R.EDSHGSGSPFKAS#QD.‐ 14.2 100 2.88E+05 EDSHGSGSPFKAS#QD 93.8 287 0 0 0 0 Uncharacterized protein C11orf48  35451:103299

967.38166 3 timecourse_ATM_combo_4hr 967.37919 2.55 26.3 C11orf48  CK048_HUMAN 0 K.TPPADPACPEREDSHGSGS#PFKAS#QD.‐ 8.6 100 7.72E+05 TPPADPACPEREDSHGSGS#PFKAS#QD 4.9 282 ‐5,0 49.3 287 0 0 Uncharacterized protein C11orf48  35453:171941

940.72933 3 timecourse_ATM_combo_2hr 940.72375 5.93 23.69 C11orf48  CK048_HUMAN 0 K.TPPADPACPEREDSHGSGS#PFKASQD.‐ 3.7 100 1.72E+05 TPPADPACPEREDSHGSGS#PFKASQD 7.5 282 ‐5,0 0 0 0 0 Uncharacterized protein C11orf48  35454:160971

967.38324 3 timecourse_ATM_combo_8hr 967.37919 4.19 18.68 C11orf48  CK048_HUMAN 0 K.TPPADPACPEREDSHGS#GSPFKAS#QD.‐ 7.5 100 5.74E+05 TPPADPACPEREDSHGSGS#PFKAS#QD 18 282 20.3 287 0 0 Uncharacterized protein C11orf48  35450:173770

967.38469 3 timecourse_ATM_combo_2hr 967.37919 5.69 14.88 C11orf48  CK048_HUMAN 0 K.TPPADPACPEREDSHGS#GS#PFKASQD.‐ 7.8 100 4.75E+05 TPPADPACPEREDSHGS#GSPFKAS#QD 8.5 280 ‐3,0 26.4 287 0 0 Uncharacterized protein C11orf48  35454:162441

686.29696 2 timecourse_ATM_combo_8hr 686.29302 5.74 55.19 C12orf41  CL041_HUMAN 4 K.TELGS#QTPESSR.S 37.5 100 8.83E+05 TELGS#QTPESSR 13.3 129 0 0 0 0 Uncharacterized protein C12orf41  35450:73497

686.29688 2 timecourse_ATM_combo_4hr 686.29302 5.62 52.18 C12orf41  CL041_HUMAN 4 K.TELGS#QTPESSR.S 29.7 100 5.09E+05 TELGS#QTPESSR 13.3 129 0 0 0 0 Uncharacterized protein C12orf41  35452:71819

686.29677 2 timecourse_ATM_combo_8hr 686.29302 5.46 51.6 C12orf41  CL041_HUMAN 4 K.TELGS#QTPESSR.S 39.0 100 9.94E+05 TELGS#QTPESSR 13.3 129 0 0 0 0 Uncharacterized protein C12orf41  35451:74087

686.297 2 timecourse_ATM_combo_4hr 686.29302 5.8 44.34 C12orf41  CL041_HUMAN 4 K.TELGS#QTPESSR.S 26.0 100 4.92E+05 TELGS#QTPESSR 10.3 129 0,2 0 0 0 0 Uncharacterized protein C12orf41  35453:73459

686.29776 2 combeffx_ATM_comboi 686.29302 6.91 38.87 C12orf41  CL041_HUMAN 4 K.TELGS#QTPESSR.S 3.6 100 2.43E+05 TELGS#QTPESSR 24.8 129 0 0 0 0 Uncharacterized protein C12orf41  35301:29306

834.39477 2 combeffx_ATM_comboi 834.39105 4.46 86.32 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 14.8 100 1.77E+06 AGAANS#QLSTSQPSLR 38.4 53 0 0 0 0 Uncharacterized protein C12orf43  35301:44199

834.3959 2 combeffx_ATM_comboi 834.39105 5.81 86.24 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 18.5 100 2.88E+06 AGAANS#QLSTSQPSLR 38.4 53 0 0 0 0 Uncharacterized protein C12orf43  35300:48260

834.39379 2 combeffx_ATM_MEKi 834.39105 3.28 78.34 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 7.9 100 3.87E+05 AGAANSQLS#TSQPSLR 0 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35296:39211

834.39363 2 timecourse_ATM_combo_2hr 834.39105 3.09 76.25 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 21.8 100 1.13E+06 AGAANSQLS#TSQPSLR 0 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35455:100649

834.39471 2 timecourse_ATM_combo_8hr 834.39105 4.39 73.65 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 49.0 100 4.55E+06 AGAANSQLS#TSQPSLR 0 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35450:106697

834.39436 2 timecourse_ATM_ctrl1 834.39105 3.97 72.96 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 10.7 100 8.36E+05 AGAANSQLS#TSQPSLR 10.3 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35448:107498

834.39477 2 timecourse_ATM_ctrl2 834.39105 4.46 72.42 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 7.1 100 4.12E+05 AGAANSQLS#TSQPSLR 0 56 0,1 0 0 0 0 Uncharacterized protein C12orf43  35447:95695

834.39358 2 timecourse_ATM_combo_4hr 834.39105 3.03 69.28 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 46.0 100 3.66E+06 AGAANS#QLSTSQPSLR 38.4 53 0 0 0 0 Uncharacterized protein C12orf43  35453:106296

834.39427 2 timecourse_ATM_combo_4hr 834.39105 3.86 65.28 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 43.8 100 3.83E+06 AGAANSQLS#TSQPSLR 0 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35452:104381

834.39408 2 timecourse_ATM_combo_1hr 834.39105 3.63 62.87 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 15.8 100 1.10E+06 AGAANSQLS#TSQPSLR 0 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35456:108587

834.39381 2 timecourse_ATM_combo_8hr 834.39105 3.31 59.11 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 52.8 100 5.02E+06 AGAANSQLS#TSQPSLR 0 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35451:107743

834.39538 2 timecourse_ATM_ctrl2 834.39105 5.19 57.33 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 8.1 100 3.25E+05 AGAANSQLS#TSQPSLR 0 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35446:94005

834.39341 2 timecourse_ATM_combo_1hr 834.39105 2.83 57.27 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 14.6 100 1.06E+06 AGAANS#QLSTSQPSLR 38.4 53 0 0 0 0 Uncharacterized protein C12orf43  35457:108410

834.39415 2 timecourse_ATM_ctrl1 834.39105 3.72 55.12 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 10.7 100 8.60E+05 AGAANSQLS#TSQPSLR 0 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35449:109174

834.39507 2 timecourse_ATM_combo_2hr 834.39105 4.82 45.28 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 23.8 100 1.14E+06 AGAANSQLS#TSQPSLR 0 56 ‐3,0 0 0 0 0 Uncharacterized protein C12orf43  35454:100956

798.87729 2 timecourse_ATM_combo_8hr 798.87250 6 39.31 C12orf43  CL043_HUMAN 7 A.GAANS#QLSTSQPSLR.H 3.4 100 1.88E+05 GAANS#QLSTSQPSLR 26.8 53 0 0 0 0 Uncharacterized protein C12orf43  35450:99167

798.87712 2 timecourse_ATM_combo_4hr 798.87250 5.78 26.51 C12orf43  CL043_HUMAN 7 A.GAANS#QLSTSQPSLR.H 3.3 100 1.32E+05 GAANS#QLSTSQPSLR 26.8 53 0 0 0 0 Uncharacterized protein C12orf43  35453:98732

556.59841 3 timecourse_ATM_combo_8hr 556.59646 3.5 22.59 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 13.5 100 9.62E+05 AGAANSQLS#TSQPSLR 26.5 56 0 0 0 0 Uncharacterized protein C12orf43  35451:107753

556.59859 3 timecourse_ATM_combo_4hr 556.59646 3.83 22.3 C12orf43  CL043_HUMAN 4 R.AGAANS#QLSTSQPSLR.H 14.1 100 8.59E+05 AGAANSQLS#TSQPSLR 38.7 56 0 0 0 0 Uncharacterized protein C12orf43  35452:104371

756.3438 2 timecourse_ATM_combo_8hr 756.34050 4.36 20.01 C12orf43  CL043_HUMAN 5 R.AGAANS#QLSTSQPSL.R 18.9 100 1.07E+06 AGAANS#QLSTSQPSL 22 53 0 0 0 0 Uncharacterized protein C12orf43  35450:90313

541.61587 3 timecourse_ATM_ctrl1 541.61355 4.28 47.98 C14orf43  CN043_HUMAN 2 R.RAS#QEANLLTLAQK.A 13.9 100 6.68E+05 RAS#QEANLLTLAQK 116.2 461 0 0 0 0 Uncharacterized protein C14orf43  35449:104237

541.6164 3 timecourse_ATM_ctrl2 541.61355 5.26 47.39 C14orf43  CN043_HUMAN 2 R.RAS#QEANLLTLAQK.A 7.8 100 2.66E+05 RAS#QEANLLTLAQK 119.5 461 0 0 0 0 Uncharacterized protein C14orf43  35447:90794

541.61632 3 timecourse_ATM_ctrl1 541.61355 5.11 45.97 C14orf43  CN043_HUMAN 2 R.RAS#QEANLLTLAQK.A 12.0 100 5.75E+05 RAS#QEANLLTLAQK 113.5 461 0 0 0 0 Uncharacterized protein C14orf43  35448:102669

541.61613 3 timecourse_ATM_combo_1hr 541.61355 4.76 45.56 C14orf43  CN043_HUMAN 2 R.RAS#QEANLLTLAQK.A 8.2 100 2.65E+05 RAS#QEANLLTLAQK 99.8 461 0 0 0 0 Uncharacterized protein C14orf43  35457:103502

541.6165 3 timecourse_ATM_ctrl2 541.61355 5.45 41.86 C14orf43  CN043_HUMAN 2 R.RAS#QEANLLTLAQK.A 10.4 100 3.56E+05 RAS#QEANLLTLAQK 104.2 461 0 0 0 0 Uncharacterized protein C14orf43  35446:89318

541.61644 3 timecourse_ATM_combo_4hr 541.61355 5.34 36.62 C14orf43  CN043_HUMAN 2 R.RAS#QEANLLTLAQK.A 7.1 100 2.88E+05 RAS#QEANLLTLAQK 101.6 461 0 0 0 0 Uncharacterized protein C14orf43  35453:101742

541.61566 3 combeffx_ATM_ctrl 541.61355 3.9 34.91 C14orf43  CN043_HUMAN 2 R.RAS#QEANLLTLAQK.A 11.0 100 1.12E+06 RAS#QEANLLTLAQK 75.1 461 0 0 0 0 Uncharacterized protein C14orf43  35295:42953

541.6154 3 combeffx_ATM_PI3Ki 541.61355 3.42 34.67 C14orf43  CN043_HUMAN 2 R.RAS#QEANLLTLAQK.A 15.9 100 1.37E+06 RAS#QEANLLTLAQK 69.1 461 0 0 0 0 Uncharacterized protein C14orf43  35299:39995

541.61572 3 combeffx_ATM_PI3Ki 541.61355 4.01 31.09 C14orf43  CN043_HUMAN 2 R.RAS#QEANLLTLAQK.A 19.9 100 1.76E+06 RAS#QEANLLTLAQK 60.1 461 0 0 0 0 Uncharacterized protein C14orf43  35298:41411

692.63391 3 combeffx_ATM_comboi 692.63034 5.15 81.35 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 102.8 100 9.02E+06 DSSES#QLASTESDKPTTGR 19.8 69 0 0 0 0 Uncharacterized protein C18orf25  35300:65135

692.63335 3 combeffx_ATM_PI3Ki 692.63034 4.35 79.49 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 44.6 100 2.01E+06 DSSES#QLASTESDKPTTGR 19.8 69 0 0 0 0 Uncharacterized protein C18orf25  35299:55721

692.63253 3 combeffx_ATM_MEKi 692.63034 3.18 76.61 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 29.5 100 1.18E+06 DSSES#QLASTESDKPTTGR 24.4 69 0 0 0 0 Uncharacterized protein C18orf25  35296:51159

692.63311 3 combeffx_ATM_ctrl 692.63034 4 71.27 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 25.2 100 1.42E+06 DSSES#QLASTESDKPTTGR 19.8 69 0 0 0 0 Uncharacterized protein C18orf25  35294:63488

692.63303 3 combeffx_ATM_ctrl 692.63034 3.88 70.56 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 23.5 100 1.48E+06 DSSES#QLASTESDKPTTGR 34.1 69 0 0 0 0 Uncharacterized protein C18orf25  35295:61314

692.63423 3 timecourse_ATM_combo_4hr 692.63034 5.62 66.33 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 163.2 100 4.03E+06 DSSES#QLASTESDKPTTGR 17.9 69 0 0 0 0 Uncharacterized protein C18orf25  35452:136997

692.63274 3 combeffx_ATM_MEKi 692.63034 3.47 65.05 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 28.4 100 8.51E+05 DSSES#QLASTESDKPTTGR 31 69 0 0 0 0 Uncharacterized protein C18orf25  35297:46892

692.63379 3 combeffx_ATM_comboi 692.63034 4.98 64.71 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 118.3 100 6.91E+06 DSSES#QLASTESDKPTTGR 28.7 69 0 0 0 0 Uncharacterized protein C18orf25  35301:59857

654.28995 3 timecourse_ATM_combo_8hr 654.28802 2.95 64.69 C18orf25  CR025_HUMAN 0 D.SSES#QLASTESDKPTTGR.V 8.5 100 3.21E+05 SSES#QLASTESDKPTTGR 10.9 69 ‐3,0 0 0 0 0 Uncharacterized protein C18orf25  35450:131803

744.66724 3 combeffx_ATM_MEKi 744.66404 4.3 62.77 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 13.0 100 6.07E+05 RDSSES#QLASTESDKPTTGR 11 69 ‐2,0 0 0 0 0 Uncharacterized protein C18orf25  35296:53549

692.63378 3 timecourse_ATM_combo_2hr 692.63034 4.97 62.67 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 64.1 100 1.25E+06 DSSES#QLASTESDKPTTGR 22 69 0 0 0 0 Uncharacterized protein C18orf25  35455:133230

744.66792 3 combeffx_ATM_PI3Ki 744.66404 5.21 55.9 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 34.3 100 1.60E+06 RDSSES#QLASTESDKPTTGR 11 69 ‐2,0 0 0 0 0 Uncharacterized protein C18orf25  35298:61876

744.66747 3 combeffx_ATM_PI3Ki 744.66404 4.61 55.72 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 25.0 100 1.26E+06 RDSSES#QLASTESDKPTTGR 12.7 69 ‐2,0 0 0 0 0 Uncharacterized protein C18orf25  35299:58754

692.63431 3 timecourse_ATM_combo_8hr 692.63034 5.73 55.02 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 135.6 100 4.43E+06 DSSES#QLASTESDKPTTGR 24.4 69 0 0 0 0 Uncharacterized protein C18orf25  35451:141941

692.63392 3 timecourse_ATM_combo_1hr 692.63034 5.17 53.56 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 67.0 100 2.00E+06 DSSES#QLASTESDKPTTGR 22 69 0 0 0 0 Uncharacterized protein C18orf25  35457:143460

1156.48021 2 combeffx_ATM_PI3Ki 1156.47558 4 52.43 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 29.5 100 1.23E+06 RDS#SES#QLASTESDKPTTGR 19.3 66 21.3 69 0 0 Uncharacterized protein C18orf25  35298:63346

692.63258 3 timecourse_ATM_ctrl1 692.63034 3.23 52.14 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 14.8 100 7.31E+05 DSSES#QLASTESDKPTTGR 17.9 69 0 0 0 0 Uncharacterized protein C18orf25  35448:141248

692.63424 3 timecourse_ATM_combo_2hr 692.63034 5.63 51.82 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 62.7 100 1.27E+06 DSSES#QLASTESDKPTTGR 26.3 69 0 0 0 0 Uncharacterized protein C18orf25  35454:133005

744.66524 3 timecourse_ATM_combo_1hr 744.66404 1.62 51.13 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 45.4 100 1.92E+06 RDSSES#QLASTESDKPTTGR 16.2 69 0 0 0 0 Uncharacterized protein C18orf25  35457:152165

771.32334 3 combeffx_ATM_ctrl 771.31948 5 50.89 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 290.2 100 3.41E+07 RDS#SES#QLASTESDKPTTGR 14.5 66 15 69 0 0 Uncharacterized protein C18orf25  35294:68258

692.63392 3 timecourse_ATM_combo_4hr 692.63034 5.17 50.15 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 166.1 100 4.09E+06 DSSES#QLASTESDKPTTGR 13.8 69 0 0 0 0 Uncharacterized protein C18orf25  35453:139697

771.32237 3 combeffx_ATM_ctrl 771.31948 3.75 50.14 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 299.4 100 3.75E+07 RDS#SES#QLASTESDKPTTGR 17 66 9.6 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35295:66307

744.66853 3 combeffx_ATM_comboi 744.66404 6.03 49.66 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 65.7 100 4.11E+06 RDSSES#QLASTESDKPTTGR 16.2 69 0 0 0 0 Uncharacterized protein C18orf25  35301:63069

744.66735 3 combeffx_ATM_MEKi 744.66404 4.45 49.58 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 10.7 100 4.22E+05 RDSSES#QLASTESDKPTTGR 15 69 0 0 0 0 Uncharacterized protein C18orf25  35297:49048

744.66796 3 combeffx_ATM_ctrl 744.66404 5.28 49.36 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 15.3 100 1.11E+06 RDSSES#QLASTESDKPTTGR 12.7 69 ‐3,0 0 0 0 0 Uncharacterized protein C18orf25  35294:66738

744.66858 3 combeffx_ATM_comboi 744.66404 6.1 48.54 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 70.6 100 5.85E+06 RDSSES#QLASTESDKPTTGR 13.3 69 0 0 0 0 Uncharacterized protein C18orf25  35300:68811

744.66503 3 timecourse_ATM_combo_8hr 744.66404 1.33 47.59 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 67.0 100 4.09E+06 RDSSES#QLASTESDKPTTGR 9.6 69 ‐3,0 0 0 0 0 Uncharacterized protein C18orf25  35451:151870

692.63448 3 timecourse_ATM_combo_1hr 692.63034 5.98 46.47 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 69.9 100 1.95E+06 DSSES#QLASTESDKPTTGR 34.1 69 0 0 0 0 Uncharacterized protein C18orf25  35456:143209

654.29138 3 combeffx_ATM_comboi 654.28802 5.14 46.45 C18orf25  CR025_HUMAN 0 D.SSES#QLASTESDKPTTGR.V 7.9 100 7.92E+05 SSES#QLASTESDKPTTGR 10.9 69 ‐3,0 0 0 0 0 Uncharacterized protein C18orf25  35300:60842

744.66553 3 timecourse_ATM_combo_4hr 744.66404 2 45.84 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 83.1 100 3.60E+06 RDSSES#QLASTESDKPTTGR 6.1 69 ‐2,0 0 0 0 0 Uncharacterized protein C18orf25  35452:146046



692.63446 3 timecourse_ATM_combo_8hr 692.63034 5.95 45.77 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 134.6 100 4.42E+06 DSSES#QLASTESDKPTTGR 10.9 69 ‐2,0 0 0 0 0 Uncharacterized protein C18orf25  35450:140043

692.63207 3 timecourse_ATM_ctrl1 692.63034 2.5 45.68 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 24.0 100 1.00E+06 DSSES#QLASTESDKPTTGR 24.8 69 0 0 0 0 Uncharacterized protein C18orf25  35449:143441

744.66582 3 timecourse_ATM_combo_1hr 744.66404 2.39 45.41 C18orf25  CR025_HUMAN 0 R.RDSS#ESQLASTESDKPTTGR.V 39.3 100 1.79E+06 RDSSES#QLASTESDKPTTGR 16.2 69 0 0 0 0 Uncharacterized protein C18orf25  35456:152077

744.66546 3 timecourse_ATM_combo_8hr 744.66404 1.91 45.41 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 67.5 100 3.76E+06 RDSSES#QLASTESDKPTTGR 9.6 69 ‐3,0 0 0 0 0 Uncharacterized protein C18orf25  35450:149900

692.63353 3 timecourse_ATM_ctrl2 692.63034 4.61 45.03 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 19.1 100 6.29E+05 DSSES#QLASTESDKPTTGR 22 69 0 0 0 0 Uncharacterized protein C18orf25  35446:126782

744.66536 3 timecourse_ATM_combo_2hr 744.66404 1.77 44.58 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 41.7 100 1.19E+06 RDSSES#QLASTESDKPTTGR 21.8 69 0 0 0 0 Uncharacterized protein C18orf25  35455:141811

744.66512 3 timecourse_ATM_combo_4hr 744.66404 1.45 44.35 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 84.6 100 3.73E+06 RDSSES#QLASTESDKPTTGR 12.7 69 ‐2,0 0 0 0 0 Uncharacterized protein C18orf25  35453:148511

771.32265 3 combeffx_ATM_ctrl 771.31948 4.11 44.33 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 306.5 100 3.39E+07 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 12.7 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35294:68238

692.63272 3 timecourse_ATM_ctrl2 692.63034 3.44 44.16 C18orf25  CR025_HUMAN 0 R.DSSES#QLASTESDKPTTGR.V 15.4 100 6.09E+05 DSSES#QLASTESDKPTTGR 19.8 69 0 0 0 0 Uncharacterized protein C18orf25  35447:129307

771.32476 3 timecourse_ATM_ctrl2 771.31948 6.85 43.68 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 780.1 100 2.44E+07 RDS#SES#QLASTESDKPTTGR 21.8 66 7.6 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35446:138812

744.66782 3 combeffx_ATM_ctrl 744.66404 5.08 43.39 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 17.7 100 1.17E+06 RDSSES#QLASTESDKPTTGR 18 69 0 0 0 0 Uncharacterized protein C18orf25  35295:64697

771.32378 3 timecourse_ATM_combo_4hr 771.31948 5.57 42.76 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 557.3 100 2.18E+07 RDS#SES#QLASTESDKPTTGR 14.9 66 16.2 69 0 0 Uncharacterized protein C18orf25  35453:151671

744.66596 3 timecourse_ATM_combo_2hr 744.66404 2.58 42.48 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 37.8 100 1.05E+06 RDSSES#QLASTESDKPTTGR 16.2 69 0 0 0 0 Uncharacterized protein C18orf25  35454:141611

796.31377 2 timecourse_ATM_combo_8hr 796.30959 5.25 40.14 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESD.K 5.0 100 9.22E+04 RDSSES#QLASTESD 24.8 69 0 0 0 0 Uncharacterized protein C18orf25  35450:98707

771.3236 3 combeffx_ATM_comboi 771.31948 5.34 39.57 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 324.5 100 3.14E+07 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 14.7 69 0 0 Uncharacterized protein C18orf25  35301:64489

771.323 3 timecourse_ATM_combo_1hr 771.31948 4.56 38.6 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 663.3 100 2.73E+07 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 8.5 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35457:155255

771.3222 3 combeffx_ATM_PI3Ki 771.31948 3.53 37.8 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 508.9 100 3.59E+07 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 12.7 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35299:60084

771.32261 3 combeffx_ATM_MEKi 771.31948 4.06 37.54 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 107.8 100 9.10E+06 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 11 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35296:54819

1156.48144 2 combeffx_ATM_ctrl 1156.47558 5.07 36.13 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 19.7 100 9.62E+05 RDSS#ES#QLASTESDKPTTGR 16.2 67 30.7 69 0 0 Uncharacterized protein C18orf25  35294:68268

771.32234 3 combeffx_ATM_MEKi 771.31948 3.71 35.92 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 119.6 100 9.10E+06 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 12.2 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35296:54809

771.32428 3 timecourse_ATM_ctrl2 771.31948 6.22 35.1 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 781.2 100 2.57E+07 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 9.6 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35447:141403

1156.48177 2 timecourse_ATM_ctrl1 1156.47558 5.35 33.59 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 65.2 100 1.91E+06 RDS#SES#QLASTESDKPTTGR 8.6 66 0,1 23.3 69 0 0 Uncharacterized protein C18orf25  35448:153200

771.32222 3 combeffx_ATM_PI3Ki 771.31948 3.55 33.42 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 685.0 100 5.27E+07 RDS#SES#QLASTESDKPTTGR 17 66 12.2 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35298:63336

771.32358 3 timecourse_ATM_combo_2hr 771.31948 5.32 33.41 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 491.8 100 1.33E+07 RDS#SES#QLASTESDKPTTGR 14 66 16.2 69 0 0 Uncharacterized protein C18orf25  35455:144821

771.32284 3 combeffx_ATM_PI3Ki 771.31948 4.36 32.69 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 672.7 100 5.23E+07 RDS#SES#QLASTESDKPTTGR 9.8 66 0,1 15 69 0 0 Uncharacterized protein C18orf25  35298:63366

771.32307 3 timecourse_ATM_combo_8hr 771.31948 4.65 32.44 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 346.6 100 1.89E+07 RDS#SES#QLASTESDKPTTGR 15.9 66 20.2 69 0 0 Uncharacterized protein C18orf25  35450:153130

771.32275 3 combeffx_ATM_ctrl 771.31948 4.24 32.25 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 269.0 100 3.79E+07 RDS#SES#QLASTESDKPTTGR 7.7 66 0,1 4.1 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35295:66327

771.32304 3 combeffx_ATM_MEKi 771.31948 4.62 32.04 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 104.9 100 7.10E+06 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 16.2 69 0 0 Uncharacterized protein C18orf25  35297:50148

771.32407 3 timecourse_ATM_ctrl1 771.31948 5.95 31.76 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 972.0 100 5.27E+07 RDS#S#ESQLASTESDKPTTGR 9.1 66 0,3 0 67 0,2 0 0 Uncharacterized protein C18orf25  35448:153220

771.32357 3 combeffx_ATM_comboi 771.31948 5.3 31.73 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 303.3 100 3.21E+07 RDS#SES#QLASTESDKPTTGR 7.7 66 0,1 7.6 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35301:64479

744.66703 3 timecourse_ATM_ctrl1 744.66404 4.02 31.72 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 9.7 100 7.22E+05 RDSSES#QLASTESDKPTTGR 6.8 69 ‐3,0 0 0 0 0 Uncharacterized protein C18orf25  35448:149710

744.66778 3 combeffx_ATM_PI3Ki 744.66404 5.02 31.6 C18orf25  CR025_HUMAN 0 R.RDSSES#QLASTESDKPTTGR.V 32.9 100 1.60E+06 RDSSES#QLASTESDKPTTGR 9.6 69 ‐2,0 0 0 0 0 Uncharacterized protein C18orf25  35298:61866

797.97959 3 timecourse_ATM_ctrl2 797.97492 5.85 31.39 C18orf25  CR025_HUMAN 0 R.RDS#S#ES#QLASTESDKPTTGR.V 18.1 100 1.54E+06 RDS#S#ES#QLASTESDKPTTGR 69.3 66 59.5 67 59 69 Uncharacterized protein C18orf25  35446:142262

771.32309 3 timecourse_ATM_ctrl1 771.31948 4.68 31.04 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 937.1 100 5.51E+07 RDS#S#ESQLASTESDKPTTGR 8.6 66 0,3 4.1 67 0,2 0 0 Uncharacterized protein C18orf25  35449:155569

771.32283 3 combeffx_ATM_MEKi 771.31948 4.34 30.81 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 97.0 100 7.10E+06 RDS#SES#QLASTESDKPTTGR 24.2 66 12.7 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35297:50128

771.32301 3 combeffx_ATM_PI3Ki 771.31948 4.58 30.2 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 514.2 100 4.10E+07 RDS#SES#QLASTESDKPTTGR 18.3 66 7.6 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35299:60094

771.32335 3 combeffx_ATM_comboi 771.31948 5.03 29.92 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 326.1 100 3.19E+07 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 12.7 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35301:64469

1156.48158 2 timecourse_ATM_combo_4hr 1156.47558 5.19 29.66 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 37.2 100 7.62E+05 RDS#SES#QLASTESDKPTTGR 10.3 66 0,1 22.2 69 0 0 Uncharacterized protein C18orf25  35453:151661

797.97898 3 timecourse_ATM_combo_8hr 797.97492 5.09 29.3 C18orf25  CR025_HUMAN 0 R.RDS#S#ES#QLASTESDKPTTGR.V 24.2 100 1.77E+06 RDS#S#ES#QLASTESDKPTTGR 69.3 66 52.4 67 45.5 69 Uncharacterized protein C18orf25  35451:158730

797.97911 3 timecourse_ATM_combo_8hr 797.97492 5.25 28.81 C18orf25  CR025_HUMAN 0 R.RDS#S#ES#QLASTESDKPTTGR.V 28.5 100 1.66E+06 RDS#S#ES#QLASTESDKPTTGR 56.1 66 48 67 48.9 69 Uncharacterized protein C18orf25  35450:156650

771.32285 3 combeffx_ATM_ctrl 771.31948 4.37 28.17 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 297.9 100 3.41E+07 RDS#SES#QLASTESDKPTTGR 21.8 66 15 69 0 0 Uncharacterized protein C18orf25  35294:68248

719.28957 3 timecourse_ATM_combo_2hr 719.28578 5.27 27.96 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTG.R 9.1 100 1.46E+05 RDS#S#ESQLASTESDKPTTG 2.5 66 0,3 3.5 67 0,2 0 0 Uncharacterized protein C18orf25  35454:138501

1156.47994 2 timecourse_ATM_combo_8hr 1156.47558 3.77 27.82 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 24.1 100 6.89E+05 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 7.5 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35451:155180

1156.4804 2 timecourse_ATM_ctrl1 1156.47558 4.17 27.29 C18orf25  CR025_HUMAN 0 R.RDS#SESQLASTESDKPTT#GR.V 68.8 100 2.25E+06 RDS#SES#QLASTESDKPTTGR 26.4 66 24.8 69 0 0 Uncharacterized protein C18orf25  35449:155559

797.9785 3 timecourse_ATM_ctrl1 797.97492 4.49 26.88 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLAS#TESDKPTTGR.V 18.0 100 2.45E+06 RDS#SES#QLASTES#DKPTTGR 13.2 66 8.5 69 ‐2,0 18.3 76 Uncharacterized protein C18orf25  35449:159029

771.32442 3 timecourse_ATM_combo_1hr 771.31948 6.4 25.34 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 650.8 100 2.70E+07 RDS#SES#QLASTESDKPTTGR 17 66 13.3 69 0 0 Uncharacterized protein C18orf25  35456:155287

771.32268 3 combeffx_ATM_ctrl 771.31948 4.15 25 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 263.5 100 3.76E+07 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 10.4 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35295:66317

1156.48105 2 timecourse_ATM_combo_2hr 1156.47558 4.73 24.91 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 27.9 100 4.52E+05 RDS#SES#QLASTESDKPTTGR 9.3 66 0,1 15.5 69 0 0 Uncharacterized protein C18orf25  35455:144811

771.32381 3 timecourse_ATM_combo_4hr 771.31948 5.61 24.88 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 526.7 100 2.16E+07 RDS#SES#QLASTESDKPTTGR 21.8 66 2.2 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35452:149050

771.32395 3 timecourse_ATM_ctrl1 771.31948 5.8 24.78 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 1064.6 100 5.27E+07 RDS#S#ESQLASTESDKPTTGR 10.9 66 0,3 4.9 67 0,2 0 0 Uncharacterized protein C18orf25  35448:153210

771.32285 3 combeffx_ATM_MEKi 771.31948 4.38 23.94 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 100.7 100 7.10E+06 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 7.6 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35297:50138

1156.48231 2 timecourse_ATM_combo_2hr 1156.47558 5.82 23.42 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 25.4 100 4.84E+05 RDS#SES#QLASTESDKPTTGR 16.2 66 22 69 0 0 Uncharacterized protein C18orf25  35454:144431

1156.48175 2 timecourse_ATM_combo_4hr 1156.47558 5.34 22.67 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 25.9 100 6.76E+05 RDS#SES#QLASTESDKPTTGR 28.9 66 21.3 69 0 0 Uncharacterized protein C18orf25  35452:149040

1156.4829 2 timecourse_ATM_ctrl2 1156.47558 6.33 22.55 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 33.6 100 6.10E+05 RDSS#ES#QLASTESDKPTTGR 9.3 67 ‐1,0 13.4 69 0 0 Uncharacterized protein C18orf25  35446:138802

1156.48051 2 timecourse_ATM_combo_1hr 1156.47558 4.26 21.99 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 36.5 100 9.29E+05 RDS#SES#QLASTESDKPTTGR 16.2 66 24.1 69 0 0 Uncharacterized protein C18orf25  35457:155245

771.32351 3 combeffx_ATM_comboi 771.31948 5.22 21.48 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 347.7 100 4.19E+07 RDS#SES#QLASTESDKPTTGR 11.5 66 0,1 6.1 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35300:70421

1078.43163 2 timecourse_ATM_combo_2hr 1078.42503 6.12 21.37 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTG.R 4.7 100 4.48E+04 RDSS#ES#QLASTESDKPTTG 0 67 ‐1,0 15.2 69 0 0 Uncharacterized protein C18orf25  35454:138511

797.97859 3 timecourse_ATM_ctrl2 797.97492 4.61 20.38 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTT#GR.V 12.3 100 1.54E+06 RDS#SES#QLASTES#DKPTTGR 24.4 66 7.6 69 ‐2,0 20.2 76 Uncharacterized protein C18orf25  35447:144873

771.32274 3 timecourse_ATM_combo_8hr 771.31948 4.23 19.72 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 381.5 100 2.07E+07 RDS#SES#QLASTESDKPTTGR 14.5 66 8.5 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35451:155190

797.97943 3 timecourse_ATM_ctrl1 797.97492 5.65 19.19 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLAS#TESDKPTTGR.V 17.9 100 2.71E+06 RDS#S#ESQLAS#TESDKPTTGR 13.2 66 6 67 0,2 8.7 73 0,1 Uncharacterized protein C18orf25  35448:156590

797.97946 3 timecourse_ATM_combo_1hr 797.97492 5.69 18.12 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLAS#TESDKPTTGR.V 24.8 100 1.71E+06 RDS#SES#QLAST#ESDKPTTGR 13.2 66 4.9 69 ‐2,0 8.5 74 0,2 Uncharacterized protein C18orf25  35456:158477

719.29006 3 timecourse_ATM_ctrl2 719.28578 5.95 17.09 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTG.R 6.6 94 2.56E+05 RDS#S#ESQLASTESDKPTTG 16.2 66 13.3 67 0 0 Uncharacterized protein C18orf25  35446:132023

1156.48242 2 timecourse_ATM_ctrl2 1156.47558 5.91 15.03 C18orf25  CR025_HUMAN 0 R.RDSS#ES#QLASTESDKPTTGR.V 41.0 100 8.28E+05 RDS#SES#QLASTESDKPTTGR 22.9 66 7.5 69 ‐2,0 0 0 Uncharacterized protein C18orf25  35447:141393

771.32266 3 combeffx_ATM_PI3Ki 771.31948 4.12 14.27 C18orf25  CR025_HUMAN 0 R.RDS#S#ESQLASTESDKPTTGR.V 701.3 100 5.18E+07 RDSS#ES#QLASTESDKPTTGR 0 67 ‐1,0 8.7 69 ‐3,0 0 0 Uncharacterized protein C18orf25  35298:63356

826.39775 2 timecourse_ATM_combo_4hr 826.39358 5.06 80.04 C19orf29  CS029_HUMAN 1 R.AAAAALS#QQQSLQER.L 24.0 100 1.03E+06 AAAAALS#QQQSLQER 65 135 0 0 0 0 Uncharacterized protein C19orf29  35452:102601

826.39783 2 timecourse_ATM_combo_8hr 826.39358 5.14 74.8 C19orf29  CS029_HUMAN 1 R.AAAAALS#QQQSLQER.L 36.5 100 1.71E+06 AAAAALS#QQQSLQER 65 135 0 0 0 0 Uncharacterized protein C19orf29  35450:104957

826.39738 2 timecourse_ATM_combo_8hr 826.39358 4.6 74.51 C19orf29  CS029_HUMAN 1 R.AAAAALS#QQQSLQER.L 37.7 100 1.92E+06 AAAAALS#QQQSLQER 63.8 135 0 0 0 0 Uncharacterized protein C19orf29  35451:105983

826.39791 2 combeffx_ATM_comboi 826.39358 5.24 70.57 C19orf29  CS029_HUMAN 1 R.AAAAALS#QQQSLQER.L 11.4 100 9.79E+05 AAAAALS#QQQSLQER 65 135 0 0 0 0 Uncharacterized protein C19orf29  35301:43294

551.26707 3 timecourse_ATM_combo_8hr 551.26481 4.1 46.37 C19orf29  CS029_HUMAN 1 R.AAAAALS#QQQSLQER.L 13.6 100 5.29E+05 AAAAALS#QQQSLQER 65.5 135 0 0 0 0 Uncharacterized protein C19orf29  35450:104937

551.26716 3 timecourse_ATM_combo_8hr 551.26481 4.26 43.67 C19orf29  CS029_HUMAN 1 R.AAAAALS#QQQSLQER.L 13.7 100 4.40E+05 AAAAALS#QQQSLQER 64.1 135 0 0 0 0 Uncharacterized protein C19orf29  35451:105963

551.26695 3 timecourse_ATM_combo_4hr 551.26481 3.88 27.47 C19orf29  CS029_HUMAN 1 R.AAAAALS#QQQSLQER.L 7.2 100 2.49E+05 AAAAALS#QQQSLQER 29.2 135 0 0 0 0 Uncharacterized protein C19orf29  35452:102591

709.30099 2 timecourse_ATM_combo_8hr 709.29777 4.54 73.88 C1orf131  CA131_HUMAN 2 R.DVDT#QEFNLEK.A 13.7 100 7.68E+05 DVDT#QEFNLEK 1000 163 0 0 0 0 Uncharacterized protein C1orf131  35451:79630

709.30086 2 timecourse_ATM_combo_4hr 709.29777 4.36 56.53 C1orf131  CA131_HUMAN 2 R.DVDT#QEFNLEK.A 8.5 100 3.58E+05 DVDT#QEFNLEK 1000 163 0 0 0 0 Uncharacterized protein C1orf131  35453:78894

709.30134 2 timecourse_ATM_combo_4hr 709.29777 5.03 48.79 C1orf131  CA131_HUMAN 2 R.DVDT#QEFNLEK.A 7.9 100 3.66E+05 DVDT#QEFNLEK 1000 163 0 0 0 0 Uncharacterized protein C1orf131  35452:77246

709.30127 2 timecourse_ATM_combo_8hr 709.29777 4.93 44.73 C1orf131  CA131_HUMAN 2 R.DVDT#QEFNLEK.A 12.7 94 7.23E+05 DVDT#QEFNLEK 1000 163 0 0 0 0 Uncharacterized protein C1orf131  35450:79123

1048.16776 3 combeffx_ATM_MEKi 1048.16358 3.99 134.2 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 8.0 92 3.22E+05 S#QMEFSISALSIQEPSNGTAASEPRPLSK 113.4 129 0 0 0 0 Uncharacterized protein C1orf198  35297:56508

1048.16861 3 combeffx_ATM_comboi 1048.16358 4.8 132.77 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 28.6 100 3.18E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 101.1 129 0 0 0 0 Uncharacterized protein C1orf198  35301:74569

1048.1692 3 combeffx_ATM_comboi 1048.16358 5.36 127.82 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 31.7 100 5.14E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 113.4 129 0 0 0 0 Uncharacterized protein C1orf198  35300:82201

1048.16776 3 combeffx_ATM_PI3Ki 1048.16358 3.99 122.79 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 24.5 100 1.99E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 78.3 129 0 0 0 0 Uncharacterized protein C1orf198  35298:72636

1048.16757 3 combeffx_ATM_PI3Ki 1048.16358 3.81 120.14 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 19.5 100 1.28E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 85.5 129 0 0 0 0 Uncharacterized protein C1orf198  35299:68584

1048.17027 3 timecourse_ATM_combo_8hr 1048.16358 6.38 101.76 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 46.4 100 3.91E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 113.4 129 0 0 0 0 Uncharacterized protein C1orf198  35450:177390

1048.17075 3 timecourse_ATM_ctrl1 1048.16358 6.84 101.36 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 44.1 100 2.61E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 88.8 129 0 0 0 0 Uncharacterized protein C1orf198  35448:174350

1048.17005 3 timecourse_ATM_combo_1hr 1048.16358 6.18 96.03 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 82.6 100 5.22E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 101.1 129 0 0 0 0 Uncharacterized protein C1orf198  35457:178015

1048.16945 3 timecourse_ATM_ctrl1 1048.16358 5.6 90.35 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 47.4 100 2.66E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 59.2 129 0 0 0 0 Uncharacterized protein C1orf198  35449:177139

1048.17004 3 timecourse_ATM_combo_4hr 1048.16358 6.16 86.65 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 92.4 100 6.50E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 67.9 129 0 0 0 0 Uncharacterized protein C1orf198  35453:175771

1048.17039 3 timecourse_ATM_ctrl2 1048.16358 6.5 83.1 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 70.6 100 3.63E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 67.9 129 0 0 0 0 Uncharacterized protein C1orf198  35447:164633

1048.17076 3 timecourse_ATM_combo_4hr 1048.16358 6.85 81.64 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 78.2 100 5.77E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 92.3 129 0 0 0 0 Uncharacterized protein C1orf198  35452:172410

1048.17141 3 timecourse_ATM_combo_1hr 1048.16358 7.47 80.4 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 79.4 100 5.06E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 88.8 129 0 0 0 0 Uncharacterized protein C1orf198  35456:177336

1048.16978 3 timecourse_ATM_combo_2hr 1048.16358 5.92 70.89 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 42.4 100 1.72E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 113.4 129 0 0 0 0 Uncharacterized protein C1orf198  35454:165691

1048.17061 3 timecourse_ATM_ctrl2 1048.16358 6.71 65.78 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 58.3 100 3.14E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 88.8 129 0 0 0 0 Uncharacterized protein C1orf198  35446:161172

1048.17012 3 timecourse_ATM_combo_2hr 1048.16358 6.24 65.57 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 41.2 100 1.83E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 53 129 0 0 0 0 Uncharacterized protein C1orf198  35455:166931

1048.17129 3 timecourse_ATM_combo_8hr 1048.16358 7.36 63.63 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 48.8 100 4.39E+06 S#QMEFSISALSIQEPSNGTAASEPRPLSK 70.9 129 0 0 0 0 Uncharacterized protein C1orf198  35451:180030

786.38003 4 timecourse_ATM_combo_4hr 786.37450 7.03 27.7 C1orf198  CA198_HUMAN 3 K.SQMEFSIS#ALSIQEPSNGTAASEPRPLSK.A 7.8 100 4.32E+05 S#QMEFSISALSIQEPSNGTAASEPRPLSK 33.6 129 0 0 0 0 Uncharacterized protein C1orf198  35452:172420

786.38016 4 timecourse_ATM_combo_1hr 786.37450 7.2 22.91 C1orf198  CA198_HUMAN 3 K.S#QMEFSISALSIQEPSNGTAASEPRPLSK.A 5.4 100 2.72E+05 S#QMEFSISALSIQEPSNGTAASEPRPLSK 48.7 129 0 0 0 0 Uncharacterized protein C1orf198  35456:177326

902.38425 2 combeffx_ATM_comboi 902.37963 5.12 49.42 C1orf21  CA021_HUMAN 1 R.ANMHISES#QQEFFR.M 15.6 100 2.30E+06 ANMHISES#QQEFFR 42.6 95 0 0 0 0 Uncharacterized protein C1orf21  35300:54806

902.38452 2 timecourse_ATM_combo_4hr 902.37963 5.42 46.53 C1orf21  CA021_HUMAN 1 R.ANMHISES#QQEFFR.M 3.1 100 2.51E+05 ANMHISES#QQEFFR 57.8 95 0 0 0 0 Uncharacterized protein C1orf21  35452:116334

902.38393 2 timecourse_ATM_combo_4hr 902.37963 4.77 37.9 C1orf21  CA021_HUMAN 1 R.ANMHIS#ESQQEFFR.M 4.0 100 3.64E+05 ANMHISES#QQEFFR 21.3 95 0 0 0 0 Uncharacterized protein C1orf21  35453:118555

601.92483 3 combeffx_ATM_comboi 601.92218 4.4 35.45 C1orf21  CA021_HUMAN 1 R.ANMHISES#QQEFFR.M 98.9 100 1.43E+07 ANMHISES#QQEFFR 29.9 95 0 0 0 0 Uncharacterized protein C1orf21  35300:54796

601.92439 3 combeffx_ATM_MEKi 601.92218 3.67 25.87 C1orf21  CA021_HUMAN 1 R.ANMHIS#ESQQEFFR.M 25.2 100 1.33E+06 ANMHISES#QQEFFR 14.7 95 0 0 0 0 Uncharacterized protein C1orf21  35296:43777

601.92441 3 combeffx_ATM_ctrl 601.92218 3.7 25.68 C1orf21  CA021_HUMAN 1 R.ANMHISES#QQEFFR.M 24.0 100 2.15E+06 ANMHISES#QQEFFR 18 95 0 0 0 0 Uncharacterized protein C1orf21  35295:51709

902.38514 2 timecourse_ATM_combo_1hr 902.37963 6.11 25.12 C1orf21  CA021_HUMAN 1 R.ANMHISES#QQEFFR.M 4.3 100 2.34E+05 ANMHISES#QQEFFR 33.7 95 0 0 0 0 Uncharacterized protein C1orf21  35456:121261

607.25685 3 combeffx_ATM_comboi 607.25382 4.99 25.07 C1orf21  CA021_HUMAN 1 R.ANM*HISES#QQEFFR.M 21.1 100 4.00E+06 ANM*HISES#QQEFFR 22 95 0 0 0 0 Uncharacterized protein C1orf21  35300:55557

601.92407 3 combeffx_ATM_PI3Ki 601.92218 3.14 21.5 C1orf21  CA021_HUMAN 1 R.ANMHISES#QQEFFR.M 39.1 100 4.19E+06 ANMHISES#QQEFFR 18 95 0 0 0 0 Uncharacterized protein C1orf21  35298:49517

702.78772 2 timecourse_ATM_combo_4hr 702.78364 5.81 65.84 C1orf55  CA055_HUMAN 1 R.MVTETEET#QEK.K 12.9 100 2.07E+05 MVTETEET#QEK 46.2 319 0 0 0 0 UPF0667 protein C1orf55  35453:77554

702.78773 2 timecourse_ATM_combo_4hr 702.78364 5.82 60.29 C1orf55  CA055_HUMAN 1 R.MVTETEET#QEK.K 13.6 100 2.07E+05 MVTETEET#QEK 49.6 319 0 0 0 0 UPF0667 protein C1orf55  35452:76036

702.78816 2 timecourse_ATM_combo_1hr 702.78364 6.43 53.64 C1orf55  CA055_HUMAN 1 R.MVTETEET#QEK.K 7.9 100 1.09E+05 MVTETEET#QEK 53.5 319 0 0 0 0 UPF0667 protein C1orf55  35456:78619

702.7881 2 timecourse_ATM_combo_8hr 702.78364 6.35 50.45 C1orf55  CA055_HUMAN 1 R.MVTETEET#QEK.K 10.5 100 2.07E+05 MVTETEET#QEK 46.2 319 0 0 0 0 UPF0667 protein C1orf55  35450:77813

702.78824 2 timecourse_ATM_ctrl1 702.78364 6.55 44.69 C1orf55  CA055_HUMAN 1 R.MVTETEET#QEK.K 6.5 100 6.91E+04 MVTETEET#QEK 41.3 319 0 0 0 0 UPF0667 protein C1orf55  35448:78477

766.83499 2 timecourse_ATM_combo_8hr 766.83111 5.06 44.31 C1orf55  CA055_HUMAN 1 R.MVTETEET#QEKK.A 5.7 100 1.03E+05 MVTETEET#QEKK 29.6 319 0 0 0 0 UPF0667 protein C1orf55  35450:92885

702.78681 2 timecourse_ATM_combo_1hr 702.78364 4.51 38.1 C1orf55  CA055_HUMAN 1 R.MVTETEET#QEK.K 6.8 100 8.87E+04 MVTETEET#QEK 30.7 319 0 0 0 0 UPF0667 protein C1orf55  35457:78926

766.83518 2 timecourse_ATM_combo_4hr 766.83111 5.31 30.39 C1orf55  CA055_HUMAN 1 R.MVTETEET#QEKK.A 6.3 100 8.32E+04 MVTETEET#QEKK 25.9 319 0 0 0 0 UPF0667 protein C1orf55  35453:92452

766.83466 2 timecourse_ATM_combo_8hr 766.83111 4.63 27.46 C1orf55  CA055_HUMAN 1 R.MVTETEET#QEKK.A 5.8 100 1.04E+05 MVTETEET#QEKK 17.1 319 0 0 0 0 UPF0667 protein C1orf55  35451:93785

646.31661 2 timecourse_ATM_ctrl1 646.31336 5.03 42.46 C3  CO3_HUMAN 1 K.KGYT#QQLAFR.Q 10.6 100 3.47E+05 KGYT#QQLAFR 22.9 1054 0 0 0 0 Complement C3  35449:65168

646.31619 2 timecourse_ATM_combo_1hr 646.31336 4.38 37.5 C3  CO3_HUMAN 1 K.KGYT#QQLAFR.Q 10.5 100 3.25E+05 KGYT#QQLAFR 21.5 1054 0 0 0 0 Complement C3  35457:64495

646.3173 2 timecourse_ATM_ctrl1 646.31336 6.1 35.8 C3  CO3_HUMAN 1 K.KGYT#QQLAFR.Q 11.0 100 3.41E+05 KGYT#QQLAFR 9.3 1054 ‐1,0 0 0 0 0 Complement C3  35448:64382

646.31621 2 timecourse_ATM_combo_2hr 646.31336 4.41 33.51 C3  CO3_HUMAN 1 K.KGYT#QQLAFR.Q 8.4 100 1.67E+05 KGYT#QQLAFR 10.3 1054 ‐1,0 0 0 0 0 Complement C3  35455:60030

646.31666 2 timecourse_ATM_combo_2hr 646.31336 5.11 33.45 C3  CO3_HUMAN 1 K.KGYT#QQLAFR.Q 9.6 100 2.14E+05 KGYT#QQLAFR 9.3 1054 ‐1,0 0 0 0 0 Complement C3  35454:60781

646.31711 2 timecourse_ATM_combo_1hr 646.31336 5.8 31.87 C3  CO3_HUMAN 1 K.KGYT#QQLAFR.Q 11.8 100 3.38E+05 KGYT#QQLAFR 7.9 1054 ‐1,0 0 0 0 0 Complement C3  35456:64344

646.31649 2 timecourse_ATM_combo_4hr 646.31336 4.84 26.45 C3  CO3_HUMAN 1 K.KGYT#QQLAFR.Q 6.8 100 2.23E+05 KGYT#QQLAFR 16.2 1054 0 0 0 0 Complement C3  35453:63462

851.89461 2 timecourse_ATM_combo_8hr 851.88983 5.61 65.45 C3orf37  CC037_HUMAN 4 K.WLDFGEVST#QEALK.L 6.3 100 8.08E+05 WLDFGEVST#QEALK 20.4 234 0 0 0 0 UPF0361 protein C3orf37  35451:111095

851.89422 2 timecourse_ATM_combo_8hr 851.88983 5.15 62.11 C3orf37  CC037_HUMAN 4 K.WLDFGEVST#QEALK.L 8.5 100 8.47E+05 WLDFGEVST#QEALK 21.5 234 0 0 0 0 UPF0361 protein C3orf37  35450:110067

1070.45842 3 timecourse_ATM_combo_8hr 1070.45230 5.72 81.79 C5orf22  CE022_HUMAN 0 K.LALEDSENTASTNCDSSSEGLEKDTAT#QR.S 16.5 100 8.66E+05 LALEDSENTASTNCDSSSEGLEKDTAT#QR 14.2 208 0 0 0 0 UPF0489 protein C5orf22  35451:181170

642.74968 2 timecourse_ATM_combo_8hr 642.74632 5.23 42.14 C5orf22  CE022_HUMAN 0 K.EMFT#QEEYK.I 20.3 100 9.39E+05 EMFT#QEEYK 66.6 268 0 0 0 0 UPF0489 protein C5orf22  35451:62965

642.75018 2 timecourse_ATM_combo_8hr 642.74632 6.01 38.22 C5orf22  CE022_HUMAN 0 K.EMFT#QEEYK.I 18.0 100 8.59E+05 EMFT#QEEYK 71.2 268 0 0 0 0 UPF0489 protein C5orf22  35450:62883

642.7493 2 timecourse_ATM_combo_4hr 642.74632 4.65 26.52 C5orf22  CE022_HUMAN 0 K.EMFT#QEEYK.I 7.7 100 2.13E+05 EMFT#QEEYK 44.3 268 0 0 0 0 UPF0489 protein C5orf22  35453:62562

834.35548 2 combeffx_ATM_comboi 834.35106 5.3 67.05 C5orf24  CE024_HUMAN 0 R.AADQFDIYSS#QQSK.Y 6.0 100 6.45E+05 AADQFDIYSS#QQSK 32.4 37 0 0 0 0 UPF0461 protein C5orf24  35301:44179

834.35564 2 timecourse_ATM_combo_8hr 834.35106 5.5 57.3 C5orf24  CE024_HUMAN 0 R.AADQFDIYS#SQQSK.Y 5.8 100 2.82E+05 AADQFDIYSS#QQSK 26.4 37 0 0 0 0 UPF0461 protein C5orf24  35450:106677

834.35632 2 timecourse_ATM_combo_8hr 834.35106 6.3 56.78 C5orf24  CE024_HUMAN 0 R.AADQFDIYSS#QQSK.Y 6.0 100 2.82E+05 AADQFDIYSS#QQSK 26.4 37 0 0 0 0 UPF0461 protein C5orf24  35451:107723

834.35658 2 timecourse_ATM_combo_4hr 834.35106 6.62 40.01 C5orf24  CE024_HUMAN 0 R.AADQFDIYSS#QQSK.Y 3.9 100 1.83E+05 AADQFDIYSS#QQSK 28.9 37 0 0 0 0 UPF0461 protein C5orf24  35452:104341

1043.5166 3 combeffx_ATM_comboi 1043.51153 4.86 57.46 C8orf55  CH055_HUMAN 0 R.RVEPPELPADLQHWISYNEASS#QLLR.M 6.4 94 7.50E+05 RVEPPELPADLQHWISYNEASS#QLLR 9.8 192 ‐1,0 0 0 0 0 UPF0670 protein C8orf55  35301:74359

1043.51927 3 timecourse_ATM_combo_4hr 1043.51153 7.42 56.73 C8orf55  CH055_HUMAN 0 R.RVEPPELPADLQHWISYNEASS#QLLR.M 7.6 94 6.87E+05 RVEPPELPADLQHWISYNEASS#QLLR 8.6 192 ‐1,0 0 0 0 0 UPF0670 protein C8orf55  35453:175201

1043.52039 3 timecourse_ATM_combo_1hr 1043.51153 8.49 48.06 C8orf55  CH055_HUMAN 0 R.RVEPPELPADLQHWISYNEASS#QLLR.M 5.8 100 6.09E+05 RVEPPELPADLQHWISYNEASS#QLLR 5.8 192 ‐1,0 0 0 0 0 UPF0670 protein C8orf55  35456:176846

1043.51965 3 timecourse_ATM_combo_4hr 1043.51153 7.78 44.27 C8orf55  CH055_HUMAN 0 R.RVEPPELPADLQHWISYNEASS#QLLR.M 6.9 100 6.15E+05 RVEPPELPADLQHWISYNEAS#SQLLR 10.3 191 0,1 0 0 0 0 UPF0670 protein C8orf55  35452:171890

782.89172 4 timecourse_ATM_combo_4hr 782.88547 7.98 41.05 C8orf55  CH055_HUMAN 0 R.RVEPPELPADLQHWISYNEASS#QLLR.M 8.2 94 4.78E+05 RVEPPELPADLQHWISYNEASS#QLLR 7.5 192 ‐1,0 0 0 0 0 UPF0670 protein C8orf55  35452:171900

782.88934 4 combeffx_ATM_comboi 782.88547 4.94 21.42 C8orf55  CH055_HUMAN 0 R.RVEPPELPADLQHWISYNEASS#QLLR.M 8.1 100 1.22E+06 RVEPPELPADLQHWISYNEASS#QLLR 8.7 192 ‐1,0 0 0 0 0 UPF0670 protein C8orf55  35301:74369

782.89173 4 timecourse_ATM_combo_8hr 782.88547 8 18.46 C8orf55  CH055_HUMAN 0 R.RVEPPELPADLQHWISYNEASS#QLLR.M 4.7 94 2.88E+05 RVEPPELPADLQHWISYNEASS#QLLR 6.6 192 ‐1,0 0 0 0 0 UPF0670 protein C8orf55  35450:176890

782.89215 4 timecourse_ATM_ctrl2 782.88547 8.53 18.09 C8orf55  CH055_HUMAN 0 R.RVEPPELPADLQHWISYNEASS#QLLR.M 8.0 100 3.65E+05 RVEPPELPADLQHWISYNEASS#QLLR 23.3 192 0 0 0 0 UPF0670 protein C8orf55  35446:160692

642.76271 2 timecourse_ATM_combo_8hr 642.75926 5.37 27.54 CAD  PYR1_HUMAN 3 K.VHVDCMTS#QK.L 8.7 100 1.46E+05 VHVDCMTS#QK 22.9 1458 0 0 0 0 CAD protein  35451:62975

771.33449 3 timecourse_ATM_combo_8hr 771.32918 6.88 26.83 CAD  PYR1_HUMAN 3 R.FGST#QEYEACFGQFILTPH.I 34.4 100 1.66E+06 FGSTQEY#EACFGQFILTPH 4.5 2158 ‐4,0 0 0 0 0 CAD protein  35450:153140

1089.46987 2 timecourse_ATM_combo_8hr 1089.46535 4.15 82.19 CALD1  CALD1_HUMAN 12 K.TTTTNT#QVEGDDEAAFLER.L 36.8 100 3.34E+06 TTTTNT#QVEGDDEAAFLER 30.8 86 0 0 0 0 Caldesmon  35451:149460

1089.47062 2 timecourse_ATM_combo_4hr 1089.46535 4.84 78.13 CALD1  CALD1_HUMAN 12 K.TTTTNT#QVEGDDEAAFLER.L 10.0 100 7.50E+05 TTTTNT#QVEGDDEAAFLER 30.8 86 0 0 0 0 Caldesmon  35453:146151

1089.4712 2 timecourse_ATM_combo_4hr 1089.46535 5.37 77.32 CALD1  CALD1_HUMAN 12 K.TTTTNT#QVEGDDEAAFLER.L 6.9 100 7.04E+05 TTTTNT#QVEGDDEAAFLER 33.7 86 0 0 0 0 Caldesmon  35452:143766

726.64942 3 timecourse_ATM_combo_8hr 726.64599 4.72 71.33 CALD1  CALD1_HUMAN 12 K.TTTTNT#QVEGDDEAAFLER.L 14.3 100 2.37E+06 TTTTNT#QVEGDDEAAFLER 13.3 86 0 0 0 0 Caldesmon  35450:147530

1089.4701 2 timecourse_ATM_combo_8hr 1089.46535 4.36 70.86 CALD1  CALD1_HUMAN 12 K.TTTTNT#QVEGDDEAAFLER.L 24.8 100 2.83E+06 TTTTNT#QVEGDDEAAFLER 13.2 86 0 0 0 0 Caldesmon  35450:147520

726.64946 3 timecourse_ATM_combo_8hr 726.64599 4.78 67.2 CALD1  CALD1_HUMAN 12 K.TTTTNT#QVEGDDEAAFLER.L 18.0 100 2.25E+06 TTTTNT#QVEGDDEAAFLER 8.5 86 ‐5,0 0 0 0 0 Caldesmon  35451:149470

726.64938 3 timecourse_ATM_combo_4hr 726.64599 4.67 56.4 CALD1  CALD1_HUMAN 12 K.TTTTNT#QVEGDDEAAFLER.L 6.0 100 8.09E+05 TTTTNT#QVEGDDEAAFLER 3.5 86 ‐5,0 0 0 0 0 Caldesmon  35452:143756

726.6494 3 timecourse_ATM_combo_4hr 726.64599 4.69 51.89 CALD1  CALD1_HUMAN 12 K.TTTTNT#QVEGDDEAAFLER.L 5.5 100 7.64E+05 TTTTNT#QVEGDDEAAFLER 6.8 86 ‐5,0 0 0 0 0 Caldesmon  35453:146141

1041.85585 3 timecourse_ATM_combo_8hr 1041.84771 7.81 73.87 CALU  CALU_HUMAN 11 K.LTKEEIVDKYDLFVGS#QATDFGEALVR.H 14.0 100 1.16E+06 LTKEEIVDKYDLFVGS#QATDFGEALVR 9.6 300 0,3 0 0 0 0 Calumenin  35451:179330

1041.85566 3 timecourse_ATM_combo_8hr 1041.84771 7.63 72.33 CALU  CALU_HUMAN 11 K.LTKEEIVDKYDLFVGS#QATDFGEALVR.H 14.1 100 9.97E+05 LTKEEIVDKYDLFVGS#QATDFGEALVR 19.6 300 0 0 0 0 Calumenin  35450:176840

1041.8562 3 timecourse_ATM_combo_4hr 1041.84771 8.15 72.02 CALU  CALU_HUMAN 11 K.LTKEEIVDKYDLFVGS#QATDFGEALVR.H 13.8 100 8.32E+05 LTKEEIVDKYDLFVGS#QATDFGEALVR 13.2 300 0 0 0 0 Calumenin  35453:175151

1041.85562 3 timecourse_ATM_combo_4hr 1041.84771 7.59 69.6 CALU  CALU_HUMAN 11 K.LTKEEIVDKYDLFVGS#QATDFGEALVR.H 14.2 100 6.71E+05 LTKEEIVDKYDLFVGS#QATDFGEALVR 23.4 300 0 0 0 0 Calumenin  35452:171850

927.7797 3 timecourse_ATM_combo_4hr 927.77214 8.15 61.77 CALU  CALU_HUMAN 13 K.EEIVDKYDLFVGS#QATDFGEALVR.H 10.1 100 5.92E+05 EEIVDKYDLFVGS#QATDFGEALVR 18.6 300 0 0 0 0 Calumenin  35452:166570

781.64362 4 timecourse_ATM_combo_4hr 781.63760 7.7 56.29 CALU  CALU_HUMAN 11 K.LTKEEIVDKYDLFVGS#QATDFGEALVR.H 14.6 100 7.57E+05 LTKEEIVDKYDLFVGS#QATDFGEALVR 16.2 300 0 0 0 0 Calumenin  35453:175141

927.77957 3 timecourse_ATM_combo_8hr 927.77214 8.02 51.85 CALU  CALU_HUMAN 13 K.EEIVDKYDLFVGS#QATDFGEALVR.H 23.3 100 1.57E+06 EEIVDKYDLFVGS#QATDFGEALVR 40.4 300 0 0 0 0 Calumenin  35450:171420

927.77958 3 timecourse_ATM_combo_4hr 927.77214 8.02 51.3 CALU  CALU_HUMAN 13 K.EEIVDKYDLFVGS#QATDFGEALVR.H 10.5 100 7.78E+05 EEIVDKYDLFVGS#QATDFGEALVR 44.2 300 0 0 0 0 Calumenin  35453:169601

927.78047 3 timecourse_ATM_combo_2hr 927.77214 8.98 48.35 CALU  CALU_HUMAN 13 K.EEIVDKYDLFVGS#QATDFGEALVR.H 4.7 100 1.41E+05 EEIVDKYDLFVGS#QATDFGEALVR 22.3 300 0 0 0 0 Calumenin  35454:160241

927.7795 3 timecourse_ATM_combo_8hr 927.77214 7.93 44.94 CALU  CALU_HUMAN 13 K.EEIVDKYDLFVGS#QATDFGEALVR.H 24.9 100 1.92E+06 EEIVDKYDLFVGS#QATDFGEALVR 49.9 300 0 0 0 0 Calumenin  35451:173780

927.77968 3 timecourse_ATM_ctrl1 927.77214 8.13 40 CALU  CALU_HUMAN 13 K.EEIVDKYDLFVGS#QATDFGEALVR.H 3.7 94 1.29E+05 EEIVDKYDLFVGS#QATDFGEALVR 15.6 300 0 0 0 0 Calumenin  35449:171429

781.6435 4 timecourse_ATM_combo_8hr 781.63760 7.55 34.04 CALU  CALU_HUMAN 11 K.LT#KEEIVDKYDLFVGSQATDFGEALVR.H 18.5 100 1.26E+06 LTKEEIVDKYDLFVGS#QATDFGEALVR 5.8 300 ‐14,0 0 0 0 0 Calumenin  35451:179320

781.6429 4 timecourse_ATM_combo_8hr 781.63760 6.78 33.94 CALU  CALU_HUMAN 11 K.LT#KEEIVDKYDLFVGSQATDFGEALVR.H 18.7 100 1.04E+06 LT#KEEIVDKYDLFVGSQATDFGEALVR 7 286 0,17 0 0 0 0 Calumenin  35450:176830

781.64305 4 timecourse_ATM_combo_1hr 781.63760 6.97 30.18 CALU  CALU_HUMAN 11 K.LT#KEEIVDKYDLFVGSQATDFGEALVR.H 9.0 100 3.64E+05 LTKEEIVDKYDLFVGS#QATDFGEALVR 23.5 300 0 0 0 0 Calumenin  35457:177385

781.6433 4 timecourse_ATM_ctrl1 781.63760 7.29 29.95 CALU  CALU_HUMAN 11 K.LTKEEIVDKYDLFVGS#QATDFGEALVR.H 5.8 100 1.78E+05 LTKEEIVDKYDLFVGS#QATDFGEALVR 6.9 300 ‐14,0 0 0 0 0 Calumenin  35448:173860

781.64366 4 timecourse_ATM_combo_1hr 781.63760 7.75 29.89 CALU  CALU_HUMAN 11 K.LTKEEIVDKYDLFVGS#QATDFGEALVR.H 11.5 100 3.38E+05 LT#KEEIVDKYDLFVGSQATDFGEALVR 1.6 286 0,17 0 0 0 0 Calumenin  35456:176816

781.64312 4 timecourse_ATM_combo_2hr 781.63760 7.06 29.88 CALU  CALU_HUMAN 11 K.LTKEEIVDKY#DLFVGSQATDFGEALVR.H 5.7 100 1.62E+05 LTKEEIVDKY#DLFVGSQATDFGEALVR 10.2 294 ‐8,0 0 0 0 0 Calumenin  35454:165141

781.6425 4 timecourse_ATM_combo_2hr 781.63760 6.27 29.48 CALU  CALU_HUMAN 11 K.LTKEEIVDKYDLFVGS#QATDFGEALVR.H 6.4 100 2.06E+05 LTKEEIVDKYDLFVGS#QATDFGEALVR 11.5 300 ‐14,0 0 0 0 0 Calumenin  35455:166381

781.6436 4 timecourse_ATM_combo_4hr 781.63760 7.68 27.94 CALU  CALU_HUMAN 11 K.LT#KEEIVDKYDLFVGSQATDFGEALVR.H 18.7 100 7.76E+05 LTKEEIVDKYDLFVGS#QATDFGEALVR 8.3 300 ‐14,0 0 0 0 0 Calumenin  35452:171860

636.28277 4 timecourse_ATM_combo_2hr 636.27897 5.97 63.13 CANX  CALX_HUMAN 2 K.QKSDAEEDGGTVS#QEEEDRKPK.A 30.0 100 6.90E+05 QKSDAEEDGGTVS#QEEEDRKPK 15.2 564 0 0 0 0 Calnexin  35454:153291

762.65588 3 timecourse_ATM_combo_2hr 762.65169 5.49 62.26 CANX  CALX_HUMAN 2 K.SDAEEDGGTVS#QEEEDRKPK.A 28.3 100 2.54E+05 SDAEEDGGT#VSQEEEDRKPK 0 562 0,2 0 0 0 0 Calnexin  35455:143941

762.65603 3 timecourse_ATM_combo_4hr 762.65169 5.69 59.9 CANX  CALX_HUMAN 2 K.SDAEEDGGT#VSQEEEDRKPK.A 10.5 100 1.56E+05 SDAEEDGGT#VSQEEEDRKPK 15 562 0 0 0 0 Calnexin  35452:148110

636.2827 4 timecourse_ATM_combo_4hr 636.27897 5.86 52.39 CANX  CALX_HUMAN 2 K.QKSDAEEDGGT#VSQEEEDRKPK.A 19.4 100 4.63E+05 QKSDAEEDGGT#VSQEEEDRKPK 14.9 562 0 0 0 0 Calnexin  35453:161571

756.94787 3 timecourse_ATM_combo_8hr 756.94408 5.01 52.12 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 68.2 100 1.76E+06 QKS#DAEEDGGTVS#QEEEDR 73 554 39.8 564 0 0 Calnexin  35450:151260

636.2823 4 timecourse_ATM_combo_1hr 636.27897 5.23 49.65 CANX  CALX_HUMAN 2 K.QKSDAEEDGGT#VSQEEEDRKPK.A 23.9 100 8.20E+05 QKSDAEEDGGTVS#QEEEDRKPK 24 564 0 0 0 0 Calnexin  35457:164535

756.94777 3 timecourse_ATM_combo_4hr 756.94408 4.87 49.13 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 91.2 100 1.79E+06 QKS#DAEEDGGTVS#QEEEDR 53.9 554 31.3 564 0 0 Calnexin  35452:147280

756.94782 3 timecourse_ATM_combo_2hr 756.94408 4.94 45.23 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 117.7 100 1.74E+06 QKS#DAEEDGGTVS#QEEEDR 52.2 554 37.2 564 0 0 Calnexin  35455:143101

756.94828 3 timecourse_ATM_ctrl2 756.94408 5.56 44.64 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 63.8 100 1.03E+06 QKS#DAEEDGGTVS#QEEEDR 52.6 554 34.5 564 0 0 Calnexin  35447:139373

756.94822 3 timecourse_ATM_combo_2hr 756.94408 5.47 42.41 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 116.2 100 1.75E+06 QKS#DAEEDGGTVS#QEEEDR 50 554 29.9 564 0 0 Calnexin  35454:142731

636.28263 4 timecourse_ATM_ctrl2 636.27897 5.75 42.41 CANX  CALX_HUMAN 2 K.QKSDAEEDGGT#VSQEEEDRKPK.A 21.3 100 3.27E+05 QKSDAEEDGGTVS#QEEEDRKPK 19.6 564 0 0 0 0 Calnexin  35447:150743

756.94809 3 timecourse_ATM_combo_4hr 756.94408 5.3 41.92 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 102.6 100 1.75E+06 QKS#DAEEDGGTVS#QEEEDR 39.6 554 13.3 564 0 0 Calnexin  35453:149891

656.27483 4 timecourse_ATM_combo_1hr 656.27055 6.54 41.19 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDRKPK.A 478.6 100 1.34E+07 QKS#DAEEDGGTVS#QEEEDRKPK 50.5 554 15 564 0 0 Calnexin  35456:167047

756.94845 3 timecourse_ATM_ctrl1 756.94408 5.77 39.03 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 78.2 100 1.71E+06 QKS#DAEEDGGTVS#QEEEDR 61.7 554 29.9 564 0 0 Calnexin  35448:151070

756.94753 3 timecourse_ATM_combo_8hr 756.94408 4.56 38.29 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 73.3 100 1.80E+06 QKS#DAEEDGGTVS#QEEEDR 47.5 554 32.1 564 0 0 Calnexin  35451:153270

756.94812 3 timecourse_ATM_combo_1hr 756.94408 5.34 36.6 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 129.4 100 2.71E+06 QKS#DAEEDGGTVS#QEEEDR 43.4 554 16.2 564 0 0 Calnexin  35456:153377

656.27386 4 timecourse_ATM_ctrl1 656.27055 5.06 36.3 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDRKPK.A 336.3 100 8.65E+06 QKS#DAEEDGGTVS#QEEEDRKPK 58.7 554 27 564 0 0 Calnexin  35449:166879

756.94756 3 timecourse_ATM_combo_1hr 756.94408 4.6 35.27 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 124.8 100 2.57E+06 QKS#DAEEDGGTVS#QEEEDR 55.5 554 41.7 564 0 0 Calnexin  35457:153385

762.65645 3 timecourse_ATM_combo_1hr 762.65169 6.25 35.12 CANX  CALX_HUMAN 2 K.SDAEEDGGTVS#QEEEDRKPK.A 12.2 100 2.22E+05 SDAEEDGGTVS#QEEEDRKPK 10.9 564 ‐2,0 0 0 0 0 Calnexin  35456:154277

762.65646 3 timecourse_ATM_combo_2hr 762.65169 6.25 34.93 CANX  CALX_HUMAN 2 K.SDAEEDGGTVS#QEEEDRKPK.A 20.8 100 2.56E+05 SDAEEDGGTVS#QEEEDRKPK 12.1 564 ‐2,0 0 0 0 0 Calnexin  35454:143531

636.28298 4 timecourse_ATM_combo_8hr 636.27897 6.3 34.64 CANX  CALX_HUMAN 2 K.QKSDAEEDGGTVS#QEEEDRKPK.A 11.2 100 3.67E+05 QKSDAEEDGGTVS#QEEEDRKPK 33.9 564 0 0 0 0 Calnexin  35451:165540

874.69726 3 timecourse_ATM_ctrl2 874.69164 6.43 33.12 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDRKPK.A 288.0 100 4.22E+06 QKS#DAEEDGGT#VSQEEEDRKPK 54.7 554 20.2 562 0 0 Calnexin  35446:150612

636.28308 4 timecourse_ATM_ctrl1 636.27897 6.46 32.36 CANX  CALX_HUMAN 2 K.QKSDAEEDGGT#VSQEEEDRKPK.A 23.2 100 5.24E+05 QKSDAEEDGGTVS#QEEEDRKPK 24.3 564 0 0 0 0 Calnexin  35448:161710

874.69594 3 timecourse_ATM_ctrl1 874.69164 4.92 32.16 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDRKPK.A 316.5 100 6.37E+06 QKS#DAEEDGGTVS#QEEEDRKPK 26 554 10.4 564 ‐2,0 0 0 Calnexin  35449:166869

636.28202 4 timecourse_ATM_combo_2hr 636.27897 4.79 31.66 CANX  CALX_HUMAN 2 K.QKSDAEEDGGT#VSQEEEDRKPK.A 31.6 100 7.20E+05 QKSDAEEDGGTVS#QEEEDRKPK 10.7 564 ‐2,0 0 0 0 0 Calnexin  35455:153881

656.27378 4 timecourse_ATM_combo_1hr 656.27055 4.92 31.46 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGT#VSQEEEDRKPK.A 515.6 100 1.35E+07 QKS#DAEEDGGT#VSQEEEDRKPK 38.2 554 8.7 562 0,2 0 0 Calnexin  35457:167265

874.69742 3 timecourse_ATM_ctrl1 874.69164 6.61 31.37 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDRKPK.A 330.1 100 6.04E+06 QKS#DAEEDGGTVS#QEEEDRKPK 31.9 554 10.4 564 ‐2,0 0 0 Calnexin  35448:164310

762.65619 3 timecourse_ATM_combo_8hr 762.65169 5.9 31.25 CANX  CALX_HUMAN 2 K.SDAEEDGGTVS#QEEEDRKPK.A 10.8 100 2.02E+05 SDAEEDGGTVS#QEEEDRKPK 10.7 564 ‐2,0 0 0 0 0 Calnexin  35450:152150

636.28242 4 timecourse_ATM_combo_4hr 636.27897 5.42 31.19 CANX  CALX_HUMAN 2 K.QKSDAEEDGGT#VSQEEEDRKPK.A 21.5 100 5.05E+05 QKSDAEEDGGTVS#QEEEDRKPK 26.4 564 0 0 0 0 Calnexin  35452:158700

762.65653 3 timecourse_ATM_combo_4hr 762.65169 6.36 29.24 CANX  CALX_HUMAN 2 K.SDAEEDGGT#VSQEEEDRKPK.A 9.4 100 1.30E+05 SDAEEDGGT#VSQEEEDRKPK 0 562 0,2 0 0 0 0 Calnexin  35453:150721

762.65608 3 timecourse_ATM_ctrl2 762.65169 5.77 28.45 CANX  CALX_HUMAN 2 K.SDAEEDGGTVS#QEEEDRKPK.A 7.2 100 8.18E+04 SDAEEDGGTVS#QEEEDRKPK 8.1 564 ‐2,0 0 0 0 0 Calnexin  35447:140303

762.65512 3 timecourse_ATM_combo_1hr 762.65169 4.51 28.37 CANX  CALX_HUMAN 2 K.SDAEEDGGTVS#QEEEDRKPK.A 14.8 100 2.21E+05 SDAEEDGGTVS#QEEEDRKPK 9.5 564 ‐2,0 0 0 0 0 Calnexin  35457:154245

656.27437 4 timecourse_ATM_ctrl2 656.27055 5.82 27.33 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDRKPK.A 367.5 100 7.89E+06 QKS#DAEEDGGTVS#QEEEDRKPK 77.2 554 8 564 ‐2,0 0 0 Calnexin  35447:153613

656.27458 4 timecourse_ATM_combo_8hr 656.27055 6.14 27.06 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGT#VSQEEEDRKPK.A 225.7 100 6.66E+06 QKS#DAEEDGGTVS#QEEEDRKPK 46.5 554 6.7 564 ‐2,0 0 0 Calnexin  35450:166500

874.69622 3 timecourse_ATM_combo_2hr 874.69164 5.24 26.95 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDRKPK.A 488.4 100 6.79E+06 QKS#DAEEDGGT#VSQEEEDRKPK 18 554 9.6 562 0,2 0 0 Calnexin  35455:156591

1134.91829 2 timecourse_ATM_combo_4hr 1134.91248 5.13 25.92 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 19.7 100 2.42E+05 QKS#DAEEDGGTVS#QEEEDR 45.5 554 28.5 564 0 0 Calnexin  35452:147290

656.27441 4 timecourse_ATM_combo_8hr 656.27055 5.88 24.23 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGT#VSQEEEDRKPK.A 227.0 100 6.77E+06 QKS#DAEEDGGTVS#QEEEDRKPK 52.4 554 11.7 564 ‐2,0 0 0 Calnexin  35451:168610

1134.91882 2 timecourse_ATM_combo_4hr 1134.91248 5.59 23.82 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGT#VSQEEEDR.K 24.8 100 2.96E+05 QKS#DAEEDGGT#VSQEEEDR 39.7 554 8.7 562 0,2 0 0 Calnexin  35453:149901

756.94827 3 timecourse_ATM_ctrl2 756.94408 5.54 21.4 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 60.5 100 1.00E+06 QKS#DAEEDGGTVS#QEEEDR 37.4 554 11 564 ‐2,0 0 0 Calnexin  35446:136862

756.94726 3 timecourse_ATM_ctrl1 756.94408 4.2 19.59 CANX  CALX_HUMAN 2 K.QKSDAEEDGGT#VS#QEEEDR.K 81.3 100 1.73E+06 QKS#DAEEDGGTVS#QEEEDR 33.4 554 24.1 564 0 0 Calnexin  35449:153529

874.69715 3 timecourse_ATM_combo_4hr 874.69164 6.3 18.39 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDRKPK.A 336.5 100 5.79E+06 QKS#DAEEDGGTVS#QEEEDRKPK 36.5 554 15 564 0 0 Calnexin  35453:164531

1134.9188 2 timecourse_ATM_combo_2hr 1134.91248 5.57 15.86 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 21.3 100 2.40E+05 QKS#DAEEDGGTVS#QEEEDR 22.2 554 6.6 564 ‐2,0 0 0 Calnexin  35454:142741

1134.91855 2 timecourse_ATM_combo_8hr 1134.91248 5.35 13.95 CANX  CALX_HUMAN 2 K.QKS#DAEEDGGTVS#QEEEDR.K 13.5 100 2.37E+05 QKS#DAEEDGGTVS#QEEEDR 27.1 554 13.3 564 0 0 Calnexin  35450:151270

930.37374 2 timecourse_ATM_combo_1hr 930.37055 3.43 58.06 CASC3  CASC3_HUMAN 1 R.GGGSCSGSAGGGGSGSLPS#QR.G 14.4 100 1.24E+05 GGGSCSGSAGGGGSGSLPS#QR 35.8 50 0 0 0 0 Protein CASC3  35457:125906

690.81523 2 timecourse_ATM_combo_8hr 690.81138 5.57 45.93 CASC3  CASC3_HUMAN 1 R.GQT#QEEEVRPK.G 6.8 100 1.23E+05 GQT#QEEEVRPK 1000 197 0 0 0 0 Protein CASC3  35451:75197

930.37438 2 timecourse_ATM_combo_2hr 930.37055 4.13 39.47 CASC3  CASC3_HUMAN 1 R.GGGSCSGSAGGGGSGSLPS#QR.G 9.8 100 9.41E+04 GGGSCSGSAGGGGSGSLPS#QR 53.2 50 0 0 0 0 Protein CASC3  35455:116916

793.36223 3 timecourse_ATM_combo_1hr 793.35883 4.29 54.93 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 50.6 100 2.06E+06 NEGSSIEDAQTS#QHATLKPER 13.3 1278 0 0 0 0 CASP8‐associated protein 2  35457:157935

908.08657 3 timecourse_ATM_combo_2hr 908.08202 5.01 51.33 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 11.6 100 2.79E+05 SEKNEGSSIEDAQTS#QHATLKPER 7.5 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35455:159691

793.36302 3 timecourse_ATM_ctrl2 793.35883 5.28 49.24 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 14.8 100 4.74E+05 NEGSSIEDAQTS#QHATLKPER 24.8 1278 0 0 0 0 CASP8‐associated protein 2  35447:144173

681.31569 4 combeffx_ATM_PI3Ki 681.31334 3.45 48.75 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTSQHAT#LKPER.S 66.3 100 4.57E+06 SEKNEGSSIEDAQTS#QHATLKPER 10.2 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35298:69856

793.36327 3 timecourse_ATM_combo_8hr 793.35883 5.6 47.27 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 15.1 100 9.65E+05 NEGSSIEDAQTS#QHATLKPER 24.4 1278 0 0 0 0 CASP8‐associated protein 2  35450:156060

681.31666 4 timecourse_ATM_combo_4hr 681.31334 4.87 47.09 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTSQHAT#LKPER.S 77.1 100 4.04E+06 SEKNEGSSIEDAQTSQHAT#LKPER 6.1 1282 ‐5,0 0 0 0 0 CASP8‐associated protein 2  35452:164870

908.08649 3 timecourse_ATM_combo_1hr 908.08202 4.92 46.63 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 17.7 100 5.81E+05 SEKNEGSSIEDAQTS#QHATLKPER 10.3 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35457:170195

681.31609 4 combeffx_ATM_ctrl 681.31334 4.04 44.76 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 30.0 100 2.76E+06 SEKNEGSSIEDAQTS#QHATLKPER 0 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35294:74144

793.36286 3 timecourse_ATM_combo_4hr 793.35883 5.08 44.56 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 24.1 100 1.11E+06 NEGSSIEDAQTS#QHATLKPER 6.6 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35453:154531

681.3174 4 timecourse_ATM_ctrl2 681.31334 5.96 43.99 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTSQHAT#LKPER.S 46.3 100 2.19E+06 SEKNEGSSIEDAQTSQHAT#LKPER 12.7 1282 ‐5,0 0 0 0 0 CASP8‐associated protein 2  35446:153492

908.08637 3 timecourse_ATM_ctrl1 908.08202 4.79 43.77 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQT#SQHATLKPER.S 8.3 100 3.22E+05 SEKNEGSSIEDAQTS#QHATLKPER 7.5 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35449:169769

681.31676 4 combeffx_ATM_comboi 681.31334 5.02 41.69 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTSQHAT#LKPER.S 50.4 100 5.80E+06 SEKNEGSSIEDAQTSQHAT#LKPER 16.4 1282 0 0 0 0 CASP8‐associated protein 2  35300:78541

793.36334 3 timecourse_ATM_combo_1hr 793.35883 5.68 40.58 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 56.7 100 2.08E+06 NEGSSIEDAQTS#QHATLKPER 28.4 1278 0 0 0 0 CASP8‐associated protein 2  35456:157987

681.3159 4 combeffx_ATM_ctrl 681.31334 3.76 40.07 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 33.9 100 2.67E+06 SEKNEGSSIEDAQTS#QHATLKPER 15 1278 0 0 0 0 CASP8‐associated protein 2  35295:71797

793.3625 3 timecourse_ATM_combo_2hr 793.35883 4.64 39.25 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 41.3 100 1.23E+06 NEGSSIEDAQTS#QHATLKPER 13.2 1278 0 0 0 0 CASP8‐associated protein 2  35455:147381

681.31627 4 combeffx_ATM_MEKi 681.31334 4.3 39.08 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 15.5 100 6.01E+05 SEKNEGSSIEDAQTSQHAT#LKPER 10.5 1282 ‐5,0 0 0 0 0 CASP8‐associated protein 2  35297:54628

908.08672 3 timecourse_ATM_combo_1hr 908.08202 5.18 38.61 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 15.4 100 5.94E+05 SEKNEGSSIEDAQTS#QHATLKPER 13.3 1278 0 0 0 0 CASP8‐associated protein 2  35456:170137

793.36303 3 timecourse_ATM_combo_4hr 793.35883 5.29 38.1 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQT#SQHATLKPER.S 23.1 100 1.06E+06 NEGSSIEDAQTS#QHATLKPER 5.9 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35452:151820

681.31672 4 combeffx_ATM_comboi 681.31334 4.96 36.7 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 61.5 100 4.74E+06 SEKNEGSSIEDAQTS#QHATLKPER 14.1 1278 0 0 0 0 CASP8‐associated protein 2  35301:71619

681.31661 4 timecourse_ATM_ctrl2 681.31334 4.8 34.81 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTSQHAT#LKPER.S 60.4 100 2.28E+06 SEKNEGSSIEDAQTSQHAT#LKPER 14.8 1282 0 0 0 0 CASP8‐associated protein 2  35447:156563

793.36287 3 timecourse_ATM_ctrl1 793.35883 5.09 34.7 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 20.6 100 1.13E+06 NEGSSIEDAQTS#QHATLKPER 24.4 1278 0 0 0 0 CASP8‐associated protein 2  35449:158519

793.36281 3 timecourse_ATM_combo_8hr 793.35883 5.02 34.27 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 19.3 100 1.01E+06 NEGSSIEDAQTS#QHATLKPER 13.3 1278 0 0 0 0 CASP8‐associated protein 2  35451:158080

681.31642 4 timecourse_ATM_combo_4hr 681.31334 4.52 30.87 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTSQHAT#LKPER.S 82.1 100 4.05E+06 SEKNEGSSIEDAQTS#QHATLKPER 5.3 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35453:167801

681.31627 4 timecourse_ATM_combo_8hr 681.31334 4.3 30.85 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQT#SQHATLKPER.S 34.2 100 2.44E+06 SEKNEGSSIEDAQTSQHAT#LKPER 17.3 1282 0 0 0 0 CASP8‐associated protein 2  35451:172000

908.08668 3 timecourse_ATM_ctrl2 908.08202 5.13 30.5 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 6.4 100 1.74E+05 SEKNEGSSIEDAQTS#QHATLKPER 7.5 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35447:156573



681.31634 4 timecourse_ATM_combo_1hr 681.31334 4.4 29.59 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTSQHAT#LKPER.S 176.1 100 7.29E+06 SEKNEGSSIEDAQTSQHAT#LKPER 9.6 1282 ‐5,0 0 0 0 0 CASP8‐associated protein 2  35457:170185

793.36316 3 timecourse_ATM_combo_2hr 793.35883 5.46 29.41 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 39.6 100 1.22E+06 NEGSSIEDAQTS#QHATLKPER 4 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35454:146991

793.36331 3 timecourse_ATM_ctrl2 793.35883 5.65 28.99 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 12.5 100 4.18E+05 NEGSSIEDAQTS#QHATLKPER 8.7 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35446:141612

793.36339 3 timecourse_ATM_ctrl1 793.35883 5.75 28.32 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTS#QHATLKPER.S 24.1 100 1.12E+06 NEGSSIEDAQTS#QHATLKPER 10.3 1278 ‐1,0 0 0 0 0 CASP8‐associated protein 2  35448:156070

681.31707 4 timecourse_ATM_ctrl1 681.31334 5.47 27.33 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTSQHAT#LKPER.S 66.8 100 3.48E+06 SEKNEGSSIEDAQTSQHAT#LKPER 12.2 1282 ‐5,0 0 0 0 0 CASP8‐associated protein 2  35448:167100

681.31655 4 timecourse_ATM_combo_2hr 681.31334 4.71 25.06 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 124.8 100 3.73E+06 SEKNEGSSIEDAQTSQHAT#LKPER 9.5 1282 ‐5,0 0 0 0 0 CASP8‐associated protein 2  35455:159681

908.08687 3 timecourse_ATM_combo_4hr 908.08202 5.34 20.22 CASP8AP2  C8AP2_HUMAN 2 K.SEKNEGSSIEDAQTS#QHATLKPER.S 9.0 100 2.27E+05 SEKNEGSSIEDAQT#SQHATLKPER 6.5 1277 0,1 0 0 0 0 CASP8‐associated protein 2  35452:164880

595.2744 4 timecourse_ATM_combo_1hr 595.27094 5.83 18.6 CASP8AP2  C8AP2_HUMAN 2 K.NEGSSIEDAQTSQHAT#LKPER.S 15.2 100 6.46E+05 NEGSSIEDAQTSQHAT#LKPER 0 1282 ‐11,0 0 0 0 0 CASP8‐associated protein 2  35456:157997

801.73761 3 timecourse_ATM_combo_8hr 801.73536 2.81 39.22 CAST  ICAL_HUMAN 24 K.LAAAISEVVS#QTPASTTQAGAPPR.D 10.5 100 1.43E+06 LAAAIS#EVVSQTPASTTQAGAPPR 7.8 540 0,6 0 0 0 0 Calpastatin  35451:159260

803.11922 4 timecourse_ATM_ctrl1 803.11620 3.76 57.77 CBLB  CBLB_HUMAN 8 K.T#NRTSQDYDQLPSCSDGSQAPARPPKPR.P 16.4 100 1.22E+06 TNRTSQDY#DQLPSCSDGSQAPARPPKPR 13.2 889 0 0 0 0 E3 ubiquitin‐protein ligase CBL‐B  35449:178109

693.32804 5 combeffx_ATM_ctrl 693.32519 4.11 40.3 CBLB  CBLB_HUMAN 8 K.T#NRTSQDYDQLPSCSDGSQAPARPPKPRPR.R 14.9 100 3.04E+06 T#NRTSQDYDQLPSCSDGSQAPARPPKPRPR 5.2 882 0,7 0 0 0 0 E3 ubiquitin‐protein ligase CBL‐B  35295:75287

693.3284 5 timecourse_ATM_combo_1hr 693.32519 4.63 39.24 CBLB  CBLB_HUMAN 8 K.T#NRTSQDYDQLPSCSDGSQAPARPPKPRPR.R 8.2 100 1.03E+06 T#NRTSQDYDQLPSCSDGSQAPARPPKPRPR 8 882 0,3 0 0 0 0 E3 ubiquitin‐protein ligase CBL‐B  35456:181386

693.32828 5 timecourse_ATM_combo_4hr 693.32519 4.46 32.67 CBLB  CBLB_HUMAN 8 K.T#NRTSQDYDQLPSCSDGSQAPARPPKPRPR.R 5.2 94 6.08E+05 TNRT#SQDYDQLPSCSDGSQAPARPPKPRPR 9.1 885 0,4 0 0 0 0 E3 ubiquitin‐protein ligase CBL‐B  35452:176430

693.32862 5 timecourse_ATM_ctrl2 693.32519 4.96 32.53 CBLB  CBLB_HUMAN 8 K.T#NRTSQDYDQLPSCSDGSQAPARPPKPRPR.R 8.8 94 8.37E+05 T#NRTSQDYDQLPSCSDGSQAPARPPKPRPR 17.8 882 0 0 0 0 E3 ubiquitin‐protein ligase CBL‐B  35446:165162

693.32743 5 timecourse_ATM_ctrl1 693.32519 3.23 31.01 CBLB  CBLB_HUMAN 8 K.TNRTS#QDYDQLPSCSDGSQAPARPPKPRPR.R 7.5 100 1.15E+06 TNRTS#QDYDQLPSCSDGSQAPARPPKPRPR 5.1 886 ‐4,0 0 0 0 0 E3 ubiquitin‐protein ligase CBL‐B  35449:180899

693.3283 5 timecourse_ATM_ctrl2 693.32519 4.49 30.84 CBLB  CBLB_HUMAN 8 K.TNRT#SQDYDQLPSCSDGSQAPARPPKPRPR.R 9.8 100 1.19E+06 TNRTS#QDYDQLPSCSDGSQAPARPPKPRPR 0 886 ‐4,3 0 0 0 0 E3 ubiquitin‐protein ligase CBL‐B  35447:168753

693.32829 5 timecourse_ATM_ctrl1 693.32519 4.47 27.43 CBLB  CBLB_HUMAN 8 K.TNRTS#QDYDQLPSCSDGSQAPARPPKPRPR.R 6.2 94 9.24E+05 TNRTS#QDYDQLPSCSDGSQAPARPPKPRPR 0 886 ‐4,3 0 0 0 0 E3 ubiquitin‐protein ligase CBL‐B  35448:178050

693.32767 5 timecourse_ATM_combo_1hr 693.32519 3.58 26.59 CBLB  CBLB_HUMAN 8 K.T#NRTSQDYDQLPSCSDGSQAPARPPKPRPR.R 8.4 94 9.59E+05 TNRT#SQDYDQLPSCSDGSQAPARPPKPRPR 0 885 ‐3,4 0 0 0 0 E3 ubiquitin‐protein ligase CBL‐B  35457:182155

1016.02308 2 timecourse_ATM_combo_8hr 1016.01715 5.84 21.5 CCAR1  CCAR1_HUMAN 4 R.IQTLPNQNQSQT#QPLLK.T 3.2 100 1.75E+05 IQTLPNQNQSQT#QPLLK 21.3 216 0 0 0 0 Cell division cycle and apoptosis regulator protein 1  35451:138971

533.60338 3 timecourse_ATM_combo_8hr 533.60060 5.21 58.66 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 885.7 100 4.75E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35451:100433

533.60339 3 timecourse_ATM_combo_4hr 533.60060 5.23 55.96 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 773.2 100 3.55E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35452:97261

721.85057 2 timecourse_ATM_combo_8hr 721.84671 5.35 55.57 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 58.6 100 5.39E+06 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35450:81852

533.60189 3 combeffx_ATM_PI3Ki 533.60060 2.42 54.71 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 137.5 100 1.17E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35299:38600

533.6031 3 timecourse_ATM_ctrl1 533.60060 4.69 53.04 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 203.1 100 7.61E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35449:101643

721.85041 2 timecourse_ATM_combo_8hr 721.84671 5.13 52.95 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 60.5 100 5.83E+06 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35451:82565

721.8483 2 timecourse_ATM_ctrl1 721.84671 2.2 52.43 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 6.3 100 4.98E+05 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35449:83712

721.85093 2 timecourse_ATM_ctrl2 721.84671 5.85 52.26 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 7.0 100 4.06E+05 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35447:72254

533.60237 3 combeffx_ATM_MEKi 533.60060 3.34 51.24 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 52.5 100 2.09E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35297:33163

721.85035 2 timecourse_ATM_combo_4hr 721.84671 5.04 49.35 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 26.6 100 2.00E+06 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35452:79897

721.84982 2 timecourse_ATM_combo_4hr 721.84671 4.31 49.08 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 30.5 100 2.10E+06 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35453:81534

533.6037 3 timecourse_ATM_combo_1hr 533.60060 5.81 48.65 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 319.3 100 1.35E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35456:101134

533.60267 3 combeffx_ATM_comboi 533.60060 3.88 47.63 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 244.1 100 2.79E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35301:40368

533.60359 3 timecourse_ATM_combo_2hr 533.60060 5.62 47.34 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 382.0 100 1.05E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35454:94050

721.84934 2 timecourse_ATM_combo_2hr 721.84671 3.64 47.31 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 16.8 100 7.94E+05 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35455:77087

721.8495 2 timecourse_ATM_combo_1hr 721.84671 3.87 46.7 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 11.6 100 8.31E+05 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35457:82883

533.60298 3 combeffx_ATM_comboi 533.60060 4.46 46.21 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 256.7 100 4.18E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35300:44016

799.90135 2 timecourse_ATM_combo_8hr 799.89726 5.11 45.94 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 47.2 100 3.12E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35451:100423

721.84995 2 timecourse_ATM_ctrl1 721.84671 4.49 45.77 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 7.1 100 5.40E+05 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35448:82394

721.84975 2 timecourse_ATM_combo_2hr 721.84671 4.21 45.52 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPL.R 16.2 100 7.77E+05 RFS#QMLQDKPL 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35454:77660

533.60388 3 timecourse_ATM_ctrl2 533.60060 6.15 45.39 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 238.9 100 7.08E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35447:88494

533.6024 3 combeffx_ATM_ctrl 533.60060 3.37 45.36 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 52.4 100 6.15E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35295:41299

533.6018 3 combeffx_ATM_ctrl 533.60060 2.25 45.31 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 62.1 100 7.76E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35294:42990

533.60215 3 combeffx_ATM_PI3Ki 533.60060 2.9 44.96 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 136.9 100 1.38E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35298:40021

533.60327 3 timecourse_ATM_combo_2hr 533.60060 5 43.74 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 430.3 100 1.06E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35455:93785

533.60331 3 timecourse_ATM_combo_8hr 533.60060 5.08 43.17 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 869.6 100 4.92E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35450:99567

533.60344 3 timecourse_ATM_combo_4hr 533.60060 5.32 42.6 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 824.4 100 3.25E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35453:99122

533.60216 3 combeffx_ATM_MEKi 533.60060 2.92 42.06 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 55.0 100 2.87E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35296:35773

533.60285 3 timecourse_ATM_combo_1hr 533.60060 4.22 40.39 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 356.4 100 1.38E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35457:100862

533.60216 3 combeffx_ATM_MEKi 533.60060 2.92 39.01 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 54.9 100 2.87E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35296:35783

533.60269 3 combeffx_ATM_comboi 533.60060 3.92 38.36 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 239.1 100 2.79E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35301:40378

533.60407 3 timecourse_ATM_ctrl2 533.60060 6.52 36.59 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 234.3 100 6.89E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35446:87017

533.60211 3 combeffx_ATM_PI3Ki 533.60060 2.83 34.98 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 136.8 100 1.38E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35298:40011

533.6028 3 combeffx_ATM_comboi 533.60060 4.12 33.7 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 254.0 100 4.18E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35300:44006

538.93369 3 combeffx_ATM_PI3Ki 538.93224 2.69 33.46 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 37.5 94 2.65E+06 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35299:39472

538.93429 3 combeffx_ATM_comboi 538.93224 3.8 30.74 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 78.0 100 1.18E+07 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35301:41168

533.60391 3 timecourse_ATM_ctrl1 533.60060 6.2 30.53 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 168.7 100 7.05E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35448:100144

799.90182 2 timecourse_ATM_ctrl2 799.89726 5.7 29.78 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 10.5 100 3.84E+05 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35447:88484

799.90127 2 timecourse_ATM_combo_2hr 799.89726 5.01 29.36 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 19.1 100 5.80E+05 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35455:93795

920.8712 2 timecourse_ATM_combo_8hr 920.86570 5.97 28.94 CCDC86  CCD86_HUMAN 0 R.CQPKPSEEAPKCS#QD.Q 11.8 100 2.47E+05 CQPKPSEEAPKCS#QD 73.3 128 0 0 0 0 Coiled‐coil domain‐containing protein 86  35450:122118

538.93346 3 combeffx_ATM_MEKi 538.93224 2.28 28.71 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 72.4 100 6.65E+06 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35296:36583

533.60282 3 combeffx_ATM_comboi 533.60060 4.16 27.39 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 238.9 100 2.79E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35301:40388

538.9344 3 combeffx_ATM_comboi 538.93224 4.01 26.98 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 69.8 94 7.43E+06 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35300:44976

799.90056 2 timecourse_ATM_combo_1hr 799.89726 4.13 26.96 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 13.7 100 6.78E+05 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35457:100852

799.90132 2 timecourse_ATM_combo_4hr 799.89726 5.08 26.83 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 34.3 100 1.77E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35452:97251

538.93396 3 combeffx_ATM_MEKi 538.93224 3.19 26.76 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 60.1 100 5.33E+06 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35297:33883

799.90165 2 timecourse_ATM_combo_2hr 799.89726 5.49 26.74 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 18.1 100 5.62E+05 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35454:94040

799.90103 2 timecourse_ATM_combo_8hr 799.89726 4.71 26.07 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 44.1 100 2.90E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35450:99557

538.93483 3 combeffx_ATM_comboi 538.93224 4.81 25.12 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 87.7 94 8.38E+06 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35300:44986

799.9012 2 timecourse_ATM_combo_4hr 799.89726 4.93 24.86 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 48.5 100 2.28E+06 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35453:99112

533.6018 3 combeffx_ATM_PI3Ki 533.60060 2.25 23.86 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 137.7 100 1.17E+07 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35299:38590

538.93449 3 combeffx_ATM_comboi 538.93224 4.17 23.75 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 80.5 100 1.18E+07 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35301:41178

538.93388 3 combeffx_ATM_ctrl 538.93224 3.04 23.39 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 73.2 94 5.35E+06 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35294:44062

432.47847 4 timecourse_ATM_combo_8hr 432.47601 5.69 22.68 CCDC86  CCD86_HUMAN 0 K.KRFS#QMLQDKPLR.T 70.2 100 3.46E+06 KRFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35450:112067

799.90191 2 timecourse_ATM_combo_1hr 799.89726 5.83 20.79 CCDC86  CCD86_HUMAN 0 K.RFS#QMLQDKPLR.T 15.5 100 7.50E+05 RFS#QMLQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35456:101124

538.93375 3 combeffx_ATM_PI3Ki 538.93224 2.8 18.71 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 39.7 100 6.06E+06 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35298:40762

538.93401 3 combeffx_ATM_ctrl 538.93224 3.28 17.91 CCDC86  CCD86_HUMAN 0 K.RFS#QM*LQDKPLR.T 55.9 94 4.36E+06 RFS#QM*LQDKPLR 1000 255 0 0 0 0 Coiled‐coil domain‐containing protein 86  35295:42364

985.40092 2 timecourse_ATM_combo_8hr 985.39420 6.82 54.42 CCDC88A  GRDN_HUMAN 6 R.SDSSEGFLQLPHQDS#QD.S 12.3 100 1.02E+06 SDSSEGFLQLPHQDS#QD 173.6 1439 0 0 0 0 Girdin  35450:132593

985.40002 2 timecourse_ATM_combo_8hr 985.39420 5.91 46.24 CCDC88A  GRDN_HUMAN 6 R.SDSSEGFLQLPHQDS#QD.S 13.7 100 1.17E+06 SDSSEGFLQLPHQDS#QD 148.3 1439 0 0 0 0 Girdin  35451:134062

985.39981 2 timecourse_ATM_combo_4hr 985.39420 5.69 38.6 CCDC88A  GRDN_HUMAN 6 R.SDSSEGFLQLPHQDS#QD.S 8.8 100 5.05E+05 SDSSEGFLQLPHQDS#QD 144.7 1439 0 0 0 0 Girdin  35452:129638

985.39921 2 timecourse_ATM_combo_4hr 985.39420 5.08 31.28 CCDC88A  GRDN_HUMAN 6 R.SDSSEGFLQLPHQDS#QD.S 10.3 100 5.69E+05 SDSSEGFLQLPHQDS#QD 104.1 1439 0 0 0 0 Girdin  35453:132085

997.08001 3 combeffx_ATM_comboi 997.07387 6.16 68.82 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 3.7 100 1.50E+06 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 26.9 275 0 281 ‐1,0 0 0 Cyclin‐C  35300:81281

997.07959 3 timecourse_ATM_combo_8hr 997.07387 5.74 62.62 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNS#SYSQS#.‐ 42.6 100 9.10E+06 MPKPKPPPNSEGEQGPNGSQNS#SYS#QS 17.3 278 0 281 0,2 0 0 Cyclin‐C  35450:175010

997.07977 3 timecourse_ATM_combo_2hr 997.07387 5.92 62.22 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 20.1 100 1.87E+06 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 13.2 275 0 281 0,2 0 0 Cyclin‐C  35454:163691

997.07921 3 combeffx_ATM_comboi 997.07387 5.36 61.09 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 3.4 100 9.84E+05 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 19.9 275 7 281 0,2 0 0 Cyclin‐C  35301:73839

997.07925 3 timecourse_ATM_combo_4hr 997.07387 5.4 57.39 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNS#SYSQS#.‐ 64.9 100 8.86E+06 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 28.7 275 0 281 0,2 0 0 Cyclin‐C  35453:173361

997.07919 3 timecourse_ATM_combo_4hr 997.07387 5.34 54.4 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 45.0 100 8.74E+06 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 34.5 275 6.4 281 0,2 0 0 Cyclin‐C  35452:170080

997.07976 3 timecourse_ATM_combo_1hr 997.07387 5.91 50.94 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNSSY#S#QS.‐ 5.3 100 1.21E+06 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 16.2 275 8.6 281 0,2 0 0 Cyclin‐C  35456:175426

851.69389 3 timecourse_ATM_combo_8hr 851.68902 5.72 46.82 CCNC  CCNC_HUMAN 3 K.PKPPPNSEGEQGPNGSQNSSYS#QS.‐ 12.7 100 1.03E+06 PKPPPNSEGEQGPNGSQNSSY#SQS 32.4 280 0 0 0 0 Cyclin‐C  35451:165970

997.07912 3 timecourse_ATM_combo_8hr 997.07387 5.27 46.29 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 49.1 100 1.01E+07 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 19.9 275 0 281 0,2 0 0 Cyclin‐C  35451:177460

970.42298 3 timecourse_ATM_combo_8hr 970.41842 4.7 46.25 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNSSYS#QS.‐ 15.4 100 2.26E+06 MPKPKPPPNSEGEQGPNGSQNSSY#SQS 22.9 280 0 0 0 0 Cyclin‐C  35451:176240

1023.73432 3 timecourse_ATM_combo_4hr 1023.72931 4.89 44.74 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSY#S#QS.‐ 14.6 100 1.80E+06 MPKPKPPPNSEGEQGPNGS#QNSS#YS#QS 16.4 275 0 279 ‐1,0 7.7 281 0,2 Cyclin‐C  35452:171370

997.07989 3 timecourse_ATM_combo_4hr 997.07387 6.04 44.39 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 73.9 100 8.77E+06 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 23.4 275 0 281 ‐1,0 0 0 Cyclin‐C  35452:170090

1023.73563 3 timecourse_ATM_combo_8hr 1023.72931 6.18 42.31 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSY#S#QS.‐ 13.5 100 1.97E+06 MPKPKPPPNSEGEQGPNGS#QNSS#YS#QS 26.9 275 7.7 279 ‐1,0 0 281 0,2 Cyclin‐C  35450:176320

997.07876 3 timecourse_ATM_combo_4hr 997.07387 4.9 42.03 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNS#SYSQS#.‐ 46.2 100 8.81E+06 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 17.2 275 0 281 0,2 0 0 Cyclin‐C  35453:173351

970.42356 3 timecourse_ATM_combo_8hr 970.41842 5.3 41.62 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNSS#YSQS.‐ 15.9 100 2.25E+06 MPKPKPPPNSEGEQGPNGSQNSSYS#QS 10.3 281 0,2 0 0 0 0 Cyclin‐C  35450:173950

997.07868 3 timecourse_ATM_combo_2hr 997.07387 4.82 40.02 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNSSY#SQS#.‐ 16.9 100 1.73E+06 MPKPKPPPNSEGEQGPNGSQNS#SYS#QS 5.8 278 0,5 0 281 0,2 0 0 Cyclin‐C  35455:164711

970.42332 3 timecourse_ATM_combo_4hr 970.41842 5.05 39.98 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNSS#YSQS.‐ 11.2 100 9.83E+05 MPKPKPPPNSEGEQGPNGSQNSS#YSQS 11.5 279 0,1 0 0 0 0 Cyclin‐C  35452:169020

1023.73483 3 timecourse_ATM_combo_8hr 1023.72931 5.39 38.72 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSY#S#QS.‐ 13.3 100 2.27E+06 MPKPKPPPNSEGEQGPNGS#QNS#SYS#QS 30.3 275 9.8 278 0,2 0 281 0,2 Cyclin‐C  35451:178760

997.0785 3 timecourse_ATM_combo_1hr 997.07387 4.64 38.31 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNS#SYSQS#.‐ 4.1 94 5.27E+05 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 19.9 275 0 281 0,2 0 0 Cyclin‐C  35457:175795

997.07872 3 timecourse_ATM_combo_2hr 997.07387 4.86 37.87 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNS#SYSQS#.‐ 11.4 100 1.73E+06 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 22.2 275 0 281 0,2 0 0 Cyclin‐C  35455:164721

997.08077 3 timecourse_ATM_combo_8hr 997.07387 6.92 36.24 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNSSY#SQS#.‐ 53.9 100 4.81E+06 MPKPKPPPNSEGEQGPNGS#QNSSYS#QS 23.4 275 0 281 ‐3,0 0 0 Cyclin‐C  35450:175020

851.69394 3 timecourse_ATM_combo_8hr 851.68902 5.78 35.48 CCNC  CCNC_HUMAN 3 K.PKPPPNSEGEQGPNGSQNSSYS#QS.‐ 10.4 100 9.81E+05 PKPPPNSEGEQGPNGSQNS#SYSQS 5.9 278 0,2 0 0 0 0 Cyclin‐C  35450:163890

997.07982 3 timecourse_ATM_combo_8hr 997.07387 5.97 34.36 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 71.1 100 1.02E+07 MPKPKPPPNSEGEQGPNGSQNS#SYS#QS 17.3 278 0 281 0,2 0 0 Cyclin‐C  35451:177470

878.34905 3 timecourse_ATM_combo_4hr 878.34447 5.21 34.12 CCNC  CCNC_HUMAN 3 K.PKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 28.4 100 1.76E+06 PKPPPNSEGEQGPNGSQNS#SYS#QS 9.6 278 0,1 8.6 281 0,2 0 0 Cyclin‐C  35452:161990

970.42304 3 timecourse_ATM_combo_4hr 970.41842 4.76 33.85 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNSS#YSQS.‐ 15.0 100 1.02E+06 MPKPKPPPNSEGEQGPNGSQNSSYSQS# 24.8 283 0 0 0 0 Cyclin‐C  35453:172181

1023.73417 3 timecourse_ATM_combo_4hr 1023.72931 4.75 33.8 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNSSY#SQS#.‐ 14.4 100 1.75E+06 MPKPKPPPNSEGEQGPNGS#QNSS#YS#QS 23.4 275 7 279 ‐1,0 0 281 0,2 Cyclin‐C  35453:174621

1023.73526 3 timecourse_ATM_combo_4hr 1023.72931 5.81 31.72 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGS#QNS#S#YSQS.‐ 16.9 100 1.66E+06 MPKPKPPPNSEGEQGPNGS#QNSS#Y#SQS 16.4 275 0 279 0,2 0 280 ‐2,3 Cyclin‐C  35452:171380

878.34936 3 timecourse_ATM_combo_8hr 878.34447 5.57 29.56 CCNC  CCNC_HUMAN 3 K.PKPPPNSEGEQGPNGS#QNSSYS#QS.‐ 54.6 100 4.10E+06 PKPPPNSEGEQGPNGS#QNSSYS#QS 8.7 275 0,4 0 281 0,2 0 0 Cyclin‐C  35451:168980

878.34925 3 timecourse_ATM_combo_4hr 878.34447 5.44 27.15 CCNC  CCNC_HUMAN 3 K.PKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 29.3 100 1.80E+06 PKPPPNSEGEQGPNGS#QNSSYSQS# 6.7 275 0,4 20.4 283 0 0 Cyclin‐C  35452:162000

970.42403 3 timecourse_ATM_combo_2hr 970.41842 5.78 25.55 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNSSY#SQS.‐ 5.7 100 2.57E+05 MPKPKPPPNSEGEQGPNGSQNSSY#SQS 22.6 280 0 0 0 0 Cyclin‐C  35454:162651

878.3496 3 timecourse_ATM_combo_8hr 878.34447 5.84 23.08 CCNC  CCNC_HUMAN 3 K.PKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 55.5 100 4.03E+06 PKPPPNSEGEQGPNGSQNS#SYS#QS 8 278 0,2 13.3 281 0 0 Cyclin‐C  35451:168990

878.34877 3 timecourse_ATM_combo_1hr 878.34447 4.9 23.02 CCNC  CCNC_HUMAN 3 K.PKPPPNSEGEQGPNGS#QNSSYSQS#.‐ 6.4 100 2.48E+05 PKPPPNSEGEQGPNGS#QNSSYS#QS 8.7 275 0,4 0 281 ‐1,0 0 0 Cyclin‐C  35457:167645

970.42014 3 timecourse_ATM_combo_1hr 970.41842 1.77 18.84 CCNC  CCNC_HUMAN 3 K.MPKPKPPPNSEGEQGPNGSQNSSYS#QS.‐ 5.5 94 2.98E+05 MPKPKPPPNSEGEQGPNGSQNSSY#SQS 7.9 280 ‐1,3 0 0 0 0 Cyclin‐C  35457:174565

911.43657 4 timecourse_ATM_ctrl1 911.43258 4.38 49.46 CCNT2  CCNT2_HUMAN 1 K.QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK.I 14.9 100 1.06E+06 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 20.1 375 0 0 0 0 Cyclin‐T2  35448:179260

911.43754 4 timecourse_ATM_ctrl2 911.43258 5.44 37.1 CCNT2  CCNT2_HUMAN 1 K.QETS#LSGSQYNINFQQGPSISLHSGLHHRPDK.I 8.1 100 3.19E+05 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 7.6 375 ‐2,0 0 0 0 0 Cyclin‐T2  35446:166612

911.43621 4 timecourse_ATM_combo_4hr 911.43258 3.98 34.59 CCNT2  CCNT2_HUMAN 1 K.QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK.I 13.4 100 9.57E+05 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 21.8 375 0 0 0 0 Cyclin‐T2  35453:181551

911.43582 4 timecourse_ATM_combo_1hr 911.43258 3.55 34.42 CCNT2  CCNT2_HUMAN 1 K.QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK.I 14.5 100 9.57E+05 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 21.8 375 0 0 0 0 Cyclin‐T2  35457:183665

911.43731 4 timecourse_ATM_combo_2hr 911.43258 5.19 33.57 CCNT2  CCNT2_HUMAN 1 K.QETS#LSGSQYNINFQQGPSISLHSGLHHRPDK.I 14.4 100 6.27E+05 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 23.6 375 0 0 0 0 Cyclin‐T2  35455:172321

911.43676 4 timecourse_ATM_combo_4hr 911.43258 4.59 33.26 CCNT2  CCNT2_HUMAN 1 K.QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK.I 10.6 100 8.11E+05 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 29.9 375 0 0 0 0 Cyclin‐T2  35452:177960

911.43597 4 timecourse_ATM_ctrl1 911.43258 3.72 26.63 CCNT2  CCNT2_HUMAN 1 K.QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK.I 17.4 100 1.13E+06 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 9.6 375 ‐2,0 0 0 0 0 Cyclin‐T2  35449:182279

911.43736 4 timecourse_ATM_combo_1hr 911.43258 5.24 24.06 CCNT2  CCNT2_HUMAN 1 K.QETS#LSGSQYNINFQQGPSISLHSGLHHRPDK.I 9.2 100 7.58E+05 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 11 375 ‐2,0 0 0 0 0 Cyclin‐T2  35456:182806

729.35124 5 timecourse_ATM_combo_8hr 729.34752 5.11 21.24 CCNT2  CCNT2_HUMAN 1 K.QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK.I 8.8 100 1.09E+06 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 18 375 0 0 0 0 Cyclin‐T2  35450:182570

729.35217 5 timecourse_ATM_combo_4hr 729.34752 6.38 17.12 CCNT2  CCNT2_HUMAN 1 K.QETSLS#GSQYNINFQQGPSISLHSGLHHRPDK.I 23.9 100 1.47E+06 QETSLSGS#QYNINFQQGPSISLHSGLHHRPDK 6.1 375 ‐5,0 0 0 0 0 Cyclin‐T2  35453:181561

816.90744 2 combeffx_ATM_comboi 816.90327 5.1 73.76 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 15.1 100 2.06E+06 ASTIFLSKS#QTDVR 52.8 73 0 0 0 0 Cyclin‐Y  35300:46065

816.90591 2 combeffx_ATM_ctrl 816.90327 3.23 73.27 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 32.3 100 2.70E+06 ASTIFLSKS#QTDVR 40.7 73 0 0 0 0 Cyclin‐Y  35295:43500

816.90789 2 timecourse_ATM_combo_8hr 816.90327 5.66 71.38 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 25.7 100 2.14E+06 ASTIFLSKS#QTDVR 38.7 73 0 0 0 0 Cyclin‐Y  35451:103793

816.90561 2 combeffx_ATM_PI3Ki 816.90327 2.86 67.68 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 28.3 100 2.36E+06 ASTIFLSKS#QTDVR 37.4 73 0 0 0 0 Cyclin‐Y  35298:41867

816.90589 2 combeffx_ATM_PI3Ki 816.90327 3.21 64.6 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 21.3 100 1.56E+06 ASTIFLSKS#QTDVR 30.8 73 0 0 0 0 Cyclin‐Y  35299:40370

816.90721 2 timecourse_ATM_combo_4hr 816.90327 4.82 62.2 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 72.2 100 4.18E+06 ASTIFLSKS#QTDVR 37.4 73 0 0 0 0 Cyclin‐Y  35453:102602

816.90572 2 combeffx_ATM_ctrl 816.90327 3.01 62.17 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 33.6 100 3.79E+06 ASTIFLSKS#QTDVR 42.6 73 0 0 0 0 Cyclin‐Y  35294:45223

816.9075 2 timecourse_ATM_combo_8hr 816.90327 5.19 60.48 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 25.3 100 1.79E+06 ASTIFLSKS#QTDVR 37.4 73 0 0 0 0 Cyclin‐Y  35450:102917

816.90808 2 timecourse_ATM_ctrl1 816.90327 5.89 58.3 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 79.0 100 5.48E+06 ASTIFLSKS#QTDVR 38.7 73 0 0 0 0 Cyclin‐Y  35448:103625

816.90809 2 timecourse_ATM_combo_1hr 816.90327 5.9 56.53 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 64.2 100 4.57E+06 ASTIFLSKS#QTDVR 36.8 73 0 0 0 0 Cyclin‐Y  35456:104647

816.90694 2 timecourse_ATM_combo_2hr 816.90327 4.49 56.27 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 68.1 100 2.82E+06 ASTIFLSKS#QTDVR 24.8 73 0 0 0 0 Cyclin‐Y  35455:96839

737.87062 2 timecourse_ATM_combo_4hr 737.86870 2.6 55.41 CCNY  CCNY_HUMAN 2 S.TIFLSKSQT#DVR.E 16.1 100 5.97E+05 TIFLSKSQT#DVR 15.5 75 0 0 0 0 Cyclin‐Y  35453:85430

737.87075 2 timecourse_ATM_combo_2hr 737.86870 2.78 54.9 CCNY  CCNY_HUMAN 2 S.TIFLSKSQT#DVR.E 28.7 100 6.91E+05 TIFLSKS#QTDVR 28.5 73 0 0 0 0 Cyclin‐Y  35455:80796

816.90787 2 timecourse_ATM_ctrl2 816.90327 5.63 54.66 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 72.1 100 3.41E+06 ASTIFLSKS#QTDVR 24.8 73 0 0 0 0 Cyclin‐Y  35446:90140

816.9078 2 timecourse_ATM_combo_2hr 816.90327 5.55 54.5 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 62.2 100 2.78E+06 ASTIFLSKS#QTDVR 33.7 73 0 0 0 0 Cyclin‐Y  35454:97218

737.87043 2 timecourse_ATM_ctrl1 737.86870 2.34 53.5 CCNY  CCNY_HUMAN 2 S.TIFLSKS#QTDVR.E 30.0 100 9.86E+05 TIFLSKS#QTDVR 17 73 0 0 0 0 Cyclin‐Y  35449:87614

737.87221 2 timecourse_ATM_ctrl2 737.86870 4.76 52.41 CCNY  CCNY_HUMAN 2 S.TIFLSKS#QTDVR.E 21.7 100 8.54E+05 TIFLSKS#QTDVR 28.5 73 0 0 0 0 Cyclin‐Y  35446:74528

737.87174 2 timecourse_ATM_combo_2hr 737.86870 4.12 52.35 CCNY  CCNY_HUMAN 2 S.TIFLSKS#QTDVR.E 30.0 100 7.87E+05 TIFLSKS#QTDVR 17 73 0 0 0 0 Cyclin‐Y  35454:81320

737.87158 2 timecourse_ATM_ctrl2 737.86870 3.9 52.24 CCNY  CCNY_HUMAN 2 S.TIFLSKS#QTDVR.E 30.6 100 8.91E+05 TIFLSKS#QTDVR 17 73 0 0 0 0 Cyclin‐Y  35447:75691

781.38617 2 timecourse_ATM_ctrl1 781.38472 1.86 51.94 CCNY  CCNY_HUMAN 2 A.STIFLSKS#QTDVR.E 20.1 100 1.02E+06 STIFLSKS#QTDVR 15.5 73 0 0 0 0 Cyclin‐Y  35449:97414

816.90692 2 timecourse_ATM_combo_1hr 816.90327 4.47 51.27 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 78.3 100 4.55E+06 ASTIFLSKS#QTDVR 37.4 73 0 0 0 0 Cyclin‐Y  35457:104432

816.90693 2 timecourse_ATM_ctrl1 816.90327 4.48 51 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 102.7 100 5.61E+06 ASTIFLSKS#QTDVR 38.7 73 0 0 0 0 Cyclin‐Y  35449:105239

816.90788 2 timecourse_ATM_combo_4hr 816.90327 5.64 49.96 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 61.1 100 4.04E+06 ASTIFLSKS#QTDVR 40.7 73 0 0 0 0 Cyclin‐Y  35452:100511

737.87003 2 timecourse_ATM_combo_1hr 737.86870 1.8 49.83 CCNY  CCNY_HUMAN 2 S.TIFLSKS#QTDVR.E 20.2 100 7.50E+05 TIFLSKS#QTDVR 17 73 0 0 0 0 Cyclin‐Y  35457:86909

816.90753 2 timecourse_ATM_ctrl2 816.90327 5.21 49.64 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 79.9 100 3.82E+06 ASTIFLSKS#QTDVR 36.8 73 0 0 0 0 Cyclin‐Y  35447:91755

630.80589 2 timecourse_ATM_combo_2hr 630.80283 4.85 48.88 CCNY  CCNY_HUMAN 2 I.FLSKS#QTDVR.E 47.0 100 8.09E+05 FLSKS#QTDVR 18.9 73 0 0 0 0 Cyclin‐Y  35455:55759

737.87161 2 timecourse_ATM_ctrl1 737.86870 3.94 48.79 CCNY  CCNY_HUMAN 2 S.TIFLSKS#QTDVR.E 27.1 100 1.00E+06 TIFLSKS#QTDVR 15.5 73 0 0 0 0 Cyclin‐Y  35448:86309

816.90693 2 combeffx_ATM_comboi 816.90327 4.48 47.36 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 12.9 100 1.49E+06 ASTIFLSKS#QTDVR 30.8 73 0 0 0 0 Cyclin‐Y  35301:42134

781.38852 2 timecourse_ATM_ctrl2 781.38472 4.86 45.36 CCNY  CCNY_HUMAN 2 A.STIFLSKS#QTDVR.E 23.3 100 8.97E+05 STIFLSKS#QTDVR 15.5 73 0 0 0 0 Cyclin‐Y  35446:83540

781.3884 2 timecourse_ATM_combo_2hr 781.38472 4.71 43.24 CCNY  CCNY_HUMAN 2 A.STIFLSKS#QTDVR.E 21.6 100 7.52E+05 STIFLSKS#QTDVR 17 73 0 0 0 0 Cyclin‐Y  35454:90459

781.38771 2 timecourse_ATM_combo_2hr 781.38472 3.83 42.95 CCNY  CCNY_HUMAN 2 A.STIFLSKS#QTDVR.E 23.4 100 7.58E+05 STIFLSKS#QTDVR 17 73 0 0 0 0 Cyclin‐Y  35455:90125

737.87063 2 timecourse_ATM_combo_1hr 737.86870 2.62 42.62 CCNY  CCNY_HUMAN 2 S.TIFLSKS#QTDVR.E 25.1 100 8.30E+05 TIFLSKS#QTDVR 28.5 73 0 0 0 0 Cyclin‐Y  35456:86708

630.80568 2 timecourse_ATM_combo_1hr 630.80283 4.52 42.44 CCNY  CCNY_HUMAN 2 I.FLSKSQT#DVR.E 32.1 100 8.80E+05 FLSKS#QTDVR 15.5 73 0 0 0 0 Cyclin‐Y  35457:60093

781.3883 2 timecourse_ATM_ctrl2 781.38472 4.58 41.89 CCNY  CCNY_HUMAN 2 A.STIFLSKS#QTDVR.E 23.2 100 9.35E+05 STIFLSKS#QTDVR 15.5 73 0 0 0 0 Cyclin‐Y  35447:84899

737.87049 2 timecourse_ATM_combo_4hr 737.86870 2.43 39.52 CCNY  CCNY_HUMAN 2 S.TIFLSKS#QTDVR.E 15.1 100 5.09E+05 TIFLSKS#QTDVR 12.2 73 0,2 0 0 0 0 Cyclin‐Y  35452:83691

630.65282 3 combeffx_ATM_ctrl 630.65045 3.76 38.86 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVREK.R 25.2 100 2.07E+06 ASTIFLSKS#QTDVREK 29.9 73 0 0 0 0 Cyclin‐Y  35295:54859

544.9392 3 combeffx_ATM_MEKi 544.93794 2.31 38.54 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 79.4 100 4.11E+06 ASTIFLSKS#QTDVR 14.7 73 0 0 0 0 Cyclin‐Y  35296:37455

737.8714 2 timecourse_ATM_combo_8hr 737.86870 3.66 37.13 CCNY  CCNY_HUMAN 2 S.TIFLSKSQT#DVR.E 8.2 100 4.11E+05 TIFLSKSQT#DVR 13.3 75 0 0 0 0 Cyclin‐Y  35451:86611

630.80629 2 timecourse_ATM_combo_4hr 630.80283 5.49 36.86 CCNY  CCNY_HUMAN 2 I.FLSKS#QTDVR.E 26.8 100 6.29E+05 FLSKS#QTDVR 26.5 73 0 0 0 0 Cyclin‐Y  35452:57872

630.80626 2 timecourse_ATM_combo_2hr 630.80283 5.44 36.32 CCNY  CCNY_HUMAN 2 I.FLSKS#QTDVR.E 46.6 100 8.79E+05 FLSKS#QTDVR 18.9 73 0 0 0 0 Cyclin‐Y  35454:56647

544.94039 3 timecourse_ATM_combo_2hr 544.93794 4.5 35.92 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 86.4 100 3.38E+06 ASTIFLSKS#QTDVR 15 73 0 0 0 0 Cyclin‐Y  35455:96829

630.80554 2 timecourse_ATM_ctrl1 630.80283 4.3 35.6 CCNY  CCNY_HUMAN 2 I.FLSKSQT#DVR.E 29.6 100 9.80E+05 FLSKS#QTDVR 24.8 73 0 0 0 0 Cyclin‐Y  35449:60756

630.80619 2 timecourse_ATM_combo_4hr 630.80283 5.33 34.21 CCNY  CCNY_HUMAN 2 I.FLSKS#QTDVR.E 29.0 100 6.79E+05 FLSKS#QTDVR 17 73 0 0 0 0 Cyclin‐Y  35453:58988

544.94084 3 timecourse_ATM_combo_4hr 544.93794 5.32 33.96 CCNY  CCNY_HUMAN 2 R.ASTIFLSKSQT#DVR.E 99.6 100 6.07E+06 ASTIFLSKS#QTDVR 20.1 73 0 0 0 0 Cyclin‐Y  35452:100501

630.65245 3 combeffx_ATM_ctrl 630.65045 3.17 33.64 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVREK.R 21.3 100 1.87E+06 ASTIFLSKS#QTDVREK 12.2 73 ‐2,0 0 0 0 0 Cyclin‐Y  35294:56985

544.94064 3 timecourse_ATM_combo_8hr 544.93794 4.95 32.66 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 34.1 100 2.71E+06 ASTIFLSKS#QTDVR 21.8 73 0 0 0 0 Cyclin‐Y  35450:102907

630.8066 2 timecourse_ATM_ctrl1 630.80283 5.98 31.4 CCNY  CCNY_HUMAN 2 I.FLSKSQT#DVR.E 26.5 100 9.23E+05 FLSKS#QTDVR 14.2 73 0 0 0 0 Cyclin‐Y  35448:60046

630.80633 2 timecourse_ATM_ctrl2 630.80283 5.55 30.24 CCNY  CCNY_HUMAN 2 I.FLSKSQT#DVR.E 49.1 100 1.22E+06 FLSKS#QTDVR 14.2 73 0 0 0 0 Cyclin‐Y  35447:52283

544.94107 3 timecourse_ATM_ctrl2 544.93794 5.76 30.24 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 101.8 100 4.72E+06 ASTIFLSKS#QTDVR 10.4 73 ‐2,0 0 0 0 0 Cyclin‐Y  35446:90150

544.94044 3 timecourse_ATM_combo_1hr 544.93794 4.59 28.29 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 103.7 100 5.56E+06 ASTIFLSKS#QTDVR 11 73 ‐2,0 0 0 0 0 Cyclin‐Y  35457:104442

544.94093 3 timecourse_ATM_combo_2hr 544.93794 5.49 27.84 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 85.8 100 3.65E+06 ASTIFLSKS#QTDVR 16.2 73 0 0 0 0 Cyclin‐Y  35454:97208

544.93959 3 combeffx_ATM_MEKi 544.93794 3.05 27.36 CCNY  CCNY_HUMAN 2 R.ASTIFLSKSQT#DVR.E 64.1 100 2.76E+06 ASTIFLSKS#QTDVR 21.8 73 0 0 0 0 Cyclin‐Y  35297:34705

544.94057 3 timecourse_ATM_combo_4hr 544.93794 4.83 25.89 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 103.8 100 5.78E+06 ASTIFLSKS#QTDVR 20.1 73 0 0 0 0 Cyclin‐Y  35453:102612

544.94046 3 combeffx_ATM_comboi 544.93794 4.62 25.23 CCNY  CCNY_HUMAN 2 R.ASTIFLSKSQT#DVR.E 48.1 100 6.16E+06 ASTIFLSKS#QTDVR 4.9 73 0,2 0 0 0 0 Cyclin‐Y  35300:46055

856.88912 2 timecourse_ATM_ctrl1 856.88643 3.14 23.56 CCNY  CCNY_HUMAN 2 R.AS#TIFLSKS#QTDVR.E 7.0 100 2.86E+05 AS#TIFLSKSQT#DVR 0 66 0,1 6.6 75 ‐2,0 0 0 Cyclin‐Y  35449:113515

544.94108 3 timecourse_ATM_ctrl1 544.93794 5.76 23.46 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 102.4 100 6.91E+06 ASTIFLSKS#QTDVR 10.4 73 ‐2,0 0 0 0 0 Cyclin‐Y  35448:103615

544.9395 3 combeffx_ATM_PI3Ki 544.93794 2.86 23.45 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 67.6 100 4.76E+06 ASTIFLSKS#QTDVR 29.9 73 0 0 0 0 Cyclin‐Y  35299:40360

630.65291 3 combeffx_ATM_PI3Ki 630.65045 3.9 22.88 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVREK.R 11.3 100 7.64E+05 ASTIFLSKS#QTDVREK 4.9 73 ‐2,0 0 0 0 0 Cyclin‐Y  35299:50032

544.94016 3 combeffx_ATM_comboi 544.93794 4.07 22.79 CCNY  CCNY_HUMAN 2 R.ASTIFLSKSQT#DVR.E 38.7 100 4.13E+06 ASTIFLSKS#QTDVR 7.6 73 ‐2,0 0 0 0 0 Cyclin‐Y  35301:42124

544.94041 3 timecourse_ATM_ctrl1 544.93794 4.53 20.36 CCNY  CCNY_HUMAN 2 R.ASTIFLSKSQT#DVR.E 112.9 100 6.69E+06 ASTIFLSKS#QTDVR 23.6 73 0 0 0 0 Cyclin‐Y  35449:105249

544.93947 3 combeffx_ATM_ctrl 544.93794 2.81 20.2 CCNY  CCNY_HUMAN 2 R.ASTIFLSKSQT#DVR.E 78.1 100 6.92E+06 ASTIFLSKS#QTDVR 18 73 0 0 0 0 Cyclin‐Y  35295:43490

630.65265 3 combeffx_ATM_MEKi 630.65045 3.49 19.75 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVREK.R 17.0 100 5.19E+05 ASTIFLSKS#QTDVREK 4.9 73 0,2 0 0 0 0 Cyclin‐Y  35297:42278

544.9397 3 combeffx_ATM_ctrl 544.93794 3.23 19.21 CCNY  CCNY_HUMAN 2 R.ASTIFLS#KSQTDVR.E 81.9 100 8.57E+06 ASTIFLSKS#QTDVR 28.3 73 0 0 0 0 Cyclin‐Y  35294:45233

544.94114 3 timecourse_ATM_combo_1hr 544.93794 5.87 18.76 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 80.2 100 5.62E+06 ASTIFLSKS#QTDVR 14.7 73 0 0 0 0 Cyclin‐Y  35456:104637

544.94098 3 timecourse_ATM_combo_8hr 544.93794 5.58 11.74 CCNY  CCNY_HUMAN 2 R.ASTIFLSKS#QTDVR.E 30.0 100 2.40E+06 ASTIFLSKS#QTDVR 6.1 73 ‐2,0 0 0 0 0 Cyclin‐Y  35451:103783

705.82014 2 timecourse_ATM_combo_4hr 705.81666 4.93 78.76 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 6.0 100 2.52E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35453:78144

705.82001 2 timecourse_ATM_combo_8hr 705.81666 4.75 63.64 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 8.4 100 4.07E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35451:78840

705.8207 2 timecourse_ATM_combo_1hr 705.81666 5.72 63.61 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 7.1 100 2.94E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35456:79139

705.81953 2 timecourse_ATM_combo_1hr 705.81666 4.07 63.16 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 9.6 100 3.60E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35457:79466

705.82068 2 timecourse_ATM_combo_4hr 705.81666 5.7 61.05 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 6.2 100 2.36E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35452:76486

705.81996 2 timecourse_ATM_combo_8hr 705.81666 4.68 60.15 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 6.4 100 3.60E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35450:78293

705.82006 2 timecourse_ATM_combo_2hr 705.81666 4.82 57.56 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 8.9 100 2.45E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35454:74451

705.81998 2 timecourse_ATM_combo_2hr 705.81666 4.7 53.63 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 11.5 100 2.41E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35455:73877

705.81951 2 timecourse_ATM_ctrl1 705.81666 4.04 53.2 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 8.8 100 3.28E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35449:80232

705.82075 2 timecourse_ATM_ctrl2 705.81666 5.79 50.43 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 7.6 100 2.06E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35446:68135

705.82074 2 timecourse_ATM_ctrl2 705.81666 5.78 49.56 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 9.6 100 2.42E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35447:69206

705.82086 2 timecourse_ATM_ctrl1 705.81666 5.95 48.62 CCT2  TCPB_HUMAN 9 R.GAT#QQILDEAER.S 8.4 100 3.21E+05 GAT#QQILDEAER 1000 379 0 0 0 0 T‐complex protein 1 subunit beta  35448:79007

816.03254 3 timecourse_ATM_combo_4hr 816.02862 4.8 41.16 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 33.1 100 1.87E+06 TVYGGGCSEMLMAHAVT#QLANR 17.1 422 0 0 0 0 T‐complex protein 1 subunit beta  35452:154950

816.03255 3 timecourse_ATM_combo_8hr 816.02862 4.82 31.82 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 25.7 100 1.81E+06 TVYGGGCSEMLMAHAVT#QLANR 6.9 422 ‐9,0 0 0 0 0 T‐complex protein 1 subunit beta  35451:161380

816.03185 3 timecourse_ATM_combo_2hr 816.02862 3.96 29.13 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 22.7 100 1.17E+06 TVYGGGCSEMLMAHAVT#QLANR 4.8 422 ‐9,0 0 0 0 0 T‐complex protein 1 subunit beta  35454:149851

816.03257 3 timecourse_ATM_combo_4hr 816.02862 4.84 27.74 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 32.9 100 2.02E+06 TVYGGGCSEMLMAHAVT#QLANR 17.5 422 0 0 0 0 T‐complex protein 1 subunit beta  35453:157711

816.03171 3 timecourse_ATM_combo_1hr 816.02862 3.79 27.35 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 28.5 100 1.99E+06 TVYGGGCSEMLMAHAVT#QLANR 13.4 422 0 0 0 0 T‐complex protein 1 subunit beta  35457:160925

816.03253 3 timecourse_ATM_combo_8hr 816.02862 4.79 27.29 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 25.2 100 1.83E+06 TVYGGGCSEMLMAHAVT#QLANR 6.8 422 ‐9,0 0 0 0 0 T‐complex protein 1 subunit beta  35450:159260

816.03264 3 timecourse_ATM_ctrl2 816.02862 4.93 27.06 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 24.9 100 1.15E+06 TVYGGGCSEMLMAHAVT#QLANR 6.9 422 ‐9,0 0 0 0 0 T‐complex protein 1 subunit beta  35447:147013

816.03236 3 timecourse_ATM_ctrl1 816.02862 4.58 25.81 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 27.2 100 1.76E+06 TVYGGGCSEMLMAHAVT#QLANR 6.8 422 ‐9,0 0 0 0 0 T‐complex protein 1 subunit beta  35448:158660

816.03284 3 timecourse_ATM_ctrl2 816.02862 5.17 22.4 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 20.6 100 1.05E+06 TVYGGGCSEMLMAHAVT#QLANR 6.8 422 ‐9,0 0 0 0 0 T‐complex protein 1 subunit beta  35446:144252

816.03221 3 timecourse_ATM_combo_2hr 816.02862 4.4 19.54 CCT2  TCPB_HUMAN 8 R.TVYGGGCSEMLMAHAVT#QLANR.T 27.7 100 1.31E+06 TVYGGGCSEMLMAHAVT#QLANR 14.2 422 0 0 0 0 T‐complex protein 1 subunit beta  35455:150311

929.07447 3 timecourse_ATM_combo_1hr 929.07009 4.71 41.64 CCT3  TCPG_HUMAN 6 R.AKHT#QENCETWGVNGETGTLVDMK.E 3.3 100 1.76E+05 AKHT#QENCETWGVNGETGTLVDMK 4.2 471 0,6 0 0 0 0 T‐complex protein 1 subunit gamma  35457:171945

929.07525 3 timecourse_ATM_combo_8hr 929.07009 5.55 38.07 CCT3  TCPG_HUMAN 6 R.AKHT#QENCETWGVNGETGTLVDMK.E 4.0 100 2.42E+05 AKHT#QENCETWGVNGETGTLVDMK 10.9 471 0,6 0 0 0 0 T‐complex protein 1 subunit gamma  35451:173870

929.07587 3 timecourse_ATM_combo_8hr 929.07009 6.23 37.04 CCT3  TCPG_HUMAN 6 R.AKHTQENCET#WGVNGETGTLVDMK.E 4.4 100 1.72E+05 AKHT#QENCETWGVNGETGTLVDMK 6.7 471 0,6 0 0 0 0 T‐complex protein 1 subunit gamma  35450:171500

929.07475 3 timecourse_ATM_combo_2hr 929.07009 5.02 34.26 CCT3  TCPG_HUMAN 6 R.AKHTQENCET#WGVNGETGTLVDMK.E 3.6 100 1.40E+05 AKHT#QENCETWGVNGETGTLVDMK 0 471 0,6 0 0 0 0 T‐complex protein 1 subunit gamma  35455:161351

1060.52019 2 timecourse_ATM_ctrl1 1060.51200 7.73 78.44 CCT4  TCPD_HUMAN 6 K.VVS#QYSSLLSPMSVNAVMK.V 12.4 100 4.75E+05 VVS#QYSSLLSPMSVNAVMK 29 177 0 0 0 0 T‐complex protein 1 subunit delta  35448:145008

1060.51989 2 timecourse_ATM_combo_1hr 1060.51200 7.44 70.47 CCT4  TCPD_HUMAN 6 K.VVS#QYSSLLSPMSVNAVMK.V 12.7 100 4.72E+05 VVS#QYSSLLSPMSVNAVMK 14.5 177 0 0 0 0 T‐complex protein 1 subunit delta  35456:147319

1060.51839 2 timecourse_ATM_ctrl1 1060.51200 6.03 55.22 CCT4  TCPD_HUMAN 6 K.VVS#QYSSLLSPMSVNAVMK.V 11.4 100 5.24E+05 VVS#QYSSLLSPMSVNAVMK 29 177 0 0 0 0 T‐complex protein 1 subunit delta  35449:147098

1060.51953 2 timecourse_ATM_combo_4hr 1060.51200 7.1 44.85 CCT4  TCPD_HUMAN 6 K.VVS#QYSSLLSPMSVNAVMK.V 6.6 100 3.37E+05 VVS#QYSSLLSPMSVNAVMK 14.5 177 0 0 0 0 T‐complex protein 1 subunit delta  35453:143637

1060.5195 2 timecourse_ATM_combo_1hr 1060.51200 7.07 40.04 CCT4  TCPD_HUMAN 6 K.VVS#QYSSLLSPMSVNAVMK.V 10.6 100 4.55E+05 VVS#QYSSLLSPMSVNAVMK 14.5 177 0 0 0 0 T‐complex protein 1 subunit delta  35457:147310

1060.52007 2 timecourse_ATM_combo_8hr 1060.51200 7.61 28.97 CCT4  TCPD_HUMAN 6 K.VVS#QYSSLLSPMSVNAVMK.V 6.6 100 2.93E+05 VVS#QYSSLLSPMSVNAVMK 32.3 177 0 0 0 0 T‐complex protein 1 subunit delta  35450:144593

1060.51961 2 timecourse_ATM_ctrl2 1060.51200 7.18 24.24 CCT4  TCPD_HUMAN 6 K.VVS#QYSSLLSPMSVNAVMK.V 6.1 100 1.83E+05 VVS#QYSSLLSPMSVNAVMK 7 177 0,4 0 0 0 0 T‐complex protein 1 subunit delta  35446:130441

677.83238 2 timecourse_ATM_combo_1hr 677.83106 1.95 47.48 CCT5  TCPE_HUMAN 15 K.QQISLAT#QMVR.M 15.5 100 1.04E+06 QQISLAT#QMVR 41 521 0 0 0 0 T‐complex protein 1 subunit epsilon  35457:72760

677.83274 2 timecourse_ATM_combo_4hr 677.83106 2.49 46.59 CCT5  TCPE_HUMAN 15 K.QQISLAT#QMVR.M 11.2 100 8.11E+05 QQISLAT#QMVR 35.8 521 0 0 0 0 T‐complex protein 1 subunit epsilon  35453:71426

677.83297 2 timecourse_ATM_combo_4hr 677.83106 2.82 44.93 CCT5  TCPE_HUMAN 15 K.QQISLAT#QMVR.M 11.0 100 8.15E+05 QQISLAT#QMVR 35.8 521 0 0 0 0 T‐complex protein 1 subunit epsilon  35452:69865

677.83225 2 timecourse_ATM_combo_2hr 677.83106 1.76 44.45 CCT5  TCPE_HUMAN 15 K.QQISLAT#QMVR.M 15.1 100 6.07E+05 QQISLAT#QMVR 37.5 521 0 0 0 0 T‐complex protein 1 subunit epsilon  35455:67721

677.83241 2 timecourse_ATM_ctrl1 677.83106 2.01 39.91 CCT5  TCPE_HUMAN 15 K.QQISLAT#QMVR.M 13.6 100 9.61E+05 QQISLAT#QMVR 35.8 521 0 0 0 0 T‐complex protein 1 subunit epsilon  35449:73406

677.83348 2 timecourse_ATM_ctrl2 677.83106 3.57 38.92 CCT5  TCPE_HUMAN 15 K.QQISLAT#QMVR.M 10.5 100 4.26E+05 QQISLAT#QMVR 35.8 521 0 0 0 0 T‐complex protein 1 subunit epsilon  35447:63185

677.83401 2 timecourse_ATM_ctrl1 677.83106 4.35 38.14 CCT5  TCPE_HUMAN 15 K.QQISLAT#QMVR.M 18.2 100 9.88E+05 QQISLAT#QMVR 35.8 521 0 0 0 0 T‐complex protein 1 subunit epsilon  35448:72466

677.83335 2 timecourse_ATM_combo_1hr 677.83106 3.38 37.72 CCT5  TCPE_HUMAN 15 K.QQISLAT#QMVR.M 15.2 100 1.04E+06 QQISLAT#QMVR 43.5 521 0 0 0 0 T‐complex protein 1 subunit epsilon  35456:72608

677.83305 2 timecourse_ATM_combo_2hr 677.83106 2.94 30.78 CCT5  TCPE_HUMAN 15 K.QQISLAT#QMVR.M 16.8 100 5.65E+05 QQISLAT#QMVR 35.8 521 0 0 0 0 T‐complex protein 1 subunit epsilon  35454:68241

513.25783 2 timecourse_ATM_combo_8hr 513.25498 5.55 43.53 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 61.3 100 1.34E+06 TAT#QLAVNK 51.6 129 0 0 0 0 T‐complex protein 1 subunit eta  35450:26024

513.25715 2 timecourse_ATM_ctrl1 513.25498 4.23 43.29 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 91.6 100 1.76E+06 TAT#QLAVNK 51.6 129 0 0 0 0 T‐complex protein 1 subunit eta  35449:26617

513.25808 2 timecourse_ATM_ctrl1 513.25498 6.04 42.72 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 92.4 100 1.83E+06 TAT#QLAVNK 51.6 129 0 0 0 0 T‐complex protein 1 subunit eta  35448:26221

513.2573 2 combeffx_ATM_MEKi 513.25498 4.52 39.67 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 13.1 100 3.13E+05 TAT#QLAVNK 30.7 129 0 0 0 0 T‐complex protein 1 subunit eta  35297:10085

513.25721 2 combeffx_ATM_MEKi 513.25498 4.34 39.56 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 14.7 100 3.75E+05 TAT#QLAVNK 30.7 129 0 0 0 0 T‐complex protein 1 subunit eta  35296:10940

513.25753 2 timecourse_ATM_combo_1hr 513.25498 4.97 38.63 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 88.2 100 1.85E+06 TAT#QLAVNK 51.6 129 0 0 0 0 T‐complex protein 1 subunit eta  35457:26154

513.25782 2 timecourse_ATM_combo_4hr 513.25498 5.53 34.23 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 63.0 100 1.26E+06 TAT#QLAVNK 51.6 129 0 0 0 0 T‐complex protein 1 subunit eta  35452:25734



513.25733 2 combeffx_ATM_PI3Ki 513.25498 4.58 33.85 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 5.9 100 1.97E+05 TAT#QLAVNK 42.6 129 0 0 0 0 T‐complex protein 1 subunit eta  35299:11091

513.25786 2 combeffx_ATM_comboi 513.25498 5.63 32.67 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 14.3 100 6.99E+05 TAT#QLAVNK 24.8 129 0 0 0 0 T‐complex protein 1 subunit eta  35300:12200

513.25767 2 combeffx_ATM_comboi 513.25498 5.24 29.4 CCT7  TCPH_HUMAN 7 R.TAT#QLAVNK.I 13.3 100 4.38E+05 TAT#QLAVNK 30.7 129 0 0 0 0 T‐complex protein 1 subunit eta  35301:11198

828.37257 3 timecourse_ATM_combo_2hr 828.36763 5.96 25.29 CCT7  TCPH_HUMAN 9 K.LPIGDVAT#QYFADRDMFCAGR.V 14.2 100 3.77E+05 LPIGDVAT#QYFADRDMFCAGR 22.9 300 0 0 0 0 T‐complex protein 1 subunit eta  35454:151241

828.37414 3 timecourse_ATM_combo_1hr 828.36763 7.86 21.87 CCT7  TCPH_HUMAN 9 K.LPIGDVAT#QYFADRDMFCAGR.V 11.6 100 3.82E+05 LPIGDVAT#QYFADRDMFCAGR 34.5 300 0 0 0 0 T‐complex protein 1 subunit eta  35456:162417

1252.56165 2 timecourse_ATM_combo_8hr 1252.55417 5.97 52.38 CD3EAP  RPA34_HUMAN 3 K.EMQVTEAPVT#QEAVNGHGALEVD.M 7.7 100 1.24E+06 EMQVTEAPVT#QEAVNGHGALEVD 63.9 187 0 0 0 0 DNA‐directed RNA polymerase I subunit RPA34  35451:163660

1252.55973 2 timecourse_ATM_combo_8hr 1252.55417 4.44 47.01 CD3EAP  RPA34_HUMAN 3 K.EMQVTEAPVT#QEAVNGHGALEVD.M 7.3 100 1.01E+06 EMQVTEAPVT#QEAVNGHGALEVD 82 187 0 0 0 0 DNA‐directed RNA polymerase I subunit RPA34  35450:161500

920.77358 3 timecourse_ATM_combo_4hr 920.76851 5.51 34.18 CD3EAP  RPA34_HUMAN 3 K.KKEMQVTEAPVT#QEAVNGHGALEVD.M 3.0 100 2.24E+05 KKEMQVTEAPVT#QEAVNGHGALEVD 74.7 187 0 0 0 0 DNA‐directed RNA polymerase I subunit RPA34  35453:168961

835.37689 3 timecourse_ATM_combo_8hr 835.37188 6 33.28 CD3EAP  RPA34_HUMAN 3 K.EMQVTEAPVT#QEAVNGHGALEVD.M 35.5 100 8.04E+06 EMQVTEAPVT#QEAVNGHGALEVD 4.7 187 ‐5,0 0 0 0 0 DNA‐directed RNA polymerase I subunit RPA34  35451:163670

1252.56078 2 timecourse_ATM_combo_4hr 1252.55417 5.28 31.73 CD3EAP  RPA34_HUMAN 3 K.EMQVTEAPVT#QEAVNGHGALEVD.M 3.6 100 2.60E+05 EMQVTEAPVT#QEAVNGHGALEVD 72.1 187 0 0 0 0 DNA‐directed RNA polymerase I subunit RPA34  35453:159901

735.6875 3 timecourse_ATM_combo_8hr 735.68383 4.99 55.52 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 17.8 100 1.09E+06 PSGLNGEASKS#QEMVHLVNK 18.3 706 0 0 0 0 CD44 antigen  35450:148770

584.04048 4 combeffx_ATM_comboi 584.03843 3.51 55 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 55.9 100 6.09E+06 KPSGLNGEAS#KSQEMVHLVNK 20.6 704 0 0 0 0 CD44 antigen  35301:64929

735.688 3 timecourse_ATM_combo_1hr 735.68383 5.67 53.42 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 15.4 100 8.69E+05 PSGLNGEASKS#QEMVHLVNK 26.4 706 0 0 0 0 CD44 antigen  35456:151097

735.68733 3 timecourse_ATM_combo_4hr 735.68383 4.76 51.12 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 24.9 100 1.21E+06 PSGLNGEASKS#QEMVHLVNK 18.3 706 0 0 0 0 CD44 antigen  35453:147391

735.6867 3 timecourse_ATM_ctrl1 735.68383 3.9 45.62 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 26.6 100 1.13E+06 PSGLNGEASKS#QEMVHLVNK 15 706 0 0 0 0 CD44 antigen  35449:150949

735.68774 3 timecourse_ATM_combo_2hr 735.68383 5.33 43.43 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 31.7 100 1.11E+06 PSGLNGEASKS#QEMVHLVNK 26.4 706 0 0 0 0 CD44 antigen  35454:140621

778.38481 3 combeffx_ATM_PI3Ki 778.38214 3.43 42.3 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 6.9 100 6.07E+05 KPSGLNGEASKS#QEMVHLVNK 59.3 706 0 0 0 0 CD44 antigen  35298:63776

584.04027 4 combeffx_ATM_ctrl 584.03843 3.15 41.83 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 50.9 100 5.28E+06 KPSGLNGEASKS#QEMVHLVNK 30.9 706 0 0 0 0 CD44 antigen  35295:66647

735.68803 3 timecourse_ATM_ctrl1 735.68383 5.71 41.82 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 24.0 100 1.20E+06 PSGLNGEASKS#QEMVHLVNK 8.5 706 ‐2,0 0 0 0 0 CD44 antigen  35448:148700

584.0406 4 combeffx_ATM_PI3Ki 584.03843 3.72 40.6 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 96.9 100 7.19E+06 KPSGLNGEASKS#QEMVHLVNK 33.5 706 0 0 0 0 CD44 antigen  35299:60434

735.68783 3 timecourse_ATM_combo_4hr 735.68383 5.44 40.58 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 15.1 100 1.11E+06 PSGLNGEAS#KSQEMVHLVNK 7.5 704 0,2 0 0 0 0 CD44 antigen  35452:144996

584.04112 4 combeffx_ATM_comboi 584.03843 4.61 40.45 CD44  CD44_HUMAN 8 R.KPSGLNGEAS#KSQEMVHLVNK.E 71.8 100 8.48E+06 KPSGLNGEAS#KSQEMVHLVNK 14.8 704 0 0 0 0 CD44 antigen  35300:71011

735.68705 3 timecourse_ATM_combo_2hr 735.68383 4.38 39.88 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 34.1 100 1.12E+06 PSGLNGEASKS#QEMVHLVNK 12.7 706 ‐2,0 0 0 0 0 CD44 antigen  35455:140711

584.04158 4 timecourse_ATM_combo_1hr 584.03843 5.39 39.63 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 391.8 100 1.54E+07 KPSGLNGEASKS#QEMVHLVNK 9.1 706 ‐2,0 0 0 0 0 CD44 antigen  35457:156175

735.6879 3 timecourse_ATM_ctrl2 735.68383 5.53 37.49 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 10.3 100 3.59E+05 PSGLNGEASKS#QEMVHLVNK 8.5 706 ‐2,0 0 0 0 0 CD44 antigen  35447:136723

735.68659 3 timecourse_ATM_combo_1hr 735.68383 3.75 36.24 CD44  CD44_HUMAN 8 K.PSGLNGEAS#KSQEMVHLVNK.E 15.0 100 8.91E+05 PSGLNGEASKS#QEMVHLVNK 24.1 706 0 0 0 0 CD44 antigen  35457:151065

584.04234 4 timecourse_ATM_combo_1hr 584.03843 6.69 36.09 CD44  CD44_HUMAN 8 R.KPSGLNGEAS#KSQEMVHLVNK.E 338.5 100 1.49E+07 KPSGLNGEAS#KSQEMVHLVNK 17.6 704 0 0 0 0 CD44 antigen  35456:156187

588.03913 4 combeffx_ATM_MEKi 588.03716 3.35 35.38 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEM*VHLVNK.E 19.1 100 1.46E+06 KPSGLNGEASKS#QEM*VHLVNK 20.6 706 0 0 0 0 CD44 antigen  35297:50588

584.04192 4 timecourse_ATM_combo_4hr 584.03843 5.98 35.36 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 440.9 100 2.05E+07 KPSGLNGEAS#KSQEMVHLVNK 8 704 0,2 0 0 0 0 CD44 antigen  35452:150050

735.68755 3 timecourse_ATM_combo_8hr 735.68383 5.06 34.08 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 18.7 100 1.28E+06 PSGLNGEASKS#QEMVHLVNK 15 706 0 0 0 0 CD44 antigen  35451:150770

778.38571 3 combeffx_ATM_comboi 778.38214 4.59 34.01 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 7.8 100 7.61E+05 KPSGLNGEASKS#QEMVHLVNK 22.9 706 0 0 0 0 CD44 antigen  35300:71001

778.38525 3 timecourse_ATM_combo_2hr 778.38214 4 33.93 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 99.4 100 2.66E+06 KPSGLNGEASKS#QEMVHLVNK 44.3 706 0 0 0 0 CD44 antigen  35455:145731

584.04135 4 timecourse_ATM_combo_4hr 584.03843 5 33.65 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 506.8 100 1.96E+07 KPSGLNGEASKS#QEMVHLVNK 14 706 0 0 0 0 CD44 antigen  35453:152751

584.0402 4 combeffx_ATM_PI3Ki 584.03843 3.03 33.6 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 85.7 100 7.98E+06 KPSGLNGEASKS#QEMVHLVNK 12.4 706 ‐2,0 0 0 0 0 CD44 antigen  35298:63766

735.68781 3 timecourse_ATM_ctrl2 735.68383 5.41 33.36 CD44  CD44_HUMAN 8 K.PSGLNGEASKS#QEMVHLVNK.E 8.4 100 3.41E+05 PSGLNGEASKS#QEMVHLVNK 20.2 706 0 0 0 0 CD44 antigen  35446:134336

778.38654 3 timecourse_ATM_combo_4hr 778.38214 5.65 32.94 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 81.1 100 3.66E+06 KPSGLNGEASKS#QEMVHLVNK 39.8 706 0 0 0 0 CD44 antigen  35452:150040

778.38664 3 timecourse_ATM_combo_8hr 778.38214 5.78 32.09 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 44.6 100 2.49E+06 KPSGLNGEASKS#QEMVHLVNK 50.7 706 0 0 0 0 CD44 antigen  35450:154180

584.0419 4 timecourse_ATM_combo_8hr 584.03843 5.94 32.07 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 264.0 100 1.30E+07 KPSGLNGEASKS#QEMVHLVNK 15.6 706 0 0 0 0 CD44 antigen  35451:156220

778.38563 3 timecourse_ATM_combo_4hr 778.38214 4.48 30.91 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 89.7 100 3.77E+06 KPSGLNGEASKS#QEMVHLVNK 39.8 706 0 0 0 0 CD44 antigen  35453:152741

778.38654 3 timecourse_ATM_combo_8hr 778.38214 5.65 30.78 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 50.7 100 2.59E+06 KPSGLNGEASKS#QEMVHLVNK 59.3 706 0 0 0 0 CD44 antigen  35451:156210

832.3859 5 timecourse_ATM_combo_4hr 832.38164 5.12 30.49 CD44  CD44_HUMAN 8 R.KPS#GLNGEASKSQEMVHLVNKESSETPDQFMTADETR.N 3.6 100 2.96E+05 KPSGLNGEASKS#QEMVHLVNKESSETPDQFMTADE 13 706 ‐9,0 0 0 0 0 CD44 antigen  35452:180200

584.04202 4 timecourse_ATM_ctrl2 584.03843 6.15 30.44 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 305.7 100 1.33E+07 KPSGLNGEASKS#QEMVHLVNK 21.3 706 0 0 0 0 CD44 antigen  35447:142193

584.04172 4 timecourse_ATM_combo_2hr 584.03843 5.63 29.98 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 437.5 100 1.45E+07 KPSGLNGEAS#KSQEMVHLVNK 11.3 704 0,2 0 0 0 0 CD44 antigen  35454:145371

584.04213 4 timecourse_ATM_ctrl1 584.03843 6.34 29.7 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 407.5 100 1.80E+07 KPSGLNGEASKS#QEMVHLVNK 15.6 706 0 0 0 0 CD44 antigen  35448:154190

584.04028 4 combeffx_ATM_ctrl 584.03843 3.18 29.62 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 54.3 100 5.91E+06 KPSGLNGEAS#KSQEMVHLVNK 9.6 704 0,2 0 0 0 0 CD44 antigen  35294:68598

588.03926 4 combeffx_ATM_ctrl 588.03716 3.57 29.08 CD44  CD44_HUMAN 8 R.KPSGLNGEAS#KSQEM*VHLVNK.E 46.2 100 7.59E+06 KPSGLNGEAS#KSQEM*VHLVNK 10.2 704 0,2 0 0 0 0 CD44 antigen  35294:68898

835.58341 5 combeffx_ATM_ctrl 835.58063 3.33 28.49 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNKESSETPDQFM*TADETR.N 5.3 92 7.35E+05 KPSGLNGEASKSQEMVHLVNKES#SETPDQFM*TAD 3 717 ‐20,1 0 0 0 0 CD44 antigen  35294:78564

778.38629 3 timecourse_ATM_combo_2hr 778.38214 5.33 28.39 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 84.3 100 2.77E+06 KPSGLNGEASKS#QEMVHLVNK 40.5 706 0 0 0 0 CD44 antigen  35454:145351

584.0419 4 timecourse_ATM_combo_8hr 584.03843 5.94 28.06 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 244.4 100 1.31E+07 KPSGLNGEASKS#QEMVHLVNK 22.1 706 0 0 0 0 CD44 antigen  35450:154190

588.04013 4 combeffx_ATM_comboi 588.03716 5.05 26.57 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEM*VHLVNK.E 16.5 100 1.93E+06 KPSGLNGEAS#KSQEM*VHLVNK 14 704 0 0 0 0 CD44 antigen  35301:65189

584.04096 4 timecourse_ATM_combo_2hr 584.03843 4.33 24.65 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 490.2 100 1.43E+07 KPSGLNGEASKS#QEMVHLVNK 21.3 706 0 0 0 0 CD44 antigen  35455:145741

778.38696 3 timecourse_ATM_combo_1hr 778.38214 6.19 24.2 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 70.3 100 2.88E+06 KPSGLNGEASKS#QEMVHLVNK 49 706 0 0 0 0 CD44 antigen  35456:156177

778.38592 3 timecourse_ATM_ctrl1 778.38214 4.86 23.96 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 82.7 100 3.33E+06 KPSGLNGEASKS#QEMVHLVNK 54.6 706 0 0 0 0 CD44 antigen  35449:156569

588.03896 4 combeffx_ATM_PI3Ki 588.03716 3.06 23.88 CD44  CD44_HUMAN 8 R.KPSGLNGEAS#KSQEM*VHLVNK.E 25.0 100 2.62E+06 KPSGLNGEASKS#QEM*VHLVNK 8.7 706 ‐2,0 0 0 0 0 CD44 antigen  35298:64026

778.3868 3 timecourse_ATM_ctrl1 778.38214 5.99 23.69 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 82.6 100 3.41E+06 KPSGLNGEASKS#QEMVHLVNK 31.3 706 0 0 0 0 CD44 antigen  35448:154180

778.38598 3 timecourse_ATM_combo_1hr 778.38214 4.93 23.63 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 75.7 100 2.72E+06 KPSGLNGEASKS#QEMVHLVNK 29.9 706 0 0 0 0 CD44 antigen  35457:156165

588.03927 4 combeffx_ATM_ctrl 588.03716 3.59 23.18 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEM*VHLVNK.E 46.2 100 7.59E+06 KPSGLNGEASKS#QEM*VHLVNK 14.8 706 0 0 0 0 CD44 antigen  35294:68908

588.03928 4 combeffx_ATM_ctrl 588.03716 3.61 22.86 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEM*VHLVNK.E 36.8 100 6.22E+06 KPSGLNGEAS#KSQEM*VHLVNK 12.3 704 0,2 0 0 0 0 CD44 antigen  35295:66927

584.04145 4 timecourse_ATM_ctrl1 584.03843 5.17 22.3 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 400.4 100 1.73E+07 KPSGLNGEASKS#QEMVHLVNK 27.1 706 0 0 0 0 CD44 antigen  35449:156579

832.38657 5 timecourse_ATM_ctrl2 832.38164 5.92 21.42 CD44  CD44_HUMAN 8 R.KPSGLNGEASKSQEMVHLVNKESSET#PDQFMTADETR.N 11.9 100 8.48E+05 KPSGLNGEASKSQEMVHLVNKESS#ETPDQFMTADE 3.4 718 ‐21,2 0 0 0 0 CD44 antigen  35446:168942

588.03973 4 timecourse_ATM_combo_2hr 588.03716 4.37 19.68 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEM*VHLVNK.E 10.8 100 5.27E+05 KPSGLNGEAS#KSQEM*VHLVNK 6.3 704 0,2 0 0 0 0 CD44 antigen  35455:146381

584.04225 4 timecourse_ATM_ctrl2 584.03843 6.54 18.26 CD44  CD44_HUMAN 8 R.KPSGLNGEAS#KSQEMVHLVNK.E 274.3 100 1.33E+07 KPSGLNGEASKS#QEMVHLVNK 9.1 706 ‐2,0 0 0 0 0 CD44 antigen  35446:139692

584.04169 4 timecourse_ATM_combo_2hr 584.03843 5.58 16.73 CD44  CD44_HUMAN 8 R.KPSGLNGEASKS#QEMVHLVNK.E 427.6 100 1.45E+07 KPSGLNGEASKS#QEMVHLVNK 10.2 706 ‐2,0 0 0 0 0 CD44 antigen  35454:145361

825.40241 3 combeffx_ATM_MEKi 825.40031 2.54 59.77 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 119.8 100 6.87E+06 IGYKPQPKPNNRS#SQFGSLEF 26.5 77 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35296:57158

781.83928 2 timecourse_ATM_combo_4hr 781.83539 4.98 55.54 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGSLEF.‐ 31.6 100 2.00E+06 PNNRSS#QFGSLEF 28.9 78 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35453:95292

781.84002 2 timecourse_ATM_ctrl2 781.83539 5.92 45.44 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGSLEF.‐ 22.5 100 1.07E+06 PNNRSS#QFGSLEF 16.2 78 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35446:83590

781.83893 2 timecourse_ATM_ctrl2 781.83539 4.53 45.21 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGSLEF.‐ 26.1 100 1.24E+06 PNNRSS#QFGSLEF 22.9 78 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35447:84939

781.83845 2 timecourse_ATM_combo_1hr 781.83539 3.91 42 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGSLEF.‐ 24.6 100 1.58E+06 PNNRSS#QFGSLEF 24.4 78 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35457:96960

781.83937 2 timecourse_ATM_combo_4hr 781.83539 5.09 41.9 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGSLEF.‐ 31.8 100 2.06E+06 PNNRSS#QFGSLEF 28.9 78 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35452:93511

781.83949 2 timecourse_ATM_combo_8hr 781.83539 5.24 41.43 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGSLEF.‐ 21.2 100 1.79E+06 PNNRSS#QFGSLEF 28.9 78 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35450:95617

781.83902 2 timecourse_ATM_ctrl1 781.83539 4.64 40.6 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGSLEF.‐ 24.8 100 1.65E+06 PNNRSS#QFGSLEF 28.9 78 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35448:96347

825.40276 3 combeffx_ATM_MEKi 825.40031 2.97 40.5 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 71.0 100 3.98E+06 IGYKPQPKPNNRSS#QFGSLEF 10.3 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35297:52128

781.83886 2 timecourse_ATM_combo_2hr 781.83539 4.44 39.3 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGSLEF.‐ 24.0 100 1.05E+06 PNNRSS#QFGSLEF 26.4 78 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35455:90165

825.4028 3 combeffx_ATM_PI3Ki 825.40031 3.02 38.76 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 48.1 100 5.19E+06 IGYKPQPKPNNRSS#QFGSLEF 7.5 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35299:62674

781.839 2 timecourse_ATM_combo_8hr 781.83539 4.63 38.32 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGSLEF.‐ 25.5 100 1.90E+06 PNNRSS#QFGSLEF 26.4 78 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35451:96574

852.06001 3 timecourse_ATM_combo_4hr 852.05575 5 38.13 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 428.6 100 2.49E+07 IGYKPQPKPNNRS#SQFGS#LEF 19.8 77 22.7 82 0 0 Anaphase‐promoting complex subunit CDC26  35453:162111

852.0589 3 combeffx_ATM_comboi 852.05575 3.7 37.32 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 131.2 100 2.15E+07 IGYKPQPKPNNRS#S#QFGSLEF 13.6 77 7.5 78 0,4 0 0 Anaphase‐promoting complex subunit CDC26  35301:68769

825.40376 3 combeffx_ATM_comboi 825.40031 4.18 36.09 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 41.5 100 6.99E+06 IGYKPQPKPNNRSS#QFGSLEF 6.6 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35301:67529

821.82248 2 timecourse_ATM_combo_8hr 821.81855 4.78 35.58 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGS#LEF.‐ 31.1 100 3.39E+06 PNNRSS#QFGS#LEF 18.4 78 73.4 82 0 0 Anaphase‐promoting complex subunit CDC26  35451:104823

825.40486 3 timecourse_ATM_ctrl2 825.40031 5.51 34.43 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 107.1 100 7.47E+06 IGYKPQPKPNNRSS#QFGSLEF 0 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35446:145332

852.06021 3 timecourse_ATM_combo_2hr 852.05575 5.23 34.24 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 82.2 100 3.23E+06 IGYKPQPKPNNRS#SQFGS#LEF 8.6 77 0,1 13.6 82 0 0 Anaphase‐promoting complex subunit CDC26  35454:153741

852.05895 3 combeffx_ATM_comboi 852.05575 3.76 33.71 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRSS#QFGS#LEF.‐ 126.7 100 2.15E+07 IGYKPQPKPNNRSS#QFGS#LEF 13.3 78 12.1 82 ‐5,0 0 0 Anaphase‐promoting complex subunit CDC26  35301:68779

825.40397 3 combeffx_ATM_comboi 825.40031 4.43 32.01 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 34.9 100 1.15E+07 IGYKPQPKPNNRS#SQFGSLEF 5.9 77 0,1 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35300:73981

825.40399 3 timecourse_ATM_combo_4hr 825.40031 4.46 31.85 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 108.2 100 1.03E+07 IGYKPQPKPNNRSS#QFGSLEF 5.3 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35453:158921

541.21815 2 timecourse_ATM_ctrl1 541.21553 4.84 31.21 CDC26  CDC26_HUMAN 0 R.SS#QFGSLEF.‐ 20.2 100 7.38E+05 SS#QFGSLEF 0 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35449:32331

852.06042 3 timecourse_ATM_ctrl2 852.05575 5.48 30.08 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 29.3 100 1.25E+06 IGYKPQPKPNNRS#SQFGS#LEF 8.6 77 0,1 11.1 82 ‐4,0 0 0 Anaphase‐promoting complex subunit CDC26  35447:151293

852.06093 3 timecourse_ATM_ctrl2 852.05575 6.09 30.05 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 29.8 100 1.23E+06 IGYKPQPKPNNRS#SQFGS#LEF 8.6 77 0,1 17.2 82 0 0 Anaphase‐promoting complex subunit CDC26  35446:148442

825.40494 3 timecourse_ATM_combo_1hr 825.40031 5.61 29.85 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 64.8 100 7.00E+06 IGYKPQPKPNNRS#SQFGSLEF 7.5 77 0,1 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35456:162057

852.06066 3 timecourse_ATM_combo_4hr 852.05575 5.76 29.35 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 371.6 100 2.33E+07 IGYKPQPKPNNRS#SQFGS#LEF 8.6 77 0,1 20.5 82 0 0 Anaphase‐promoting complex subunit CDC26  35452:159190

825.4025 3 combeffx_ATM_ctrl 825.40031 2.65 28.69 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRSSQFGS#LEF.‐ 79.8 100 1.05E+07 IGYKPQPKPNNRS#SQFGSLEF 12.2 77 0,1 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35294:71014

821.82301 2 timecourse_ATM_combo_4hr 821.81855 5.43 27.8 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGS#LEF.‐ 18.4 100 1.72E+06 PNNRSS#QFGS#LEF 19.3 78 58.1 82 0 0 Anaphase‐promoting complex subunit CDC26  35452:101551

852.05859 3 timecourse_ATM_combo_8hr 852.05575 3.34 27.19 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRSS#QFGS#LEF.‐ 251.4 100 2.21E+07 IGYKPQPKPNNRS#SQFGS#LEF 18.3 77 14.1 82 0 0 Anaphase‐promoting complex subunit CDC26  35451:166040

825.40386 3 timecourse_ATM_combo_1hr 825.40031 4.3 26.12 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRSS#QFGSLEF.‐ 89.2 100 7.36E+06 IGYKPQPKPNNRS#SQFGSLEF 4 77 0,1 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35457:162085

852.05938 3 combeffx_ATM_comboi 852.05575 4.26 26.11 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 152.3 100 3.12E+07 IGYKPQPKPNNRSS#QFGS#LEF 0 78 ‐1,0 4.7 82 ‐5,0 0 0 Anaphase‐promoting complex subunit CDC26  35300:75221

825.40238 3 combeffx_ATM_PI3Ki 825.40031 2.51 26.03 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 40.5 100 7.08E+06 IGYKPQPKPNNRS#SQFGSLEF 5.3 77 0,1 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35298:66176

825.40473 3 timecourse_ATM_combo_2hr 825.40031 5.36 25.2 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 63.8 100 3.58E+06 IGYKPQPKPNNRS#SQFGSLEF 11.3 77 0,1 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35455:151481

825.4046 3 timecourse_ATM_ctrl1 825.40031 5.21 25.08 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 81.9 100 6.74E+06 IGYKPQPKPNNRS#SQFGSLEF 11.3 77 0,1 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35448:159620

541.21767 2 timecourse_ATM_combo_8hr 541.21553 3.95 24.78 CDC26  CDC26_HUMAN 0 R.SS#QFGSLEF.‐ 8.8 86 9.70E+04 SS#QFGSLEF 0 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35450:31618

541.21885 2 timecourse_ATM_combo_4hr 541.21553 6.13 24.38 CDC26  CDC26_HUMAN 0 R.SS#QFGSLEF.‐ 16.8 100 7.57E+05 SS#QFGSLEF 0 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35453:31540

852.05925 3 combeffx_ATM_comboi 852.05575 4.11 23.84 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRSS#QFGS#LEF.‐ 147.0 100 3.12E+07 IGYKPQPKPNNRSS#QFGS#LEF 8.7 78 ‐1,0 13.4 82 0 0 Anaphase‐promoting complex subunit CDC26  35300:75211

852.05875 3 combeffx_ATM_PI3Ki 852.05575 3.52 23.81 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRSS#QFGS#LEF.‐ 38.1 100 3.81E+06 IGYKPQPKPNNRS#S#QFGSLEF 12.2 77 0,5 7.5 78 0,4 0 0 Anaphase‐promoting complex subunit CDC26  35299:63654

852.05896 3 timecourse_ATM_combo_1hr 852.05575 3.77 22.31 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 57.4 100 2.93E+06 IGYKPQPKPNNRS#SQFGS#LEF 8.6 77 0,1 9 82 ‐4,0 0 0 Anaphase‐promoting complex subunit CDC26  35457:164975

541.21869 2 timecourse_ATM_ctrl1 541.21553 5.84 22.23 CDC26  CDC26_HUMAN 0 R.SS#QFGSLEF.‐ 17.5 100 8.05E+05 SS#QFGSLEF 0 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35448:32047

852.06068 3 timecourse_ATM_combo_1hr 852.05575 5.79 21.89 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 46.3 100 2.87E+06 IGYKPQPKPNNRS#SQFGS#LEF 21.8 77 14.2 82 0 0 Anaphase‐promoting complex subunit CDC26  35456:164937

852.05826 3 combeffx_ATM_MEKi 852.05575 2.95 21.45 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGS#LEF.‐ 11.9 100 8.12E+05 IGYKPQPKPNNRS#SQFGS#LEF 8.6 77 0,1 25.2 82 0 0 Anaphase‐promoting complex subunit CDC26  35296:57938

821.82195 2 timecourse_ATM_combo_4hr 821.81855 4.14 21.43 CDC26  CDC26_HUMAN 0 K.PNNRSS#QFGS#LEF.‐ 25.0 100 1.99E+06 PNNRSS#QFGS#LEF 16.2 78 63.9 82 0 0 Anaphase‐promoting complex subunit CDC26  35453:103582

825.40282 3 combeffx_ATM_ctrl 825.40031 3.04 20.75 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 71.9 100 8.79E+06 IGYKPQPKPNNRSS#QFGSLEF 7.5 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35295:68957

541.21805 2 timecourse_ATM_combo_2hr 541.21553 4.66 19.73 CDC26  CDC26_HUMAN 0 R.SS#QFGSLEF.‐ 13.9 100 4.31E+05 SS#QFGSLEF 0 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35455:29147

541.21829 2 timecourse_ATM_combo_1hr 541.21553 5.1 19.46 CDC26  CDC26_HUMAN 0 R.S#SQFGSLEF.‐ 14.0 100 6.21E+05 S#SQFGSLEF 13.2 77 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35457:31652

1277.58523 2 timecourse_ATM_combo_8hr 1277.57998 4.11 18.68 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRSS#QFGS#LEF.‐ 5.6 100 3.73E+05 IGYKPQPKPNNRSS#QFGS#LEF 8.6 78 ‐1,0 40.5 82 0 0 Anaphase‐promoting complex subunit CDC26  35451:166060

541.21905 2 timecourse_ATM_combo_1hr 541.21553 6.5 18.12 CDC26  CDC26_HUMAN 0 R.SS#QFGSLEF.‐ 10.8 100 5.41E+05 SS#QFGSLEF 0 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35456:31800

825.40411 3 timecourse_ATM_ctrl1 825.40031 4.6 17.02 CDC26  CDC26_HUMAN 0 R.IGYKPQPKPNNRS#SQFGSLEF.‐ 88.6 100 6.55E+06 IGYKPQPKPNNRS#SQFGSLEF 5.9 77 0,1 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35449:162119

541.21899 2 timecourse_ATM_combo_8hr 541.21553 6.39 13.59 CDC26  CDC26_HUMAN 0 R.SS#QFGSLEF.‐ 17.3 100 9.36E+05 SS#QFGSLEF 0 78 ‐1,0 0 0 0 0 Anaphase‐promoting complex subunit CDC26  35451:31706

639.77883 2 timecourse_ATM_combo_4hr 639.77542 5.33 55.84 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 74.9 100 2.00E+06 YVECSALT#QK 46.2 161 0 0 0 0 Cell division control protein 42 homolog  35452:60323

639.77891 2 combeffx_ATM_comboi 639.77542 5.46 53.15 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 8.9 100 4.63E+05 YVECSALT#QK 53.2 161 0 0 0 0 Cell division control protein 42 homolog  35301:24236

639.77876 2 timecourse_ATM_ctrl2 639.77542 5.22 51.99 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 36.8 100 1.24E+06 YVECSALT#QK 41.3 161 0 0 0 0 Cell division control protein 42 homolog  35447:54682

639.77883 2 timecourse_ATM_combo_2hr 639.77542 5.33 51.91 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 73.1 100 1.24E+06 YVECSALT#QK 46.3 161 0 0 0 0 Cell division control protein 42 homolog  35455:58343

639.77931 2 timecourse_ATM_combo_8hr 639.77542 6.08 51.79 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 58.5 100 1.74E+06 YVECSALT#QK 35.8 161 0 0 0 0 Cell division control protein 42 homolog  35450:61992

639.77913 2 timecourse_ATM_combo_1hr 639.77542 5.8 50.71 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 84.5 100 2.22E+06 YVECSALT#QK 46.2 161 0 0 0 0 Cell division control protein 42 homolog  35456:62561

639.77857 2 combeffx_ATM_comboi 639.77542 4.92 48.76 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 9.0 100 6.64E+05 YVECSALT#QK 46.2 161 0 0 0 0 Cell division control protein 42 homolog  35300:26390

639.77842 2 timecourse_ATM_ctrl1 639.77542 4.69 48.41 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 40.2 100 1.85E+06 YVECSALT#QK 37.5 161 0 0 0 0 Cell division control protein 42 homolog  35448:62585

639.77847 2 timecourse_ATM_combo_1hr 639.77542 4.77 47.54 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 79.2 100 2.09E+06 YVECSALT#QK 46.2 161 0 0 0 0 Cell division control protein 42 homolog  35457:62695

639.77831 2 timecourse_ATM_ctrl1 639.77542 4.52 47.47 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 47.6 100 1.85E+06 YVECSALT#QK 46.2 161 0 0 0 0 Cell division control protein 42 homolog  35449:63318

639.77831 2 timecourse_ATM_combo_4hr 639.77542 4.52 46.36 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 75.0 100 1.91E+06 YVECSALT#QK 35.8 161 0 0 0 0 Cell division control protein 42 homolog  35453:61692

639.77749 2 timecourse_ATM_ctrl2 639.77542 3.24 45.95 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 39.6 100 1.20E+06 YVECSALT#QK 37.5 161 0 0 0 0 Cell division control protein 42 homolog  35446:53792

639.77884 2 timecourse_ATM_combo_8hr 639.77542 5.35 45.87 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 59.5 100 1.85E+06 YVECSALT#QK 35.8 161 0 0 0 0 Cell division control protein 42 homolog  35451:62012

639.77919 2 timecourse_ATM_combo_2hr 639.77542 5.89 44.36 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 70.5 100 1.32E+06 YVECSALT#QK 35.8 161 0 0 0 0 Cell division control protein 42 homolog  35454:59147

639.77766 2 combeffx_ATM_PI3Ki 639.77542 3.52 36.4 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 10.5 100 4.16E+05 YVECSALT#QK 26.8 161 0 0 0 0 Cell division control protein 42 homolog  35298:23924

639.77704 2 combeffx_ATM_MEKi 639.77542 2.53 29.27 CDC42  CDC42_HUMAN 6 K.YVECSALT#QK.G 9.7 100 2.89E+05 YVECSALT#QK 30.7 161 0 0 0 0 Cell division control protein 42 homolog  35296:22219

563.29566 2 timecourse_ATM_ctrl1 563.29242 5.75 36.07 CDCA8  BOREA_HUMAN 2 K.KRT#QSIQGK.G 20.0 100 9.56E+04 KRT#QSIQGK 13.3 152 0 0 0 0 Borealin  35448:37454

603.27911 2 timecourse_ATM_ctrl1 603.27559 5.83 34.94 CDCA8  BOREA_HUMAN 2 K.KRT#QS#IQGK.G 69.7 100 4.40E+05 KRT#QS#IQGK 1000 152 0 154 0 0 Borealin  35448:50844

563.29487 2 timecourse_ATM_ctrl1 563.29242 4.35 33.6 CDCA8  BOREA_HUMAN 2 K.KRTQS#IQGK.G 18.2 100 9.47E+04 KRT#QSIQGK 13.3 152 0 0 0 0 Borealin  35449:37787

603.27933 2 timecourse_ATM_combo_4hr 603.27559 6.2 29.14 CDCA8  BOREA_HUMAN 2 K.KRT#QS#IQGK.G 23.2 100 2.30E+05 KRT#QS#IQGK 1000 152 0 154 0 0 Borealin  35452:48863

603.27963 2 timecourse_ATM_combo_2hr 603.27559 6.7 28.94 CDCA8  BOREA_HUMAN 2 K.KRT#QS#IQGK.G 94.2 100 4.39E+05 KRT#QS#IQGK 1000 152 0 154 0 0 Borealin  35454:47957

603.27939 2 timecourse_ATM_combo_4hr 603.27559 6.3 26.53 CDCA8  BOREA_HUMAN 2 K.KRT#QS#IQGK.G 47.6 100 3.63E+05 KRT#QS#IQGK 1000 152 0 154 0 0 Borealin  35453:50029

563.29579 2 timecourse_ATM_combo_4hr 563.29242 5.98 25.43 CDCA8  BOREA_HUMAN 2 K.KRT#QSIQGK.G 14.9 92 7.53E+04 KRTQS#IQGK 6.6 154 ‐2,0 0 0 0 0 Borealin  35453:36760

603.27897 2 timecourse_ATM_combo_2hr 603.27559 5.6 25.01 CDCA8  BOREA_HUMAN 2 K.KRT#QS#IQGK.G 62.7 100 3.85E+05 KRT#QS#IQGK 1000 152 0 154 0 0 Borealin  35455:47022

563.29628 2 timecourse_ATM_combo_1hr 563.29242 6.85 24.78 CDCA8  BOREA_HUMAN 2 K.KRTQS#IQGK.G 26.3 92 1.36E+05 KRT#QSIQGK 13.3 152 0 0 0 0 Borealin  35456:37109

402.52186 3 timecourse_ATM_ctrl1 402.51948 5.91 20.46 CDCA8  BOREA_HUMAN 2 K.KRT#QS#IQGK.G 70.6 100 3.41E+05 KRT#QS#IQGK 1000 152 0 154 0 0 Borealin  35448:50854

1329.25994 3 combeffx_ATM_comboi 1329.25481 3.86 141.55 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 9.7 100 1.19E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 40.5 788 0 0 0 0 Cadherin‐2  35301:77049

1329.25894 3 combeffx_ATM_MEKi 1329.25481 3.11 136.3 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 12.1 100 6.82E+05 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 31.5 788 0 0 0 0 Cadherin‐2  35296:63108

1329.26149 3 timecourse_ATM_ctrl1 1329.25481 5.03 94.03 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 66.5 100 3.75E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 39.8 788 0 0 0 0 Cadherin‐2  35449:183869

1329.2628 3 timecourse_ATM_ctrl1 1329.25481 6.01 91.25 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 70.2 100 3.46E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 18 788 0 0 0 0 Cadherin‐2  35448:180820

1329.26247 3 timecourse_ATM_combo_2hr 1329.25481 5.76 85.47 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 56.5 100 2.51E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 18.3 788 0 0 0 0 Cadherin‐2  35455:173941

1329.26242 3 timecourse_ATM_combo_1hr 1329.25481 5.72 83.26 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 92.9 100 5.57E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 40.5 788 0 0 0 0 Cadherin‐2  35457:185385

1329.26361 3 timecourse_ATM_combo_1hr 1329.25481 6.63 82.01 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 82.5 100 5.57E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 22.9 788 0 0 0 0 Cadherin‐2  35456:184566

1329.26237 3 timecourse_ATM_combo_8hr 1329.25481 5.69 80.19 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 24.2 100 2.08E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 40.5 788 0 0 0 0 Cadherin‐2  35451:187300

1329.26259 3 timecourse_ATM_combo_2hr 1329.25481 5.85 71.31 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 47.3 100 2.15E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 31.3 788 0 0 0 0 Cadherin‐2  35454:172361

1329.26336 3 timecourse_ATM_ctrl2 1329.25481 6.43 60.97 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 43.3 100 2.12E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 11 788 ‐3,0 0 0 0 0 Cadherin‐2  35446:168472

997.19868 4 timecourse_ATM_ctrl2 997.19293 5.77 50.49 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 49.1 100 2.41E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 49.3 788 0 0 0 0 Cadherin‐2  35447:172293

997.19533 4 combeffx_ATM_MEKi 997.19293 2.41 48.22 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 8.1 92 5.76E+05 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 84 788 0 0 0 0 Cadherin‐2  35296:63098

997.19773 4 timecourse_ATM_ctrl1 997.19293 4.81 47 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 53.6 100 3.02E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 56.6 788 0 0 0 0 Cadherin‐2  35449:183859

997.19852 4 timecourse_ATM_combo_1hr 997.19293 5.61 46.84 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 62.5 100 4.69E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 35 788 0 0 0 0 Cadherin‐2  35457:185375

997.19892 4 timecourse_ATM_combo_8hr 997.19293 6.01 45.55 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 19.8 100 1.67E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 44.9 788 0 0 0 0 Cadherin‐2  35451:187310

997.19844 4 timecourse_ATM_combo_2hr 997.19293 5.53 38.55 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 39.7 100 2.02E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 38.1 788 0 0 0 0 Cadherin‐2  35455:173931

997.19881 4 timecourse_ATM_combo_2hr 997.19293 5.9 37.29 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 36.1 100 1.83E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 31.3 788 0 0 0 0 Cadherin‐2  35454:172371

997.19897 4 timecourse_ATM_combo_4hr 997.19293 6.06 33.16 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 47.4 100 3.34E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 54.6 788 0 0 0 0 Cadherin‐2  35452:179660

997.19947 4 timecourse_ATM_combo_1hr 997.19293 6.56 30.3 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 57.1 100 4.69E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 16.1 788 0 0 0 0 Cadherin‐2  35456:184556

997.19842 4 timecourse_ATM_combo_4hr 997.19293 5.51 26.18 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR.R 49.1 100 3.42E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 42.6 788 0 0 0 0 Cadherin‐2  35453:183311

997.19952 4 timecourse_ATM_ctrl2 997.19293 6.61 24.07 CDH2  CADH2_HUMAN 1 K.YDEEGGGEEDQDYDLSQLQQPDT#VEPDAIKPVGIR.R 44.7 100 2.37E+06 YDEEGGGEEDQDYDLS#QLQQPDTVEPDAIKPVGIR 38.1 788 0 0 0 0 Cadherin‐2  35446:168482

1173.79372 4 timecourse_ATM_combo_4hr 1173.78774 5.09 30.65 CDK11A  CD11A_HUMAN 9 R.GTS#PRPPEGGLGYS#QLGDDDLKETGFHLTTTNQGASAAGPGFSLK.F 8.0 100 6.70E+05 GTS#PRPPEGGLGY#SQLGDDDLKETGFHLTTTNQGA 0 740 ‐1,0 7.8 750 0,1 0 0 Cell division protein kinase 11A  35452:181210

1173.79266 4 timecourse_ATM_combo_1hr 1173.78774 4.19 29.07 CDK11A  CD11A_HUMAN 9 R.GTS#PRPPEGGLGYS#QLGDDDLKETGFHLTTTNQGASAAGPGFSLK.F 7.7 100 5.12E+05 GT#SPRPPEGGLGYS#QLGDDDLKETGFHLTTTNQGA 0 739 0,1 15 751 0 0 Cell division protein kinase 11A  35457:186925

757.8378 2 timecourse_ATM_combo_2hr 757.83338 5.85 92.53 CDK9  CDK9_HUMAN 2 K.GSQIT#QQSTNQSR.N 10.4 100 1.13E+05 GSQIT#QQSTNQSR 62.6 350 0 0 0 0 Cell division protein kinase 9  35454:85967

821.88342 2 timecourse_ATM_combo_4hr 821.88086 3.13 88.61 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 33.3 100 3.20E+05 KGS#QITQQSTNQSR 64.5 347 0 0 0 0 Cell division protein kinase 9  35453:103632

821.88273 2 timecourse_ATM_ctrl1 821.88086 2.29 80.41 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 30.3 100 3.24E+05 KGS#QITQQSTNQSR 53.2 347 0 0 0 0 Cell division protein kinase 9  35449:106360

821.88399 2 timecourse_ATM_ctrl2 821.88086 3.81 80.28 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 26.7 100 2.74E+05 KGS#QITQQSTNQSR 73.3 347 0 0 0 0 Cell division protein kinase 9  35447:92895

821.88418 2 timecourse_ATM_ctrl1 821.88086 4.04 76.8 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 30.2 100 3.45E+05 KGS#QITQQSTNQSR 65.2 347 0 0 0 0 Cell division protein kinase 9  35448:104787

821.88308 2 timecourse_ATM_combo_8hr 821.88086 2.7 74.6 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 26.2 100 3.82E+05 KGS#QITQQSTNQSR 88.3 347 0 0 0 0 Cell division protein kinase 9  35450:103947

757.83755 2 timecourse_ATM_ctrl1 757.83338 5.5 73.55 CDK9  CDK9_HUMAN 2 K.GSQIT#QQSTNQSR.N 38.8 100 8.26E+05 GSQIT#QQSTNQSR 53.2 350 0 0 0 0 Cell division protein kinase 9  35448:91261

757.83833 2 timecourse_ATM_ctrl2 757.83338 6.53 72.01 CDK9  CDK9_HUMAN 2 K.GSQIT#QQSTNQSR.N 18.0 100 2.59E+05 GSQIT#QQSTNQSR 53.2 350 0 0 0 0 Cell division protein kinase 9  35446:79068

757.83739 2 timecourse_ATM_ctrl2 757.83338 5.29 70.05 CDK9  CDK9_HUMAN 2 K.GSQIT#QQSTNQSR.N 24.7 100 3.69E+05 GSQIT#QQSTNQSR 53.2 350 0 0 0 0 Cell division protein kinase 9  35447:80287

821.88298 2 timecourse_ATM_combo_8hr 821.88086 2.58 69.59 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 27.2 100 4.45E+05 KGS#QITQQSTNQSR 65.2 347 0 0 0 0 Cell division protein kinase 9  35451:104903

821.88414 2 timecourse_ATM_combo_1hr 821.88086 3.99 66.65 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 30.1 100 2.82E+05 KGS#QITQQSTNQSR 65.2 347 0 0 0 0 Cell division protein kinase 9  35456:105807

821.88433 2 timecourse_ATM_ctrl2 821.88086 4.22 66.43 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 23.2 100 1.79E+05 KGS#QITQQSTNQSR 65.2 347 0 0 0 0 Cell division protein kinase 9  35446:91250

757.83757 2 timecourse_ATM_combo_2hr 757.83338 5.53 62.02 CDK9  CDK9_HUMAN 2 K.GSQIT#QQSTNQSR.N 7.4 100 1.09E+05 GSQIT#QQSTNQSR 53.2 350 0 0 0 0 Cell division protein kinase 9  35455:85435

757.83627 2 timecourse_ATM_ctrl1 757.83338 3.81 60.04 CDK9  CDK9_HUMAN 2 K.GSQIT#QQSTNQSR.N 36.5 100 8.26E+05 GSQIT#QQSTNQSR 53.2 350 0 0 0 0 Cell division protein kinase 9  35449:92531

821.88301 2 timecourse_ATM_combo_1hr 821.88086 2.62 57.85 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 20.7 100 2.48E+05 KGS#QITQQSTNQSR 64.5 347 0 0 0 0 Cell division protein kinase 9  35457:105580

757.83765 2 timecourse_ATM_combo_1hr 757.83338 5.63 55.35 CDK9  CDK9_HUMAN 2 K.GSQIT#QQSTNQSR.N 12.7 100 2.47E+05 GSQIT#QQSTNQSR 46.2 350 0 0 0 0 Cell division protein kinase 9  35456:91849

757.83659 2 timecourse_ATM_combo_1hr 757.83338 4.24 51.6 CDK9  CDK9_HUMAN 2 K.GSQIT#QQSTNQSR.N 11.7 100 2.49E+05 GSQIT#QQSTNQSR 27 350 0 0 0 0 Cell division protein kinase 9  35457:91984

757.83688 2 timecourse_ATM_combo_4hr 757.83338 4.62 48.97 CDK9  CDK9_HUMAN 2 K.GSQIT#QQSTNQSR.N 9.3 100 1.86E+05 GSQIT#QQSTNQSR 43.5 350 0 0 0 0 Cell division protein kinase 9  35453:90262

548.2584 3 timecourse_ATM_combo_1hr 548.25633 3.78 45.59 CDK9  CDK9_HUMAN 2 R.KGSQIT#QQSTNQSR.N 29.8 94 3.93E+05 KGSQIT#QQSTNQSR 6 350 ‐3,0 0 0 0 0 Cell division protein kinase 9  35456:105797

548.25828 3 timecourse_ATM_ctrl2 548.25633 3.56 44.84 CDK9  CDK9_HUMAN 2 R.KGSQIT#QQSTNQSR.N 38.4 94 4.36E+05 KGS#QITQQSTNQSR 7.3 347 0,3 0 0 0 0 Cell division protein kinase 9  35447:92885

600.294 3 timecourse_ATM_combo_1hr 600.29003 6.61 44.1 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 53.1 100 5.40E+05 RKGS#QITQQSTNQSR 38.2 347 0 0 0 0 Cell division protein kinase 9  35456:120841

548.25868 3 timecourse_ATM_ctrl2 548.25633 4.29 43.1 CDK9  CDK9_HUMAN 2 R.KGSQIT#QQSTNQSR.N 40.1 94 4.38E+05 KGS#QITQQSTNQSR 14 347 0 0 0 0 Cell division protein kinase 9  35446:91260

600.2933 3 timecourse_ATM_ctrl1 600.29003 5.45 42.85 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 29.5 100 5.90E+05 RKGS#QITQQSTNQSR 30.9 347 0 0 0 0 Cell division protein kinase 9  35449:121342

821.88364 2 timecourse_ATM_combo_2hr 821.88086 3.38 37.34 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 15.8 100 1.62E+05 KGS#QITQQSTNQSR 46.2 347 0 0 0 0 Cell division protein kinase 9  35455:97909

548.25809 3 timecourse_ATM_combo_4hr 548.25633 3.21 34.33 CDK9  CDK9_HUMAN 2 R.KGSQIT#QQSTNQSR.N 34.1 94 4.81E+05 KGSQIT#QQSTNQSR 11.7 350 ‐3,0 0 0 0 0 Cell division protein kinase 9  35453:103642

600.29309 3 timecourse_ATM_combo_1hr 600.29003 5.1 33.61 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 31.7 100 6.11E+05 RKGS#QITQQSTNQSR 48 347 0 0 0 0 Cell division protein kinase 9  35457:120633

548.25771 3 timecourse_ATM_ctrl1 548.25633 2.52 31.75 CDK9  CDK9_HUMAN 2 R.KGS#QITQQSTNQSR.N 31.3 94 4.23E+05 KGSQIT#QQSTNQSR 8 350 ‐3,0 0 0 0 0 Cell division protein kinase 9  35449:106370

548.25768 3 timecourse_ATM_combo_8hr 548.25633 2.46 30.8 CDK9  CDK9_HUMAN 2 R.KGSQIT#QQSTNQSR.N 37.7 94 7.89E+05 KGSQIT#QQSTNQSR 6 350 ‐3,0 0 0 0 0 Cell division protein kinase 9  35451:104893

665.29097 2 timecourse_ATM_combo_4hr 665.28840 3.86 29.15 CDK9  CDK9_HUMAN 1 K.NSQPNRYT#NR.V 33.1 100 4.28E+05 NSQPNRYT#NR 16.2 186 0 0 0 0 Cell division protein kinase 9  35452:67106

600.29459 3 timecourse_ATM_ctrl1 600.29003 7.6 28.93 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 42.9 100 4.93E+05 RKGS#QITQQSTNQSR 22.2 347 0 0 0 0 Cell division protein kinase 9  35448:119411

600.29325 3 timecourse_ATM_combo_2hr 600.29003 5.36 28.28 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 15.7 100 2.68E+05 RKGS#QITQQSTNQSR 27 347 0 0 0 0 Cell division protein kinase 9  35455:112080

899.9378 2 timecourse_ATM_combo_1hr 899.93141 7.1 26.34 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 10.3 92 5.31E+04 RKGS#QITQQSTNQSR 44.7 347 0 0 0 0 Cell division protein kinase 9  35456:120851

600.29292 3 timecourse_ATM_combo_8hr 600.29003 4.83 26 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 15.0 100 5.01E+05 RKGS#QITQQSTNQSR 30 347 0 0 0 0 Cell division protein kinase 9  35451:119852

600.29299 3 timecourse_ATM_combo_4hr 600.29003 4.93 25.17 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 18.3 100 6.31E+05 RKGS#QITQQSTNQSR 20.6 347 0 0 0 0 Cell division protein kinase 9  35452:115984

665.29202 2 timecourse_ATM_ctrl2 665.28840 5.44 24.61 CDK9  CDK9_HUMAN 1 K.NSQPNRYT#NR.V 20.8 100 2.93E+05 NSQPNRYT#NR 16.2 186 0 0 0 0 Cell division protein kinase 9  35447:60706

600.29316 3 timecourse_ATM_combo_8hr 600.29003 5.21 23.21 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 12.4 100 5.33E+05 RKGS#QITQQSTNQSR 28.4 347 0 0 0 0 Cell division protein kinase 9  35450:118610

665.29225 2 timecourse_ATM_ctrl1 665.28840 5.79 20.28 CDK9  CDK9_HUMAN 1 K.NSQPNRYT#NR.V 31.8 100 4.59E+05 NSQPNRYT#NR 16.2 186 0 0 0 0 Cell division protein kinase 9  35448:69548

600.2931 3 timecourse_ATM_combo_4hr 600.29003 5.11 19.79 CDK9  CDK9_HUMAN 2 R.RKGS#QITQQSTNQSR.N 28.7 100 7.05E+05 RKGS#QITQQSTNQSR 40.8 347 0 0 0 0 Cell division protein kinase 9  35453:118165

853.69215 3 timecourse_ATM_ctrl1 853.68903 3.65 71.69 CDKAL1  CDKAL_HUMAN 0 R.NGLGNQLSSGSHTSAAS#QCDSASSR.M 9.0 100 3.86E+05 NGLGNQLSSGSHTSAAS#QCDSASSR 53 536 0 0 0 0 CDK5 regulatory subunit‐associated protein 1‐like 1  35449:164809

853.69435 3 timecourse_ATM_combo_2hr 853.68903 6.23 60.12 CDKAL1  CDKAL_HUMAN 0 R.NGLGNQLSSGSHTSAAS#QCDSASSR.M 7.4 100 1.73E+05 NGLGNQLSSGSHTSAAS#QCDSASSR 9.5 536 0,6 0 0 0 0 CDK5 regulatory subunit‐associated protein 1‐like 1  35454:153891

853.69366 3 timecourse_ATM_ctrl2 853.68903 5.42 57.51 CDKAL1  CDKAL_HUMAN 0 R.NGLGNQLSSGSHTSAAS#QCDSASSR.M 7.3 100 1.85E+05 NGLGNQLSSGSHTSAAS#QCDSASSR 25.7 536 0 0 0 0 CDK5 regulatory subunit‐associated protein 1‐like 1  35447:151533

853.69284 3 timecourse_ATM_combo_4hr 853.68903 4.46 54.09 CDKAL1  CDKAL_HUMAN 0 R.NGLGNQLSSGSHTSAAS#QCDSASSR.M 7.0 100 2.29E+05 NGLGNQLSSGSHTSAAS#QCDSASSR 22.5 536 0 0 0 0 CDK5 regulatory subunit‐associated protein 1‐like 1  35453:162261

853.69292 3 timecourse_ATM_combo_2hr 853.68903 4.56 52.43 CDKAL1  CDKAL_HUMAN 0 R.NGLGNQLSSGSHTSAAS#QCDSASSR.M 8.5 100 1.66E+05 NGLGNQLSSGSHTSAAS#QCDSASSR 66.5 536 0 0 0 0 CDK5 regulatory subunit‐associated protein 1‐like 1  35455:154511

853.69262 3 timecourse_ATM_combo_1hr 853.68903 4.21 45.38 CDKAL1  CDKAL_HUMAN 0 R.NGLGNQLSSGSHTSAAS#QCDSASSR.M 8.2 100 3.27E+05 NGLGNQLSSGSHTSAAS#QCDSASSR 18.8 536 0 0 0 0 CDK5 regulatory subunit‐associated protein 1‐like 1  35457:165135

853.69262 3 timecourse_ATM_combo_8hr 853.68903 4.21 45.18 CDKAL1  CDKAL_HUMAN 0 R.NGLGNQLSSGSHTSAAS#QCDSASSR.M 3.9 100 1.70E+05 NGLGNQLSSGSHTSAAS#QCDSASSR 30.6 536 0 0 0 0 CDK5 regulatory subunit‐associated protein 1‐like 1  35450:164170

853.69419 3 timecourse_ATM_ctrl1 853.68903 6.04 41.19 CDKAL1  CDKAL_HUMAN 0 R.NGLGNQLSSGSHTSAAS#QCDSASSR.M 10.6 100 4.12E+05 NGLGNQLSSGSHTSAAS#QCDSASSR 29 536 0 0 0 0 CDK5 regulatory subunit‐associated protein 1‐like 1  35448:162290

1019.45689 2 timecourse_ATM_combo_8hr 1019.45225 4.55 85.8 CDKN2AIP  CARF_HUMAN 0 R.SVSSQSSSSVSS#QVTTAGSGK.A 8.5 100 2.94E+05 SVSSQSSSSVS#SQVTTAGSGK 13.2 219 0 0 0 0 CDKN2A‐interacting protein  35451:139371

1019.45676 2 timecourse_ATM_combo_4hr 1019.45225 4.42 85.03 CDKN2AIP  CARF_HUMAN 0 R.SVSSQSSSSVSS#QVTTAGSGK.A 7.4 100 1.95E+05 SVSSQSSSSVS#SQVTTAGSGK 13.2 219 0 0 0 0 CDKN2A‐interacting protein  35453:137337

1019.45747 2 timecourse_ATM_combo_8hr 1019.45225 5.12 81.16 CDKN2AIP  CARF_HUMAN 0 R.SVSSQSSSSVSS#QVTTAGSGK.A 7.8 100 2.61E+05 SVSSQSSSSVS#SQVTTAGSGK 13.2 219 0 0 0 0 CDKN2A‐interacting protein  35450:137503

1019.45766 2 timecourse_ATM_combo_4hr 1019.45225 5.31 73.41 CDKN2AIP  CARF_HUMAN 0 R.SVSSQSSSSVS#SQVTTAGSGK.A 6.0 100 1.62E+05 SVSSQSSSSVSS#QVTTAGSGK 6.9 220 ‐1,0 0 0 0 0 CDKN2A‐interacting protein  35452:134657

832.82675 2 timecourse_ATM_combo_8hr 832.82341 4.01 68.06 CDKN2AIP  CARF_HUMAN 0 R.SSGISS#QNSSTSDGDR.S 45.0 92 5.32E+05 SSGISS#QNSSTSDGDR 26.8 198 0 0 0 0 CDKN2A‐interacting protein  35450:106467

832.82758 2 timecourse_ATM_combo_4hr 832.82341 5.01 61.03 CDKN2AIP  CARF_HUMAN 0 R.SSGISS#QNSSTSDGDR.S 42.2 100 3.83E+05 SSGISS#QNSSTSDGDR 26.8 198 0 0 0 0 CDKN2A‐interacting protein  35452:104081

1019.45543 2 timecourse_ATM_combo_8hr 1019.45225 3.12 58.92 CDKN2AIP  CARF_HUMAN 0 R.SVSS#QSSSSVSSQVTTAGSGK.A 8.0 100 3.57E+05 SVS#SQSSSSVSSQVTTAGSGK 0 211 0,1 0 0 0 0 CDKN2A‐interacting protein  35451:139361

709.31826 2 timecourse_ATM_combo_8hr 709.31396 6.06 58.44 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSTSQLPSK.S 34.6 100 1.05E+06 S#SSQTSTSQLPSK 0 400 0,2 0 0 0 0 CDKN2A‐interacting protein  35450:79153

679.97263 3 timecourse_ATM_combo_8hr 679.97059 3 55.44 CDKN2AIP  CARF_HUMAN 0 R.S#VSSQSSSSVSSQVTTAGSGK.A 6.3 100 2.75E+05 SVSS#QSSSSVSSQVTTAGSGK 14 212 0 0 0 0 CDKN2A‐interacting protein  35451:139351

624.28289 2 timecourse_ATM_combo_4hr 624.27939 5.61 50.54 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 36.9 100 6.12E+05 SSS#QTSGSLVSK 11.5 377 ‐2,0 0 0 0 0 CDKN2A‐interacting protein  35453:56878

709.31851 2 timecourse_ATM_combo_8hr 709.31396 6.41 45.39 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSTSQLPSK.S 35.6 100 1.09E+06 SSS#QTSTSQLPSK 6.9 402 ‐2,0 0 0 0 0 CDKN2A‐interacting protein  35451:79670

624.28284 2 timecourse_ATM_combo_8hr 624.27939 5.53 43.63 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 48.3 100 1.10E+06 SSS#QTSGSLVSK 13.2 377 0 0 0 0 CDKN2A‐interacting protein  35451:57278

624.28307 2 timecourse_ATM_combo_1hr 624.27939 5.89 43.32 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 13.9 100 1.98E+05 SSS#QTSGSLVSK 11.5 377 ‐2,0 0 0 0 0 CDKN2A‐interacting protein  35456:57531

624.28285 2 timecourse_ATM_combo_4hr 624.27939 5.54 42.98 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 35.3 100 6.16E+05 SSS#QTSGSLVSK 10.3 377 ‐2,0 0 0 0 0 CDKN2A‐interacting protein  35452:55660

624.28279 2 timecourse_ATM_combo_8hr 624.27939 5.45 42.58 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 47.7 100 1.11E+06 SSS#QTSGSLVSK 10.3 377 ‐2,0 0 0 0 0 CDKN2A‐interacting protein  35450:57335

624.28211 2 timecourse_ATM_combo_1hr 624.27939 4.36 39.98 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 9.2 100 1.72E+05 SSS#QTSGSLVSK 10.3 377 ‐2,0 0 0 0 0 CDKN2A‐interacting protein  35457:57815

687.25965 2 timecourse_ATM_combo_8hr 687.25559 5.91 38.32 CDKN2AIP  CARF_HUMAN 0 K.SSVNSHMT#QSTD.S 19.0 100 4.42E+05 SSVNSHMT#QSTD 33.7 257 0 0 0 0 CDKN2A‐interacting protein  35450:73727

624.28293 2 timecourse_ATM_ctrl1 624.27939 5.67 35.25 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 7.2 100 9.98E+04 SSS#QTSGSLVSK 13.2 377 0 0 0 0 CDKN2A‐interacting protein  35448:57867

624.28245 2 timecourse_ATM_combo_2hr 624.27939 4.9 34.16 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 11.8 100 1.71E+05 SSS#QTSGSLVSK 11.5 377 ‐2,0 0 0 0 0 CDKN2A‐interacting protein  35455:53649

624.28326 2 timecourse_ATM_combo_2hr 624.27939 6.2 33.38 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 18.1 100 2.18E+05 SSS#QTSGSLVSK 6.9 377 ‐2,0 0 0 0 0 CDKN2A‐interacting protein  35454:54652

1059.44102 2 timecourse_ATM_combo_8hr 1059.43541 5.3 29.29 CDKN2AIP  CARF_HUMAN 0 R.SVSS#QS#SSSVSSQVTTAGSGK.A 9.8 100 2.73E+05 SVSS#QSSSSVSS#QVTTAGSGK 0 212 ‐3,0 13.2 220 0 0 CDKN2A‐interacting protein  35451:144801

687.25966 2 timecourse_ATM_combo_8hr 687.25559 5.92 26.05 CDKN2AIP  CARF_HUMAN 0 K.SSVNSHMT#QSTD.S 20.1 100 4.61E+05 SSVNSHMT#QSTD 30.7 257 0 0 0 0 CDKN2A‐interacting protein  35451:74277

706.62967 3 timecourse_ATM_combo_8hr 706.62604 5.14 20.85 CDKN2AIP  CARF_HUMAN 0 R.SVSSQSSSSVS#S#QVTTAGSGK.A 4.3 100 2.09E+05 SVSS#QSSSSVSS#QVTTAGSGK 5.4 212 ‐3,0 0 220 ‐6,0 0 0 CDKN2A‐interacting protein  35451:144791

624.28205 2 timecourse_ATM_ctrl1 624.27939 4.26 18.66 CDKN2AIP  CARF_HUMAN 1 K.SSS#QTSGSLVSK.S 7.2 100 9.95E+04 SSS#QTSGSLVSK 13.2 377 0 0 0 0 CDKN2A‐interacting protein  35449:58624

1059.44095 2 timecourse_ATM_combo_4hr 1059.43541 5.23 17.45 CDKN2AIP  CARF_HUMAN 0 R.SVSSQSSSS#VS#SQVTTAGSGK.A 7.7 100 1.58E+05 SVSS#QSSSSVSS#QVTTAGSGK 0 212 ‐3,0 28.9 220 0 0 CDKN2A‐interacting protein  35453:142157

587.27121 2 combeffx_ATM_comboi 587.26861 4.43 32.23 CDYL  CDYL1_HUMAN 0 K.NSQLFAAS#QK.F 12.6 94 7.51E+05 NSQLFAAS#QK 114.1 170 0 0 0 0 Chromodomain Y‐like protein  35301:17571

587.27197 2 combeffx_ATM_comboi 587.26861 5.72 31.49 CDYL  CDYL1_HUMAN 0 K.NSQLFAAS#QK.F 84.6 100 6.84E+06 NSQLFAAS#QK 89.1 170 0 0 0 0 Chromodomain Y‐like protein  35300:19141

590.6019 3 timecourse_ATM_combo_4hr 590.59998 3.25 27.7 CDYL  CDYL1_HUMAN 0 K.DHESKNS#QLFAASQK.F 6.9 100 2.58E+05 DHESKNS#QLFAASQK 15.6 164 0 0 0 0 Chromodomain Y‐like protein  35453:115563

590.60174 3 timecourse_ATM_combo_8hr 590.59998 2.98 27.4 CDYL  CDYL1_HUMAN 0 K.DHESKNS#QLFAASQK.F 7.4 100 6.76E+05 DHESKNS#QLFAASQK 3.1 164 ‐3,0 0 0 0 0 Chromodomain Y‐like protein  35450:115880



590.60279 3 combeffx_ATM_comboi 590.59998 4.76 27.15 CDYL  CDYL1_HUMAN 0 K.DHESKNS#QLFAASQK.F 5.9 100 3.58E+05 DHESKNS#QLFAASQK 17.9 164 0 0 0 0 Chromodomain Y‐like protein  35300:53406

590.6024 3 timecourse_ATM_combo_4hr 590.59998 4.11 24.75 CDYL  CDYL1_HUMAN 0 K.DHESKNS#QLFAASQK.F 8.0 100 3.87E+05 DHESKNS#QLFAASQK 8.7 164 ‐3,0 0 0 0 0 Chromodomain Y‐like protein  35452:113513

996.96377 2 timecourse_ATM_ctrl1 996.95845 5.34 71.85 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 17.5 100 9.76E+05 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35448:135170

932.91476 2 timecourse_ATM_combo_4hr 932.91097 4.06 59.9 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 30.2 100 3.46E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35453:123381

996.96443 2 timecourse_ATM_ctrl2 996.95845 6 55.55 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 6.9 100 3.11E+05 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35447:123306

669.08567 4 combeffx_ATM_MEKi 669.08311 3.83 52.4 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 37.8 100 1.87E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35297:53888

996.9631 2 timecourse_ATM_combo_2hr 996.95845 4.66 52.11 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 16.2 100 6.79E+05 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35455:127580

996.96315 2 timecourse_ATM_ctrl1 996.95845 4.71 52.02 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 16.8 100 9.65E+05 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35449:137431

996.96331 2 timecourse_ATM_combo_1hr 996.95845 4.87 50.86 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 16.6 100 1.02E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35457:137508

932.91652 2 timecourse_ATM_combo_1hr 932.91097 5.95 49.92 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 40.5 100 5.56E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35456:126468

891.77793 3 combeffx_ATM_MEKi 891.77505 3.23 49.62 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 17.5 100 9.54E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35296:59008

932.91622 2 timecourse_ATM_combo_8hr 932.91097 5.63 49.44 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 16.3 100 2.66E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35450:123788

996.96427 2 timecourse_ATM_combo_8hr 996.95845 5.84 48.78 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 5.6 100 5.29E+05 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35451:135891

891.77913 3 timecourse_ATM_combo_2hr 891.77505 4.58 48.64 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 11.0 100 5.87E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35454:157291

669.08503 4 combeffx_ATM_MEKi 669.08311 2.87 47.63 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 39.1 100 2.62E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35296:58988

996.96484 2 timecourse_ATM_combo_1hr 996.95845 6.41 46.99 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 15.2 100 1.05E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35456:137049

996.964 2 timecourse_ATM_ctrl2 996.95845 5.57 46.87 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 7.6 100 3.13E+05 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35446:120949

932.91695 2 timecourse_ATM_ctrl1 932.91097 6.41 46.55 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 60.4 100 5.45E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35448:124677

891.77967 3 timecourse_ATM_combo_1hr 891.77505 5.18 46.27 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 17.0 100 1.34E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35457:168695

932.91596 2 timecourse_ATM_combo_8hr 932.91097 5.35 45.87 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 19.9 100 2.85E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35451:125177

891.77778 3 combeffx_ATM_PI3Ki 891.77505 3.06 45.74 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 14.3 100 1.46E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35298:68906

669.08576 4 combeffx_ATM_comboi 669.08311 3.96 44.11 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 27.6 100 5.71E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35300:77191

669.08589 4 timecourse_ATM_combo_2hr 669.08311 4.15 43.61 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 11.7 100 6.02E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35454:157281

996.96475 2 timecourse_ATM_combo_2hr 996.95845 6.32 43.52 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 12.9 100 6.98E+05 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35454:127345

891.7783 3 combeffx_ATM_ctrl 891.77505 3.64 43.51 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 13.8 100 9.82E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35294:73224

622.28017 3 timecourse_ATM_combo_1hr 622.27641 6.04 42.99 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 19.1 100 1.88E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35456:126478

669.08497 4 combeffx_ATM_MEKi 669.08311 2.78 42.95 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 38.2 100 2.62E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35296:58968

932.91673 2 timecourse_ATM_ctrl2 932.91097 6.17 42.81 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 22.7 100 1.66E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35446:110555

622.28009 3 timecourse_ATM_combo_4hr 622.27641 5.91 42.79 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 9.7 100 1.16E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35452:121064

932.91528 2 timecourse_ATM_combo_2hr 932.91097 4.63 42.67 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 45.9 100 3.62E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35455:117246

932.91543 2 timecourse_ATM_combo_1hr 932.91097 4.78 42.59 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 43.5 100 5.64E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35457:126256

932.91663 2 timecourse_ATM_combo_4hr 932.91097 6.07 41.88 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 22.4 100 3.14E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35452:121074

622.27919 3 timecourse_ATM_combo_2hr 622.27641 4.47 41.14 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 17.1 100 1.11E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35455:117236

669.08516 4 combeffx_ATM_PI3Ki 669.08311 3.06 40.66 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 41.9 100 3.81E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35298:68916

622.28006 3 timecourse_ATM_ctrl2 622.27641 5.87 40.52 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 9.2 100 5.86E+05 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35446:110545

932.91682 2 timecourse_ATM_ctrl2 932.91097 6.27 40.16 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 22.1 100 1.76E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35447:112633

701.10946 4 combeffx_ATM_ctrl 701.10685 3.72 39.76 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQKVAFLLHK.Q 29.0 100 2.87E+06 KIPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35295:72487

891.77929 3 combeffx_ATM_comboi 891.77505 4.75 39.62 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 10.7 100 1.74E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35300:77221

891.77833 3 combeffx_ATM_MEKi 891.77505 3.68 39.56 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 14.1 100 7.31E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35297:53878

622.27912 3 timecourse_ATM_ctrl1 622.27641 4.36 39.37 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 19.2 100 1.54E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35449:126808

622.28015 3 timecourse_ATM_ctrl2 622.27641 6.01 39.07 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 8.0 100 5.22E+05 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35447:112623

701.10884 4 combeffx_ATM_PI3Ki 701.10685 2.84 38.73 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQKVAFLLHK.Q 30.2 100 2.47E+06 KIPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35299:66864

622.28031 3 timecourse_ATM_ctrl1 622.27641 6.27 38.4 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 20.8 100 1.68E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35448:124667

622.27963 3 timecourse_ATM_combo_8hr 622.27641 5.17 38.22 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 6.7 100 8.69E+05 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35450:123778

664.97874 3 timecourse_ATM_combo_1hr 664.97472 6.05 37.79 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 58.9 100 6.43E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35456:137039

669.08533 4 combeffx_ATM_ctrl 669.08311 3.32 37.52 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 30.5 100 2.85E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35294:73214

891.77955 3 combeffx_ATM_comboi 891.77505 5.05 37.27 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 10.1 100 1.02E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35301:70509

622.27954 3 timecourse_ATM_combo_8hr 622.27641 5.03 37.24 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 5.6 100 6.92E+05 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35451:125167

669.08534 4 combeffx_ATM_ctrl 669.08311 3.33 37.13 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 34.8 100 2.98E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35295:71087

622.27976 3 timecourse_ATM_combo_2hr 622.27641 5.38 37.01 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 15.0 100 1.14E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35454:117174

664.97775 3 timecourse_ATM_combo_2hr 664.97472 4.56 36.95 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 58.8 100 4.39E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35455:127570

891.78003 3 timecourse_ATM_ctrl1 891.77505 5.58 36.81 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 13.9 100 9.99E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35448:165580

891.7793 3 timecourse_ATM_ctrl2 891.77505 4.77 36.65 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 12.9 100 8.84E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35446:151962

664.97781 3 timecourse_ATM_ctrl1 664.97472 4.65 36.59 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 54.4 100 6.26E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35449:137421

664.97836 3 timecourse_ATM_combo_4hr 664.97472 5.47 36.37 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 34.3 100 3.96E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35453:133725

891.7794 3 timecourse_ATM_ctrl1 891.77505 4.89 35.82 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 14.2 100 9.67E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35449:168319

932.91623 2 timecourse_ATM_combo_2hr 932.91097 5.64 35.64 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 43.2 100 3.64E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35454:117184

622.27938 3 timecourse_ATM_combo_1hr 622.27641 4.77 35.38 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 17.7 100 1.75E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35457:126266

701.10996 4 combeffx_ATM_comboi 701.10685 4.44 35.19 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQKVAFLLHK.Q 15.6 100 3.80E+06 KIPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35300:79821

891.7783 3 combeffx_ATM_ctrl 891.77505 3.64 34.96 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 11.5 100 1.05E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35295:71117

932.91539 2 timecourse_ATM_ctrl1 932.91097 4.74 34.9 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQK.V 63.6 100 5.75E+06 IPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35449:126818

664.97861 3 timecourse_ATM_combo_2hr 664.97472 5.85 34.16 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 55.0 100 4.37E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35454:127335

664.978 3 timecourse_ATM_combo_1hr 664.97472 4.93 33.65 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 53.9 100 6.39E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35457:137518

996.96248 2 timecourse_ATM_combo_8hr 996.95845 4.04 33.23 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 3.7 94 3.65E+05 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35450:134183

717.01178 3 timecourse_ATM_combo_1hr 717.00843 4.67 33.17 CENPL  CENPL_HUMAN 0 R.RKIPQCS#QLQEDVDPQK.V 12.7 100 6.72E+05 RKIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35457:148635

669.08589 4 combeffx_ATM_comboi 669.08311 4.15 32.3 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 31.3 100 3.81E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35301:70479

664.978 3 timecourse_ATM_ctrl1 664.97472 4.93 31.29 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 56.1 94 4.20E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35448:135160

891.78006 3 timecourse_ATM_combo_1hr 891.77505 5.62 29.54 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 17.2 100 1.32E+06 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35456:168557

669.08607 4 timecourse_ATM_combo_2hr 669.08311 4.42 29.29 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 13.2 100 6.65E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35455:158101

664.97828 3 timecourse_ATM_ctrl2 664.97472 5.35 26.86 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 30.4 94 1.52E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35446:120929

664.97839 3 timecourse_ATM_ctrl2 664.97472 5.52 26.02 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 28.4 94 1.48E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35447:123296

891.77929 3 timecourse_ATM_combo_2hr 891.77505 4.75 25.72 CENPL  CENPL_HUMAN 0 K.IPQCS#QLQEDVDPQKVAFLLHK.Q 11.4 100 6.48E+05 IPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35455:158111

664.97875 3 timecourse_ATM_combo_8hr 664.97472 6.06 25.3 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 24.3 94 2.05E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35450:134213

717.0126 3 timecourse_ATM_combo_1hr 717.00843 5.82 24.88 CENPL  CENPL_HUMAN 0 R.RKIPQCS#QLQEDVDPQK.V 15.5 100 7.13E+05 RKIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35456:148695

664.97872 3 timecourse_ATM_combo_8hr 664.97472 6.02 23.79 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 13.6 94 1.58E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35451:135901

717.01256 3 timecourse_ATM_ctrl1 717.00843 5.76 23.52 CENPL  CENPL_HUMAN 0 R.RKIPQCS#QLQEDVDPQK.V 11.7 100 6.02E+05 RKIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35448:146181

717.0119 3 timecourse_ATM_ctrl1 717.00843 4.84 21.48 CENPL  CENPL_HUMAN 0 R.RKIPQCS#QLQEDVDPQK.V 10.8 100 5.78E+05 RKIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35449:148393

701.10946 4 timecourse_ATM_ctrl1 701.10685 3.72 20.41 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQKVAFLLHK.Q 7.5 100 9.50E+05 KIPQCS#QLQEDVDPQKVAFLLHK 1000 53 0 0 0 0 Centromere protein L  35449:171829

664.97826 3 timecourse_ATM_combo_4hr 664.97472 5.32 16.45 CENPL  CENPL_HUMAN 0 R.KIPQCS#QLQEDVDPQK.V 37.7 100 4.03E+06 KIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35452:131308

717.01254 3 timecourse_ATM_ctrl2 717.00843 5.73 14.21 CENPL  CENPL_HUMAN 0 R.RKIPQCS#QLQEDVDPQK.V 7.2 100 2.72E+05 RKIPQCS#QLQEDVDPQK 1000 53 0 0 0 0 Centromere protein L  35447:134169

740.83293 2 timecourse_ATM_combo_4hr 740.82871 5.7 61 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 214.8 100 8.56E+06 DLDILHNSS#QMK 10.3 249 ‐1,0 0 0 0 0 Centromere protein Q  35453:86140

740.83308 2 timecourse_ATM_ctrl2 740.82871 5.9 58.72 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 237.9 100 7.46E+06 DLDILHNSS#QMK 24.4 249 0 0 0 0 Centromere protein Q  35446:75218

740.83224 2 timecourse_ATM_ctrl1 740.82871 4.76 58.43 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 315.7 100 1.35E+07 DLDILHNSS#QMK 10.3 249 ‐1,0 0 0 0 0 Centromere protein Q  35449:88364

740.83295 2 timecourse_ATM_combo_4hr 740.82871 5.72 57.37 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 192.9 100 8.27E+06 DLDILHNSS#QMK 11.5 249 ‐1,0 0 0 0 0 Centromere protein Q  35452:84451

740.833 2 timecourse_ATM_combo_8hr 740.82871 5.79 57.17 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 100.5 100 5.33E+06 DLDILHNSS#QMK 24.4 249 0 0 0 0 Centromere protein Q  35450:86548

740.8331 2 timecourse_ATM_combo_8hr 740.82871 5.93 53.57 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 111.4 100 5.69E+06 DLDILHNSS#QMK 11.5 249 ‐1,0 0 0 0 0 Centromere protein Q  35451:87351

740.83226 2 timecourse_ATM_combo_2hr 740.82871 4.79 53.31 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 214.9 100 5.51E+06 DLDILHNSS#QMK 10.3 249 ‐1,0 0 0 0 0 Centromere protein Q  35455:81535

740.8336 2 timecourse_ATM_combo_1hr 740.82871 6.6 52.55 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 323.0 100 1.24E+07 DLDILHNSS#QMK 10.3 249 ‐1,0 0 0 0 0 Centromere protein Q  35456:87508

740.83228 2 combeffx_ATM_comboi 740.82871 4.82 52.01 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 11.5 100 1.86E+06 DLDILHNSS#QMK 22.9 249 0 0 0 0 Centromere protein Q  35300:37425

740.83316 2 timecourse_ATM_ctrl1 740.82871 6.02 51.96 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 319.7 100 1.38E+07 DLDILHNSS#QMK 11.5 249 ‐1,0 0 0 0 0 Centromere protein Q  35448:87039

740.8323 2 timecourse_ATM_combo_1hr 740.82871 4.85 51.91 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 303.8 100 1.22E+07 DLDILHNSS#QMK 13.2 249 0 0 0 0 Centromere protein Q  35457:87659

740.83278 2 timecourse_ATM_combo_2hr 740.82871 5.49 50.6 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 219.5 100 6.10E+06 DLDILHNSS#QMK 10.3 249 ‐1,0 0 0 0 0 Centromere protein Q  35454:82040

740.83132 2 combeffx_ATM_ctrl 740.82871 3.52 49.74 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 9.6 100 1.08E+06 DLDILHNSS#QMK 13.2 249 0 0 0 0 Centromere protein Q  35294:36863

740.83298 2 timecourse_ATM_ctrl2 740.82871 5.76 48.62 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 220.0 100 7.81E+06 DLDILHNSS#QMK 8.6 249 ‐1,0 0 0 0 0 Centromere protein Q  35447:76391

748.8283 2 timecourse_ATM_ctrl1 748.82617 2.84 42.69 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QM*K.S 12.0 100 4.61E+05 DLDILHNSS#QM*K 11.5 249 ‐1,0 0 0 0 0 Centromere protein Q  35449:90379

740.83105 2 combeffx_ATM_PI3Ki 740.82871 3.16 40.08 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 14.6 100 9.93E+05 DLDILHNSS#QMK 18.4 249 0 0 0 0 Centromere protein Q  35299:33423

748.82874 2 timecourse_ATM_combo_1hr 748.82617 3.43 39.96 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QM*K.S 13.0 100 5.44E+05 DLDILHNSS#QM*K 22.9 249 0 0 0 0 Centromere protein Q  35457:89773

748.82879 2 combeffx_ATM_ctrl 748.82617 3.5 35.68 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QM*K.S 11.7 100 1.26E+06 DLDILHNSS#QM*K 20.4 249 0 0 0 0 Centromere protein Q  35294:37823

748.83002 2 timecourse_ATM_ctrl2 748.82617 5.14 35.22 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QM*K.S 8.4 100 3.25E+05 DLDILHNSS#QM*K 20.4 249 0 0 0 0 Centromere protein Q  35446:77069

748.8288 2 combeffx_ATM_MEKi 748.82617 3.51 33.85 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QM*K.S 15.8 100 7.08E+05 DLDILHNSS#QM*K 22.9 249 0 0 0 0 Centromere protein Q  35297:29450

748.82953 2 timecourse_ATM_ctrl1 748.82617 4.5 29.97 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QM*K.S 11.5 100 5.51E+05 DLDILHNSS#QM*K 8.6 249 ‐1,0 0 0 0 0 Centromere protein Q  35448:89040

748.83002 2 timecourse_ATM_combo_4hr 748.82617 5.14 29.91 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QM*K.S 7.1 100 3.25E+05 DLDILHNSS#QM*K 6.9 249 ‐1,0 0 0 0 0 Centromere protein Q  35452:86501

748.82914 2 timecourse_ATM_combo_2hr 748.82617 3.97 27.89 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QM*K.S 10.3 100 2.84E+05 DLDILHNSS#QM*K 11.5 249 ‐1,0 0 0 0 0 Centromere protein Q  35455:83455

494.22459 3 timecourse_ATM_ctrl2 494.22157 6.11 26.8 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QMK.S 225.3 100 5.49E+06 DLDILHNSS#QMK 0 249 ‐1,0 0 0 0 0 Centromere protein Q  35446:75228

748.8305 2 timecourse_ATM_ctrl2 748.82617 5.78 25.23 CENPQ  CENPQ_HUMAN 0 K.DLDILHNS#SQM*K.S 8.4 100 2.96E+05 DLDILHNSS#QM*K 20.4 249 0 0 0 0 Centromere protein Q  35447:78277

748.82823 2 combeffx_ATM_PI3Ki 748.82617 2.75 24.99 CENPQ  CENPQ_HUMAN 0 K.DLDILHNSS#QM*K.S 7.1 100 5.72E+05 DLDILHNSS#QM*K 20.4 249 0 0 0 0 Centromere protein Q  35298:35477

886.94418 2 timecourse_ATM_combo_4hr 886.94018 4.51 60.13 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 10.4 100 6.38E+05 TRWS#QVFSLEIQAK 50.9 788 0 0 0 0 Centriolin  35452:113893

591.63155 3 timecourse_ATM_combo_4hr 591.62921 3.96 57.57 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 13.5 100 1.21E+06 TRWS#QVFSLEIQAK 15.6 788 0 0 0 0 Centriolin  35452:113883

886.94393 2 timecourse_ATM_combo_2hr 886.94018 4.23 53.3 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 11.7 100 6.62E+05 TRWS#QVFSLEIQAK 50.9 788 0 0 0 0 Centriolin  35455:109945

886.94303 2 timecourse_ATM_combo_1hr 886.94018 3.21 52.95 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 11.8 100 1.06E+06 TRWS#QVFSLEIQAK 33.5 788 0 0 0 0 Centriolin  35457:118443

591.63172 3 timecourse_ATM_combo_2hr 591.62921 4.24 46.08 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 10.7 94 3.02E+05 TRWS#QVFSLEIQAK 25.2 788 0 0 0 0 Centriolin  35454:110178

886.94315 2 timecourse_ATM_combo_4hr 886.94018 3.35 45.77 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 11.4 100 1.15E+06 TRWS#QVFSLEIQAK 50.9 788 0 0 0 0 Centriolin  35453:115953

886.94342 2 timecourse_ATM_combo_8hr 886.94018 3.65 44.76 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 8.8 100 7.85E+05 TRWS#QVFSLEIQAK 29.9 788 0 0 0 0 Centriolin  35450:116280

591.63116 3 timecourse_ATM_combo_8hr 591.62921 3.3 43.19 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 15.4 100 1.47E+06 TRWS#QVFSLEIQAK 15.6 788 0 0 0 0 Centriolin  35451:117442

591.63101 3 timecourse_ATM_combo_2hr 591.62921 3.04 42.56 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 9.9 100 8.01E+05 TRWS#QVFSLEIQAK 12.4 788 ‐3,0 0 0 0 0 Centriolin  35455:109935

591.63176 3 timecourse_ATM_combo_1hr 591.62921 4.31 42.46 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 12.1 100 1.01E+06 TRWS#QVFSLEIQAK 10.2 788 ‐3,0 0 0 0 0 Centriolin  35456:118721

591.63108 3 timecourse_ATM_combo_4hr 591.62921 3.16 42.11 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 14.7 100 1.46E+06 TRWS#QVFSLEIQAK 12.4 788 ‐3,0 0 0 0 0 Centriolin  35453:115943

886.94426 2 timecourse_ATM_ctrl1 886.94018 4.6 41.98 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 8.1 100 4.71E+05 TRWS#QVFSLEIQAK 24.8 788 0 0 0 0 Centriolin  35448:117281

886.94368 2 timecourse_ATM_ctrl2 886.94018 3.96 40.99 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 6.9 100 4.49E+05 TRWS#QVFSLEIQAK 33.5 788 0 0 0 0 Centriolin  35447:105236

886.94388 2 timecourse_ATM_combo_1hr 886.94018 4.17 40.32 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 10.2 100 9.09E+05 TRWS#QVFSLEIQAK 33.5 788 0 0 0 0 Centriolin  35456:118711

591.63088 3 timecourse_ATM_ctrl1 591.62921 2.82 40.07 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 10.0 100 7.85E+05 TRWS#QVFSLEIQAK 18.6 788 0 0 0 0 Centriolin  35449:119101

591.63101 3 timecourse_ATM_combo_1hr 591.62921 3.04 39.28 CEP110  CP110_HUMAN 1 K.T#RWSQVFSLEIQAK.F 11.8 94 8.52E+05 TRWS#QVFSLEIQAK 14 788 0 0 0 0 Centriolin  35457:118433

591.63117 3 timecourse_ATM_combo_8hr 591.62921 3.31 36.67 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 13.9 100 1.26E+06 TRWS#QVFSLEIQAK 9.1 788 ‐3,0 0 0 0 0 Centriolin  35450:116270

591.63142 3 timecourse_ATM_ctrl2 591.62921 3.74 32.89 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 10.7 100 6.63E+05 TRWS#QVFSLEIQAK 9.7 788 ‐3,0 0 0 0 0 Centriolin  35447:105226

591.63198 3 timecourse_ATM_ctrl1 591.62921 4.68 32.4 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 9.6 100 5.60E+05 TRWS#QVFSLEIQAK 8.7 788 ‐3,0 0 0 0 0 Centriolin  35448:117291

886.94287 2 timecourse_ATM_combo_8hr 886.94018 3.03 30.71 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 11.7 100 1.19E+06 TRWS#QVFSLEIQAK 24.8 788 0 0 0 0 Centriolin  35451:117432

591.63301 3 timecourse_ATM_combo_4hr 591.62921 6.42 23.07 CEP110  CP110_HUMAN 1 K.TRWS#QVFSLEIQAK.F 13.4 100 5.26E+05 TRWS#QVFSLEIQAK 6.3 788 ‐3,0 0 0 0 0 Centriolin  35452:113903

911.05406 3 timecourse_ATM_combo_1hr 911.05039 4.03 72.7 CEP164  CE164_HUMAN 3 K.GKEQHS#QAEELGPGQEEAEDPEEK.V 20.6 100 7.84E+05 GKEQHS#QAEELGPGQEEAEDPEEK 1000 544 0 0 0 0 Centrosomal protein of 164 kDa  35456:170437

911.05459 3 timecourse_ATM_combo_2hr 911.05039 4.61 71.55 CEP164  CE164_HUMAN 3 K.GKEQHS#QAEELGPGQEEAEDPEEK.V 19.6 100 5.02E+05 GKEQHS#QAEELGPGQEEAEDPEEK 1000 544 0 0 0 0 Centrosomal protein of 164 kDa  35454:159001

911.05364 3 timecourse_ATM_ctrl1 911.05039 3.57 68.35 CEP164  CE164_HUMAN 3 K.GKEQHS#QAEELGPGQEEAEDPEEK.V 12.8 100 6.12E+05 GKEQHS#QAEELGPGQEEAEDPEEK 1000 544 0 0 0 0 Centrosomal protein of 164 kDa  35449:170089

911.05335 3 timecourse_ATM_combo_1hr 911.05039 3.25 67.28 CEP164  CE164_HUMAN 3 K.GKEQHS#QAEELGPGQEEAEDPEEK.V 21.2 100 7.77E+05 GKEQHS#QAEELGPGQEEAEDPEEK 1000 544 0 0 0 0 Centrosomal protein of 164 kDa  35457:170565

849.34841 3 timecourse_ATM_combo_2hr 849.34491 4.12 63.11 CEP164  CE164_HUMAN 3 K.EQHS#QAEELGPGQEEAEDPEEK.V 7.2 100 2.43E+05 EQHS#QAEELGPGQEEAEDPEEK 1000 544 0 0 0 0 Centrosomal protein of 164 kDa  35455:154061

849.34828 3 timecourse_ATM_combo_1hr 849.34491 3.97 39.5 CEP164  CE164_HUMAN 3 K.EQHS#QAEELGPGQEEAEDPEEK.V 6.0 100 4.42E+05 EQHS#QAEELGPGQEEAEDPEEK 1000 544 0 0 0 0 Centrosomal protein of 164 kDa  35456:164667

716.31289 2 combeffx_ATM_MEKi 716.30920 5.15 86.65 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 9.2 100 2.77E+05 STGSATSLAS#QGER 53.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35297:26816

716.31364 2 timecourse_ATM_ctrl1 716.30920 6.2 83 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 26.6 100 5.34E+05 STGSATSLAS#QGER 49.6 636 0 0 0 0 Centrosomal protein of 170 kDa  35448:81187

716.3132 2 timecourse_ATM_combo_4hr 716.30920 5.58 81.35 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 22.9 100 4.36E+05 STGSATSLAS#QGER 49.6 636 0 0 0 0 Centrosomal protein of 170 kDa  35452:78676

716.31244 2 timecourse_ATM_combo_1hr 716.30920 4.52 80.08 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 34.7 100 7.60E+05 STGSATSLAS#QGER 64.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35457:81686

716.3123 2 combeffx_ATM_PI3Ki 716.30920 4.33 77.07 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 14.7 100 4.97E+05 STGSATSLAS#QGER 53.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35298:32049

716.31336 2 combeffx_ATM_comboi 716.30920 5.81 75.99 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 15.2 100 7.40E+05 STGSATSLAS#QGER 53.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35300:34764

716.31322 2 timecourse_ATM_combo_1hr 716.30920 5.61 71.57 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 34.5 100 7.51E+05 STGSATSLAS#QGER 49.6 636 0 0 0 0 Centrosomal protein of 170 kDa  35456:81306

716.31364 2 timecourse_ATM_combo_2hr 716.30920 6.2 70.81 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 27.8 100 4.02E+05 STGSATSLAS#QGER 53.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35454:76541

716.31341 2 timecourse_ATM_combo_4hr 716.30920 5.88 70.47 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 24.7 100 4.17E+05 STGSATSLAS#QGER 53.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35453:80354

716.31286 2 combeffx_ATM_PI3Ki 716.30920 5.11 64.8 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 13.0 100 3.65E+05 STGSATSLAS#QGER 53.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35299:31185

716.31226 2 timecourse_ATM_ctrl1 716.30920 4.27 61.58 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 26.6 100 5.21E+05 STGSATSLAS#QGER 53.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35449:82462

756.29697 2 timecourse_ATM_ctrl1 756.29236 6.1 60.93 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGER.R 35.3 100 7.11E+05 STGSAT#SLAS#QGER 28.5 632 37.5 636 0 0 Centrosomal protein of 170 kDa  35448:90841

716.31251 2 combeffx_ATM_ctrl 716.30920 4.62 60.4 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 8.0 100 4.82E+05 STGSATSLAS#QGER 46.2 636 0 0 0 0 Centrosomal protein of 170 kDa  35295:32490

716.31343 2 timecourse_ATM_combo_8hr 716.30920 5.92 60.03 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 14.7 100 2.69E+05 STGSATSLAS#QGER 46.2 636 0 0 0 0 Centrosomal protein of 170 kDa  35450:80551

756.29675 2 timecourse_ATM_combo_1hr 756.29236 5.82 59.43 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGER.R 64.0 100 1.21E+06 STGS#ATSLAS#QGER 30.8 630 37.5 636 0 0 Centrosomal protein of 170 kDa  35456:91419

756.29604 2 timecourse_ATM_combo_1hr 756.29236 4.87 58.4 CEP170  CE170_HUMAN 5 R.STGSAT#SLAS#QGER.R 57.7 100 1.16E+06 STGSAT#SLAS#QGER 28.5 632 37.5 636 0 0 Centrosomal protein of 170 kDa  35457:91594

756.29643 2 timecourse_ATM_combo_4hr 756.29236 5.38 57.82 CEP170  CE170_HUMAN 5 R.STGSAT#SLAS#QGER.R 35.7 100 6.19E+05 STGSAT#SLAS#QGER 21.3 632 30.7 636 0 0 Centrosomal protein of 170 kDa  35452:88231

834.34672 2 combeffx_ATM_MEKi 834.34292 4.55 57.61 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 6.7 94 2.17E+05 STGS#ATSLAS#QGERR 0 630 ‐2,0 31.9 636 0 0 Centrosomal protein of 170 kDa  35296:39201

716.31287 2 timecourse_ATM_combo_2hr 716.30920 5.12 57.5 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 27.5 100 3.61E+05 STGSATSLAS#QGER 46.2 636 0 0 0 0 Centrosomal protein of 170 kDa  35455:75917

716.31311 2 timecourse_ATM_ctrl2 716.30920 5.46 56.76 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 20.7 100 3.00E+05 STGSATSLAS#QGER 53.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35447:71156

756.29672 2 timecourse_ATM_combo_4hr 756.29236 5.76 56.27 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGER.R 32.4 100 5.73E+05 STGSAT#SLAS#QGER 28.5 632 41.3 636 0 0 Centrosomal protein of 170 kDa  35453:89942

756.29732 2 timecourse_ATM_combo_2hr 756.29236 6.56 56.06 CEP170  CE170_HUMAN 5 R.STGSAT#SLAS#QGER.R 47.6 100 5.69E+05 STGSAT#SLAS#QGER 16.2 632 34.5 636 0 0 Centrosomal protein of 170 kDa  35454:85640

716.31252 2 combeffx_ATM_ctrl 716.30920 4.63 52.99 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 13.2 100 6.99E+05 STGSATSLAS#QGER 34.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35294:33992

716.31387 2 combeffx_ATM_comboi 716.30920 6.52 52.29 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 10.8 100 5.04E+05 STGSATSLAS#QGER 41.3 636 0 0 0 0 Centrosomal protein of 170 kDa  35301:32151

756.2971 2 timecourse_ATM_combo_8hr 756.29236 6.27 51.52 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGER.R 17.3 100 3.27E+05 STGSAT#SLAS#QGER 13.3 632 41.3 636 0 0 Centrosomal protein of 170 kDa  35450:90273

756.29701 2 timecourse_ATM_ctrl2 756.29236 6.15 51.52 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGER.R 26.8 100 3.76E+05 STGSAT#SLAS#QGER 30.8 632 35.8 636 0 0 Centrosomal protein of 170 kDa  35446:78709

716.31344 2 timecourse_ATM_ctrl2 716.30920 5.92 50.13 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 17.6 100 2.58E+05 STGSATSLAS#QGER 49.6 636 0 0 0 0 Centrosomal protein of 170 kDa  35446:70115

756.29638 2 timecourse_ATM_combo_1hr 756.29236 5.32 49.19 CEP170  CE170_HUMAN 5 R.ST#GSATSLAS#QGER.R 5.6 100 1.21E+05 S#TGSATSLAS#QGER 0 627 0,1 35.8 636 0 0 Centrosomal protein of 170 kDa  35456:91409

794.36405 2 combeffx_ATM_PI3Ki 794.35975 5.41 49.17 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 6.9 100 2.63E+05 STGSATSLAS#QGERR 53.2 636 0 0 0 0 Centrosomal protein of 170 kDa  35298:39554

529.91121 3 timecourse_ATM_combo_1hr 529.90893 4.3 48.02 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 31.0 100 5.39E+05 STGSATSLAS#QGERR 15.6 636 0 0 0 0 Centrosomal protein of 170 kDa  35457:99561

556.56727 3 combeffx_ATM_MEKi 556.56437 5.21 48.01 CEP170  CE170_HUMAN 5 R.STGSATS#LAS#QGERR.R 19.4 100 5.69E+05 STGSAT#SLAS#QGERR 0 632 0,1 28.4 636 0 0 Centrosomal protein of 170 kDa  35297:36183

756.2956 2 combeffx_ATM_MEKi 756.29236 4.28 47.87 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGER.R 8.3 100 3.56E+05 STGSAT#SLAS#QGER 18.4 632 53.2 636 0 0 Centrosomal protein of 170 kDa  35296:32315

834.34854 2 timecourse_ATM_combo_2hr 834.34292 6.74 47.54 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 34.5 94 3.11E+05 STGS#ATSLAS#QGERR 0 630 ‐3,0 30.7 636 0 0 Centrosomal protein of 170 kDa  35454:100936

756.29601 2 timecourse_ATM_combo_1hr 756.29236 4.83 45.85 CEP170  CE170_HUMAN 5 R.ST#GSATSLAS#QGER.R 4.8 100 1.28E+05 S#TGSATSLAS#QGER 0 627 0,1 26.8 636 0 0 Centrosomal protein of 170 kDa  35457:91584

756.29679 2 timecourse_ATM_combo_8hr 756.29236 5.86 45.73 CEP170  CE170_HUMAN 5 R.STGSAT#SLAS#QGER.R 15.7 100 3.33E+05 STGSAT#SLAS#QGER 26.5 632 26.8 636 0 0 Centrosomal protein of 170 kDa  35451:91266

643.3343 2 timecourse_ATM_combo_1hr 643.33122 4.79 45 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 24.8 100 3.90E+06 FTIQLQLS#QK 79.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35457:63765

834.34745 2 timecourse_ATM_combo_4hr 834.34292 5.43 44.47 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 19.6 94 3.08E+05 STGS#ATSLAS#QGERR 0 630 ‐2,0 20.9 636 0 0 Centrosomal protein of 170 kDa  35452:104331

834.34688 2 timecourse_ATM_ctrl1 834.34292 4.75 44.07 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 25.5 94 3.60E+05 STGS#ATSLAS#QGERR 0 630 ‐3,0 30.7 636 0 0 Centrosomal protein of 170 kDa  35449:109154

556.567 3 combeffx_ATM_PI3Ki 556.56437 4.73 43.44 CEP170  CE170_HUMAN 5 R.STGSATS#LAS#QGERR.R 16.3 100 9.65E+05 STGSATS#LAS#QGERR 7.5 633 ‐1,0 28.7 636 0 0 Centrosomal protein of 170 kDa  35299:42336

834.34757 2 combeffx_ATM_ctrl 834.34292 5.57 43.23 CEP170  CE170_HUMAN 5 R.STGSATS#LAS#QGERR.R 7.8 94 3.92E+05 STGSATS#LAS#QGERR 11.6 633 ‐6,0 30 636 0 0 Centrosomal protein of 170 kDa  35295:45665

834.347 2 combeffx_ATM_PI3Ki 834.34292 4.89 40.59 CEP170  CE170_HUMAN 5 R.STGSAT#SLAS#QGERR.R 14.5 100 4.87E+05 STGSATS#LAS#QGERR 24.4 633 44.3 636 0 0 Centrosomal protein of 170 kDa  35298:43983

643.33377 2 timecourse_ATM_combo_8hr 643.33122 3.96 39.84 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 20.6 100 4.01E+06 FTIQLQLS#QK 79.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35451:63175

794.36326 2 timecourse_ATM_ctrl1 794.35975 4.42 39.29 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 11.3 100 2.26E+05 STGSATSLAS#QGERR 27 636 0 0 0 0 Centrosomal protein of 170 kDa  35449:100213

794.36418 2 timecourse_ATM_combo_1hr 794.35975 5.58 39.1 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 19.9 100 2.89E+05 STGSATSLAS#QGERR 20.9 636 0 0 0 0 Centrosomal protein of 170 kDa  35456:99804

643.33352 2 timecourse_ATM_combo_8hr 643.33122 3.58 38.37 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 18.3 94 3.00E+06 FTIQLQLS#QK 86.6 122 0 0 0 0 Centrosomal protein of 170 kDa  35450:63083

643.33417 2 combeffx_ATM_comboi 643.33122 4.59 38.28 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 19.2 100 8.28E+06 FTIQLQLS#QK 41.3 122 0 0 0 0 Centrosomal protein of 170 kDa  35300:26861

556.56706 3 combeffx_ATM_ctrl 556.56437 4.83 38.19 CEP170  CE170_HUMAN 5 R.STGSATS#LAS#QGERR.R 14.6 94 1.02E+06 STGSATS#LAS#QGERR 0 633 ‐1,0 14.1 636 0 0 Centrosomal protein of 170 kDa  35295:45645

556.56673 3 combeffx_ATM_PI3Ki 556.56437 4.24 38.01 CEP170  CE170_HUMAN 5 R.STGSATS#LAS#QGERR.R 19.6 100 9.75E+05 STGSAT#SLAS#QGERR 0 632 0,1 18.5 636 0 0 Centrosomal protein of 170 kDa  35298:43973

529.91147 3 timecourse_ATM_combo_2hr 529.90893 4.79 37.78 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 18.2 100 2.30E+05 STGSATS#LASQGERR 5.9 633 ‐3,0 0 0 0 0 Centrosomal protein of 170 kDa  35455:92605

643.33465 2 timecourse_ATM_combo_8hr 643.33122 5.33 37.59 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 25.7 100 5.26E+06 FTIQLQLS#QK 73.3 122 0 0 0 0 Centrosomal protein of 170 kDa  35451:63185

834.34806 2 timecourse_ATM_ctrl2 834.34292 6.16 37.24 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 16.6 94 1.75E+05 STGS#ATSLAS#QGERR 0 630 ‐3,0 31.9 636 0 0 Centrosomal protein of 170 kDa  35446:93985

756.29564 2 timecourse_ATM_combo_2hr 756.29236 4.34 37.19 CEP170  CE170_HUMAN 5 R.S#TGSATS#LASQGER.R 3.9 100 6.31E+04 S#TGSATS#LASQGER 24.8 627 20.9 633 0 0 Centrosomal protein of 170 kDa  35455:85105

756.29631 2 timecourse_ATM_combo_2hr 756.29236 5.22 36.74 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGER.R 43.8 100 5.20E+05 STGS#ATSLAS#QGER 13.3 630 35.8 636 0 0 Centrosomal protein of 170 kDa  35455:85115

529.91177 3 timecourse_ATM_combo_1hr 529.90893 5.36 36.24 CEP170  CE170_HUMAN 5 R.STGSATS#LASQGERR.R 29.3 100 5.49E+05 STGSATSLAS#QGERR 24.1 636 0 0 0 0 Centrosomal protein of 170 kDa  35456:99794

643.33503 2 timecourse_ATM_combo_4hr 643.33122 5.92 35.97 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 24.0 100 4.41E+06 FTIQLQLS#QK 73.3 122 0 0 0 0 Centrosomal protein of 170 kDa  35453:62772

834.34759 2 timecourse_ATM_ctrl2 834.34292 5.6 35.91 CEP170  CE170_HUMAN 5 R.ST#GSATSLAS#QGERR.R 18.9 94 2.24E+05 ST#GSATSLAS#QGERR 0 628 ‐1,0 30.7 636 0 0 Centrosomal protein of 170 kDa  35447:95665

643.33424 2 timecourse_ATM_combo_4hr 643.33122 4.69 35.76 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 17.1 100 3.29E+06 FTIQLQLS#QK 79.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35452:61423

643.33277 2 combeffx_ATM_PI3Ki 643.33122 2.41 35.34 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 15.1 100 2.81E+06 FTIQLQLS#QK 79.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35298:24304

643.33381 2 combeffx_ATM_comboi 643.33122 4.03 35.12 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 12.2 94 2.05E+06 FTIQLQLS#QK 79.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35301:24646

794.36409 2 combeffx_ATM_ctrl 794.35975 5.46 35 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 5.9 100 2.88E+05 STGSATSLAS#QGERR 38.7 636 0 0 0 0 Centrosomal protein of 170 kDa  35294:42385

834.34772 2 timecourse_ATM_combo_4hr 834.34292 5.75 34.87 CEP170  CE170_HUMAN 5 R.ST#GSATSLAS#QGERR.R 23.1 94 3.22E+05 STGS#ATSLAS#QGERR 0 630 ‐3,0 27 636 0 0 Centrosomal protein of 170 kDa  35453:106266

643.33411 2 timecourse_ATM_combo_4hr 643.33122 4.49 34.86 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 7.8 86 1.39E+05 FTIQLQLS#QK 79.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35453:62762

529.91137 3 combeffx_ATM_PI3Ki 529.90893 4.6 34.67 CEP170  CE170_HUMAN 5 R.STGSATS#LASQGERR.R 13.2 100 8.74E+05 STGSAT#SLASQGERR 0 632 ‐2,4 0 0 0 0 Centrosomal protein of 170 kDa  35298:39544

834.34768 2 timecourse_ATM_combo_1hr 834.34292 5.71 34.66 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 46.9 94 7.29E+05 STGS#ATSLAS#QGERR 0 630 ‐3,0 30.7 636 0 0 Centrosomal protein of 170 kDa  35456:108557

569.80023 2 timecourse_ATM_combo_2hr 569.79701 5.65 33.85 CEP170  CE170_HUMAN 8 F.TIQLQLS#QK.S 33.2 100 2.17E+06 TIQLQLS#QK 96.7 122 0 0 0 0 Centrosomal protein of 170 kDa  35454:37471

834.34702 2 timecourse_ATM_combo_1hr 834.34292 4.91 33.25 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 43.5 94 7.05E+05 STGS#ATSLAS#QGERR 7.5 630 ‐3,0 27 636 0 0 Centrosomal protein of 170 kDa  35457:108380

569.79955 2 timecourse_ATM_combo_1hr 569.79701 4.46 32.84 CEP170  CE170_HUMAN 8 F.TIQLQLS#QK.S 38.2 100 3.99E+06 TIQLQLS#QK 107.9 122 0 0 0 0 Centrosomal protein of 170 kDa  35457:39496

874.33024 2 timecourse_ATM_combo_1hr 874.32608 4.76 32.68 CEP170  CE170_HUMAN 5 R.S#T#GSATSLAS#QGERR.R 42.7 100 9.80E+05 S#TGS#ATSLAS#QGERR 14.4 627 13.3 630 17.5 636 Centrosomal protein of 170 kDa  35457:115932

834.34799 2 timecourse_ATM_combo_8hr 834.34292 6.08 32.33 CEP170  CE170_HUMAN 5 R.ST#GSATSLAS#QGERR.R 6.6 94 1.39E+05 STGS#ATSLAS#QGERR 0 630 ‐3,0 20.9 636 0 0 Centrosomal protein of 170 kDa  35451:107713

874.33127 2 timecourse_ATM_combo_1hr 874.32608 5.94 32.27 CEP170  CE170_HUMAN 5 R.S#TGSATS#LAS#QGERR.R 56.4 100 1.25E+06 STGS#ATS#LAS#QGERR 0 630 ‐3,0 16.2 633 24.1 636 Centrosomal protein of 170 kDa  35456:116421

569.80014 2 timecourse_ATM_combo_4hr 569.79701 5.49 32.27 CEP170  CE170_HUMAN 8 F.TIQLQLS#QK.S 25.1 94 1.16E+06 TIQLQLS#QK 84.9 122 0 0 0 0 Centrosomal protein of 170 kDa  35452:38325

643.3341 2 timecourse_ATM_combo_8hr 643.33122 4.48 32.12 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 18.9 100 3.47E+06 FTIQLQLS#QK 79.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35450:63093

556.56675 3 timecourse_ATM_combo_2hr 556.56437 4.28 31.98 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 17.5 94 2.57E+05 STGS#ATSLAS#QGERR 16.2 630 33.6 636 0 0 Centrosomal protein of 170 kDa  35455:100599

569.80012 2 timecourse_ATM_combo_4hr 569.79701 5.46 30.96 CEP170  CE170_HUMAN 8 F.TIQLQLS#QK.S 30.3 100 2.91E+06 TIQLQLS#QK 107.9 122 0 0 0 0 Centrosomal protein of 170 kDa  35453:39158

529.91205 3 combeffx_ATM_PI3Ki 529.90893 5.89 30.96 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 9.9 100 5.72E+05 STGS#ATSLASQGERR 6 630 0,6 0 0 0 0 Centrosomal protein of 170 kDa  35299:38180

569.79995 2 timecourse_ATM_combo_8hr 569.79701 5.16 30.58 CEP170  CE170_HUMAN 8 F.TIQLQLS#QK.S 38.4 100 3.67E+06 TIQLQLS#QK 90.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35450:39287

529.91129 3 combeffx_ATM_MEKi 529.90893 4.45 30.3 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 10.8 100 4.58E+05 STGSATS#LASQGERR 4 633 0,3 0 0 0 0 Centrosomal protein of 170 kDa  35296:35383

874.33065 2 timecourse_ATM_ctrl2 874.32608 5.23 30.13 CEP170  CE170_HUMAN 5 R.S#T#GSATSLAS#QGERR.R 20.8 100 3.26E+05 S#T#GSATSLAS#QGERR 5.1 627 0,3 5.9 628 0,2 8.7 636 ‐3,0 Centrosomal protein of 170 kDa  35447:102833

794.36453 2 timecourse_ATM_ctrl2 794.35975 6.02 30.11 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 8.8 100 1.15E+05 STGSATSLAS#QGERR 20.1 636 0 0 0 0 Centrosomal protein of 170 kDa  35447:87226

643.33479 2 timecourse_ATM_combo_1hr 643.33122 5.55 29.44 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 9.6 94 4.76E+05 FTIQLQLS#QK 73.3 122 0 0 0 0 Centrosomal protein of 170 kDa  35456:63595

643.33433 2 timecourse_ATM_combo_1hr 643.33122 4.83 29.38 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 26.8 100 3.16E+06 FTIQLQLS#QK 79.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35457:63775

556.56661 3 combeffx_ATM_MEKi 556.56437 4.02 29.28 CEP170  CE170_HUMAN 5 R.STGSATS#LAS#QGERR.R 21.1 100 1.16E+06 STGSAT#SLAS#QGERR 0 632 0,1 15 636 0 0 Centrosomal protein of 170 kDa  35296:39191

794.36336 2 timecourse_ATM_combo_1hr 794.35975 4.54 28.76 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 22.4 100 2.95E+05 STGSATSLAS#QGERR 46.2 636 0 0 0 0 Centrosomal protein of 170 kDa  35457:99571

529.9121 3 timecourse_ATM_combo_2hr 529.90893 5.98 28.57 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 17.8 100 2.63E+05 STGSAT#SLASQGERR 5.3 632 0,4 0 0 0 0 Centrosomal protein of 170 kDa  35454:92929

569.80001 2 timecourse_ATM_combo_8hr 569.79701 5.26 27.98 CEP170  CE170_HUMAN 8 F.TIQLQLS#QK.S 42.8 100 3.80E+06 TIQLQLS#QK 95.8 122 0 0 0 0 Centrosomal protein of 170 kDa  35451:39425

529.91213 3 timecourse_ATM_ctrl1 529.90893 6.04 27.16 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 18.9 100 3.50E+05 STGSAT#SLASQGERR 4.3 632 ‐2,4 0 0 0 0 Centrosomal protein of 170 kDa  35448:98810

556.56784 3 timecourse_ATM_combo_2hr 556.56437 6.25 26.96 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 22.2 94 3.18E+05 STGS#ATSLAS#QGERR 14.7 630 13 636 ‐3,0 0 0 Centrosomal protein of 170 kDa  35454:100916

794.36462 2 timecourse_ATM_ctrl2 794.35975 6.13 26.79 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 6.5 100 9.61E+04 STGSATSLAS#QGERR 35.8 636 0 0 0 0 Centrosomal protein of 170 kDa  35446:85786

643.33521 2 timecourse_ATM_combo_1hr 643.33122 6.2 26.66 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 17.7 100 3.19E+06 FTIQLQLS#QK 73.3 122 0 0 0 0 Centrosomal protein of 170 kDa  35456:63605

556.56773 3 timecourse_ATM_ctrl1 556.56437 6.04 26.56 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 18.6 94 3.38E+05 STGS#ATSLAS#QGERR 11 630 0,2 16.4 636 0 0 Centrosomal protein of 170 kDa  35448:107468

556.56669 3 combeffx_ATM_ctrl 556.56437 4.17 25.5 CEP170  CE170_HUMAN 5 R.STGSATS#LAS#QGERR.R 22.2 100 1.15E+06 STGSATS#LAS#QGERR 0 633 ‐3,0 9.8 636 ‐4,0 0 0 Centrosomal protein of 170 kDa  35294:47461

569.80058 2 timecourse_ATM_combo_1hr 569.79701 6.27 25.3 CEP170  CE170_HUMAN 8 F.TIQLQLS#QK.S 42.2 100 3.77E+06 TIQLQLS#QK 90.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35456:39358

874.33042 2 timecourse_ATM_ctrl1 874.32608 4.96 25.12 CEP170  CE170_HUMAN 5 R.S#T#GSATSLAS#QGERR.R 16.7 100 4.26E+05 S#TGS#ATSLAS#QGERR 0 627 0,1 6.6 630 ‐2,0 30.7 636 Centrosomal protein of 170 kDa  35449:116741

796.27994 2 timecourse_ATM_combo_2hr 796.27553 5.54 24.57 CEP170  CE170_HUMAN 5 R.S#T#GSATSLAS#QGER.R 8.1 100 3.25E+05 ST#GS#ATSLAS#QGER 0 628 ‐1,0 13.3 630 38.7 636 Centrosomal protein of 170 kDa  35454:93349

529.91171 3 timecourse_ATM_combo_4hr 529.90893 5.25 24.08 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 17.8 100 2.94E+05 STGSATS#LASQGERR 12.2 633 ‐1,0 0 0 0 0 Centrosomal protein of 170 kDa  35452:96011

556.56754 3 combeffx_ATM_comboi 556.56437 5.7 24.07 CEP170  CE170_HUMAN 5 R.STGSATS#LAS#QGERR.R 12.9 100 9.58E+05 STGSATS#LAS#QGERR 0 633 ‐3,0 8.4 636 ‐4,0 0 0 Centrosomal protein of 170 kDa  35300:48230

556.56635 3 combeffx_ATM_MEKi 556.56437 3.56 23.88 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 21.8 100 1.16E+06 STGS#ATS#LASQGERR 7.5 630 0,6 0 633 ‐1,0 0 0 Centrosomal protein of 170 kDa  35296:39181

643.3345 2 timecourse_ATM_combo_2hr 643.33122 5.1 23.83 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 14.5 100 1.32E+06 FTIQLQLS#QK 61.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35454:60081

874.33117 2 timecourse_ATM_combo_1hr 874.32608 5.82 23.72 CEP170  CE170_HUMAN 5 R.S#T#GSATSLAS#QGERR.R 47.5 100 1.18E+06 S#TGS#ATSLAS#QGERR 0 627 0,1 10.3 630 ‐2,0 17.5 636 Centrosomal protein of 170 kDa  35456:116411

643.33506 2 timecourse_ATM_combo_4hr 643.33122 5.97 23.48 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 17.6 100 3.10E+06 FTIQLQLS#QK 73.3 122 0 0 0 0 Centrosomal protein of 170 kDa  35452:61433

569.79966 2 timecourse_ATM_combo_2hr 569.79701 4.65 23.29 CEP170  CE170_HUMAN 8 F.TIQLQLS#QK.S 41.1 100 2.10E+06 TIQLQLS#QK 84.9 122 0 0 0 0 Centrosomal protein of 170 kDa  35455:36561

834.34672 2 combeffx_ATM_ctrl 834.34292 4.55 23.06 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 13.1 100 8.09E+05 STGSATS#LAS#QGERR 13.2 633 15 636 0 0 Centrosomal protein of 170 kDa  35294:47471

794.36374 2 timecourse_ATM_combo_2hr 794.35975 5.02 22.81 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 13.9 100 1.43E+05 STGSATSLAS#QGERR 26.8 636 0 0 0 0 Centrosomal protein of 170 kDa  35455:92615

529.91135 3 combeffx_ATM_PI3Ki 529.90893 4.57 22.31 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 13.6 100 8.74E+05 STGSATS#LASQGERR 4.3 633 ‐3,0 0 0 0 0 Centrosomal protein of 170 kDa  35298:39534



834.34786 2 timecourse_ATM_combo_1hr 834.34292 5.92 22.09 CEP170  CE170_HUMAN 5 R.ST#GSATSLAS#QGERR.R 6.5 100 1.14E+05 STGS#ATSLAS#QGERR 0 630 ‐2,0 26.8 636 0 0 Centrosomal protein of 170 kDa  35456:108567

716.31198 2 combeffx_ATM_MEKi 716.30920 3.9 22.05 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGER.R 12.6 100 4.14E+05 STGSATSLAS#QGER 29.6 636 0 0 0 0 Centrosomal protein of 170 kDa  35296:28747

794.36354 2 combeffx_ATM_ctrl 794.35975 4.77 22.04 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 5.3 100 2.63E+05 STGSATSLAS#QGERR 40.3 636 0 0 0 0 Centrosomal protein of 170 kDa  35295:40697

794.36467 2 combeffx_ATM_MEKi 794.35975 6.19 21.62 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 3.7 94 5.81E+04 STGSATSLAS#QGERR 17.5 636 0 0 0 0 Centrosomal protein of 170 kDa  35297:32811

529.91134 3 combeffx_ATM_ctrl 529.90893 4.55 21.34 CEP170  CE170_HUMAN 5 R.STGSATSLAS#QGERR.R 18.8 100 1.16E+06 STGSATS#LASQGERR 4 633 ‐3,3 0 0 0 0 Centrosomal protein of 170 kDa  35294:42375

643.33462 2 timecourse_ATM_combo_2hr 643.33122 5.29 20.97 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 19.1 100 2.09E+06 FTIQLQLS#QK 79.1 122 0 0 0 0 Centrosomal protein of 170 kDa  35455:59360

834.3483 2 timecourse_ATM_combo_8hr 834.34292 6.45 20.56 CEP170  CE170_HUMAN 5 R.ST#GSATSLAS#QGERR.R 8.2 100 1.21E+05 S#TGSATSLAS#QGERR 0 627 0,1 5.9 636 ‐4,0 0 0 Centrosomal protein of 170 kDa  35450:106667

529.91192 3 timecourse_ATM_combo_4hr 529.90893 5.64 20.5 CEP170  CE170_HUMAN 5 R.STGSAT#SLASQGERR.R 16.2 100 2.81E+05 STGSATS#LASQGERR 13.2 633 0 0 0 0 Centrosomal protein of 170 kDa  35453:97842

643.33265 2 combeffx_ATM_MEKi 643.33122 2.22 20.02 CEP170  CE170_HUMAN 8 K.FTIQLQLS#QK.S 9.3 100 6.49E+05 FTIQLQLS#QK 49.6 122 0 0 0 0 Centrosomal protein of 170 kDa  35296:22596

834.34705 2 timecourse_ATM_combo_1hr 834.34292 4.95 19.64 CEP170  CE170_HUMAN 5 R.S#TGSATSLAS#QGERR.R 6.2 100 9.87E+04 STGS#ATSLAS#QGERR 0 630 ‐2,0 25.9 636 0 0 Centrosomal protein of 170 kDa  35457:108390

796.27931 2 timecourse_ATM_combo_1hr 796.27553 4.75 19.35 CEP170  CE170_HUMAN 5 R.S#T#GSATSLAS#QGER.R 4.3 100 5.61E+05 S#TGS#ATSLAS#QGER 0 627 0,1 24.8 630 30.7 636 Centrosomal protein of 170 kDa  35457:100042

556.5671 3 timecourse_ATM_combo_4hr 556.56437 4.91 19.27 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 18.2 94 3.52E+05 STGS#ATSLAS#QGERR 12.7 630 0,2 14.8 636 0 0 Centrosomal protein of 170 kDa  35452:104321

556.56768 3 combeffx_ATM_comboi 556.56437 5.95 18.32 CEP170  CE170_HUMAN 5 R.STGSATS#LAS#QGERR.R 13.0 100 9.58E+05 STGSAT#SLAS#QGERR 0 632 ‐2,0 8 636 ‐6,0 0 0 Centrosomal protein of 170 kDa  35300:48240

556.56691 3 timecourse_ATM_combo_1hr 556.56437 4.56 17.41 CEP170  CE170_HUMAN 5 R.STGS#ATSLAS#QGERR.R 32.8 100 1.21E+06 STGS#ATSLAS#QGERR 18 630 16.5 636 0 0 Centrosomal protein of 170 kDa  35457:108370

874.33127 2 timecourse_ATM_combo_4hr 874.32608 5.94 17 CEP170  CE170_HUMAN 5 R.S#T#GSATSLAS#QGERR.R 22.4 100 4.53E+05 ST#GS#ATSLAS#QGERR 0 628 ‐1,0 17 630 11.9 636 ‐3,0 Centrosomal protein of 170 kDa  35452:111443

874.33102 2 timecourse_ATM_combo_4hr 874.32608 5.65 16.5 CEP170  CE170_HUMAN 5 R.S#T#GSATSLAS#QGERR.R 22.8 100 4.35E+05 S#TGS#ATSLAS#QGERR 0 627 0,6 0 630 0,3 12.7 636 ‐4,0 Centrosomal protein of 170 kDa  35453:113553

556.56733 3 timecourse_ATM_combo_1hr 556.56437 5.32 14.62 CEP170  CE170_HUMAN 5 R.ST#GSATSLAS#QGERR.R 34.9 94 7.01E+05 STGS#ATSLAS#QGERR 11 630 0,3 22.2 636 0 0 Centrosomal protein of 170 kDa  35456:108547

556.56691 3 timecourse_ATM_ctrl1 556.56437 4.56 14.55 CEP170  CE170_HUMAN 5 R.ST#GSATS#LASQGERR.R 17.9 94 3.06E+05 STGS#ATSLAS#QGERR 7.6 630 0,3 30 636 0 0 Centrosomal protein of 170 kDa  35449:109144

1184.91116 3 timecourse_ATM_combo_2hr 1184.90399 6.05 74.69 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 56.4 100 2.86E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 43.5 152 0 0 0 0 Centrosomal protein of 55 kDa  35454:170071

1184.9106 3 timecourse_ATM_combo_1hr 1184.90399 5.58 68.48 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 67.5 100 4.91E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 10.7 152 0,2 0 0 0 0 Centrosomal protein of 55 kDa  35457:182855

1184.91233 3 timecourse_ATM_ctrl1 1184.90399 7.04 64.67 CEP55  CEP55_HUMAN 1 K.TNT#LRLSQTVAPNCFNSSINNIHEMEIQLK.D 39.8 100 3.55E+06 T#NTLRLSQTVAPNCFNSSINNIHEMEIQLK 7.9 146 0,2 0 0 0 0 Centrosomal protein of 55 kDa  35448:178580

1184.91016 3 timecourse_ATM_ctrl1 1184.90399 5.21 57.61 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 50.4 100 3.99E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 27 152 0 0 0 0 Centrosomal protein of 55 kDa  35449:181569

1184.91151 3 timecourse_ATM_combo_4hr 1184.90399 6.35 56.25 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 51.4 100 3.53E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 11.9 152 0,2 0 0 0 0 Centrosomal protein of 55 kDa  35452:177180

1190.24164 3 timecourse_ATM_combo_2hr 1190.23563 5.06 55.04 CEP55  CEP55_HUMAN 1 K.TNTLRLSQT#VAPNCFNSSINNIHEM*EIQLK.D 6.7 100 2.04E+05 TNTLRLSQT#VAPNCFNSSINNIHEM*EIQLK 0 154 ‐8,0 0 0 0 0 Centrosomal protein of 55 kDa  35455:171721

1184.91175 3 timecourse_ATM_combo_8hr 1184.90399 6.55 54.19 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 39.8 100 2.91E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 5.9 152 0,2 0 0 0 0 Centrosomal protein of 55 kDa  35450:181910

1184.91205 3 timecourse_ATM_ctrl2 1184.90399 6.8 53.9 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 38.7 100 2.62E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 11.3 152 ‐6,0 0 0 0 0 Centrosomal protein of 55 kDa  35447:169483

1184.91292 3 timecourse_ATM_ctrl2 1184.90399 7.54 53.75 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 37.4 100 2.27E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 8.7 152 ‐4,0 0 0 0 0 Centrosomal protein of 55 kDa  35446:165822

1184.91115 3 timecourse_ATM_combo_2hr 1184.90399 6.04 53.48 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 62.6 100 3.24E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 11.6 152 0,2 0 0 0 0 Centrosomal protein of 55 kDa  35455:171561

1184.91205 3 timecourse_ATM_combo_8hr 1184.90399 6.8 49 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 52.7 100 3.40E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 15.8 152 0 0 0 0 Centrosomal protein of 55 kDa  35451:184970

1190.24332 3 timecourse_ATM_combo_1hr 1190.23563 6.46 48.77 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK.D 7.4 100 3.54E+05 TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK 3 152 0,2 0 0 0 0 Centrosomal protein of 55 kDa  35456:182226

1190.2422 3 timecourse_ATM_ctrl1 1190.23563 5.52 45.95 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK.D 8.2 100 3.78E+05 TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK 13.4 152 0 0 0 0 Centrosomal protein of 55 kDa  35449:181699

1184.91179 3 timecourse_ATM_combo_1hr 1184.90399 6.58 38.11 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 66.3 100 4.70E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 22 152 0 0 0 0 Centrosomal protein of 55 kDa  35456:182036

1190.24245 3 timecourse_ATM_combo_1hr 1190.23563 5.73 36.55 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK.D 6.8 100 3.76E+05 TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK 13.4 152 0 0 0 0 Centrosomal protein of 55 kDa  35457:183065

1184.91077 3 timecourse_ATM_combo_4hr 1184.90399 5.72 35.99 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 71.7 100 4.78E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 7 152 ‐6,0 0 0 0 0 Centrosomal protein of 55 kDa  35453:180721

1190.24377 3 timecourse_ATM_ctrl2 1190.23563 6.84 27.89 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK.D 5.1 100 1.66E+05 TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK 4.4 152 ‐6,0 0 0 0 0 Centrosomal protein of 55 kDa  35446:166022

1190.24393 3 timecourse_ATM_ctrl1 1190.23563 6.97 23.45 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK.D 8.7 100 3.52E+05 TNTLRLS#QTVAPNCFNSSINNIHEM*EIQLK 10.7 152 ‐6,0 0 0 0 0 Centrosomal protein of 55 kDa  35448:178740

888.93486 4 timecourse_ATM_combo_1hr 888.92982 5.67 22.72 CEP55  CEP55_HUMAN 1 K.TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK.D 116.9 100 8.13E+06 TNTLRLS#QTVAPNCFNSSINNIHEMEIQLK 6 152 0,2 0 0 0 0 Centrosomal protein of 55 kDa  35457:182865

709.3597 3 combeffx_ATM_comboi 709.35694 3.89 48.41 CEP97  CEP97_HUMAN 1 K.ETISQATSEKLPMILT#QR.S 11.0 100 2.61E+06 ETISQATSEKLPMILT#QR 107.9 542 0 0 0 0 Centrosomal protein of 97 kDa  35300:66844

1081.95546 2 timecourse_ATM_combo_8hr 1081.94932 5.67 78.13 CGGBP1  CGBP1_HUMAN 0 R.AYLPDGYENENQLLNS#QD.C 55.1 100 3.88E+06 AYLPDGYENENQLLNS#QD 237.5 164 0 0 0 0 CGG triplet repeat‐binding protein 1  35451:148751

1081.95584 2 timecourse_ATM_combo_8hr 1081.94932 6.03 70.46 CGGBP1  CGBP1_HUMAN 0 R.AYLPDGYENENQLLNS#QD.C 46.2 100 3.41E+06 AYLPDGYENENQLLNS#QD 182 164 0 0 0 0 CGG triplet repeat‐binding protein 1  35450:146803

1160.00454 2 timecourse_ATM_combo_8hr 1159.99987 4.03 70.19 CGGBP1  CGBP1_HUMAN 0 R.RAYLPDGYENENQLLNS#QD.C 12.8 100 6.71E+05 RAYLPDGYENENQLLNS#QD 167.8 164 0 0 0 0 CGG triplet repeat‐binding protein 1  35450:153500

1160.00416 2 timecourse_ATM_combo_8hr 1159.99987 3.7 64.78 CGGBP1  CGBP1_HUMAN 0 R.RAYLPDGYENENQLLNS#QD.C 16.3 100 8.69E+05 RAYLPDGYENENQLLNS#QD 169.3 164 0 0 0 0 CGG triplet repeat‐binding protein 1  35451:155530

773.67196 3 timecourse_ATM_combo_8hr 773.66900 3.83 51.47 CGGBP1  CGBP1_HUMAN 0 R.RAYLPDGYENENQLLNS#QD.C 15.4 100 8.64E+05 RAYLPDGYENENQLLNS#QD 106.7 164 0 0 0 0 CGG triplet repeat‐binding protein 1  35451:155540

1081.9559 2 timecourse_ATM_combo_4hr 1081.94932 6.08 38.24 CGGBP1  CGBP1_HUMAN 0 R.AYLPDGYENENQLLNS#QD.C 11.7 100 6.01E+05 AYLPDGYENENQLLNS#QD 150.6 164 0 0 0 0 CGG triplet repeat‐binding protein 1  35453:145527

773.67155 3 timecourse_ATM_combo_4hr 773.66900 3.3 31.05 CGGBP1  CGBP1_HUMAN 0 R.RAYLPDGYENENQLLNS#QD.C 4.7 100 2.13E+05 RAYLPDGYENENQLLNS#QD 84.1 164 0 0 0 0 CGG triplet repeat‐binding protein 1  35452:149390

773.67216 3 timecourse_ATM_combo_8hr 773.66900 4.08 30.91 CGGBP1  CGBP1_HUMAN 0 R.RAYLPDGYENENQLLNS#QD.C 15.8 100 9.93E+05 RAYLPDGYENENQLLNS#QD 111.6 164 0 0 0 0 CGG triplet repeat‐binding protein 1  35450:153510

619.61659 3 combeffx_ATM_PI3Ki 619.61441 3.52 55.73 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 11.6 100 1.09E+06 SHSQAS#LAGPGPVDPSNR 3.6 134 ‐5,0 0 0 0 0 Cingulin  35298:51565

619.6177 3 timecourse_ATM_combo_4hr 619.61441 5.31 52.07 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 15.7 100 7.16E+05 SHS#QASLAGPGPVDPSNR 9.1 131 ‐2,0 0 0 0 0 Cingulin  35452:120604

619.61731 3 timecourse_ATM_combo_1hr 619.61441 4.68 49.35 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 23.0 100 1.00E+06 SHS#QASLAGPGPVDPSNR 10.9 131 ‐2,0 0 0 0 0 Cingulin  35457:125706

619.61691 3 combeffx_ATM_MEKi 619.61441 4.03 37.62 CGN  CING_HUMAN 3 R.SHSQAS#LAGPGPVDPSNR.S 6.3 100 3.68E+05 SHSQAS#LAGPGPVDPSNR 4.2 134 ‐5,0 0 0 0 0 Cingulin  35297:41618

619.61716 3 timecourse_ATM_combo_4hr 619.61441 4.44 37.05 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 18.8 100 6.91E+05 SHSQAS#LAGPGPVDPSNR 0 134 ‐5,0 0 0 0 0 Cingulin  35453:122891

619.61802 3 timecourse_ATM_ctrl1 619.61441 5.84 31.36 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 18.4 100 7.45E+05 SHS#QASLAGPGPVDPSNR 9.1 131 ‐2,0 0 0 0 0 Cingulin  35448:124197

619.61776 3 timecourse_ATM_combo_1hr 619.61441 5.41 31.05 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 22.1 100 1.02E+06 SHS#QASLAGPGPVDPSNR 6.3 131 ‐2,0 0 0 0 0 Cingulin  35456:125898

619.61774 3 timecourse_ATM_ctrl2 619.61441 5.37 30.36 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 14.0 100 4.41E+05 SHS#QASLAGPGPVDPSNR 6.3 131 ‐2,0 0 0 0 0 Cingulin  35446:110015

619.61638 3 combeffx_ATM_PI3Ki 619.61441 3.18 30.35 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 15.4 100 1.09E+06 SHSQAS#LAGPGPVDPSNR 2.3 134 ‐5,0 0 0 0 0 Cingulin  35299:49062

619.61745 3 timecourse_ATM_combo_2hr 619.61441 4.91 25.77 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 15.6 100 5.85E+05 SHSQAS#LAGPGPVDPSNR 5.7 134 ‐5,0 0 0 0 0 Cingulin  35454:116714

619.61714 3 timecourse_ATM_ctrl2 619.61441 4.41 20.84 CGN  CING_HUMAN 3 R.SHS#QASLAGPGPVDPSNR.S 15.6 100 5.21E+05 SHSQAS#LAGPGPVDPSNR 0 134 ‐5,0 0 0 0 0 Cingulin  35447:112103

915.74402 3 timecourse_ATM_combo_8hr 915.74006 4.32 50.28 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 5.7 94 1.31E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 22.4 1549 34.9 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35450:170510

889.089 3 timecourse_ATM_combo_8hr 889.08462 4.93 47.95 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNTPAPVPPAEDGIK.I 6.2 100 1.28E+06 TPTPSTPGDT#QPNTPAPVPPAEDGIK 12.6 1549 ‐9,0 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35450:167780

915.74468 3 timecourse_ATM_combo_4hr 915.74006 5.06 45.79 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 9.6 100 2.22E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 10.2 1549 ‐9,0 47.6 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35452:165620

915.7451 3 timecourse_ATM_combo_2hr 915.74006 5.5 44.57 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 16.3 100 2.44E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 10 1549 ‐4,0 33.5 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35454:159361

915.74437 3 timecourse_ATM_combo_2hr 915.74006 4.71 43.74 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 18.9 100 2.33E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 7.8 1549 ‐5,0 35.3 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35455:160371

889.08939 3 timecourse_ATM_combo_2hr 889.08462 5.37 40.71 CHD4  CHD4_HUMAN 3 K.TPT#PSTPGDTQPNTPAPVPPAEDGIK.I 8.2 100 6.80E+05 TPTPSTPGDT#QPNTPAPVPPAEDGIK 6 1549 ‐9,0 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35454:157021

795.00957 3 timecourse_ATM_combo_8hr 795.00507 5.66 39.98 CHD4  CHD4_HUMAN 3 K.STAPETAIECT#QAPAPASEDEK.V 17.6 100 5.52E+05 STAPETAIECT#QAPAPASEDEK 39.7 1595 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35451:158330

889.08957 3 timecourse_ATM_combo_8hr 889.08462 5.57 38.64 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDTQPNT#PAPVPPAEDGIK.I 9.6 100 1.45E+06 TPTPSTPGDT#QPNTPAPVPPAEDGIK 9.5 1549 ‐9,0 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35451:169910

795.00998 3 timecourse_ATM_combo_8hr 795.00507 6.18 38.45 CHD4  CHD4_HUMAN 3 K.STAPETAIECT#QAPAPASEDEK.V 13.2 100 5.14E+05 STAPETAIECT#QAPAPASEDEK 36 1595 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35450:156280

915.74538 3 timecourse_ATM_combo_1hr 915.74006 5.81 37.36 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 26.5 100 4.87E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 23.2 1549 42 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35456:170797

889.08945 3 timecourse_ATM_combo_4hr 889.08462 5.43 35.53 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNTPAPVPPAEDGIK.I 5.8 100 8.74E+05 TPTPSTPGDT#QPNTPAPVPPAEDGIK 9.5 1549 ‐9,0 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35452:162840

915.74428 3 timecourse_ATM_combo_1hr 915.74006 4.62 33.93 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 22.9 100 4.57E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 22.9 1549 42 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35457:170955

915.74494 3 timecourse_ATM_combo_8hr 915.74006 5.33 33.85 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 5.4 100 1.59E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 18.1 1549 35.3 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35451:172770

889.08986 3 timecourse_ATM_combo_1hr 889.08462 5.89 33.44 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDTQPNT#PAPVPPAEDGIK.I 11.2 100 1.52E+06 TPTPSTPGDT#QPNTPAPVPPAEDGIK 9.5 1549 ‐9,0 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35456:168247

915.74428 3 timecourse_ATM_combo_4hr 915.74006 4.61 32.65 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 12.5 100 2.42E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 14.9 1549 47.5 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35453:168561

942.39932 3 timecourse_ATM_combo_4hr 942.39550 4.06 32.21 CHD4  CHD4_HUMAN 3 K.TPTPST#PGDT#QPNT#PAPVPPAEDGIK.I 4.3 100 1.13E+06 TPTPS#TPGDT#QPNT#PAPVPPAEDGIK 16.2 1544 14.9 1549 29.5 1553 Chromodomain‐helicase‐DNA‐binding protein 4  35453:170481

889.08838 3 timecourse_ATM_combo_2hr 889.08462 4.23 30.11 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNTPAPVPPAEDGIK.I 8.4 100 6.89E+05 TPTPSTPGDT#QPNTPAPVPPAEDGIK 8.8 1549 ‐9,0 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35455:157791

889.0886 3 timecourse_ATM_combo_1hr 889.08462 4.48 29.53 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNTPAPVPPAEDGIK.I 10.5 100 1.41E+06 TPTPSTPGDT#QPNTPAPVPPAEDGIK 14.1 1549 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35457:168385

915.74482 3 timecourse_ATM_combo_1hr 915.74006 5.2 29.48 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 14.7 100 4.87E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 19.7 1549 28.2 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35456:170787

915.74366 3 timecourse_ATM_combo_4hr 915.74006 3.93 29.16 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 8.4 100 2.42E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 13.1 1549 31.6 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35453:168551

915.7443 3 timecourse_ATM_combo_2hr 915.74006 4.63 28.85 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 12.0 100 2.33E+06 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 21.2 1549 44.9 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35455:160361

889.08911 3 timecourse_ATM_combo_4hr 889.08462 5.05 26.6 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNTPAPVPPAEDGIK.I 6.9 100 8.99E+05 TPTPSTPGDT#QPNTPAPVPPAEDGIK 9.5 1549 ‐4,0 0 0 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35453:165861

942.40177 3 timecourse_ATM_combo_1hr 942.39550 6.65 24.58 CHD4  CHD4_HUMAN 3 K.TPTPST#PGDT#QPNT#PAPVPPAEDGIK.I 5.3 94 1.06E+06 TPTPST#PGDT#QPNT#PAPVPPAEDGIK 14 1545 12.5 1549 ‐9,0 21.1 1553 Chromodomain‐helicase‐DNA‐binding protein 4  35456:172567

942.40043 3 timecourse_ATM_combo_2hr 942.39550 5.23 21.17 CHD4  CHD4_HUMAN 3 K.T#PTPSTPGDT#QPNT#PAPVPPAEDGIK.I 4.8 100 5.91E+05 T#PTPSTPGDT#QPNT#PAPVPPAEDGIK 4.1 1540 0,4 0 1549 ‐7,0 12.7 1553 ‐11,0 Chromodomain‐helicase‐DNA‐binding protein 4  35454:161041

915.74405 3 timecourse_ATM_ctrl1 915.74006 4.36 19.48 CHD4  CHD4_HUMAN 3 K.TPTPSTPGDT#QPNT#PAPVPPAEDGIK.I 5.5 100 6.25E+05 TPTPSTPGDT#QPNT#PAPVPPAEDGIK 13.1 1549 25.7 1553 0 0 Chromodomain‐helicase‐DNA‐binding protein 4  35449:170489

837.37973 2 timecourse_ATM_ctrl2 837.37453 6.21 65.99 CHMP6  CHMP6_HUMAN 0 R.ILDET#QEAVEYQR.Q 6.4 100 2.00E+05 ILDET#QEAVEYQR 122.6 130 0 0 0 0 Charged multivesicular body protein 6  35446:94725

837.37827 2 timecourse_ATM_ctrl1 837.37453 4.48 64.08 CHMP6  CHMP6_HUMAN 0 R.ILDET#QEAVEYQR.Q 6.1 100 2.70E+05 ILDET#QEAVEYQR 144 130 0 0 0 0 Charged multivesicular body protein 6  35449:109934

837.37955 2 timecourse_ATM_ctrl2 837.37453 5.99 63.24 CHMP6  CHMP6_HUMAN 0 R.ILDET#QEAVEYQR.Q 6.4 100 1.76E+05 ILDET#QEAVEYQR 126.5 130 0 0 0 0 Charged multivesicular body protein 6  35447:96435

837.3795 2 timecourse_ATM_ctrl1 837.37453 5.94 56.12 CHMP6  CHMP6_HUMAN 0 R.ILDET#QEAVEYQR.Q 8.2 100 3.34E+05 ILDET#QEAVEYQR 148.2 130 0 0 0 0 Charged multivesicular body protein 6  35448:108258

837.37931 2 timecourse_ATM_combo_1hr 837.37453 5.72 55.9 CHMP6  CHMP6_HUMAN 0 R.ILDET#QEAVEYQR.Q 6.4 100 2.62E+05 ILDET#QEAVEYQR 114.1 130 0 0 0 0 Charged multivesicular body protein 6  35456:109347

941.79907 3 timecourse_ATM_combo_8hr 941.79394 5.45 68.67 CIZ1  CIZ1_HUMAN 9 R.NALTALFTSSGRPPSQPNT#QDKTPSK.V 10.4 100 5.87E+05 NALTALFTSSGRPPSQPNT#QDKTPSK 14.1 872 0 0 0 0 Cip1‐interacting zinc finger protein  35451:174620

968.45521 3 timecourse_ATM_combo_4hr 968.44938 6.02 26.27 CIZ1  CIZ1_HUMAN 9 R.NALTALFTSSGRPPS#QPNT#QDKTPSK.V 3.5 100 2.13E+05 NALTALFTSSGRPPS#QPNT#QDKTPSK 15.5 868 3.8 872 0,6 0 0 Cip1‐interacting zinc finger protein  35453:172021

942.99523 4 timecourse_ATM_combo_1hr 942.98930 6.29 40.83 CKAP5  CKAP5_HUMAN 1 K.QDDRPPLTSLLSKPAVPTVASSTDMLHSKLS#QLR.E 3.4 94 2.04E+05 QDDRPPLTSLLSKPAVPTVASSTDMLHSKLS#QLR 5.9 1983 ‐10,0 0 0 0 0 Cytoskeleton‐associated protein 5  35457:184415

754.5969 5 timecourse_ATM_combo_1hr 754.59290 5.3 32.6 CKAP5  CKAP5_HUMAN 1 K.QDDRPPLTSLLSKPAVPTVASST#DMLHSKLSQLR.E 13.7 100 1.10E+06 QDDRPPLTSLLSKPAVPTVASS#TDMLHSKLSQLR 10.3 1974 ‐1,9 0 0 0 0 Cytoskeleton‐associated protein 5  35457:184405

754.59747 5 timecourse_ATM_combo_4hr 754.59290 6.06 25.37 CKAP5  CKAP5_HUMAN 1 K.QDDRPPLTSLLSKPAVPTVASST#DMLHSKLSQLR.E 6.6 100 4.32E+05 QDDRPPLTSLLSKPAVPTVASS#TDMLHSKLSQLR 8.7 1974 0,9 0 0 0 0 Cytoskeleton‐associated protein 5  35452:178780

754.59682 5 timecourse_ATM_ctrl1 754.59290 5.19 19.72 CKAP5  CKAP5_HUMAN 1 K.QDDRPPLTSLLSKPAVPTVASSTDMLHS#KLSQLR.E 9.8 100 8.21E+05 QDDRPPLTSLLSKPAVPTVASS#TDMLHSKLSQLR 9.7 1974 0,9 0 0 0 0 Cytoskeleton‐associated protein 5  35449:183049

798.35552 2 combeffx_ATM_MEKi 798.35376 2.2 62.68 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 15.6 100 7.83E+05 NLGVQQS#QGWVHY 50.6 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35296:35623

798.35629 2 timecourse_ATM_combo_2hr 798.35376 3.17 62.29 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 40.6 100 1.41E+06 NLGVQQS#QGWVHY 56 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35454:93599

856.05239 3 combeffx_ATM_comboi 856.04929 3.62 57.59 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 100.2 100 1.12E+07 NLGVQQS#QGWVHYMIHEPEPH 76 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35301:68929

798.35578 2 timecourse_ATM_combo_1hr 798.35376 2.53 55.94 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 43.6 100 2.05E+06 NLGVQQS#QGWVHY 40.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35457:100362

798.35573 2 combeffx_ATM_ctrl 798.35376 2.47 54.32 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 12.8 100 9.00E+05 NLGVQQS#QGWVHY 60.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35295:41089

798.35581 2 combeffx_ATM_PI3Ki 798.35376 2.57 54.18 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 18.9 100 1.76E+06 NLGVQQS#QGWVHY 65.6 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35299:38460

798.35722 2 timecourse_ATM_combo_4hr 798.35376 4.33 52.61 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 46.3 100 2.39E+06 NLGVQQS#QGWVHY 74.4 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35452:96761

798.35706 2 combeffx_ATM_comboi 798.35376 4.13 52.45 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 109.8 100 2.14E+07 NLGVQQS#QGWVHY 56 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35300:43876

798.35664 2 combeffx_ATM_comboi 798.35376 3.61 52.38 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 90.8 100 1.48E+07 NLGVQQS#QGWVHY 52.1 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35301:40238

798.35624 2 combeffx_ATM_MEKi 798.35376 3.11 52.36 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 12.1 92 3.92E+05 NLGVQQS#QGWVHY 34.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35297:33053

1070.19429 3 combeffx_ATM_PI3Ki 1070.18986 4.14 50.66 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 12.2 100 8.73E+05 NLGVQQS#QGWVHYMIHEPEPHILLFR 56.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35298:73076

798.35732 2 timecourse_ATM_ctrl1 798.35376 4.46 50.13 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 45.7 100 2.09E+06 NLGVQQS#QGWVHY 38.2 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35448:99584

798.35695 2 timecourse_ATM_combo_8hr 798.35376 4 48.46 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 216.1 100 1.39E+07 NLGVQQS#QGWVHY 52.4 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35450:99067

1070.19528 3 combeffx_ATM_comboi 1070.18986 5.06 46.59 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 18.1 100 3.00E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 41.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35300:82671

798.35562 2 combeffx_ATM_PI3Ki 798.35376 2.33 43.91 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 13.1 100 1.93E+06 NLGVQQS#QGWVHY 52.4 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35298:39879

798.35741 2 combeffx_ATM_comboi 798.35376 4.57 43.87 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 114.2 100 2.14E+07 NLGVQQS#QGWVHY 52.6 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35300:43886

856.05156 3 timecourse_ATM_combo_8hr 856.04929 2.65 43.83 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 95.6 100 1.28E+07 NLGVQQS#QGWVHYMIHEPEPH 57.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35450:164540

802.89793 4 combeffx_ATM_comboi 802.89421 4.63 43.11 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 385.5 100 3.82E+07 NLGVQQS#QGWVHYMIHEPEPHILLFR 36.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35301:74999

798.35656 2 timecourse_ATM_combo_2hr 798.35376 3.51 43.04 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 42.9 100 1.35E+06 NLGVQQS#QGWVHY 48 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35455:93335

856.05244 3 timecourse_ATM_combo_2hr 856.04929 3.68 42.99 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 25.8 100 1.46E+06 NLGVQQS#QGWVHYMIHEPEPH 29.3 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35454:154221

802.89712 4 combeffx_ATM_MEKi 802.89421 3.62 42.91 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 95.7 100 3.12E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 36.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35296:62028

798.3569 2 timecourse_ATM_combo_8hr 798.35376 3.93 42.68 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 246.8 100 1.50E+07 NLGVQQS#QGWVHY 44.1 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35451:99923

798.35639 2 timecourse_ATM_combo_4hr 798.35376 3.29 41.7 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 49.1 100 2.49E+06 NLGVQQS#QGWVHY 38.2 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35453:98642

856.05118 3 timecourse_ATM_ctrl1 856.04929 2.21 41.46 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 29.9 100 2.10E+06 NLGVQQS#QGWVHYMIHEPEPH 41.9 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35449:165099

802.8972 4 combeffx_ATM_PI3Ki 802.89421 3.72 40.74 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 170.5 100 1.11E+07 NLGVQQS#QGWVHYMIHEPEPHILLFR 30.6 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35299:68934

798.35714 2 timecourse_ATM_ctrl2 798.35376 4.23 40.44 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 17.5 100 5.84E+05 NLGVQQS#QGWVHY 34.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35447:87994

802.90011 4 timecourse_ATM_ctrl2 802.89421 7.35 39.74 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 46.9 100 2.22E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 21.4 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35447:165533

802.89799 4 combeffx_ATM_comboi 802.89421 4.71 39.37 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 359.7 100 5.89E+07 NLGVQQS#QGWVHYMIHEPEPHILLFR 50.9 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35300:82641

798.35767 2 timecourse_ATM_ctrl2 798.35376 4.9 39.26 CKS1B  CKS1_HUMAN 4 R.NLGVQQS#QGWVHY.M 16.5 100 5.92E+05 NLGVQQS#QGWVHY 45 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35446:86547

802.89728 4 combeffx_ATM_ctrl 802.89421 3.82 39.06 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 53.9 100 3.27E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 29.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35295:74327

806.89659 4 combeffx_ATM_PI3Ki 806.89294 4.52 38.91 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYM*IHEPEPHILLFR.R 27.5 100 3.19E+06 NLGVQQS#QGWVHYM*IHEPEPHILLFR 23.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35298:73116

802.90026 4 timecourse_ATM_ctrl2 802.89421 7.54 38.66 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 35.5 100 1.75E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 30.6 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35446:162112

856.05178 3 combeffx_ATM_PI3Ki 856.04929 2.91 36.85 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 14.9 100 1.11E+06 NLGVQQS#QGWVHYMIHEPEPH 42.4 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35299:63814

802.89748 4 combeffx_ATM_MEKi 802.89421 4.07 36.71 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 76.3 100 2.79E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 34.9 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35297:56748

856.05179 3 timecourse_ATM_combo_4hr 856.04929 2.92 36.62 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 27.6 100 2.74E+06 NLGVQQS#QGWVHYMIHEPEPH 42.4 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35452:159700

802.89676 4 combeffx_ATM_ctrl 802.89421 3.18 36.41 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 88.1 100 4.71E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 29.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35294:76974

802.89901 4 timecourse_ATM_combo_4hr 802.89421 5.98 36.34 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 56.1 100 4.38E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 6.3 51 0,6 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35453:176811

802.8981 4 combeffx_ATM_comboi 802.89421 4.84 36.24 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 352.2 100 5.86E+07 NLGVQQS#QGWVHYMIHEPEPHILLFR 40.6 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35300:82661

856.05156 3 timecourse_ATM_combo_1hr 856.04929 2.65 34.72 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 23.3 100 2.45E+06 NLGVQQS#QGWVHYMIHEPEPH 46 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35457:165395

802.89795 4 combeffx_ATM_comboi 802.89421 4.66 34.33 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 391.1 100 3.82E+07 NLGVQQS#QGWVHYMIHEPEPHILLFR 29.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35301:75009

1070.19527 3 combeffx_ATM_PI3Ki 1070.18986 5.06 33.58 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 10.3 100 4.93E+05 NLGVQQS#QGWVHYMIHEPEPHILLFR 45.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35299:68954

802.89721 4 combeffx_ATM_PI3Ki 802.89421 3.74 32.04 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 166.4 100 1.11E+07 NLGVQQS#QGWVHYMIHEPEPHILLFR 42.6 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35299:68944

856.05305 3 combeffx_ATM_comboi 856.04929 4.39 31.47 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 95.8 100 1.68E+07 NLGVQQS#QGWVHYMIHEPEPH 57.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35300:75431

802.89834 4 timecourse_ATM_combo_8hr 802.89421 5.16 31.05 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 17.1 86 2.56E+05 NLGVQQS#QGWVHYMIHEPEPHILLFR 33.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35450:178370

802.89947 4 timecourse_ATM_ctrl1 802.89421 6.55 31.02 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 44.8 100 2.40E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 13.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35449:178099

856.05118 3 timecourse_ATM_combo_8hr 856.04929 2.21 30.58 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 103.8 100 1.42E+07 NLGVQQS#QGWVHYMIHEPEPH 41.9 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35451:166570

802.89694 4 combeffx_ATM_PI3Ki 802.89421 3.4 30.39 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 223.9 100 1.66E+07 NLGVQQS#QGWVHYMIHEPEPHILLFR 56.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35298:73056

806.89604 4 combeffx_ATM_MEKi 806.89294 3.84 30.06 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYM*IHEPEPHILLFR.R 29.4 100 1.17E+06 NLGVQQS#QGWVHYM*IHEPEPHILLFR 26.9 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35297:56768

802.89693 4 combeffx_ATM_PI3Ki 802.89421 3.39 29.92 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 225.0 100 1.66E+07 NLGVQQS#QGWVHYMIHEPEPHILLFR 30.6 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35298:73046

856.05212 3 combeffx_ATM_PI3Ki 856.04929 3.31 29.62 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 18.9 100 2.19E+06 NLGVQQS#QGWVHYMIHEPEPH 41.4 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35298:67476

861.38529 3 combeffx_ATM_comboi 861.38093 5.06 29.21 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYM*IHEPEPH.I 7.9 100 2.26E+06 NLGVQQS#QGWVHYM*IHEPEPH 36.3 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35300:75711

806.89539 4 combeffx_ATM_PI3Ki 806.89294 3.04 29.05 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYM*IHEPEPHILLFR.R 31.5 100 2.13E+06 NLGVQQS#QGWVHYM*IHEPEPHILLFR 24.1 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35299:68984

802.89974 4 timecourse_ATM_combo_1hr 802.89421 6.89 28.98 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 46.2 100 3.18E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 29.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35457:179155

856.05267 3 timecourse_ATM_combo_1hr 856.04929 3.95 28.52 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 25.7 100 2.33E+06 NLGVQQS#QGWVHYMIHEPEPH 34.2 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35456:165327

1070.19721 3 timecourse_ATM_combo_8hr 1070.18986 6.87 27.92 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 9.0 100 1.10E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 24.4 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35451:181150

802.89927 4 timecourse_ATM_combo_2hr 802.89421 6.3 25.33 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 40.7 100 2.11E+06 NLGVQQS#QGWVHYMIHEPEPHILLFR 32.2 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35455:168031

806.89672 4 combeffx_ATM_ctrl 806.89294 4.68 25.15 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYM*IHEPEPHILLFR.R 18.1 100 1.55E+06 NLGVQQS#QGWVHYM*IHEPEPHILLFR 21 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35294:77014

856.05296 3 timecourse_ATM_ctrl2 856.04929 4.29 24.97 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 13.1 100 7.00E+05 NLGVQQS#QGWVHYMIHEPEPH 30.3 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35446:148942

806.89728 4 combeffx_ATM_comboi 806.89294 5.38 24.34 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYM*IHEPEPHILLFR.R 36.4 100 5.42E+06 NLGVQQS#QGWVHYM*IHEPEPHILLFR 22.5 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35301:75059

642.51915 5 combeffx_ATM_PI3Ki 642.51683 3.61 24.27 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPHILLFR.R 21.2 100 1.33E+06 NLGVQQSQGWVHY#MIHEPEPHILLFR 3.7 57 ‐6,0 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35299:68924

806.89638 4 combeffx_ATM_ctrl 806.89294 4.26 22.77 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYM*IHEPEPHILLFR.R 21.5 100 1.61E+06 NLGVQQS#QGWVHYM*IHEPEPHILLFR 25.3 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35295:74377

856.05193 3 timecourse_ATM_combo_4hr 856.04929 3.08 20.68 CKS1B  CKS1_HUMAN 3 R.NLGVQQS#QGWVHYMIHEPEPH.I 31.6 100 3.28E+06 NLGVQQS#QGWVHYMIHEPEPH 19.8 51 0 0 0 0 Cyclin‐dependent kinases regulatory subunit 1  35453:162611

649.31401 3 timecourse_ATM_ctrl2 649.31043 5.51 37.63 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 117.2 100 3.44E+06 FSFRS#QEDLNEPIKR 28.8 1196 0 0 0 0 CLIP‐associating protein 1  35447:119486

649.31254 3 combeffx_ATM_PI3Ki 649.31043 3.25 37.14 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 81.8 100 7.06E+06 FSFRS#QEDLNEPIKR 4.8 1196 ‐3,0 0 0 0 0 CLIP‐associating protein 1  35298:54552

649.31242 3 combeffx_ATM_ctrl 649.31043 3.06 35.36 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 102.3 100 1.13E+07 FSFRS#QEDLNEPIKR 14 1196 0 0 0 0 CLIP‐associating protein 1  35295:56862

879.41116 2 timecourse_ATM_combo_2hr 879.40689 4.86 35.34 CLASP1  CLAP1_HUMAN 12 R.SSS#SSQESLNRPLSAK.R 11.1 100 1.51E+05 SSSSS#QESLNRPLSAK 0 559 ‐4,3 0 0 0 0 CLIP‐associating protein 1  35455:108605

649.31334 3 timecourse_ATM_ctrl1 649.31043 4.48 33.64 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 151.4 100 5.28E+06 FSFRS#QEDLNEPIKR 18.6 1196 0 0 0 0 CLIP‐associating protein 1  35449:133851

649.31398 3 timecourse_ATM_combo_4hr 649.31043 5.47 30.23 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 96.9 100 3.16E+06 FSFRS#QEDLNEPIKR 12.4 1196 ‐3,0 0 0 0 0 CLIP‐associating protein 1  35453:130305

879.41185 2 timecourse_ATM_combo_2hr 879.40689 5.64 28.59 CLASP1  CLAP1_HUMAN 12 R.SSSS#SQESLNRPLSAK.R 7.9 100 1.54E+05 SSSSS#QESLNRPLSAK 0 559 ‐4,0 0 0 0 0 CLIP‐associating protein 1  35454:108908

649.31255 3 combeffx_ATM_PI3Ki 649.31043 3.27 28.54 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 79.0 100 6.07E+06 FSFRS#QEDLNEPIKR 17.9 1196 0 0 0 0 CLIP‐associating protein 1  35299:51817

649.31389 3 timecourse_ATM_combo_4hr 649.31043 5.33 27.27 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 104.1 100 3.23E+06 FSFRS#QEDLNEPIKR 4.8 1196 ‐3,0 0 0 0 0 CLIP‐associating protein 1  35452:127878

649.31352 3 combeffx_ATM_comboi 649.31043 4.76 27.25 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 31.1 100 3.95E+06 FSFRS#QEDLNEPIKR 12.3 1196 ‐3,0 0 0 0 0 CLIP‐associating protein 1  35300:60372

879.41201 2 timecourse_ATM_combo_1hr 879.40689 5.82 26.89 CLASP1  CLAP1_HUMAN 12 R.SSSS#SQESLNRPLSAK.R 9.5 100 1.92E+05 SSS#SSQESLNRPLSAK 0 557 ‐2,1 0 0 0 0 CLIP‐associating protein 1  35456:117321

649.31362 3 timecourse_ATM_combo_1hr 649.31043 4.91 25.68 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 163.3 100 5.39E+06 FSFRS#QEDLNEPIKR 15.6 1196 0 0 0 0 CLIP‐associating protein 1  35457:133728

649.31433 3 timecourse_ATM_ctrl1 649.31043 6.01 25.2 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 137.7 100 5.25E+06 FSFRS#QEDLNEPIKR 26.4 1196 0 0 0 0 CLIP‐associating protein 1  35448:131650

649.31456 3 timecourse_ATM_combo_1hr 649.31043 6.36 21.99 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 166.2 100 5.33E+06 FSFRS#QEDLNEPIKR 16.1 1196 0 0 0 0 CLIP‐associating protein 1  35456:133559

649.31384 3 timecourse_ATM_combo_2hr 649.31043 5.25 21.65 CLASP1  CLAP1_HUMAN 15 K.FSFRS#QEDLNEPIKR.D 171.7 100 3.86E+06 FSFRS#QEDLNEPIKR 16.2 1196 0 0 0 0 CLIP‐associating protein 1  35454:123855

879.41139 2 timecourse_ATM_combo_1hr 879.40689 5.12 16.36 CLASP1  CLAP1_HUMAN 12 R.SSSSS#QESLNRPLSAK.R 11.4 100 2.08E+05 SSSSS#QESLNRPLSAK 4 559 ‐4,0 0 0 0 0 CLIP‐associating protein 1  35457:116932

712.33208 2 timecourse_ATM_combo_2hr 712.32922 4.01 68.17 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 165.6 100 8.47E+06 IPRPSVS#QGCSR 23.3 525 0 0 0 0 CLIP‐associating protein 2  35454:75881

712.33129 2 timecourse_ATM_combo_2hr 712.32922 2.91 65.45 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 175.9 100 8.33E+06 IPRPSVS#QGCSR 38.7 525 0 0 0 0 CLIP‐associating protein 2  35455:75177

712.33301 2 combeffx_ATM_comboi 712.32922 5.32 59.17 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 17.2 100 2.24E+06 IPRPS#VSQGCSR 17 523 0 0 0 0 CLIP‐associating protein 2  35301:31831

712.33204 2 combeffx_ATM_PI3Ki 712.32922 3.97 49.59 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 16.5 100 1.70E+06 IPRPSVS#QGCSR 40.7 525 0 0 0 0 CLIP‐associating protein 2  35298:31709

712.33215 2 combeffx_ATM_ctrl 712.32922 4.11 48.33 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 9.4 100 1.21E+06 IPRPSVS#QGCSR 23.3 525 0 0 0 0 CLIP‐associating protein 2  35295:32170

712.33197 2 combeffx_ATM_PI3Ki 712.32922 3.86 47.13 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 17.7 100 1.44E+06 IPRPSVS#QGCSR 18.9 525 0 0 0 0 CLIP‐associating protein 2  35299:30845

712.3322 2 combeffx_ATM_PI3Ki 712.32922 4.18 44.58 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 16.1 100 1.70E+06 IPRPSVS#QGCSR 45.7 525 0 0 0 0 CLIP‐associating protein 2  35298:31719

712.33126 2 timecourse_ATM_ctrl1 712.32922 2.86 44.55 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 98.8 100 9.11E+06 IPRPSVS#QGCSR 14.2 525 0 0 0 0 CLIP‐associating protein 2  35449:81634

926.1023 3 timecourse_ATM_ctrl2 926.09685 5.88 44.24 CLASP2  CLAP2_HUMAN 10 R.GVTEAIQNFSFRS#QEDMNEPLKR.D 13.2 100 5.94E+05 GVTEAIQNFSFRS#QEDMNEPLKR 20.2 955 0 0 0 0 CLIP‐associating protein 2  35446:155032

712.33276 2 combeffx_ATM_comboi 712.32922 4.97 43.79 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 17.3 100 3.28E+06 IPRPSVS#QGCSR 21.3 525 0 0 0 0 CLIP‐associating protein 2  35300:34394

712.33197 2 timecourse_ATM_combo_8hr 712.32922 3.86 42 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 101.1 100 6.41E+06 IPRPSVS#QGCSR 8.7 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35451:80440

712.33326 2 timecourse_ATM_combo_1hr 712.32922 5.69 41.7 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 118.6 94 3.43E+06 IPRPSVS#QGCSR 36.8 525 0 0 0 0 CLIP‐associating protein 2  35456:80546

712.33216 2 timecourse_ATM_combo_1hr 712.32922 4.13 41.6 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 189.0 100 1.15E+07 IPRPSVS#QGCSR 23.3 525 0 0 0 0 CLIP‐associating protein 2  35456:80536

712.33247 2 timecourse_ATM_combo_8hr 712.32922 4.56 41.22 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 59.9 100 5.62E+06 IPRPSVS#QGCSR 21.3 525 0 0 0 0 CLIP‐associating protein 2  35450:79844

712.33295 2 combeffx_ATM_comboi 712.32922 5.24 41 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 17.8 100 2.24E+06 IPRPSVS#QGCSR 10.3 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35301:31821

712.33219 2 timecourse_ATM_combo_4hr 712.32922 4.17 40.96 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 129.8 100 7.02E+06 IPRPSVS#QGCSR 22 525 0 0 0 0 CLIP‐associating protein 2  35453:79594

712.33372 2 timecourse_ATM_ctrl2 712.32922 6.32 39.61 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 73.1 100 3.74E+06 IPRPSVS#QGCSR 17 525 0 0 0 0 CLIP‐associating protein 2  35446:69405

712.33183 2 timecourse_ATM_combo_4hr 712.32922 3.66 39.42 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 121.5 100 6.38E+06 IPRPSVS#QGCSR 18.9 525 0 0 0 0 CLIP‐associating protein 2  35452:77896

712.33176 2 combeffx_ATM_MEKi 712.32922 3.57 38.64 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 8.6 100 5.18E+05 IPRPSVS#QGCSR 45.7 525 0 0 0 0 CLIP‐associating protein 2  35297:26516

952.75686 3 timecourse_ATM_combo_2hr 952.75229 4.8 38.01 CLASP2  CLAP2_HUMAN 10 R.GVTEAIQNFS#FRS#QEDMNEPLKR.D 16.1 100 5.55E+05 GVTEAIQNFS#FRS#QEDMNEPLKR 30.6 952 39.2 955 0 0 CLIP‐associating protein 2  35455:162701

475.2231 3 timecourse_ATM_ctrl1 475.22191 2.5 37.6 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 133.5 100 9.72E+06 IPRPSVS#QGCSR 22.4 525 0 0 0 0 CLIP‐associating protein 2  35449:81624

712.33228 2 timecourse_ATM_combo_2hr 712.32922 4.3 37.51 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 167.8 100 7.21E+06 IPRPSVS#QGCSR 8.7 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35455:75187

712.33263 2 timecourse_ATM_combo_4hr 712.32922 4.79 37.45 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 103.1 100 6.53E+06 IPRPSVS#QGCSR 13.3 525 0 0 0 0 CLIP‐associating protein 2  35453:79614

712.33262 2 timecourse_ATM_ctrl1 712.32922 4.77 37.43 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 121.1 100 7.60E+06 IPRPSVS#QGCSR 26.5 525 0 0 0 0 CLIP‐associating protein 2  35448:80407

475.22418 3 combeffx_ATM_comboi 475.22191 4.78 36.7 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 52.9 100 6.80E+06 IPRPSVSQGCS#R 8.7 529 ‐4,0 0 0 0 0 CLIP‐associating protein 2  35301:31811

712.33173 2 timecourse_ATM_combo_8hr 712.32922 3.52 36.28 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 71.0 100 6.27E+06 IPRPSVS#QGCSR 10.3 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35451:80430

712.33328 2 combeffx_ATM_comboi 712.32922 5.7 36.25 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 17.2 100 3.28E+06 IPRPSVS#QGCSR 10.3 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35300:34404

475.22368 3 combeffx_ATM_PI3Ki 475.22191 3.72 35.22 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 47.1 100 5.20E+06 IPRPSVS#QGCSR 10.2 525 0,4 0 0 0 0 CLIP‐associating protein 2  35298:31689

952.75706 3 timecourse_ATM_ctrl2 952.75229 5.01 34.97 CLASP2  CLAP2_HUMAN 10 R.GVTEAIQNFS#FRS#QEDMNEPLKR.D 14.4 100 7.11E+05 GVTEAIQNFS#FRS#QEDMNEPLKR 60.4 952 58.4 955 0 0 CLIP‐associating protein 2  35447:159843

475.22424 3 combeffx_ATM_comboi 475.22191 4.9 34.47 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 56.4 100 9.58E+06 IPRPSVS#QGCSR 9 525 0,4 0 0 0 0 CLIP‐associating protein 2  35300:34384

952.75608 3 timecourse_ATM_ctrl1 952.75229 3.98 34.28 CLASP2  CLAP2_HUMAN 10 R.GVTEAIQNFS#FRS#QEDMNEPLKR.D 25.0 100 1.33E+06 GVTEAIQNFS#FRS#QEDMNEPLKR 43.8 952 50.8 955 0 0 CLIP‐associating protein 2  35449:172889

952.75763 3 timecourse_ATM_combo_1hr 952.75229 5.6 33.47 CLASP2  CLAP2_HUMAN 10 R.GVTEAIQNFS#FRS#QEDMNEPLKR.D 16.3 100 8.90E+05 GVTEAIQNFS#FRS#QEDMNEPLKR 42.6 952 58.7 955 0 0 CLIP‐associating protein 2  35456:173247

712.3322 2 timecourse_ATM_combo_1hr 712.32922 4.2 33.27 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 145.8 100 1.05E+07 IPRPSVS#QGCSR 24.8 525 0 0 0 0 CLIP‐associating protein 2  35457:80876

904.40097 2 timecourse_ATM_combo_2hr 904.39653 4.91 31.93 CLASP2  CLAP2_HUMAN 12 R.SSSSS#QESLNRPFSSK.W 7.9 100 2.19E+05 SSSSS#QESLNRPFSSK 0 327 ‐4,0 0 0 0 0 CLIP‐associating protein 2  35455:112820

475.22366 3 combeffx_ATM_MEKi 475.22191 3.68 31.38 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 30.7 100 1.66E+06 IPRPSVS#QGCSR 11.5 525 0,4 0 0 0 0 CLIP‐associating protein 2  35297:26526

475.22354 3 combeffx_ATM_PI3Ki 475.22191 3.43 31.25 CLASP2  CLAP2_HUMAN 9 R.IPRPSVSQGCS#R.E 56.5 100 4.49E+06 IPRPSVS#QGCSR 12.4 525 0,4 0 0 0 0 CLIP‐associating protein 2  35299:30815

712.33258 2 combeffx_ATM_ctrl 712.32922 4.72 30.84 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 12.7 100 1.64E+06 IPRPSVS#QGCSR 24.8 525 0 0 0 0 CLIP‐associating protein 2  35294:33602

712.33281 2 timecourse_ATM_combo_4hr 712.32922 5.04 30.62 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 97.8 100 6.37E+06 IPRPSVS#QGCSR 26.5 525 0 0 0 0 CLIP‐associating protein 2  35452:77906

712.33343 2 timecourse_ATM_ctrl2 712.32922 5.91 30.46 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 79.2 100 4.68E+06 IPRPSVS#QGCSR 10.3 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35447:70476

712.33221 2 timecourse_ATM_ctrl2 712.32922 4.2 30.03 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 85.6 100 4.80E+06 IPRPSVS#QGCSR 10.3 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35447:70456

475.22483 3 timecourse_ATM_combo_2hr 475.22191 6.14 29.9 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 172.5 100 8.22E+06 IPRPSVS#QGCSR 8 525 0,4 0 0 0 0 CLIP‐associating protein 2  35454:75901

712.3314 2 combeffx_ATM_MEKi 712.32922 3.06 29.57 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 12.0 100 8.53E+05 IPRPSVS#QGCSR 13.3 525 0 0 0 0 CLIP‐associating protein 2  35296:28427

712.33164 2 combeffx_ATM_MEKi 712.32922 3.4 29.16 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 11.6 100 8.53E+05 IPRPSVS#QGCSR 21.3 525 0 0 0 0 CLIP‐associating protein 2  35296:28457

952.75616 3 timecourse_ATM_combo_1hr 952.75229 4.06 28.43 CLASP2  CLAP2_HUMAN 10 R.GVTEAIQNFS#FRS#QEDMNEPLKR.D 21.0 100 1.06E+06 GVTEAIQNFS#FRS#QEDMNEPLKR 26.7 952 44.5 955 0 0 CLIP‐associating protein 2  35457:173425

475.22338 3 combeffx_ATM_MEKi 475.22191 3.09 28.1 CLASP2  CLAP2_HUMAN 9 R.IPRPSVSQGCS#R.E 43.3 100 2.24E+06 IPRPSVS#QGCSR 0 525 0,4 0 0 0 0 CLIP‐associating protein 2  35296:28437

712.33233 2 timecourse_ATM_combo_8hr 712.32922 4.37 25.47 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VSQGCSR.E 81.2 100 5.65E+06 IPRPSVS#QGCSR 10.3 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35450:79824

712.33134 2 timecourse_ATM_combo_1hr 712.32922 2.98 25.16 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 175.6 100 1.00E+07 IPRPSVS#QGCSR 10.3 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35457:80856

952.75659 3 timecourse_ATM_ctrl1 952.75229 4.51 25.11 CLASP2  CLAP2_HUMAN 10 R.GVTEAIQNFS#FRS#QEDMNEPLKR.D 27.4 100 1.40E+06 GVTEAIQNFS#FRS#QEDMNEPLKR 35 952 59.4 955 0 0 CLIP‐associating protein 2  35448:170110

712.33359 2 timecourse_ATM_combo_2hr 712.32922 6.13 24.98 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 160.4 100 7.85E+06 IPRPSVS#QGCSR 10.3 525 ‐2,0 0 0 0 0 CLIP‐associating protein 2  35454:75891

475.22424 3 timecourse_ATM_combo_2hr 475.22191 4.9 24.36 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 173.2 100 8.10E+06 IPRPSVS#QGCSR 4.4 525 0,4 0 0 0 0 CLIP‐associating protein 2  35455:75197

904.40093 2 timecourse_ATM_combo_1hr 904.39653 4.87 24.11 CLASP2  CLAP2_HUMAN 12 R.SSSSS#QESLNRPFSSK.W 5.8 100 2.87E+05 SSSSSQES#LNRPFSSK 26.8 330 0 0 0 0 CLIP‐associating protein 2  35457:121373

952.75684 3 timecourse_ATM_combo_2hr 952.75229 4.78 23.09 CLASP2  CLAP2_HUMAN 10 R.GVTEAIQNFS#FRS#QEDMNEPLKR.D 16.8 100 5.88E+05 GVTEAIQNFS#FRS#QEDMNEPLKR 68.5 952 68 955 0 0 CLIP‐associating protein 2  35454:161691

712.33296 2 timecourse_ATM_ctrl1 712.32922 5.26 23.08 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 99.4 100 7.66E+06 IPRPSVS#QGCSR 24.8 525 0 0 0 0 CLIP‐associating protein 2  35448:80417

904.40153 2 timecourse_ATM_ctrl1 904.39653 5.53 22.44 CLASP2  CLAP2_HUMAN 12 R.SSSS#SQESLNRPFSSK.W 5.5 100 2.29E+05 SSS#SSQESLNRPFSSK 0 325 0,1 0 0 0 0 CLIP‐associating protein 2  35449:122082

904.40199 2 timecourse_ATM_combo_1hr 904.39653 6.04 21.92 CLASP2  CLAP2_HUMAN 12 R.SSSS#SQESLNRPFSSK.W 7.2 100 3.24E+05 SSSSS#QESLNRPFSSK 0 327 ‐4,0 0 0 0 0 CLIP‐associating protein 2  35456:121601

475.22405 3 timecourse_ATM_combo_4hr 475.22191 4.5 21.81 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 118.9 100 7.08E+06 IPRPSVS#QGCSR 3.7 525 0,4 0 0 0 0 CLIP‐associating protein 2  35453:79604

475.22366 3 combeffx_ATM_PI3Ki 475.22191 3.68 21.57 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 57.3 100 4.27E+06 IPRPSVS#QGCSR 2.2 525 0,4 0 0 0 0 CLIP‐associating protein 2  35299:30835

475.22467 3 timecourse_ATM_combo_1hr 475.22191 5.81 21.24 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 184.0 100 1.17E+07 IPRPSVSQGCS#R 13 529 ‐4,0 0 0 0 0 CLIP‐associating protein 2  35456:80556

475.22325 3 combeffx_ATM_MEKi 475.22191 2.82 20.99 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 44.3 100 2.24E+06 IPRPSVS#QGCSR 18.1 525 0 0 0 0 CLIP‐associating protein 2  35296:28417

501.88032 3 timecourse_ATM_ctrl2 501.87735 5.92 20.73 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCS#R.E 18.7 100 5.86E+05 IPRPS#VSQGCS#R 10.4 523 0,2 7.3 529 ‐4,0 0 0 CLIP‐associating protein 2  35446:77849

712.33181 2 combeffx_ATM_PI3Ki 712.32922 3.65 20.64 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 17.0 100 1.44E+06 IPRPSVS#QGCSR 26.5 525 0 0 0 0 CLIP‐associating protein 2  35299:30825

475.22412 3 combeffx_ATM_ctrl 475.22191 4.65 20.35 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 28.7 100 3.23E+06 IPRPSVS#QGCSR 3.7 525 0,4 0 0 0 0 CLIP‐associating protein 2  35295:32180

475.22333 3 timecourse_ATM_combo_8hr 475.22191 2.99 20.12 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCSR.E 85.0 100 6.31E+06 IPRPSVS#QGCSR 5.2 525 0,4 0 0 0 0 CLIP‐associating protein 2  35451:80420

501.88004 3 timecourse_ATM_combo_1hr 501.87735 5.36 17.43 CLASP2  CLAP2_HUMAN 9 R.IPRPSVS#QGCS#R.E 42.1 100 2.09E+06 IPRPS#VSQGCS#R 10.4 523 0,2 6.3 529 ‐4,0 0 0 CLIP‐associating protein 2  35456:90439

752.3158 2 timecourse_ATM_combo_1hr 752.31238 4.55 17.15 CLASP2  CLAP2_HUMAN 9 R.IPRPS#VS#QGCSR.E 90.5 100 5.09E+06 IPRPSVS#QGCS#R 28.5 525 30 529 0 0 CLIP‐associating protein 2  35457:90663

904.39856 2 combeffx_ATM_PI3Ki 904.39653 2.24 17.05 CLASP2  CLAP2_HUMAN 12 R.SSSS#SQESLNRPFSSK.W 1.7 81 4.97E+04 SSS#SSQESLNRPFSSK 0 325 ‐2,2 0 0 0 0 CLIP‐associating protein 2  35298:49607



904.4017 2 timecourse_ATM_combo_2hr 904.39653 5.72 16.09 CLASP2  CLAP2_HUMAN 12 R.SSSSS#QESLNRPFSSK.W 8.9 100 2.39E+05 SSSSS#QESLNRPFSSK 0 327 ‐4,0 0 0 0 0 CLIP‐associating protein 2  35454:112878

904.40119 2 timecourse_ATM_combo_4hr 904.39653 5.15 14.91 CLASP2  CLAP2_HUMAN 12 R.SSSSS#QESLNRPFSSK.W 4.8 100 1.74E+05 SSSSS#QESLNRPFSSK 0 327 ‐4,0 0 0 0 0 CLIP‐associating protein 2  35453:118885

1024.79526 3 combeffx_ATM_comboi 1024.79047 4.67 80.86 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 44.0 100 1.18E+07 VLDNYLTSPLPEEVDETSAEDEGVS#QR 87 163 0 0 0 0 Chloride intracellular channel protein 1  35300:81701

1024.79706 3 timecourse_ATM_combo_4hr 1024.79047 6.43 61.18 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 81.7 100 8.06E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 47.9 163 0 0 0 0 Chloride intracellular channel protein 1  35453:174641

1024.79533 3 combeffx_ATM_comboi 1024.79047 4.74 59.49 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 42.6 100 6.49E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 77.7 163 0 0 0 0 Chloride intracellular channel protein 1  35301:74199

1024.79706 3 timecourse_ATM_combo_8hr 1024.79047 6.43 56.05 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 220.6 100 3.20E+07 VLDNYLTSPLPEEVDETSAEDEGVS#QR 43.1 163 0 0 0 0 Chloride intracellular channel protein 1  35451:178790

1024.79784 3 timecourse_ATM_combo_1hr 1024.79047 7.19 51.03 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 48.1 100 5.01E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 47.9 163 0 0 0 0 Chloride intracellular channel protein 1  35456:176456

1024.79422 3 combeffx_ATM_PI3Ki 1024.79047 3.66 49.4 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 21.9 100 2.24E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 73.5 163 0 0 0 0 Chloride intracellular channel protein 1  35298:72376

1024.79676 3 timecourse_ATM_combo_2hr 1024.79047 6.14 49.3 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 59.3 100 3.85E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 55.6 163 0 0 0 0 Chloride intracellular channel protein 1  35454:164761

1536.69162 2 timecourse_ATM_combo_8hr 1536.68207 6.21 47.85 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 11.5 100 1.52E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 27 163 0 0 0 0 Chloride intracellular channel protein 1  35451:178780

1024.79646 3 timecourse_ATM_combo_8hr 1024.79047 5.85 47.63 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 207.0 100 2.94E+07 VLDNYLTSPLPEEVDETSAEDEGVS#QR 78.5 163 0 0 0 0 Chloride intracellular channel protein 1  35450:176370

1024.79492 3 combeffx_ATM_PI3Ki 1024.79047 4.34 44.21 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 18.3 100 1.88E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 33.4 163 0 0 0 0 Chloride intracellular channel protein 1  35299:68334

1024.79633 3 timecourse_ATM_combo_1hr 1024.79047 5.72 43.9 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 52.9 100 5.43E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 57.3 163 0 0 0 0 Chloride intracellular channel protein 1  35457:176955

1024.79467 3 timecourse_ATM_combo_8hr 1024.79047 4.1 43.29 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 10.4 94 1.30E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 49.3 163 0 0 0 0 Chloride intracellular channel protein 1  35450:176360

1024.79675 3 timecourse_ATM_combo_2hr 1024.79047 6.13 42.51 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 61.9 100 4.20E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 65.3 163 0 0 0 0 Chloride intracellular channel protein 1  35455:165891

1024.7973 3 timecourse_ATM_ctrl1 1024.79047 6.66 42.39 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 17.5 100 1.28E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 43.1 163 0 0 0 0 Chloride intracellular channel protein 1  35448:173430

1536.69116 2 timecourse_ATM_combo_8hr 1536.68207 5.92 41.24 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 14.2 100 1.35E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 38.7 163 0 0 0 0 Chloride intracellular channel protein 1  35450:176380

1024.7969 3 timecourse_ATM_combo_4hr 1024.79047 6.27 40.18 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 74.3 100 8.00E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 61 163 0 0 0 0 Chloride intracellular channel protein 1  35452:171390

1024.79604 3 timecourse_ATM_ctrl1 1024.79047 5.44 35.07 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 17.1 100 1.41E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 44.1 163 0 0 0 0 Chloride intracellular channel protein 1  35449:176179

1024.79675 3 timecourse_ATM_ctrl2 1024.79047 6.13 33.3 CLIC1  CLIC1_HUMAN 2 K.VLDNYLTSPLPEEVDETSAEDEGVS#QR.K 16.6 100 1.41E+06 VLDNYLTSPLPEEVDETSAEDEGVS#QR 34.6 163 0 0 0 0 Chloride intracellular channel protein 1  35447:163513

1056.43001 2 timecourse_ATM_combo_8hr 1056.42570 4.08 54.61 CLIP1  CLIP1_HUMAN 7 K.ASSTPSSET#QEEFVDDFR.V 14.8 100 1.24E+06 ASSTPSSET#QEEFVDDFR 45.7 50 0 0 0 0 CAP‐Gly domain‐containing linker protein 1  35451:144391

624.25618 2 timecourse_ATM_combo_8hr 624.25231 6.2 47.44 CLIP1  CLIP1_HUMAN 4 K.MSGDNSS#QLTK.M 10.0 100 1.53E+05 MSGDNSS#QLTK 26.4 942 0 0 0 0 CAP‐Gly domain‐containing linker protein 1  35450:57305

624.25632 2 timecourse_ATM_combo_8hr 624.25231 6.42 43.04 CLIP1  CLIP1_HUMAN 4 K.MSGDNSS#QLTK.M 8.8 100 1.42E+05 MSGDNSS#QLTK 13.2 942 0 0 0 0 CAP‐Gly domain‐containing linker protein 1  35451:57258

624.2556 2 combeffx_ATM_comboi 624.25231 5.27 37.68 CLIP1  CLIP1_HUMAN 4 K.MSGDNSS#QLTK.M 1.5 89 1.93E+05 MSGDNSS#QLTK 0 942 ‐1,0 0 0 0 0 CAP‐Gly domain‐containing linker protein 1  35300:24196

1068.98253 2 timecourse_ATM_ctrl2 1068.97631 5.82 92.36 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 130.5 100 4.92E+06 LEGMLSQSVSS#QYNMAGVR 11.5 198 ‐3,0 0 0 0 0 Methylosome subunit pICln  35447:133617

1076.97974 2 timecourse_ATM_ctrl1 1076.97377 5.54 89.77 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 14.6 94 7.32E+05 LEGM*LSQSVSS#QYNMAGVR 13.3 198 0 0 0 0 Methylosome subunit pICln  35448:146321

1076.97822 2 timecourse_ATM_ctrl1 1076.97377 4.13 84.91 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 13.7 100 1.49E+06 LEGM*LSQSVSS#QYNMAGVR 11.5 198 ‐1,0 0 0 0 0 Methylosome subunit pICln  35449:148533

1068.98174 2 combeffx_ATM_comboi 1068.97631 5.08 83.88 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 25.5 100 3.55E+06 LEGMLSQSVSS#QYNMAGVR 21.5 198 0 0 0 0 Methylosome subunit pICln  35300:67111

1068.98221 2 timecourse_ATM_ctrl1 1068.97631 5.52 80.26 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 292.2 100 1.27E+07 LEGMLSQSVSS#QYNMAGVR 13.3 198 0 0 0 0 Methylosome subunit pICln  35449:147828

1068.98274 2 timecourse_ATM_combo_8hr 1068.97631 6.02 80.23 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 300.7 100 1.52E+07 LEGMLSQSVSS#QYNMAGVR 23.3 198 0 0 0 0 Methylosome subunit pICln  35451:147361

1068.98202 2 timecourse_ATM_combo_2hr 1068.97631 5.34 80.21 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 188.2 100 5.44E+06 LEGMLSQSVSS#QYNMAGVR 13.3 198 0 0 0 0 Methylosome subunit pICln  35455:137674

1068.98301 2 timecourse_ATM_combo_4hr 1068.97631 6.27 79.9 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 264.3 100 1.17E+07 LEGMLSQSVSS#QYNMAGVR 13.3 198 0 0 0 0 Methylosome subunit pICln  35452:141847

1068.9814 2 combeffx_ATM_comboi 1068.97631 4.76 79.77 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 17.8 100 1.84E+06 LEGMLSQSVSS#QYNMAGVR 21.5 198 0 0 0 0 Methylosome subunit pICln  35301:61539

1068.98296 2 timecourse_ATM_ctrl2 1068.97631 6.22 75.27 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 122.7 100 4.14E+06 LEGMLSQSVSS#QYNMAGVR 20.4 198 0 0 0 0 Methylosome subunit pICln  35446:131121

1068.98228 2 timecourse_ATM_combo_4hr 1068.97631 5.58 75.25 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 310.0 100 1.33E+07 LEGMLSQSVSS#QYNMAGVR 13.3 198 0 0 0 0 Methylosome subunit pICln  35453:144337

1068.98346 2 timecourse_ATM_combo_1hr 1068.97631 6.69 75.15 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 158.1 100 7.41E+06 LEGMLSQSVSS#QYNMAGVR 13.3 198 0 0 0 0 Methylosome subunit pICln  35456:148059

712.98876 3 combeffx_ATM_ctrl 712.98663 2.99 74.92 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 9.3 100 5.37E+05 LEGMLSQSVSS#QYNMAGVR 13.3 198 0 0 0 0 Methylosome subunit pICln  35295:63033

1076.97894 2 timecourse_ATM_combo_4hr 1076.97377 4.8 71.78 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 9.9 100 1.09E+06 LEGM*LSQSVSS#QYNMAGVR 10.3 198 ‐1,0 0 0 0 0 Methylosome subunit pICln  35453:145017

1068.9817 2 timecourse_ATM_combo_1hr 1068.97631 5.04 71.05 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 159.1 100 6.88E+06 LEGMLSQSVSS#QYNMAGVR 22 198 0 0 0 0 Methylosome subunit pICln  35457:148040

1116.96124 2 combeffx_ATM_MEKi 1116.95693 3.87 70.77 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNMAGVR.T 8.3 94 3.95E+05 LEGM*LSQS#VSS#QYNMAGVR 30.7 195 19.3 198 0 0 Methylosome subunit pICln  35296:53579

1068.98235 2 timecourse_ATM_combo_4hr 1068.97631 5.65 69.38 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSSQYNMAGVR.T 5.5 100 3.01E+05 LEGMLS#QSVSSQYNMAGVR 13.3 193 0 0 0 0 Methylosome subunit pICln  35453:144347

712.9903 3 timecourse_ATM_combo_1hr 712.98663 5.15 67.24 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 133.0 100 6.82E+06 LEGMLSQSVSS#QYNMAGVR 24.8 198 0 0 0 0 Methylosome subunit pICln  35457:148050

1068.9821 2 timecourse_ATM_combo_8hr 1068.97631 5.42 67.06 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSSQYNMAGVR.T 3.9 94 2.80E+05 LEGMLS#QSVSSQYNMAGVR 30.7 193 0 0 0 0 Methylosome subunit pICln  35451:147351

1076.97813 2 timecourse_ATM_ctrl1 1076.97377 4.05 64.41 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNM*AGVR.T 13.2 100 1.49E+06 LEGMLSQSVSS#QYNM*AGVR 24.4 198 0 0 0 0 Methylosome subunit pICln  35449:148523

1076.97971 2 timecourse_ATM_ctrl2 1076.97377 5.52 64.13 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSSQY#NMAGVR.T 6.1 94 2.83E+05 LEGM*LSQSVSS#QYNMAGVR 10.3 198 ‐1,0 0 0 0 0 Methylosome subunit pICln  35447:134289

1124.95912 2 combeffx_ATM_MEKi 1124.95439 4.2 63.63 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNM*AGVR.T 12.6 100 7.54E+05 LEGM*LSQS#VS#SQYNM*AGVR 11.6 195 0,3 0 197 0,1 0 0 Methylosome subunit pICln  35297:49218

1068.98277 2 timecourse_ATM_ctrl1 1068.97631 6.04 60.88 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 286.5 100 1.27E+07 LEGMLSQSVSS#QYNMAGVR 19.3 198 0 0 0 0 Methylosome subunit pICln  35448:145638

1116.96314 2 timecourse_ATM_ctrl1 1116.95693 5.56 60.43 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNMAGVR.T 14.4 100 1.87E+06 LEGM*LSQS#VSS#QYNMAGVR 30.7 195 11.5 198 ‐1,0 0 0 Methylosome subunit pICln  35448:149760

723.65221 3 combeffx_ATM_MEKi 723.64991 3.18 60.35 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNM*AGVR.T 26.3 100 2.36E+06 LEGM*LSQSVSS#QYNM*AGVR 28.5 198 0 0 0 0 Methylosome subunit pICln  35296:52819

712.99112 3 timecourse_ATM_combo_8hr 712.98663 6.3 59.05 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 279.1 100 1.32E+07 LEGMLSQSVSS#QYNMAGVR 24.8 198 0 0 0 0 Methylosome subunit pICln  35451:147371

1108.96356 2 combeffx_ATM_MEKi 1108.95947 3.69 58.86 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 11.8 100 4.38E+05 LEGMLSQS#VS#SQYNMAGVR 30.7 195 0 197 0,1 0 0 Methylosome subunit pICln  35296:53419

1076.97936 2 timecourse_ATM_combo_4hr 1076.97377 5.19 58.82 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 9.1 94 5.15E+05 LEGM*LSQSVSS#QYNMAGVR 11.5 198 ‐1,0 0 0 0 0 Methylosome subunit pICln  35452:142590

739.64418 3 combeffx_ATM_MEKi 739.64207 2.85 57.57 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 19.5 100 9.20E+05 LEGMLSQS#VS#SQYNMAGVR 12.2 195 0,5 0 197 ‐4,3 0 0 Methylosome subunit pICln  35296:53409

1108.96229 2 combeffx_ATM_PI3Ki 1108.95947 2.54 57.35 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQY#NMAGVR.T 9.5 100 7.95E+05 LEGMLSQS#VS#SQYNMAGVR 30.8 195 0 197 0,3 0 0 Methylosome subunit pICln  35298:61609

712.99092 3 timecourse_ATM_ctrl2 712.98663 6.02 57.06 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 143.1 100 4.91E+06 LEGMLSQSVSS#QYNMAGVR 36.8 198 0 0 0 0 Methylosome subunit pICln  35447:133627

712.99122 3 timecourse_ATM_ctrl2 712.98663 6.44 56.35 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 149.8 100 5.06E+06 LEGMLSQSVSS#QYNMAGVR 21.3 198 0 0 0 0 Methylosome subunit pICln  35446:131131

1068.98245 2 timecourse_ATM_combo_2hr 1068.97631 5.74 56.25 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 183.0 100 5.27E+06 LEGMLSQSVSS#QYNMAGVR 19.3 198 0 0 0 0 Methylosome subunit pICln  35454:137707

1108.96562 2 timecourse_ATM_combo_2hr 1108.95947 5.55 56.13 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVS#SQYNMAGVR.T 11.4 100 4.85E+05 LEGMLS#QSVS#SQYNMAGVR 13.3 193 0 197 0,1 0 0 Methylosome subunit pICln  35455:141291

712.99113 3 timecourse_ATM_ctrl1 712.98663 6.31 56.06 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 246.7 100 1.21E+07 LEGMLSQSVSS#QYNMAGVR 16.2 198 0 0 0 0 Methylosome subunit pICln  35448:145648

1108.96611 2 timecourse_ATM_ctrl1 1108.95947 5.99 55.89 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 184.5 100 1.61E+07 LEGMLSQS#VS#SQYNMAGVR 11.6 195 0,3 0 197 0,1 0 0 Methylosome subunit pICln  35448:149250

712.99055 3 timecourse_ATM_combo_2hr 712.98663 5.5 55.38 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 190.6 100 5.31E+06 LEGMLSQSVSS#QYNMAGVR 26.5 198 0 0 0 0 Methylosome subunit pICln  35455:137684

712.99085 3 timecourse_ATM_combo_2hr 712.98663 5.92 55.16 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 173.1 100 5.03E+06 LEGMLSQSVSS#QYNMAGVR 22 198 0 0 0 0 Methylosome subunit pICln  35454:137717

718.32109 3 combeffx_ATM_comboi 718.31827 3.93 54.58 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 11.8 100 4.65E+06 LEGM*LSQSVSS#QYNMAGVR 36.8 198 0 0 0 0 Methylosome subunit pICln  35300:67451

1124.9585 2 combeffx_ATM_MEKi 1124.95439 3.65 54.41 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNM*AGVR.T 17.4 100 1.33E+06 LEGM*LSQS#VS#SQYNM*AGVR 30.8 195 0 197 0,1 0 0 Methylosome subunit pICln  35296:53749

744.97642 3 combeffx_ATM_MEKi 744.97371 3.64 54.34 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNMAGVR.T 12.2 94 5.98E+05 LEGM*LSQS#VSS#QYNMAGVR 35 195 29.9 198 0 0 Methylosome subunit pICln  35297:49068

1108.96336 2 combeffx_ATM_PI3Ki 1108.95947 3.51 54.33 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQY#NMAGVR.T 10.7 100 7.35E+05 LEGMLSQS#VS#SQYNMAGVR 11.6 195 0,3 0 197 0,1 0 0 Methylosome subunit pICln  35299:58554

712.99066 3 timecourse_ATM_ctrl1 712.98663 5.65 54.22 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 266.2 100 1.16E+07 LEGMLSQSVSS#QYNMAGVR 24.8 198 0 0 0 0 Methylosome subunit pICln  35449:147838

750.30776 3 combeffx_ATM_MEKi 750.30535 3.21 54.21 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNM*AGVR.T 34.5 100 3.21E+06 LEGM*LSQS#VS#SQYNM*AGVR 18 195 0 197 0,1 0 0 Methylosome subunit pICln  35296:53729

712.99126 3 timecourse_ATM_combo_4hr 712.98663 6.49 54.05 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 325.0 100 1.43E+07 LEGMLSQSVSS#QYNMAGVR 18.3 198 0 0 0 0 Methylosome subunit pICln  35452:141857

1076.9786 2 timecourse_ATM_combo_2hr 1076.97377 4.48 53.89 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 11.4 94 3.85E+05 LEGM*LSQSVSS#QYNMAGVR 9.3 198 0,2 0 0 0 0 Methylosome subunit pICln  35455:138297

1108.96497 2 timecourse_ATM_combo_8hr 1108.95947 4.97 53.85 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSSQY#NMAGVR.T 19.6 100 1.43E+06 LEGMLS#QSVS#SQYNMAGVR 13.3 193 0 197 0,1 0 0 Methylosome subunit pICln  35451:151270

739.6463 3 timecourse_ATM_ctrl2 739.64207 5.72 53.24 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQY#NMAGVR.T 112.1 100 5.47E+06 LEGMLSQS#VS#SQYNMAGVR 12.2 195 0,5 0 197 ‐4,0 0 0 Methylosome subunit pICln  35447:137293

712.99076 3 timecourse_ATM_combo_4hr 712.98663 5.79 52.2 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 294.9 100 1.30E+07 LEGMLSQSVSS#QYNMAGVR 18.3 198 0 0 0 0 Methylosome subunit pICln  35453:144357

739.64633 3 timecourse_ATM_ctrl1 739.64207 5.76 51.96 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 232.2 100 1.52E+07 LEGMLSQS#VS#SQYNMAGVR 9.6 195 0,3 0 197 ‐4,0 0 0 Methylosome subunit pICln  35448:149230

1108.96484 2 timecourse_ATM_ctrl1 1108.95947 4.84 51.68 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 267.7 100 1.55E+07 LEGMLSQS#VS#SQYNMAGVR 11.6 195 0,3 0 197 0,1 0 0 Methylosome subunit pICln  35449:151499

1068.98294 2 timecourse_ATM_combo_8hr 1068.97631 6.2 51.29 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 233.6 100 1.25E+07 LEGMLSQSVSS#QYNMAGVR 11.5 198 ‐1,0 0 0 0 0 Methylosome subunit pICln  35450:145313

1108.9653 2 timecourse_ATM_combo_1hr 1108.95947 5.26 49.98 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSSQY#NMAGVR.T 4.4 100 2.81E+05 LEGMLS#QSVS#SQYNMAGVR 13.3 193 0 197 0,3 0 0 Methylosome subunit pICln  35457:151645

1108.96563 2 timecourse_ATM_combo_8hr 1108.95947 5.55 49.98 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSS#QYNMAGVR.T 17.7 100 1.24E+06 LEGMLS#QSVS#SQYNMAGVR 13.3 193 0 197 0,1 0 0 Methylosome subunit pICln  35450:149300

718.32168 3 timecourse_ATM_combo_4hr 718.31827 4.75 49.96 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 9.0 94 7.23E+05 LEGM*LSQSVSS#QYNMAGVR 21.3 198 0 0 0 0 Methylosome subunit pICln  35453:145007

712.99121 3 timecourse_ATM_combo_8hr 712.98663 6.42 49.66 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 308.9 100 1.42E+07 LEGMLSQSVSS#QYNMAGVR 18.3 198 0 0 0 0 Methylosome subunit pICln  35450:145323

712.99164 3 timecourse_ATM_combo_1hr 712.98663 7.03 49.5 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 139.9 100 6.98E+06 LEGMLSQSVSS#QYNMAGVR 26.5 198 0 0 0 0 Methylosome subunit pICln  35456:148069

739.64628 3 timecourse_ATM_ctrl1 739.64207 5.69 48.96 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVS#SQYNMAGVR.T 263.5 100 1.48E+07 LEGMLSQS#VS#SQYNMAGVR 8.5 195 0,5 0 197 0,3 0 0 Methylosome subunit pICln  35448:149220

1116.9606 2 timecourse_ATM_ctrl1 1116.95693 3.29 48.75 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNMAGVR.T 14.3 100 1.83E+06 LEGM*LSQS#VSS#QYNMAGVR 30.7 195 10.3 198 ‐1,0 0 0 Methylosome subunit pICln  35449:152099

1108.96588 2 timecourse_ATM_ctrl1 1108.95947 5.78 48.42 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQY#NMAGVR.T 255.5 100 1.54E+07 LEGMLSQS#VS#SQYNMAGVR 45.7 195 0 197 0,1 0 0 Methylosome subunit pICln  35448:149240

739.64603 3 timecourse_ATM_combo_2hr 739.64207 5.35 48.32 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 44.1 100 1.92E+06 LEGMLSQS#VSS#QYNMAGVR 11 195 ‐2,0 0 198 ‐1,0 0 0 Methylosome subunit pICln  35454:141111

1108.96579 2 timecourse_ATM_combo_4hr 1108.95947 5.7 47.11 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVS#SQYNMAGVR.T 33.7 100 2.26E+06 LEGMLS#QSVS#SQYNMAGVR 13.3 193 0 197 0,3 0 0 Methylosome subunit pICln  35453:147971

1076.97936 2 timecourse_ATM_combo_4hr 1076.97377 5.19 46.94 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNM*AGVR.T 7.8 94 4.65E+05 LEGMLSQSVSS#QYNM*AGVR 13.3 198 0 0 0 0 Methylosome subunit pICln  35452:142580

1108.96525 2 timecourse_ATM_ctrl1 1108.95947 5.21 46.88 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 189.2 100 1.58E+07 LEGMLSQS#VS#SQYNMAGVR 43 195 0 197 0,1 0 0 Methylosome subunit pICln  35449:151519

739.64588 3 timecourse_ATM_combo_4hr 739.64207 5.15 46.87 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSS#QYNMAGVR.T 44.1 100 2.29E+06 LEGMLSQS#VSS#QYNMAGVR 14.7 195 0 198 ‐1,0 0 0 Methylosome subunit pICln  35453:147951

1108.96536 2 timecourse_ATM_combo_2hr 1108.95947 5.32 46.84 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 50.5 100 2.09E+06 LEGMLSQS#VS#SQYNMAGVR 36.8 195 0 197 0,1 0 0 Methylosome subunit pICln  35455:141281

739.6463 3 timecourse_ATM_combo_4hr 739.64207 5.72 46.78 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 49.2 100 2.71E+06 LEGMLS#QSVS#SQYNMAGVR 0 193 0,5 0 197 ‐2,0 0 0 Methylosome subunit pICln  35452:145496

1108.96566 2 timecourse_ATM_combo_2hr 1108.95947 5.58 46.55 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 42.3 100 1.89E+06 LEGMLSQS#VS#SQYNMAGVR 43 195 0 197 0,3 0 0 Methylosome subunit pICln  35454:141141

1108.96618 2 timecourse_ATM_combo_1hr 1108.95947 6.05 46.5 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 56.7 100 4.53E+06 LEGMLSQS#VS#SQYNMAGVR 30.7 195 0 197 0,3 0 0 Methylosome subunit pICln  35456:151607

1108.96594 2 timecourse_ATM_ctrl2 1108.95947 5.83 46.47 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 107.1 100 5.52E+06 LEGMLSQS#VS#SQYNMAGVR 30.7 195 0 197 0,3 0 0 Methylosome subunit pICln  35447:137303

1108.96619 2 timecourse_ATM_combo_4hr 1108.95947 6.06 46.37 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 21.8 100 1.78E+06 LEGMLSQS#VS#SQYNMAGVR 28.5 195 0 197 0,1 0 0 Methylosome subunit pICln  35452:145526

1108.9656 2 timecourse_ATM_combo_2hr 1108.95947 5.53 46.14 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSSQY#NMAGVR.T 10.3 100 4.65E+05 LEGMLSQS#VS#SQYNMAGVR 21.3 195 0 197 0,3 0 0 Methylosome subunit pICln  35454:141131

739.64577 3 timecourse_ATM_combo_2hr 739.64207 5 46.12 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 50.1 100 1.99E+06 LEGMLSQS#VS#SQYNMAGVR 14.7 195 0 197 0,1 0 0 Methylosome subunit pICln  35455:141261

739.64642 3 timecourse_ATM_combo_1hr 739.64207 5.88 46.1 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 72.2 100 4.70E+06 LEGMLSQS#VS#SQYNMAGVR 16.2 195 0 197 0,1 0 0 Methylosome subunit pICln  35456:151587

739.64565 3 timecourse_ATM_ctrl1 739.64207 4.84 46.1 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 284.0 100 1.46E+07 LEGMLSQS#VS#SQYNMAGVR 9.6 195 0,5 0 197 ‐4,3 0 0 Methylosome subunit pICln  35449:151489

718.32183 3 timecourse_ATM_combo_4hr 718.31827 4.96 44.75 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 11.6 100 1.80E+06 LEGM*LSQSVSS#QYNMAGVR 14.2 198 0 0 0 0 Methylosome subunit pICln  35452:142570

739.64567 3 timecourse_ATM_ctrl1 739.64207 4.87 44.54 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 248.1 100 1.46E+07 LEGMLSQS#VS#SQYNMAGVR 16.2 195 0 197 0,1 0 0 Methylosome subunit pICln  35449:151509

718.32173 3 timecourse_ATM_combo_8hr 718.31827 4.82 44.06 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 11.2 94 1.33E+06 LEGM*LSQSVSS#QYNMAGVR 21.3 198 0 0 0 0 Methylosome subunit pICln  35450:146123

1108.96386 2 timecourse_ATM_combo_1hr 1108.95947 3.96 43.61 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 89.5 100 4.72E+06 LEGMLSQS#VS#SQYNMAGVR 30.7 195 0 197 0,1 0 0 Methylosome subunit pICln  35457:151615

739.64511 3 timecourse_ATM_combo_1hr 739.64207 4.11 43.56 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSS#QYNMAGVR.T 79.3 100 4.72E+06 LEGMLS#QSVSS#QYNMAGVR 4.9 193 0,2 10.3 198 ‐1,2 0 0 Methylosome subunit pICln  35457:151625

1108.96617 2 timecourse_ATM_combo_4hr 1108.95947 6.04 43.46 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSSQY#NMAGVR.T 26.9 100 1.80E+06 LEGMLS#QSVS#SQYNMAGVR 26.5 193 0 197 0,3 0 0 Methylosome subunit pICln  35452:145516

739.64611 3 timecourse_ATM_combo_8hr 739.64207 5.46 42.99 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 10.1 100 8.61E+05 LEGMLSQS#VS#SQYNMAGVR 6.8 195 0,3 0 197 0,1 0 0 Methylosome subunit pICln  35450:149290

712.9902 3 timecourse_ATM_combo_4hr 712.98663 5.01 42.73 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSSQYNMAGVR.T 8.8 94 4.39E+05 LEGMLS#QSVSSQYNMAGVR 6 193 0,5 0 0 0 0 Methylosome subunit pICln  35453:144327

718.32175 3 combeffx_ATM_comboi 718.31827 4.84 42.71 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNM*AGVR.T 11.5 100 4.65E+06 LEGMLSQSVSS#QYNM*AGVR 14.7 198 0 0 0 0 Methylosome subunit pICln  35300:67461

1108.96557 2 timecourse_ATM_combo_4hr 1108.95947 5.5 42.3 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQY#NMAGVR.T 36.8 100 2.49E+06 LEGMLSQS#VS#SQYNMAGVR 30.7 195 0 197 0,1 0 0 Methylosome subunit pICln  35453:147961

712.99022 3 timecourse_ATM_combo_8hr 712.98663 5.04 41.94 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQYNMAGVR.T 4.9 94 3.25E+05 LEGMLSQS#VSSQYNMAGVR 0 195 0,3 0 0 0 0 Methylosome subunit pICln  35450:145303

718.32196 3 timecourse_ATM_combo_8hr 718.31827 5.14 41.9 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 7.2 94 6.61E+05 LEGM*LSQSVSS#QYNMAGVR 10.4 198 0,2 0 0 0 0 Methylosome subunit pICln  35451:148171

1076.9798 2 timecourse_ATM_combo_2hr 1076.97377 5.6 40.51 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 8.6 94 3.70E+05 LEGM*LSQSVSS#QYNMAGVR 7.9 198 ‐1,0 0 0 0 0 Methylosome subunit pICln  35454:138351

1108.96661 2 timecourse_ATM_ctrl2 1108.95947 6.44 40.43 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 0.00E+00 LEGMLSQS#VS#SQYNMAGVR 24.8 195 0 197 0,1 0 0 Methylosome subunit pICln  35446:134906

1076.97912 2 timecourse_ATM_combo_2hr 1076.97377 4.97 40.21 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNM*AGVR.T 5.6 94 2.78E+05 LEGMLSQSVSS#QYNM*AGVR 16.2 198 0 0 0 0 Methylosome subunit pICln  35454:138341

718.32162 3 timecourse_ATM_ctrl1 718.31827 4.66 40.17 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 11.3 100 1.74E+06 LEGM*LSQSVSS#QYNMAGVR 28.5 198 0 0 0 0 Methylosome subunit pICln  35449:148543

739.64464 3 combeffx_ATM_MEKi 739.64207 3.47 39.98 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 19.2 100 6.78E+05 LEGMLSQS#VSS#QYNMAGVR 16.2 195 0 198 ‐1,0 0 0 Methylosome subunit pICln  35297:48958

1108.96595 2 timecourse_ATM_combo_8hr 1108.95947 5.84 39.74 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQY#NMAGVR.T 6.3 100 6.47E+05 LEGMLSQS#VS#SQYNMAGVR 30.7 195 0 197 0,1 0 0 Methylosome subunit pICln  35450:149310

990.93151 2 timecourse_ATM_combo_8hr 990.92576 5.8 39.02 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVS#SQYNMAGV.R 12.4 100 1.13E+06 LEGMLSQSVSSQY#NMAGV 0 200 ‐3,0 0 0 0 0 Methylosome subunit pICln  35451:134951

739.64643 3 timecourse_ATM_combo_4hr 739.64207 5.89 37.17 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSS#QYNMAGVR.T 36.5 100 2.44E+06 LEGMLSQS#VSS#QYNMAGVR 4.9 195 ‐2,0 3.5 198 ‐1,2 0 0 Methylosome subunit pICln  35452:145506

1116.96159 2 timecourse_ATM_ctrl1 1116.95693 4.17 37.09 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQY#NM*AGVR.T 14.0 100 1.83E+06 LEGMLSQS#VS#SQYNM*AGVR 27 195 10.3 197 0,1 0 0 Methylosome subunit pICln  35449:152119

1108.96584 2 timecourse_ATM_combo_8hr 1108.95947 5.74 36.62 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 9.5 100 9.79E+05 LEGMLSQS#VS#SQYNMAGVR 24.8 195 0 197 0,1 0 0 Methylosome subunit pICln  35451:151290

1076.97864 2 timecourse_ATM_combo_2hr 1076.97377 4.52 36.31 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNM*AGVR.T 7.1 94 2.58E+05 LEGMLSQSVSS#QYNM*AGVR 7.4 198 ‐1,0 0 0 0 0 Methylosome subunit pICln  35455:138307

739.64677 3 timecourse_ATM_ctrl2 739.64207 6.35 36.17 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSS#QYNMAGVR.T 99.2 100 5.34E+06 LEGMLSQS#VS#SQYNMAGVR 3 195 0,3 0 197 ‐4,0 0 0 Methylosome subunit pICln  35446:134896

739.64603 3 timecourse_ATM_combo_8hr 739.64207 5.35 35.4 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 14.4 100 9.82E+05 LEGMLSQS#VS#SQYNMAGVR 6.1 195 0,3 0 197 ‐4,0 0 0 Methylosome subunit pICln  35451:151280

718.322 3 timecourse_ATM_combo_8hr 718.31827 5.19 35.24 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQYNM*AGVR.T 7.8 94 9.90E+05 LEGMLSQSVSS#QYNM*AGVR 23.3 198 0 0 0 0 Methylosome subunit pICln  35451:148181

744.97586 3 timecourse_ATM_ctrl1 744.97371 2.89 34.12 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNMAGVR.T 12.7 100 2.15E+06 LEGM*LSQS#VSS#QYNMAGVR 23.6 195 13.3 198 0 0 Methylosome subunit pICln  35449:152089

1108.96636 2 timecourse_ATM_ctrl2 1108.95947 6.21 33.21 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 84.2 100 5.70E+06 LEGMLSQS#VS#SQYNMAGVR 21.3 195 0 197 0,3 0 0 Methylosome subunit pICln  35447:137313

739.64601 3 timecourse_ATM_combo_8hr 739.64207 5.33 33.2 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QS#VSSQYNMAGVR.T 20.2 100 1.65E+06 LEGMLS#QSVS#SQYNMAGVR 4.9 193 0,5 0 197 0,1 0 0 Methylosome subunit pICln  35450:149280

712.99032 3 timecourse_ATM_combo_2hr 712.98663 5.18 33.13 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSSQYNMAGVR.T 3.9 94 1.36E+05 LEGMLSQS#VSSQYNMAGVR 7.6 195 0,3 0 0 0 0 Methylosome subunit pICln  35455:137664

1124.95847 2 combeffx_ATM_MEKi 1124.95439 3.63 33.05 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VS#SQYNM*AGVR.T 17.2 100 1.33E+06 LEGM*LSQS#VS#SQYNM*AGVR 37.4 195 0 197 0,1 0 0 Methylosome subunit pICln  35296:53739

718.32119 3 combeffx_ATM_comboi 718.31827 4.07 32.31 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 7.1 94 1.33E+06 LEGM*LSQSVSS#QYNMAGVR 18.9 198 0 0 0 0 Methylosome subunit pICln  35301:61889

739.64609 3 timecourse_ATM_combo_2hr 739.64207 5.44 32.25 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVS#SQYNMAGVR.T 15.7 100 5.37E+05 LEGMLS#QSVS#SQYNMAGVR 7.5 193 0,5 0 197 ‐2,0 0 0 Methylosome subunit pICln  35454:141121

750.30811 3 combeffx_ATM_ctrl 750.30535 3.68 32.22 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNM*AGVR.T 8.5 100 1.65E+06 LEGM*LSQS#VSS#QYNM*AGVR 4.9 195 ‐2,0 0 198 ‐5,0 0 0 Methylosome subunit pICln  35294:66988

718.32247 3 timecourse_ATM_ctrl1 718.31827 5.85 31.9 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNMAGVR.T 9.3 100 1.71E+06 LEGM*LSQSVSS#QYNMAGVR 23.3 198 0 0 0 0 Methylosome subunit pICln  35448:146331

1116.96229 2 timecourse_ATM_ctrl1 1116.95693 4.8 30.26 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSSQY#NM*AGVR.T 14.5 100 1.87E+06 LEGMLSQS#VS#SQYNM*AGVR 10.3 195 ‐2,0 10.3 197 0,1 0 0 Methylosome subunit pICln  35448:149740

739.64566 3 timecourse_ATM_combo_8hr 739.64207 4.85 30.04 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QS#VSSQYNMAGVR.T 20.9 100 1.34E+06 LEGMLS#QSVS#SQYNMAGVR 4.9 193 0,7 0 197 0,3 0 0 Methylosome subunit pICln  35451:151260

739.64446 3 combeffx_ATM_ctrl 739.64207 3.23 29.52 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 12.6 100 1.02E+06 LEGMLS#QS#VSSQYNMAGVR 7.8 193 0,7 11.3 195 0,5 0 0 Methylosome subunit pICln  35295:64477

744.97673 3 combeffx_ATM_ctrl 744.97371 4.05 29.48 CLNS1A  ICLN_HUMAN 2 R.LEGM*LS#QSVSS#QYNMAGVR.T 8.7 94 6.86E+05 LEGM*LSQS#VSS#QYNMAGVR 0 195 ‐2,0 13.3 198 0 0 Methylosome subunit pICln  35295:64717

712.98957 3 timecourse_ATM_combo_1hr 712.98663 4.12 29.28 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSSQYNMAGVR.T 3.2 100 2.33E+05 LEGMLSQS#VSSQYNMAGVR 4.9 195 0,3 0 0 0 0 Methylosome subunit pICln  35457:148030

723.6528 3 combeffx_ATM_MEKi 723.64991 3.99 29.23 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQSVSS#QYNM*AGVR.T 23.4 100 1.67E+06 LEGM*LSQSVSS#QYNM*AGVR 15.5 198 0 0 0 0 Methylosome subunit pICln  35297:48398

712.9888 3 combeffx_ATM_PI3Ki 712.98663 3.04 28.94 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 17.3 100 1.55E+06 LEGMLSQSVSS#QYNMAGVR 13.3 198 0 0 0 0 Methylosome subunit pICln  35298:60386

739.64636 3 timecourse_ATM_combo_4hr 739.64207 5.8 28.14 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 42.3 100 2.53E+06 LEGMLS#QSVS#SQYNMAGVR 4.9 193 0,5 0 197 ‐2,0 0 0 Methylosome subunit pICln  35453:147981

744.97764 3 timecourse_ATM_ctrl1 744.97371 5.28 28.04 CLNS1A  ICLN_HUMAN 2 R.LEGM*LSQS#VSS#QYNMAGVR.T 17.0 100 2.24E+06 LEGM*LSQS#VSS#QYNMAGVR 6.8 195 ‐2,0 13.3 198 0 0 Methylosome subunit pICln  35448:149750

739.64594 3 timecourse_ATM_combo_2hr 739.64207 5.23 27.87 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNMAGVR.T 15.5 100 5.29E+05 LEGMLSQS#VS#SQYNMAGVR 16.2 195 0 197 ‐4,3 0 0 Methylosome subunit pICln  35455:141271

1076.97882 2 timecourse_ATM_combo_8hr 1076.97377 4.69 27.51 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNM*AGVR.T 5.9 94 6.66E+05 LEGMLSQSVSS#QYNM*AGVR 24.4 198 0 0 0 0 Methylosome subunit pICln  35451:148161

739.64589 3 timecourse_ATM_combo_1hr 739.64207 5.16 27.17 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QS#VSSQYNMAGVR.T 6.4 100 3.80E+05 LEGMLS#QS#VSSQYNMAGVR 4.9 193 0,5 4.8 195 0,3 0 0 Methylosome subunit pICln  35457:151635

744.97728 3 timecourse_ATM_ctrl2 744.97371 4.79 26.02 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNM*AGVR.T 8.8 100 8.28E+05 LEGMLSQS#VSS#QYNM*AGVR 0 195 ‐2,0 23.3 198 0 0 Methylosome subunit pICln  35447:137913

712.98881 3 combeffx_ATM_ctrl 712.98663 3.06 25.63 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVS#SQYNMAGVR.T 6.3 100 4.70E+05 LEGMLSQSVSS#QYNMAGVR 10.3 198 0,2 0 0 0 0 Methylosome subunit pICln  35294:65111

744.97657 3 timecourse_ATM_ctrl1 744.97371 3.84 25.61 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVSS#QYNM*AGVR.T 17.3 100 2.49E+06 LEGMLSQS#VSS#QYNM*AGVR 2.6 195 ‐2,0 21.3 198 0 0 Methylosome subunit pICln  35448:149730

712.98885 3 combeffx_ATM_MEKi 712.98663 3.11 25.52 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGVR.T 11.6 100 5.15E+05 LEGMLSQSVSS#QYNMAGVR 3.5 198 ‐1,0 0 0 0 0 Methylosome subunit pICln  35296:52469

990.93082 2 timecourse_ATM_combo_8hr 990.92576 5.11 23.62 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSS#QYNMAGV.R 11.0 100 9.52E+05 LEGMLSQSVSSQY#NMAGV 0 200 ‐5,0 0 0 0 0 Methylosome subunit pICln  35450:133393

744.97645 3 timecourse_ATM_ctrl1 744.97371 3.68 23.02 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNM*AGVR.T 12.8 100 2.14E+06 LEGMLSQS#VSS#QYNM*AGVR 2.2 195 0,2 38.7 198 0 0 Methylosome subunit pICln  35449:152109

739.64414 3 combeffx_ATM_PI3Ki 739.64207 2.8 22.42 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QSVS#SQYNMAGVR.T 16.2 100 1.48E+06 LEGMLS#QSVS#SQYNMAGVR 12.7 193 0,7 0 197 ‐2,3 0 0 Methylosome subunit pICln  35298:61619

1116.96334 2 timecourse_ATM_ctrl2 1116.95693 5.74 21.53 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VS#SQYNM*AGVR.T 4.9 94 2.92E+05 LEGMLSQS#VS#SQYNM*AGVR 18.9 195 13.2 197 0 0 Methylosome subunit pICln  35447:137923

739.64652 3 timecourse_ATM_combo_1hr 739.64207 6.02 21.49 CLNS1A  ICLN_HUMAN 2 R.LEGMLS#QS#VSSQYNMAGVR.T 6.7 94 3.99E+05 LEGMLSQS#VS#SQYNMAGVR 3.5 195 0,5 0 197 0,1 0 0 Methylosome subunit pICln  35456:151597

739.64698 3 timecourse_ATM_ctrl2 739.64207 6.64 19.76 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNMAGVR.T 90.2 100 5.64E+06 LEGMLS#QSVS#SQYNMAGVR 4.9 193 0,5 0 197 ‐2,0 0 0 Methylosome subunit pICln  35446:134916

744.9778 3 timecourse_ATM_ctrl2 744.97371 5.49 17.55 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQS#VSS#QYNM*AGVR.T 7.8 100 8.13E+05 LEGMLSQS#VSS#QYNM*AGVR 4.9 195 ‐2,0 13.3 198 0 0 Methylosome subunit pICln  35446:135506

718.32187 3 timecourse_ATM_combo_4hr 718.31827 5.01 17.54 CLNS1A  ICLN_HUMAN 2 R.LEGMLSQSVSSQY#NM*AGVR.T 6.9 94 8.43E+05 LEGMLSQSVSS#QYNM*AGVR 0 198 ‐1,0 0 0 0 0 Methylosome subunit pICln  35453:145027

744.97658 3 combeffx_ATM_ctrl 744.97371 3.85 15.92 CLNS1A  ICLN_HUMAN 2 R.LEGM*LS#QS#VSSQYNMAGVR.T 7.8 94 7.02E+05 LEGM*LSQS#VSS#QYNMAGVR 0 195 0,2 13.2 198 0 0 Methylosome subunit pICln  35294:66758

1228.80744 3 combeffx_ATM_PI3Ki 1228.80327 3.4 87.64 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 38.3 100 3.69E+06 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 104.5 1147 67.1 1156 0 0 Claspin  35299:70364

1181.52702 2 combeffx_ATM_MEKi 1181.52399 2.56 83.6 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAK.K 28.8 100 1.60E+06 ITAEEEEEIGEDS#QFMILAK 154.9 1204 0 0 0 0 Claspin  35296:55579

1181.52834 2 combeffx_ATM_ctrl 1181.52399 3.68 81.55 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAK.K 37.4 100 2.51E+06 ITAEEEEEIGEDS#QFMILAK 131.4 1204 0 0 0 0 Claspin  35294:69218

1181.52861 2 combeffx_ATM_ctrl 1181.52399 3.91 77.05 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAK.K 9.1 100 7.21E+05 ITAEEEEEIGEDS#QFMILAK 133.1 1204 0 0 0 0 Claspin  35295:67177

1181.52749 2 combeffx_ATM_PI3Ki 1181.52399 2.96 76.1 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAK.K 10.4 100 2.66E+06 ITAEEEEEIGEDS#QFMILAK 126.5 1204 0 0 0 0 Claspin  35298:64286

1228.81108 3 timecourse_ATM_ctrl2 1228.80327 6.36 72.36 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 194.2 100 1.17E+07 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 26.3 1147 25.6 1156 0 0 Claspin  35447:170733

1189.52612 2 combeffx_ATM_ctrl 1189.52145 3.93 72.23 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 11.0 100 1.43E+06 ITAEEEEEIGEDS#QFM*ILAK 139.9 1204 0 0 0 0 Claspin  35294:69554

1189.52491 2 combeffx_ATM_MEKi 1189.52145 2.91 71.67 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 20.4 100 1.66E+06 ITAEEEEEIGEDS#QFM*ILAK 142.6 1204 0 0 0 0 Claspin  35296:55908

821.34486 2 timecourse_ATM_ctrl2 821.33998 5.94 71.36 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 19.3 100 7.18E+05 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35447:92815

821.345 2 timecourse_ATM_ctrl1 821.33998 6.11 67.64 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 23.8 100 1.16E+06 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35448:104657

821.34432 2 timecourse_ATM_combo_2hr 821.33998 5.28 65.74 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 10.8 100 3.58E+05 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35455:97839

1228.8073 3 combeffx_ATM_PI3Ki 1228.80327 3.28 64.61 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 49.7 100 5.37E+06 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 93.2 1147 61.3 1156 0 0 Claspin  35298:74656

830.71927 3 combeffx_ATM_ctrl 830.71674 3.05 63.65 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAKK.V 7.8 100 6.09E+05 ITAEEEEEIGEDS#QFMILAKK 128.7 1204 0 0 0 0 Claspin  35295:69167

830.71841 3 combeffx_ATM_MEKi 830.71674 2.01 63.51 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAKK.V 13.0 100 7.27E+05 ITAEEEEEIGEDS#QFMILAKK 124.9 1204 0 0 0 0 Claspin  35296:57378

1228.8119 3 timecourse_ATM_combo_8hr 1228.80327 7.03 60.79 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 45.6 100 3.83E+06 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 60.9 1147 61.3 1156 0 0 Claspin  35450:182900

821.34396 2 timecourse_ATM_ctrl1 821.33998 4.85 60.78 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 24.1 100 1.12E+06 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35449:106300

830.71907 3 combeffx_ATM_MEKi 830.71674 2.8 60.66 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAKK.V 12.5 100 5.39E+05 ITAEEEEEIGEDS#QFMILAKK 137.1 1204 0 0 0 0 Claspin  35297:52318

830.71875 3 combeffx_ATM_PI3Ki 830.71674 2.42 59.38 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAKK.V 17.2 100 1.59E+06 ITAEEEEEIGEDS#QFMILAKK 109.6 1204 0 0 0 0 Claspin  35298:66456

821.34481 2 timecourse_ATM_ctrl2 821.33998 5.88 58.85 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 17.5 100 6.37E+05 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35446:91170

1228.80884 3 combeffx_ATM_comboi 1228.80327 4.53 58.68 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 28.1 100 3.90E+06 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 85.8 1147 34.9 1156 0 0 Claspin  35301:76529

821.34441 2 timecourse_ATM_combo_2hr 821.33998 5.39 57.94 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 10.5 100 3.78E+05 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35454:98178

821.34386 2 timecourse_ATM_combo_1hr 821.33998 4.72 55.91 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 28.6 100 1.21E+06 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35457:105480

821.34507 2 timecourse_ATM_combo_1hr 821.33998 6.2 55.63 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 24.5 100 1.24E+06 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35456:105687

1228.80929 3 combeffx_ATM_comboi 1228.80327 4.9 53.87 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 21.2 100 5.35E+06 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 68.8 1147 34.9 1156 0 0 Claspin  35300:84631

1234.1403 3 combeffx_ATM_ctrl 1234.13491 4.37 53.45 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR.W 27.2 100 2.34E+06 NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR 60.9 1147 50.9 1156 0 0 Claspin  35295:75697

821.34402 2 timecourse_ATM_combo_4hr 821.33998 4.92 52.07 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 12.4 100 5.75E+05 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35453:103552

821.34444 2 timecourse_ATM_combo_4hr 821.33998 5.43 50.47 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHR.D 11.2 100 5.37E+05 NIDDAS#QMDLFHR 1000 1147 0 0 0 0 Claspin  35452:101501

830.71894 3 combeffx_ATM_ctrl 830.71674 2.65 49.76 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAKK.V 12.7 100 8.37E+05 ITAEEEEEIGEDS#QFMILAKK 90.3 1204 0 0 0 0 Claspin  35294:71184

1234.14196 3 timecourse_ATM_ctrl1 1234.13491 5.71 48.62 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR.W 8.0 100 6.37E+05 NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR 59.5 1147 29.1 1156 0 0 Claspin  35448:179660

793.35265 3 combeffx_ATM_ctrl 793.35006 3.26 47.99 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 21.1 100 3.56E+06 ITAEEEEEIGEDS#QFM*ILAK 111.3 1204 0 0 0 0 Claspin  35294:69534

793.35229 3 combeffx_ATM_MEKi 793.35006 2.81 46.13 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 40.3 100 4.86E+06 ITAEEEEEIGEDS#QFM*ILAK 115 1204 0 0 0 0 Claspin  35296:55898

1228.81114 3 timecourse_ATM_combo_1hr 1228.80327 6.41 44.03 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 245.8 100 2.22E+07 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 45 1147 29.1 1156 0 0 Claspin  35456:183106

793.35261 3 combeffx_ATM_MEKi 793.35006 3.21 39.87 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 13.2 100 1.78E+06 ITAEEEEEIGEDS#QFM*ILAK 72.9 1204 0 0 0 0 Claspin  35297:50988

793.35285 3 combeffx_ATM_ctrl 793.35006 3.52 38.75 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 20.8 100 3.56E+06 ITAEEEEEIGEDS#QFM*ILAK 96.8 1204 0 0 0 0 Claspin  35294:69544

793.35202 3 combeffx_ATM_MEKi 793.35006 2.47 38.19 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 40.5 100 5.00E+06 ITAEEEEEIGEDS#QFM*ILAK 56.8 1204 0 0 0 0 Claspin  35296:55888

793.35273 3 combeffx_ATM_MEKi 793.35006 3.37 37.91 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 13.5 100 1.78E+06 ITAEEEEEIGEDS#QFM*ILAK 76 1204 0 0 0 0 Claspin  35297:50998

788.02057 3 combeffx_ATM_PI3Ki 788.01842 2.73 37.5 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAK.K 18.0 100 4.38E+06 ITAEEEEEIGEDS#QFMILAK 74.7 1204 0 0 0 0 Claspin  35298:64276

1228.81061 3 timecourse_ATM_combo_8hr 1228.80327 5.97 35.85 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 64.4 100 4.67E+06 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 17 1147 21.2 1156 0 0 Claspin  35451:185860

830.7195 3 combeffx_ATM_PI3Ki 830.71674 3.32 32.04 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAKK.V 13.2 100 1.04E+06 ITAEEEEEIGEDS#QFMILAKK 72.4 1204 0 0 0 0 Claspin  35299:62964

1234.14275 3 timecourse_ATM_combo_1hr 1234.13491 6.35 31.64 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR.W 14.8 100 1.00E+06 NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR 38.7 1147 41 1156 0 0 Claspin  35456:183206

925.8568 4 combeffx_ATM_PI3Ki 925.85300 4.1 30.59 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR.W 11.5 100 1.65E+06 NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR 7.2 1147 0,14 8.2 1156 0,5 0 0 Claspin  35298:74676

925.85639 4 combeffx_ATM_ctrl 925.85300 3.66 30.25 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR.W 48.4 100 4.97E+06 NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR 4.5 1147 0,14 7.1 1156 0,5 0 0 Claspin  35295:75687

788.02124 3 combeffx_ATM_ctrl 788.01842 3.58 30.14 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAK.K 30.7 100 2.14E+06 ITAEEEEEIGEDS#QFMILAK 44.6 1204 0 0 0 0 Claspin  35295:67167

921.85758 4 combeffx_ATM_ctrl 921.85427 3.59 29.99 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 36.2 100 4.54E+06 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 13.4 1147 11.5 1156 0,5 0 0 Claspin  35294:78194

921.86035 4 timecourse_ATM_combo_8hr 921.85427 6.6 29.49 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 46.6 100 4.24E+06 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 20.5 1147 9 1156 0,5 0 0 Claspin  35450:182890

793.35194 3 combeffx_ATM_MEKi 793.35006 2.37 29.24 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 40.9 100 5.00E+06 ITAEEEEEIGEDS#QFM*ILAK 65.5 1204 0 0 0 0 Claspin  35296:55878

1000.40182 4 combeffx_ATM_PI3Ki 1000.39784 3.98 28.24 CLSPN  CLSPN_HUMAN 2 R.WKNIDDAS#QMDLFHRDSDDDQT#EEQLDESEAR.W 9.6 100 8.84E+05 WKNIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 39 1147 25.4 1156 0 0 Claspin  35298:75106

1228.81132 3 timecourse_ATM_ctrl2 1228.80327 6.55 27.37 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 153.8 100 1.06E+07 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 43.7 1147 12.1 1156 0,5 0 0 Claspin  35446:167022

793.35263 3 combeffx_ATM_ctrl 793.35006 3.24 26.84 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFM*ILAK.K 12.9 100 1.92E+06 ITAEEEEEIGEDS#QFM*ILAK 65.5 1204 0 0 0 0 Claspin  35295:67547

1234.14137 3 timecourse_ATM_combo_2hr 1234.13491 5.23 25.76 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR.W 10.6 100 4.61E+05 NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR 18.7 1147 17.9 1156 0 0 Claspin  35455:172711

788.02235 3 combeffx_ATM_comboi 788.01842 4.99 25.14 CLSPN  CLSPN_HUMAN 2 K.ITAEEEEEIGEDS#QFMILAK.K 8.9 94 5.52E+06 ITAEEEEEIGEDS#QFMILAK 65.3 1204 0 0 0 0 Claspin  35300:71631

1228.81069 3 timecourse_ATM_combo_2hr 1228.80327 6.04 24.76 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 167.8 100 9.81E+06 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 52 1147 29.1 1156 0 0 Claspin  35454:171181

1255.46668 3 timecourse_ATM_combo_1hr 1255.45871 6.35 24 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQT#EEQLDESEAR.W 6.6 94 6.90E+05 NIDDAS#QMDLFHRDS#DDDQT#EEQLDESEAR 87.4 1147 107.9 1156 71.5 1161 Claspin  35456:183606

925.85829 4 timecourse_ATM_ctrl1 925.85300 5.71 22.8 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR.W 8.4 100 7.15E+05 NIDDAS#QM*DLFHRDS#DDDQTEEQLDESEAR 7.6 1147 0,14 7.1 1156 0,5 0 0 Claspin  35448:179650

1228.81051 3 timecourse_ATM_ctrl1 1228.80327 5.89 21.88 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 212.9 100 1.77E+07 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 39.9 1147 26.3 1156 0 0 Claspin  35448:179550

1255.46462 3 timecourse_ATM_ctrl1 1255.45871 4.71 21.57 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQT#EEQLDESEAR.W 5.8 100 1.29E+06 NIDDAS#QMDLFHRDS#DDDQT#EEQLDESEAR 83.7 1147 75 1156 58.8 1161 Claspin  35449:182979

1228.80867 3 timecourse_ATM_combo_1hr 1228.80327 4.39 18.74 CLSPN  CLSPN_HUMAN 2 K.NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR.W 276.7 100 2.08E+07 NIDDAS#QMDLFHRDS#DDDQTEEQLDESEAR 25.1 1147 21.2 1156 0 0 Claspin  35457:183895

825.06535 3 combeffx_ATM_PI3Ki 825.06214 3.89 70.2 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGS#QTR.L 25.8 100 2.64E+06 AQNLPQSPENTDLQVIPGS#QTR 15.2 673 0 0 0 0 Metal transporter CNNM3  35299:62654

825.06512 3 combeffx_ATM_PI3Ki 825.06214 3.61 64.47 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 23.8 100 3.37E+06 AQNLPQSPENTDLQVIPGS#QTR 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35298:66146

825.06552 3 combeffx_ATM_MEKi 825.06214 4.1 63.72 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 19.6 100 9.88E+05 AQNLPQSPENTDLQVIPGSQT#R 14.2 675 0 0 0 0 Metal transporter CNNM3  35297:52118

825.06519 3 combeffx_ATM_PI3Ki 825.06214 3.7 59.85 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 23.4 100 3.37E+06 AQNLPQSPENTDLQVIPGS#QTR 11.6 673 0,2 0 0 0 0 Metal transporter CNNM3  35298:66156

825.06629 3 timecourse_ATM_ctrl2 825.06214 5.03 59.26 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 42.1 100 3.55E+06 AQNLPQSPENTDLQVIPGS#QTR 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35447:148153

825.06435 3 combeffx_ATM_ctrl 825.06214 2.68 58.91 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 19.6 100 2.69E+06 AQNLPQSPENTDLQVIPGS#QTR 5.1 673 0,2 0 0 0 0 Metal transporter CNNM3  35294:70994

825.06363 3 timecourse_ATM_combo_1hr 825.06214 1.81 55.44 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 38.9 100 5.01E+06 AQNLPQSPENTDLQVIPGS#QTR 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35457:162045

825.06495 3 timecourse_ATM_combo_2hr 825.06214 3.41 54.97 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 32.0 100 3.58E+06 AQNLPQSPENTDLQVIPGS#QTR 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35454:150861

773.03217 3 timecourse_ATM_ctrl2 773.02844 4.83 49.74 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#.R 21.3 100 9.01E+05 AQNLPQSPENTDLQVIPGSQT# 0 675 ‐2,0 0 0 0 0 Metal transporter CNNM3  35447:141543

825.06503 3 timecourse_ATM_ctrl1 825.06214 3.5 46.85 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGS#QTR.L 43.7 100 4.67E+06 AQNLPQSPENTDLQVIPGS#QTR 11.6 673 0,2 0 0 0 0 Metal transporter CNNM3  35448:159590

825.06608 3 timecourse_ATM_ctrl2 825.06214 4.78 46.26 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 47.0 100 3.70E+06 AQNLPQSPENTDLQVIPGSQT#R 7.5 675 ‐2,0 0 0 0 0 Metal transporter CNNM3  35446:145312

773.03201 3 timecourse_ATM_combo_4hr 773.02844 4.62 44.96 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#.R 23.5 100 1.42E+06 AQNLPQSPENTDLQVIPGS#QT 7.7 673 0,2 0 0 0 0 Metal transporter CNNM3  35453:151951

825.06444 3 combeffx_ATM_MEKi 825.06214 2.79 44.86 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGS#QTR.L 21.6 100 1.62E+06 AQNLPQSPENTDLQVIPGS#QTR 7 673 0,2 0 0 0 0 Metal transporter CNNM3  35296:57148

825.06563 3 combeffx_ATM_ctrl 825.06214 4.23 44.81 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 18.7 100 2.34E+06 AQNLPQSPENTDLQVIPGS#QTR 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35295:68947

773.03117 3 timecourse_ATM_combo_1hr 773.02844 3.53 44.45 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGS#QT.R 26.0 100 1.26E+06 AQNLPQSPENTDLQVIPGS#QT 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35457:155445

825.06469 3 timecourse_ATM_combo_8hr 825.06214 3.09 43.71 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGS#QTR.L 32.2 100 3.36E+06 AQNLPQSPENTDLQVIPGS#QTR 5.9 673 0,2 0 0 0 0 Metal transporter CNNM3  35451:162490

825.06395 3 timecourse_ATM_combo_2hr 825.06214 2.19 43.14 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 33.4 100 3.71E+06 AQNLPQSPENTDLQVIPGS#QTR 3.9 673 0,2 0 0 0 0 Metal transporter CNNM3  35455:151441

773.03261 3 timecourse_ATM_combo_4hr 773.02844 5.39 42.15 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#.R 22.6 100 1.49E+06 AQNLPQSPENTDLQVIPGSQT# 0 675 ‐2,0 0 0 0 0 Metal transporter CNNM3  35452:149280

773.03188 3 timecourse_ATM_ctrl1 773.02844 4.45 41.71 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGS#QT.R 21.2 100 1.37E+06 AQNLPQSPENTDLQVIPGS#QT 21.8 673 0 0 0 0 Metal transporter CNNM3  35448:153410

825.06554 3 timecourse_ATM_combo_1hr 825.06214 4.12 41.61 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 44.2 100 5.23E+06 AQNLPQSPENTDLQVIPGS#QTR 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35456:162007

773.03107 3 timecourse_ATM_ctrl1 773.02844 3.4 39.88 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#.R 25.8 100 1.23E+06 AQNLPQSPENTDLQVIPGS#QT 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35449:155769



825.06409 3 timecourse_ATM_combo_4hr 825.06214 2.36 38.94 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 36.9 100 5.19E+06 AQNLPQSPENTDLQVIPGS#QTR 8.1 673 0,2 0 0 0 0 Metal transporter CNNM3  35452:155990

825.06458 3 timecourse_ATM_combo_8hr 825.06214 2.96 37.39 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGS#QTR.L 29.8 100 3.12E+06 AQNLPQSPENTDLQVIPGS#QTR 5.1 673 0,2 0 0 0 0 Metal transporter CNNM3  35450:160330

773.03159 3 timecourse_ATM_combo_8hr 773.02844 4.07 36.42 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#.R 22.5 100 1.44E+06 AQNLPQSPENTDLQVIPGS#QT 5 673 0,2 0 0 0 0 Metal transporter CNNM3  35450:153370

773.03259 3 timecourse_ATM_combo_1hr 773.02844 5.37 33.45 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#.R 20.5 100 1.33E+06 AQNLPQSPENTDLQVIPGSQT# 0 675 ‐2,0 0 0 0 0 Metal transporter CNNM3  35456:155457

825.06379 3 timecourse_ATM_combo_4hr 825.06214 2 33.45 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGS#QTR.L 42.7 100 5.32E+06 AQNLPQSPENTDLQVIPGSQT#R 7.5 675 ‐2,0 0 0 0 0 Metal transporter CNNM3  35453:158871

773.03328 3 timecourse_ATM_combo_8hr 773.02844 6.26 30.53 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGS#QT.R 14.3 100 1.15E+06 AQNLPQSPENTDLQVIPGS#QT 6.4 673 0,2 0 0 0 0 Metal transporter CNNM3  35451:155420

825.0641 3 timecourse_ATM_ctrl1 825.06214 2.39 29.63 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 50.1 100 4.40E+06 AQNLPQSPENTDLQVIPGSQT#R 8.7 675 ‐2,0 0 0 0 0 Metal transporter CNNM3  35449:162079

773.03224 3 timecourse_ATM_combo_2hr 773.02844 4.92 28.25 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#.R 22.1 100 1.08E+06 AQNLPQSPENTDLQVIPGS#QT 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35454:144641

825.06598 3 combeffx_ATM_comboi 825.06214 4.65 27.62 CNNM3  CNNM3_HUMAN 0 R.AQNLPQSPENTDLQVIPGSQT#R.L 7.6 100 1.39E+06 AQNLPQSPENTDLQVIPGS#QTR 0 673 0,2 0 0 0 0 Metal transporter CNNM3  35301:67519

646.61927 3 combeffx_ATM_MEKi 646.61677 3.87 44.47 CNOT2  CNOT2_HUMAN 8 R.NM*M*NHS#QVGQGIGIPSR.T 10.2 100 3.82E+05 NM*M*NHS#QVGQGIGIPSR 79.2 143 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35297:43572

635.95685 3 timecourse_ATM_combo_2hr 635.95349 5.28 43.41 CNOT2  CNOT2_HUMAN 8 R.NMMNHS#QVGQGIGIPSR.T 11.1 100 2.38E+05 NMMNHS#QVGQGIGIPSR 111.9 143 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35454:120111

635.95723 3 timecourse_ATM_combo_1hr 635.95349 5.88 35.81 CNOT2  CNOT2_HUMAN 8 R.NMMNHS#QVGQGIGIPSR.T 15.1 100 6.08E+05 NMMNHS#QVGQGIGIPSR 118.1 143 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35456:129708

635.95743 3 timecourse_ATM_ctrl1 635.95349 6.2 35.01 CNOT2  CNOT2_HUMAN 8 R.NMMNHS#QVGQGIGIPSR.T 15.9 100 5.96E+05 NMMNHS#QVGQGIGIPSR 127.5 143 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35448:127907

635.95712 3 timecourse_ATM_ctrl2 635.95349 5.71 33.65 CNOT2  CNOT2_HUMAN 8 R.NMMNHS#QVGQGIGIPSR.T 10.9 100 3.83E+05 NMMNHS#QVGQGIGIPSR 94 143 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35446:113605

635.95724 3 timecourse_ATM_combo_4hr 635.95349 5.9 30.91 CNOT2  CNOT2_HUMAN 8 R.NMMNHS#QVGQGIGIPSR.T 9.4 100 3.77E+05 NMMNHS#QVGQGIGIPSR 79 143 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35453:126531

635.95665 3 timecourse_ATM_combo_8hr 635.95349 4.97 30.03 CNOT2  CNOT2_HUMAN 8 R.NMMNHS#QVGQGIGIPSR.T 7.9 100 3.77E+05 NMMNHS#QVGQGIGIPSR 97.6 143 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35450:126818

635.95688 3 timecourse_ATM_combo_2hr 635.95349 5.33 26.2 CNOT2  CNOT2_HUMAN 8 R.NMMNHS#QVGQGIGIPSR.T 8.2 100 2.66E+05 NMMNHS#QVGQGIGIPSR 105.8 143 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35455:120246

635.95715 3 timecourse_ATM_ctrl2 635.95349 5.76 24.16 CNOT2  CNOT2_HUMAN 8 R.NMMNHS#QVGQGIGIPSR.T 12.0 100 3.84E+05 NMMNHS#QVGQGIGIPSR 61.6 143 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35447:115747

971.03988 5 timecourse_ATM_combo_8hr 971.03389 6.17 22.36 CNOT2  CNOT2_HUMAN 7 R.APYVGMVTKPANEQS#QDFSIHNEDFPALPGSSYKDPTSSNDDSK.S 5.3 100 4.48E+05 APYVGMVTKPANEQS#QDFSIHNEDFPALPGSSYKDP 5.1 270 0,28 0 0 0 0 CCR4‐NOT transcription complex subunit 2  35451:189000

718.38408 2 combeffx_ATM_MEKi 718.38144 3.67 69.64 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 35.5 100 2.07E+06 VKT#QEIIPTQAK 123.9 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35297:27006

718.38368 2 combeffx_ATM_PI3Ki 718.38144 3.12 66.73 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 25.8 100 2.75E+06 VKT#QEIIPTQAK 137.1 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35299:31425

718.3851 2 timecourse_ATM_combo_8hr 718.38144 5.09 61.26 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 63.5 100 3.71E+06 VKT#QEIIPTQAK 95.8 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35451:81775

718.38368 2 combeffx_ATM_PI3Ki 718.38144 3.12 60.67 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 33.1 100 3.67E+06 VKT#QEIIPTQAK 137.1 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35298:32339

718.38406 2 combeffx_ATM_ctrl 718.38144 3.65 60.29 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 51.5 100 7.79E+06 VKT#QEIIPTQAK 123.9 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35294:34262

718.38493 2 combeffx_ATM_comboi 718.38144 4.86 57.77 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 27.5 100 5.11E+06 VKT#QEIIPTQAK 115.2 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35300:35034

718.38396 2 combeffx_ATM_ctrl 718.38144 3.51 57.21 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 54.4 100 7.79E+06 VKT#QEIIPTQAK 122.1 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35294:34252

718.38484 2 combeffx_ATM_comboi 718.38144 4.73 57.08 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 28.3 100 3.68E+06 VKT#QEIIPTQAK 89.1 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35301:32415

718.38565 2 timecourse_ATM_ctrl2 718.38144 5.86 55.35 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 85.7 100 3.85E+06 VKT#QEIIPTQAK 129.1 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35446:70635

718.38386 2 combeffx_ATM_ctrl 718.38144 3.37 53.53 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 46.3 100 6.47E+06 VKT#QEIIPTQAK 146.6 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35295:32762

718.38534 2 timecourse_ATM_ctrl1 718.38144 5.43 53.52 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 212.1 100 1.15E+07 VKT#QEIIPTQAK 115.2 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35448:81727

718.38396 2 combeffx_ATM_ctrl 718.38144 3.51 51.92 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 46.0 100 6.47E+06 VKT#QEIIPTQAK 116 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35295:32772

718.38385 2 combeffx_ATM_MEKi 718.38144 3.35 48.74 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 42.9 100 2.76E+06 VKT#QEIIPTQAK 101.6 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35296:28917

718.38561 2 timecourse_ATM_ctrl2 718.38144 5.8 47.51 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 114.9 100 4.85E+06 VKT#QEIIPTQAK 123.9 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35447:71664

718.38494 2 timecourse_ATM_combo_1hr 718.38144 4.87 46.14 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 179.8 100 1.10E+07 VKT#QEIIPTQAK 95.8 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35456:81846

718.38507 2 timecourse_ATM_combo_2hr 718.38144 5.05 45.95 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 138.3 100 4.84E+06 VKT#QEIIPTQAK 89.1 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35454:77091

718.38511 2 timecourse_ATM_combo_8hr 718.38144 5.11 44.65 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 59.8 100 3.34E+06 VKT#QEIIPTQAK 101.6 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35450:81101

718.38484 2 timecourse_ATM_combo_4hr 718.38144 4.73 44.12 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 81.8 100 4.55E+06 VKT#QEIIPTQAK 129.1 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35452:79176

718.38464 2 timecourse_ATM_combo_4hr 718.38144 4.45 43.75 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 103.1 100 4.72E+06 VKT#QEIIPTQAK 116 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35453:80864

718.38466 2 timecourse_ATM_combo_2hr 718.38144 4.48 38.95 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 140.2 100 4.78E+06 VKT#QEIIPTQAK 114.1 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35455:76457

718.38487 2 timecourse_ATM_ctrl1 718.38144 4.77 38.58 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 218.4 100 1.15E+07 VKT#QEIIPTQAK 106.9 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35449:83042

718.38482 2 timecourse_ATM_combo_1hr 718.38144 4.71 36.23 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 203.8 100 1.09E+07 VKT#QEIIPTQAK 104.5 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35457:82216

479.25922 3 timecourse_ATM_combo_2hr 479.25672 5.22 29.23 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 251.3 100 8.00E+06 VKT#QEIIPTQAK 61 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35454:77101

479.25951 3 timecourse_ATM_combo_8hr 479.25672 5.82 27.26 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 117.8 100 6.11E+06 VKT#QEIIPTQAK 61 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35450:81121

718.38552 2 timecourse_ATM_combo_1hr 718.38144 5.68 26.42 COG1  COG1_HUMAN 3 K.VKT#QEIIPTQAK.W 208.9 100 1.10E+07 VKT#QEIIPTQAK 74.9 657 0 0 0 0 Conserved oligomeric Golgi complex subunit 1  35456:81856

690.35636 3 timecourse_ATM_combo_1hr 690.35352 4.11 44.41 COPB1  COPB_HUMAN 0 R.AKS#QGMALSLGDKINLSQK.K 6.8 100 5.20E+05 AKS#QGMALSLGDKINLSQK 31.2 933 0 0 0 0 Coatomer subunit beta  35457:143110

770.03889 3 timecourse_ATM_ctrl2 770.03453 5.66 39.88 COPB1  COPB_HUMAN 0 K.LVTEMGTYAT#QSALSSSRPTK.K 5.1 100 1.56E+05 LVTEMGTYAT#QSALSSSRPTK 6 523 ‐2,0 0 0 0 0 Coatomer subunit beta  35446:138552

690.35505 3 timecourse_ATM_ctrl1 690.35352 2.22 36.75 COPB1  COPB_HUMAN 0 R.AKS#QGMALSLGDKINLSQK.K 6.4 100 4.73E+05 AKS#QGMALSLGDKINLSQK 22.1 933 0 0 0 0 Coatomer subunit beta  35448:140848

690.35618 3 timecourse_ATM_ctrl1 690.35352 3.85 35.46 COPB1  COPB_HUMAN 0 R.AKS#QGMALSLGDKINLSQK.K 6.1 100 4.29E+05 AKS#QGMALSLGDKINLSQK 20.4 933 0 0 0 0 Coatomer subunit beta  35449:143081

770.03907 3 timecourse_ATM_combo_1hr 770.03453 5.9 32.11 COPB1  COPB_HUMAN 0 K.LVTEMGTYATQS#ALSSSRPTK.K 8.2 100 2.97E+05 LVTEMGTYAT#QSALSSSRPTK 2.2 523 ‐2,0 0 0 0 0 Coatomer subunit beta  35456:155017

690.35626 3 timecourse_ATM_combo_4hr 690.35352 3.97 30.41 COPB1  COPB_HUMAN 0 R.AKSQGMALS#LGDKINLSQK.K 4.5 100 4.42E+05 AKS#QGMALSLGDKINLSQK 14.8 933 0 0 0 0 Coatomer subunit beta  35453:139367

690.35693 3 timecourse_ATM_combo_2hr 690.35352 4.94 28.83 COPB1  COPB_HUMAN 0 R.AKS#QGMALSLGDKINLSQK.K 4.7 100 2.95E+05 AKS#QGMALSLGDKINLSQK 18.8 933 0 0 0 0 Coatomer subunit beta  35454:132725

592.28735 2 timecourse_ATM_combo_8hr 592.28392 5.79 26.12 COPB1  COPB_HUMAN 0 K.LEEEKLS#QK.K 10.5 100 1.88E+05 LEEEKLS#QK 1000 653 0 0 0 0 Coatomer subunit beta  35450:46255

690.3571 3 timecourse_ATM_combo_1hr 690.35352 5.19 25.55 COPB1  COPB_HUMAN 0 R.AKS#QGMALSLGDKINLSQK.K 6.2 94 4.65E+05 AKS#QGMALSLGDKINLSQK 7.6 933 0,6 0 0 0 0 Coatomer subunit beta  35456:142819

690.35657 3 timecourse_ATM_combo_2hr 690.35352 4.42 23.18 COPB1  COPB_HUMAN 0 R.AKS#QGMALSLGDKINLSQK.K 7.6 100 2.60E+05 AKS#QGMALSLGDKINLSQK 27.1 933 0 0 0 0 Coatomer subunit beta  35455:132890

690.35744 3 timecourse_ATM_ctrl2 690.35352 5.68 21.6 COPB1  COPB_HUMAN 0 R.AKS#QGMALSLGDKINLSQK.K 6.6 100 3.77E+05 AKS#QGMALSLGDKINLSQK 25.9 933 0 0 0 0 Coatomer subunit beta  35447:128927

770.03849 3 timecourse_ATM_combo_1hr 770.03453 5.14 19.62 COPB1  COPB_HUMAN 0 K.LVTEMGTYATQS#ALSSSRPTK.K 11.6 100 3.60E+05 LVTEMGTYATQSALSSSRPT#K 5.3 533 ‐13,0 0 0 0 0 Coatomer subunit beta  35457:154975

690.35754 3 timecourse_ATM_combo_4hr 690.35352 5.84 18.07 COPB1  COPB_HUMAN 0 R.AKS#QGMALSLGDKINLSQK.K 3.9 100 3.26E+05 AKS#QGMALSLGDKINLSQK 6.5 933 0,6 0 0 0 0 Coatomer subunit beta  35452:136677

690.3578 3 timecourse_ATM_ctrl2 690.35352 6.2 15.96 COPB1  COPB_HUMAN 0 R.AKS#QGMALSLGDKINLSQK.K 5.5 100 3.04E+05 AKSQGMALS#LGDKINLSQK 6.3 939 ‐6,0 0 0 0 0 Coatomer subunit beta  35446:126452

681.32121 3 timecourse_ATM_combo_8hr 681.31972 2.19 40.38 COPS3  CSN3_HUMAN 1 R.QLSAQGQMT#QLCELINK.S 4.7 100 3.96E+05 QLSAQGQMT#QLCELINK 30.6 22 0 0 0 0 COP9 signalosome complex subunit 3  35451:139711

686.31049 2 timecourse_ATM_ctrl1 686.30626 6.16 62.12 CPSF7  CPSF7_HUMAN 4 R.QNLS#QFEAQAR.K 40.0 100 1.99E+06 QNLS#QFEAQAR 1000 166 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 7  35448:74455

686.30924 2 timecourse_ATM_ctrl1 686.30626 4.34 58.35 CPSF7  CPSF7_HUMAN 4 R.QNLS#QFEAQAR.K 38.4 100 1.95E+06 QNLS#QFEAQAR 1000 166 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 7  35449:75458

686.31006 2 timecourse_ATM_combo_4hr 686.30626 5.54 48.82 CPSF7  CPSF7_HUMAN 4 R.QNLS#QFEAQAR.K 32.3 100 1.59E+06 QNLS#QFEAQAR 1000 166 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 7  35452:71829

686.30966 2 timecourse_ATM_combo_2hr 686.30626 4.95 48.3 CPSF7  CPSF7_HUMAN 4 R.QNLS#QFEAQAR.K 47.3 100 1.24E+06 QNLS#QFEAQAR 1000 166 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 7  35455:69507

686.31048 2 timecourse_ATM_combo_8hr 686.30626 6.15 47.56 CPSF7  CPSF7_HUMAN 4 R.QNLS#QFEAQAR.K 40.7 100 1.92E+06 QNLS#QFEAQAR 1000 166 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 7  35451:74097

686.31023 2 timecourse_ATM_combo_8hr 686.30626 5.78 44.14 CPSF7  CPSF7_HUMAN 4 R.QNLS#QFEAQAR.K 41.2 100 1.71E+06 QNLS#QFEAQAR 1000 166 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 7  35450:73507

686.30972 2 timecourse_ATM_combo_4hr 686.30626 5.04 42.15 CPSF7  CPSF7_HUMAN 4 R.QNLS#QFEAQAR.K 35.2 100 1.65E+06 QNLS#QFEAQAR 1000 166 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 7  35453:73469

686.30937 2 timecourse_ATM_combo_1hr 686.30626 4.53 40.63 CPSF7  CPSF7_HUMAN 4 R.QNLS#QFEAQAR.K 25.9 100 1.49E+06 QNLS#QFEAQAR 1000 166 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 7  35457:74758

981.41531 2 timecourse_ATM_combo_4hr 981.40983 5.58 63.87 CSDA  DBPA_HUMAN 1 K.AGEAPTENPAPPT#QQSSAE.‐ 48.4 100 1.04E+06 AGEAPTENPAPPT#QQSSAE 44.7 366 0 0 0 0 DNA‐binding protein A  35452:129118

654.61279 3 timecourse_ATM_combo_8hr 654.60898 5.82 33.09 CSDA  DBPA_HUMAN 1 K.AGEAPTENPAPPT#QQSSAE.‐ 30.8 100 1.15E+06 AGEAPTENPAPPT#QQSSAE 20.9 366 0 0 0 0 DNA‐binding protein A  35450:131963

654.61268 3 timecourse_ATM_combo_8hr 654.60898 5.65 31.64 CSDA  DBPA_HUMAN 1 K.AGEAPTENPAPPT#QQSSAE.‐ 24.2 100 9.66E+05 AGEAPTENPAPPT#QQSSAE 27.2 366 0 0 0 0 DNA‐binding protein A  35451:133442

1021.39753 2 timecourse_ATM_combo_8hr 1021.39300 4.44 24.92 CSDA  DBPA_HUMAN 1 K.AGEAPTENPAPPTQQS#S#AE.‐ 8.7 100 1.34E+06 AGEAPTENPAPPT#QQS#SAE 24.1 366 0 369 0,1 0 0 DNA‐binding protein A  35451:139691

981.4154 2 timecourse_ATM_combo_4hr 981.40983 5.68 24.06 CSDA  DBPA_HUMAN 1 K.AGEAPTENPAPPT#QQSSAE.‐ 42.9 100 1.08E+06 AGEAPTENPAPPT#QQSSAE 15.2 366 0 0 0 0 DNA‐binding protein A  35453:131555

981.41568 2 timecourse_ATM_combo_8hr 981.40983 5.96 21.41 CSDA  DBPA_HUMAN 1 K.AGEAPTENPAPPT#QQSSAE.‐ 178.6 100 6.17E+06 AGEAPTENPAPPT#QQSSAE 24.2 366 0 0 0 0 DNA‐binding protein A  35450:131973

1021.39875 2 timecourse_ATM_combo_8hr 1021.39300 5.63 19.63 CSDA  DBPA_HUMAN 1 K.AGEAPTENPAPPT#QQS#SAE.‐ 11.3 100 1.25E+06 AGEAPTENPAPPT#QQS#SAE 3.5 366 0,4 0 369 0,1 0 0 DNA‐binding protein A  35450:137823

1032.46154 2 timecourse_ATM_combo_1hr 1032.45588 5.48 49.92 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 12.4 100 4.82E+05 LFFHCS#QYNGNLQDLK 33.7 54 0 0 0 0 Cold shock domain‐containing protein E1  35457:142690

1032.46172 2 timecourse_ATM_combo_8hr 1032.45588 5.66 49.66 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 21.9 100 1.45E+06 LFFHCS#QYNGNLQDLK 33.7 54 0 0 0 0 Cold shock domain‐containing protein E1  35451:141161

1032.46345 2 timecourse_ATM_combo_1hr 1032.45588 7.33 49.23 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 12.0 100 4.79E+05 LFFHCS#QYNGNLQDLK 33.7 54 0 0 0 0 Cold shock domain‐containing protein E1  35456:142379

1032.46246 2 timecourse_ATM_combo_4hr 1032.45588 6.37 47.96 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 10.8 100 4.63E+05 LFFHCS#QYNGNLQDLK 23.3 54 0 0 0 0 Cold shock domain‐containing protein E1  35452:136247

1032.4626 2 timecourse_ATM_ctrl2 1032.45588 6.51 47.26 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 9.1 100 2.95E+05 LFFHCS#QYNGNLQDLK 30.8 54 0 0 0 0 Cold shock domain‐containing protein E1  35447:128497

1032.46159 2 timecourse_ATM_ctrl1 1032.45588 5.53 46.91 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 13.6 100 5.53E+05 LFFHCS#QYNGNLQDLK 18.9 54 0 0 0 0 Cold shock domain‐containing protein E1  35449:142641

1032.46172 2 timecourse_ATM_combo_8hr 1032.45588 5.66 46.57 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 17.5 100 1.14E+06 LFFHCS#QYNGNLQDLK 17 54 0 0 0 0 Cold shock domain‐containing protein E1  35450:139253

1032.46256 2 timecourse_ATM_ctrl1 1032.45588 6.47 46.52 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 12.0 100 5.51E+05 LFFHCS#QYNGNLQDLK 37.4 54 0 0 0 0 Cold shock domain‐containing protein E1  35448:140418

1032.46166 2 timecourse_ATM_combo_2hr 1032.45588 5.6 43.1 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 10.2 100 2.72E+05 LFFHCS#QYNGNLQDLK 38.7 54 0 0 0 0 Cold shock domain‐containing protein E1  35454:132315

688.64221 3 combeffx_ATM_MEKi 688.63968 3.67 41.99 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 7.3 100 2.23E+05 LFFHCS#QYNGNLQDLK 22.9 54 0 0 0 0 Cold shock domain‐containing protein E1  35297:46672

1032.46236 2 timecourse_ATM_combo_4hr 1032.45588 6.28 39.82 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 10.5 100 5.34E+05 LFFHCS#QYNGNLQDLK 12.2 54 0,2 0 0 0 0 Cold shock domain‐containing protein E1  35453:138957

1032.46278 2 timecourse_ATM_ctrl2 1032.45588 6.69 39.3 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 8.4 100 2.78E+05 LFFHCS#QYNGNLQDLK 36.8 54 0 0 0 0 Cold shock domain‐containing protein E1  35446:126032

688.64144 3 combeffx_ATM_MEKi 688.63968 2.56 38.91 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 8.8 100 4.10E+05 LFFHCS#QYNGNLQDLK 18.3 54 0 0 0 0 Cold shock domain‐containing protein E1  35296:50939

688.64389 3 timecourse_ATM_ctrl2 688.63968 6.11 37.94 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 31.8 100 1.12E+06 LFFHCS#QYNGNLQDLK 22.9 54 0 0 0 0 Cold shock domain‐containing protein E1  35447:128487

688.64324 3 timecourse_ATM_combo_1hr 688.63968 5.18 33.06 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 42.6 100 1.89E+06 LFFHCS#QYNGNLQDLK 26.4 54 0 0 0 0 Cold shock domain‐containing protein E1  35457:142680

688.64387 3 timecourse_ATM_combo_4hr 688.63968 6.08 32.57 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 39.7 100 2.07E+06 LFFHCS#QYNGNLQDLK 22.9 54 0 0 0 0 Cold shock domain‐containing protein E1  35453:138947

688.64384 3 timecourse_ATM_combo_4hr 688.63968 6.06 27.27 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 43.7 100 2.17E+06 LFFHCS#QYNGNLQDLK 22.9 54 0 0 0 0 Cold shock domain‐containing protein E1  35452:136237

688.64411 3 timecourse_ATM_combo_1hr 688.63968 6.43 27.06 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 33.4 100 1.70E+06 LFFHCS#QYNGNLQDLK 26.4 54 0 0 0 0 Cold shock domain‐containing protein E1  35456:142369

688.64266 3 combeffx_ATM_comboi 688.63968 4.33 26.98 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 18.2 100 2.04E+06 LFFHCS#QYNGNLQDLK 18.3 54 0 0 0 0 Cold shock domain‐containing protein E1  35301:59467

688.64343 3 timecourse_ATM_combo_2hr 688.63968 5.45 26.67 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 26.8 100 1.02E+06 LFFHCS#QYNGNLQDLK 10.4 54 0,2 0 0 0 0 Cold shock domain‐containing protein E1  35454:132305

1032.46133 2 timecourse_ATM_combo_2hr 1032.45588 5.28 25.35 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 9.1 100 2.93E+05 LFFHCS#QYNGNLQDLK 23.3 54 0 0 0 0 Cold shock domain‐containing protein E1  35455:132500

688.64383 3 timecourse_ATM_ctrl2 688.63968 6.03 24.55 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 30.5 100 1.14E+06 LFFHCS#QYNGNLQDLK 31.5 54 0 0 0 0 Cold shock domain‐containing protein E1  35446:126022

688.64343 3 timecourse_ATM_combo_2hr 688.63968 5.45 23.87 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 35.4 100 1.12E+06 LFFHCS#QYNGNLQDLK 22.9 54 0 0 0 0 Cold shock domain‐containing protein E1  35455:132510

688.64379 3 timecourse_ATM_combo_8hr 688.63968 5.97 22.66 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 60.0 100 4.68E+06 LFFHCS#QYNGNLQDLK 22.9 54 0 0 0 0 Cold shock domain‐containing protein E1  35451:141171

688.64404 3 timecourse_ATM_ctrl1 688.63968 6.33 22.15 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 40.9 100 1.93E+06 LFFHCS#QYNGNLQDLK 10.4 54 0,2 0 0 0 0 Cold shock domain‐containing protein E1  35448:140408

688.64358 3 timecourse_ATM_combo_8hr 688.63968 5.66 19.99 CSDE1  CSDE1_HUMAN 6 R.LFFHCS#QYNGNLQDLK.V 66.3 100 4.67E+06 LFFHCS#QYNGNLQDLK 18.3 54 0 0 0 0 Cold shock domain‐containing protein E1  35450:139263

867.18434 4 timecourse_ATM_ctrl2 867.17907 6.08 38.52 CSNK1D  KC1D_HUMAN 3 R.LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER.E 8.3 100 4.66E+05 LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER 64 337 0 0 0 0 Casein kinase I isoform delta  35446:165172

867.18389 4 timecourse_ATM_combo_4hr 867.17907 5.56 32.05 CSNK1D  KC1D_HUMAN 3 R.LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER.E 8.0 100 7.76E+05 LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER 64 337 0 0 0 0 Casein kinase I isoform delta  35452:176540

867.18329 4 timecourse_ATM_combo_1hr 867.17907 4.87 30.63 CSNK1D  KC1D_HUMAN 3 R.LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER.E 10.0 100 7.02E+05 LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER 36.7 337 0 0 0 0 Casein kinase I isoform delta  35457:182195

867.18477 4 timecourse_ATM_combo_1hr 867.17907 6.58 29.54 CSNK1D  KC1D_HUMAN 3 R.LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER.E 10.6 100 7.48E+05 LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER 46.4 337 0 0 0 0 Casein kinase I isoform delta  35456:181416

867.18368 4 timecourse_ATM_combo_4hr 867.17907 5.32 29.39 CSNK1D  KC1D_HUMAN 3 R.LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER.E 8.9 100 7.12E+05 LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER 56.7 337 0 0 0 0 Casein kinase I isoform delta  35453:180031

867.18399 4 timecourse_ATM_combo_8hr 867.17907 5.67 27.7 CSNK1D  KC1D_HUMAN 3 R.LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER.E 10.3 100 9.88E+05 LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER 69.6 337 0 0 0 0 Casein kinase I isoform delta  35450:181250

867.18423 4 timecourse_ATM_combo_8hr 867.17907 5.95 26.62 CSNK1D  KC1D_HUMAN 3 R.LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER.E 11.1 100 1.07E+06 LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER 84.5 337 0 0 0 0 Casein kinase I isoform delta  35451:184270

867.18295 4 timecourse_ATM_combo_2hr 867.17907 4.47 22.7 CSNK1D  KC1D_HUMAN 3 R.LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER.E 5.7 100 3.05E+05 LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER 35.9 337 0 0 0 0 Casein kinase I isoform delta  35455:170921

867.18301 4 timecourse_ATM_ctrl1 867.17907 4.54 22.69 CSNK1D  KC1D_HUMAN 3 R.LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER.E 10.7 100 7.12E+05 LRGT#QEVAPPTPLTPTSHTANTSPRPVSGMER 46.4 337 0 0 0 0 Casein kinase I isoform delta  35449:180919

838.90655 2 timecourse_ATM_combo_1hr 838.90582 0.88 51.73 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 15.5 100 1.56E+06 IPAS#QTSVPFDHLGK 28.5 405 0 0 0 0 Casein kinase I isoform epsilon  35456:109727

559.6087 3 combeffx_ATM_comboi 559.60631 4.27 47.71 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 18.1 100 5.37E+06 IPAS#QTSVPFDHLGK 6 405 0,3 0 0 0 0 Casein kinase I isoform epsilon  35300:48910

838.90667 2 timecourse_ATM_combo_1hr 838.90582 1.01 43.81 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 14.1 100 1.42E+06 IPAS#QTSVPFDHLGK 42.6 405 0 0 0 0 Casein kinase I isoform epsilon  35457:109510

838.90616 2 timecourse_ATM_ctrl1 838.90582 0.41 41.81 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 18.3 100 1.91E+06 IPAS#QTSVPFDHLGK 24.8 405 0 0 0 0 Casein kinase I isoform epsilon  35449:110224

559.60813 3 combeffx_ATM_PI3Ki 559.60631 3.25 38.48 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 22.9 100 3.25E+06 IPAS#QTSVPFDHLGK 11.7 405 0,3 0 0 0 0 Casein kinase I isoform epsilon  35298:44433

559.60697 3 timecourse_ATM_combo_1hr 559.60631 1.18 37.6 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 35.6 100 3.73E+06 IPAS#QTSVPFDHLGK 7.5 405 0,3 0 0 0 0 Casein kinase I isoform epsilon  35457:109520

559.60747 3 timecourse_ATM_combo_8hr 559.60631 2.07 36.37 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 11.0 100 1.63E+06 IPAS#QTSVPFDHLGK 14.9 405 0 0 0 0 Casein kinase I isoform epsilon  35451:108813

838.90713 2 timecourse_ATM_combo_4hr 838.90582 1.56 36.05 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 9.7 100 9.29E+05 IPAS#QTSVPFDHLGK 48.9 405 0 0 0 0 Casein kinase I isoform epsilon  35453:107396

559.60687 3 timecourse_ATM_ctrl1 559.60631 1 36 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 35.9 100 4.42E+06 IPASQTS#VPFDHLGK 4.3 408 ‐3,0 0 0 0 0 Casein kinase I isoform epsilon  35449:110234

559.60843 3 combeffx_ATM_MEKi 559.60631 3.79 35.6 CSNK1E  KC1E_HUMAN 5 R.IPASQT#SVPFDHLGK.‐ 26.3 100 1.77E+06 IPAS#QTSVPFDHLGK 8.5 405 0,3 0 0 0 0 Casein kinase I isoform epsilon  35297:36503

838.90789 2 timecourse_ATM_ctrl1 838.90582 2.47 33.97 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 19.4 100 2.08E+06 IPAS#QTSVPFDHLGK 24.8 405 0 0 0 0 Casein kinase I isoform epsilon  35448:108538

559.60761 3 timecourse_ATM_combo_8hr 559.60631 2.32 33.92 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 13.0 100 1.90E+06 IPAS#QTSVPFDHLGK 7.5 405 0,3 0 0 0 0 Casein kinase I isoform epsilon  35450:107797

559.6078 3 timecourse_ATM_ctrl1 559.60631 2.66 33.32 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 36.8 100 4.25E+06 IPASQTS#VPFDHLGK 0 408 ‐3,0 0 0 0 0 Casein kinase I isoform epsilon  35448:108548

559.60823 3 combeffx_ATM_PI3Ki 559.60631 3.43 33.16 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 20.2 100 2.53E+06 IPAS#QTSVPFDHLGK 14.9 405 0 0 0 0 Casein kinase I isoform epsilon  35299:42736

559.60797 3 combeffx_ATM_ctrl 559.60631 2.97 33.06 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 9.6 100 1.59E+06 IPAS#QTSVPFDHLGK 9.6 405 0,2 0 0 0 0 Casein kinase I isoform epsilon  35295:46195

838.90776 2 timecourse_ATM_combo_2hr 838.90582 2.31 32.03 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 15.0 100 8.17E+05 IPAS#QTSVPFDHLGK 10.3 405 0,2 0 0 0 0 Casein kinase I isoform epsilon  35454:102026

559.60877 3 combeffx_ATM_comboi 559.60631 4.4 30.74 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 21.6 100 3.37E+06 IPAS#QTSVPFDHLGK 18.3 405 0 0 0 0 Casein kinase I isoform epsilon  35301:44679

838.90694 2 timecourse_ATM_combo_2hr 838.90582 1.34 29.73 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 15.4 100 7.92E+05 IPAS#QTSVPFDHLGK 40.7 405 0 0 0 0 Casein kinase I isoform epsilon  35455:101649

559.60682 3 timecourse_ATM_combo_4hr 559.60631 0.91 23.53 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 21.1 100 2.20E+06 IPAS#QTSVPFDHLGK 3.5 405 0,2 0 0 0 0 Casein kinase I isoform epsilon  35453:107386

559.60764 3 timecourse_ATM_combo_1hr 559.60631 2.38 22.05 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 32.5 100 3.46E+06 IPAS#QTSVPFDHLGK 15 405 0 0 0 0 Casein kinase I isoform epsilon  35456:109737

559.6075 3 timecourse_ATM_ctrl2 559.60631 2.13 19.99 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 38.7 100 3.10E+06 IPASQT#SVPFDHLGK 5.9 407 0,1 0 0 0 0 Casein kinase I isoform epsilon  35447:96705

559.60757 3 timecourse_ATM_combo_4hr 559.60631 2.25 19.18 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 21.8 100 2.74E+06 IPAS#QTSVPFDHLGK 12.7 405 0,2 0 0 0 0 Casein kinase I isoform epsilon  35452:105381

559.6073 3 timecourse_ATM_combo_2hr 559.60631 1.77 17.59 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 30.1 100 1.85E+06 IPASQTS#VPFDHLGK 0 408 ‐3,0 0 0 0 0 Casein kinase I isoform epsilon  35454:102016

559.60779 3 timecourse_ATM_ctrl2 559.60631 2.64 17.16 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 45.8 100 3.13E+06 IPASQT#SVPFDHLGK 4.8 407 ‐2,0 0 0 0 0 Casein kinase I isoform epsilon  35446:95005

559.607 3 timecourse_ATM_combo_2hr 559.60631 1.23 14.64 CSNK1E  KC1E_HUMAN 5 R.IPAS#QTSVPFDHLGK.‐ 29.3 100 1.95E+06 IPAS#QTSVPFDHLGK 9.6 405 0,2 0 0 0 0 Casein kinase I isoform epsilon  35455:101639

743.65953 3 timecourse_ATM_combo_8hr 743.65584 4.96 26.38 CTBP1  CTBP1_HUMAN 8 K.DVATVAFCDAQST#QEIHEK.V 7.3 100 3.98E+05 DVATVAFCDAQS#TQEIHEK 8.7 58 0,1 0 0 0 0 C‐terminal‐binding protein 1  35451:151750

847.70525 3 timecourse_ATM_combo_8hr 847.70033 5.8 48.73 CTDP1  CTDP1_HUMAN 0 K.YVYFQGTGDMNAPPGS#RESQTR.K 15.7 100 3.17E+06 YVYFQGTGDMNAPPGSRES#QTR 6.6 338 ‐3,0 0 0 0 0 RNA polymerase II subunit A C‐terminal domain phosphatase  35450:163270

847.70528 3 timecourse_ATM_combo_8hr 847.70033 5.84 47.9 CTDP1  CTDP1_HUMAN 0 K.YVYFQGTGDMNAPPGS#RESQTR.K 19.6 100 3.17E+06 YVYFQGTGDMNAPPGSRES#QTR 0 338 0,2 0 0 0 0 RNA polymerase II subunit A C‐terminal domain phosphatase  35451:165410

668.05453 4 timecourse_ATM_combo_8hr 668.05080 5.6 29.78 CTDP1  CTDP1_HUMAN 0 K.YVYFQGTGDMNAPPGSRES#QTRK.K 4.4 94 1.02E+06 YVYFQGTGDMNAPPGSRES#QTRK 4.1 338 ‐3,0 0 0 0 0 RNA polymerase II subunit A C‐terminal domain phosphatase  35451:170060

668.05407 4 timecourse_ATM_combo_8hr 668.05080 4.89 29.35 CTDP1  CTDP1_HUMAN 0 K.YVYFQGTGDMNAPPGS#RESQTRK.K 3.5 94 1.00E+06 YVYFQGTGDMNAPPGSRES#QTRK 0 338 0,2 0 0 0 0 RNA polymerase II subunit A C‐terminal domain phosphatase  35450:167900

890.40306 3 timecourse_ATM_combo_8hr 890.39864 4.96 29.06 CTDP1  CTDP1_HUMAN 0 K.YVYFQGTGDMNAPPGSRES#QTRK.K 8.0 100 1.88E+06 YVYFQGTGDMNAPPGSRES#QTRK 0 338 0,2 0 0 0 0 RNA polymerase II subunit A C‐terminal domain phosphatase  35450:167910

738.99516 3 timecourse_ATM_combo_1hr 738.99143 5.05 86.31 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 314.2 100 1.45E+07 RKS#QVNGEAGSYEMTNQHV 89 104 0 0 0 0 CTD small phosphatase‐like protein 2  35457:151485

738.99593 3 timecourse_ATM_ctrl2 738.99143 6.09 84.84 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 443.5 100 1.76E+07 RKS#QVNGEAGSYEMTNQHV 62.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:134776

738.99556 3 timecourse_ATM_combo_8hr 738.99143 5.59 84.83 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 623.5 100 3.61E+07 RKS#QVNGEAGSYEMTNQHV 67 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:149130

781.69199 3 timecourse_ATM_ctrl1 781.68975 2.87 83.51 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 292.4 100 3.81E+07 RKS#QVNGEAGSYEMTNQHVK 89.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:156979

738.99572 3 timecourse_ATM_combo_4hr 738.99143 5.81 83.08 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 332.9 100 1.65E+07 RKS#QVNGEAGSYEMTNQHV 48.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:145356

1107.98935 2 timecourse_ATM_combo_2hr 1107.98351 5.27 81.75 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 14.8 100 3.00E+05 RKS#QVNGEAGSYEMTNQHV 76.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35454:140981

781.69194 3 timecourse_ATM_combo_4hr 781.68975 2.8 79.69 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 282.6 100 2.21E+07 RKS#QVNGEAGSYEMTNQHVK 71.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:150360

738.99552 3 timecourse_ATM_ctrl2 738.99143 5.55 75.9 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 508.2 100 1.93E+07 RKS#QVNGEAGSYEMTNQHV 90.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:137163

781.69234 3 timecourse_ATM_combo_1hr 781.68975 3.31 74.15 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 277.1 100 2.05E+07 RKS#QVNGEAGSYEMTNQHVK 96.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:156537

738.99488 3 timecourse_ATM_combo_2hr 738.99143 4.67 73.6 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 408.1 100 1.22E+07 RKS#QVNGEAGSYEMTNQHV 86.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35455:141111

1107.98839 2 timecourse_ATM_ctrl1 1107.98351 4.4 73.5 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 32.1 100 9.18E+05 RKS#QVNGEAGSYEMTNQHV 116.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:151329

738.99437 3 timecourse_ATM_ctrl1 738.99143 3.98 73.05 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 702.6 100 3.32E+07 RKS#QVNGEAGSYEMTNQHV 78.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:151319

738.99521 3 timecourse_ATM_ctrl1 738.99143 5.12 71.54 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 645.2 100 3.17E+07 RKS#QVNGEAGSYEMTNQHV 60.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:149060

1107.99004 2 timecourse_ATM_ctrl1 1107.98351 5.89 70.76 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 30.0 100 9.59E+05 RKS#QVNGEAGSYEMTNQHV 90.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:149080

1107.98983 2 timecourse_ATM_combo_8hr 1107.98351 5.7 69.69 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 30.2 100 1.00E+06 RKS#QVNGEAGSYEMTNQHV 84.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:149140

744.32654 3 timecourse_ATM_combo_1hr 744.32307 4.66 69.24 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 17.7 100 6.02E+05 RKS#QVNGEAGSYEM*TNQHV 69.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35457:152135

781.69242 3 combeffx_ATM_PI3Ki 781.68975 3.42 69.01 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 42.1 100 2.47E+06 RKS#QVNGEAGSYEMTNQHVK 84.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35299:60564

738.99536 3 timecourse_ATM_combo_4hr 738.99143 5.32 68.97 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 371.0 100 1.66E+07 RKS#QVNGEAGSYEMTNQHV 96.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:147811

781.69297 3 timecourse_ATM_ctrl2 781.68975 4.12 68.9 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 164.0 100 2.25E+07 RKS#QVNGEAGSYEMTNQHVK 79.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:139932

781.69257 3 timecourse_ATM_combo_2hr 781.68975 3.62 67.82 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 259.7 100 1.35E+07 RKS#QVNGEAGSYEMTNQHVK 79.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35454:145691

1107.98939 2 timecourse_ATM_combo_8hr 1107.98351 5.31 67.25 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 38.5 100 1.21E+06 RKS#QVNGEAGSYEMTNQHV 73.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:151100

1107.99025 2 timecourse_ATM_combo_1hr 1107.98351 6.08 66.82 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 15.2 100 4.46E+05 RKS#QVNGEAGSYEMTNQHV 55.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:151437

1107.98993 2 timecourse_ATM_combo_4hr 1107.98351 5.79 66.51 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 16.2 100 3.76E+05 RKS#QVNGEAGSYEMTNQHV 114.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:147821

1107.98889 2 timecourse_ATM_combo_1hr 1107.98351 4.86 66.33 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 15.5 100 4.39E+05 RKS#QVNGEAGSYEMTNQHV 99.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35457:151475

738.99583 3 timecourse_ATM_combo_1hr 738.99143 5.95 65.94 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 305.0 100 1.51E+07 RKS#QVNGEAGSYEMTNQHV 69.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:151427

744.32719 3 timecourse_ATM_ctrl2 744.32307 5.54 65.94 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 23.2 100 7.17E+05 RKS#QVNGEAGSYEM*TNQHV 65.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:135446

787.02571 3 timecourse_ATM_combo_8hr 787.02139 5.49 65.05 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 24.1 100 8.37E+05 RKS#QVNGEAGSYEM*TNQHVK 52.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:155210

744.32698 3 timecourse_ATM_combo_8hr 744.32307 5.25 63.47 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 26.4 100 1.33E+06 RKS#QVNGEAGSYEM*TNQHV 75.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:151850

1107.99012 2 timecourse_ATM_combo_4hr 1107.98351 5.97 62.83 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 14.8 100 3.94E+05 RKS#QVNGEAGSYEMTNQHV 42.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:145366

781.6932 3 timecourse_ATM_ctrl1 781.68975 4.41 62.73 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 201.1 100 3.58E+07 RKS#QVNGEAGSYEMTNQHVK 84.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:154550

744.32741 3 timecourse_ATM_ctrl1 744.32307 5.83 61.63 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 23.7 100 9.85E+05 RKS#QVNGEAGSYEM*TNQHV 85.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:149700

781.69384 3 combeffx_ATM_comboi 781.68975 5.23 61.38 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 46.6 100 4.90E+06 RKS#QVNGEAGSYEMTNQHVK 40.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35300:71141

787.02606 3 timecourse_ATM_combo_1hr 787.02139 5.93 61.15 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 28.4 100 7.49E+05 RKS#QVNGEAGSYEM*TNQHVK 65.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:157217

1107.99061 2 timecourse_ATM_ctrl2 1107.98351 6.41 60.79 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 17.3 100 3.83E+05 RKS#QVNGEAGSYEMTNQHV 55.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:134786

781.69141 3 timecourse_ATM_combo_8hr 781.68975 2.12 60.69 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 346.4 100 3.13E+07 RKS#QVNGEAGSYEMTNQHVK 79.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:156560

586.52234 4 timecourse_ATM_combo_8hr 586.51913 5.47 59.49 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1503.8 100 1.34E+08 RKS#QVNGEAGSYEMTNQHVK 37 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:154580

787.02567 3 timecourse_ATM_combo_2hr 787.02139 5.44 59.31 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 31.1 100 4.90E+05 RKS#QVNGEAGSYEM*TNQHVK 60 104 0 0 0 0 CTD small phosphatase‐like protein 2  35455:146641

787.02511 3 combeffx_ATM_PI3Ki 787.02139 4.73 58.03 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 63.7 92 1.42E+06 RKS#QVNGEAGSYEM*TNQHVK 58.9 104 0 0 0 0 CTD small phosphatase‐like protein 2  35298:64146

738.99567 3 timecourse_ATM_combo_8hr 738.99143 5.74 57.4 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 675.2 100 3.87E+07 RKS#QVNGEAGSYEMTNQHV 54.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:151110

798.88312 2 timecourse_ATM_ctrl1 798.87811 6.27 57.1 CTDSPL2  CTSL2_HUMAN 0 R.KAS#QQSNQIQTQR.T 23.6 92 1.70E+05 KAS#QQSNQIQTQR 55.2 9 0 0 0 0 CTD small phosphatase‐like protein 2  35448:99714

781.69158 3 timecourse_ATM_combo_1hr 781.68975 2.34 57.05 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 356.0 100 1.99E+07 RKS#QVNGEAGSYEMTNQHVK 61 104 0 0 0 0 CTD small phosphatase‐like protein 2  35457:156545

1172.03404 2 timecourse_ATM_combo_8hr 1172.03099 2.6 56.58 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 15.1 100 8.27E+05 RKS#QVNGEAGSYEMTNQHVK 91.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:156570

1172.03471 2 timecourse_ATM_combo_8hr 1172.03099 3.17 55.98 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 11.5 100 7.15E+05 RKS#QVNGEAGSYEMTNQHVK 110.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:154560

1107.9897 2 timecourse_ATM_ctrl2 1107.98351 5.59 55.95 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 23.1 100 4.98E+05 RKS#QVNGEAGSYEMTNQHV 69.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:137173

744.32721 3 timecourse_ATM_combo_1hr 744.32307 5.56 55.73 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 20.1 100 6.42E+05 RKS#QVNGEAGSYEM*TNQHV 82.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:152067

1107.98888 2 timecourse_ATM_combo_2hr 1107.98351 4.85 55.68 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 14.2 100 2.52E+05 RKS#QVNGEAGSYEMTNQHV 84.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35455:141121

1172.03498 2 timecourse_ATM_ctrl1 1172.03099 3.4 55.37 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 7.7 100 9.16E+05 RKS#QVNGEAGSYEMTNQHVK 84.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:154540

781.69195 3 timecourse_ATM_combo_2hr 781.68975 2.83 55.29 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 319.7 100 1.33E+07 RKS#QVNGEAGSYEMTNQHVK 55.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35455:146081

787.02626 3 timecourse_ATM_combo_4hr 787.02139 6.19 55.15 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 26.4 100 6.20E+05 RKS#QVNGEAGSYEM*TNQHVK 52.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:153791

781.69243 3 combeffx_ATM_ctrl 781.68975 3.43 55.07 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 20.9 100 2.01E+06 RKS#QVNGEAGSYEMTNQHVK 55.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35295:66737

586.52092 4 combeffx_ATM_PI3Ki 586.51913 3.05 54.67 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 406.3 100 2.74E+07 RKS#QVNGEAGSYEMTNQHVK 32.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35299:60554

586.5227 4 timecourse_ATM_ctrl2 586.51913 6.09 54.6 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1223.7 100 1.27E+08 RKS#QVNGEAGSYEMTNQHVK 29.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:139982

586.5215 4 combeffx_ATM_ctrl 586.51913 4.04 54.6 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 244.1 100 2.44E+07 RKS#QVNGEAGSYEMTNQHVK 25.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35294:68718

787.02468 3 combeffx_ATM_PI3Ki 787.02139 4.18 54.28 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 57.5 100 1.31E+06 RKS#QVNGEAGSYEM*TNQHVK 40.9 104 0 0 0 0 CTD small phosphatase‐like protein 2  35299:60894

781.69168 3 timecourse_ATM_combo_4hr 781.68975 2.47 54.03 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 327.3 100 2.18E+07 RKS#QVNGEAGSYEMTNQHVK 79.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:153151

781.69238 3 timecourse_ATM_ctrl2 781.68975 3.36 53.81 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 224.9 100 2.84E+07 RKS#QVNGEAGSYEMTNQHVK 47.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:142513

787.02516 3 timecourse_ATM_combo_1hr 787.02139 4.79 53.65 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 28.8 100 6.80E+05 RKS#QVNGEAGSYEM*TNQHVK 67.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35457:157175

808.34872 3 timecourse_ATM_combo_8hr 808.34519 4.37 53.44 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGS#YEMTNQHVK.Q 6.5 100 5.32E+05 RKS#QVNGEAGS#YEMTNQHVK 68.2 104 24.8 112 0 0 CTD small phosphatase‐like protein 2  35450:157900

1172.03304 2 timecourse_ATM_ctrl1 1172.03099 1.75 52.29 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 9.3 100 9.24E+05 RKS#QVNGEAGSYEMTNQHVK 57.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:156969

787.02625 3 timecourse_ATM_combo_2hr 787.02139 6.18 52.12 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 26.3 100 4.97E+05 RKS#QVNGEAGSYEM*TNQHVK 69.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35454:146201

590.521 4 combeffx_ATM_ctrl 590.51786 5.32 51.71 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 9.8 100 9.59E+05 RKS#QVNGEAGSYEM*TNQHVK 36.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35294:69058

586.52152 4 combeffx_ATM_ctrl 586.51913 4.07 51.51 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 239.8 100 2.45E+07 RKS#QVNGEAGSYEMTNQHVK 58.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35294:68728

808.34903 3 timecourse_ATM_combo_4hr 808.34519 4.75 51.23 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGS#YEMTNQHVK.Q 8.0 100 4.09E+05 RKS#QVNGEAGS#YEMTNQHVK 57.9 104 24.8 112 0 0 CTD small phosphatase‐like protein 2  35452:153540

781.69347 3 combeffx_ATM_ctrl 781.68975 4.76 50.65 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 20.9 100 2.10E+06 RKS#QVNGEAGSYEMTNQHVK 51.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35294:68738

1172.03545 2 timecourse_ATM_combo_1hr 1172.03099 3.81 49.84 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 11.6 100 5.44E+05 RKS#QVNGEAGSYEMTNQHVK 55.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:156547

744.32714 3 timecourse_ATM_combo_8hr 744.32307 5.47 49.81 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 21.8 100 1.16E+06 RKS#QVNGEAGSYEM*TNQHV 65.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:149880

781.69207 3 timecourse_ATM_combo_8hr 781.68975 2.97 49.76 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 294.9 100 2.85E+07 RKS#QVNGEAGSYEMTNQHVK 52.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:154550

586.51948 4 timecourse_ATM_ctrl1 586.51913 0.6 49.7 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1191.6 100 1.41E+08 RKS#QVNGEAGSYEMTNQHVK 25 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:156959

744.32701 3 timecourse_ATM_ctrl2 744.32307 5.29 49.62 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 25.4 100 7.88E+05 RKS#QVNGEAGSYEM*TNQHV 85.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:137833

586.52157 4 combeffx_ATM_PI3Ki 586.51913 4.18 49.6 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 398.1 100 2.74E+07 RKS#QVNGEAGSYEMTNQHVK 18.9 104 0 0 0 0 CTD small phosphatase‐like protein 2  35299:60574

744.32684 3 timecourse_ATM_combo_2hr 744.32307 5.07 49.52 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 23.7 100 5.63E+05 RKS#QVNGEAGSYEM*TNQHV 57.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35454:141601

798.88113 2 timecourse_ATM_ctrl1 798.87811 3.78 49.52 CTDSPL2  CTSL2_HUMAN 0 R.KAS#QQSNQIQTQR.T 28.9 100 2.96E+05 KAS#QQSNQIQTQR 44.7 9 0 0 0 0 CTD small phosphatase‐like protein 2  35449:101232

738.99516 3 timecourse_ATM_combo_2hr 738.99143 5.05 49.47 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 378.5 100 1.29E+07 RKS#QVNGEAGSYEMTNQHV 33.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35454:140971

787.02523 3 combeffx_ATM_ctrl 787.02139 4.88 49.22 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 161.6 100 4.46E+06 RKS#QVNGEAGSYEM*TNQHVK 38.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35295:67027

781.69351 3 combeffx_ATM_comboi 781.68975 4.81 48.96 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 40.0 100 2.99E+06 RKS#QVNGEAGSYEMTNQHVK 67.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35301:65039

1172.03432 2 timecourse_ATM_combo_4hr 1172.03099 2.84 48.87 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 13.5 100 5.15E+05 RKS#QVNGEAGSYEMTNQHVK 55.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:153161

586.52166 4 combeffx_ATM_comboi 586.51913 4.31 48.23 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 440.1 100 4.43E+07 RKS#QVNGEAGSYEMTNQHVK 45.9 104 0 0 0 0 CTD small phosphatase‐like protein 2  35300:71131

787.02532 3 combeffx_ATM_ctrl 787.02139 4.99 48.21 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 70.7 100 2.99E+06 RKS#QVNGEAGSYEM*TNQHVK 86.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35294:69048

590.52057 4 combeffx_ATM_ctrl 590.51786 4.61 48.2 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 222.5 100 8.02E+06 RKS#QVNGEAGSYEM*TNQHVK 40.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35295:67017

787.02535 3 timecourse_ATM_ctrl1 787.02139 5.03 48.04 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 51.8 100 1.10E+06 RKS#QVNGEAGSYEM*TNQHVK 36.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:157699

1172.03476 2 timecourse_ATM_combo_4hr 1172.03099 3.22 47.74 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 10.8 100 5.42E+05 RKS#QVNGEAGSYEMTNQHVK 69.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:150370

781.69246 3 combeffx_ATM_PI3Ki 781.68975 3.47 47.71 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 47.5 100 2.83E+06 RKS#QVNGEAGSYEMTNQHVK 47.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35298:63886

787.02518 3 combeffx_ATM_comboi 787.02139 4.82 47.56 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 21.3 100 7.06E+05 RKS#QVNGEAGSYEM*TNQHVK 60 104 0 0 0 0 CTD small phosphatase‐like protein 2  35301:65349

744.32665 3 timecourse_ATM_combo_4hr 744.32307 4.82 47.31 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 16.8 100 5.38E+05 RKS#QVNGEAGSYEM*TNQHV 62.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:148491

554.49819 4 timecourse_ATM_combo_8hr 554.49539 5.05 45.86 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 62.7 100 2.82E+06 RKS#QVNGEAGSYEMTNQHV 20.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:149120

744.32642 3 timecourse_ATM_ctrl1 744.32307 4.5 45.6 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 27.0 100 9.40E+05 RKS#QVNGEAGSYEM*TNQHV 71.9 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:152059

787.02566 3 combeffx_ATM_comboi 787.02139 5.43 45.4 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 24.6 100 1.37E+06 RKS#QVNGEAGSYEM*TNQHVK 18.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35300:71501

590.52033 4 combeffx_ATM_MEKi 590.51786 4.18 45.03 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 42.0 100 8.52E+05 RKS#QVNGEAGSYEM*TNQHVK 17.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35297:50668

586.52226 4 combeffx_ATM_comboi 586.51913 5.34 44.78 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 440.5 100 4.43E+07 RKS#QVNGEAGSYEMTNQHVK 45.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35300:71151

744.3268 3 timecourse_ATM_combo_4hr 744.32307 5.01 44.75 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 18.1 100 5.35E+05 RKS#QVNGEAGSYEM*TNQHV 72.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:146016

787.02604 3 timecourse_ATM_combo_8hr 787.02139 5.91 44.65 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 28.0 100 8.26E+05 RKS#QVNGEAGSYEM*TNQHVK 46 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:157240

787.02529 3 combeffx_ATM_MEKi 787.02139 4.96 44.08 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 36.0 100 4.59E+05 RKS#QVNGEAGSYEM*TNQHVK 34.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35297:50678

586.52121 4 combeffx_ATM_ctrl 586.51913 3.55 43.47 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 256.2 100 2.56E+07 RKS#QVNGEAGSYEMTNQHVK 20.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35295:66747

787.02686 3 timecourse_ATM_ctrl1 787.02139 6.95 42.96 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 36.8 100 9.75E+05 RKS#QVNGEAGSYEM*TNQHVK 58.9 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:155250

554.49815 4 timecourse_ATM_ctrl2 554.49539 5 42.5 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 47.5 100 1.44E+06 RKS#QVNGEAGSYEMTNQHV 19.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:137153

781.69391 3 timecourse_ATM_combo_8hr 781.68975 5.32 41.85 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 357.8 100 2.85E+07 RKS#QVNGEAGSYEMTNQHVK 40.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:154570

787.02596 3 timecourse_ATM_combo_4hr 787.02139 5.81 41.31 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 27.3 100 6.20E+05 RKS#QVNGEAGSYEM*TNQHVK 32 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:151020



765.65096 3 timecourse_ATM_combo_4hr 765.64687 5.34 41.31 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGS#YEMTNQHV.K 6.6 100 2.27E+05 RKS#QVNGEAGS#YEMTNQHV 58.9 104 6.4 112 0,1 0 0 CTD small phosphatase‐like protein 2  35452:148410

798.88293 2 timecourse_ATM_ctrl2 798.87811 6.05 40.93 CTDSPL2  CTSL2_HUMAN 0 R.KAS#QQSNQIQTQR.T 27.1 92 1.47E+05 KAS#QQSNQIQTQR 41.3 9 0 0 0 0 CTD small phosphatase‐like protein 2  35446:86657

590.52133 4 timecourse_ATM_combo_8hr 590.51786 5.88 40.86 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 151.9 100 5.07E+06 RKS#QVNGEAGSYEM*TNQHVK 29.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:157230

586.5202 4 timecourse_ATM_combo_4hr 586.51913 1.82 40.68 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 935.0 100 1.10E+08 RKS#QVNGEAGSYEMTNQHVK 20.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:150350

554.49839 4 timecourse_ATM_ctrl1 554.49539 5.41 40.66 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 55.9 100 2.18E+06 RKS#QVNGEAGSYEMTNQHV 13.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:149070

787.02619 3 timecourse_ATM_ctrl2 787.02139 6.1 40.39 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 51.0 100 9.82E+05 RKS#QVNGEAGSYEM*TNQHVK 40.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:143233

1172.03493 2 timecourse_ATM_ctrl2 1172.03099 3.36 40.08 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 10.0 100 7.92E+05 RKS#QVNGEAGSYEMTNQHVK 75.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:142503

586.52051 4 timecourse_ATM_combo_4hr 586.51913 2.35 39.88 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1003.9 100 1.01E+08 RKS#QVNGEAGSYEMTNQHVK 17.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:153141

765.65112 3 timecourse_ATM_combo_8hr 765.64687 5.55 39.57 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGS#YEMTNQHV.K 12.5 100 5.30E+05 RKS#QVNGEAGS#YEMTNQHV 72.4 104 0 112 0,4 0 0 CTD small phosphatase‐like protein 2  35451:154520

586.52016 4 timecourse_ATM_combo_8hr 586.51913 1.76 39.47 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 898.5 100 1.30E+08 RKS#QVNGEAGSYEMTNQHVK 38.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:156550

586.52258 4 timecourse_ATM_ctrl1 586.51913 5.88 39.07 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1332.4 100 1.66E+08 RKS#QVNGEAGSYEMTNQHVK 22.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:154560

787.02654 3 timecourse_ATM_ctrl2 787.02139 6.54 38.92 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 41.1 100 8.22E+05 RKS#QVNGEAGSYEM*TNQHVK 40.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:140682

586.52156 4 combeffx_ATM_MEKi 586.51913 4.14 38.8 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 68.0 100 2.42E+06 RKS#QVNGEAGSYEMTNQHVK 45.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35297:50498

590.52149 4 timecourse_ATM_combo_4hr 590.51786 6.15 38.74 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 134.2 100 3.80E+06 RKS#QVNGEAGSYEM*TNQHVK 30 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:153781

1172.03585 2 timecourse_ATM_ctrl2 1172.03099 4.15 38.36 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 6.1 100 5.42E+05 RKS#QVNGEAGSYEMTNQHVK 29.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:139942

586.52169 4 timecourse_ATM_ctrl1 586.51913 4.36 38.34 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1564.5 100 1.68E+08 RKS#QVNGEAGSYEMTNQHVK 47.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:156989

586.52256 4 timecourse_ATM_combo_2hr 586.51913 5.85 38.24 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1125.2 100 6.67E+07 RKS#QVNGEAGSYEMTNQHVK 33.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35454:145701

590.52078 4 timecourse_ATM_ctrl1 590.51786 4.94 37.44 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 240.7 100 6.38E+06 RKS#QVNGEAGSYEM*TNQHVK 29.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:157689

586.5218 4 timecourse_ATM_ctrl2 586.51913 4.55 36.68 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1164.5 100 1.33E+08 RKS#QVNGEAGSYEMTNQHVK 25.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:142523

744.32674 3 timecourse_ATM_combo_2hr 744.32307 4.93 36.59 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHV.K 25.0 100 5.67E+05 RKS#QVNGEAGSYEM*TNQHV 79.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35455:141761

590.52143 4 timecourse_ATM_combo_2hr 590.51786 6.05 36.45 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 129.8 100 3.35E+06 RKS#QVNGEAGSYEM*TNQHVK 29.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35454:146191

586.5209 4 combeffx_ATM_PI3Ki 586.51913 3.02 36.35 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 468.1 100 3.47E+07 RKS#QVNGEAGSYEMTNQHVK 20.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35298:63876

808.3488 3 timecourse_ATM_combo_4hr 808.34519 4.47 35.95 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGS#YEMTNQHVK.Q 11.1 100 4.56E+05 RKS#QVNGEAGS#YEMTNQHVK 63.1 104 30.8 112 0 0 CTD small phosphatase‐like protein 2  35453:156371

590.52036 4 combeffx_ATM_ctrl 590.51786 4.25 35.93 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 141.1 100 6.80E+06 RKS#QVNGEAGSYEM*TNQHVK 31.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35294:69038

586.52071 4 timecourse_ATM_combo_2hr 586.51913 2.69 35.22 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 800.1 100 6.64E+07 RKS#QVNGEAGSYEMTNQHVK 28.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35454:145681

590.52122 4 timecourse_ATM_combo_4hr 590.51786 5.69 35.13 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 143.2 100 4.31E+06 RKS#QVNGEAGSYEM*TNQHVK 28.5 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:151010

586.5223 4 timecourse_ATM_combo_4hr 586.51913 5.4 34.77 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1347.9 100 1.10E+08 RKS#QVNGEAGSYEMTNQHVK 25.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:150380

765.65135 3 timecourse_ATM_combo_8hr 765.64687 5.85 34.59 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGS#YEMTNQHV.K 11.1 100 4.63E+05 RKS#QVNGEAGS#YEMTNQHV 102.6 104 7 112 0,1 0 0 CTD small phosphatase‐like protein 2  35450:152450

586.52198 4 timecourse_ATM_combo_8hr 586.51913 4.88 34.27 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1525.0 100 1.30E+08 RKS#QVNGEAGSYEMTNQHVK 52.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:156580

586.52017 4 timecourse_ATM_combo_1hr 586.51913 1.77 34.08 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1091.2 100 9.48E+07 RKS#QVNGEAGSYEMTNQHVK 26.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35457:156535

586.52086 4 combeffx_ATM_PI3Ki 586.51913 2.95 34.07 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 467.4 100 3.47E+07 RKS#QVNGEAGSYEMTNQHVK 20.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35298:63866

586.52234 4 combeffx_ATM_comboi 586.51913 5.47 33.81 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 433.4 100 4.43E+07 RKS#QVNGEAGSYEMTNQHVK 31.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35300:71161

590.52127 4 timecourse_ATM_combo_1hr 590.51786 5.77 33.73 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 132.0 100 4.43E+06 RKS#QVNGEAGSYEM*TNQHVK 29.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:157207

586.52067 4 timecourse_ATM_ctrl1 586.51913 2.63 32.66 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 971.7 100 1.24E+08 RKS#QVNGEAGSYEMTNQHVK 20.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:154530

590.52104 4 combeffx_ATM_ctrl 590.51786 5.39 32.64 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 9.0 100 9.59E+05 RKS#QVNGEAGSYEM*TNQHVK 40.3 104 0 0 0 0 CTD small phosphatase‐like protein 2  35294:69068

586.52107 4 combeffx_ATM_ctrl 586.51913 3.31 32.44 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 278.6 100 2.56E+07 RKS#QVNGEAGSYEMTNQHVK 39.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35295:66727

554.49838 4 timecourse_ATM_combo_4hr 554.49539 5.39 31.04 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHV.K 24.5 100 1.18E+06 RKS#QVNGEAGSYEMTNQHV 19.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35452:145346

590.5214 4 timecourse_ATM_ctrl2 590.51786 5.99 31.03 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 245.2 100 6.16E+06 RKS#QVNGEAGSYEM*TNQHVK 24.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:143223

590.5213 4 combeffx_ATM_comboi 590.51786 5.83 30.96 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 49.0 100 3.14E+06 RKS#QVNGEAGSYEM*TNQHVK 17.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35300:71511

590.52183 4 timecourse_ATM_ctrl1 590.51786 6.72 30.81 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 205.6 100 6.20E+06 RKS#QVNGEAGSYEM*TNQHVK 23.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:155240

554.49817 4 timecourse_ATM_combo_4hr 554.49539 5.01 30.72 CTDSPL2  CTSL2_HUMAN 0 R.RKSQVNGEAGS#YEMTNQHV.K 25.7 100 1.04E+06 RKS#QVNGEAGSYEMTNQHV 13.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:147801

586.52098 4 combeffx_ATM_MEKi 586.51913 3.15 30.48 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 62.6 100 3.23E+06 RKS#QVNGEAGSYEMTNQHVK 38.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35296:55159

586.52065 4 timecourse_ATM_combo_2hr 586.51913 2.59 30.19 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 443.3 94 4.85E+06 RKS#QVNGEAGSYEMTNQHVK 24.9 104 0 0 0 0 CTD small phosphatase‐like protein 2  35455:146071

586.52118 4 combeffx_ATM_PI3Ki 586.51913 3.51 30.16 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 466.1 100 3.47E+07 RKS#QVNGEAGSYEMTNQHVK 26.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35298:63896

586.52068 4 timecourse_ATM_combo_1hr 586.51913 2.64 28.91 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 912.6 100 9.42E+07 RKS#QVNGEAGSYEMTNQHVK 22.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:156527

586.52218 4 timecourse_ATM_combo_4hr 586.51913 5.2 28.53 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1593.7 100 9.99E+07 RKS#QVNGEAGSYEMTNQHVK 31.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35453:153171

590.52029 4 combeffx_ATM_MEKi 590.51786 4.12 28.18 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 88.6 100 1.85E+06 RKS#QVNGEAGSYEM*TNQHVK 16.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35296:55469

590.52115 4 timecourse_ATM_combo_8hr 590.51786 5.57 27.81 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 134.5 100 5.36E+06 RKS#QVNGEAGSYEM*TNQHVK 45.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:155220

590.52096 4 timecourse_ATM_combo_2hr 590.51786 5.25 27.61 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 143.1 100 3.26E+06 RKS#QVNGEAGSYEM*TNQHVK 29.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35455:146631

586.52173 4 combeffx_ATM_comboi 586.51913 4.43 27.6 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 450.6 100 3.23E+07 RKS#QVNGEAGSYEMTNQHVK 29.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35301:65029

554.49856 4 timecourse_ATM_combo_1hr 554.49539 5.72 26.62 CTDSPL2  CTSL2_HUMAN 0 R.RKSQVNGEAGS#YEMTNQHV.K 19.0 100 9.32E+05 RKS#QVNGEAGSYEMTNQHV 13.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:151417

554.49778 4 timecourse_ATM_combo_2hr 554.49539 4.33 26.19 CTDSPL2  CTSL2_HUMAN 0 R.RKSQVNGEAGS#YEMTNQHV.K 30.7 100 8.23E+05 RKS#QVNGEAGSYEMTNQHV 19.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35455:141101

1172.0358 2 timecourse_ATM_combo_2hr 1172.03099 4.1 25.74 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 12.2 100 2.94E+05 RKS#QVNGEAGSYEMTNQHVK 84.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35455:146091

590.51986 4 combeffx_ATM_PI3Ki 590.51786 3.39 25.69 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 76.3 100 2.44E+06 RKS#QVNGEAGSYEM*TNQHVK 31.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35299:60884

586.52245 4 timecourse_ATM_ctrl2 586.51913 5.66 25.55 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 7.2 94 1.00E+06 RKS#QVNGEAGSYEMTNQHVK 32.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:139962

590.51974 4 timecourse_ATM_ctrl1 590.51786 3.18 25.19 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 3.6 100 5.19E+05 RKS#QVNGEAGSYEM*TNQHVK 31.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35448:155230

554.49751 4 timecourse_ATM_ctrl1 554.49539 3.82 24.95 CTDSPL2  CTSL2_HUMAN 0 R.RKSQVNGEAGS#YEMTNQHV.K 54.2 100 2.12E+06 RKS#QVNGEAGSYEMTNQHV 13.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35449:151309

586.52124 4 combeffx_ATM_ctrl 586.51913 3.6 24.04 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 231.0 100 2.45E+07 RKS#QVNGEAGSYEMTNQHVK 25.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35294:68708

586.52091 4 combeffx_ATM_PI3Ki 586.51913 3.03 23.9 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 401.3 100 2.74E+07 RKS#QVNGEAGSYEMTNQHVK 26.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35299:60544

586.52066 4 timecourse_ATM_combo_8hr 586.51913 2.61 23.1 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 913.3 100 1.33E+08 RKS#QVNGEAGSYEMTNQHVK 23.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35450:154540

590.5206 4 timecourse_ATM_combo_1hr 590.51786 4.64 23.08 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 160.8 100 4.49E+06 RKS#QVNGEAGSYEM*TNQHVK 37.9 104 0 0 0 0 CTD small phosphatase‐like protein 2  35457:157165

586.52252 4 timecourse_ATM_ctrl2 586.51913 5.78 21.55 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 485.7 100 1.01E+07 RKS#QVNGEAGSYEMTNQHVK 14.8 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:139972

586.5226 4 timecourse_ATM_combo_1hr 586.51913 5.92 21.24 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 1237.8 100 9.47E+07 RKS#QVNGEAGSYEMTNQHVK 19.1 104 0 0 0 0 CTD small phosphatase‐like protein 2  35456:156557

586.52237 4 timecourse_ATM_ctrl2 586.51913 5.52 21.19 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 7.2 94 1.13E+06 RKS#QVNGEAGSYEMTNQHVK 18.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35447:142533

590.52172 4 timecourse_ATM_ctrl2 590.51786 6.54 20.94 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 220.1 100 5.77E+06 RKS#QVNGEAGSYEM*TNQHVK 23.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35446:140672

590.52071 4 combeffx_ATM_comboi 590.51786 4.83 19.76 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 33.8 100 1.30E+06 RKS#QVNGEAGSYEM*TNQHVK 31.6 104 0 0 0 0 CTD small phosphatase‐like protein 2  35301:65359

586.52202 4 combeffx_ATM_comboi 586.51913 4.93 19.34 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 442.6 100 3.45E+07 RKS#QVNGEAGSYEMTNQHVK 22.2 104 0 0 0 0 CTD small phosphatase‐like protein 2  35301:65049

586.52224 4 timecourse_ATM_combo_8hr 586.51913 5.3 19.04 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEMTNQHVK.Q 5.7 94 1.03E+06 RKS#QVNGEAGSYEMTNQHVK 17.4 104 0 0 0 0 CTD small phosphatase‐like protein 2  35451:156590

590.52035 4 combeffx_ATM_PI3Ki 590.51786 4.22 18.79 CTDSPL2  CTSL2_HUMAN 0 R.RKS#QVNGEAGSYEM*TNQHVK.Q 105.5 100 3.51E+06 RKS#QVNGEAGSYEM*TNQHVK 17.7 104 0 0 0 0 CTD small phosphatase‐like protein 2  35298:64136

725.30784 3 timecourse_ATM_combo_8hr 725.30376 5.63 42.65 CTTN  SRC8_HUMAN 5 R.AKT#QT#PPVS#PAPQPTEER.L 33.6 100 1.29E+06 AKT#QT#PPVS#PAPQPTEER 148.6 399 179.4 401 159.2 405 Src substrate cortactin  35450:147340

568.24538 2 timecourse_ATM_combo_8hr 568.24260 4.89 40.96 CTTN  SRC8_HUMAN 2 K.LAKHES#QQD.Y 27.7 100 2.53E+05 LAKHES#QQD 1000 298 0 0 0 0 Src substrate cortactin  35450:38676

725.30762 3 timecourse_ATM_combo_8hr 725.30376 5.32 37.83 CTTN  SRC8_HUMAN 5 R.AKT#QT#PPVS#PAPQPTEER.L 33.3 100 1.28E+06 AKT#QT#PPVS#PAPQPTEER 125.7 399 140.8 401 99.2 405 Src substrate cortactin  35451:149320

516.88962 3 combeffx_ATM_PI3Ki 516.88747 4.16 32.47 CTTN  SRC8_HUMAN 4 K.HAS#QKDYSSGFGGK.Y 8.7 100 3.66E+05 HAS#QKDYSSGFGGK 60.5 150 0 0 0 0 Src substrate cortactin  35298:37817

843.38563 3 timecourse_ATM_combo_8hr 843.38153 4.86 53.66 CUX1  CUX1_HUMAN 0 R.ELFIEEIQAGS#QGQAGASDSPSAR.S 7.6 100 9.54E+05 ELFIEEIQAGS#QGQAGASDSPSAR 44.4 1312 0 0 0 0 Homeobox protein cut‐like 1  35451:164930

846.43829 2 timecourse_ATM_combo_8hr 846.43440 4.6 46.3 CUX1  CUX1_HUMAN 0 K.QAPLS#QSDITILTPK.L 4.0 100 6.38E+05 QAPLS#QSDITILTPK 24.8 734 0 0 0 0 Homeobox protein cut‐like 1  35450:109117

843.38635 3 timecourse_ATM_combo_4hr 843.38153 5.72 43.98 CUX1  CUX1_HUMAN 0 R.ELFIEEIQAGS#QGQAGASDSPSAR.S 7.5 100 8.67E+05 ELFIEEIQAGS#QGQAGASDSPSAR 67.9 1312 0 0 0 0 Homeobox protein cut‐like 1  35452:158170

846.43937 2 timecourse_ATM_combo_4hr 846.43440 5.87 39.06 CUX1  CUX1_HUMAN 0 K.QAPLSQS#DITILTPK.L 3.4 94 4.35E+05 QAPLSQS#DITILTPK 18.9 736 0 0 0 0 Homeobox protein cut‐like 1  35452:106761

846.43843 2 timecourse_ATM_combo_4hr 846.43440 4.76 35.77 CUX1  CUX1_HUMAN 0 K.QAPLS#QSDITILTPK.L 3.3 94 4.73E+05 QAPLS#QSDITILTPK 18.9 734 0 0 0 0 Homeobox protein cut‐like 1  35453:108742

846.43847 2 timecourse_ATM_combo_8hr 846.43440 4.81 31.8 CUX1  CUX1_HUMAN 0 K.QAPLS#QSDITILTPK.L 4.8 100 7.84E+05 QAPLS#QSDITILTPK 13.3 734 0 0 0 0 Homeobox protein cut‐like 1  35451:110085

846.43868 2 combeffx_ATM_comboi 846.43440 5.06 27 CUX1  CUX1_HUMAN 0 K.QAPLS#QSDITILTPK.L 6.3 100 1.50E+06 QAPLS#QSDITILTPK 7.5 734 0,2 0 0 0 0 Homeobox protein cut‐like 1  35300:49759

677.29176 2 timecourse_ATM_ctrl2 677.28774 5.94 70.38 CWC15  CWC15_HUMAN 0 R.QTT#QDAPEEVR.N 14.0 100 2.02E+05 QTT#QDAPEEVR 16.2 47 0 0 0 0 Protein CWC15 homolog  35447:63075

677.29207 2 timecourse_ATM_ctrl2 677.28774 6.39 66.48 CWC15  CWC15_HUMAN 0 R.QTT#QDAPEEVR.N 14.1 100 1.74E+05 QTT#QDAPEEVR 24.4 47 0 0 0 0 Protein CWC15 homolog  35446:62185

649.80638 2 timecourse_ATM_combo_8hr 649.80302 5.17 57.32 CWC15  CWC15_HUMAN 0 R.GKGEGDLS#QLSK.Q 19.2 100 8.15E+05 GKGEGDLS#QLSK 49.6 24 0 0 0 0 Protein CWC15 homolog  35450:64586

649.80594 2 timecourse_ATM_combo_8hr 649.80302 4.49 46.57 CWC15  CWC15_HUMAN 0 R.GKGEGDLS#QLSK.Q 24.7 100 9.44E+05 GKGEGDLS#QLSK 46.2 24 0 0 0 0 Protein CWC15 homolog  35451:64675

677.29124 2 timecourse_ATM_ctrl1 677.28774 5.17 42.95 CWC15  CWC15_HUMAN 0 R.QTT#QDAPEEVR.N 10.2 100 1.93E+05 QTT#QDAPEEVR 32.4 47 0 0 0 0 Protein CWC15 homolog  35449:73296

677.2919 2 timecourse_ATM_combo_4hr 677.28774 6.16 30.93 CWC15  CWC15_HUMAN 0 R.QTT#QDAPEEVR.N 10.0 100 1.93E+05 QTT#QDAPEEVR 6.9 47 ‐1,0 0 0 0 0 Protein CWC15 homolog  35453:71327

677.29105 2 timecourse_ATM_combo_2hr 677.28774 4.89 29.12 CWC15  CWC15_HUMAN 0 R.QTT#QDAPEEVR.N 11.4 100 1.77E+05 QTT#QDAPEEVR 0 47 ‐1,0 0 0 0 0 Protein CWC15 homolog  35455:67621

677.29222 2 timecourse_ATM_ctrl1 677.28774 6.63 26.27 CWC15  CWC15_HUMAN 0 R.QTT#QDAPEEVR.N 9.8 100 1.72E+05 QTT#QDAPEEVR 32.4 47 0 0 0 0 Protein CWC15 homolog  35448:72346

677.29171 2 timecourse_ATM_combo_2hr 677.28774 5.86 24.15 CWC15  CWC15_HUMAN 0 R.QTT#QDAPEEVR.N 9.7 100 1.69E+05 QT#TQDAPEEVR 22.9 46 0 0 0 0 Protein CWC15 homolog  35454:68141

677.2911 2 timecourse_ATM_combo_1hr 677.28774 4.96 23.42 CWC15  CWC15_HUMAN 0 R.QTT#QDAPEEVR.N 7.0 100 1.77E+05 QTT#QDAPEEVR 13.2 47 0 0 0 0 Protein CWC15 homolog  35457:72650

433.54004 3 combeffx_ATM_comboi 433.53777 5.24 21.42 CWC15  CWC15_HUMAN 0 R.GKGEGDLS#QLSK.Q 8.9 100 5.22E+05 GKGEGDLS#QLSK 26.4 24 0 0 0 0 Protein CWC15 homolog  35300:27683

663.77212 2 timecourse_ATM_ctrl1 663.76823 5.86 49.02 CWF19L1  C19L1_HUMAN 0 R.MMLCTTS#QFK.G 11.2 100 4.00E+05 MMLCTTS#QFK 26.4 144 0 0 0 0 CWF19‐like protein 1  35448:69178

663.77233 2 timecourse_ATM_combo_1hr 663.76823 6.18 44.17 CWF19L1  C19L1_HUMAN 0 R.MMLCT#TSQFK.G 16.8 100 5.48E+05 MMLCTTS#QFK 24.4 144 0 0 0 0 CWF19‐like protein 1  35456:69378

663.77178 2 timecourse_ATM_combo_4hr 663.76823 5.35 38.74 CWF19L1  C19L1_HUMAN 0 R.MMLCTTS#QFK.G 11.0 100 4.10E+05 MMLCTTS#QFK 22.9 144 0 0 0 0 CWF19‐like protein 1  35453:68269

663.77106 2 timecourse_ATM_ctrl1 663.76823 4.26 36.7 CWF19L1  C19L1_HUMAN 0 R.MMLCTTS#QFK.G 12.0 100 3.76E+05 MMLCTTS#QFK 9.3 144 ‐1,0 0 0 0 0 CWF19‐like protein 1  35449:70195

663.7717 2 timecourse_ATM_combo_1hr 663.76823 5.23 36.69 CWF19L1  C19L1_HUMAN 0 R.MMLCTTS#QFK.G 19.4 100 5.87E+05 MMLCTTS#QFK 28.9 144 0 0 0 0 CWF19‐like protein 1  35457:69561

663.7719 2 timecourse_ATM_combo_4hr 663.76823 5.53 35.75 CWF19L1  C19L1_HUMAN 0 R.MMLCTTS#QFK.G 9.7 100 3.90E+05 MMLCTTS#QFK 20.4 144 0 0 0 0 CWF19‐like protein 1  35452:66785

663.7714 2 timecourse_ATM_combo_2hr 663.76823 4.78 35.1 CWF19L1  C19L1_HUMAN 0 R.MMLCTTS#QFK.G 9.7 100 1.94E+05 MMLCTTS#QFK 24.4 144 0 0 0 0 CWF19‐like protein 1  35455:64847

663.77208 2 timecourse_ATM_ctrl2 663.76823 5.8 27.33 CWF19L1  C19L1_HUMAN 0 R.MMLCTTS#QFK.G 6.4 100 1.49E+05 MMLCTTS#QFK 20.4 144 0 0 0 0 CWF19‐like protein 1  35446:59538

564.26047 2 timecourse_ATM_ctrl1 564.25825 3.93 38.86 DAAM2  DAAM2_HUMAN 1 R.SGS#QALEVTR.E 6.4 100 2.26E+05 SGS#QALEVTR 0 1052 ‐2,0 0 0 0 0 Disheveled‐associated activator of morphogenesis 2  35448:37738

564.25994 2 timecourse_ATM_ctrl1 564.25825 3 34.38 DAAM2  DAAM2_HUMAN 1 R.SGS#QALEVTR.E 5.6 100 1.93E+05 SGS#QALEVTR 0 1052 ‐2,0 0 0 0 0 Disheveled‐associated activator of morphogenesis 2  35449:38019

564.26042 2 timecourse_ATM_ctrl2 564.25825 3.85 28.29 DAAM2  DAAM2_HUMAN 1 R.SGS#QALEVTR.E 7.7 100 1.98E+05 SGS#QALEVTR 0 1052 ‐2,0 0 0 0 0 Disheveled‐associated activator of morphogenesis 2  35446:32231

642.31286 2 timecourse_ATM_ctrl2 642.30881 6.31 26.25 DAAM2  DAAM2_HUMAN 1 K.RSGS#QALEVTR.E 4.0 100 6.30E+04 RSGS#QALEVTR 13.3 1052 0 0 0 0 Disheveled‐associated activator of morphogenesis 2  35446:54378

807.73356 3 timecourse_ATM_combo_2hr 807.72854 6.21 37.21 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALSQTGS#LFKPR.K 21.9 100 6.92E+05 NDWHGGAIVSALSQTGS#LFKPR 12.6 315 ‐4,0 0 0 0 0 28S ribosomal protein S29, mitochondrial  35455:149101

606.05229 4 timecourse_ATM_combo_4hr 606.04823 6.7 35.08 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALS#QTGSLFKPR.K 8.8 100 2.63E+05 NDWHGGAIVSALS#QTGSLFKPR 16.5 311 0 0 0 0 28S ribosomal protein S29, mitochondrial  35452:153510

807.73365 3 timecourse_ATM_combo_8hr 807.72854 6.33 35.07 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALSQTGS#LFKPR.K 15.4 100 7.09E+05 NDWHGGAIVSALS#QTGSLFKPR 20.1 311 0 0 0 0 28S ribosomal protein S29, mitochondrial  35450:157860

807.73479 3 timecourse_ATM_ctrl1 807.72854 7.74 34.14 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALS#QTGSLFKPR.K 12.6 100 5.11E+05 NDWHGGAIVSALS#QTGSLFKPR 16.2 311 0 0 0 0 28S ribosomal protein S29, mitochondrial  35448:157820

807.73351 3 timecourse_ATM_combo_2hr 807.72854 6.15 31.33 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALSQT#GSLFKPR.K 21.1 100 6.44E+05 NDWHGGAIVSALS#QTGSLFKPR 28.7 311 0 0 0 0 28S ribosomal protein S29, mitochondrial  35454:148551

807.73378 3 timecourse_ATM_combo_4hr 807.72854 6.49 29.99 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALS#QTGSLFKPR.K 20.2 100 8.32E+05 NDWHGGAIVSALS#QTGSLFKPR 16.2 311 0 0 0 0 28S ribosomal protein S29, mitochondrial  35453:156341

807.73436 3 timecourse_ATM_combo_4hr 807.72854 7.21 28.34 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALSQTGS#LFKPR.K 16.0 100 6.94E+05 NDWHGGAIVSALS#QTGSLFKPR 11.7 311 0,4 0 0 0 0 28S ribosomal protein S29, mitochondrial  35452:153520

807.73417 3 timecourse_ATM_combo_8hr 807.72854 6.97 28.05 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALS#QTGSLFKPR.K 15.4 100 7.73E+05 NDWHGGAIVSALS#QTGSLFKPR 12.7 311 0,2 0 0 0 0 28S ribosomal protein S29, mitochondrial  35451:159910

807.73466 3 timecourse_ATM_combo_1hr 807.72854 7.58 25.61 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALS#QTGSLFKPR.K 24.9 100 9.31E+05 NDWHGGAIVSALS#QTGSLFKPR 14.1 311 0 0 0 0 28S ribosomal protein S29, mitochondrial  35456:159587

807.73382 3 timecourse_ATM_ctrl2 807.72854 6.54 24.81 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALS#QTGSLFKPR.K 11.0 100 3.57E+05 NDWHGGAIVSALSQTGS#LFKPR 10.4 315 ‐4,0 0 0 0 0 28S ribosomal protein S29, mitochondrial  35447:146053

807.73322 3 timecourse_ATM_ctrl1 807.72854 5.79 20.06 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALS#QTGSLFKPR.K 14.7 100 5.69E+05 NDWHGGAIVSALS#QTGSLFKPR 2.2 311 0,4 0 0 0 0 28S ribosomal protein S29, mitochondrial  35449:160169

807.73382 3 timecourse_ATM_combo_1hr 807.72854 6.54 15.7 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALS#QTGSLFKPR.K 24.1 100 1.02E+06 NDWHGGAIVSALS#QTGSLFKPR 18 311 0 0 0 0 28S ribosomal protein S29, mitochondrial  35457:159605

807.73366 3 timecourse_ATM_ctrl2 807.72854 6.34 11.69 DAP3  RT29_HUMAN 3 K.NDWHGGAIVSALS#QTGSLFKPR.K 11.6 100 3.09E+05 NDWHGGAIVSALSQTGS#LFKPR 7.5 315 ‐2,0 0 0 0 0 28S ribosomal protein S29, mitochondrial  35446:143352

709.85845 2 timecourse_ATM_combo_1hr 709.85558 4.04 43.95 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 24.8 100 1.17E+06 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35456:79986

673.78729 2 timecourse_ATM_combo_4hr 673.78483 3.65 41.24 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 22.4 100 1.22E+06 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35452:68995

673.78796 2 timecourse_ATM_ctrl2 673.78483 4.65 41.12 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 28.7 100 1.23E+06 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35446:61445

673.78741 2 timecourse_ATM_ctrl1 673.78483 3.83 41.09 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 36.8 100 2.17E+06 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35448:71526

673.78725 2 timecourse_ATM_ctrl2 673.78483 3.59 40.94 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 32.8 100 1.37E+06 TEFIT#QEENR 113.4 604 0 0 0 0 Protein DBF4 homolog A  35447:62335

581.28938 2 timecourse_ATM_combo_1hr 581.28681 4.42 40.62 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 98.5 100 3.90E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35457:43247

581.28977 2 timecourse_ATM_ctrl2 581.28681 5.11 40.16 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 29.2 94 9.36E+05 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35447:37814

709.85636 2 timecourse_ATM_ctrl1 709.85558 1.1 39.02 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 12.3 100 6.46E+05 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35449:81034

709.85766 2 timecourse_ATM_combo_4hr 709.85558 2.93 38.75 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 18.9 100 6.66E+05 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35453:79014

581.28954 2 timecourse_ATM_combo_4hr 581.28681 4.7 38.25 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 60.4 100 2.29E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35453:42929

581.28992 2 combeffx_ATM_comboi 581.28681 5.35 37.07 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 14.2 100 1.15E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35300:18521

581.28938 2 timecourse_ATM_ctrl1 581.28681 4.42 37.05 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 50.0 100 1.83E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35449:44266

673.78682 2 timecourse_ATM_combo_1hr 673.78483 2.95 36.96 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 31.6 100 1.57E+06 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35457:71840

581.28882 2 combeffx_ATM_PI3Ki 581.28681 3.46 36.87 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 13.1 94 7.30E+05 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35298:16976

673.78677 2 timecourse_ATM_combo_2hr 673.78483 2.88 35.94 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 28.4 100 9.64E+05 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35455:66901

581.28987 2 timecourse_ATM_combo_1hr 581.28681 5.26 35.77 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 95.2 100 4.13E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35456:43094

673.78739 2 timecourse_ATM_combo_2hr 673.78483 3.8 35.66 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 31.8 100 1.04E+06 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35454:67461

709.85815 2 timecourse_ATM_ctrl1 709.85558 3.62 35.26 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 8.7 100 5.09E+05 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35448:79847

673.78708 2 timecourse_ATM_combo_8hr 673.78483 3.34 35.01 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 12.0 100 7.20E+05 TEFIT#QEENR 106.8 604 0 0 0 0 Protein DBF4 homolog A  35451:71186

673.78739 2 timecourse_ATM_ctrl1 673.78483 3.8 34.51 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 36.0 100 2.10E+06 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35449:72478

673.78682 2 timecourse_ATM_combo_4hr 673.78483 2.95 33.98 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 22.2 100 1.19E+06 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35453:70517

709.85808 2 timecourse_ATM_ctrl1 709.85558 3.52 33.55 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 8.6 100 5.09E+05 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35448:79837

581.28972 2 timecourse_ATM_combo_4hr 581.28681 5.01 32.75 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 64.7 100 2.43E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35452:41904

581.2902 2 timecourse_ATM_ctrl1 581.28681 5.83 32.42 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 41.9 100 1.82E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35448:43573

673.78795 2 timecourse_ATM_combo_8hr 673.78483 4.63 31.39 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 11.4 100 7.41E+05 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35450:70716

709.85775 2 timecourse_ATM_combo_1hr 709.85558 3.06 31.31 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 29.0 100 1.01E+06 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35457:80336

581.28976 2 timecourse_ATM_combo_2hr 581.28681 5.07 31.27 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 81.6 100 2.38E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35454:41040

709.85919 2 timecourse_ATM_combo_2hr 709.85558 5.09 31.24 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 21.8 100 6.08E+05 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35455:74687

581.28972 2 timecourse_ATM_combo_8hr 581.28681 5.01 31.17 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 35.4 94 1.72E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35451:42947

581.29003 2 timecourse_ATM_ctrl2 581.28681 5.54 28.12 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 27.1 100 8.23E+05 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35446:37375

709.85651 2 timecourse_ATM_combo_8hr 709.85558 1.31 27.82 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 7.5 100 5.58E+05 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35451:79730

581.28992 2 timecourse_ATM_combo_8hr 581.28681 5.35 26.69 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 35.3 100 1.64E+06 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35450:42902

709.85961 2 timecourse_ATM_combo_2hr 709.85558 5.68 26.68 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 19.8 100 6.79E+05 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35454:75311

673.78705 2 timecourse_ATM_combo_1hr 673.78483 3.29 26.13 DBF4  DBF4A_HUMAN 2 R.TEFIT#QEENR.I 27.1 100 1.59E+06 TEFIT#QEENR 88.8 604 0 0 0 0 Protein DBF4 homolog A  35456:71708

709.85932 2 timecourse_ATM_combo_4hr 709.85558 5.27 25.69 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 14.4 100 6.64E+05 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35452:77366

581.28987 2 combeffx_ATM_comboi 581.28681 5.28 24.22 DBF4  DBF4A_HUMAN 1 K.VELQHIS#QK.D 17.2 100 9.08E+05 VELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35301:16960

709.85964 2 timecourse_ATM_combo_2hr 709.85558 5.72 11.65 DBF4  DBF4A_HUMAN 1 K.EKVELQHIS#QK.D 20.6 100 6.79E+05 EKVELQHIS#QK 1000 381 0 0 0 0 Protein DBF4 homolog A  35454:75321

592.78536 2 timecourse_ATM_combo_8hr 592.78156 6.41 46.67 DBN1  DREB_HUMAN 5 H.LLTNGETT#QK.E 136.9 100 2.76E+06 LLTNGETT#QK 26.4 586 0 0 0 0 Drebrin  35451:46363

1309.63247 3 timecourse_ATM_combo_8hr 1309.62428 6.25 34.06 DBN1  DREB_HUMAN 5 R.ALDEVTSSQPPPLPPPPPPAQET#QEPSPILDSEETR.A 6.7 100 1.97E+06 ALDEVTSSQPPPLPPPPPPAQET#QEPSPILDSEETR 18.5 377 0 0 0 0 Drebrin  35450:184020

1309.63186 3 timecourse_ATM_combo_8hr 1309.62428 5.79 24.47 DBN1  DREB_HUMAN 5 R.ALDEVTSSQPPPLPPPPPPAQET#QEPSPILDSEETR.A 7.1 100 2.12E+06 ALDEVTSSQPPPLPPPPPPAQET#QEPSPILDSEETR 6.7 377 0,4 0 0 0 0 Drebrin  35451:187100

814.74278 3 timecourse_ATM_combo_8hr 814.73943 4.11 45.45 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 41.1 100 5.76E+06 QLT#QPETHFGREPAAAISRPR 33.5 291 0 0 0 0 Drebrin‐like protein  35450:159070

697.3201 2 timecourse_ATM_combo_1hr 697.31664 4.96 43.67 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 66.4 100 3.13E+06 QLT#QPETHFGR 64.5 291 0 0 0 0 Drebrin‐like protein  35457:77378

814.74236 3 timecourse_ATM_combo_4hr 814.73943 3.6 41.81 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 77.0 100 7.21E+06 QLT#QPETHFGREPAAAISRPR 33.5 291 0 0 0 0 Drebrin‐like protein  35453:157521

697.32029 2 timecourse_ATM_combo_2hr 697.31664 5.23 40.16 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 85.0 100 2.57E+06 QLT#QPETHFGR 61.1 291 0 0 0 0 Drebrin‐like protein  35455:71867

619.26991 2 timecourse_ATM_ctrl1 619.26609 6.17 39.76 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFG.R 30.4 100 1.03E+06 QLT#QPETHFG 44.3 291 0 0 0 0 Drebrin‐like protein  35448:56203

697.32016 2 timecourse_ATM_combo_4hr 697.31664 5.05 37.13 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 55.8 100 2.61E+06 QLT#QPETHFGR 68.6 291 0 0 0 0 Drebrin‐like protein  35453:76039

465.21618 3 timecourse_ATM_ctrl1 465.21352 5.72 35.23 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 211.0 100 7.60E+06 QLT#QPETHFGR 64.9 291 0 0 0 0 Drebrin‐like protein  35448:77006

697.32076 2 timecourse_ATM_combo_1hr 697.31664 5.91 33.93 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 69.3 100 3.12E+06 QLT#QPETHFGR 79.1 291 0 0 0 0 Drebrin‐like protein  35456:77051

814.7431 3 timecourse_ATM_ctrl2 814.73943 4.5 33.83 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 81.7 100 7.45E+06 QLT#QPETHFGREPAAAISRPR 19.9 291 0 0 0 0 Drebrin‐like protein  35446:144112

814.74197 3 timecourse_ATM_combo_1hr 814.73943 3.12 33.77 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 94.9 100 7.99E+06 QLT#QPETHFGREPAAAISRPR 19.9 291 0 0 0 0 Drebrin‐like protein  35457:160725

465.21622 3 timecourse_ATM_combo_8hr 465.21352 5.8 33.51 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 150.9 100 7.63E+06 QLT#QPETHFGR 74.4 291 0 0 0 0 Drebrin‐like protein  35450:76223

814.74243 3 timecourse_ATM_combo_2hr 814.73943 3.68 33.1 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 88.1 100 5.19E+06 QLT#QPETHFGREPAAAISRPR 19.9 291 0 0 0 0 Drebrin‐like protein  35455:150121

697.32035 2 timecourse_ATM_combo_2hr 697.31664 5.32 29.89 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 83.2 100 2.57E+06 QLT#QPETHFGR 49.6 291 0 0 0 0 Drebrin‐like protein  35454:72453

697.32046 2 timecourse_ATM_ctrl1 697.31664 5.48 29.29 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 79.1 100 3.66E+06 QLT#QPETHFGR 61.1 291 0 0 0 0 Drebrin‐like protein  35448:76996

619.26983 2 timecourse_ATM_combo_8hr 619.26609 6.04 29.05 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFG.R 32.9 100 1.12E+06 QLT#QPETHFG 41.7 291 0 0 0 0 Drebrin‐like protein  35451:55538

697.3206 2 timecourse_ATM_combo_8hr 697.31664 5.68 28.63 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 64.1 100 3.37E+06 QLT#QPETHFGR 26.8 291 0 0 0 0 Drebrin‐like protein  35450:76213

814.74304 3 timecourse_ATM_ctrl1 814.73943 4.43 28.47 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 91.1 100 8.94E+06 QLT#QPETHFGREPAAAISRPR 30.3 291 0 0 0 0 Drebrin‐like protein  35448:158460

697.32018 2 timecourse_ATM_combo_8hr 697.31664 5.08 28.22 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 71.8 100 3.84E+06 QLT#QPETHFGR 43.5 291 0 0 0 0 Drebrin‐like protein  35451:76704

465.21614 3 timecourse_ATM_combo_2hr 465.21352 5.63 28.11 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 238.7 100 5.48E+06 QLT#QPETHFGR 74.9 291 0 0 0 0 Drebrin‐like protein  35454:72463

465.21584 3 timecourse_ATM_combo_4hr 465.21352 4.99 27.71 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 151.2 100 5.56E+06 QLT#QPETHFGR 69.3 291 0 0 0 0 Drebrin‐like protein  35453:76029

619.26976 2 timecourse_ATM_combo_2hr 619.26609 5.93 27.7 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFG.R 36.7 100 7.23E+05 QLT#QPETHFG 31.5 291 0 0 0 0 Drebrin‐like protein  35454:53022

814.74177 3 timecourse_ATM_ctrl1 814.73943 2.87 27.39 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 94.4 100 8.78E+06 QLT#QPETHFGREPAAAISRPR 30.3 291 0 0 0 0 Drebrin‐like protein  35449:160909

465.21579 3 timecourse_ATM_combo_1hr 465.21352 4.88 27.26 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 164.3 100 6.73E+06 QLT#QPETHFGR 64.3 291 0 0 0 0 Drebrin‐like protein  35457:77368

619.2702 2 timecourse_ATM_combo_8hr 619.26609 6.64 26.7 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFG.R 33.6 100 1.15E+06 QLT#QPETHFG 34.5 291 0 0 0 0 Drebrin‐like protein  35450:55577

697.32059 2 timecourse_ATM_ctrl2 697.31664 5.66 26.66 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 60.4 100 1.91E+06 QLT#QPETHFGR 58 291 0 0 0 0 Drebrin‐like protein  35447:67286

697.32086 2 timecourse_ATM_ctrl2 697.31664 6.05 26.26 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 50.0 100 1.54E+06 QLT#QPETHFGR 43.5 291 0 0 0 0 Drebrin‐like protein  35446:66175

465.21599 3 timecourse_ATM_combo_8hr 465.21352 5.31 26.08 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 164.4 100 7.73E+06 QLT#QPETHFGR 79.4 291 0 0 0 0 Drebrin‐like protein  35451:76714

465.21605 3 timecourse_ATM_combo_2hr 465.21352 5.44 25.19 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 234.2 100 5.45E+06 QLT#QPETHFGR 64.9 291 0 0 0 0 Drebrin‐like protein  35455:71877

697.32044 2 timecourse_ATM_combo_4hr 697.31664 5.45 25.17 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 62.2 100 2.55E+06 QLT#QPETHFGR 37.5 291 0 0 0 0 Drebrin‐like protein  35452:74366

465.21609 3 timecourse_ATM_combo_4hr 465.21352 5.55 25.06 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 168.1 100 5.67E+06 QLT#QPETHFGR 57.7 291 0 0 0 0 Drebrin‐like protein  35452:74376

465.21593 3 timecourse_ATM_ctrl1 465.21352 5.18 24.94 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 192.8 100 7.91E+06 QLT#QPETHFGR 69.3 291 0 0 0 0 Drebrin‐like protein  35449:78157

814.74306 3 timecourse_ATM_ctrl2 814.73943 4.47 23.92 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 105.0 100 8.10E+06 QLT#QPETHFGREPAAAISRPR 25.2 291 0 0 0 0 Drebrin‐like protein  35447:146873

619.27061 2 timecourse_ATM_combo_1hr 619.26609 7.3 23.09 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFG.R 22.9 100 8.70E+05 QLT#QPETHFG 31.5 291 0 0 0 0 Drebrin‐like protein  35456:55921

465.21642 3 timecourse_ATM_ctrl2 465.21352 6.23 22.98 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 170.0 100 4.13E+06 QLT#QPETHFGR 44.1 291 0 0 0 0 Drebrin‐like protein  35446:66185

814.74306 3 timecourse_ATM_combo_2hr 814.73943 4.46 21.94 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 81.9 100 5.51E+06 QLT#QPETHFGREPAAAISRPR 33.5 291 0 0 0 0 Drebrin‐like protein  35454:149701

697.32006 2 timecourse_ATM_ctrl1 697.31664 4.9 21.64 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGR.E 81.7 100 4.18E+06 QLT#QPETHFGR 41.3 291 0 0 0 0 Drebrin‐like protein  35449:78147

619.26938 2 timecourse_ATM_combo_2hr 619.26609 5.31 20.36 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFG.R 37.9 100 7.08E+05 QLT#QPETHFG 41.7 291 0 0 0 0 Drebrin‐like protein  35455:52140

814.74273 3 timecourse_ATM_combo_8hr 814.73943 4.05 13.86 DBNL  DBNL_HUMAN 9 K.QLT#QPETHFGREPAAAISRPR.A 52.2 100 6.11E+06 QLT#QPETHFGREPAAAISRPR 19.9 291 0 0 0 0 Drebrin‐like protein  35451:161180

1220.49857 2 combeffx_ATM_PI3Ki 1220.49527 2.7 120.9 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 418.9 100 4.47E+07 WCNVQSTQDEFEELTMS#QK 27.7 74 0 0 0 0 Deoxycytidine kinase  35299:62064

1220.5005 2 combeffx_ATM_comboi 1220.49527 4.29 116.57 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 327.7 100 4.70E+07 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35301:66949

1220.49968 2 combeffx_ATM_ctrl 1220.49527 3.61 113.87 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 69.2 100 4.65E+06 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35294:70584

1220.49812 2 combeffx_ATM_PI3Ki 1220.49527 2.34 113.41 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 453.8 100 7.42E+07 WCNVQSTQDEFEELTMS#QK 33.7 74 0 0 0 0 Deoxycytidine kinase  35298:65516

1220.50037 2 combeffx_ATM_comboi 1220.49527 4.18 112.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 277.2 100 7.25E+07 WCNVQSTQDEFEELTMS#QK 57.6 74 0 0 0 0 Deoxycytidine kinase  35300:73061

1220.50022 2 combeffx_ATM_comboi 1220.49527 4.06 111.9 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 276.5 100 7.23E+07 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35300:73051

1220.49856 2 combeffx_ATM_MEKi 1220.49527 2.7 109.9 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 138.0 100 5.24E+06 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35296:56768

1220.5007 2 combeffx_ATM_comboi 1220.49527 4.45 104.03 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 328.0 100 4.70E+07 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35301:66979

1220.49978 2 combeffx_ATM_MEKi 1220.49527 3.7 102.06 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 86.8 100 3.19E+06 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35297:51788

1220.49907 2 combeffx_ATM_PI3Ki 1220.49527 3.11 100.55 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 463.0 100 7.42E+07 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35298:65586

1220.49922 2 combeffx_ATM_ctrl 1220.49527 3.24 99.72 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 40.4 100 2.76E+06 WCNVQSTQDEFEELTMS#QK 14.5 74 0 0 0 0 Deoxycytidine kinase  35295:68577

1228.49646 2 combeffx_ATM_PI3Ki 1228.49273 3.04 99.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 76.5 100 1.10E+07 WCNVQSTQDEFEELTM*S#QK 32.4 74 0 0 0 0 Deoxycytidine kinase  35299:62384

1220.50145 2 combeffx_ATM_comboi 1220.49527 5.06 98.27 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 270.8 100 7.23E+07 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35300:73261

1228.49774 2 combeffx_ATM_MEKi 1228.49273 4.08 92.88 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 21.9 100 1.48E+06 WCNVQSTQDEFEELTM*S#QK 13.2 74 0 0 0 0 Deoxycytidine kinase  35297:51948

1228.49714 2 combeffx_ATM_ctrl 1228.49273 3.59 91.52 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 15.3 94 1.09E+06 WCNVQSTQDEFEELTM*S#QK 32.4 74 0 0 0 0 Deoxycytidine kinase  35295:68747

1228.49744 2 combeffx_ATM_ctrl 1228.49273 3.83 91.24 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 13.6 94 9.97E+05 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35295:68757

1220.50227 2 timecourse_ATM_combo_2hr 1220.49527 5.74 90.99 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.6 94 1.68E+05 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35455:149901

1228.49861 2 combeffx_ATM_comboi 1228.49273 4.79 90.99 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 70.5 100 1.81E+07 WCNVQSTQDEFEELTM*S#QK 32.4 74 0 0 0 0 Deoxycytidine kinase  35300:73601

1220.5002 2 timecourse_ATM_ctrl1 1220.49527 4.05 90.31 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 437.5 100 2.66E+07 WCNVQSTQDEFEELTMS#QK 27.7 74 0 0 0 0 Deoxycytidine kinase  35449:160829

814.00393 3 timecourse_ATM_combo_4hr 813.99927 5.72 90 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 38.3 100 2.09E+06 WCNVQST#QDEFEELTMSQK 13.3 64 0 0 0 0 Deoxycytidine kinase  35453:157191

1220.49974 2 timecourse_ATM_combo_8hr 1220.49527 3.66 89.33 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 27.7 100 1.63E+06 WCNVQST#QDEFEELTMSQK 26.4 64 0 0 0 0 Deoxycytidine kinase  35450:158640

1220.50196 2 timecourse_ATM_combo_4hr 1220.49527 5.48 87.84 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 17.0 94 5.96E+05 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35453:157141

814.0078 3 timecourse_ATM_combo_8hr 813.99927 10.48 87.72 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.2 84 4.78E+04 WCNVQSTQDEFEELTMS#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35450:159010

876.85898 2 timecourse_ATM_combo_1hr 876.85532 4.17 86.73 DCK  DCK_HUMAN 3 Q.STQDEFEELTMS#QK.N 9.9 100 6.13E+05 STQDEFEELTMS#QK 64.8 74 0 0 0 0 Deoxycytidine kinase  35457:116442

1220.49901 2 combeffx_ATM_PI3Ki 1220.49527 3.06 86.7 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 429.3 100 4.47E+07 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35299:62124

1220.5006 2 combeffx_ATM_comboi 1220.49527 4.37 85.8 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 0.00E+00 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35300:73161

814.00142 3 combeffx_ATM_ctrl 813.99927 2.64 84.58 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 158.2 100 1.31E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35295:68567

1228.49785 2 combeffx_ATM_comboi 1228.49273 4.17 84.03 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 47.0 100 1.03E+07 WCNVQSTQDEFEELTM*S#QK 32.4 74 0 0 0 0 Deoxycytidine kinase  35301:67249

1220.50278 2 timecourse_ATM_combo_8hr 1220.49527 6.15 83.96 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 26.5 94 5.49E+06 WCNVQSTQDEFEELTMS#QK 29 74 0 0 0 0 Deoxycytidine kinase  35450:158890

1228.49638 2 combeffx_ATM_MEKi 1228.49273 2.97 83.89 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 32.6 100 2.87E+06 WCNVQSTQDEFEELTM*S#QK 16.2 74 0 0 0 0 Deoxycytidine kinase  35296:56938

1220.49824 2 combeffx_ATM_PI3Ki 1220.49527 2.43 83.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 461.7 100 7.42E+07 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35298:65526

1228.49869 2 combeffx_ATM_comboi 1228.49273 4.85 82.96 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 70.5 100 1.81E+07 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35300:73611

1220.50094 2 combeffx_ATM_comboi 1220.49527 4.65 82.71 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 333.2 100 4.77E+07 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35301:66999

1220.50102 2 timecourse_ATM_combo_1hr 1220.49527 4.71 82.54 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 874.8 100 1.85E+08 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35456:160297

1228.49635 2 combeffx_ATM_PI3Ki 1228.49273 2.95 82.16 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 97.6 100 1.87E+07 WCNVQSTQDEFEELTM*S#QK 16.2 74 0 0 0 0 Deoxycytidine kinase  35298:65856

1220.50263 2 timecourse_ATM_combo_4hr 1220.49527 6.03 81.53 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 12.3 94 1.89E+06 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35452:154430

814.00276 3 timecourse_ATM_combo_8hr 813.99927 4.29 81.15 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 84.7 100 6.49E+06 WCNVQST#QDEFEELTMSQK 13.3 64 0 0 0 0 Deoxycytidine kinase  35451:160770

1220.49929 2 timecourse_ATM_combo_1hr 1220.49527 3.29 80.89 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 885.3 100 1.95E+08 WCNVQSTQDEFEELTMS#QK 34.3 74 0 0 0 0 Deoxycytidine kinase  35457:160255

1220.49928 2 timecourse_ATM_combo_8hr 1220.49527 3.29 80.58 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 33.7 94 8.65E+06 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35451:160700

1220.50354 2 timecourse_ATM_combo_4hr 1220.49527 6.78 80.17 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 8.1 100 3.88E+05 WCNVQST#QDEFEELTMSQK 11.5 64 ‐1,0 0 0 0 0 Deoxycytidine kinase  35452:154580

1220.50331 2 timecourse_ATM_combo_4hr 1220.49527 6.59 79.61 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.0 100 2.84E+06 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35452:154520

1220.5021 2 timecourse_ATM_combo_1hr 1220.49527 5.6 79.19 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 12.9 94 1.89E+06 WCNVQSTQDEFEELTMS#QK 36.7 74 0 0 0 0 Deoxycytidine kinase  35457:160495

1220.49989 2 timecourse_ATM_combo_8hr 1220.49527 3.79 77.85 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1034.8 100 1.81E+08 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35451:160720



819.33313 3 combeffx_ATM_PI3Ki 819.33091 2.71 76.94 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 530.5 100 9.03E+07 WCNVQSTQDEFEELTM*S#QK 73.3 74 0 0 0 0 Deoxycytidine kinase  35299:62334

1220.50182 2 timecourse_ATM_ctrl2 1220.49527 5.37 76.75 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 482.5 100 3.29E+07 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35447:146753

1228.49678 2 combeffx_ATM_PI3Ki 1228.49273 3.3 76.62 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 76.2 100 1.10E+07 WCNVQSTQDEFEELTM*S#QK 13.2 74 0 0 0 0 Deoxycytidine kinase  35299:62394

1220.4998 2 timecourse_ATM_combo_2hr 1220.49527 3.71 76.36 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.1 94 1.42E+06 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35455:149701

1220.49974 2 timecourse_ATM_combo_2hr 1220.49527 3.66 76.19 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 919.6 100 1.54E+08 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35455:149691

1220.49945 2 timecourse_ATM_combo_8hr 1220.49527 3.42 75.57 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 881.9 100 1.47E+08 WCNVQSTQDEFEELTMS#QK 18.3 74 0 0 0 0 Deoxycytidine kinase  35450:158610

1228.49683 2 combeffx_ATM_ctrl 1228.49273 3.34 75.53 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 19.0 100 2.83E+06 WCNVQSTQDEFEELTM*S#QK 13.2 74 0 0 0 0 Deoxycytidine kinase  35294:70804

833.34441 2 timecourse_ATM_combo_1hr 833.33931 6.12 75.06 DCK  DCK_HUMAN 3 S.TQDEFEELTMS#QK.N 6.1 100 4.19E+05 TQDEFEELTMS#QK 42.6 74 0 0 0 0 Deoxycytidine kinase  35456:108377

990.42364 2 timecourse_ATM_combo_2hr 990.41882 4.87 75.04 DCK  DCK_HUMAN 3 N.VQSTQDEFEELTMS#QK.N 13.5 100 6.04E+05 VQSTQDEFEELTMS#QK 64.8 74 0 0 0 0 Deoxycytidine kinase  35454:126415

819.33335 3 combeffx_ATM_PI3Ki 819.33091 2.98 74.94 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 517.4 100 9.03E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35299:62374

814.00161 3 combeffx_ATM_PI3Ki 813.99927 2.87 74.87 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1861.9 100 1.85E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35299:62084

990.42372 2 timecourse_ATM_combo_1hr 990.41882 4.95 74.31 DCK  DCK_HUMAN 3 N.VQSTQDEFEELTMS#QK.N 8.8 100 7.91E+05 VQSTQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35456:136129

1220.50249 2 timecourse_ATM_combo_2hr 1220.49527 5.92 74.25 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 27.1 94 4.15E+06 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35455:149951

1228.50032 2 timecourse_ATM_ctrl2 1228.49273 6.18 74.22 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 28.4 100 2.12E+06 WCNVQSTQDEFEELTM*S#QK 32.4 74 0 0 0 0 Deoxycytidine kinase  35447:147493

1220.50118 2 timecourse_ATM_combo_1hr 1220.49527 4.85 74.2 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.8 100 2.54E+06 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35457:160355

1220.4997 2 timecourse_ATM_combo_4hr 1220.49527 3.63 74.18 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 32.4 94 8.80E+05 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35453:157041

1220.50055 2 timecourse_ATM_combo_8hr 1220.49527 4.33 73.92 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 724.7 100 1.31E+08 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35450:158690

1228.4981 2 timecourse_ATM_combo_1hr 1228.49273 4.37 73.8 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 205.6 100 1.65E+07 WCNVQSTQDEFEELTM*S#QK 24.4 74 0 0 0 0 Deoxycytidine kinase  35457:161275

1220.50283 2 timecourse_ATM_combo_8hr 1220.49527 6.19 72.96 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 14.5 94 3.50E+06 WCNVQSTQDEFEELTMS#QK 18.3 74 0 0 0 0 Deoxycytidine kinase  35451:160940

1220.50144 2 timecourse_ATM_combo_4hr 1220.49527 5.06 72.91 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 795.8 100 1.32E+08 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35452:154300

1220.50078 2 timecourse_ATM_combo_4hr 1220.49527 4.51 72.91 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 846.7 100 1.50E+08 WCNVQSTQDEFEELTMS#QK 27.7 74 0 0 0 0 Deoxycytidine kinase  35452:154260

819.33309 3 combeffx_ATM_ctrl 819.33091 2.67 72.81 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 115.0 100 2.08E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35294:70784

814.00401 3 timecourse_ATM_combo_4hr 813.99927 5.82 72.12 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 37.1 100 2.11E+06 WCNVQST#QDEFEELTMSQK 13.3 64 0 0 0 0 Deoxycytidine kinase  35452:154380

819.33596 3 timecourse_ATM_combo_8hr 819.33091 6.16 72.03 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 456.8 100 7.08E+07 WCNVQSTQDEFEELTM*S#QK 58.3 74 0 0 0 0 Deoxycytidine kinase  35450:159690

1220.50044 2 timecourse_ATM_combo_8hr 1220.49527 4.24 71.97 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 17.6 94 1.53E+06 WCNVQSTQDEFEELTMS#QK 34.3 74 0 0 0 0 Deoxycytidine kinase  35450:158670

1220.50113 2 timecourse_ATM_combo_2hr 1220.49527 4.8 71.85 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 984.8 100 1.37E+08 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35455:149761

1228.49562 2 combeffx_ATM_PI3Ki 1228.49273 2.35 71.81 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 97.2 100 1.87E+07 WCNVQSTQDEFEELTM*S#QK 13.2 74 0 0 0 0 Deoxycytidine kinase  35298:65816

819.33567 3 timecourse_ATM_combo_2hr 819.33091 5.81 71.8 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 876.2 100 7.72E+07 WCNVQSTQDEFEELTM*S#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35454:150311

814.00412 3 timecourse_ATM_combo_2hr 813.99927 5.96 71.46 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 16.0 100 7.09E+05 WCNVQST#QDEFEELTMSQK 17 64 0 0 0 0 Deoxycytidine kinase  35454:149481

814.00282 3 combeffx_ATM_comboi 813.99927 4.36 71.34 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1293.9 100 2.06E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35301:66959

1220.50265 2 timecourse_ATM_combo_2hr 1220.49527 6.05 71.13 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 25.0 94 2.96E+06 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35454:149511

819.33378 3 combeffx_ATM_comboi 819.33091 3.5 70.92 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 298.6 100 8.50E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35301:67219

814.00255 3 combeffx_ATM_comboi 813.99927 4.03 70.79 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1074.4 100 3.09E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35300:73041

814.00346 3 timecourse_ATM_combo_2hr 813.99927 5.15 70.68 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2557.0 100 3.36E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35455:149781

1220.49991 2 timecourse_ATM_combo_4hr 1220.49527 3.8 70.6 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.1 94 2.57E+06 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35452:154240

1220.50122 2 timecourse_ATM_combo_1hr 1220.49527 4.88 70.19 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 24.9 94 4.99E+06 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35457:160365

1220.50077 2 timecourse_ATM_combo_2hr 1220.49527 4.51 70.08 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 27.1 94 1.70E+06 WCNVQSTQDEFEELTMS#QK 19.8 74 0 0 0 0 Deoxycytidine kinase  35455:149751

814.00449 3 timecourse_ATM_combo_4hr 813.99927 6.41 70.03 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 14.3 94 1.36E+06 WCNVQSTQDEFEELTMS#QK 53.5 74 0 0 0 0 Deoxycytidine kinase  35452:154490

819.33303 3 combeffx_ATM_MEKi 819.33091 2.59 69.93 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 261.6 100 2.47E+07 WCNVQSTQDEFEELTM*S#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35296:56908

1228.4967 2 combeffx_ATM_ctrl 1228.49273 3.23 69.87 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 20.0 100 2.83E+06 WCNVQSTQDEFEELTM*S#QK 13.2 74 0 0 0 0 Deoxycytidine kinase  35294:70794

1220.50054 2 timecourse_ATM_combo_8hr 1220.49527 4.32 69.71 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 857.8 100 1.43E+08 WCNVQSTQDEFEELTMS#QK 27.7 74 0 0 0 0 Deoxycytidine kinase  35451:160780

1220.49853 2 timecourse_ATM_combo_1hr 1220.49527 2.67 69.42 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 14.4 94 2.37E+06 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35457:160225

1220.50122 2 timecourse_ATM_combo_1hr 1220.49527 4.88 69.41 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.9 94 8.47E+05 WCNVQSTQDEFEELTMS#QK 19.8 74 0 0 0 0 Deoxycytidine kinase  35457:160375

1228.49854 2 timecourse_ATM_ctrl1 1228.49273 4.73 69.41 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 26.5 100 1.97E+06 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35449:161499

1228.49997 2 timecourse_ATM_combo_4hr 1228.49273 5.89 69.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#M*SQK.N 148.7 100 1.13E+07 WCNVQSTQDEFEELTM*S#QK 10.3 74 ‐2,0 0 0 0 0 Deoxycytidine kinase  35452:155360

1220.50088 2 timecourse_ATM_combo_2hr 1220.49527 4.6 69.31 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 884.0 100 1.46E+08 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35454:149211

1228.49934 2 timecourse_ATM_combo_8hr 1228.49273 5.38 69.1 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#M*SQK.N 139.1 100 1.32E+07 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35451:161810

1228.49737 2 combeffx_ATM_MEKi 1228.49273 3.78 68.99 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 21.7 100 1.48E+06 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35297:51938

1220.50264 2 timecourse_ATM_combo_4hr 1220.49527 6.04 68.8 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 14.0 100 3.02E+06 WCNVQSTQDEFEELTMS#QK 32.3 74 0 0 0 0 Deoxycytidine kinase  35453:157281

814.00398 3 timecourse_ATM_ctrl2 813.99927 5.79 68.61 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1361.7 100 5.86E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35446:143982

1220.50176 2 timecourse_ATM_combo_4hr 1220.49527 5.32 68.54 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.0 94 2.84E+05 WCNVQSTQDEFEELTMS#QK 24.2 74 0 0 0 0 Deoxycytidine kinase  35452:154320

1220.50255 2 timecourse_ATM_ctrl2 1220.49527 5.96 68.48 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 422.2 100 2.74E+07 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35446:144002

1220.49914 2 timecourse_ATM_combo_4hr 1220.49527 3.17 68.45 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 18.1 94 2.16E+06 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35453:157021

1220.5004 2 timecourse_ATM_combo_1hr 1220.49527 4.2 68.42 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 14.4 94 1.06E+06 WCNVQSTQDEFEELTMS#QK 36.7 74 0 0 0 0 Deoxycytidine kinase  35456:160247

819.33585 3 timecourse_ATM_ctrl2 819.33091 6.03 68.25 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 181.4 100 1.37E+07 WCNVQSTQDEFEELTM*S#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35447:147463

819.33302 3 combeffx_ATM_ctrl 819.33091 2.58 68.12 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 119.7 100 2.08E+07 WCNVQSTQDEFEELTM*S#QK 73.3 74 0 0 0 0 Deoxycytidine kinase  35294:70774

814.00344 3 timecourse_ATM_combo_8hr 813.99927 5.12 67.6 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2048.5 100 2.97E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35451:160810

1220.49943 2 timecourse_ATM_combo_8hr 1220.49527 3.41 67.47 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 44.1 100 9.70E+06 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35450:158600

1220.50226 2 timecourse_ATM_combo_4hr 1220.49527 5.73 67.37 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.5 94 3.87E+05 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35452:154370

833.34258 2 timecourse_ATM_combo_1hr 833.33931 3.92 67.36 DCK  DCK_HUMAN 3 S.TQDEFEELTMS#QK.N 6.6 100 4.47E+05 TQDEFEELTMS#QK 64.8 74 0 0 0 0 Deoxycytidine kinase  35457:108210

819.3331 3 combeffx_ATM_PI3Ki 819.33091 2.67 67.28 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 585.5 100 1.29E+08 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35298:65836

819.33627 3 timecourse_ATM_combo_4hr 819.33091 6.54 67.26 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 576.2 100 7.45E+07 WCNVQSTQDEFEELTM*S#QK 53.5 74 0 0 0 0 Deoxycytidine kinase  35453:158241

1220.50079 2 timecourse_ATM_combo_4hr 1220.49527 4.52 66.96 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 930.0 100 1.71E+08 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35453:157051

814.00149 3 combeffx_ATM_MEKi 813.99927 2.73 66.91 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 489.8 100 2.28E+07 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35296:56778

1220.50342 2 timecourse_ATM_combo_1hr 1220.49527 6.69 66.86 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.9 94 2.59E+06 WCNVQSTQDEFEELTMS#QK 29 74 0 0 0 0 Deoxycytidine kinase  35456:160437

819.33344 3 combeffx_ATM_ctrl 819.33091 3.09 66.83 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 129.8 100 1.91E+07 WCNVQSTQDEFEELTM*S#QK 73.3 74 0 0 0 0 Deoxycytidine kinase  35295:68737

1220.50243 2 timecourse_ATM_combo_2hr 1220.49527 5.87 66.81 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.0 94 1.81E+05 WCNVQSTQDEFEELTMS#QK 32.3 74 0 0 0 0 Deoxycytidine kinase  35454:149431

814.00398 3 timecourse_ATM_combo_2hr 813.99927 5.79 66.46 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 18.1 100 6.63E+05 WCNVQS#TQDEFEELTMSQK 14.2 63 0 0 0 0 Deoxycytidine kinase  35455:149921

1220.50231 2 timecourse_ATM_combo_8hr 1220.49527 5.77 66.42 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 29.7 100 6.93E+06 WCNVQSTQDEFEELTMS#QK 27.7 74 0 0 0 0 Deoxycytidine kinase  35451:160870

819.33605 3 timecourse_ATM_ctrl1 819.33091 6.27 66.41 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 116.8 100 1.28E+07 WCNVQSTQDEFEELTM*S#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35448:159060

1220.50165 2 timecourse_ATM_combo_8hr 1220.49527 5.23 66.25 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 17.4 100 3.45E+06 WCNVQSTQDEFEELTMS#QK 32.3 74 0 0 0 0 Deoxycytidine kinase  35450:158750

819.33593 3 timecourse_ATM_combo_8hr 819.33091 6.13 65.99 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 472.1 100 6.97E+07 WCNVQSTQDEFEELTM*S#QK 65.2 74 0 0 0 0 Deoxycytidine kinase  35451:161880

1220.50296 2 timecourse_ATM_combo_1hr 1220.49527 6.3 65.95 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.4 94 1.59E+06 WCNVQSTQDEFEELTMS#QK 32.3 74 0 0 0 0 Deoxycytidine kinase  35456:160397

1228.49959 2 timecourse_ATM_combo_2hr 1228.49273 5.58 65.85 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 228.1 100 1.34E+07 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35455:150741

1220.50235 2 timecourse_ATM_combo_8hr 1220.49527 5.8 65.83 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.3 94 9.37E+05 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35450:158810

1220.50009 2 timecourse_ATM_combo_8hr 1220.49527 3.95 65.67 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 17.8 94 3.65E+06 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35451:160740

814.00262 3 combeffx_ATM_comboi 813.99927 4.12 65.67 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 13.1 100 1.37E+06 WCNVQS#TQDEFEELTMSQK 15.5 63 0 0 0 0 Deoxycytidine kinase  35301:66889

1220.50239 2 timecourse_ATM_combo_4hr 1220.49527 5.83 65.63 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 25.9 100 4.79E+06 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35452:154390

814.00232 3 timecourse_ATM_combo_8hr 813.99927 3.75 65.63 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 83.7 100 6.52E+06 WCNVQST#QDEFEELTMSQK 13.3 64 0 0 0 0 Deoxycytidine kinase  35450:158650

819.33298 3 combeffx_ATM_PI3Ki 819.33091 2.53 65.56 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 524.3 100 9.01E+07 WCNVQSTQDEFEELTM*S#QK 44.7 74 0 0 0 0 Deoxycytidine kinase  35299:62324

1047.44601 2 timecourse_ATM_combo_2hr 1047.44028 5.47 65.38 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 14.0 100 5.04E+05 NVQSTQDEFEELTMS#QK 64.8 74 0 0 0 0 Deoxycytidine kinase  35454:134297

1228.50014 2 timecourse_ATM_combo_1hr 1228.49273 6.03 65.34 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 187.6 100 1.76E+07 WCNVQSTQDEFEELTM*S#QK 32.4 74 0 0 0 0 Deoxycytidine kinase  35456:161237

1047.44496 2 timecourse_ATM_combo_1hr 1047.44028 4.47 65.06 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 12.8 100 7.37E+05 NVQSTQDEFEELTMS#QK 64.8 74 0 0 0 0 Deoxycytidine kinase  35457:144650

814.00171 3 combeffx_ATM_ctrl 813.99927 3 65.06 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 214.0 100 1.68E+07 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35294:70564

1228.49938 2 timecourse_ATM_combo_8hr 1228.49273 5.41 64.99 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 120.6 100 1.33E+07 WCNVQSTQDEFEELTM*S#QK 32.4 74 0 0 0 0 Deoxycytidine kinase  35451:161820

1220.49994 2 timecourse_ATM_combo_1hr 1220.49527 3.83 64.87 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 816.6 100 1.51E+08 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35457:160285

814.00355 3 timecourse_ATM_combo_2hr 813.99927 5.26 64.71 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 40.5 94 4.41E+06 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35455:149791

1220.50047 2 timecourse_ATM_combo_8hr 1220.49527 4.26 64.57 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMSQK.N 28.3 100 1.84E+06 WCNVQST#QDEFEELTMSQK 22.9 64 0 0 0 0 Deoxycytidine kinase  35451:160760

819.33589 3 timecourse_ATM_ctrl2 819.33091 6.08 64.55 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 153.7 100 1.37E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35447:147483

819.33564 3 timecourse_ATM_ctrl1 819.33091 5.77 64.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 141.6 80 6.53E+06 WCNVQSTQDEFEELTM*S#QK 73.3 74 0 0 0 0 Deoxycytidine kinase  35448:159020

1220.4995 2 timecourse_ATM_ctrl1 1220.49527 3.47 64.5 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 390.3 100 2.66E+07 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35449:160809

840.66226 3 timecourse_ATM_ctrl2 840.65471 8.98 64.25 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 23.4 100 5.49E+05 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35446:147102

814.00097 3 combeffx_ATM_PI3Ki 813.99927 2.09 64.15 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1710.3 100 2.58E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35298:65506

819.33642 3 timecourse_ATM_combo_4hr 819.33091 6.72 64.12 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 746.6 100 7.71E+07 WCNVQSTQDEFEELTM*S#QK 73.3 74 0 0 0 0 Deoxycytidine kinase  35452:155430

1047.44608 2 timecourse_ATM_combo_4hr 1047.44028 5.55 64.04 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 11.5 100 6.64E+05 NVQSTQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35453:140847

1220.50254 2 timecourse_ATM_combo_1hr 1220.49527 5.96 63.87 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 839.6 100 1.51E+08 WCNVQSTQDEFEELTMS#QK 18.3 74 0 0 0 0 Deoxycytidine kinase  35456:160347

990.42318 2 timecourse_ATM_combo_2hr 990.41882 4.4 63.84 DCK  DCK_HUMAN 3 N.VQSTQDEFEELTMS#QK.N 10.6 100 4.90E+05 VQSTQDEFEELTMS#QK 64.8 74 0 0 0 0 Deoxycytidine kinase  35455:126720

990.42111 2 timecourse_ATM_combo_8hr 990.41882 2.31 63.83 DCK  DCK_HUMAN 3 N.VQSTQDEFEELTMS#QK.N 9.1 100 1.08E+06 VQSTQDEFEELTMS#QK 64.8 74 0 0 0 0 Deoxycytidine kinase  35451:134911

1220.50182 2 timecourse_ATM_combo_8hr 1220.49527 5.37 63.47 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.2 94 7.00E+05 WCNVQSTQDEFEELTMS#QK 36.7 74 0 0 0 0 Deoxycytidine kinase  35451:160820

814.0042 3 timecourse_ATM_combo_1hr 813.99927 6.06 63.46 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2142.9 100 4.11E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35456:160367

1228.49929 2 timecourse_ATM_combo_4hr 1228.49273 5.34 63.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 154.1 100 1.31E+07 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35453:158131

1228.50029 2 timecourse_ATM_combo_1hr 1228.49273 6.15 63.39 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 209.2 100 1.76E+07 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35456:161247

1220.50062 2 timecourse_ATM_combo_2hr 1220.49527 4.39 63.23 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 36.8 94 2.55E+06 WCNVQSTQDEFEELTMS#QK 21.8 74 0 0 0 0 Deoxycytidine kinase  35454:149201

1228.50049 2 timecourse_ATM_ctrl2 1228.49273 6.32 63.2 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 30.8 94 8.52E+05 WCNVQSTQDEFEELTM*S#QK 26.4 74 0 0 0 0 Deoxycytidine kinase  35446:144662

1220.50183 2 timecourse_ATM_combo_4hr 1220.49527 5.37 63.13 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 32.8 94 6.91E+06 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35453:157121

819.33643 3 timecourse_ATM_combo_1hr 819.33091 6.74 63.11 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 727.7 100 9.81E+07 WCNVQSTQDEFEELTM*S#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35456:161317

819.33586 3 timecourse_ATM_combo_2hr 819.33091 6.04 63.1 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 963.8 100 7.19E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35454:150341

814.00368 3 timecourse_ATM_combo_4hr 813.99927 5.42 63.08 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 54.4 94 7.27E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35452:154330

1220.50292 2 timecourse_ATM_combo_8hr 1220.49527 6.27 63.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 18.4 100 5.39E+06 WCNVQSTQDEFEELTMS#QK 34.3 74 0 0 0 0 Deoxycytidine kinase  35451:160960

1228.49858 2 timecourse_ATM_combo_2hr 1228.49273 4.76 63.06 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 216.7 100 1.36E+07 WCNVQSTQDEFEELTM*S#QK 0 74 ‐2,0 0 0 0 0 Deoxycytidine kinase  35455:150671

819.33304 3 combeffx_ATM_MEKi 819.33091 2.6 62.95 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 255.2 100 2.47E+07 WCNVQSTQDEFEELTM*S#QK 53.5 74 0 0 0 0 Deoxycytidine kinase  35296:56918

1220.50256 2 timecourse_ATM_ctrl1 1220.49527 5.97 62.84 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 479.8 100 2.63E+07 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35448:158400

819.33608 3 timecourse_ATM_combo_4hr 819.33091 6.32 62.69 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 624.8 100 7.83E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35452:155410

814.00332 3 timecourse_ATM_combo_4hr 813.99927 4.98 62.39 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2058.9 100 4.19E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35453:157061

814.00438 3 combeffx_ATM_PI3Ki 813.99927 6.28 62.33 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.8 94 4.94E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35299:62154

1228.49983 2 timecourse_ATM_ctrl2 1228.49273 5.78 62.32 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 31.5 100 2.12E+06 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35447:147443

814.00399 3 timecourse_ATM_combo_8hr 813.99927 5.8 62.18 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 37.5 94 1.33E+07 WCNVQSTQDEFEELTMS#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35451:160880

814.00454 3 timecourse_ATM_ctrl1 813.99927 6.47 62.03 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1271.3 100 7.27E+07 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35448:158410

819.336 3 timecourse_ATM_combo_4hr 819.33091 6.21 61.95 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 708.2 100 7.37E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35453:158211

1220.50222 2 timecourse_ATM_combo_1hr 1220.49527 5.69 61.62 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.5 94 7.85E+05 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35457:160525

1220.50049 2 timecourse_ATM_combo_8hr 1220.49527 4.28 61.47 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.6 94 4.62E+05 WCNVQSTQDEFEELTMS#QK 14.5 74 0 0 0 0 Deoxycytidine kinase  35450:158680

1220.49899 2 timecourse_ATM_combo_1hr 1220.49527 3.05 61.45 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 24.4 94 4.53E+06 WCNVQSTQDEFEELTMS#QK 27.7 74 0 0 0 0 Deoxycytidine kinase  35457:160245

814.00358 3 timecourse_ATM_combo_1hr 813.99927 5.29 61.44 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 11.0 100 5.09E+05 WCNVQST#QDEFEELTMSQK 13.3 64 0 0 0 0 Deoxycytidine kinase  35457:160455

876.8601 2 timecourse_ATM_combo_8hr 876.85532 5.45 61.42 DCK  DCK_HUMAN 3 Q.STQDEFEELTMS#QK.N 8.7 100 6.23E+05 STQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35451:115352

1220.5036 2 timecourse_ATM_combo_1hr 1220.49527 6.83 61.37 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.2 94 5.08E+05 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35456:160497

1220.50289 2 timecourse_ATM_combo_1hr 1220.49527 6.24 61.35 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.8 100 1.87E+06 WCNVQSTQDEFEELTMS#QK 27.7 74 0 0 0 0 Deoxycytidine kinase  35456:160377

1220.50243 2 timecourse_ATM_combo_1hr 1220.49527 5.87 61.26 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 3.8 94 4.11E+05 WCNVQSTQDEFEELTMS#QK 33.7 74 0 0 0 0 Deoxycytidine kinase  35456:160337

1047.44675 2 timecourse_ATM_combo_1hr 1047.44028 6.18 60.97 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 13.7 100 7.74E+05 NVQSTQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35456:144379

833.34385 2 timecourse_ATM_combo_4hr 833.33931 5.45 60.95 DCK  DCK_HUMAN 3 S.TQDEFEELTMS#QK.N 5.0 100 3.45E+05 TQDEFEELTMS#QK 64.8 74 0 0 0 0 Deoxycytidine kinase  35452:104181

1220.50167 2 timecourse_ATM_ctrl1 1220.49527 5.24 60.9 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 400.1 100 2.62E+07 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35448:158390

814.00328 3 combeffx_ATM_comboi 813.99927 4.93 60.82 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.4 94 3.97E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35301:67009

1220.50163 2 timecourse_ATM_combo_4hr 1220.49527 5.21 60.79 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.7 100 2.48E+06 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35453:157091

819.33423 3 combeffx_ATM_comboi 819.33091 4.05 60.77 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 370.7 100 1.37E+08 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35300:73541

876.85996 2 timecourse_ATM_combo_8hr 876.85532 5.29 60.73 DCK  DCK_HUMAN 3 Q.STQDEFEELTMS#QK.N 8.2 100 5.00E+05 STQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35450:114270

1220.50101 2 timecourse_ATM_combo_1hr 1220.49527 4.7 60.72 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 25.6 94 2.47E+06 WCNVQSTQDEFEELTMS#QK 21.8 74 0 0 0 0 Deoxycytidine kinase  35456:160287

1047.44616 2 timecourse_ATM_combo_4hr 1047.44028 5.61 60.68 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 10.1 100 6.37E+05 NVQSTQDEFEELTMS#QK 43 74 0 0 0 0 Deoxycytidine kinase  35452:138177

876.8601 2 timecourse_ATM_combo_1hr 876.85532 5.45 60.48 DCK  DCK_HUMAN 3 Q.STQDEFEELTMS#QK.N 11.2 100 6.47E+05 STQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35456:116901

819.3334 3 combeffx_ATM_ctrl 819.33091 3.04 60.47 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 136.2 100 1.91E+07 WCNVQSTQDEFEELTM*S#QK 73.3 74 0 0 0 0 Deoxycytidine kinase  35295:68727

814.00442 3 combeffx_ATM_comboi 813.99927 6.33 60.42 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.2 100 1.61E+06 WCNVQSTQDEFEELTMS#QK 58.3 74 0 0 0 0 Deoxycytidine kinase  35300:73301

814.00333 3 timecourse_ATM_combo_4hr 813.99927 4.99 60.31 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2132.0 100 4.12E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35452:154290

1220.50192 2 timecourse_ATM_combo_8hr 1220.49527 5.45 60.24 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.0 86 1.66E+05 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35450:158770

866.03737 3 timecourse_ATM_combo_1hr 866.03297 5.08 60.21 DCK  DCK_HUMAN 3 A.RWCNVQSTQDEFEELTMS#QK.N 27.8 100 1.50E+06 RWCNVQSTQDEFEELTMS#QK 42.6 74 0 0 0 0 Deoxycytidine kinase  35457:166345

1228.49911 2 timecourse_ATM_combo_2hr 1228.49273 5.19 60.11 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 217.7 100 1.26E+07 WCNVQSTQDEFEELTM*S#QK 20.4 74 0 0 0 0 Deoxycytidine kinase  35454:150251

819.33357 3 combeffx_ATM_MEKi 819.33091 3.25 60.1 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 204.1 100 1.58E+07 WCNVQSTQDEFEELTM*S#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35297:51918

814.00932 3 timecourse_ATM_combo_4hr 813.99927 12.35 59.89 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 0.00E+00 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35452:154680

819.33586 3 timecourse_ATM_combo_8hr 819.33091 6.04 59.59 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 580.5 100 6.93E+07 WCNVQSTQDEFEELTM*S#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35451:161870

814.00129 3 combeffx_ATM_PI3Ki 813.99927 2.48 59.53 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1678.1 100 2.56E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35298:65536

819.33395 3 combeffx_ATM_comboi 819.33091 3.71 59.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 296.6 100 8.57E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35301:67229

876.85997 2 timecourse_ATM_combo_4hr 876.85532 5.3 59.47 DCK  DCK_HUMAN 3 Q.STQDEFEELTMS#QK.N 9.8 100 5.80E+05 STQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35452:111953

814.00452 3 timecourse_ATM_ctrl2 813.99927 6.45 59.42 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 12.0 100 4.18E+05 WCNVQST#QDEFEELTMSQK 13.3 64 0 0 0 0 Deoxycytidine kinase  35446:144022

840.65953 3 timecourse_ATM_combo_4hr 840.65471 5.73 59.13 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 223.1 100 4.28E+07 WCNVQST#QDEFEELTMS#QK 13.2 64 38.8 74 0 0 Deoxycytidine kinase  35453:160681

814.00124 3 timecourse_ATM_combo_4hr 813.99927 2.42 59.12 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 40.7 94 8.41E+06 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35453:156981

1228.49872 2 timecourse_ATM_combo_2hr 1228.49273 4.88 59.02 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 212.4 100 1.35E+07 WCNVQSTQDEFEELTM*S#QK 26.4 74 0 0 0 0 Deoxycytidine kinase  35454:150231

1228.49605 2 combeffx_ATM_MEKi 1228.49273 2.7 58.93 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 32.3 100 2.87E+06 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35296:56928

819.33527 3 timecourse_ATM_combo_1hr 819.33091 5.32 58.7 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 718.2 100 9.18E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35457:161355

814.00438 3 timecourse_ATM_ctrl2 813.99927 6.28 58.69 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 11.1 100 4.89E+05 WCNVQST#QDEFEELTMSQK 18.9 64 0 0 0 0 Deoxycytidine kinase  35447:146763

1220.50245 2 timecourse_ATM_combo_8hr 1220.49527 5.88 58.67 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.8 94 7.77E+05 WCNVQSTQDEFEELTMS#QK 48.6 74 0 0 0 0 Deoxycytidine kinase  35451:160900

814.00354 3 timecourse_ATM_ctrl1 813.99927 5.25 58.22 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 786.4 94 3.27E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35448:158380

1220.50323 2 timecourse_ATM_ctrl2 1220.49527 6.52 58.14 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 417.6 100 2.77E+07 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35446:144032

1228.49834 2 timecourse_ATM_combo_1hr 1228.49273 4.57 57.89 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 182.4 100 1.67E+07 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35457:161295

814.00218 3 timecourse_ATM_combo_8hr 813.99927 3.57 57.87 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 41.8 94 3.34E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35451:160710

819.3326 3 combeffx_ATM_PI3Ki 819.33091 2.06 57.87 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 589.7 100 1.32E+08 WCNVQSTQDEFEELTM*S#QK 73.3 74 0 0 0 0 Deoxycytidine kinase  35298:65796

845.99098 3 timecourse_ATM_combo_8hr 845.98635 5.47 57.82 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 56.7 100 1.18E+07 WCNVQST#QDEFEELTM*S#QK 13.3 64 57.9 74 0 0 Deoxycytidine kinase  35451:165240

814.00411 3 timecourse_ATM_combo_8hr 813.99927 5.95 57.79 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 82.8 100 2.17E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35450:158850

1047.44605 2 timecourse_ATM_combo_8hr 1047.44028 5.51 57.73 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 11.7 100 9.45E+05 NVQSTQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35451:143281

840.65954 3 timecourse_ATM_combo_8hr 840.65471 5.75 57.67 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 206.0 100 4.39E+07 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 81 74 0 0 Deoxycytidine kinase  35450:162420

814.0077 3 timecourse_ATM_combo_1hr 813.99927 10.36 57.64 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 105.3 94 1.91E+05 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35457:160665

814.00167 3 combeffx_ATM_PI3Ki 813.99927 2.95 57.56 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1833.7 100 1.86E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35299:62094

845.98904 3 timecourse_ATM_combo_8hr 845.98635 3.18 57.33 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 75.7 94 8.23E+06 WCNVQST#QDEFEELTM*S#QK 13.3 64 38.8 74 0 0 Deoxycytidine kinase  35450:163080

819.33483 3 timecourse_ATM_ctrl1 819.33091 4.8 57.26 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 135.2 100 1.17E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35449:161509

866.03844 3 timecourse_ATM_combo_4hr 866.03297 6.32 57.19 DCK  DCK_HUMAN 3 A.RWCNVQSTQDEFEELTMS#QK.N 27.0 100 1.26E+06 RWCNVQSTQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35452:160730

814.00216 3 timecourse_ATM_combo_4hr 813.99927 3.55 57.02 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 150.2 94 2.99E+07 WCNVQSTQDEFEELTMS#QK 79.1 74 0 0 0 0 Deoxycytidine kinase  35452:154230

1220.50228 2 timecourse_ATM_combo_8hr 1220.49527 5.74 56.8 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.6 100 1.79E+06 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35450:158790

990.42111 2 timecourse_ATM_combo_8hr 990.41882 2.31 56.7 DCK  DCK_HUMAN 3 N.VQSTQDEFEELTMS#QK.N 8.5 100 9.33E+05 VQSTQDEFEELTMS#QK 18.9 74 0 0 0 0 Deoxycytidine kinase  35450:133343

1220.5035 2 timecourse_ATM_combo_1hr 1220.49527 6.74 56.52 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.0 94 6.29E+05 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35456:160467

819.33362 3 combeffx_ATM_MEKi 819.33091 3.31 56.52 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 204.8 100 1.58E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35297:51928

1220.50237 2 timecourse_ATM_combo_2hr 1220.49527 5.82 56.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.2 94 7.53E+05 WCNVQSTQDEFEELTMS#QK 24.2 74 0 0 0 0 Deoxycytidine kinase  35455:149931

814.00168 3 timecourse_ATM_combo_4hr 813.99927 2.96 56.36 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 167.5 94 3.48E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35453:157011

1047.44605 2 timecourse_ATM_combo_8hr 1047.44028 5.51 56.17 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 10.4 100 7.03E+05 NVQSTQDEFEELTMS#QK 52.8 74 0 0 0 0 Deoxycytidine kinase  35450:141183

1228.50034 2 timecourse_ATM_ctrl1 1228.49273 6.19 55.96 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#M*SQK.N 30.0 100 2.01E+06 WCNVQSTQDEFEELTM*S#QK 26.4 74 0 0 0 0 Deoxycytidine kinase  35448:159050

814.00443 3 timecourse_ATM_combo_1hr 813.99927 6.34 55.95 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 11.1 100 6.31E+05 WCNVQST#QDEFEELTMSQK 13.3 64 0 0 0 0 Deoxycytidine kinase  35456:160407

840.65846 3 timecourse_ATM_combo_8hr 840.65471 4.46 55.84 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 278.6 100 7.00E+07 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 42.1 74 0 0 Deoxycytidine kinase  35451:164390

814.00339 3 timecourse_ATM_combo_8hr 813.99927 5.06 55.75 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 52.1 94 9.30E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35450:158740

1220.50204 2 timecourse_ATM_combo_8hr 1220.49527 5.55 55.53 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.6 94 5.55E+05 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35451:160850

1220.49863 2 timecourse_ATM_combo_4hr 1220.49527 2.75 55.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 54.2 100 1.10E+07 WCNVQSTQDEFEELTMS#QK 34.3 74 0 0 0 0 Deoxycytidine kinase  35453:157001

1220.50211 2 timecourse_ATM_combo_2hr 1220.49527 5.6 55.31 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.1 94 6.70E+05 WCNVQSTQDEFEELTMS#QK 36.7 74 0 0 0 0 Deoxycytidine kinase  35454:149351

1220.50323 2 timecourse_ATM_ctrl2 1220.49527 6.52 54.97 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 411.4 100 3.27E+07 WCNVQSTQDEFEELTMS#QK 36.7 74 0 0 0 0 Deoxycytidine kinase  35447:146773

1220.50154 2 timecourse_ATM_combo_2hr 1220.49527 5.14 54.92 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 23.6 94 2.29E+06 WCNVQSTQDEFEELTMS#QK 27.7 74 0 0 0 0 Deoxycytidine kinase  35454:149281

1220.50163 2 timecourse_ATM_combo_1hr 1220.49527 5.21 54.86 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.3 94 1.26E+06 WCNVQSTQDEFEELTMS#QK 27.6 74 0 0 0 0 Deoxycytidine kinase  35457:160435

1220.49888 2 timecourse_ATM_combo_4hr 1220.49527 2.96 54.86 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 47.2 94 8.67E+06 WCNVQSTQDEFEELTMS#QK 21.8 74 0 0 0 0 Deoxycytidine kinase  35452:154200

814.0031 3 timecourse_ATM_combo_8hr 813.99927 4.71 54.73 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1984.2 100 3.39E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35450:158710

845.9906 3 timecourse_ATM_combo_4hr 845.98635 5.02 54.71 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 48.4 100 7.50E+06 WCNVQST#QDEFEELTM*S#QK 18.9 64 45.9 74 0 0 Deoxycytidine kinase  35453:161281

819.33243 3 combeffx_ATM_PI3Ki 819.33091 1.86 54.69 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 586.9 100 1.36E+08 WCNVQSTQDEFEELTM*S#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35298:65786

840.66274 3 timecourse_ATM_combo_8hr 840.65471 9.55 54.68 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 114.7 100 3.81E+06 WCNVQST#QDEFEELTMS#QK 17 64 50.9 74 0 0 Deoxycytidine kinase  35450:162510

814.00403 3 combeffx_ATM_PI3Ki 813.99927 5.85 54.66 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.1 94 9.44E+04 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35298:65626

814.00401 3 timecourse_ATM_combo_8hr 813.99927 5.82 54.56 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 25.4 94 4.30E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35450:158820

814.00277 3 combeffx_ATM_comboi 813.99927 4.3 54.55 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1091.2 100 3.04E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35300:73111

1047.44584 2 timecourse_ATM_combo_2hr 1047.44028 5.31 54.42 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 16.8 100 5.14E+05 NVQSTQDEFEELTMS#QK 52.8 74 0 0 0 0 Deoxycytidine kinase  35455:134424

840.65956 3 timecourse_ATM_combo_4hr 840.65471 5.78 54.42 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 172.0 100 3.53E+07 WCNVQST#QDEFEELTMS#QK 6.6 64 ‐1,0 61.1 74 0 0 Deoxycytidine kinase  35452:157710

814.00276 3 timecourse_ATM_combo_1hr 813.99927 4.29 54.25 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 108.5 94 2.26E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35456:160257

814.00328 3 timecourse_ATM_ctrl1 813.99927 4.93 54.18 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1252.2 100 7.55E+07 WCNVQSTQDEFEELTMS#QK 27 74 0 0 0 0 Deoxycytidine kinase  35449:160839

1220.50199 2 timecourse_ATM_combo_2hr 1220.49527 5.51 54.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.5 94 8.84E+05 WCNVQSTQDEFEELTMS#QK 32.3 74 0 0 0 0 Deoxycytidine kinase  35454:149321

1220.50231 2 timecourse_ATM_combo_4hr 1220.49527 5.77 53.94 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.2 94 5.53E+05 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35453:157201

1220.50307 2 timecourse_ATM_combo_2hr 1220.49527 6.39 53.8 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.8 94 4.41E+05 WCNVQSTQDEFEELTMS#QK 19.8 74 0 0 0 0 Deoxycytidine kinase  35455:150021

814.0035 3 timecourse_ATM_combo_2hr 813.99927 5.2 53.8 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 41.5 94 5.84E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35454:149291

814.0027 3 timecourse_ATM_combo_1hr 813.99927 4.21 53.68 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2381.9 94 6.54E+07 WCNVQSTQDEFEELTMS#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35457:160295

814.00972 3 timecourse_ATM_combo_4hr 813.99927 12.84 53.53 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 0.00E+00 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35453:157451

814.0043 3 timecourse_ATM_combo_8hr 813.99927 6.18 53.53 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 45.9 94 9.86E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35450:158910

1220.50307 2 timecourse_ATM_combo_2hr 1220.49527 6.39 53.48 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 7.2 100 1.48E+05 WCNVQST#QDEFEELTMSQK 26.4 64 0 0 0 0 Deoxycytidine kinase  35455:150011

819.33441 3 combeffx_ATM_comboi 819.33091 4.27 53.44 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 378.4 100 1.36E+08 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35300:73561

814.00252 3 timecourse_ATM_combo_2hr 813.99927 3.99 53.37 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 34.8 94 4.58E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35455:149721

814.00356 3 timecourse_ATM_combo_4hr 813.99927 5.27 53.23 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 50.4 100 9.67E+06 WCNVQSTQDEFEELTMS#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35453:157101

814.00443 3 timecourse_ATM_combo_8hr 813.99927 6.34 53.2 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 608.3 94 1.29E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35450:158920

1220.50304 2 timecourse_ATM_combo_4hr 1220.49527 6.37 53.19 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.0 94 1.76E+06 WCNVQSTQDEFEELTMS#QK 36.7 74 0 0 0 0 Deoxycytidine kinase  35453:157341

845.98952 3 timecourse_ATM_combo_1hr 845.98635 3.75 52.88 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 12.2 94 7.33E+05 WCNVQST#QDEFEELTM*S#QK 13.3 64 47.7 74 0 0 Deoxycytidine kinase  35457:164285

814.00484 3 timecourse_ATM_combo_1hr 813.99927 6.84 52.82 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 37.8 94 7.05E+06 WCNVQSTQDEFEELTMS#QK 29.6 74 0 0 0 0 Deoxycytidine kinase  35456:160507

814.00269 3 timecourse_ATM_combo_2hr 813.99927 4.2 52.68 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 80.8 94 1.07E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35455:149741

814.00272 3 combeffx_ATM_comboi 813.99927 4.24 52.44 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1068.4 100 3.04E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35300:73101

819.33509 3 timecourse_ATM_ctrl1 819.33091 5.1 52.43 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 109.8 100 1.19E+07 WCNVQSTQDEFEELTM*S#QK 46.3 74 0 0 0 0 Deoxycytidine kinase  35449:161519

814.00356 3 timecourse_ATM_combo_1hr 813.99927 5.27 52.14 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 50.5 100 1.14E+07 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35457:160445

814.00482 3 timecourse_ATM_combo_1hr 813.99927 6.82 52.11 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 39.3 100 1.14E+07 WCNVQSTQDEFEELTMS#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35456:160487

814.00519 3 timecourse_ATM_combo_1hr 813.99927 7.27 51.91 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.5 100 1.95E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35456:160577

819.33627 3 timecourse_ATM_combo_2hr 819.33091 6.54 51.85 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 1000.9 100 7.45E+07 WCNVQSTQDEFEELTM*S#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35455:150771

814.00689 3 timecourse_ATM_combo_2hr 813.99927 9.36 51.84 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.5 94 1.46E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35454:149601

814.00287 3 combeffx_ATM_comboi 813.99927 4.42 51.62 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMSQK.N 10.1 100 2.47E+06 WCNVQST#QDEFEELTMSQK 13.3 64 0 0 0 0 Deoxycytidine kinase  35300:73171

1220.50165 2 timecourse_ATM_combo_2hr 1220.49527 5.23 51.32 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.4 94 3.24E+05 WCNVQSTQDEFEELTMS#QK 18.3 74 0 0 0 0 Deoxycytidine kinase  35454:149301

1220.50349 2 timecourse_ATM_combo_1hr 1220.49527 6.74 51.24 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.3 94 2.49E+05 WCNVQSTQDEFEELTMS#QK 30.5 74 0 0 0 0 Deoxycytidine kinase  35456:160447

876.86001 2 timecourse_ATM_combo_2hr 876.85532 5.35 51.18 DCK  DCK_HUMAN 3 Q.STQDEFEELTMS#QK.N 10.7 100 4.21E+05 STQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35454:108528

1260.48591 2 timecourse_ATM_combo_8hr 1260.47843 5.93 50.77 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 85.0 100 1.52E+07 WCNVQST#QDEFEELTMS#QK 21.5 64 0 74 ‐2,0 0 0 Deoxycytidine kinase  35451:164520

814.00298 3 combeffx_ATM_comboi 813.99927 4.56 50.74 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1308.2 100 2.03E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35301:66989

819.33655 3 timecourse_ATM_combo_1hr 819.33091 6.88 50.7 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 878.6 100 9.75E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35456:161327

814.00278 3 combeffx_ATM_comboi 813.99927 4.31 50.67 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 18.5 94 1.64E+07 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35300:73121

1228.49965 2 timecourse_ATM_combo_4hr 1228.49273 5.63 50.66 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 134.0 100 1.13E+07 WCNVQSTQDEFEELTM*S#QK 26.4 74 0 0 0 0 Deoxycytidine kinase  35452:155330

1228.49969 2 timecourse_ATM_combo_8hr 1228.49273 5.67 50.66 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 114.3 100 1.10E+07 WCNVQSTQDEFEELTM*S#QK 28.9 74 0 0 0 0 Deoxycytidine kinase  35450:159680

814.00377 3 timecourse_ATM_combo_2hr 813.99927 5.53 50.56 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 35.8 100 5.15E+06 WCNVQSTQDEFEELTMS#QK 24.2 74 0 0 0 0 Deoxycytidine kinase  35454:149331

814.0024 3 timecourse_ATM_combo_2hr 813.99927 3.85 50.53 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 84.8 94 1.09E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35454:149171

814.00401 3 timecourse_ATM_combo_1hr 813.99927 5.82 50.49 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 41.3 100 1.17E+07 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35456:160327



814.00443 3 timecourse_ATM_combo_8hr 813.99927 6.34 50.49 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 12.6 100 2.42E+06 WCNVQSTQDEFEELTMS#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35450:158930

814.00654 3 timecourse_ATM_combo_1hr 813.99927 8.94 50.45 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.7 94 1.46E+06 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35457:160655

814.00769 3 timecourse_ATM_combo_4hr 813.99927 10.34 50.36 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.9 72 4.15E+05 WCNVQSTQDEFEELTMS#QK 65.2 74 0 0 0 0 Deoxycytidine kinase  35453:157441

814.00875 3 timecourse_ATM_combo_8hr 813.99927 11.65 50.33 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 0.00E+00 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35451:161120

814.00384 3 timecourse_ATM_combo_4hr 813.99927 5.61 50.22 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 87.6 100 2.19E+07 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35452:154340

1260.48589 2 timecourse_ATM_ctrl2 1260.47843 5.92 50.15 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 10.8 100 1.27E+06 WCNVQST#QDEFEELTMS#QK 13.2 64 0 74 ‐2,0 0 0 Deoxycytidine kinase  35447:149813

845.99009 3 timecourse_ATM_combo_8hr 845.98635 4.42 50.14 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 65.0 100 1.15E+07 WCNVQST#QDEFEELTM*S#QK 18.9 64 28.5 74 0 0 Deoxycytidine kinase  35451:165220

1228.49963 2 timecourse_ATM_combo_8hr 1228.49273 5.62 50.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 98.8 100 1.10E+07 WCNVQSTQDEFEELTM*S#QK 21.5 74 0 0 0 0 Deoxycytidine kinase  35450:159660

1220.50212 2 timecourse_ATM_combo_4hr 1220.49527 5.61 50.04 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.1 94 6.01E+05 WCNVQSTQDEFEELTMS#QK 17 74 0 0 0 0 Deoxycytidine kinase  35452:154350

840.66293 3 timecourse_ATM_combo_4hr 840.65471 9.78 49.93 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 81.9 100 1.67E+06 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35453:160731

1220.50303 2 timecourse_ATM_combo_4hr 1220.49527 6.36 49.85 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.9 94 1.02E+06 WCNVQSTQDEFEELTMS#QK 30.5 74 0 0 0 0 Deoxycytidine kinase  35453:157331

814.00458 3 timecourse_ATM_combo_8hr 813.99927 6.52 49.56 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 23.5 100 7.77E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35451:160980

1220.50225 2 timecourse_ATM_combo_2hr 1220.49527 5.72 49.45 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.0 94 2.12E+05 WCNVQSTQDEFEELTMS#QK 30.5 74 0 0 0 0 Deoxycytidine kinase  35454:149391

840.65773 3 timecourse_ATM_combo_8hr 840.65471 3.59 49.33 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 80.5 94 1.85E+07 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 42.1 74 0 0 Deoxycytidine kinase  35450:162220

814.00276 3 timecourse_ATM_combo_1hr 813.99927 4.29 49.32 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2178.6 100 3.52E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35457:160305

819.33559 3 timecourse_ATM_combo_2hr 819.33091 5.71 49.3 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 895.2 100 7.63E+07 WCNVQSTQDEFEELTM*S#QK 65.2 74 0 0 0 0 Deoxycytidine kinase  35455:150751

1220.50255 2 timecourse_ATM_combo_4hr 1220.49527 5.96 49.28 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.3 94 6.34E+05 WCNVQSTQDEFEELTMS#QK 36.7 74 0 0 0 0 Deoxycytidine kinase  35453:157261

845.98945 3 combeffx_ATM_comboi 845.98635 3.68 49.04 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 14.3 94 2.93E+06 WCNVQST#QDEFEELTM*S#QK 13.3 64 57.9 74 0 0 Deoxycytidine kinase  35300:74891

840.65884 3 timecourse_ATM_combo_4hr 840.65471 4.91 49.02 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 41.2 94 8.53E+06 WCNVQST#QDEFEELTMS#QK 7.5 64 ‐1,0 72.2 74 0 0 Deoxycytidine kinase  35452:157670

1220.50264 2 timecourse_ATM_combo_2hr 1220.49527 6.04 49.01 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.2 94 2.48E+05 WCNVQSTQDEFEELTMS#QK 36.7 74 0 0 0 0 Deoxycytidine kinase  35454:149501

1220.5029 2 timecourse_ATM_combo_2hr 1220.49527 6.25 48.98 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 960.5 100 1.35E+08 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35454:149541

814.00417 3 timecourse_ATM_combo_4hr 813.99927 6.02 48.92 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 40.4 94 7.29E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35452:154420

876.85963 2 timecourse_ATM_combo_4hr 876.85532 4.92 48.88 DCK  DCK_HUMAN 3 Q.STQDEFEELTMS#QK.N 7.3 100 5.06E+05 STQDEFEELTMS#QK 64.8 74 0 0 0 0 Deoxycytidine kinase  35453:114033

814.00318 3 timecourse_ATM_combo_1hr 813.99927 4.8 48.56 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 52.5 100 1.44E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35457:160325

814.00237 3 combeffx_ATM_comboi 813.99927 3.81 48.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1285.2 100 1.97E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35301:66859

833.3432 2 timecourse_ATM_combo_2hr 833.33931 4.67 48.33 DCK  DCK_HUMAN 3 S.TQDEFEELTMS#QK.N 4.3 100 1.75E+05 TQDEFEELTMS#QK 52.8 74 0 0 0 0 Deoxycytidine kinase  35455:100429

814.0042 3 timecourse_ATM_combo_4hr 813.99927 6.07 48.23 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 19.7 94 9.59E+05 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35453:157301

819.33527 3 timecourse_ATM_combo_1hr 819.33091 5.32 48.19 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 858.0 100 9.08E+07 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35457:161365

814.00185 3 timecourse_ATM_combo_4hr 813.99927 3.17 48.15 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 43.1 94 8.36E+06 WCNVQSTQDEFEELTMS#QK 58.3 74 0 0 0 0 Deoxycytidine kinase  35452:154210

814.00459 3 timecourse_ATM_combo_8hr 813.99927 6.54 47.95 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 15.1 94 2.39E+06 WCNVQSTQDEFEELTMS#QK 53.5 74 0 0 0 0 Deoxycytidine kinase  35450:158940

1220.50193 2 timecourse_ATM_combo_1hr 1220.49527 5.46 47.8 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.2 94 6.05E+05 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35457:160475

814.00418 3 timecourse_ATM_combo_4hr 813.99927 6.03 47.73 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.7 94 5.40E+05 WCNVQSTQDEFEELTMS#QK 58.3 74 0 0 0 0 Deoxycytidine kinase  35453:157271

845.99044 3 timecourse_ATM_combo_4hr 845.98635 4.83 47.6 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 49.2 100 7.70E+06 WCNVQST#QDEFEELTM*S#QK 14.2 64 57.9 74 0 0 Deoxycytidine kinase  35452:158390

814.0021 3 timecourse_ATM_combo_8hr 813.99927 3.48 47.56 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.2 94 5.44E+05 WCNVQSTQDEFEELTMS#QK 43.5 74 0 0 0 0 Deoxycytidine kinase  35450:158620

814.00418 3 timecourse_ATM_combo_1hr 813.99927 6.03 47.53 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 22.6 94 3.95E+06 WCNVQSTQDEFEELTMS#QK 43.5 74 0 0 0 0 Deoxycytidine kinase  35457:160565

819.33463 3 timecourse_ATM_combo_2hr 819.33091 4.54 47.48 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 5.9 94 9.15E+05 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35455:150661

845.99052 3 timecourse_ATM_combo_2hr 845.98635 4.93 47.47 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 31.1 100 2.94E+06 WCNVQST#QDEFEELTM*S#QK 18.9 64 33.5 74 0 0 Deoxycytidine kinase  35454:153021

1220.50322 2 timecourse_ATM_combo_4hr 1220.49527 6.51 47.43 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.1 94 1.73E+06 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35453:157371

669.27291 2 combeffx_ATM_comboi 669.27016 4.11 47.38 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 17.8 100 3.07E+06 EFEELTM*S#QK 48.9 74 0 0 0 0 Deoxycytidine kinase  35301:27661

1220.50116 2 timecourse_ATM_combo_1hr 1220.49527 4.83 47.24 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.8 86 9.76E+04 WCNVQSTQDEFEELTMS#QK 30.5 74 0 0 0 0 Deoxycytidine kinase  35457:160345

1268.48152 2 timecourse_ATM_combo_4hr 1268.47589 4.44 47.23 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 11.6 100 1.14E+06 WCNVQST#QDEFEELTM*S#QK 6.5 64 ‐1,0 0 74 ‐2,0 0 0 Deoxycytidine kinase  35453:161251

1220.502 2 timecourse_ATM_combo_8hr 1220.49527 5.51 47.18 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.5 94 2.10E+05 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35451:160840

840.66251 3 timecourse_ATM_combo_4hr 840.65471 9.28 47.11 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 73.5 100 1.98E+06 WCNVQST#QDEFEELTMS#QK 14.2 64 53.8 74 0 0 Deoxycytidine kinase  35452:157820

1220.50051 2 timecourse_ATM_ctrl2 1220.49527 4.29 47.05 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 15.3 100 1.19E+06 WCNVQSTQDEFEELTMS#QK 17 74 0 0 0 0 Deoxycytidine kinase  35447:146723

814.00152 3 timecourse_ATM_combo_1hr 813.99927 2.78 47.02 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 71.7 94 1.51E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35457:160235

819.33658 3 timecourse_ATM_ctrl2 819.33091 6.92 46.99 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 175.6 100 1.39E+07 WCNVQSTQDEFEELTM*S#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35446:144702

814.00406 3 timecourse_ATM_combo_8hr 813.99927 5.88 46.91 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.9 94 2.50E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35450:158840

1220.50334 2 timecourse_ATM_combo_4hr 1220.49527 6.61 46.84 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.3 94 2.09E+05 WCNVQSTQDEFEELTMS#QK 29 74 0 0 0 0 Deoxycytidine kinase  35452:154540

814.00337 3 timecourse_ATM_combo_2hr 813.99927 5.04 46.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 110.7 100 1.70E+07 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35454:149261

814.00122 3 timecourse_ATM_combo_4hr 813.99927 2.4 46.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.1 94 7.12E+05 WCNVQSTQDEFEELTMS#QK 46.3 74 0 0 0 0 Deoxycytidine kinase  35452:154190

840.65893 3 timecourse_ATM_combo_2hr 840.65471 5.02 46.76 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 74.7 100 1.05E+07 WCNVQST#QDEFEELTMS#QK 17 64 57.9 74 0 0 Deoxycytidine kinase  35454:152451

1260.48616 2 timecourse_ATM_combo_2hr 1260.47843 6.13 46.72 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 17.9 100 2.05E+06 WCNVQST#QDEFEELTMS#QK 22.9 64 16.2 74 0 0 Deoxycytidine kinase  35454:152541

814.00302 3 combeffx_ATM_comboi 813.99927 4.61 46.69 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 580.0 94 1.40E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35300:73211

814.00396 3 timecourse_ATM_combo_8hr 813.99927 5.76 46.66 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 74.1 100 2.08E+07 WCNVQSTQDEFEELTMS#QK 27 74 0 0 0 0 Deoxycytidine kinase  35451:160860

814.00224 3 timecourse_ATM_combo_8hr 813.99927 3.65 46.6 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 152.3 94 3.42E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35450:158630

845.99089 3 combeffx_ATM_comboi 845.98635 5.37 46.59 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTM*S#QK.N 12.2 94 2.59E+06 WCNVQST#QDEFEELTM*S#QK 17 64 57.9 74 0 0 Deoxycytidine kinase  35300:74901

814.0046 3 timecourse_ATM_combo_4hr 813.99927 6.55 46.58 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.0 94 1.46E+06 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35452:154500

814.00757 3 timecourse_ATM_combo_2hr 813.99927 10.2 46.57 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.4 64 2.14E+04 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35454:149611

814.0043 3 timecourse_ATM_combo_4hr 813.99927 6.18 46.33 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 30.7 100 9.41E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35453:157311

1220.50262 2 timecourse_ATM_combo_1hr 1220.49527 6.02 46.31 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.5 94 1.37E+06 WCNVQSTQDEFEELTMS#QK 11.5 74 ‐2,0 0 0 0 0 Deoxycytidine kinase  35457:160555

833.34294 2 timecourse_ATM_combo_4hr 833.33931 4.36 46.26 DCK  DCK_HUMAN 3 S.TQDEFEELTMS#QK.N 5.4 100 3.59E+05 TQDEFEELTMS#QK 48.9 74 0 0 0 0 Deoxycytidine kinase  35453:106126

814.00682 3 timecourse_ATM_combo_4hr 813.99927 9.29 46.25 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.9 100 2.64E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35452:154670

1228.49971 2 timecourse_ATM_combo_4hr 1228.49273 5.69 45.94 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 139.0 100 1.31E+07 WCNVQSTQDEFEELTM*S#QK 21.5 74 0 0 0 0 Deoxycytidine kinase  35453:158171

814.00391 3 timecourse_ATM_combo_4hr 813.99927 5.7 45.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 38.6 100 9.41E+06 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35453:157181

845.99103 3 timecourse_ATM_combo_8hr 845.98635 5.53 45.69 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 75.3 100 1.26E+07 WCNVQST#QDEFEELTM*S#QK 18.9 64 57.9 74 0 0 Deoxycytidine kinase  35450:163090

840.65964 3 timecourse_ATM_combo_4hr 840.65471 5.86 45.51 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 41.0 100 1.04E+07 WCNVQST#QDEFEELTMS#QK 5.3 64 ‐1,0 45.9 74 0 0 Deoxycytidine kinase  35452:157730

814.00143 3 timecourse_ATM_combo_4hr 813.99927 2.65 45.36 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.8 94 9.09E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35453:156991

814.00448 3 timecourse_ATM_combo_1hr 813.99927 6.4 45.26 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 80.8 100 2.02E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35456:160417

814.00386 3 timecourse_ATM_combo_2hr 813.99927 5.64 45.11 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 78.1 94 1.07E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35455:149891

814.00263 3 timecourse_ATM_combo_2hr 813.99927 4.13 44.96 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2429.5 100 3.30E+08 WCNVQSTQDEFEELTMS#QK 44.7 74 0 0 0 0 Deoxycytidine kinase  35454:149191

814.00341 3 timecourse_ATM_combo_4hr 813.99927 5.09 44.72 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 99.7 100 2.58E+07 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35453:157081

814.00404 3 timecourse_ATM_combo_8hr 813.99927 5.86 44.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 46.5 100 1.43E+07 WCNVQSTQDEFEELTMS#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35451:160890

814.00336 3 timecourse_ATM_ctrl2 813.99927 5.02 44.39 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1316.0 100 9.24E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35447:146743

1260.48569 2 timecourse_ATM_combo_4hr 1260.47843 5.76 44.32 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 59.1 100 1.03E+07 WCNVQST#QDEFEELTMS#QK 24.4 64 16.2 74 0 0 Deoxycytidine kinase  35453:160691

866.03756 3 timecourse_ATM_combo_2hr 866.03297 5.3 44.31 DCK  DCK_HUMAN 3 A.RWCNVQSTQDEFEELTMS#QK.N 32.4 100 1.02E+06 RWCNVQSTQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35454:155141

840.65945 3 timecourse_ATM_ctrl1 840.65471 5.64 44.27 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 8.8 100 1.30E+06 WCNVQST#QDEFEELTMS#QK 15.5 64 45.9 74 0 0 Deoxycytidine kinase  35448:161110

1220.50228 2 timecourse_ATM_combo_2hr 1220.49527 5.74 44.23 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.8 94 9.67E+05 WCNVQSTQDEFEELTMS#QK 39.6 74 0 0 0 0 Deoxycytidine kinase  35455:149911

840.65981 3 timecourse_ATM_combo_4hr 840.65471 6.07 44.22 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 151.1 100 3.11E+07 WCNVQST#QDEFEELTMS#QK 13.3 64 45.9 74 0 0 Deoxycytidine kinase  35452:157780

669.2721 2 combeffx_ATM_PI3Ki 669.27016 2.9 44.1 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 23.9 100 3.66E+06 EFEELTM*S#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35299:26715

814.00307 3 timecourse_ATM_combo_1hr 813.99927 4.67 43.9 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 36.6 94 6.98E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35456:160277

840.65937 3 timecourse_ATM_combo_8hr 840.65471 5.54 43.88 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 237.3 100 4.97E+07 WCNVQST#QDEFEELTMS#QK 7.5 64 ‐1,0 39 74 0 0 Deoxycytidine kinase  35451:164450

814.0036 3 timecourse_ATM_combo_2hr 813.99927 5.32 43.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 25.6 86 4.67E+05 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35455:149801

840.65938 3 timecourse_ATM_combo_8hr 840.65471 5.56 43.74 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 59.5 100 1.94E+07 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35450:162370

840.66212 3 timecourse_ATM_combo_2hr 840.65471 8.81 43.64 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 28.0 100 5.03E+05 WCNVQST#QDEFEELTMS#QK 28.5 64 50.9 74 0 0 Deoxycytidine kinase  35454:152551

814.00292 3 timecourse_ATM_combo_1hr 813.99927 4.48 43.63 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 66.9 94 1.17E+07 WCNVQSTQDEFEELTMS#QK 58.3 74 0 0 0 0 Deoxycytidine kinase  35457:160315

814.00173 3 timecourse_ATM_combo_8hr 813.99927 3.02 43.43 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 71.1 94 1.85E+07 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35451:160680

814.00143 3 timecourse_ATM_combo_1hr 813.99927 2.65 43.24 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 42.6 94 9.11E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35457:160215

814.00239 3 timecourse_ATM_combo_2hr 813.99927 3.83 43.1 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.9 94 3.70E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35455:149711

1220.50243 2 timecourse_ATM_combo_2hr 1220.49527 5.87 42.98 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.4 94 3.39E+05 WCNVQSTQDEFEELTMS#QK 43.3 74 0 0 0 0 Deoxycytidine kinase  35454:149441

1220.50315 2 timecourse_ATM_combo_4hr 1220.49527 6.46 42.94 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.1 94 2.34E+05 WCNVQSTQDEFEELTMS#QK 29 74 0 0 0 0 Deoxycytidine kinase  35453:157351

840.65928 3 timecourse_ATM_combo_8hr 840.65471 5.44 42.92 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 104.0 100 1.89E+07 WCNVQST#QDEFEELTMS#QK 15.5 64 72.2 74 0 0 Deoxycytidine kinase  35450:162340

814.00775 3 timecourse_ATM_combo_2hr 813.99927 10.42 42.84 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 24.3 58 6.41E+03 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35455:150061

1260.48542 2 timecourse_ATM_combo_8hr 1260.47843 5.55 42.5 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 48.8 100 1.18E+07 WCNVQST#QDEFEELTMS#QK 11.5 64 ‐1,0 19.2 74 0 0 Deoxycytidine kinase  35450:162360

814.00444 3 timecourse_ATM_combo_4hr 813.99927 6.35 42.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 25.2 94 5.52E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35452:154480

840.66004 3 timecourse_ATM_combo_8hr 840.65471 6.34 42.28 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 25.2 94 9.94E+06 WCNVQST#QDEFEELTMS#QK 4 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35451:164570

840.66215 3 timecourse_ATM_combo_8hr 840.65471 8.85 42.21 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 119.9 100 2.96E+06 WCNVQST#QDEFEELTMS#QK 7.5 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35451:164640

845.99071 3 timecourse_ATM_combo_2hr 845.98635 5.15 41.92 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTM*S#QK.N 41.4 100 2.94E+06 WCNVQST#QDEFEELTM*S#QK 13.3 64 81 74 0 0 Deoxycytidine kinase  35455:153621

814.00396 3 timecourse_ATM_combo_2hr 813.99927 5.76 41.71 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 63.6 94 9.89E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35454:149401

1268.48212 2 timecourse_ATM_combo_8hr 1268.47589 4.91 41.62 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 12.5 100 1.97E+06 WCNVQST#QDEFEELTM*S#QK 26.4 64 19.2 74 0 0 Deoxycytidine kinase  35451:165230

814.00422 3 timecourse_ATM_combo_2hr 813.99927 6.09 41.61 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 20.6 94 2.64E+06 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35455:149981

814.00425 3 combeffx_ATM_PI3Ki 813.99927 6.12 41.44 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.7 94 2.15E+05 WCNVQSTQDEFEELTMS#QK 53.5 74 0 0 0 0 Deoxycytidine kinase  35299:62144

814.00256 3 combeffx_ATM_comboi 813.99927 4.04 41.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1299.6 100 2.07E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35301:66879

814.00159 3 combeffx_ATM_PI3Ki 813.99927 2.85 41.32 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1727.4 100 2.59E+08 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35298:65566

840.65976 3 timecourse_ATM_combo_4hr 840.65471 6.01 41.29 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 170.4 100 3.64E+07 WCNVQST#QDEFEELTMS#QK 12.2 64 ‐1,0 72.2 74 0 0 Deoxycytidine kinase  35452:157770

840.65959 3 timecourse_ATM_combo_8hr 840.65471 5.8 41.14 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 8.3 94 2.25E+06 WCNVQST#QDEFEELTMS#QK 13.3 64 81 74 0 0 Deoxycytidine kinase  35451:164490

819.33531 3 timecourse_ATM_combo_2hr 819.33091 5.37 41.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 48.3 100 3.58E+06 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35455:150701

814.00251 3 timecourse_ATM_combo_8hr 813.99927 3.98 41.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 49.3 94 9.57E+06 WCNVQSTQDEFEELTMS#QK 20.1 74 0 0 0 0 Deoxycytidine kinase  35450:158660

1260.48687 2 timecourse_ATM_combo_8hr 1260.47843 6.7 40.69 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 6.0 94 2.93E+06 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 14.4 74 0 0 Deoxycytidine kinase  35451:164600

814.00727 3 timecourse_ATM_combo_8hr 813.99927 9.83 40.64 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.5 94 1.05E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35451:161110

1268.48219 2 timecourse_ATM_combo_4hr 1268.47589 4.97 40.63 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTM*S#QK.N 10.2 100 1.13E+06 WCNVQST#QDEFEELTM*S#QK 26.4 64 0 74 ‐2,0 0 0 Deoxycytidine kinase  35453:161271

814.00524 3 timecourse_ATM_combo_8hr 813.99927 7.33 40.53 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.1 94 4.12E+05 WCNVQSTQDEFEELTMS#QK 43.5 74 0 0 0 0 Deoxycytidine kinase  35451:161050

698.63279 3 timecourse_ATM_combo_2hr 698.62928 5.02 40.52 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 16.1 100 6.45E+05 NVQSTQDEFEELTMS#QK 67.9 74 0 0 0 0 Deoxycytidine kinase  35455:134414

840.6575 3 timecourse_ATM_combo_8hr 840.65471 3.32 40.26 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 11.6 94 1.97E+06 WCNVQST#QDEFEELTMS#QK 17 64 45.9 74 0 0 Deoxycytidine kinase  35450:162210

814.00404 3 timecourse_ATM_combo_4hr 813.99927 5.86 40.03 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 43.1 94 3.24E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35453:157231

814.00417 3 timecourse_ATM_combo_8hr 813.99927 6.02 39.95 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.2 94 4.29E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35450:158860

845.99021 3 timecourse_ATM_combo_4hr 845.98635 4.56 39.92 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 58.2 100 7.50E+06 WCNVQST#QDEFEELTM*S#QK 13.3 64 72.2 74 0 0 Deoxycytidine kinase  35453:161261

866.0341 3 combeffx_ATM_PI3Ki 866.03297 1.3 39.79 DCK  DCK_HUMAN 3 A.RWCNVQSTQDEFEELTMS#QK.N 6.3 100 5.92E+05 RWCNVQSTQDEFEELTMS#QK 52.8 74 0 0 0 0 Deoxycytidine kinase  35298:67816

814.00367 3 timecourse_ATM_combo_4hr 813.99927 5.41 39.71 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 15.9 94 1.95E+06 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35453:157131

1220.50128 2 timecourse_ATM_combo_2hr 1220.49527 4.92 39.6 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 3.1 94 2.44E+05 WCNVQSTQDEFEELTMS#QK 30.5 74 0 0 0 0 Deoxycytidine kinase  35454:149231

814.00475 3 timecourse_ATM_combo_4hr 813.99927 6.73 39.41 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.3 94 2.93E+05 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35452:154560

1260.48632 2 timecourse_ATM_combo_8hr 1260.47843 6.26 39.18 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 15.8 100 4.34E+06 WCNVQST#QDEFEELTMS#QK 26.4 64 16.2 74 0 0 Deoxycytidine kinase  35451:164560

814.0044 3 timecourse_ATM_combo_1hr 813.99927 6.3 39.12 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 25.2 94 5.75E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35456:160387

840.66242 3 timecourse_ATM_ctrl2 840.65471 9.17 39.03 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 24.7 100 5.49E+05 WCNVQST#QDEFEELTMS#QK 6.6 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35447:149843

840.65834 3 timecourse_ATM_combo_8hr 840.65471 4.32 39.02 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 9.0 94 1.58E+06 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35450:162260

814.00323 3 timecourse_ATM_combo_2hr 813.99927 4.86 38.99 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 22.6 94 2.24E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35454:149221

840.65986 3 timecourse_ATM_combo_1hr 840.65471 6.13 38.91 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 28.3 100 5.20E+06 WCNVQST#QDEFEELTMS#QK 11.3 64 ‐1,0 22.6 74 0 0 Deoxycytidine kinase  35456:163767

669.2735 2 combeffx_ATM_comboi 669.27016 4.99 38.84 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 17.6 100 4.42E+06 EFEELTM*S#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35300:29904

1260.48478 2 timecourse_ATM_combo_4hr 1260.47843 5.04 38.72 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 68.8 100 9.38E+06 WCNVQST#QDEFEELTMS#QK 6.9 64 ‐1,0 16.2 74 0 0 Deoxycytidine kinase  35453:160631

866.03872 3 timecourse_ATM_combo_1hr 866.03297 6.64 38.52 DCK  DCK_HUMAN 3 A.RWCNVQSTQDEFEELTMS#QK.N 30.7 100 1.55E+06 RWCNVQSTQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35456:166187

819.33318 3 combeffx_ATM_PI3Ki 819.33091 2.77 38.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 528.9 100 9.02E+07 WCNVQSTQDEFEELTM*S#QK 73.3 74 0 0 0 0 Deoxycytidine kinase  35299:62354

814.00712 3 timecourse_ATM_combo_8hr 813.99927 9.64 38.23 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 3.9 94 5.04E+05 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35451:161100

840.65783 3 timecourse_ATM_combo_8hr 840.65471 3.71 38.23 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 18.6 94 3.32E+06 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35450:162230

840.65969 3 timecourse_ATM_ctrl2 840.65471 5.92 38.18 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 38.3 100 6.44E+06 WCNVQST#QDEFEELTMS#QK 7.5 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35446:147052

814.00417 3 timecourse_ATM_combo_1hr 813.99927 6.02 38.15 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2809.5 100 4.03E+08 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35456:160357

814.00326 3 timecourse_ATM_combo_1hr 813.99927 4.9 38.14 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.1 94 1.13E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35456:160307

840.65943 3 timecourse_ATM_ctrl2 840.65471 5.61 38.14 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 42.6 100 6.08E+06 WCNVQST#QDEFEELTMS#QK 7.5 64 ‐1,0 38.8 74 0 0 Deoxycytidine kinase  35447:149803

814.0036 3 timecourse_ATM_combo_1hr 813.99927 5.32 38.09 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.3 94 8.62E+05 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35456:160317

814.00421 3 timecourse_ATM_combo_4hr 813.99927 6.07 38.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 10.8 100 1.77E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35452:154450

1260.48528 2 timecourse_ATM_combo_2hr 1260.47843 5.43 38.01 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 15.8 100 2.23E+06 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 16.2 74 0 0 Deoxycytidine kinase  35454:152491

814.00595 3 combeffx_ATM_comboi 813.99927 8.21 38.01 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.2 94 2.69E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35301:67039

866.03746 3 timecourse_ATM_combo_2hr 866.03297 5.18 37.96 DCK  DCK_HUMAN 3 A.RWCNVQSTQDEFEELTMS#QK.N 33.7 100 1.13E+06 RWCNVQSTQDEFEELTMS#QK 48.9 74 0 0 0 0 Deoxycytidine kinase  35455:155801

840.65918 3 timecourse_ATM_combo_2hr 840.65471 5.32 37.85 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 111.9 100 1.20E+07 WCNVQST#QDEFEELTMS#QK 13.2 64 65.9 74 0 0 Deoxycytidine kinase  35455:153121

814.00412 3 timecourse_ATM_combo_2hr 813.99927 5.96 37.83 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 19.4 100 3.79E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35454:149471

814.00625 3 combeffx_ATM_comboi 813.99927 8.57 37.62 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.9 94 1.57E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35300:73331

814.00322 3 timecourse_ATM_ctrl2 813.99927 4.85 37.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 19.9 94 1.18E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35446:143972

845.98968 3 combeffx_ATM_comboi 845.98635 3.94 37.39 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 10.4 94 1.43E+06 WCNVQST#QDEFEELTM*S#QK 11.3 64 ‐1,0 57.1 74 0 0 Deoxycytidine kinase  35301:68499

1220.5035 2 timecourse_ATM_combo_1hr 1220.49527 6.74 37.35 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.8 94 1.38E+06 WCNVQSTQDEFEELTMS#QK 21.8 74 0 0 0 0 Deoxycytidine kinase  35456:160477

814.00331 3 timecourse_ATM_combo_1hr 813.99927 4.96 37.34 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.9 94 1.56E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35457:160395

814.00354 3 timecourse_ATM_combo_2hr 813.99927 5.25 37.2 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.6 94 4.60E+05 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35454:149311

1220.50298 2 timecourse_ATM_combo_2hr 1220.49527 6.32 37.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.1 94 3.74E+05 WCNVQSTQDEFEELTMS#QK 14 74 0 0 0 0 Deoxycytidine kinase  35455:150001

814.00363 3 combeffx_ATM_comboi 813.99927 5.36 37.04 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.9 94 2.64E+05 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35300:73281

814.00194 3 combeffx_ATM_MEKi 813.99927 3.28 36.99 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 385.0 100 1.55E+07 WCNVQSTQDEFEELTMS#QK 79.1 74 0 0 0 0 Deoxycytidine kinase  35297:51778

1260.48637 2 timecourse_ATM_combo_8hr 1260.47843 6.3 36.98 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 6.1 94 2.48E+06 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 16.2 74 0 0 Deoxycytidine kinase  35450:162490

814.00357 3 timecourse_ATM_combo_4hr 813.99927 5.28 36.95 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.2 94 2.20E+06 WCNVQSTQDEFEELTMS#QK 24.2 74 0 0 0 0 Deoxycytidine kinase  35452:154310

661.27595 2 timecourse_ATM_ctrl1 661.27270 4.91 36.89 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 24.1 100 1.37E+06 EFEELTMS#QK 45.7 74 0 0 0 0 Deoxycytidine kinase  35449:69455

1260.48598 2 timecourse_ATM_combo_4hr 1260.47843 5.99 36.86 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 37.6 100 6.93E+06 WCNVQST#QDEFEELTMS#QK 9.3 64 ‐1,0 16.2 74 0 0 Deoxycytidine kinase  35452:157760

840.65951 3 timecourse_ATM_combo_8hr 840.65471 5.71 36.81 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 7.9 94 2.04E+06 WCNVQST#QDEFEELTMS#QK 13.3 64 38.8 74 0 0 Deoxycytidine kinase  35450:162400

814.00325 3 timecourse_ATM_combo_1hr 813.99927 4.89 36.7 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 30.6 94 2.75E+06 WCNVQSTQDEFEELTMS#QK 49.6 74 0 0 0 0 Deoxycytidine kinase  35457:160385

866.03796 3 timecourse_ATM_combo_4hr 866.03297 5.77 36.7 DCK  DCK_HUMAN 3 A.RWCNVQSTQDEFEELTMS#QK.N 26.8 100 1.29E+06 RWCNVQSTQDEFEELTMS#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35453:163671

840.65765 3 timecourse_ATM_combo_8hr 840.65471 3.5 36.56 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 12.2 94 2.76E+06 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35451:164330

669.27264 2 combeffx_ATM_MEKi 669.27016 3.71 36.54 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 14.7 100 1.14E+06 EFEELTM*S#QK 52.8 74 0 0 0 0 Deoxycytidine kinase  35297:23159

1220.50236 2 timecourse_ATM_combo_1hr 1220.49527 5.81 36.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.7 94 2.79E+05 WCNVQSTQDEFEELTMS#QK 32.3 74 0 0 0 0 Deoxycytidine kinase  35457:160545

840.65824 3 timecourse_ATM_combo_4hr 840.65471 4.2 36.4 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 18.0 94 3.50E+06 WCNVQST#QDEFEELTMS#QK 4.8 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35453:160601

814.0039 3 timecourse_ATM_combo_4hr 813.99927 5.69 36.28 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 40.4 94 7.12E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35452:154360

819.33602 3 timecourse_ATM_combo_4hr 819.33091 6.24 36.1 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 44.2 100 5.52E+06 WCNVQSTQDEFEELTM*S#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35452:155390

1260.48856 2 timecourse_ATM_ctrl2 1260.47843 8.04 36.01 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 6.1 100 9.97E+05 WCNVQST#QDEFEELT#MSQK 8.6 64 ‐1,0 11.5 72 0,2 0 0 Deoxycytidine kinase  35446:147092

669.2722 2 combeffx_ATM_PI3Ki 669.27016 3.05 35.97 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 25.5 100 3.66E+06 EFEELTM*S#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35299:26725

814.00242 3 timecourse_ATM_combo_8hr 813.99927 3.87 35.9 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.0 100 2.00E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35451:160730

814.00377 3 timecourse_ATM_combo_4hr 813.99927 5.53 35.89 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 15.8 100 2.51E+06 WCNVQSTQDEFEELTMS#QK 53.5 74 0 0 0 0 Deoxycytidine kinase  35453:157151

1260.48286 2 timecourse_ATM_combo_1hr 1260.47843 3.51 35.81 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 13.7 100 1.35E+06 WCNVQST#QDEFEELTMS#QK 28.9 64 14.4 74 0 0 Deoxycytidine kinase  35457:163795

1260.48317 2 timecourse_ATM_combo_2hr 1260.47843 3.76 35.8 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 36.5 100 2.81E+06 WCNVQST#QDEFEELTMS#QK 21.5 64 16.2 74 0 0 Deoxycytidine kinase  35455:153091

814.00707 3 timecourse_ATM_combo_1hr 813.99927 9.58 35.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.0 94 1.35E+05 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35456:160637

845.99047 3 timecourse_ATM_combo_4hr 845.98635 4.87 35.7 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTM*S#QK.N 44.3 94 6.12E+06 WCNVQST#QDEFEELTM*S#QK 6.6 64 ‐1,0 22.6 74 0 0 Deoxycytidine kinase  35452:158400

814.00403 3 timecourse_ATM_combo_4hr 813.99927 5.85 35.66 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 3004.6 100 3.61E+08 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35452:154400

814.00386 3 timecourse_ATM_combo_2hr 813.99927 5.64 35.65 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 36.3 94 5.06E+06 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35454:149361

814.00156 3 combeffx_ATM_PI3Ki 813.99927 2.81 35.55 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 45.4 100 1.40E+07 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35298:65556

814.00417 3 timecourse_ATM_combo_4hr 813.99927 6.02 35.29 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 14.2 94 2.79E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35452:154410

814.00167 3 combeffx_ATM_PI3Ki 813.99927 2.96 35.23 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.2 94 1.19E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35299:62104

814.00391 3 timecourse_ATM_combo_2hr 813.99927 5.7 35.05 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.4 100 3.28E+06 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35454:149371

698.63304 3 timecourse_ATM_combo_4hr 698.62928 5.38 35.01 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 10.3 100 8.14E+05 NVQSTQDEFEELTMS#QK 44.5 74 0 0 0 0 Deoxycytidine kinase  35452:138167

1260.48481 2 timecourse_ATM_combo_8hr 1260.47843 5.06 34.88 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 15.2 94 4.02E+06 WCNVQST#QDEFEELTMS#QK 20.4 64 19.2 74 0 0 Deoxycytidine kinase  35451:164420

814.00282 3 timecourse_ATM_ctrl2 813.99927 4.36 34.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 18.3 94 2.66E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35447:146733

814.00461 3 timecourse_ATM_ctrl2 813.99927 6.57 34.75 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1232.7 100 9.37E+07 WCNVQSTQDEFEELTMS#QK 73.3 74 0 0 0 0 Deoxycytidine kinase  35447:146783

840.65931 3 timecourse_ATM_combo_4hr 840.65471 5.47 34.72 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 243.9 100 3.37E+07 WCNVQST#QDEFEELTMS#QK 13.2 64 65.9 74 0 0 Deoxycytidine kinase  35453:160661

840.65776 3 timecourse_ATM_combo_8hr 840.65471 3.63 34.63 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 31.8 94 1.02E+07 WCNVQST#QDEFEELTMS#QK 5.9 64 ‐1,0 61.1 74 0 0 Deoxycytidine kinase  35451:164340

1260.48542 2 timecourse_ATM_combo_2hr 1260.47843 5.55 34.61 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 28.0 100 3.13E+06 WCNVQST#QDEFEELTMS#QK 11.5 64 ‐1,0 16.2 74 0 0 Deoxycytidine kinase  35455:153141

840.65928 3 timecourse_ATM_combo_8hr 840.65471 5.44 34.56 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 94.5 100 1.92E+07 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 45.9 74 0 0 Deoxycytidine kinase  35451:164440

1260.48407 2 timecourse_ATM_combo_8hr 1260.47843 4.47 34.52 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 62.8 100 1.03E+07 WCNVQST#QDEFEELTMS#QK 24.4 64 16.2 74 0 0 Deoxycytidine kinase  35450:162280

819.33612 3 timecourse_ATM_combo_4hr 819.33091 6.37 34.48 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 26.2 94 2.89E+06 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35453:158221

840.65985 3 timecourse_ATM_combo_4hr 840.65471 6.11 34.31 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 7.6 94 4.31E+05 WCNVQST#QDEFEELTMS#QK 15.5 64 38.8 74 0 0 Deoxycytidine kinase  35453:160711

814.00296 3 combeffx_ATM_comboi 813.99927 4.53 34.29 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 579.6 94 1.40E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35300:73181

814.00411 3 timecourse_ATM_combo_2hr 813.99927 5.95 34.24 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.9 100 2.11E+06 WCNVQSTQDEFEELTMS#QK 29.6 74 0 0 0 0 Deoxycytidine kinase  35454:149461

819.33502 3 timecourse_ATM_combo_8hr 819.33091 5.02 34.21 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 36.8 100 3.71E+06 WCNVQSTQDEFEELTM*S#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35450:159630

819.33566 3 timecourse_ATM_combo_4hr 819.33091 5.8 34.15 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 3.6 94 3.83E+05 WCNVQSTQDEFEELTM*S#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35452:155340

1260.48614 2 timecourse_ATM_combo_8hr 1260.47843 6.12 34.13 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 2.4 94 6.90E+05 WCNVQS#TQDEFEELTMS#QK 13.2 63 19.2 74 0 0 Deoxycytidine kinase  35451:164550

1260.48637 2 timecourse_ATM_combo_1hr 1260.47843 6.3 34.08 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 9.4 100 1.43E+06 WCNVQST#QDEFEELTMS#QK 19.3 64 16.2 74 0 0 Deoxycytidine kinase  35456:163777

840.65907 3 timecourse_ATM_combo_4hr 840.65471 5.19 34.08 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 8.9 94 2.28E+06 WCNVQST#QDEFEELTMS#QK 15.5 64 57.9 74 0 0 Deoxycytidine kinase  35453:160641

840.6596 3 timecourse_ATM_combo_8hr 840.65471 5.82 34.08 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 5.2 94 6.51E+05 WCNVQST#QDEFEELTMS#QK 4 64 ‐1,0 29.9 74 0 0 Deoxycytidine kinase  35451:164500

814.00697 3 timecourse_ATM_combo_4hr 813.99927 9.47 34.04 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.9 94 1.18E+05 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35453:157431

814.00453 3 timecourse_ATM_combo_1hr 813.99927 6.46 34.01 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.3 100 1.18E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35457:160615

814.00418 3 timecourse_ATM_combo_4hr 813.99927 6.04 33.67 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.9 94 1.42E+06 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35453:157291

698.63245 3 timecourse_ATM_combo_1hr 698.62928 4.54 33.61 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 15.6 100 8.50E+05 NVQSTQDEFEELTMS#QK 49.6 74 0 0 0 0 Deoxycytidine kinase  35457:144660

840.65851 3 timecourse_ATM_combo_8hr 840.65471 4.52 33.59 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 16.5 100 6.25E+06 WCNVQST#QDEFEELTMS#QK 4 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35450:162290

814.00494 3 timecourse_ATM_combo_1hr 813.99927 6.97 33.57 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.2 94 1.38E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35456:160527

814.00387 3 timecourse_ATM_combo_1hr 813.99927 5.65 33.45 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 20.1 100 4.70E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35457:160515

661.27625 2 timecourse_ATM_combo_4hr 661.27270 5.37 33.4 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 145.9 100 1.04E+07 EFEELTMS#QK 48.9 74 0 0 0 0 Deoxycytidine kinase  35452:66135

661.27642 2 timecourse_ATM_combo_2hr 661.27270 5.63 33.34 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 167.3 100 6.71E+06 EFEELTMS#QK 48.9 74 0 0 0 0 Deoxycytidine kinase  35454:64700

814.0038 3 timecourse_ATM_combo_2hr 813.99927 5.57 33.33 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 33.2 94 5.10E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35455:149861

840.65945 3 timecourse_ATM_combo_8hr 840.65471 5.64 33.26 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 16.1 100 5.77E+06 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 65.9 74 0 0 Deoxycytidine kinase  35450:162390

1260.48549 2 timecourse_ATM_ctrl2 1260.47843 5.6 33.21 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 8.6 100 1.25E+06 WCNVQST#QDEFEELTMS#QK 7.9 64 ‐1,0 19.2 74 0 0 Deoxycytidine kinase  35447:149793

814.00504 3 timecourse_ATM_combo_8hr 813.99927 7.09 33.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.0 94 1.10E+06 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35451:161030

1260.48612 2 timecourse_ATM_ctrl2 1260.47843 6.1 33.04 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 7.0 100 1.08E+06 WCNVQST#QDEFEELTMS#QK 24.4 64 16.2 74 0 0 Deoxycytidine kinase  35446:147062

814.00413 3 combeffx_ATM_PI3Ki 813.99927 5.97 33.01 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.5 94 3.07E+05 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35298:65636

840.65952 3 timecourse_ATM_combo_8hr 840.65471 5.72 32.98 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 16.8 94 3.57E+06 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 38.8 74 0 0 Deoxycytidine kinase  35450:162410

819.33584 3 timecourse_ATM_combo_2hr 819.33091 6.02 32.97 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 47.5 100 3.34E+06 WCNVQSTQDEFEELTM*S#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35454:150331

814.00268 3 combeffx_ATM_comboi 813.99927 4.19 32.95 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.7 94 2.50E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35301:66899

1220.50347 2 timecourse_ATM_combo_4hr 1220.49527 6.72 32.93 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 3.3 94 8.55E+04 WCNVQSTQDEFEELTMS#QK 6.4 74 ‐2,0 0 0 0 0 Deoxycytidine kinase  35452:154550

1268.48331 2 timecourse_ATM_combo_8hr 1268.47589 5.85 32.87 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTM*S#QK.N 7.5 94 6.06E+05 WCNVQST#QDEFEELTM*S#QK 24.4 64 16.2 74 0 0 Deoxycytidine kinase  35450:163100

814.00295 3 timecourse_ATM_combo_8hr 813.99927 4.52 32.84 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.6 94 6.69E+05 WCNVQSTQDEFEELTMS#QK 53.5 74 0 0 0 0 Deoxycytidine kinase  35450:158700

814.0041 3 timecourse_ATM_combo_4hr 813.99927 5.93 32.66 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.2 94 3.09E+05 WCNVQSTQDEFEELTMS#QK 24.2 74 0 0 0 0 Deoxycytidine kinase  35453:157251

698.63271 3 timecourse_ATM_combo_4hr 698.62928 4.91 32.59 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 12.2 100 8.12E+05 NVQSTQDEFEELTMS#QK 49.6 74 0 0 0 0 Deoxycytidine kinase  35453:140837

661.27659 2 timecourse_ATM_combo_8hr 661.27270 5.88 32.5 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 45.0 100 3.65E+06 EFEELTMS#QK 43 74 0 0 0 0 Deoxycytidine kinase  35450:67736

840.65825 3 timecourse_ATM_combo_8hr 840.65471 4.21 32.48 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 10.3 94 2.88E+06 WCNVQST#QDEFEELTMS#QK 17 64 57.9 74 0 0 Deoxycytidine kinase  35451:164370

819.33614 3 timecourse_ATM_combo_1hr 819.33091 6.38 32.46 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 25.2 94 3.46E+06 WCNVQSTQDEFEELTM*S#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35456:161267

840.6596 3 timecourse_ATM_combo_2hr 840.65471 5.82 32.44 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 51.8 100 6.20E+06 WCNVQST#QDEFEELTMS#QK 4.8 64 ‐1,0 57.1 74 0 0 Deoxycytidine kinase  35454:152531

814.00363 3 timecourse_ATM_combo_8hr 813.99927 5.36 32.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 30.1 94 4.30E+06 WCNVQSTQDEFEELTMS#QK 24.2 74 0 0 0 0 Deoxycytidine kinase  35450:158760

840.65966 3 timecourse_ATM_combo_8hr 840.65471 5.89 32.39 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 15.0 94 4.59E+06 WCNVQST#QDEFEELTMS#QK 14.2 64 50.9 74 0 0 Deoxycytidine kinase  35451:164510

814.00428 3 timecourse_ATM_combo_8hr 813.99927 6.15 32.28 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.8 94 2.52E+06 WCNVQSTQDEFEELTMS#QK 27.7 74 0 0 0 0 Deoxycytidine kinase  35451:160930

1268.483 2 timecourse_ATM_combo_4hr 1268.47589 5.61 32.16 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTM*S#QK.N 8.2 100 1.07E+06 WCNVQST#QDEFEELT#M*SQK 10.3 64 ‐1,0 6.4 72 0,2 0 0 Deoxycytidine kinase  35452:158410

814.00193 3 timecourse_ATM_combo_4hr 813.99927 3.27 32.12 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 14.1 94 6.89E+05 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35453:157031

814.0047 3 timecourse_ATM_combo_8hr 813.99927 6.67 32.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.5 94 8.98E+05 WCNVQSTQDEFEELTMS#QK 29.6 74 0 0 0 0 Deoxycytidine kinase  35451:160990

840.65827 3 timecourse_ATM_combo_8hr 840.65471 4.23 31.98 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 22.7 94 8.24E+06 WCNVQST#QDEFEELTMS#QK 5.9 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35450:162250

814.00403 3 timecourse_ATM_ctrl2 813.99927 5.85 31.96 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1306.8 100 8.84E+07 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35446:143992

1260.48428 2 timecourse_ATM_combo_8hr 1260.47843 4.64 31.95 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 78.8 100 1.86E+07 WCNVQST#QDEFEELTMS#QK 21.5 64 16.2 74 0 0 Deoxycytidine kinase  35451:164400

814.00186 3 timecourse_ATM_combo_4hr 813.99927 3.19 31.93 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.2 100 1.96E+06 WCNVQSTQDEFEELTMS#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35452:154220

814.00185 3 timecourse_ATM_combo_8hr 813.99927 3.17 31.86 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.9 100 1.58E+06 WCNVQSTQDEFEELTMS#QK 25.9 74 0 0 0 0 Deoxycytidine kinase  35451:160690

814.00386 3 timecourse_ATM_combo_2hr 813.99927 5.64 31.54 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 3193.7 100 3.36E+08 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35455:149881



840.66022 3 timecourse_ATM_ctrl2 840.65471 6.55 31.54 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 38.9 100 5.93E+06 WCNVQST#QDEFEELTMS#QK 22 64 50.9 74 0 0 Deoxycytidine kinase  35446:147082

814.00459 3 timecourse_ATM_combo_1hr 813.99927 6.54 31.42 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.0 94 5.29E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35457:160625

814.00263 3 timecourse_ATM_combo_8hr 813.99927 4.13 31.34 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 12.5 94 3.60E+06 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35451:160750

814.00475 3 timecourse_ATM_combo_1hr 813.99927 6.74 31.19 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.2 94 1.07E+06 WCNVQSTQDEFEELTMS#QK 15.8 74 0 0 0 0 Deoxycytidine kinase  35456:160457

814.00404 3 timecourse_ATM_combo_4hr 813.99927 5.86 31.18 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 24.7 100 8.11E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35453:157221

866.03803 3 timecourse_ATM_combo_8hr 866.03297 5.85 31.15 DCK  DCK_HUMAN 3 A.RWCNVQSTQDEFEELTMS#QK.N 18.9 100 1.01E+06 RWCNVQSTQDEFEELTMS#QK 52.8 74 0 0 0 0 Deoxycytidine kinase  35450:165610

814.00203 3 timecourse_ATM_combo_1hr 813.99927 3.39 31.09 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 17.3 94 2.61E+06 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35457:160265

814.00318 3 timecourse_ATM_combo_8hr 813.99927 4.8 31.09 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 29.6 86 9.29E+05 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35451:160790

814.00433 3 timecourse_ATM_combo_8hr 813.99927 6.22 31.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.8 94 1.46E+06 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35451:160950

814.00399 3 timecourse_ATM_combo_8hr 813.99927 5.8 31.06 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.5 94 9.87E+05 WCNVQSTQDEFEELT#MSQK 19.5 72 0 0 0 0 Deoxycytidine kinase  35450:158800

814.00373 3 timecourse_ATM_combo_8hr 813.99927 5.48 31.01 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 18.0 94 1.58E+06 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35451:160830

814.00106 3 timecourse_ATM_combo_1hr 813.99927 2.2 31 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.3 94 1.07E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35457:160205

814.00333 3 timecourse_ATM_combo_2hr 813.99927 4.99 31 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.7 94 8.70E+05 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35454:149241

840.65731 3 timecourse_ATM_combo_4hr 840.65471 3.09 30.86 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 8.4 94 1.23E+06 WCNVQST#QDEFEELTMS#QK 5.3 64 ‐1,0 38.8 74 0 0 Deoxycytidine kinase  35453:160591

814.00463 3 timecourse_ATM_combo_4hr 813.99927 6.58 30.85 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 18.5 100 6.20E+06 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35452:154510

840.6595 3 timecourse_ATM_combo_8hr 840.65471 5.7 30.8 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 12.6 94 2.72E+06 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 53.8 74 0 0 Deoxycytidine kinase  35451:164480

661.27581 2 timecourse_ATM_combo_1hr 661.27270 4.7 30.64 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 173.1 100 1.35E+07 EFEELTMS#QK 43 74 0 0 0 0 Deoxycytidine kinase  35457:68881

814.00474 3 timecourse_ATM_combo_4hr 813.99927 6.72 30.61 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 8.2 94 1.16E+06 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35453:157401

669.27321 2 combeffx_ATM_comboi 669.27016 4.57 30.45 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 18.0 100 3.07E+06 EFEELTM*S#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35301:27671

840.65892 3 timecourse_ATM_combo_4hr 840.65471 5.01 30.44 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 215.4 100 3.75E+07 WCNVQST#QDEFEELTMS#QK 14.2 64 50.9 74 0 0 Deoxycytidine kinase  35453:160621

814.00367 3 combeffx_ATM_comboi 813.99927 5.41 30.32 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.2 100 1.83E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35300:73291

814.00419 3 timecourse_ATM_combo_8hr 813.99927 6.04 30.3 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.5 100 2.03E+06 WCNVQSTQDEFEELTMS#QK 27 74 0 0 0 0 Deoxycytidine kinase  35450:158870

840.65914 3 timecourse_ATM_combo_4hr 840.65471 5.27 30.23 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 69.1 100 1.37E+07 WCNVQST#QDEFEELTMS#QK 17 64 34.1 74 0 0 Deoxycytidine kinase  35453:160651

669.2737 2 combeffx_ATM_comboi 669.27016 5.29 30.09 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 18.1 100 4.42E+06 EFEELTM*S#QK 52.8 74 0 0 0 0 Deoxycytidine kinase  35300:29914

661.27675 2 timecourse_ATM_ctrl1 661.27270 6.12 30.06 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 22.8 100 1.44E+06 EFEELTMS#QK 40.7 74 0 0 0 0 Deoxycytidine kinase  35448:68428

814.00379 3 timecourse_ATM_combo_1hr 813.99927 5.55 29.96 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 18.3 100 3.57E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35457:160485

814.00482 3 timecourse_ATM_combo_8hr 813.99927 6.82 29.96 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.0 94 7.18E+05 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35451:161020

814.0042 3 timecourse_ATM_combo_2hr 813.99927 6.07 29.9 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.0 100 9.68E+05 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35455:149971

814.00341 3 timecourse_ATM_combo_2hr 813.99927 5.09 29.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 530.5 100 7.02E+06 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35454:149271

1220.50211 2 timecourse_ATM_combo_4hr 1220.49527 5.6 29.68 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.4 94 1.27E+06 WCNVQSTQDEFEELTMS#QK 18.3 74 0 0 0 0 Deoxycytidine kinase  35453:157161

1260.48653 2 timecourse_ATM_combo_4hr 1260.47843 6.43 29.68 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 43.5 100 6.94E+06 WCNVQST#QDEFEELTMS#QK 7.9 64 ‐1,0 0 74 ‐2,0 0 0 Deoxycytidine kinase  35452:157810

819.33592 3 timecourse_ATM_combo_4hr 819.33091 6.11 29.62 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 48.1 100 5.42E+06 WCNVQSTQDEFEELTM*S#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35453:158201

840.65877 3 timecourse_ATM_combo_1hr 840.65471 4.83 29.58 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 44.1 100 5.54E+06 WCNVQST#QDEFEELTMS#QK 18.9 64 57.9 74 0 0 Deoxycytidine kinase  35457:163815

814.00478 3 timecourse_ATM_combo_8hr 813.99927 6.77 29.47 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.5 94 1.02E+06 WCNVQSTQDEFEELTMS#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35450:158960

840.65843 3 timecourse_ATM_combo_8hr 840.65471 4.43 29.4 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 5.5 94 7.23E+05 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 39 74 0 0 Deoxycytidine kinase  35451:164380

814.00366 3 timecourse_ATM_combo_1hr 813.99927 5.39 29.31 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.8 94 1.79E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35457:160465

814.00465 3 timecourse_ATM_combo_4hr 813.99927 6.61 29.14 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 21.2 100 4.01E+06 WCNVQSTQDEFEELTMS#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35452:154530

840.65946 3 timecourse_ATM_combo_8hr 840.65471 5.65 29.02 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 11.4 94 1.52E+06 WCNVQST#QDEFEELTMS#QK 4 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35451:164470

814.00513 3 timecourse_ATM_combo_1hr 813.99927 7.2 28.97 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.3 94 1.43E+06 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35456:160567

814.00463 3 timecourse_ATM_combo_4hr 813.99927 6.58 28.87 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.3 94 8.22E+05 WCNVQSTQDEFEELTMS#QK 11.6 74 ‐2,0 0 0 0 0 Deoxycytidine kinase  35453:157391

814.00304 3 timecourse_ATM_combo_1hr 813.99927 4.63 28.63 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 12.8 100 2.46E+06 WCNVQSTQDEFEELTMS#QK 24.2 74 0 0 0 0 Deoxycytidine kinase  35456:160267

1260.48343 2 timecourse_ATM_combo_8hr 1260.47843 3.97 28.61 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 5.9 94 6.37E+05 WCNVQST#QDEFEELTMS#QK 19.3 64 16.2 74 0 0 Deoxycytidine kinase  35450:162240

814.00298 3 combeffx_ATM_comboi 813.99927 4.56 28.61 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.3 94 8.24E+05 WCNVQSTQDEFEELTMS#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35300:73201

661.27684 2 timecourse_ATM_combo_1hr 661.27270 6.26 28.6 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 168.2 100 1.42E+07 EFEELTMS#QK 48.9 74 0 0 0 0 Deoxycytidine kinase  35456:68668

814.00174 3 combeffx_ATM_PI3Ki 813.99927 3.03 28.38 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1913.1 100 1.85E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35299:62114

814.00508 3 timecourse_ATM_combo_8hr 813.99927 7.14 28.37 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 2920.1 100 3.86E+08 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35451:161040

840.65888 3 timecourse_ATM_combo_8hr 840.65471 4.96 28.33 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 11.6 94 3.04E+06 WCNVQST#QDEFEELTMS#QK 12.2 64 ‐1,0 61.1 74 0 0 Deoxycytidine kinase  35450:162300

1260.48613 2 timecourse_ATM_combo_8hr 1260.47843 6.11 28.08 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 4.6 94 7.43E+05 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 0 74 ‐2,0 0 0 Deoxycytidine kinase  35450:162450

814.00488 3 timecourse_ATM_combo_1hr 813.99927 6.89 27.97 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 15.8 94 7.59E+05 WCNVQSTQDEFEELTMS#QK 58.3 74 0 0 0 0 Deoxycytidine kinase  35456:160517

819.33628 3 timecourse_ATM_combo_1hr 819.33091 6.55 27.86 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 51.3 94 2.88E+06 WCNVQSTQDEFEELTM*S#QK 27 74 0 0 0 0 Deoxycytidine kinase  35456:161297

814.00356 3 timecourse_ATM_combo_4hr 813.99927 5.28 27.79 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 18.1 100 3.89E+06 WCNVQSTQDEFEELTMS#QK 17.1 74 0 0 0 0 Deoxycytidine kinase  35453:157111

819.33499 3 timecourse_ATM_combo_2hr 819.33091 4.98 27.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 33.3 94 1.12E+06 WCNVQSTQDEFEELTM*S#QK 27 74 0 0 0 0 Deoxycytidine kinase  35455:150681

814.00448 3 timecourse_ATM_combo_1hr 813.99927 6.4 27.75 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.5 94 4.07E+05 WCNVQSTQDEFEELTMS#QK 11.6 74 ‐2,0 0 0 0 0 Deoxycytidine kinase  35457:160605

669.27334 2 timecourse_ATM_combo_4hr 669.27016 4.75 27.64 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 6.4 100 4.00E+05 EFEELTM*S#QK 38.7 74 0 0 0 0 Deoxycytidine kinase  35453:69324

814.00383 3 timecourse_ATM_combo_2hr 813.99927 5.6 27.62 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.2 94 1.45E+06 WCNVQSTQDEFEELTMS#QK 43.5 74 0 0 0 0 Deoxycytidine kinase  35455:149871

840.65907 3 timecourse_ATM_combo_2hr 840.65471 5.19 27.61 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 26.3 100 3.09E+06 WCNVQST#QDEFEELTMS#QK 24.8 64 39 74 0 0 Deoxycytidine kinase  35454:152471

845.98934 3 combeffx_ATM_PI3Ki 845.98635 3.53 27.45 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 4.2 94 6.15E+05 WCNVQST#QDEFEELTM*S#QK 5.9 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35298:67036

814.00487 3 timecourse_ATM_combo_8hr 813.99927 6.88 27.29 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.6 94 5.31E+05 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35450:158980

661.2756 2 timecourse_ATM_combo_2hr 661.27270 4.39 27.22 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 177.8 100 6.51E+06 EFEELTMS#QK 45.7 74 0 0 0 0 Deoxycytidine kinase  35455:64187

698.63279 3 timecourse_ATM_combo_2hr 698.62928 5.02 27.2 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 14.5 100 6.22E+05 NVQSTQDEFEELTMS#QK 42.7 74 0 0 0 0 Deoxycytidine kinase  35454:134287

840.65941 3 timecourse_ATM_combo_2hr 840.65471 5.59 27.12 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 64.6 100 7.19E+06 WCNVQST#QDEFEELTMS#QK 13.3 64 39 74 0 0 Deoxycytidine kinase  35454:152521

814.00427 3 timecourse_ATM_combo_8hr 813.99927 6.14 27.08 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.6 94 1.65E+06 WCNVQSTQDEFEELTMS#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35450:158880

814.0085 3 timecourse_ATM_combo_1hr 813.99927 11.34 27.07 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 0.00E+00 WCNVQSTQDEFEELTMS#QK 25.9 74 0 0 0 0 Deoxycytidine kinase  35456:160647

840.6575 3 timecourse_ATM_combo_8hr 840.65471 3.32 26.86 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 16.7 100 5.29E+06 WCNVQST#QDEFEELTMS#QK 13.3 64 45.9 74 0 0 Deoxycytidine kinase  35451:164320

1260.48588 2 timecourse_ATM_combo_4hr 1260.47843 5.91 26.68 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 4.5 94 4.42E+05 WCNVQST#QDEFEELTMS#QK 7.9 64 ‐1,0 19.2 74 0 0 Deoxycytidine kinase  35452:157740

698.63291 3 timecourse_ATM_combo_8hr 698.62928 5.2 26.66 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 9.8 100 9.03E+05 NVQSTQDEFEELTMS#QK 34.1 74 0 0 0 0 Deoxycytidine kinase  35451:143271

840.65984 3 timecourse_ATM_combo_2hr 840.65471 6.1 26.65 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 21.9 100 2.61E+06 WCNVQST#QDEFEELTMS#QK 11.3 64 ‐1,0 33.5 74 0 0 Deoxycytidine kinase  35455:153151

814.00595 3 timecourse_ATM_combo_1hr 813.99927 8.21 26.57 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.5 94 2.65E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35456:160627

845.99061 3 timecourse_ATM_combo_2hr 845.98635 5.04 26.53 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 38.5 100 2.94E+06 WCNVQST#QDEFEELTM*S#QK 14.2 64 50.9 74 0 0 Deoxycytidine kinase  35454:153031

840.65994 3 timecourse_ATM_combo_4hr 840.65471 6.22 26.36 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 9.2 94 5.07E+05 WCNVQST#QDEFEELTMS#QK 6.6 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35452:157790

840.65949 3 timecourse_ATM_combo_4hr 840.65471 5.69 26.21 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 5.7 94 4.07E+05 WCNVQST#QDEFEELTMS#QK 4 64 ‐1,0 38.8 74 0 0 Deoxycytidine kinase  35452:157700

814.00521 3 timecourse_ATM_combo_1hr 813.99927 7.3 26.15 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.8 94 1.43E+05 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35457:160645

819.33554 3 timecourse_ATM_combo_8hr 819.33091 5.65 25.85 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 33.5 100 3.52E+06 WCNVQSTQDEFEELTM*S#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35451:161860

814.00429 3 timecourse_ATM_combo_4hr 813.99927 6.17 25.84 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.9 94 1.75E+05 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35452:154460

814.00439 3 timecourse_ATM_combo_4hr 813.99927 6.29 25.82 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 12.5 94 1.57E+06 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35452:154470

840.65777 3 timecourse_ATM_combo_4hr 840.65471 3.64 25.77 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 8.1 94 1.93E+06 WCNVQS#TQDEFEELTMS#QK 7.5 63 0,1 81 74 0 0 Deoxycytidine kinase  35452:157660

814.00454 3 timecourse_ATM_combo_2hr 813.99927 6.47 25.68 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.3 94 1.09E+05 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35455:150031

845.99061 3 timecourse_ATM_combo_1hr 845.98635 5.04 25.65 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTM*S#QK.N 10.8 100 1.53E+06 WCNVQS#TQDEFEELTM*S#QK 7.5 63 0,1 48.3 74 0 0 Deoxycytidine kinase  35456:164227

661.27687 2 timecourse_ATM_combo_8hr 661.27270 6.31 25.64 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 44.4 100 3.64E+06 EFEELTMS#QK 45.7 74 0 0 0 0 Deoxycytidine kinase  35451:68035

661.27627 2 timecourse_ATM_combo_4hr 661.27270 5.4 25.59 DCK  DCK_HUMAN 3 D.EFEELTMS#QK.N 166.9 100 1.06E+07 EFEELTMS#QK 45.7 74 0 0 0 0 Deoxycytidine kinase  35453:67579

840.65935 3 timecourse_ATM_combo_4hr 840.65471 5.52 25.54 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 7.9 94 1.48E+06 WCNVQST#QDEFEELTMS#QK 13.3 64 45.9 74 0 0 Deoxycytidine kinase  35452:157690

814.00454 3 timecourse_ATM_combo_4hr 813.99927 6.47 25.46 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.1 94 1.41E+05 WCNVQSTQDEFEELTMS#QK 53.5 74 0 0 0 0 Deoxycytidine kinase  35453:157361

814.00204 3 timecourse_ATM_ctrl1 813.99927 3.4 25.43 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.8 94 1.54E+06 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35448:158370

669.27301 2 timecourse_ATM_combo_1hr 669.27016 4.26 25.42 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 8.8 100 6.64E+05 EFEELTM*S#QK 37.4 74 0 0 0 0 Deoxycytidine kinase  35457:70650

819.33523 3 timecourse_ATM_combo_2hr 819.33091 5.27 25.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 44.2 94 3.78E+06 WCNVQSTQDEFEELTM*S#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35454:150271

814.00479 3 timecourse_ATM_combo_8hr 813.99927 6.78 25.35 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.4 94 2.00E+05 WCNVQSTQDEFEELTMS#QK 20.9 74 0 0 0 0 Deoxycytidine kinase  35451:161010

840.65775 3 timecourse_ATM_combo_2hr 840.65471 3.62 25.34 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 112.1 100 1.18E+07 WCNVQST#QDEFEELTMS#QK 6.6 64 ‐1,0 45.9 74 0 0 Deoxycytidine kinase  35455:153081

814.00248 3 timecourse_ATM_combo_4hr 813.99927 3.94 25.29 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.7 94 1.84E+06 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35452:154250

840.65915 3 timecourse_ATM_combo_8hr 840.65471 5.28 25.29 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 4.6 94 8.17E+05 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35451:164430

840.65673 3 timecourse_ATM_combo_8hr 840.65471 2.4 25.24 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 4.2 94 1.14E+05 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 39 74 0 0 Deoxycytidine kinase  35450:162200

840.65793 3 combeffx_ATM_comboi 840.65471 3.83 25.1 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 22.1 100 6.31E+06 WCNVQST#QDEFEELTMS#QK 7.5 64 ‐1,0 72.2 74 0 0 Deoxycytidine kinase  35301:68259

669.27226 2 combeffx_ATM_PI3Ki 669.27016 3.14 25.07 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 31.2 100 4.54E+06 EFEELTM*S#QK 33.7 74 0 0 0 0 Deoxycytidine kinase  35298:27298

669.27221 2 combeffx_ATM_PI3Ki 669.27016 3.06 25.04 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 29.9 100 4.54E+06 EFEELTM*S#QK 57.8 74 0 0 0 0 Deoxycytidine kinase  35298:27288

840.65846 3 timecourse_ATM_combo_8hr 840.65471 4.46 24.79 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 8.0 94 1.26E+06 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 38.8 74 0 0 Deoxycytidine kinase  35450:162270

840.65989 3 timecourse_ATM_ctrl2 840.65471 6.16 24.69 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 7.7 94 1.13E+06 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 29.9 74 0 0 Deoxycytidine kinase  35447:149823

814.00297 3 combeffx_ATM_comboi 813.99927 4.55 24.63 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 14.2 100 1.61E+07 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35300:73191

814.00367 3 timecourse_ATM_combo_2hr 813.99927 5.41 24.61 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 14.5 94 1.12E+06 WCNVQSTQDEFEELTMS#QK 46.3 74 0 0 0 0 Deoxycytidine kinase  35455:149821

814.00333 3 combeffx_ATM_comboi 813.99927 4.99 24.59 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 3.4 94 2.69E+05 WCNVQSTQDEFEELTMS#QK 53.5 74 0 0 0 0 Deoxycytidine kinase  35300:73251

814.00375 3 timecourse_ATM_combo_2hr 813.99927 5.5 24.58 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.1 94 4.96E+05 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35455:149841

840.65957 3 timecourse_ATM_combo_4hr 840.65471 5.78 24.58 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 10.1 94 1.70E+06 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 38.8 74 0 0 Deoxycytidine kinase  35452:157720

1260.48546 2 timecourse_ATM_combo_8hr 1260.47843 5.58 24.48 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 4.1 94 1.08E+06 WCNVQST#QDEFEELTMS#QK 26.4 64 19.2 74 0 0 Deoxycytidine kinase  35451:164460

814.00495 3 timecourse_ATM_combo_4hr 813.99927 6.98 24.41 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.8 94 7.55E+05 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35452:154610

814.00347 3 timecourse_ATM_combo_1hr 813.99927 5.16 24.36 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 13.2 94 2.69E+06 WCNVQSTQDEFEELTMS#QK 27 74 0 0 0 0 Deoxycytidine kinase  35457:160415

814.00321 3 timecourse_ATM_combo_4hr 813.99927 4.85 24.34 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 17.5 100 3.24E+06 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35452:154280

814.00433 3 timecourse_ATM_combo_4hr 813.99927 6.22 24.25 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.1 94 4.97E+06 WCNVQSTQDEFEELTMS#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35453:157321

1260.48729 2 timecourse_ATM_combo_8hr 1260.47843 7.03 24.24 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 3.5 94 2.18E+05 WCNVQST#QDEFEELT#MSQK 7.9 64 ‐1,0 0 72 0,2 0 0 Deoxycytidine kinase  35451:164630

840.65681 3 timecourse_ATM_combo_4hr 840.65471 2.5 24.09 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 6.6 94 2.18E+06 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 34.1 74 0 0 Deoxycytidine kinase  35453:160571

814.0043 3 timecourse_ATM_combo_8hr 813.99927 6.18 24.03 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.2 94 7.37E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35450:158900

819.33515 3 timecourse_ATM_combo_2hr 819.33091 5.17 23.95 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 52.9 100 5.02E+06 WCNVQSTQDEFEELTM*S#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35454:150241

840.65867 3 timecourse_ATM_combo_2hr 840.65471 4.71 23.89 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 66.1 100 6.86E+06 WCNVQS#TQDEFEELTMS#QK 4.8 63 0,1 50.9 74 0 0 Deoxycytidine kinase  35455:153111

814.00269 3 combeffx_ATM_comboi 813.99927 4.2 23.81 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.9 94 1.83E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35300:73081

819.3357 3 timecourse_ATM_combo_4hr 819.33091 5.85 23.73 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 50.3 100 4.70E+06 WCNVQSTQDEFEELTM*S#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35453:158191

814.00557 3 timecourse_ATM_combo_2hr 813.99927 7.74 23.71 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.1 94 1.04E+05 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35455:150051

814.00261 3 timecourse_ATM_combo_2hr 813.99927 4.1 23.69 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.8 100 1.14E+06 WCNVQSTQDEFEELTMS#QK 15.2 74 0 0 0 0 Deoxycytidine kinase  35455:149731

840.65816 3 timecourse_ATM_combo_1hr 840.65471 4.1 23.65 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 39.4 100 6.27E+06 WCNVQST#QDEFEELTMS#QK 5.9 64 ‐1,0 45.9 74 0 0 Deoxycytidine kinase  35457:163805

840.65972 3 timecourse_ATM_combo_4hr 840.65471 5.96 23.49 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 6.4 100 1.77E+06 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 42.1 74 0 0 Deoxycytidine kinase  35452:157750

814.0046 3 timecourse_ATM_combo_4hr 813.99927 6.55 23.45 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 2957.7 100 3.91E+08 WCNVQSTQDEFEELTMS#QK 46.3 74 0 0 0 0 Deoxycytidine kinase  35453:157381

814.00456 3 timecourse_ATM_combo_8hr 813.99927 6.5 23.4 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.3 94 3.64E+06 WCNVQSTQDEFEELTMS#QK 79.1 74 0 0 0 0 Deoxycytidine kinase  35451:160970

814.00238 3 timecourse_ATM_combo_2hr 813.99927 3.82 23.39 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.1 94 9.83E+05 WCNVQSTQDEFEELTMS#QK 27 74 0 0 0 0 Deoxycytidine kinase  35454:149161

814.00382 3 timecourse_ATM_combo_2hr 813.99927 5.59 23.21 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.8 100 1.03E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35454:149341

840.65969 3 timecourse_ATM_combo_1hr 840.65471 5.92 23.11 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 33.9 100 5.53E+06 WCNVQST#QDEFEELTMS#QK 6.6 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35456:163757

1260.48493 2 timecourse_ATM_combo_8hr 1260.47843 5.16 23.07 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 13.7 94 3.65E+06 WCNVQST#QDEFEELTMS#QK 13.2 64 16.2 74 0 0 Deoxycytidine kinase  35450:162330

669.27255 2 combeffx_ATM_MEKi 669.27016 3.57 22.97 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 13.5 100 1.13E+06 EFEELTM*S#QK 33.7 74 0 0 0 0 Deoxycytidine kinase  35297:23149

669.27356 2 timecourse_ATM_combo_2hr 669.27016 5.08 22.83 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 8.0 100 3.49E+05 EFEELTM*S#QK 48.9 74 0 0 0 0 Deoxycytidine kinase  35454:66321

814.00378 3 timecourse_ATM_combo_2hr 813.99927 5.54 22.82 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.5 94 4.76E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35455:149851

819.33364 3 timecourse_ATM_combo_2hr 819.33091 3.33 22.74 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 4.4 94 2.72E+05 WCNVQSTQDEFEELTM*S#QK 19.9 74 0 0 0 0 Deoxycytidine kinase  35455:150651

814.0042 3 timecourse_ATM_combo_8hr 813.99927 6.06 22.63 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 15.4 94 3.60E+06 WCNVQSTQDEFEELTMS#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35451:160910

669.27401 2 timecourse_ATM_combo_1hr 669.27016 5.75 22.62 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 9.9 100 7.42E+05 EFEELTM*S#QK 52.8 74 0 0 0 0 Deoxycytidine kinase  35456:70468

840.65941 3 timecourse_ATM_combo_8hr 840.65471 5.59 22.6 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 10.8 94 2.77E+06 WCNVQST#QDEFEELTMS#QK 4.8 64 ‐1,0 27.1 74 0 0 Deoxycytidine kinase  35450:162380

814.00391 3 timecourse_ATM_combo_2hr 813.99927 5.7 22.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.2 94 7.68E+05 WCNVQSTQDEFEELTMS#QK 17.5 74 0 0 0 0 Deoxycytidine kinase  35454:149381

840.658 3 timecourse_ATM_combo_8hr 840.65471 3.91 22.37 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 7.6 94 5.87E+05 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35451:164350

814.00537 3 timecourse_ATM_combo_4hr 813.99927 7.49 22.36 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.1 86 6.49E+04 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35453:157421

819.33569 3 timecourse_ATM_combo_4hr 819.33091 5.83 22.26 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 48.2 94 6.76E+06 WCNVQSTQDEFEELTM*S#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35452:155350

814.00443 3 timecourse_ATM_ctrl2 813.99927 6.34 22.17 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.5 100 1.91E+06 WCNVQSTQDEFEELTMS#QK 18.5 74 0 0 0 0 Deoxycytidine kinase  35446:144012

814.00297 3 timecourse_ATM_combo_4hr 813.99927 4.55 22 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.9 100 9.11E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35452:154270

814.00624 3 timecourse_ATM_combo_8hr 813.99927 8.56 21.98 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 5.6 86 5.09E+04 WCNVQSTQDEFEELTMS#QK 20.1 74 0 0 0 0 Deoxycytidine kinase  35451:161080

1260.48625 2 timecourse_ATM_combo_4hr 1260.47843 6.2 21.93 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 5.9 100 1.65E+06 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 19.2 74 0 0 Deoxycytidine kinase  35453:160721

814.00315 3 timecourse_ATM_combo_8hr 813.99927 4.77 21.91 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELT#MSQK.N 13.9 94 2.23E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35450:158720

814.00171 3 combeffx_ATM_ctrl 813.99927 3 21.75 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 216.6 100 1.68E+07 WCNVQSTQDEFEELTMS#QK 53.2 74 0 0 0 0 Deoxycytidine kinase  35294:70574

840.66001 3 timecourse_ATM_combo_8hr 840.65471 6.3 21.74 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 9.3 94 1.90E+06 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 32.1 74 0 0 Deoxycytidine kinase  35450:162500

840.65989 3 timecourse_ATM_combo_8hr 840.65471 6.16 21.74 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 13.5 94 1.55E+06 WCNVQST#QDEFEELTMS#QK 4.8 64 ‐1,0 57.1 74 0 0 Deoxycytidine kinase  35450:162470

819.33503 3 timecourse_ATM_combo_1hr 819.33091 5.03 21.72 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 43.5 100 6.78E+06 WCNVQSTQDEFEELTM*S#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35457:161345

840.66021 3 timecourse_ATM_combo_8hr 840.65471 6.54 21.72 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 8.3 94 1.56E+06 WCNVQST#QDEFEELTMS#QK 12.2 64 ‐1,0 42.1 74 0 0 Deoxycytidine kinase  35451:164590

819.33543 3 timecourse_ATM_combo_2hr 819.33091 5.52 21.67 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 44.1 100 2.62E+06 WCNVQSTQDEFEELTM*S#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35454:150291

698.63341 3 timecourse_ATM_combo_1hr 698.62928 5.91 21.66 DCK  DCK_HUMAN 3 C.NVQSTQDEFEELTMS#QK.N 12.6 100 8.15E+05 NVQSTQDEFEELTMS#QK 70.9 74 0 0 0 0 Deoxycytidine kinase  35456:144369

814.00426 3 timecourse_ATM_combo_8hr 813.99927 6.13 21.65 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.1 94 1.02E+06 WCNVQSTQDEFEELTMS#QK 20.9 74 0 0 0 0 Deoxycytidine kinase  35451:160920

814.005 3 timecourse_ATM_combo_1hr 813.99927 7.04 21.64 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.0 94 3.12E+05 WCNVQSTQDEFEELTMS#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35456:160547

814.00343 3 timecourse_ATM_combo_2hr 813.99927 5.11 21.63 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 19.4 94 7.39E+05 WCNVQSTQDEFEELTMS#QK 41 74 0 0 0 0 Deoxycytidine kinase  35455:149771

814.00419 3 timecourse_ATM_combo_1hr 813.99927 6.04 21.51 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.4 94 5.18E+05 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35457:160575

814.00398 3 timecourse_ATM_combo_2hr 813.99927 5.79 21.46 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 3957.9 100 2.43E+08 WCNVQSTQDEFEELTMS#QK 31.9 74 0 0 0 0 Deoxycytidine kinase  35454:149411

814.00386 3 timecourse_ATM_combo_1hr 813.99927 5.64 21.19 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 12.5 94 8.87E+05 WCNVQSTQDEFEELTMS#QK 20.9 74 0 0 0 0 Deoxycytidine kinase  35457:160505

814.00421 3 timecourse_ATM_combo_4hr 813.99927 6.07 21.1 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 23.9 94 1.08E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35452:154440

840.65935 3 timecourse_ATM_combo_4hr 840.65471 5.52 21.03 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 7.4 100 1.67E+06 WCNVQST#QDEFEELTMS#QK 12.2 64 ‐1,0 28.5 74 0 0 Deoxycytidine kinase  35453:160671

840.65685 3 timecourse_ATM_combo_4hr 840.65471 2.55 20.94 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 7.9 94 5.18E+05 WCNVQST#QDEFEELTMS#QK 6.6 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35453:160581

840.6598 3 timecourse_ATM_combo_8hr 840.65471 6.07 20.89 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 259.5 100 5.27E+07 WCNVQST#QDEFEELTMS#QK 6.6 64 ‐1,0 33.5 74 0 0 Deoxycytidine kinase  35451:164530

840.66021 3 timecourse_ATM_ctrl2 840.65471 6.54 20.86 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 35.5 100 4.73E+06 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 53.8 74 0 0 Deoxycytidine kinase  35446:147072

814.0035 3 timecourse_ATM_combo_1hr 813.99927 5.2 20.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 12.0 94 1.38E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35457:160425

1260.48343 2 timecourse_ATM_combo_8hr 1260.47843 3.97 20.75 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 5.1 94 2.17E+05 WCNVQST#QDEFEELT#MSQK 19.3 64 0 72 0,2 0 0 Deoxycytidine kinase  35451:164360

814.00407 3 timecourse_ATM_combo_4hr 813.99927 5.9 20.72 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.8 94 8.38E+05 WCNVQSTQDEFEELTMS#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35453:157241

840.65882 3 timecourse_ATM_combo_8hr 840.65471 4.89 20.56 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 9.5 94 2.25E+06 WCNVQST#QDEFEELTMS#QK 12.2 64 ‐1,0 45.9 74 0 0 Deoxycytidine kinase  35451:164410

814.00334 3 timecourse_ATM_combo_1hr 813.99927 5 20.55 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 11.7 94 9.08E+05 WCNVQSTQDEFEELTMS#QK 34.5 74 0 0 0 0 Deoxycytidine kinase  35457:160405

814.00451 3 timecourse_ATM_combo_1hr 813.99927 6.44 20.41 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 17.6 94 3.73E+06 WCNVQSTQDEFEELTMS#QK 46.2 74 0 0 0 0 Deoxycytidine kinase  35456:160427

819.33523 3 timecourse_ATM_combo_2hr 819.33091 5.28 20.28 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 47.5 100 4.91E+06 WCNVQSTQDEFEELTM*S#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35455:150691

1220.50384 2 timecourse_ATM_combo_1hr 1220.49527 7.02 20.27 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 16.5 94 2.60E+06 WCNVQSTQDEFEELTMS#QK 14.5 74 0 0 0 0 Deoxycytidine kinase  35456:160537

819.33553 3 timecourse_ATM_combo_8hr 819.33091 5.64 20.22 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 38.3 94 4.25E+06 WCNVQSTQDEFEELTM*S#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35450:159670

814.00374 3 timecourse_ATM_combo_2hr 813.99927 5.49 20.11 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 14.5 100 1.87E+06 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35455:149831

819.33606 3 timecourse_ATM_combo_4hr 819.33091 6.29 20.02 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 41.9 100 6.72E+06 WCNVQSTQDEFEELTM*S#QK 64.5 74 0 0 0 0 Deoxycytidine kinase  35452:155400

814.00428 3 timecourse_ATM_combo_2hr 813.99927 6.15 19.97 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.2 94 3.75E+05 WCNVQSTQDEFEELTMS#QK 25.9 74 0 0 0 0 Deoxycytidine kinase  35454:149531

814.00273 3 combeffx_ATM_comboi 813.99927 4.25 19.74 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 75.3 100 2.47E+07 WCNVQSTQDEFEELTMS#QK 30.7 74 0 0 0 0 Deoxycytidine kinase  35301:66929

814.00567 3 timecourse_ATM_combo_1hr 813.99927 7.86 19.57 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.6 94 2.06E+05 WCNVQSTQDEFEELTMS#QK 20.9 74 0 0 0 0 Deoxycytidine kinase  35456:160617

814.00536 3 timecourse_ATM_combo_1hr 813.99927 7.48 19.55 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.5 94 7.89E+05 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35456:160587

840.65928 3 timecourse_ATM_ctrl2 840.65471 5.44 19.32 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 40.1 100 5.08E+06 WCNVQST#QDEFEELTMS#QK 13.3 64 29.9 74 0 0 Deoxycytidine kinase  35447:149773

819.33585 3 timecourse_ATM_combo_1hr 819.33091 6.03 19.21 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 54.5 100 7.61E+06 WCNVQSTQDEFEELTM*S#QK 29.6 74 0 0 0 0 Deoxycytidine kinase  35456:161227

814.00281 3 combeffx_ATM_PI3Ki 813.99927 4.35 19.1 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 10.1 100 6.75E+05 WCNVQSTQDEFEELTMS#QK 22 74 0 0 0 0 Deoxycytidine kinase  35298:65596

814.00341 3 combeffx_ATM_comboi 813.99927 5.09 18.92 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.5 94 8.79E+06 WCNVQSTQDEFEELTMS#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35300:73271

840.65769 3 timecourse_ATM_combo_4hr 840.65471 3.54 18.9 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 10.6 94 2.35E+06 WCNVQST#QDEFEELTMS#QK 7.5 64 ‐1,0 57.9 74 0 0 Deoxycytidine kinase  35452:157650

814.00593 3 timecourse_ATM_combo_4hr 813.99927 8.18 18.85 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.9 94 2.18E+05 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35452:154660

814.00218 3 timecourse_ATM_ctrl1 813.99927 3.57 18.79 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 1094.6 100 7.46E+07 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35449:160819

669.27307 2 timecourse_ATM_combo_2hr 669.27016 4.35 18.77 DCK  DCK_HUMAN 3 D.EFEELTM*S#QK.N 6.6 100 3.10E+05 EFEELTM*S#QK 30.8 74 0 0 0 0 Deoxycytidine kinase  35455:65778

1268.48198 2 timecourse_ATM_combo_2hr 1268.47589 4.8 18.7 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 5.2 94 1.94E+05 WCNVQST#QDEFEELTM*S#QK 22.9 64 14.4 74 0 0 Deoxycytidine kinase  35454:153011

840.65904 3 timecourse_ATM_combo_8hr 840.65471 5.15 18.53 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 3.7 94 2.81E+05 WCNVQST#QDEFEELTMS#QK 10.3 64 ‐1,0 39 74 0 0 Deoxycytidine kinase  35450:162320

840.65969 3 timecourse_ATM_combo_8hr 840.65471 5.92 18.36 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 7.1 100 1.07E+06 WCNVQST#QDEFEELTMS#QK 0 64 ‐1,0 50.9 74 0 0 Deoxycytidine kinase  35450:162430

814.0048 3 timecourse_ATM_combo_4hr 813.99927 6.79 18.17 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.3 94 8.34E+05 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35452:154590

819.33543 3 timecourse_ATM_combo_8hr 819.33091 5.52 18 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTM*S#QK.N 2.6 94 7.08E+05 WCNVQSTQDEFEELTM*S#QK 27 74 0 0 0 0 Deoxycytidine kinase  35451:161840

840.65979 3 timecourse_ATM_combo_4hr 840.65471 6.04 17.96 DCK  DCK_HUMAN 3 R.WCNVQS#TQDEFEELTMS#QK.N 4.4 100 8.52E+05 WCNVQS#TQDEFEELTMS#QK 13.3 63 28.5 74 0 0 Deoxycytidine kinase  35453:160701

814.00667 3 timecourse_ATM_combo_8hr 813.99927 9.09 17.78 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 4.6 94 1.34E+05 WCNVQSTQDEFEELTMS#QK 35.8 74 0 0 0 0 Deoxycytidine kinase  35451:161090

814.00545 3 timecourse_ATM_combo_1hr 813.99927 7.59 17.67 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 8.6 94 4.41E+05 WCNVQSTQDEFEELTMS#QK 37.5 74 0 0 0 0 Deoxycytidine kinase  35456:160597

840.65896 3 timecourse_ATM_combo_8hr 840.65471 5.06 17.57 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 6.0 94 8.39E+05 WCNVQST#QDEFEELTMS#QK 7.5 64 ‐1,0 38.8 74 0 0 Deoxycytidine kinase  35450:162310

845.99104 3 timecourse_ATM_ctrl2 845.98635 5.54 17.34 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 9.7 100 7.72E+05 WCNVQST#QDEFEELTM*S#QK 11.3 64 ‐1,0 45.9 74 0 0 Deoxycytidine kinase  35447:150463

814.00332 3 timecourse_ATM_combo_4hr 813.99927 4.98 17.15 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 6.2 100 1.00E+06 WCNVQSTQDEFEELTMS#QK 41.3 74 0 0 0 0 Deoxycytidine kinase  35453:157071

840.65989 3 timecourse_ATM_combo_8hr 840.65471 6.16 16.73 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 5.4 94 4.80E+05 WCNVQST#QDEFEELTMS#QK 21.3 64 38.8 74 0 0 Deoxycytidine kinase  35450:162460

596.75504 2 timecourse_ATM_combo_1hr 596.75141 6.1 16.3 DCK  DCK_HUMAN 3 E.FEELTMS#QK.N 5.3 100 1.69E+05 FEELTMS#QK 10.3 74 ‐2,0 0 0 0 0 Deoxycytidine kinase  35456:48090

814.00389 3 timecourse_ATM_combo_8hr 813.99927 5.68 16.21 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.0 94 5.15E+05 WCNVQSTQDEFEELTMS#QK 29.6 74 0 0 0 0 Deoxycytidine kinase  35450:158780

660.61689 3 timecourse_ATM_combo_4hr 660.61497 2.91 16.18 DCK  DCK_HUMAN 3 N.VQSTQDEFEELTMS#QK.N 3.5 100 4.57E+05 VQSTQDEFEELTMS#QK 28.5 74 0 0 0 0 Deoxycytidine kinase  35452:130428

814.00337 3 timecourse_ATM_combo_8hr 813.99927 5.04 16.09 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 9.5 94 4.64E+05 WCNVQSTQDEFEELTMS#QK 22 74 0 0 0 0 Deoxycytidine kinase  35450:158730

845.99129 3 timecourse_ATM_ctrl2 845.98635 5.84 15.8 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTM*S#QK.N 10.9 100 9.08E+05 WCNVQST#QDEFEELTM*S#QK 0 64 ‐1,0 21.2 74 0 0 Deoxycytidine kinase  35446:147652

814.00455 3 timecourse_ATM_combo_2hr 813.99927 6.5 15.47 DCK  DCK_HUMAN 3 R.WCNVQSTQDEFEELTMS#QK.N 7.5 100 6.32E+05 WCNVQSTQDEFEELTMS#QK 26.8 74 0 0 0 0 Deoxycytidine kinase  35454:149561

840.6602 3 timecourse_ATM_combo_8hr 840.65471 6.53 15.43 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 5.8 94 4.28E+05 WCNVQST#QDEFEELTMS#QK 8.7 64 ‐1,0 33.5 74 0 0 Deoxycytidine kinase  35451:164580

840.65996 3 timecourse_ATM_combo_4hr 840.65471 6.25 15.1 DCK  DCK_HUMAN 3 R.WCNVQST#QDEFEELTMS#QK.N 5.3 94 6.96E+05 WCNVQST#QDEFEELTMS#QK 7.5 64 ‐1,0 45.9 74 0 0 Deoxycytidine kinase  35452:157800

1113.56844 3 combeffx_ATM_PI3Ki 1113.56420 3.81 66.32 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 4.7 100 3.27E+05 ISTHIQT#SQQALQFTDFVENDKLVGVALR 9.8 254 0,1 0 0 0 0 DNA cross‐link repair 1A protein  35299:69504

835.42779 4 combeffx_ATM_PI3Ki 835.42497 3.38 61.36 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 27.0 100 1.38E+06 ISTHIQTS#QQALQFTDFVENDKLVGVALR 0 255 ‐1,0 0 0 0 0 DNA cross‐link repair 1A protein  35299:69494

835.42854 4 combeffx_ATM_MEKi 835.42497 4.27 49.98 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 15.6 100 4.96E+05 ISTHIQTS#QQALQFTDFVENDKLVGVALR 0 255 ‐1,0 0 0 0 0 DNA cross‐link repair 1A protein  35297:57068

835.42777 4 combeffx_ATM_ctrl 835.42497 3.35 49.98 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 22.4 100 1.13E+06 ISTHIQT#SQQALQFTDFVENDKLVGVALR 0 254 0,1 0 0 0 0 DNA cross‐link repair 1A protein  35294:77474

835.42798 4 combeffx_ATM_MEKi 835.42497 3.61 49.54 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 20.6 100 7.58E+05 ISTHIQT#SQQALQFTDFVENDKLVGVALR 0 254 0,1 0 0 0 0 DNA cross‐link repair 1A protein  35296:62358

835.42782 4 combeffx_ATM_PI3Ki 835.42497 3.41 47.68 DCLRE1A  DCR1A_HUMAN 1 K.IS#THIQTSQQALQFTDFVENDKLVGVALR.L 29.2 100 1.57E+06 ISTHIQT#SQQALQFTDFVENDKLVGVALR 9.1 254 ‐4,1 0 0 0 0 DNA cross‐link repair 1A protein  35298:73646

835.42913 4 combeffx_ATM_comboi 835.42497 4.99 40.36 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQT#SQQALQFTDFVENDKLVGVALR.L 29.0 100 4.02E+06 ISTHIQT#SQQALQFTDFVENDKLVGVALR 0 254 0,1 0 0 0 0 DNA cross‐link repair 1A protein  35300:83431

835.43052 4 timecourse_ATM_combo_1hr 835.42497 6.64 32.65 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 14.0 100 8.19E+05 ISTHIQTS#QQALQFTDFVENDKLVGVALR 0 255 ‐5,0 0 0 0 0 DNA cross‐link repair 1A protein  35457:180965

835.43041 4 timecourse_ATM_ctrl1 835.42497 6.51 28.16 DCLRE1A  DCR1A_HUMAN 1 K.IS#THIQTSQQALQFTDFVENDKLVGVALR.L 14.0 100 5.32E+05 IS#THIQTSQQALQFTDFVENDKLVGVALR 11.7 249 0,6 0 0 0 0 DNA cross‐link repair 1A protein  35449:179779

835.43167 4 timecourse_ATM_ctrl1 835.42497 8.02 26.44 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 14.1 100 6.28E+05 ISTHIQTS#QQALQFTDFVENDKLVGVALR 5.3 255 ‐1,0 0 0 0 0 DNA cross‐link repair 1A protein  35448:177050

1113.57378 3 timecourse_ATM_combo_1hr 1113.56420 8.6 26.36 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQT#SQQALQFTDFVENDKLVGVALR.L 7.8 100 3.59E+05 ISTHIQT#SQQALQFTDFVENDKLVGVALR 5 254 0,8 0 0 0 0 DNA cross‐link repair 1A protein  35456:180106

835.42878 4 combeffx_ATM_comboi 835.42497 4.56 24.83 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 23.8 100 2.04E+06 ISTHIQT#SQQALQFTDFVENDKLVGVALR 0 254 0,1 0 0 0 0 DNA cross‐link repair 1A protein  35301:75609

835.4315 4 timecourse_ATM_combo_4hr 835.42497 7.82 22.41 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 16.1 100 9.32E+05 ISTHIQT#SQQALQFTDFVENDKLVGVALR 0 254 0,1 0 0 0 0 DNA cross‐link repair 1A protein  35453:178551

835.43176 4 timecourse_ATM_ctrl2 835.42497 8.13 21.42 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 21.1 100 7.38E+05 ISTHIQTS#QQALQFTDFVENDKLVGVALR 0 255 ‐1,0 0 0 0 0 DNA cross‐link repair 1A protein  35446:164012

835.43098 4 timecourse_ATM_combo_8hr 835.42497 7.19 21.29 DCLRE1A  DCR1A_HUMAN 1 K.ISTHIQTS#QQALQFTDFVENDKLVGVALR.L 7.3 100 4.17E+05 ISTHIQTS#QQALQFTDFVENDKLVGVALR 0 255 ‐6,0 0 0 0 0 DNA cross‐link repair 1A protein  35450:180090

679.35559 4 timecourse_ATM_combo_2hr 679.35228 4.87 60.56 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 13.4 100 4.53E+05 KT#SQLLETLNQLSTHTHVVDITR 0 1152 0,1 0 0 0 0 Dynactin subunit 1  35455:159501

679.35591 4 timecourse_ATM_combo_2hr 679.35228 5.34 56.7 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 11.1 100 4.26E+05 KT#SQLLETLNQLSTHTHVVDITR 14.9 1152 0 0 0 0 Dynactin subunit 1  35454:158581

679.35597 4 timecourse_ATM_combo_8hr 679.35228 5.45 55.5 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 18.8 100 1.18E+06 KTS#QLLETLNQLSTHTHVVDITR 17 1153 0 0 0 0 Dynactin subunit 1  35450:169690

679.3563 4 timecourse_ATM_ctrl2 679.35228 5.92 55.04 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 23.0 100 1.08E+06 KT#SQLLETLNQLSTHTHVVDITR 0 1152 0,1 0 0 0 0 Dynactin subunit 1  35446:153342

679.35643 4 timecourse_ATM_ctrl1 679.35228 6.11 51.45 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 12.2 100 6.59E+05 KT#SQLLETLNQLSTHTHVVDITR 11.5 1152 0,1 0 0 0 0 Dynactin subunit 1  35448:166970

679.35565 4 timecourse_ATM_ctrl1 679.35228 4.96 49.82 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 15.1 100 7.43E+05 KT#SQLLETLNQLSTHTHVVDITR 11.5 1152 0,1 0 0 0 0 Dynactin subunit 1  35449:169579

679.3551 4 combeffx_ATM_comboi 679.35228 4.17 47.82 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 7.6 100 6.03E+05 KTS#QLLETLNQLSTHTHVVDITR 14.5 1153 0 0 0 0 Dynactin subunit 1  35301:71489

679.35589 4 timecourse_ATM_ctrl2 679.35228 5.31 46.9 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 25.3 100 1.23E+06 KT#SQLLETLNQLSTHTHVVDITR 11.5 1152 0,1 0 0 0 0 Dynactin subunit 1  35447:156403

679.35711 4 timecourse_ATM_combo_1hr 679.35228 7.11 43.06 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 9.3 100 6.30E+05 KT#SQLLETLNQLSTHTHVVDITR 9.8 1152 0,1 0 0 0 0 Dynactin subunit 1  35456:169927

679.35648 4 timecourse_ATM_combo_8hr 679.35228 6.18 41.23 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 18.9 100 1.31E+06 KT#SQLLETLNQLSTHTHVVDITR 11.5 1152 0,1 0 0 0 0 Dynactin subunit 1  35451:171870

679.35582 4 timecourse_ATM_combo_1hr 679.35228 5.21 38.1 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 14.3 100 8.01E+05 KTS#QLLETLNQLSTHTHVVDITR 14.5 1153 0 0 0 0 Dynactin subunit 1  35457:170035

679.35621 4 timecourse_ATM_combo_4hr 679.35228 5.78 35.57 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 14.0 100 7.57E+05 KT#SQLLETLNQLSTHTHVVDITR 7.7 1152 0,1 0 0 0 0 Dynactin subunit 1  35453:167621

679.35598 4 timecourse_ATM_combo_4hr 679.35228 5.45 33.77 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 15.9 100 7.64E+05 KTS#QLLETLNQLSTHTHVVDITR 14.5 1153 0 0 0 0 Dynactin subunit 1  35452:164690

1042.8 3 timecourse_ATM_combo_8hr 1042.79362 6.12 32.95 DCTN1  DCTN1_HUMAN 14 R.KYFTCDEGHGIFVRQS#QIQVFEDGAD.T 7.6 100 5.58E+05 KYFTCDEGHGIFVRQS#QIQVFEDGAD 41.1 92 0 0 0 0 Dynactin subunit 1  35450:176870

679.35461 4 combeffx_ATM_MEKi 679.35228 3.43 29.65 DCTN1  DCTN1_HUMAN 10 R.KTS#QLLETLNQLSTHTHVVDITR.T 3.5 100 1.51E+05 KTS#QLLETLNQLSTHTHVVDITR 11.5 1153 0,5 0 0 0 0 Dynactin subunit 1  35296:59738

744.81677 2 timecourse_ATM_combo_8hr 744.81307 4.97 24.21 DCUN1D1  DCNL1_HUMAN 7 K.TAVSCLS#QNDWK.L 4.3 100 2.66E+05 TAVSCLS#QNDWK 24.2 31 0 0 0 0 DCN1‐like protein 1  35450:87538

768.33128 2 combeffx_ATM_comboi 768.32793 4.36 86.5 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 18.8 100 1.24E+06 SSQSSS#QQFSGIGR 13.2 597 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35301:37442

768.33167 2 combeffx_ATM_comboi 768.32793 4.87 77.69 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 16.0 100 1.82E+06 SSQSSS#QQFSGIGR 19.3 597 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35300:40706

768.33177 2 timecourse_ATM_combo_4hr 768.32793 5 63.87 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 23.1 100 7.26E+05 SSQSSS#QQFSGIGR 11.5 597 ‐1,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35453:92822

768.33232 2 timecourse_ATM_combo_4hr 768.32793 5.71 63.48 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 18.5 100 6.91E+05 SSQSSS#QQFSGIGR 13.2 597 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35452:91091

768.3324 2 timecourse_ATM_combo_8hr 768.32793 5.82 61.41 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 23.1 100 1.02E+06 SSQSSS#QQFSGIGR 10.3 597 ‐1,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35451:94130

768.33258 2 timecourse_ATM_combo_8hr 768.32793 6.05 61.21 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 19.2 100 8.64E+05 SSQSSS#QQFSGIGR 13.2 597 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35450:93237

768.33151 2 timecourse_ATM_combo_2hr 768.32793 4.66 59.61 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 7.4 100 1.66E+05 SSQSSS#QQFSGIGR 10.3 597 ‐1,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35455:87865



768.33248 2 timecourse_ATM_combo_2hr 768.32793 5.92 57.79 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 8.2 100 2.04E+05 SSQSSS#QQFSGIGR 13.2 597 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35454:88329

768.33159 2 timecourse_ATM_combo_1hr 768.32793 4.76 57.12 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 5.3 100 1.95E+05 SSQSSS#QQFSGIGR 13.2 597 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35457:94569

768.33279 2 timecourse_ATM_combo_1hr 768.32793 6.33 55.74 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 5.1 100 1.89E+05 SSQSSS#QQFSGIGR 13.2 597 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35456:94488

768.32985 2 combeffx_ATM_PI3Ki 768.32793 2.5 48.85 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 7.5 100 4.59E+05 SSQSSS#QQFSGIGR 21.5 597 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35298:37307

768.33012 2 combeffx_ATM_MEKi 768.32793 2.85 38.07 DDX17  DDX17_HUMAN 5 R.SSQSSS#QQFSGIGR.S 3.9 92 1.81E+05 SSQSSS#QQFSGIGR 8.6 597 ‐1,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX17  35296:33325

899.75322 3 timecourse_ATM_combo_8hr 899.75057 2.95 54.74 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 75.8 100 9.31E+06 QKPMNVGLSETQNGGMS#QEAVGNIK 37.9 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35450:169100

899.75529 3 combeffx_ATM_comboi 899.75057 5.25 47.27 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 13.5 100 2.34E+06 QKPMNVGLSETQNGGMS#QEAVGNIK 47.8 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35300:78051

899.75416 3 combeffx_ATM_comboi 899.75057 3.99 45.51 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 12.9 100 1.50E+06 QKPMNVGLSETQNGGMS#QEAVGNIK 54.8 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35301:71179

899.75336 3 timecourse_ATM_ctrl2 899.75057 3.1 45.39 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 19.5 100 9.52E+05 QKPMNVGLSETQNGGMS#QEAVGNIK 57.5 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35447:155813

899.75298 3 timecourse_ATM_combo_2hr 899.75057 2.69 41.94 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSET#QNGGMSQEAVGNIK.V 39.3 100 1.99E+06 QKPMNVGLSETQNGGMS#QEAVGNIK 30.6 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35454:158091

899.75253 3 timecourse_ATM_combo_4hr 899.75057 2.18 38.19 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 67.5 100 6.10E+06 QKPMNVGLSETQNGGMS#QEAVGNIK 50.4 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35453:167031

926.41089 3 timecourse_ATM_combo_8hr 926.40601 5.27 36.86 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSET#QNGGMS#QEAVGNIK.V 39.6 100 4.07E+06 QKPMNVGLSET#QNGGMS#QEAVGNIK 14.7 68 74.3 74 0 0 ATP‐dependent RNA helicase DDX18  35450:171290

899.75315 3 timecourse_ATM_combo_4hr 899.75057 2.87 36.32 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 54.3 100 5.55E+06 QKPMNVGLSETQNGGMS#QEAVGNIK 37.9 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35452:164110

899.75288 3 timecourse_ATM_combo_8hr 899.75057 2.57 36.23 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 82.3 100 1.02E+07 QKPMNVGLSETQNGGMS#QEAVGNIK 46 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35451:171250

899.75472 3 timecourse_ATM_combo_2hr 899.75057 4.61 34.71 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSET#QNGGMSQEAVGNIK.V 2.7 94 9.27E+04 QKPMNVGLSET#QNGGMSQEAVGNIK 7.5 68 ‐2,0 0 0 0 0 ATP‐dependent RNA helicase DDX18  35455:159001

926.41015 3 timecourse_ATM_combo_8hr 926.40601 4.47 31.5 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSET#QNGGMS#QEAVGNIK.V 36.4 100 4.38E+06 QKPMNVGLSET#QNGGMS#QEAVGNIK 20.1 68 67.8 74 0 0 ATP‐dependent RNA helicase DDX18  35451:173640

905.08638 3 timecourse_ATM_combo_8hr 905.08221 4.61 29.77 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGM*S#QEAVGNIK.V 4.7 94 4.74E+05 QKPMNVGLSETQNGGM*S#QEAVGNIK 38.8 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35450:169570

899.75377 3 timecourse_ATM_combo_1hr 899.75057 3.56 29.31 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 14.7 100 1.21E+06 QKPMNVGLSETQNGGMS#QEAVGNIK 38 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35456:169427

910.41863 3 combeffx_ATM_comboi 910.41385 5.25 28.57 DDX18  DDX18_HUMAN 1 K.QKPM*NVGLSETQNGGM*S#QEAVGNIK.V 6.6 100 6.95E+05 QKPM*NVGLSETQNGGM*S#QEAVGNIK 55.4 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35301:71719

899.7518 3 timecourse_ATM_combo_2hr 899.75057 1.37 27.12 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 38.5 100 2.01E+06 QKPMNVGLSETQNGGMS#QEAVGNIK 30.6 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35455:158991

905.08675 3 timecourse_ATM_combo_4hr 905.08221 5.02 26.39 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGM*S#QEAVGNIK.V 5.5 100 5.12E+05 QKPMNVGLSETQNGGM*S#QEAVGNIK 23.8 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35452:164580

926.41094 3 timecourse_ATM_ctrl2 926.40601 5.32 26.06 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSET#QNGGMS#QEAVGNIK.V 5.3 100 2.72E+05 QKPMNVGLSET#QNGGMS#QEAVGNIK 0 68 ‐2,0 23.8 74 0 0 ATP‐dependent RNA helicase DDX18  35446:155062

926.40983 3 timecourse_ATM_combo_4hr 926.40601 4.12 23.44 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSET#QNGGMS#QEAVGNIK.V 41.9 100 3.22E+06 QKPMNVGLSET#QNGGMS#QEAVGNIK 0 68 ‐2,0 21.7 74 0 0 ATP‐dependent RNA helicase DDX18  35453:169431

905.08656 3 timecourse_ATM_combo_8hr 905.08221 4.81 21.81 DDX18  DDX18_HUMAN 1 K.QKPM*NVGLSETQNGGMS#QEAVGNIK.V 4.5 94 4.24E+05 QKPM*NVGLSETQNGGMS#QEAVGNIK 22.1 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35451:171760

931.74287 3 timecourse_ATM_combo_4hr 931.73765 5.6 21.76 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSET#QNGGM*S#QEAVGNIK.V 2.6 94 1.27E+05 QKPMNVGLSET#QNGGM*S#QEAVGNIK 12.2 68 ‐2,0 15 74 0 0 ATP‐dependent RNA helicase DDX18  35452:166840

899.7553 3 timecourse_ATM_ctrl2 899.75057 5.26 19.54 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSET#QNGGMSQEAVGNIK.V 2.9 100 1.22E+05 QKPMNVGLSET#QNGGMSQEAVGNIK 3 68 ‐2,0 0 0 0 0 ATP‐dependent RNA helicase DDX18  35447:155823

746.35909 2 timecourse_ATM_ctrl1 746.35490 5.61 19.31 DDX18  DDX18_HUMAN 4 R.QTMLFSATQT#RK.V 45.0 100 3.84E+06 QTMLFSATQT#RK 28.5 368 0 0 0 0 ATP‐dependent RNA helicase DDX18  35449:89759

899.75361 3 timecourse_ATM_ctrl2 899.75057 3.38 18.83 DDX18  DDX18_HUMAN 1 K.QKPMNVGLSETQNGGMS#QEAVGNIK.V 16.5 100 8.92E+05 QKPMNVGLSETQNGGMS#QEAVGNIK 69.7 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35446:152772

905.08596 3 timecourse_ATM_combo_4hr 905.08221 4.14 14.52 DDX18  DDX18_HUMAN 1 K.QKPM*NVGLSETQNGGMS#QEAVGNIK.V 4.7 100 5.53E+05 QKPM*NVGLSETQNGGMS#QEAVGNIK 30 74 0 0 0 0 ATP‐dependent RNA helicase DDX18  35453:167511

692.98688 3 combeffx_ATM_ctrl 692.98305 5.53 39.3 DDX20  DDX20_HUMAN 4 K.NSVQTPVENS#TNSQHQVK.E 3.3 100 2.64E+05 NSVQTPVENS#TNSQHQVK 6.4 557 0,3 0 0 0 0 Probable ATP‐dependent RNA helicase DDX20  35294:63498

692.98683 3 timecourse_ATM_combo_8hr 692.98305 5.45 22.82 DDX20  DDX20_HUMAN 4 K.NSVQTPVENST#NSQHQVK.E 8.0 100 4.15E+05 NSVQTPVENST#NSQHQVK 0 558 ‐6,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX20  35451:142021

692.98687 3 timecourse_ATM_combo_8hr 692.98305 5.51 19.16 DDX20  DDX20_HUMAN 4 K.NSVQTPVENST#NSQHQVK.E 10.4 100 4.02E+05 NSVQTPVENST#NSQHQVK 13.3 558 0 0 0 0 Probable ATP‐dependent RNA helicase DDX20  35450:140103

692.98733 3 combeffx_ATM_comboi 692.98305 6.18 17.95 DDX20  DDX20_HUMAN 4 K.NSVQTPVENS#TNSQHQVK.E 5.5 100 7.64E+05 NSVQTPVENS#TNSQHQVK 9.8 557 0,3 0 0 0 0 Probable ATP‐dependent RNA helicase DDX20  35300:65155

790.376 2 timecourse_ATM_combo_8hr 790.37179 5.33 48.77 DDX21  DDX21_HUMAN 0 K.KKEEPS#QNDISPK.T 12.9 100 3.94E+05 KKEEPS#QNDISPK 53.9 84 0 0 0 0 Nucleolar RNA helicase 2  35451:98263

830.36036 2 timecourse_ATM_combo_8hr 830.35495 6.52 48.66 DDX21  DDX21_HUMAN 0 K.KKEEPS#QNDIS#PK.T 27.1 100 8.81E+05 KKEEPS#QNDIS#PK 1000 84 0 89 0 0 Nucleolar RNA helicase 2  35451:106973

790.37731 2 timecourse_ATM_combo_8hr 790.37179 6.98 36.73 DDX21  DDX21_HUMAN 0 K.KKEEPS#QNDISPK.T 14.2 100 3.48E+05 KKEEPS#QNDISPK 53.9 84 0 0 0 0 Nucleolar RNA helicase 2  35450:97440

790.37642 2 timecourse_ATM_combo_4hr 790.37179 5.86 29.33 DDX21  DDX21_HUMAN 0 K.KKEEPS#QNDISPK.T 10.1 100 2.04E+05 KKEEPS#QNDISPK 42.1 84 0 0 0 0 Nucleolar RNA helicase 2  35453:96942

527.25325 3 timecourse_ATM_combo_4hr 527.25028 5.63 26.74 DDX21  DDX21_HUMAN 0 K.KKEEPS#QNDISPK.T 60.7 100 1.92E+06 KKEEPS#QNDISPK 69.2 84 0 0 0 0 Nucleolar RNA helicase 2  35453:96932

790.37625 2 timecourse_ATM_combo_4hr 790.37179 5.64 25.84 DDX21  DDX21_HUMAN 0 K.KKEEPSQNDIS#PK.T 7.8 100 1.89E+05 KKEEPS#QNDISPK 53.9 84 0 0 0 0 Nucleolar RNA helicase 2  35452:95171

830.35999 2 timecourse_ATM_combo_4hr 830.35495 6.07 21.04 DDX21  DDX21_HUMAN 0 K.KKEEPS#QNDIS#PK.T 22.2 100 6.39E+05 KKEEPS#QNDIS#PK 1000 84 0 89 0 0 Nucleolar RNA helicase 2  35453:105582

830.35981 2 timecourse_ATM_combo_4hr 830.35495 5.85 18.9 DDX21  DDX21_HUMAN 0 K.KKEEPS#QNDIS#PK.T 19.5 100 5.96E+05 KKEEPS#QNDIS#PK 1000 84 0 89 0 0 Nucleolar RNA helicase 2  35452:103641

606.6426 3 timecourse_ATM_ctrl1 606.63967 4.83 17.88 DDX21  DDX21_HUMAN 0 K.STYEQVDLIGKKT#QK.T 6.2 100 2.20E+05 STYEQVDLIGKKT#QK 79.6 404 0 0 0 0 Nucleolar RNA helicase 2  35449:123112

693.70284 3 timecourse_ATM_combo_8hr 693.70104 2.59 18.07 DDX24  DDX24_HUMAN 9 K.TKYPTQS#GKPPLLVSAPSK.S 3.9 94 2.62E+05 TKYPT#QSGKPPLLVSAPSK 3.5 811 0,2 0 0 0 0 ATP‐dependent RNA helicase DDX24  35450:140433

1238.90718 3 timecourse_ATM_ctrl1 1238.89757 7.76 76.03 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 13.0 100 6.56E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 11.6 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35448:179760

1088.46669 3 timecourse_ATM_combo_8hr 1088.45895 7.11 74.18 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDASQY#DENLSFQDMNLSR.P 11.1 100 5.34E+05 KGQEAGGFFEDASQY#DENLSFQDMNLSR 24.1 214 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35451:182060

1238.90765 3 timecourse_ATM_combo_8hr 1238.89757 8.14 73.42 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 9.6 100 6.51E+05 KGQEAGGFFEDASQY#DENLSFQDMNLSRPLLK 27 214 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35451:185980

1238.90709 3 timecourse_ATM_ctrl2 1238.89757 7.68 70.22 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 9.7 100 4.94E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 15.2 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35447:171013

1238.90709 3 timecourse_ATM_ctrl2 1238.89757 7.68 69.34 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 9.0 100 4.31E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 13.4 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35446:167252

1238.90714 3 timecourse_ATM_combo_1hr 1238.89757 7.72 67.14 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 15.2 100 7.83E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 5.1 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35456:183316

1238.90668 3 timecourse_ATM_combo_4hr 1238.89757 7.35 64.73 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 15.3 100 8.07E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 22 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35452:178410

1088.4658 3 timecourse_ATM_combo_4hr 1088.45895 6.29 62.51 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDASQY#DENLSFQDMNLSR.P 12.2 100 5.26E+05 KGQEAGGFFEDASQY#DENLSFQDMNLSR 6 214 ‐2,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35453:177591

1088.46598 3 timecourse_ATM_combo_8hr 1088.45895 6.46 61 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDASQY#DENLSFQDMNLSR.P 11.3 100 4.81E+05 KGQEAGGFFEDASQY#DENLSFQDMNLSR 18.3 214 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35450:179210

1088.46638 3 timecourse_ATM_combo_4hr 1088.45895 6.83 59.78 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSR.P 9.7 100 4.48E+05 KGQEAGGFFEDASQY#DENLSFQDMNLSR 7.5 214 ‐2,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35452:174310

1088.46661 3 timecourse_ATM_ctrl1 1088.45895 7.04 57.91 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSR.P 8.6 100 3.15E+05 KGQEAGGFFEDASQY#DENLSFQDMNLSR 0 214 ‐2,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35448:176080

929.43266 4 timecourse_ATM_combo_8hr 929.42499 8.25 57.35 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 21.7 100 1.44E+06 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 7.1 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35451:185990

929.43222 4 timecourse_ATM_ctrl2 929.42499 7.78 55.8 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 25.0 100 1.10E+06 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 14.6 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35447:171023

1238.90556 3 timecourse_ATM_ctrl1 1238.89757 6.45 54.85 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 11.9 100 7.09E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 7 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35449:182739

1238.90545 3 timecourse_ATM_combo_2hr 1238.89757 6.36 54.7 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 12.2 100 6.58E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 9.7 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35455:172761

1238.90721 3 timecourse_ATM_combo_4hr 1238.89757 7.78 52.8 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 16.5 100 1.08E+06 KGQEAGGFFEDASQY#DENLSFQDMNLSRPLLK 8.7 214 ‐2,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35453:182001

1088.46517 3 timecourse_ATM_combo_2hr 1088.45895 5.71 52.36 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSR.P 12.4 100 3.38E+05 KGQEAGGFFEDASQY#DENLSFQDMNLSR 0 214 ‐2,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35455:168731

929.43205 4 timecourse_ATM_combo_2hr 929.42499 7.6 52.12 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 31.9 100 1.23E+06 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 17.3 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35454:171361

929.43222 4 timecourse_ATM_ctrl1 929.42499 7.78 51.34 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 27.7 100 1.39E+06 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 17.3 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35448:179770

1238.90585 3 timecourse_ATM_combo_2hr 1238.89757 6.68 51.04 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 11.6 100 5.42E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 20.1 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35454:171351

961.45386 4 timecourse_ATM_combo_2hr 961.44873 5.34 49.53 DDX27  DDX27_HUMAN 2 K.KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 18.2 100 9.58E+05 KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 6.8 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35455:173391

929.43241 4 timecourse_ATM_combo_4hr 929.42499 7.98 48.31 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 42.0 100 2.26E+06 KGQEAGGFFEDASQYDENLSFQDMNLS#RPLLK 0 226 ‐12,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35453:182011

929.43142 4 timecourse_ATM_ctrl1 929.42499 6.92 46.43 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 28.3 100 1.41E+06 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 17.3 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35449:182749

929.43246 4 timecourse_ATM_combo_1hr 929.42499 8.05 45.68 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 29.9 100 1.62E+06 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 37.4 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35456:183326

1238.90595 3 timecourse_ATM_combo_1hr 1238.89757 6.76 45.47 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 13.0 100 8.07E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 15.2 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35457:184035

961.45424 4 timecourse_ATM_ctrl1 961.44873 5.73 44.72 DDX27  DDX27_HUMAN 2 K.KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 15.6 100 1.00E+06 KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 16.2 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35448:180320

929.43257 4 timecourse_ATM_combo_8hr 929.42499 8.16 41.71 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 22.5 100 1.32E+06 KGQEAGGFFEDASQYDENLSFQDMNLS#RPLLK 3.6 226 ‐12,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35450:183000

929.4315 4 timecourse_ATM_combo_1hr 929.42499 7 41.28 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 27.9 100 1.74E+06 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 29 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35457:184045

961.45298 4 timecourse_ATM_combo_1hr 961.44873 4.42 40.3 DDX27  DDX27_HUMAN 2 K.KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 17.3 100 1.38E+06 KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 12.7 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35457:184695

929.43253 4 timecourse_ATM_ctrl2 929.42499 8.11 40.03 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 20.1 100 9.55E+05 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 18 212 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35446:167262

961.45313 4 timecourse_ATM_combo_4hr 961.44873 4.58 37.3 DDX27  DDX27_HUMAN 2 K.KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 21.1 100 2.13E+06 KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 6 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35452:179110

961.45355 4 timecourse_ATM_combo_1hr 961.44873 5.01 36.47 DDX27  DDX27_HUMAN 2 K.KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 12.3 100 1.15E+06 KKGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 3 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35456:183946

727.00057 3 combeffx_ATM_PI3Ki 726.99741 4.35 33.98 DDX27  DDX27_HUMAN 3 K.EGTYDGSWALADVMS#QLKK.K 10.3 100 3.42E+05 EGTYDGSWALADVMS#QLKK 37.1 106 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35299:57934

929.43231 4 timecourse_ATM_combo_4hr 929.42499 7.88 33.61 DDX27  DDX27_HUMAN 2 K.KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK.A 40.8 100 2.16E+06 KGQEAGGFFEDAS#QYDENLSFQDMNLSRPLLK 5.5 212 0,2 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35452:178420

727.00266 3 timecourse_ATM_combo_4hr 726.99741 7.22 23.22 DDX27  DDX27_HUMAN 3 K.EGTYDGSWALADVMS#QLKK.K 14.4 100 5.54E+05 EGTYDGSWALADVMS#QLKK 10.9 106 ‐8,0 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35453:146201

727.00181 3 timecourse_ATM_combo_2hr 726.99741 6.05 19.97 DDX27  DDX27_HUMAN 3 K.EGTYDGSWALADVMS#QLKK.K 12.3 100 3.59E+05 EGTYDGSWALADVMS#QLKK 28 106 0 0 0 0 Probable ATP‐dependent RNA helicase DDX27  35455:139521

622.28508 2 timecourse_ATM_combo_8hr 622.28193 5.06 65.53 DDX3X  DDX3X_HUMAN 7 R.VGSTSENIT#QK.V 11.5 100 2.19E+05 VGSTSENIT#QK 46.7 416 0 0 0 0 ATP‐dependent RNA helicase DDX3X  35450:56608

622.28535 2 timecourse_ATM_combo_8hr 622.28193 5.5 58.19 DDX3X  DDX3X_HUMAN 7 R.VGSTSENIT#QK.V 11.7 100 2.31E+05 VGSTSENIT#QK 46.7 416 0 0 0 0 ATP‐dependent RNA helicase DDX3X  35451:56568

756.84267 2 timecourse_ATM_combo_8hr 756.83812 6.01 64.75 DDX56  DDX56_HUMAN 4 R.VANVSAAEDSVS#QR.A 5.1 100 1.48E+05 VANVSAAEDSVS#QR 38.7 126 0 0 0 0 Probable ATP‐dependent RNA helicase DDX56  35451:91406

816.06111 3 timecourse_ATM_ctrl1 816.05634 5.85 55 DDX6  DDX6_HUMAN 2 R.GPVKPTGGPGGGGT#QTQQQMNQLK.N 7.0 100 2.51E+05 GPVKPTGGPGGGGT#QTQQQMNQLK 39.8 36 0 0 0 0 Probable ATP‐dependent RNA helicase DDX6  35448:158700

816.06088 3 timecourse_ATM_combo_8hr 816.05634 5.56 46.82 DDX6  DDX6_HUMAN 2 R.GPVKPTGGPGGGGT#QTQQQMNQLK.N 11.0 100 4.58E+05 GPVKPTGGPGGGGT#QTQQQMNQLK 27.1 36 0 0 0 0 Probable ATP‐dependent RNA helicase DDX6  35451:161400

816.06064 3 timecourse_ATM_ctrl1 816.05634 5.27 44.64 DDX6  DDX6_HUMAN 2 R.GPVKPTGGPGGGGT#QTQQQMNQLK.N 8.0 100 2.56E+05 GPVKPTGGPGGGGT#QTQQQMNQLK 29.5 36 0 0 0 0 Probable ATP‐dependent RNA helicase DDX6  35449:161149

816.06145 3 timecourse_ATM_combo_8hr 816.05634 6.26 42.19 DDX6  DDX6_HUMAN 2 R.GPVKPTGGPGGGGT#QTQQQMNQLK.N 11.5 100 4.29E+05 GPVKPTGGPGGGGT#QTQQQMNQLK 26.4 36 0 0 0 0 Probable ATP‐dependent RNA helicase DDX6  35450:159270

816.06174 3 timecourse_ATM_combo_1hr 816.05634 6.62 27.6 DDX6  DDX6_HUMAN 2 R.GPVKPTGGPGGGGT#QTQQQMNQLK.N 4.7 100 1.31E+05 GPVKPTGGPGGGGT#QTQQQMNQLK 22.9 36 0 0 0 0 Probable ATP‐dependent RNA helicase DDX6  35456:160897

816.06014 3 timecourse_ATM_combo_1hr 816.05634 4.66 26.6 DDX6  DDX6_HUMAN 2 R.GPVKPTGGPGGGGTQT#QQQMNQLK.N 7.7 100 3.48E+05 GPVKPTGGPGGGGTQT#QQQMNQLK 14.7 38 0 0 0 0 Probable ATP‐dependent RNA helicase DDX6  35457:160955

702.30708 2 timecourse_ATM_ctrl2 702.30285 6.02 48.55 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 189.1 100 3.11E+06 RLS#QSMESNSGK 30.7 504 0 0 0 0 DENN domain‐containing protein 2A  35446:67505

702.30708 2 timecourse_ATM_ctrl1 702.30285 6.02 44.65 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 261.6 100 6.27E+06 RLS#QSMESNSGK 24.8 504 0 0 0 0 DENN domain‐containing protein 2A  35448:78357

702.307 2 timecourse_ATM_ctrl2 702.30285 5.91 44.18 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 218.8 100 3.70E+06 RLS#QSMESNSGK 30.7 504 0 0 0 0 DENN domain‐containing protein 2A  35447:68576

702.30597 2 timecourse_ATM_combo_1hr 702.30285 4.44 43.99 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 68.7 100 1.55E+06 RLS#QSMESNSGK 30.7 504 0 0 0 0 DENN domain‐containing protein 2A  35457:78816

702.30723 2 timecourse_ATM_combo_2hr 702.30285 6.24 43.55 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 47.2 100 8.73E+05 RLS#QSMESNSGK 24.8 504 0 0 0 0 DENN domain‐containing protein 2A  35454:73805

702.30707 2 timecourse_ATM_combo_1hr 702.30285 6.01 43.14 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 69.9 100 1.62E+06 RLS#QSMESNSGK 30.8 504 0 0 0 0 DENN domain‐containing protein 2A  35456:78509

702.30671 2 timecourse_ATM_combo_8hr 702.30285 5.5 39.85 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 98.5 100 2.45E+06 RLS#QSMESNSGK 21.3 504 0 0 0 0 DENN domain‐containing protein 2A  35451:78220

702.30694 2 timecourse_ATM_combo_4hr 702.30285 5.82 39.09 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 63.6 100 1.42E+06 RLS#QSMESNSGK 37.4 504 0 0 0 0 DENN domain‐containing protein 2A  35452:75966

702.30691 2 timecourse_ATM_combo_4hr 702.30285 5.78 36.97 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 68.4 100 1.50E+06 RLS#QSMESNSGK 37.4 504 0 0 0 0 DENN domain‐containing protein 2A  35453:77474

702.30618 2 timecourse_ATM_combo_2hr 702.30285 4.74 36.95 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 52.3 100 8.05E+05 RLS#QSMESNSGK 30.7 504 0 0 0 0 DENN domain‐containing protein 2A  35455:73257

702.30641 2 timecourse_ATM_ctrl1 702.30285 5.07 32.49 DENND2A  DEN2A_HUMAN 2 K.RLS#QSMESNSGK.V 311.2 100 6.49E+06 RLS#QSMESNSGK 24.8 504 0 0 0 0 DENN domain‐containing protein 2A  35449:79612

702.30686 2 timecourse_ATM_combo_8hr 702.30285 5.71 31.86 DENND2A  DEN2A_HUMAN 2 K.RLSQS#MESNSGK.V 90.6 100 2.23E+06 RLS#QSMESNSGK 24.8 504 0 0 0 0 DENN domain‐containing protein 2A  35450:77713

764.02075 3 timecourse_ATM_combo_4hr 764.01641 5.68 36.99 DHPS  DHYS_HUMAN 2 K.KLEPLSQDEDQHADLT#QSR.R 15.6 100 5.01E+05 KLEPLSQDEDQHADLT#QSR 22.6 88 0 0 0 0 Deoxyhypusine synthase  35452:148270

764.02007 3 timecourse_ATM_combo_4hr 764.01641 4.79 35.34 DHPS  DHYS_HUMAN 2 K.KLEPLSQDEDQHADLT#QSR.R 16.9 100 5.11E+05 KLEPLSQDEDQHADLT#QSR 28.5 88 0 0 0 0 Deoxyhypusine synthase  35453:150891

764.02084 3 timecourse_ATM_combo_2hr 764.01641 5.8 26.39 DHPS  DHYS_HUMAN 2 K.KLEPLSQDEDQHADLT#QSR.R 8.8 100 2.16E+05 KLEPLSQDEDQHADLT#QSR 9.5 88 0,2 0 0 0 0 Deoxyhypusine synthase  35454:143691

613.2623 2 combeffx_ATM_ctrl 613.26045 3.02 39.66 DHX15  DHX15_HUMAN 2 K.LQSKEYS#QY.‐ 11.4 100 8.47E+05 LQSKEYS#QY 32.4 793 0 0 0 0 Putative pre‐mRNA‐splicing factor ATP‐dependent RNA helicase DHX15  35295:20374

613.26286 2 combeffx_ATM_PI3Ki 613.26045 3.93 37.7 DHX15  DHX15_HUMAN 2 K.LQSKEYS#QY.‐ 71.0 100 3.45E+06 LQSKEYS#QY 32.4 793 0 0 0 0 Putative pre‐mRNA‐splicing factor ATP‐dependent RNA helicase DHX15  35298:20550

613.2631 2 combeffx_ATM_PI3Ki 613.26045 4.32 36.49 DHX15  DHX15_HUMAN 2 K.LQSKEYS#QY.‐ 69.2 100 2.91E+06 LQSKEYS#QY 28.9 793 0 0 0 0 Putative pre‐mRNA‐splicing factor ATP‐dependent RNA helicase DHX15  35299:20071

613.26307 2 combeffx_ATM_MEKi 613.26045 4.27 34.41 DHX15  DHX15_HUMAN 2 K.LQSKEYS#QY.‐ 40.6 100 1.17E+06 LQSKEYS#QY 32.4 793 0 0 0 0 Putative pre‐mRNA‐splicing factor ATP‐dependent RNA helicase DHX15  35297:17932

613.26254 2 combeffx_ATM_MEKi 613.26045 3.42 32.82 DHX15  DHX15_HUMAN 2 K.LQSKEYS#QY.‐ 37.6 100 1.46E+06 LQSKEYS#QY 32.4 793 0 0 0 0 Putative pre‐mRNA‐splicing factor ATP‐dependent RNA helicase DHX15  35296:19215

578.26506 2 combeffx_ATM_ctrl 578.26333 2.99 58.02 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 50.0 100 5.00E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35295:16639

578.2651 2 combeffx_ATM_MEKi 578.26333 3.06 55.07 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 87.2 100 5.72E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35296:16129

578.26534 2 combeffx_ATM_MEKi 578.26333 3.48 53.8 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 82.8 100 4.59E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35297:14998

578.26626 2 combeffx_ATM_comboi 578.26333 5.07 53.15 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 238.4 100 2.05E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35301:16658

578.26533 2 combeffx_ATM_PI3Ki 578.26333 3.48 51.87 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 159.0 100 1.17E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35299:16307

578.26601 2 combeffx_ATM_comboi 578.26333 4.63 49.82 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 269.0 100 2.92E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35300:18225

578.2654 2 combeffx_ATM_ctrl 578.26333 3.58 47.82 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 67.4 100 6.23E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35294:17500

578.26621 2 combeffx_ATM_comboi 578.26333 4.98 44.4 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 225.4 100 2.05E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35301:16648

578.26495 2 combeffx_ATM_PI3Ki 578.26333 2.82 43.87 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 169.4 100 1.44E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35298:16666

772.9066 2 timecourse_ATM_ctrl1 772.90287 4.83 41.64 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 9.8 100 6.45E+05 YQILPLHS#QIPR 113.2 688 0 0 0 0 ATP‐dependent RNA helicase A  35448:94777

772.90632 2 timecourse_ATM_combo_2hr 772.90287 4.46 41.45 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 6.9 100 2.95E+05 YQILPLHS#QIPR 81.6 688 0 0 0 0 ATP‐dependent RNA helicase A  35455:88745

578.26501 2 combeffx_ATM_PI3Ki 578.26333 2.91 39.81 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 179.4 100 1.44E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35298:16676

578.26612 2 timecourse_ATM_combo_8hr 578.26333 4.82 39.41 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 268.9 100 1.49E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35450:42111

578.26645 2 timecourse_ATM_ctrl2 578.26333 5.4 38.76 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 39.4 100 1.30E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35446:36585

515.60686 3 timecourse_ATM_ctrl2 515.60434 4.91 38.43 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 23.0 100 7.44E+05 YQILPLHS#QIPR 74.2 688 0 0 0 0 ATP‐dependent RNA helicase A  35447:83459

578.26609 2 timecourse_ATM_ctrl2 578.26333 4.77 37.64 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 40.1 100 1.38E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35447:37023

772.90676 2 timecourse_ATM_combo_4hr 772.90287 5.03 37.49 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 7.7 100 4.37E+05 YQILPLHS#QIPR 102.7 688 0 0 0 0 ATP‐dependent RNA helicase A  35452:91991

578.26597 2 combeffx_ATM_comboi 578.26333 4.57 36.91 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 242.9 100 2.92E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35300:18215

578.26573 2 timecourse_ATM_combo_1hr 578.26333 4.15 36.44 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 80.6 100 3.74E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35456:42251

772.90666 2 timecourse_ATM_combo_4hr 772.90287 4.9 36.22 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 7.6 100 4.96E+05 YQILPLHS#QIPR 97.6 688 0 0 0 0 ATP‐dependent RNA helicase A  35453:93712

578.26582 2 timecourse_ATM_combo_2hr 578.26333 4.31 35.81 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 95.3 100 2.89E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35455:39384

578.26544 2 combeffx_ATM_PI3Ki 578.26333 3.65 33.87 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 171.4 100 1.17E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35299:16317

578.26615 2 timecourse_ATM_ctrl1 578.26333 4.88 32.71 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 51.0 100 2.29E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35448:42693

772.90593 2 timecourse_ATM_ctrl1 772.90287 3.96 32.61 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 9.1 100 6.03E+05 YQILPLHS#QIPR 114.9 688 0 0 0 0 ATP‐dependent RNA helicase A  35449:95913

772.90682 2 timecourse_ATM_combo_2hr 772.90287 5.11 32.26 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 5.5 100 2.91E+05 YQILPLHS#QIPR 71.9 688 0 0 0 0 ATP‐dependent RNA helicase A  35454:89139

515.60676 3 timecourse_ATM_ctrl1 515.60434 4.69 32.25 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 26.6 100 1.46E+06 YQILPLHS#QIPR 69.2 688 0 0 0 0 ATP‐dependent RNA helicase A  35448:94767

578.26605 2 timecourse_ATM_combo_2hr 578.26333 4.7 32.04 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 107.4 100 3.02E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35454:40230

578.26557 2 timecourse_ATM_combo_4hr 578.26333 3.89 31.31 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 261.6 100 1.26E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35452:41054

515.60607 3 timecourse_ATM_ctrl1 515.60434 3.36 31.14 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 24.7 100 1.38E+06 YQILPLHS#QIPR 61.2 688 0 0 0 0 ATP‐dependent RNA helicase A  35449:95903

515.60657 3 timecourse_ATM_combo_8hr 515.60434 4.33 30.62 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 21.3 100 1.16E+06 YQILPLHS#QIPR 69.2 688 0 0 0 0 ATP‐dependent RNA helicase A  35451:95040

515.60724 3 timecourse_ATM_combo_1hr 515.60434 5.62 29.9 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 30.0 100 1.53E+06 YQILPLHS#QIPR 57.9 688 0 0 0 0 ATP‐dependent RNA helicase A  35456:95364

578.26536 2 timecourse_ATM_combo_1hr 578.26333 3.51 29.76 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 83.1 100 3.58E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35457:42367

515.60577 3 combeffx_ATM_PI3Ki 515.60434 2.77 29.64 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 25.3 100 1.77E+06 YQILPLHS#QIPR 51.7 688 0 0 0 0 ATP‐dependent RNA helicase A  35299:36389

515.60692 3 timecourse_ATM_combo_8hr 515.60434 5 27.48 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 18.0 100 1.11E+06 YQILPLHS#QIPR 93.7 688 0 0 0 0 ATP‐dependent RNA helicase A  35450:94137

521.72466 2 timecourse_ATM_combo_8hr 521.72130 6.44 27.05 DHX9  DHX9_HUMAN 4 L.AQFEPS#QR.Q 32.9 100 8.66E+05 AQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35451:27926

578.26575 2 timecourse_ATM_ctrl1 578.26333 4.18 26.87 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 46.9 100 2.38E+06 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35449:43307

515.6069 3 timecourse_ATM_combo_4hr 515.60434 4.96 26.57 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 25.0 100 1.31E+06 YQILPLHS#QIPR 77.5 688 0 0 0 0 ATP‐dependent RNA helicase A  35452:91981

515.6068 3 timecourse_ATM_combo_4hr 515.60434 4.77 25.86 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 25.3 100 1.33E+06 YQILPLHS#QIPR 79.4 688 0 0 0 0 ATP‐dependent RNA helicase A  35453:93702

578.26605 2 combeffx_ATM_comboi 578.26333 4.7 25.46 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 231.2 100 2.92E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35300:18235

515.60569 3 combeffx_ATM_PI3Ki 515.60434 2.62 24.95 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 25.2 100 2.10E+06 YQILPLHS#QIPR 62.5 688 0 0 0 0 ATP‐dependent RNA helicase A  35298:37717

578.26561 2 timecourse_ATM_combo_4hr 578.26333 3.94 24.61 DHX9  DHX9_HUMAN 4 K.LAQFEPS#QR.Q 261.7 100 1.23E+07 LAQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35453:42098

515.60612 3 timecourse_ATM_combo_1hr 515.60434 3.45 24.58 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 29.7 100 1.56E+06 YQILPLHS#QIPR 80.2 688 0 0 0 0 ATP‐dependent RNA helicase A  35457:95389

521.72438 2 timecourse_ATM_combo_8hr 521.72130 5.9 23.62 DHX9  DHX9_HUMAN 4 L.AQFEPS#QR.Q 31.6 100 8.72E+05 AQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35450:27786

521.7245 2 timecourse_ATM_combo_4hr 521.72130 6.13 23.52 DHX9  DHX9_HUMAN 4 L.AQFEPS#QR.Q 17.9 100 4.20E+05 AQFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35453:27675

515.60664 3 combeffx_ATM_comboi 515.60434 4.46 23 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 24.3 100 3.50E+06 YQILPLHS#QIPR 64.1 688 0 0 0 0 ATP‐dependent RNA helicase A  35300:41155

486.20523 2 timecourse_ATM_combo_4hr 486.20275 5.1 21.79 DHX9  DHX9_HUMAN 4 A.QFEPS#QR.Q 23.7 100 3.21E+05 QFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35452:20318

515.60632 3 combeffx_ATM_comboi 515.60434 3.84 21.73 DHX9  DHX9_HUMAN 0 R.YQILPLHS#QIPR.E 34.0 100 2.78E+06 YQILPLHS#QIPR 51.7 688 0 0 0 0 ATP‐dependent RNA helicase A  35301:37792

486.20552 2 timecourse_ATM_combo_8hr 486.20275 5.72 20.63 DHX9  DHX9_HUMAN 4 A.QFEPS#QR.Q 36.1 100 6.35E+05 QFEPS#QR 1000 321 0 0 0 0 ATP‐dependent RNA helicase A  35450:20418

1036.4876 2 timecourse_ATM_combo_1hr 1036.48281 4.62 81.63 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 11.7 100 5.64E+05 LLSPYSPQT#QETDSAVQK 44.7 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35457:143260

1036.48772 2 timecourse_ATM_ctrl1 1036.48281 4.74 80.27 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 9.6 100 4.31E+05 LLSPYSPQT#QETDSAVQK 44.7 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35449:143231

1036.48921 2 timecourse_ATM_combo_1hr 1036.48281 6.17 79.75 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 12.1 100 5.72E+05 LLSPYSPQT#QETDSAVQK 44.7 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35456:142959

1036.48931 2 timecourse_ATM_combo_8hr 1036.48281 6.27 77.08 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 6.5 100 4.19E+05 LLSPYSPQT#QETDSAVQK 44.7 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35450:139853

1036.48879 2 timecourse_ATM_combo_8hr 1036.48281 5.77 70.16 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 9.2 100 5.35E+05 LLSPYSPQT#QETDSAVQK 43.5 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35451:141791

1036.48816 2 timecourse_ATM_combo_4hr 1036.48281 5.16 63.99 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 13.7 100 5.23E+05 LLSPYSPQT#QETDSAVQK 37.5 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35453:139497

1036.48765 2 timecourse_ATM_combo_2hr 1036.48281 4.67 61.52 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 13.8 100 3.82E+05 LLSPYSPQT#QETDSAVQK 38.7 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35455:133020

1036.48837 2 timecourse_ATM_combo_4hr 1036.48281 5.36 60.41 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 9.0 100 4.46E+05 LLSPYSPQT#QETDSAVQK 24.2 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35452:136787

1036.48861 2 timecourse_ATM_ctrl2 1036.48281 5.6 59.51 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 7.3 100 2.39E+05 LLSPYSPQT#QETDSAVQK 24.2 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35446:126562

1036.48905 2 timecourse_ATM_ctrl2 1036.48281 6.02 52.82 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 6.8 100 2.54E+05 LLSPYSPQT#QETDSAVQK 37.5 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35447:129047

1036.48886 2 timecourse_ATM_combo_2hr 1036.48281 5.84 52.22 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQTQET#DSAVQK.E 10.3 100 3.33E+05 LLSPYSPQT#QETDSAVQK 24.2 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35454:132855

1036.48877 2 timecourse_ATM_ctrl1 1036.48281 5.75 49.31 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETDSAVQK.E 8.6 100 3.73E+05 LLSPYSPQT#QETDSAVQK 34.5 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35448:141018

779.84032 2 timecourse_ATM_combo_4hr 779.83726 3.92 41.2 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETD.S 19.8 100 1.73E+06 LLSPYSPQT#QETD 26.8 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35452:93161

779.84089 2 combeffx_ATM_comboi 779.83726 4.65 39.69 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETD.S 4.3 100 6.75E+05 LLSPYSPQT#QETD 26.8 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35300:41875

779.84082 2 timecourse_ATM_combo_2hr 779.83726 4.57 31.88 DIP2B  DIP2B_HUMAN 1 K.LLSPYSPQT#QETD.S 7.3 100 3.71E+05 LLSPYSPQT#QETD 26.8 56 0 0 0 0 Disco‐interacting protein 2 homolog B  35455:89875

738.35753 2 timecourse_ATM_combo_8hr 738.35374 5.13 32.62 DKC1  DKC1_HUMAN 3 R.LHNAIEGGT#QLSR.A 3.7 100 1.03E+05 LHNAIEGGT#QLSR 37.5 167 0 0 0 0 H/ACA ribonucleoprotein complex subunit 4  35451:86781

427.22637 3 combeffx_ATM_comboi 427.22346 6.81 22.17 DKC1  DKC1_HUMAN 2 R.KWGLGPKAS#QK.K 13.3 94 5.96E+05 KWGLGPKAS#QK 1000 387 0 0 0 0 H/ACA ribonucleoprotein complex subunit 4  35301:24346

784.35854 3 timecourse_ATM_combo_1hr 784.35415 5.6 70.7 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QKR.S 36.0 100 1.87E+06 EQMMNSSISSGSGSLRT#SQKR 6.6 578 0,1 0 0 0 0 Disks large homolog 1  35456:156957

784.35766 3 timecourse_ATM_combo_4hr 784.35415 4.47 68.27 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QKR.S 20.8 100 9.23E+05 EQMMNSSISSGSGSLRTS#QKR 10.3 579 ‐1,0 0 0 0 0 Disks large homolog 1  35453:153521

784.35705 3 timecourse_ATM_combo_1hr 784.35415 3.7 59.46 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QKR.S 36.2 100 1.94E+06 EQMMNSSISSGSGSLRTS#QKR 18.9 579 0 0 0 0 Disks large homolog 1  35457:156895

784.35791 3 combeffx_ATM_comboi 784.35415 4.79 51.77 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRT#SQKR.S 14.1 100 1.78E+06 EQMMNSSISSGSGSLRTS#QKR 7.5 579 ‐1,0 0 0 0 0 Disks large homolog 1  35300:71381

784.35795 3 timecourse_ATM_combo_2hr 784.35415 4.84 49.28 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRT#SQKR.S 21.0 100 6.50E+05 EQMMNSSISSGSGSLRT#SQKR 0 578 0,1 0 0 0 0 Disks large homolog 1  35455:146431

732.32441 3 timecourse_ATM_combo_4hr 732.32045 5.41 46.45 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QK.R 23.5 100 7.46E+05 EQMMNSSISSGSGSLRTS#QK 1.7 579 ‐8,0 0 0 0 0 Disks large homolog 1  35452:144586

732.3245 3 timecourse_ATM_combo_2hr 732.32045 5.53 45.72 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QK.R 38.7 100 9.73E+05 EQMMNSSISSGSGSLRT#SQK 0 578 ‐7,0 0 0 0 0 Disks large homolog 1  35454:140331

784.35813 3 timecourse_ATM_combo_8hr 784.35415 5.07 45.27 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRT#SQKR.S 9.1 100 6.20E+05 EQMMNSSISSGSGSLRTS#QKR 14.2 579 0 0 0 0 Disks large homolog 1  35450:154950

784.35844 3 timecourse_ATM_combo_4hr 784.35415 5.47 44.02 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRT#SQKR.S 18.7 100 9.29E+05 EQMMNSSISSGSGSLRTS#QKR 5.9 579 ‐1,0 0 0 0 0 Disks large homolog 1  35452:150780

784.35672 3 combeffx_ATM_PI3Ki 784.35415 3.28 41.24 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QKR.S 12.3 100 8.18E+05 EQMMNSSISSGSGSLRTS#QKR 8.7 579 ‐4,0 0 0 0 0 Disks large homolog 1  35299:60784

784.35766 3 combeffx_ATM_comboi 784.35415 4.47 40.85 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QKR.S 18.2 100 1.58E+06 EQMMNSSISSGSGSLRTS#QKR 7.5 579 ‐4,0 0 0 0 0 Disks large homolog 1  35301:65199

732.32513 3 timecourse_ATM_combo_1hr 732.32045 6.39 39.41 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QK.R 41.4 100 1.59E+06 EQMMNSSISSGSGSLRT#SQK 1.4 578 ‐5,1 0 0 0 0 Disks large homolog 1  35456:150767

784.3563 3 combeffx_ATM_PI3Ki 784.35415 2.74 38.82 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRT#SQKR.S 20.0 100 1.23E+06 EQMMNSSISSGSGSLRT#SQKR 0 578 0,1 0 0 0 0 Disks large homolog 1  35298:64056

811.01425 3 timecourse_ATM_combo_1hr 811.00959 5.75 37.92 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGS#LRT#SQKR.S 6.0 100 2.36E+05 EQMMNSSISSGS#GSLRTS#QKR 12.2 573 ‐6,2 10.3 579 ‐1,0 0 0 Disks large homolog 1  35456:159907

732.3237 3 timecourse_ATM_combo_2hr 732.32045 4.44 37.57 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QK.R 41.4 100 9.17E+05 EQMMNSSISSGSGSLRTS#QK 3.3 579 ‐6,0 0 0 0 0 Disks large homolog 1  35455:140271

784.35833 3 timecourse_ATM_combo_2hr 784.35415 5.33 34.93 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QKR.S 19.9 100 7.06E+05 EQMMNSSISSGSGSLRTS#QKR 5.9 579 ‐1,0 0 0 0 0 Disks large homolog 1  35454:146001

732.32409 3 timecourse_ATM_combo_1hr 732.32045 4.97 34.5 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QK.R 51.1 100 1.77E+06 EQMMNSSISSGSGSLRT#SQK 0 578 ‐7,0 0 0 0 0 Disks large homolog 1  35457:150705

732.32434 3 timecourse_ATM_combo_4hr 732.32045 5.31 31.64 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QK.R 23.6 100 7.64E+05 EQMMNSSISSGSGSLRTS#QK 4.4 579 ‐9,0 0 0 0 0 Disks large homolog 1  35453:146951

784.35772 3 timecourse_ATM_combo_8hr 784.35415 4.55 28.68 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRT#SQKR.S 14.5 100 8.11E+05 EQMMNSSISSGSGSLRTS#QKR 11.3 579 ‐1,0 0 0 0 0 Disks large homolog 1  35451:156970

732.32498 3 timecourse_ATM_combo_8hr 732.32045 6.19 27.99 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRTS#QK.R 18.0 100 8.56E+05 EQMMNSSISSGS#GSLRTSQK 2.3 573 ‐3,5 0 0 0 0 Disks large homolog 1  35450:148340

588.52055 4 timecourse_ATM_combo_1hr 588.51743 5.3 25.96 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGSGSLRT#SQKR.S 8.9 100 3.79E+05 EQMMNSSISSGSGS#LRTSQKR 0 575 ‐2,4 0 0 0 0 Disks large homolog 1  35456:156947

732.32537 3 timecourse_ATM_combo_8hr 732.32045 6.72 25.17 DLG1  DLG1_HUMAN 8 R.EQMMNSSISSGS#GSLRTSQK.R 23.4 100 1.01E+06 EQMMNSSISSGSGSLRTS#QK 3.8 579 ‐9,0 0 0 0 0 Disks large homolog 1  35451:150310

836.07915 3 timecourse_ATM_combo_8hr 836.07526 4.65 55.56 DNAJA1  DNJA1_HUMAN 2 K.ETTYYDVLGVKPNAT#QEELKK.A 8.9 100 7.96E+05 ETTYYDVLGVKPNAT#QEELKK 29.1 18 0 0 0 0 DnaJ homolog subfamily A member 1  35451:163780

836.07921 3 timecourse_ATM_combo_8hr 836.07526 4.72 50.02 DNAJA1  DNJA1_HUMAN 2 K.ETTYYDVLGVKPNAT#QEELKK.A 8.0 100 7.01E+05 ETTYYDVLGVKPNAT#QEELKK 37 18 0 0 0 0 DnaJ homolog subfamily A member 1  35450:161640

684.10292 4 timecourse_ATM_combo_8hr 684.09911 5.57 27.44 DNAJA1  DNJA1_HUMAN 2 M.VKETTYYDVLGVKPNAT#QEELKK.A 6.9 100 6.96E+05 VKETTYYDVLGVKPNAT#QEELKK 72.6 18 0 0 0 0 DnaJ homolog subfamily A member 1  35451:172430

1032.42337 2 timecourse_ATM_combo_8hr 1032.41726 5.92 90.95 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 215.8 100 1.20E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35450:139233

1032.42331 2 timecourse_ATM_ctrl2 1032.41726 5.86 86.49 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 178.5 100 6.50E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35447:128477

1032.42257 2 timecourse_ATM_combo_4hr 1032.41726 5.14 84.1 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 213.2 100 1.11E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35453:138937

1032.42312 2 timecourse_ATM_combo_2hr 1032.41726 5.68 84.04 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 307.1 100 1.02E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35454:132295

1032.42151 2 timecourse_ATM_ctrl1 1032.41726 4.12 83.29 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 308.0 100 1.24E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35449:142601

1032.42311 2 timecourse_ATM_ctrl1 1032.41726 5.67 82.21 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 263.9 100 1.24E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35448:140378

1032.42168 2 timecourse_ATM_combo_1hr 1032.41726 4.28 81.65 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 285.7 100 1.33E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35457:142660

1032.42345 2 timecourse_ATM_combo_1hr 1032.41726 6 76.67 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 262.1 100 1.33E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35456:142359

1032.42314 2 timecourse_ATM_ctrl2 1032.41726 5.7 75.49 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 167.9 100 5.97E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35446:125992

1032.42253 2 timecourse_ATM_combo_2hr 1032.41726 5.1 73.41 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 323.7 100 1.05E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35455:132490

1040.41981 2 timecourse_ATM_ctrl1 1040.41472 4.89 72.97 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 5.5 100 2.91E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35449:143731

1040.42124 2 timecourse_ATM_combo_8hr 1040.41472 6.27 70.32 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 4.8 100 2.90E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35451:142401

1032.42266 2 timecourse_ATM_combo_4hr 1032.41726 5.23 69.65 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 218.6 100 1.05E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35452:136227

1032.42334 2 timecourse_ATM_combo_8hr 1032.41726 5.89 69.55 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 246.7 100 1.43E+07 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35451:141151

1040.42102 2 timecourse_ATM_ctrl1 1040.41472 6.06 68.73 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 5.8 100 3.53E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35448:141578

1040.42054 2 timecourse_ATM_combo_1hr 1040.41472 5.59 65.5 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 7.5 100 4.25E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35456:143549

968.37471 2 timecourse_ATM_combo_8hr 968.36978 5.09 65.06 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 26.8 100 2.13E+06 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35450:129783

688.61765 3 timecourse_ATM_ctrl2 688.61393 5.4 65.02 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 88.8 100 3.72E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35447:128467

688.61755 3 timecourse_ATM_combo_2hr 688.61393 5.26 62.93 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 144.2 100 5.73E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35454:132285

968.37454 2 timecourse_ATM_combo_4hr 968.36978 4.92 62.21 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 16.2 100 9.65E+05 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35453:129315

968.37512 2 timecourse_ATM_combo_1hr 968.36978 5.51 61.88 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 15.6 100 9.79E+05 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35456:132539

1040.41893 2 timecourse_ATM_combo_1hr 1040.41472 4.05 60.76 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 10.0 100 4.41E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35457:143820

968.37366 2 timecourse_ATM_combo_1hr 968.36978 4.01 60.5 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 17.3 100 1.12E+06 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35457:132668

688.61693 3 timecourse_ATM_combo_1hr 688.61393 4.36 60.2 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 123.4 100 7.47E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35457:142670

968.37395 2 timecourse_ATM_combo_2hr 968.36978 4.31 59.57 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 23.9 100 1.21E+06 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35455:123120

968.37491 2 timecourse_ATM_combo_2hr 968.36978 5.3 59.39 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 20.2 100 9.94E+05 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35454:122885

688.61789 3 timecourse_ATM_combo_1hr 688.61393 5.75 59.35 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 134.4 100 7.56E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35456:142349

688.6173 3 timecourse_ATM_combo_2hr 688.61393 4.89 58.78 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 138.6 100 5.51E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35455:132480

688.6177 3 timecourse_ATM_ctrl2 688.61393 5.47 58.77 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 95.9 100 4.05E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35446:125982

968.37347 2 timecourse_ATM_ctrl1 968.36978 3.81 58.49 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 15.6 100 1.12E+06 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35449:132901

968.37447 2 timecourse_ATM_ctrl1 968.36978 4.84 58.02 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 13.5 100 9.93E+05 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35448:130720

688.61772 3 timecourse_ATM_ctrl1 688.61393 5.5 54.15 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 105.7 100 6.49E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35448:140368

688.61788 3 timecourse_ATM_combo_8hr 688.61393 5.74 53.43 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 110.4 100 6.48E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35451:141141

688.6174 3 timecourse_ATM_combo_4hr 688.61393 5.04 53.03 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 107.7 100 6.18E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35453:138927

968.37508 2 timecourse_ATM_combo_4hr 968.36978 5.47 52.48 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 14.4 100 8.44E+05 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35452:126958

968.37536 2 timecourse_ATM_ctrl2 968.36978 5.76 51.62 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 9.5 100 4.81E+05 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35447:118546

968.3744 2 timecourse_ATM_combo_8hr 968.36978 4.77 51.4 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 30.6 100 2.40E+06 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35451:131262

968.37604 2 timecourse_ATM_ctrl2 968.36978 6.46 51.29 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNV.K 7.0 100 3.73E+05 FQMT#QEVVCDECPNV 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35446:116429

688.61741 3 timecourse_ATM_combo_4hr 688.61393 5.05 51.05 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 118.3 100 6.85E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35452:136217



688.61786 3 timecourse_ATM_combo_8hr 688.61393 5.71 50.12 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 125.8 100 8.01E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35450:139223

693.94967 3 timecourse_ATM_ctrl1 693.94557 5.91 49.13 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 4.4 100 3.08E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35448:141568

1040.41942 2 timecourse_ATM_combo_2hr 1040.41472 4.52 48.31 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 9.3 100 3.54E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35455:133580

688.61683 3 timecourse_ATM_ctrl1 688.61393 4.21 48.07 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 117.8 100 6.13E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35449:142611

1040.42052 2 timecourse_ATM_combo_2hr 1040.41472 5.57 47.6 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 9.3 100 3.35E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35454:133405

1040.42029 2 timecourse_ATM_combo_4hr 1040.41472 5.35 47.38 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 4.5 100 2.52E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35452:137387

693.94957 3 timecourse_ATM_combo_1hr 693.94557 5.76 47.32 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 7.5 100 4.69E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35456:143559

1040.42008 2 timecourse_ATM_combo_4hr 1040.41472 5.15 43.43 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 4.7 100 2.48E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35453:140127

688.61765 3 combeffx_ATM_comboi 688.61393 5.4 41.75 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 14.4 100 2.04E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35300:64705

693.94834 3 timecourse_ATM_combo_1hr 693.94557 3.99 39.27 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 6.3 100 4.28E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35457:143810

693.94957 3 timecourse_ATM_combo_8hr 693.94557 5.76 27.88 DNAJB11  DJB11_HUMAN 1 R.FQM*T#QEVVCDECPNVK.L 4.5 100 3.07E+05 FQM*T#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35450:140463

688.61724 3 combeffx_ATM_comboi 688.61393 4.81 27.85 DNAJB11  DJB11_HUMAN 1 R.FQMT#QEVVCDECPNVK.L 11.4 100 1.10E+06 FQMT#QEVVCDECPNVK 1000 188 0 0 0 0 DnaJ homolog subfamily B member 11  35301:59457

702.2542 2 timecourse_ATM_ctrl2 702.25030 5.55 49.08 DNAJC30  DJC30_HUMAN 2 R.TYS#QGDCSYSR.T 14.4 100 1.80E+05 TYS#QGDCSYSR 27.7 39 0 0 0 0 DnaJ homolog subfamily C member 30  35447:68546

702.25371 2 timecourse_ATM_ctrl1 702.25030 4.86 36.53 DNAJC30  DJC30_HUMAN 2 R.TYS#QGDCSYSR.T 10.7 100 1.58E+05 TYS#QGDCSYSR 33.7 39 0 0 0 0 DnaJ homolog subfamily C member 30  35449:79582

702.25448 2 timecourse_ATM_ctrl2 702.25030 5.95 35.92 DNAJC30  DJC30_HUMAN 2 R.TYS#QGDCSYSR.T 12.0 100 1.58E+05 TYS#QGDCSYSR 33.7 39 0 0 0 0 DnaJ homolog subfamily C member 30  35446:67485

702.25478 2 timecourse_ATM_ctrl1 702.25030 6.38 24.52 DNAJC30  DJC30_HUMAN 2 R.TYS#QGDCSYSR.T 11.8 100 1.67E+05 TYS#QGDCSYSR 24.2 39 0 0 0 0 DnaJ homolog subfamily C member 30  35448:78337

1047.47552 2 timecourse_ATM_combo_4hr 1047.46779 7.38 94.77 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 20.4 100 1.08E+06 S#QMTTSFTDPAISMDLLR 23.3 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35452:138197

1047.47532 2 timecourse_ATM_combo_2hr 1047.46779 7.19 84.58 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 12.6 100 4.37E+05 S#QMTTSFTDPAISMDLLR 42.6 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35454:134317

1047.47431 2 timecourse_ATM_ctrl1 1047.46779 6.22 84.16 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 15.7 100 5.96E+05 S#QMTTSFTDPAISMDLLR 33.7 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35449:144568

1047.47545 2 timecourse_ATM_combo_1hr 1047.46779 7.31 82.05 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 23.1 100 1.03E+06 S#QMTTSFTDPAISMDLLR 51.6 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35457:144680

1047.47599 2 timecourse_ATM_combo_8hr 1047.46779 7.83 79.98 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 12.1 100 5.87E+05 S#QMTTSFTDPAISMDLLR 18.9 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35450:141193

1047.47571 2 timecourse_ATM_ctrl1 1047.46779 7.57 77.79 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 13.4 100 4.85E+05 S#QMTTSFTDPAISMDLLR 18.9 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35448:142408

1047.4758 2 timecourse_ATM_combo_8hr 1047.46779 7.65 77.64 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 14.4 100 7.16E+05 S#QMTTSFTDPAISMDLLR 18.9 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35451:143291

1047.47566 2 timecourse_ATM_combo_4hr 1047.46779 7.52 77.03 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 27.0 100 1.20E+06 S#QMTTSFTDPAISMDLLR 24.8 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35453:140867

1047.47634 2 timecourse_ATM_combo_1hr 1047.46779 8.16 72.35 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 22.3 100 1.02E+06 S#QMTTSFTDPAISMDLLR 24.8 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35456:144399

1047.47458 2 timecourse_ATM_ctrl2 1047.46779 6.48 69.78 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 13.1 100 5.69E+05 S#QMTTSFTDPAISMDLLR 30.8 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35447:130417

832.38797 3 combeffx_ATM_MEKi 832.38546 3.02 68.2 DNTTIP1  TDIF1_HUMAN 2 R.GRRS#QM*TTSFTDPAISM*DLLR.A 12.9 100 9.78E+05 GRRSQM*T#TSFTDPAISM*DLLR 8 57 0,1 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35296:57418

1047.47431 2 timecourse_ATM_combo_2hr 1047.46779 6.23 67.62 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 14.6 100 5.08E+05 S#QMTTSFTDPAISMDLLR 64.8 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35455:134434

821.72555 3 combeffx_ATM_comboi 821.72218 4.1 65.96 DNTTIP1  TDIF1_HUMAN 2 R.GRRSQMT#TSFTDPAISMDLLR.A 6.2 100 5.16E+05 GRRS#QMTTSFTDPAISMDLLR 15.6 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35301:67369

821.72474 3 combeffx_ATM_PI3Ki 821.72218 3.12 63.8 DNTTIP1  TDIF1_HUMAN 2 R.GRRSQMT#TSFTDPAISMDLLR.A 11.4 100 6.81E+05 GRRSQMT#TSFTDPAISMDLLR 0 57 ‐3,0 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35298:65986

821.72677 3 timecourse_ATM_combo_4hr 821.72218 5.59 60.06 DNTTIP1  TDIF1_HUMAN 2 R.GRRS#QMTTSFTDPAISMDLLR.A 7.7 100 3.13E+05 GRRS#QMTTSFTDPAISMDLLR 28.8 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35453:158491

821.72452 3 combeffx_ATM_PI3Ki 821.72218 2.85 55.12 DNTTIP1  TDIF1_HUMAN 2 R.GRRS#QMTTSFTDPAISMDLLR.A 11.7 100 5.32E+05 GRRS#QMTTSFTDPAISMDLLR 5.4 54 0,4 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35299:62494

821.72687 3 timecourse_ATM_ctrl2 821.72218 5.72 52.55 DNTTIP1  TDIF1_HUMAN 2 R.GRRS#QMTTSFTDPAISMDLLR.A 9.3 100 4.18E+05 GRRS#QMTTSFTDPAISMDLLR 12.4 54 0,3 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35447:147783

821.72454 3 combeffx_ATM_MEKi 821.72218 2.87 48.19 DNTTIP1  TDIF1_HUMAN 2 R.GRRS#QMTTSFTDPAISMDLLR.A 6.8 100 2.27E+05 GRRS#QMTTSFTDPAISMDLLR 40.2 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35297:52018

698.65235 3 timecourse_ATM_combo_1hr 698.64762 6.77 43.01 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 6.8 100 2.22E+05 S#QMTTSFTDPAISMDLLR 22.9 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35457:144670

821.7267 3 timecourse_ATM_combo_1hr 821.72218 5.5 41.95 DNTTIP1  TDIF1_HUMAN 2 R.GRRSQMT#TSFTDPAISMDLLR.A 8.4 100 3.50E+05 GRRS#QMTTSFTDPAISMDLLR 8.6 54 0,3 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35457:161625

821.72729 3 timecourse_ATM_ctrl2 821.72218 6.22 39.69 DNTTIP1  TDIF1_HUMAN 2 R.GRRSQMT#TSFTDPAISMDLLR.A 7.7 100 3.66E+05 GRRSQMT#TSFTDPAISMDLLR 6 57 ‐3,0 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35446:144972

698.6525 3 timecourse_ATM_combo_4hr 698.64762 6.98 39.03 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 8.5 100 2.78E+05 S#QMTTSFTDPAISMDLLR 18 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35453:140857

827.05562 3 combeffx_ATM_MEKi 827.05382 2.19 37.18 DNTTIP1  TDIF1_HUMAN 2 R.GRRSQMTT#SFTDPAISM*DLLR.A 4.9 92 2.41E+05 GRRSQMT#TSFTDPAISM*DLLR 0 57 ‐3,2 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35296:57228

821.7273 3 timecourse_ATM_combo_1hr 821.72218 6.23 36.68 DNTTIP1  TDIF1_HUMAN 2 R.GRRS#QMTTSFTDPAISMDLLR.A 7.9 100 3.38E+05 GRRS#QMTTSFTDPAISMDLLR 9.1 54 0,3 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35456:161597

698.65111 3 combeffx_ATM_comboi 698.64762 5 35.15 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 3.8 100 4.43E+05 SQMT#TSFTDPAISMDLLR 2.8 57 ‐3,2 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35300:65814

698.65317 3 timecourse_ATM_combo_1hr 698.64762 7.94 34.76 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 7.1 100 1.81E+05 S#QMTTSFTDPAISMDLLR 12.7 54 0,3 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35456:144389

698.65264 3 timecourse_ATM_combo_4hr 698.64762 7.19 32.34 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 8.7 100 2.84E+05 S#QMTTSFTDPAISMDLLR 15 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35452:138187

698.6526 3 timecourse_ATM_combo_2hr 698.64762 7.13 30.58 DNTTIP1  TDIF1_HUMAN 2 R.S#QMTTSFTDPAISMDLLR.A 5.1 100 9.45E+04 S#QMTTSFTDPAISMDLLR 18 54 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35454:134307

698.65222 3 timecourse_ATM_ctrl2 698.64762 6.58 24.77 DNTTIP1  TDIF1_HUMAN 2 R.SQMT#TSFTDPAISMDLLR.A 4.8 100 1.28E+05 S#QMTTSFTDPAISMDLLR 9.6 54 0,5 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35447:130427

750.68649 3 timecourse_ATM_ctrl1 750.68132 6.9 21.77 DNTTIP1  TDIF1_HUMAN 2 R.RSQMT#TSFTDPAISMDLLR.A 4.8 100 1.40E+05 RS#QMTTSFTDPAISMDLLR 9.6 54 0,4 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35448:150270

750.6858 3 timecourse_ATM_combo_4hr 750.68132 5.97 17.23 DNTTIP1  TDIF1_HUMAN 2 R.RS#QMTTSFTDPAISMDLLR.A 6.3 100 2.27E+05 RS#QMTTSFTDPAISMDLLR 3.4 54 0,5 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 1  35453:149131

744.86214 2 timecourse_ATM_combo_8hr 744.85834 5.1 71.2 DNTTIP2  TDIF2_HUMAN 1 K.SLT#QTFATVEVGR.W 38.1 100 2.42E+06 SLT#QTFATVEVGR 9.8 364 ‐2,0 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 2  35451:88481

744.86132 2 combeffx_ATM_comboi 744.85834 4 66.69 DNTTIP2  TDIF2_HUMAN 1 K.S#LTQTFATVEVGR.W 9.8 100 8.57E+05 S#LTQTFATVEVGR 13.2 362 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 2  35301:34932

744.86204 2 timecourse_ATM_combo_4hr 744.85834 4.97 64.77 DNTTIP2  TDIF2_HUMAN 1 K.SLT#QTFATVEVGR.W 30.6 100 1.46E+06 SLT#QTFATVEVGR 8.6 364 ‐2,0 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 2  35453:87220

744.86222 2 timecourse_ATM_combo_8hr 744.85834 5.21 62.08 DNTTIP2  TDIF2_HUMAN 1 K.SLT#QTFATVEVGR.W 38.3 100 2.31E+06 SLT#QTFATVEVGR 9.8 364 ‐2,0 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 2  35450:87588

744.86249 2 timecourse_ATM_combo_4hr 744.85834 5.57 59.64 DNTTIP2  TDIF2_HUMAN 1 K.SLT#QTFATVEVGR.W 28.6 100 1.29E+06 SLT#QTFATVEVGR 7.7 364 ‐2,0 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 2  35452:85551

744.86249 2 timecourse_ATM_combo_1hr 744.85834 5.57 50.16 DNTTIP2  TDIF2_HUMAN 1 K.SLT#QTFATVEVGR.W 7.6 100 3.13E+05 S#LTQTFATVEVGR 9.3 362 0,2 0 0 0 0 Deoxynucleotidyltransferase terminal‐interacting protein 2  35456:88578

1025.93209 4 timecourse_ATM_combo_4hr 1025.92666 5.29 35.43 DPF2  REQU_HUMAN 0 K.NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR.S 44.4 100 4.37E+06 NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR 48.6 244 77.9 248 79.1 251 Zinc finger protein ubi‐d4  35453:183601

1025.93234 4 timecourse_ATM_combo_8hr 1025.92666 5.54 33.46 DPF2  REQU_HUMAN 0 K.NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR.S 32.3 100 3.93E+06 NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR 21.3 244 36.4 248 63.7 251 Zinc finger protein ubi‐d4  35451:187670

804.95372 5 timecourse_ATM_combo_1hr 804.94952 5.22 32.5 DPF2  REQU_HUMAN 0 K.NRPGLSYHYAHSHLAEEEGEDKEDS#QPPTPVS#QR.S 8.4 100 6.07E+05 NRPGLSYHYAHSHLAEEEGEDKEDS#QPPTPVS#QR 16.4 244 33.7 251 0 0 Zinc finger protein ubi‐d4  35457:185495

820.94736 5 timecourse_ATM_combo_8hr 820.94279 5.57 30.68 DPF2  REQU_HUMAN 0 K.NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR.S 37.8 100 5.74E+06 NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR 39.7 244 46.2 248 62 251 Zinc finger protein ubi‐d4  35450:184510

1025.93289 4 timecourse_ATM_ctrl1 1025.92666 6.07 26.8 DPF2  REQU_HUMAN 0 K.NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR.S 9.8 100 6.84E+05 NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR 15 244 38.8 248 48.7 251 Zinc finger protein ubi‐d4  35448:181090

1025.93284 4 timecourse_ATM_combo_1hr 1025.92666 6.02 26.53 DPF2  REQU_HUMAN 0 K.NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR.S 46.0 100 6.17E+06 NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR 27.7 244 68.1 248 70.5 251 Zinc finger protein ubi‐d4  35456:184866

1025.93164 4 timecourse_ATM_combo_1hr 1025.92666 4.85 24.11 DPF2  REQU_HUMAN 0 K.NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR.S 45.0 100 5.97E+06 NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR 16.2 244 35.3 248 41.7 251 Zinc finger protein ubi‐d4  35457:185765

820.94781 5 timecourse_ATM_combo_1hr 820.94279 6.11 20.48 DPF2  REQU_HUMAN 0 K.NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR.S 76.5 100 1.05E+07 NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR 23.9 244 36 248 52.7 251 Zinc finger protein ubi‐d4  35456:184876

820.94726 5 timecourse_ATM_combo_4hr 820.94279 5.45 19.8 DPF2  REQU_HUMAN 0 K.NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR.S 60.5 100 7.86E+06 NRPGLSYHYAHSHLAEEEGEDKEDS#QPPT#PVS#QR 14.4 244 32 248 28.1 251 Zinc finger protein ubi‐d4  35453:183611

767.33147 2 timecourse_ATM_combo_8hr 767.32706 5.75 51.3 DSP  DESP_HUMAN 2 K.T#GSQYDIQDAIDK.G 5.7 100 2.75E+05 T#GSQYDIQDAIDK 10.3 2524 0,2 0 0 0 0 Desmoplakin  35451:93930

767.33119 2 timecourse_ATM_combo_8hr 767.32706 5.38 44.9 DSP  DESP_HUMAN 2 K.TGS#QYDIQDAIDK.G 6.6 100 2.51E+05 TGS#QYDIQDAIDK 0 2526 ‐2,0 0 0 0 0 Desmoplakin  35450:92997

1059.41583 2 timecourse_ATM_combo_8hr 1059.40954 5.94 60.09 DTX3L  DTX3L_HUMAN 0 K.SSGGGECTVST#QEHEAPGTF.R 15.3 100 5.65E+05 SSGGGECTVS#TQEHEAPGTF 16.2 44 0 0 0 0 E3 ubiquitin‐protein ligase DTX3L  35451:144781

1059.41646 2 timecourse_ATM_combo_8hr 1059.40954 6.54 41.04 DTX3L  DTX3L_HUMAN 0 K.SSGGGECTVST#QEHEAPGTF.R 14.9 100 4.70E+05 SSGGGECTVS#TQEHEAPGTF 16.2 44 0 0 0 0 E3 ubiquitin‐protein ligase DTX3L  35450:142613

758.64633 3 timecourse_ATM_combo_8hr 758.64248 5.07 32.58 DTX3L  DTX3L_HUMAN 0 K.SSGGGECTVST#QEHEAPGTFR.V 19.3 100 1.03E+06 SSGGGECTVS#TQEHEAPGTFR 4.8 44 0,1 0 0 0 0 E3 ubiquitin‐protein ligase DTX3L  35450:151490

758.6464 3 timecourse_ATM_combo_4hr 758.64248 5.17 24.87 DTX3L  DTX3L_HUMAN 0 K.SSGGGECTVS#TQEHEAPGTFR.V 15.7 100 5.52E+05 SSGGGECTVST#QEHEAPGTFR 0 45 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase DTX3L  35453:150101

758.64656 3 timecourse_ATM_combo_8hr 758.64248 5.38 21.14 DTX3L  DTX3L_HUMAN 0 K.SSGGGECTVS#TQEHEAPGTFR.V 24.6 100 1.21E+06 SSGGGECTVST#QEHEAPGTFR 15.5 45 0 0 0 0 E3 ubiquitin‐protein ligase DTX3L  35451:153470

773.37363 3 timecourse_ATM_combo_2hr 773.36901 5.97 57.88 DUS3L  DUS3L_HUMAN 1 R.RFSQGPT#PAAAVPEGTAAEGAPR.Q 31.0 100 1.00E+06 RFSQGPT#PAAAVPEGTAAEGAPR 6.9 240 ‐4,0 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35454:144711

773.37276 3 timecourse_ATM_combo_2hr 773.36901 4.85 54.44 DUS3L  DUS3L_HUMAN 1 R.RFS#QGPTPAAAVPEGTAAEGAPR.Q 25.7 100 9.13E+05 RFS#QGPTPAAAVPEGTAAEGAPR 0 236 0,4 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35455:145111

773.37299 3 timecourse_ATM_combo_4hr 773.36901 5.15 51.94 DUS3L  DUS3L_HUMAN 1 R.RFS#QGPTPAAAVPEGTAAEGAPR.Q 36.5 100 1.64E+06 RFS#QGPTPAAAVPEGTAAEGAPR 3.1 236 0,4 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35453:152011

773.37269 3 timecourse_ATM_combo_1hr 773.36901 4.76 49.55 DUS3L  DUS3L_HUMAN 1 R.RFS#QGPTPAAAVPEGTAAEGAPR.Q 25.9 100 1.33E+06 RFS#QGPTPAAAVPEGTAAEGAPR 0 236 0,4 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35457:155525

773.37326 3 timecourse_ATM_combo_4hr 773.36901 5.5 48.78 DUS3L  DUS3L_HUMAN 1 R.RFSQGPT#PAAAVPEGTAAEGAPR.Q 33.2 100 1.67E+06 RFS#QGPTPAAAVPEGTAAEGAPR 6.7 236 0,4 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35452:149340

773.37341 3 timecourse_ATM_ctrl2 773.36901 5.69 45.82 DUS3L  DUS3L_HUMAN 1 R.RFS#QGPTPAAAVPEGTAAEGAPR.Q 17.0 100 6.17E+05 RFSQGPT#PAAAVPEGTAAEGAPR 6.9 240 ‐4,0 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35446:139022

773.37369 3 timecourse_ATM_combo_1hr 773.36901 6.05 44.48 DUS3L  DUS3L_HUMAN 1 R.RFS#QGPTPAAAVPEGTAAEGAPR.Q 30.1 100 1.27E+06 RFSQGPT#PAAAVPEGTAAEGAPR 2.4 240 ‐4,0 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35456:155527

773.37362 3 timecourse_ATM_ctrl2 773.36901 5.96 43.58 DUS3L  DUS3L_HUMAN 1 R.RFS#QGPTPAAAVPEGTAAEGAPR.Q 18.4 100 6.23E+05 RFS#QGPTPAAAVPEGTAAEGAPR 2.2 236 0,4 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35447:141583

773.37279 3 timecourse_ATM_ctrl1 773.36901 4.89 42.78 DUS3L  DUS3L_HUMAN 1 R.RFS#QGPTPAAAVPEGTAAEGAPR.Q 19.5 100 1.02E+06 RFS#QGPTPAAAVPEGTAAEGAPR 0 236 0,4 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35448:153500

773.37381 3 timecourse_ATM_combo_8hr 773.36901 6.22 39.96 DUS3L  DUS3L_HUMAN 1 R.RFS#QGPTPAAAVPEGTAAEGAPR.Q 33.4 100 2.25E+06 RFS#QGPTPAAAVPEGTAAEGAPR 0 236 0,4 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35450:153440

773.37359 3 timecourse_ATM_combo_8hr 773.36901 5.92 37.75 DUS3L  DUS3L_HUMAN 1 R.RFSQGPT#PAAAVPEGTAAEGAPR.Q 32.9 100 2.30E+06 RFS#QGPTPAAAVPEGTAAEGAPR 0 236 0,4 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35451:155480

773.37252 3 timecourse_ATM_ctrl1 773.36901 4.54 36.91 DUS3L  DUS3L_HUMAN 1 R.RFS#QGPTPAAAVPEGTAAEGAPR.Q 22.5 100 1.05E+06 RFS#QGPTPAAAVPEGTAAEGAPR 0 236 0,4 0 0 0 0 tRNA‐dihydrouridine synthase 3‐like  35449:155879

653.36688 2 timecourse_ATM_combo_8hr 653.36252 6.67 73.81 DUSP12  DUS12_HUMAN 0 K.ILPVLGS#QTGKI.‐ 43.0 100 2.30E+06 ILPVLGS#QTGKI 28.5 335 0 0 0 0 Dual specificity protein phosphatase 12  35451:65904

653.36667 2 timecourse_ATM_combo_8hr 653.36252 6.37 56.74 DUSP12  DUS12_HUMAN 0 K.ILPVLGS#QTGKI.‐ 38.7 100 2.27E+06 ILPVLGS#QTGKI 17 335 0 0 0 0 Dual specificity protein phosphatase 12  35450:65756

653.36497 2 combeffx_ATM_comboi 653.36252 3.75 49.93 DUSP12  DUS12_HUMAN 0 K.ILPVLGS#QTGKI.‐ 47.1 100 5.22E+06 ILPVLGS#QTGKI 14.2 335 0 0 0 0 Dual specificity protein phosphatase 12  35301:25850

653.36513 2 combeffx_ATM_comboi 653.36252 3.99 45.16 DUSP12  DUS12_HUMAN 0 K.ILPVLGS#QTGKI.‐ 51.9 100 8.36E+06 ILPVLGS#QTGKI 18.9 335 0 0 0 0 Dual specificity protein phosphatase 12  35300:28172

653.36417 2 combeffx_ATM_PI3Ki 653.36252 2.53 37.32 DUSP12  DUS12_HUMAN 0 K.ILPVLGS#QTGKI.‐ 7.3 100 6.69E+05 ILPVLGSQT#GKI 14.2 337 0 0 0 0 Dual specificity protein phosphatase 12  35298:25530

653.36392 2 combeffx_ATM_MEKi 653.36252 2.14 23.1 DUSP12  DUS12_HUMAN 0 K.ILPVLGS#QTGKI.‐ 6.6 100 3.43E+05 ILPVLGSQT#GKI 8.7 337 ‐2,0 0 0 0 0 Dual specificity protein phosphatase 12  35296:23553

942.89887 2 timecourse_ATM_ctrl1 942.89362 5.57 91.17 DUSP3  DUS3_HUMAN 2 K.ANDT#QEFNLSAYFER.A 13.7 100 6.02E+05 ANDT#QEFNLSAYFER 89.1 93 0 0 0 0 Dual specificity protein phosphatase 3  35449:128398

942.90021 2 timecourse_ATM_combo_4hr 942.89362 6.99 90.01 DUSP3  DUS3_HUMAN 2 K.ANDT#QEFNLSAYFER.A 10.2 100 4.22E+05 ANDT#QEFNLSAYFER 89.1 93 0 0 0 0 Dual specificity protein phosphatase 3  35453:124891

942.89999 2 timecourse_ATM_ctrl1 942.89362 6.76 87.8 DUSP3  DUS3_HUMAN 2 K.ANDT#QEFNLSAYFER.A 9.9 100 4.40E+05 ANDT#QEFNLSAYFER 103 93 0 0 0 0 Dual specificity protein phosphatase 3  35448:126267

942.89911 2 timecourse_ATM_combo_1hr 942.89362 5.82 71.79 DUSP3  DUS3_HUMAN 2 K.ANDT#QEFNLSAYFER.A 16.8 100 9.11E+05 ANDT#QEFNLSAYFER 123.9 93 0 0 0 0 Dual specificity protein phosphatase 3  35457:128016

942.90018 2 timecourse_ATM_combo_1hr 942.89362 6.96 71.7 DUSP3  DUS3_HUMAN 2 K.ANDT#QEFNLSAYFER.A 13.0 100 6.65E+05 ANDT#QEFNLSAYFER 72.8 93 0 0 0 0 Dual specificity protein phosphatase 3  35456:128038

942.8991 2 timecourse_ATM_combo_2hr 942.89362 5.81 69.47 DUSP3  DUS3_HUMAN 2 K.ANDT#QEFNLSAYFER.A 15.9 100 5.65E+05 ANDT#QEFNLSAYFER 80.3 93 0 0 0 0 Dual specificity protein phosphatase 3  35455:118656

942.90006 2 timecourse_ATM_ctrl2 942.89362 6.83 57.94 DUSP3  DUS3_HUMAN 2 K.ANDT#QEFNLSAYFER.A 7.1 100 3.20E+05 ANDT#QEFNLSAYFER 71.8 93 0 0 0 0 Dual specificity protein phosphatase 3  35447:114223

942.89916 2 timecourse_ATM_combo_2hr 942.89362 5.88 52.21 DUSP3  DUS3_HUMAN 2 K.ANDT#QEFNLSAYFER.A 11.5 100 4.41E+05 ANDT#QEFNLSAYFER 79.3 93 0 0 0 0 Dual specificity protein phosphatase 3  35454:118621

492.25461 5 timecourse_ATM_ctrl1 492.25064 8.06 21.61 DYNC1H1  DYHC1_HUMAN 0 P.NNAERVLLTT#QGVDM*ISKMLK.M 71.7 100 4.94E+06 NNAERVLLT#TQGVDM*ISKMLK 8.5 4333 0,8 0 0 0 0 Cytoplasmic dynein 1 heavy chain 1  35448:159120

792.33026 2 timecourse_ATM_ctrl1 792.32549 6.02 41.24 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 24.9 100 7.65E+05 ATAPQT#QHVS#PMR 49 129 91.1 133 0 0 Elongation factor 1‐delta  35448:98530

792.33001 2 timecourse_ATM_ctrl2 792.32549 5.7 40.5 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 14.8 100 2.59E+05 ATAPQT#QHVS#PMR 49 129 79.5 133 0 0 Elongation factor 1‐delta  35446:85459

792.32908 2 timecourse_ATM_ctrl1 792.32549 4.53 40.32 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 30.2 100 8.93E+05 ATAPQT#QHVS#PMR 31.3 129 77 133 0 0 Elongation factor 1‐delta  35449:99903

792.32901 2 timecourse_ATM_combo_1hr 792.32549 4.44 38.23 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 40.8 100 8.78E+05 ATAPQT#QHVS#PMR 24.1 129 60.1 133 0 0 Elongation factor 1‐delta  35457:99211

792.33011 2 timecourse_ATM_combo_2hr 792.32549 5.83 34.86 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 35.2 100 4.96E+05 ATAPQT#QHVS#PMR 24.1 129 60.1 133 0 0 Elongation factor 1‐delta  35454:92619

792.32937 2 timecourse_ATM_ctrl2 792.32549 4.9 33.51 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 17.2 100 3.36E+05 ATAPQT#QHVS#PMR 24.1 129 60.3 133 0 0 Elongation factor 1‐delta  35447:86916

792.32974 2 timecourse_ATM_combo_4hr 792.32549 5.36 33.43 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 51.4 100 9.46E+05 ATAPQT#QHVS#PMR 31.3 129 71.1 133 0 0 Elongation factor 1‐delta  35453:97482

792.32984 2 timecourse_ATM_combo_1hr 792.32549 5.5 32.93 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 44.2 100 9.01E+05 ATAPQT#QHVS#PMR 34.5 129 72.2 133 0 0 Elongation factor 1‐delta  35456:99414

792.3295 2 timecourse_ATM_combo_4hr 792.32549 5.06 30.58 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 42.4 100 9.38E+05 ATAPQT#QHVS#PMR 31.3 129 77 133 0 0 Elongation factor 1‐delta  35452:95721

792.33012 2 timecourse_ATM_combo_8hr 792.32549 5.84 30.37 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 21.3 100 5.69E+05 ATAPQT#QHVS#PMR 50.7 129 71.1 133 0 0 Elongation factor 1‐delta  35450:98050

792.32977 2 timecourse_ATM_combo_8hr 792.32549 5.4 29.73 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 24.6 100 6.13E+05 ATAPQT#QHVS#PMR 35 129 65.9 133 0 0 Elongation factor 1‐delta  35451:98823

792.32897 2 timecourse_ATM_combo_2hr 792.32549 4.39 28.81 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVS#PMR.Q 33.1 100 4.87E+05 ATAPQT#QHVS#PMR 28.3 129 76.7 133 0 0 Elongation factor 1‐delta  35455:92265

501.89973 3 timecourse_ATM_combo_1hr 501.89731 4.82 17.52 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVSPMR.Q 19.4 100 4.24E+05 ATAPQT#QHVSPMR 31.5 129 0 0 0 0 Elongation factor 1‐delta  35457:90693

501.90047 3 timecourse_ATM_ctrl1 501.89731 6.3 17.52 EEF1D  EF1D_HUMAN 18 R.ATAPQT#QHVSPMR.Q 28.4 100 5.82E+05 ATAPQT#QHVSPMR 22.7 129 0 0 0 0 Elongation factor 1‐delta  35448:89940

826.90244 2 timecourse_ATM_ctrl1 826.89818 5.15 40.38 EEF1G  EF1G_HUMAN 3 R.KLDPGSEET#QTLVR.E 2.8 100 9.56E+04 KLDPGSEET#QTLVR 29.6 409 0 0 0 0 Elongation factor 1‐gamma  35448:105908

798.73182 3 combeffx_ATM_comboi 798.72822 4.51 73.08 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 36.6 100 3.50E+06 VPVFGTSTHTLDIS#QLGDLGTR 50.9 422 0 0 0 0 Protein EFR3 homolog A  35300:72251

798.73194 3 combeffx_ATM_MEKi 798.72822 4.67 71.7 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 40.0 100 1.23E+06 VPVFGTSTHTLDIS#QLGDLGTR 60.7 422 0 0 0 0 Protein EFR3 homolog A  35297:51178

798.73118 3 combeffx_ATM_ctrl 798.72822 3.71 69.02 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 28.4 100 1.77E+06 VPVFGTSTHTLDIS#QLGDLGTR 71.3 422 0 0 0 0 Protein EFR3 homolog A  35294:69884

798.73154 3 combeffx_ATM_PI3Ki 798.72822 4.16 65.87 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 25.1 100 9.71E+05 VPVFGTSTHTLDIS#QLGDLGTR 57.5 422 0 0 0 0 Protein EFR3 homolog A  35299:61464

1197.59672 2 timecourse_ATM_combo_1hr 1197.58870 6.7 64.21 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 6.6 100 2.80E+05 VPVFGTSTHTLDIS#QLGDLGTR 54.6 422 0 0 0 0 Protein EFR3 homolog A  35456:158527

798.7319 3 combeffx_ATM_ctrl 798.72822 4.61 63.35 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 31.9 100 1.52E+06 VPVFGTSTHTLDIS#QLGDLGTR 70.8 422 0 0 0 0 Protein EFR3 homolog A  35295:67827

798.73191 3 combeffx_ATM_comboi 798.72822 4.62 62.82 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 26.0 100 1.80E+06 VPVFGTSTHTLDIS#QLGDLGTR 70 422 0 0 0 0 Protein EFR3 homolog A  35301:66049

798.73563 3 timecourse_ATM_ctrl1 798.72822 9.28 61.59 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 65.0 100 3.36E+06 VPVFGTSTHTLDIS#QLGDLGTR 41.4 422 0 0 0 0 Protein EFR3 homolog A  35448:156630

798.73517 3 timecourse_ATM_ctrl2 798.72822 8.7 53.04 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 72.0 100 2.84E+06 VPVFGTSTHTLDIS#QLGDLGTR 46.1 422 0 0 0 0 Protein EFR3 homolog A  35446:142312

798.73119 3 combeffx_ATM_MEKi 798.72822 3.72 51.16 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 60.5 100 1.92E+06 VPVFGTSTHTLDIS#QLGDLGTR 57.5 422 0 0 0 0 Protein EFR3 homolog A  35296:56148

798.7347 3 timecourse_ATM_combo_2hr 798.72822 8.11 50.16 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 42.6 100 1.59E+06 VPVFGTSTHTLDIS#QLGDLGTR 25.5 422 0 0 0 0 Protein EFR3 homolog A  35455:147931

798.73459 3 timecourse_ATM_combo_1hr 798.72822 7.98 49.77 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 62.3 100 3.10E+06 VPVFGTSTHTLDIS#QLGDLGTR 47.6 422 0 0 0 0 Protein EFR3 homolog A  35456:158537

798.73568 3 timecourse_ATM_combo_4hr 798.72822 9.34 46.94 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 55.4 100 2.58E+06 VPVFGTSTHTLDIS#QLGDLGTR 44.4 422 0 0 0 0 Protein EFR3 homolog A  35452:152390

1197.59574 2 timecourse_ATM_ctrl1 1197.58870 5.88 42.3 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 7.3 100 3.46E+05 VPVFGTSTHTLDIS#QLGDLGTR 49 422 0 0 0 0 Protein EFR3 homolog A  35449:159059

798.73615 3 timecourse_ATM_combo_2hr 798.72822 9.93 38.63 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 43.3 100 1.53E+06 VPVFGTSTHTLDIS#QLGDLGTR 38.2 422 0 0 0 0 Protein EFR3 homolog A  35454:147551

798.73687 3 timecourse_ATM_ctrl2 798.72822 10.83 38.54 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 69.2 100 3.08E+06 VPVFGTSTHTLDIS#QLGDLGTR 27.6 422 0 0 0 0 Protein EFR3 homolog A  35447:144913

1197.59627 2 timecourse_ATM_ctrl1 1197.58870 6.32 32.06 EFR3A  EFR3A_HUMAN 4 K.VPVFGTSTHTLDIS#QLGDLGTR.R 6.3 100 2.94E+05 VPVFGTSTHTLDIS#QLGDLGTR 40.6 422 0 0 0 0 Protein EFR3 homolog A  35448:156620

996.99227 4 combeffx_ATM_MEKi 996.98779 4.49 120.7 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 34.2 100 2.66E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 30.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35296:63078

1029.01686 4 combeffx_ATM_comboi 1029.01153 5.18 120.36 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 38.5 100 1.44E+07 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 21.3 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35300:85231

996.99441 4 timecourse_ATM_combo_4hr 996.98779 6.64 117.74 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 238.1 100 3.92E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 28.4 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35452:179620

996.99158 4 combeffx_ATM_PI3Ki 996.98779 3.8 115.84 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 134.5 100 1.69E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 29.4 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35299:70694

1029.01698 4 combeffx_ATM_comboi 1029.01153 5.3 113.62 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 35.8 100 8.06E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 28.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35301:77139

996.99262 4 combeffx_ATM_MEKi 996.98779 4.84 113.6 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 38.3 100 2.30E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 28.8 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35297:57728

996.99159 4 combeffx_ATM_ctrl 996.98779 3.81 110.03 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 25.8 100 3.50E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 24.4 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35294:78424

1029.01573 4 combeffx_ATM_PI3Ki 1029.01153 4.08 109.93 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 29.8 100 5.17E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 20.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35298:75246

996.992 4 combeffx_ATM_ctrl 996.98779 4.22 109.47 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 14.4 100 1.35E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 16.1 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35295:75867

1029.01598 4 combeffx_ATM_MEKi 1029.01153 4.32 109.31 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 7.6 100 9.29E+05 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 28.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35296:63128

1029.01555 4 combeffx_ATM_PI3Ki 1029.01153 3.91 105.26 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 31.8 100 4.06E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 24.6 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35299:70764

1328.98633 3 combeffx_ATM_PI3Ki 1328.98129 3.79 103.88 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 88.8 100 1.15E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 22.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35299:70684

996.99253 4 combeffx_ATM_comboi 996.98779 4.75 103.02 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 163.0 100 3.69E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 32.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35301:77009

1029.01582 4 combeffx_ATM_MEKi 1029.01153 4.17 99.92 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 13.0 100 1.03E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 20.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35297:57768

1328.98603 3 combeffx_ATM_PI3Ki 1328.98129 3.57 99.34 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 117.0 100 1.86E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 20.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35298:75066

996.99136 4 combeffx_ATM_PI3Ki 996.98779 3.58 97.66 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 147.0 100 2.25E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 6.9 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35298:75076

1029.01713 4 combeffx_ATM_comboi 1029.01153 5.44 97.06 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 39.8 100 1.44E+07 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 22.8 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35300:85241

1328.9859 3 combeffx_ATM_PI3Ki 1328.98129 3.47 95.67 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 120.7 100 1.86E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 30.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35298:75046

1328.98752 3 combeffx_ATM_MEKi 1328.98129 4.69 94.8 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 24.1 100 1.55E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 33.7 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35297:57718

1328.98689 3 combeffx_ATM_MEKi 1328.98129 4.21 94.48 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 30.7 100 2.48E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 35.8 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35296:63058

1328.98631 3 combeffx_ATM_ctrl 1328.98129 3.78 93.74 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 11.1 100 1.21E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 23.6 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35295:75857

1328.9879 3 combeffx_ATM_comboi 1328.98129 4.97 93.5 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 122.6 100 2.83E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 30.6 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35301:77029

996.99152 4 combeffx_ATM_PI3Ki 996.98779 3.74 93.38 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 137.5 100 1.69E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 41.8 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35299:70664

1328.98772 3 combeffx_ATM_comboi 1328.98129 4.84 93.02 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 117.7 100 4.01E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 33.7 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35300:85061

996.9954 4 timecourse_ATM_combo_1hr 996.98779 7.63 92.22 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 179.7 100 2.77E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 19.1 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35457:185365

1328.98628 3 combeffx_ATM_PI3Ki 1328.98129 3.75 92.05 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDTQPLT#EPIIKPVK.T 92.3 100 1.15E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 27.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35299:70674

1029.01512 4 combeffx_ATM_ctrl 1029.01153 3.49 91.72 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 7.3 100 9.80E+05 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 12.5 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35294:78524

1328.98675 3 combeffx_ATM_MEKi 1328.98129 4.11 91.28 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 32.4 100 2.48E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 30 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35296:63048

1328.98746 3 combeffx_ATM_comboi 1328.98129 4.64 90.56 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 102.5 94 1.48E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 20.8 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35300:85041

996.99255 4 combeffx_ATM_comboi 996.98779 4.77 90 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 206.4 100 6.46E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 23.8 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35300:85051

996.99277 4 combeffx_ATM_comboi 996.98779 5 89.65 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 0.00E+00 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 16.7 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35300:85081

996.99268 4 combeffx_ATM_MEKi 996.98779 4.9 89.2 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 39.4 100 2.30E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 13.3 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35297:57738

1328.98662 3 combeffx_ATM_ctrl 1328.98129 4.01 88.71 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDTQPLT#EPIIKPVK.T 26.4 100 3.00E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 17.6 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35294:78434

1029.01693 4 combeffx_ATM_comboi 1029.01153 5.25 88.01 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 36.2 100 8.06E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 38.6 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35301:77129

1328.9879 3 combeffx_ATM_comboi 1328.98129 4.97 86.2 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 119.4 100 4.06E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 24.3 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35300:85071

1029.01649 4 timecourse_ATM_ctrl1 1029.01153 4.82 80.62 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 25.1 100 4.21E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 11.7 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35449:184149

1328.99075 3 timecourse_ATM_combo_2hr 1328.98129 7.12 79.17 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 168.9 100 9.89E+06 YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 4 79 0,7 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35454:172321

996.9921 4 combeffx_ATM_MEKi 996.98779 4.32 78.48 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 37.0 100 2.66E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 19.1 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35296:63068

996.99292 4 combeffx_ATM_comboi 996.98779 5.15 78.34 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 209.0 100 6.46E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 31.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35300:85091

1328.99144 3 timecourse_ATM_combo_2hr 1328.98129 7.64 77.52 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 170.4 100 1.93E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 9.2 86 ‐7,0 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35454:172341

1328.98964 3 timecourse_ATM_combo_4hr 1328.98129 6.28 75.77 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 282.7 94 2.75E+07 YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 11.1 79 0,7 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35453:183261

996.99573 4 timecourse_ATM_combo_2hr 996.98779 7.96 74.45 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 156.2 100 1.65E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 25.8 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35454:172351

996.9915 4 combeffx_ATM_PI3Ki 996.98779 3.73 74.06 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 142.3 100 2.25E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 31.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35298:75086

1029.01702 4 timecourse_ATM_combo_4hr 1029.01153 5.34 72.17 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 84.6 100 1.29E+07 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 18.5 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35453:183631

996.99527 4 timecourse_ATM_combo_8hr 996.98779 7.5 71.67 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 244.8 100 1.99E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 17.5 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35451:187270

1328.98751 3 combeffx_ATM_comboi 1328.98129 4.68 71.48 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 126.9 100 2.83E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 28.4 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35301:76999

1029.0183 4 timecourse_ATM_ctrl2 1029.01153 6.58 71.05 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 20.8 100 2.96E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 4.2 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35447:172643

1328.9897 3 timecourse_ATM_combo_2hr 1328.98129 6.33 67.05 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 178.1 100 2.25E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 17.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35455:173911

1328.99244 3 timecourse_ATM_ctrl2 1328.98129 8.39 66.36 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 73.2 100 6.25E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 11.7 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35446:168462

996.99413 4 timecourse_ATM_combo_8hr 996.98779 6.36 66.18 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 206.8 100 4.37E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 20.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35451:187250

1328.98943 3 timecourse_ATM_combo_8hr 1328.98129 6.12 65.51 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 242.0 100 4.53E+07 YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 11.1 79 0,7 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35451:187240

1328.98953 3 timecourse_ATM_combo_4hr 1328.98129 6.2 64.52 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 240.6 100 4.64E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 26.7 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35452:179610

1029.01859 4 timecourse_ATM_combo_8hr 1029.01153 6.86 63.89 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 90.4 100 1.34E+07 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 18.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35451:187690

1029.01814 4 timecourse_ATM_ctrl1 1029.01153 6.42 63.8 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 27.8 100 4.06E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 7.2 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35448:181110

1328.98988 3 timecourse_ATM_combo_8hr 1328.98129 6.46 63.42 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 222.0 100 1.59E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 20.3 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35450:184180

996.99625 4 timecourse_ATM_combo_1hr 996.98779 8.49 62.6 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 176.7 100 2.38E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 15.3 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35456:184546

1371.68791 3 timecourse_ATM_combo_4hr 1371.67961 6.05 61.8 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 15.0 100 1.76E+06 KYYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 0 79 0,7 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35452:179980

996.99594 4 timecourse_ATM_ctrl1 996.98779 8.17 61.11 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 93.0 100 1.14E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 32.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35448:180800

1328.98981 3 timecourse_ATM_combo_4hr 1328.98129 6.41 59.5 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 321.4 100 2.73E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 8.8 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35453:183271

1328.98853 3 timecourse_ATM_combo_2hr 1328.98129 5.45 58.86 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 176.0 100 1.11E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 16.5 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35455:173881

996.99423 4 timecourse_ATM_combo_1hr 996.98779 6.46 58.58 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 185.0 100 1.38E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 21.5 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35457:185335

1029.01791 4 timecourse_ATM_combo_8hr 1029.01153 6.2 58.09 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 79.5 100 1.31E+07 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 17.1 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35450:184540

996.9948 4 timecourse_ATM_combo_2hr 996.98779 7.03 57.02 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 143.1 100 7.00E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 19.4 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35454:172311

1371.68832 3 timecourse_ATM_combo_8hr 1371.67961 6.35 56.69 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 13.9 100 1.98E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 9.9 86 ‐7,0 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35450:184550

1371.68898 3 timecourse_ATM_combo_8hr 1371.67961 6.83 56.63 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 15.2 100 2.36E+06 KYYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 6.7 79 ‐6,0 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35451:187680

1328.99073 3 timecourse_ATM_combo_1hr 1328.98129 7.1 56.41 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 204.3 100 3.35E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 22.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35457:185355

996.99529 4 timecourse_ATM_combo_4hr 996.98779 7.52 56.12 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 262.1 100 1.89E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 20.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35453:183301

1328.99231 3 timecourse_ATM_combo_8hr 1328.98129 8.29 55.96 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDTQPLT#EPIIKPV.K 22.4 100 3.62E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPV 14.1 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35451:187290

1328.99147 3 timecourse_ATM_ctrl2 1328.98129 7.66 55.14 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 81.3 100 8.71E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 16.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35447:172273

1328.99132 3 timecourse_ATM_combo_4hr 1328.98129 7.55 55.1 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 245.2 100 1.51E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 11.6 86 ‐7,0 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35452:179640

1029.01765 4 timecourse_ATM_combo_2hr 1029.01153 5.96 54.37 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 46.0 100 4.98E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 12.3 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35454:172691

1328.99139 3 timecourse_ATM_ctrl2 1328.98129 7.6 54.29 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 80.5 100 7.98E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 17.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35447:172263

1328.98821 3 timecourse_ATM_combo_8hr 1328.98129 5.21 53.89 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 208.7 94 3.16E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 20.3 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35450:184160

1371.68721 3 timecourse_ATM_combo_4hr 1371.67961 5.54 53.85 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 15.1 100 2.05E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 12.4 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35453:183641

996.99535 4 timecourse_ATM_ctrl2 996.98779 7.58 53.17 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 81.7 100 6.91E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 13.3 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35447:172253

996.99431 4 timecourse_ATM_combo_4hr 996.98779 6.54 52.99 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 260.6 100 4.35E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 25.8 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35453:183281

1029.01839 4 timecourse_ATM_combo_4hr 1029.01153 6.67 52.49 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 89.2 100 1.28E+07 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 21.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35452:180000

1371.68734 3 timecourse_ATM_combo_2hr 1371.67961 5.64 51.98 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 9.4 100 9.31E+05 KYYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 11.6 79 0,7 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35455:174321

996.99446 4 timecourse_ATM_combo_2hr 996.98779 6.69 51.75 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 158.9 100 1.72E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 15.2 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35455:173921

1029.01825 4 timecourse_ATM_combo_4hr 1029.01153 6.53 51.09 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 85.9 100 1.04E+07 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 11.7 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35452:179990

1029.01736 4 timecourse_ATM_combo_2hr 1029.01153 5.67 50.98 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 50.5 100 5.68E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 24.7 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35455:174331

1029.01784 4 timecourse_ATM_combo_2hr 1029.01153 6.13 50.93 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 44.9 100 3.89E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 14.5 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35454:172701

1328.9925 3 timecourse_ATM_combo_1hr 1328.98129 8.44 50.81 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 214.8 100 1.65E+07 YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 0 79 0,11 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35456:184536

1328.98894 3 timecourse_ATM_ctrl1 1328.98129 5.76 50.1 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 108.4 100 1.11E+07 YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 4.4 79 0,7 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35449:183819

1328.9888 3 timecourse_ATM_combo_1hr 1328.98129 5.65 49.63 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 209.1 100 1.88E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 10.8 86 ‐7,0 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35457:185325

996.99559 4 timecourse_ATM_combo_4hr 996.98779 7.82 49.24 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 245.1 100 1.36E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 23.5 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35452:179650

1029.01835 4 timecourse_ATM_ctrl2 1029.01153 6.63 48.59 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 20.7 100 2.52E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 11.7 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35446:168792

1328.99089 3 timecourse_ATM_ctrl1 1328.98129 7.22 48.44 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 105.5 100 9.33E+06 YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 5.9 79 0,7 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35448:180770

1328.99016 3 timecourse_ATM_combo_8hr 1328.98129 6.67 48.17 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 269.1 100 2.59E+07 YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 18.8 79 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35451:187260

996.99615 4 timecourse_ATM_combo_1hr 996.98779 8.39 47.07 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 179.8 100 1.20E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 21.1 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35456:184526

1029.0188 4 timecourse_ATM_combo_8hr 1029.01153 7.07 46.58 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 81.3 100 1.12E+07 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 33.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35450:184570

1029.01775 4 timecourse_ATM_combo_1hr 1029.01153 6.04 46.54 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 52.4 100 8.12E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 8.7 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35456:184906

996.9961 4 timecourse_ATM_ctrl2 996.98779 8.34 46.35 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 81.2 100 5.08E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 23.5 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35446:168452

1328.99222 3 timecourse_ATM_ctrl1 1328.98129 8.22 45.48 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 104.8 100 1.29E+07 YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 6.5 79 0,7 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35448:180810

1371.68699 3 timecourse_ATM_combo_1hr 1371.67961 5.38 44.16 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 10.9 100 1.64E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 16.1 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35457:185805

1328.99221 3 timecourse_ATM_combo_1hr 1328.98129 8.22 44.06 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK.T 186.9 94 1.32E+07 YYPTAEEVYGPEVET#IVQEEDTQPLTEPIIKPVK 0 79 0,11 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35456:184516

1371.68873 3 timecourse_ATM_combo_1hr 1371.67961 6.65 42.9 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 10.9 100 1.43E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 23.5 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35456:184916

1371.6881 3 timecourse_ATM_combo_2hr 1371.67961 6.19 41.43 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 7.8 100 8.10E+05 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 12.2 86 ‐7,0 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35454:172711

996.99404 4 timecourse_ATM_ctrl1 996.98779 6.27 39.12 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 91.6 100 8.81E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 23.6 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35449:183829

1328.99008 3 timecourse_ATM_ctrl1 1328.98129 6.61 38.78 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 114.5 100 1.50E+07 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 10.9 86 ‐7,0 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35449:183849

797.79776 5 timecourse_ATM_combo_8hr 797.79169 7.61 38.75 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 15.5 100 1.48E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 30.9 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35451:187280

797.79709 5 timecourse_ATM_combo_4hr 797.79169 6.77 38.3 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 15.4 100 1.69E+06 YYPTAEEVYGPEVETIVQEEDTQPLT#EPIIKPVK 17.5 90 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35453:183291

797.79709 5 timecourse_ATM_combo_4hr 797.79169 6.77 36.16 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 16.1 100 1.71E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 8.1 86 ‐7,0 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35452:179630

1029.01677 4 timecourse_ATM_combo_1hr 1029.01153 5.09 35.18 EFTUD2  U5S1_HUMAN 4 K.KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 63.2 100 8.57E+06 KYYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 10 86 ‐7,0 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35457:185795

797.79687 5 timecourse_ATM_combo_1hr 797.79169 6.49 33.6 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 9.5 100 1.10E+06 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 3.6 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35457:185345

797.79747 5 timecourse_ATM_combo_2hr 797.79169 7.25 31.6 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 8.9 100 5.90E+05 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 9.2 86 0,4 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35454:172331

797.79657 5 timecourse_ATM_combo_2hr 797.79169 6.12 31.19 EFTUD2  U5S1_HUMAN 4 K.YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK.T 9.2 100 7.50E+05 YYPTAEEVYGPEVETIVQEEDT#QPLTEPIIKPVK 16.1 86 0 0 0 0 116 kDa U5 small nuclear ribonucleoprotein component  35455:173891

591.30328 2 timecourse_ATM_combo_8hr 591.29992 5.68 47.82 EHBP1L1  EH1L1_HUMAN 0 K.ILGT#QEITAR.D 23.0 100 7.72E+05 ILGT#QEITAR 49 726 0 0 0 0 EH domain‐binding protein 1‐like protein 1  35451:45913

591.30323 2 timecourse_ATM_combo_8hr 591.29992 5.6 44.69 EHBP1L1  EH1L1_HUMAN 0 K.ILGT#QEITAR.D 20.2 100 7.51E+05 ILGT#QEITAR 49 726 0 0 0 0 EH domain‐binding protein 1‐like protein 1  35450:45895



591.30268 2 timecourse_ATM_combo_4hr 591.29992 4.68 31.59 EHBP1L1  EH1L1_HUMAN 0 K.ILGT#QEITAR.D 6.3 100 1.44E+05 ILGT#QEITAR 39.8 726 0 0 0 0 EH domain‐binding protein 1‐like protein 1  35453:45870

1124.45204 2 timecourse_ATM_combo_4hr 1124.44596 5.41 74.66 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 20.4 100 4.30E+05 MLDEEGDT#QTEETQPSETK 30.8 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:146446

1124.45152 2 timecourse_ATM_combo_8hr 1124.44596 4.94 72.76 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDTQTEET#QPSETK.E 26.6 100 1.15E+06 MLDEEGDTQTEET#QPSETK 52.8 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:152330

1124.45226 2 timecourse_ATM_ctrl1 1124.44596 5.6 72.28 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 15.0 100 4.01E+05 MLDEEGDT#QTEETQPSETK 36.8 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35448:150180

749.97035 3 timecourse_ATM_combo_8hr 749.96640 5.27 66.99 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 23.6 100 8.39E+05 MLDEEGDT#QTEETQPSETK 18.3 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:150370

1124.45226 2 timecourse_ATM_combo_8hr 1124.44596 5.6 65.96 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 28.5 100 6.91E+05 MLDEEGDT#QTEETQPSETK 30.7 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:150380

1124.45256 2 timecourse_ATM_combo_1hr 1124.44596 5.87 64.17 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 15.8 100 4.52E+05 MLDEEGDT#QTEETQPSETK 36.8 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35456:152507

749.96933 3 timecourse_ATM_combo_8hr 749.96640 3.91 61.55 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDTQTEET#QPSETK.E 26.4 100 1.63E+06 MLDEEGDTQTEET#QPSETK 31.8 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:152310

874.04351 3 timecourse_ATM_combo_1hr 874.03845 5.8 60.61 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 24.9 100 2.39E+06 KPFMLDEEGDT#QTEETQPSETK 44.4 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35456:166977

874.04336 3 timecourse_ATM_combo_2hr 874.03845 5.62 59.71 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 23.0 100 1.14E+06 KPFMLDEEGDT#QTEETQPSETK 59.1 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35454:155901

1124.45149 2 timecourse_ATM_combo_8hr 1124.44596 4.92 59.19 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDTQT#EETQPSETK.E 22.4 100 1.05E+06 MLDEEGDTQTEET#QPSETK 42.6 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:150360

1124.4522 2 timecourse_ATM_combo_4hr 1124.44596 5.55 58.58 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 22.4 100 4.40E+05 MLDEEGDT#QTEETQPSETK 30.7 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:149021

749.9696 3 timecourse_ATM_combo_1hr 749.96640 4.27 58.39 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 12.7 100 5.03E+05 MLDEEGDT#QTEETQPSETK 18.3 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35457:152585

874.04345 3 timecourse_ATM_ctrl1 874.03845 5.72 56.96 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 21.8 100 2.22E+06 KPFMLDEEGDT#QTEETQPSETK 55.1 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35448:164230

749.97027 3 timecourse_ATM_combo_4hr 749.96640 5.16 55.99 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 17.1 100 5.34E+05 MLDEEGDT#QTEETQPSETK 18 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:146426

1124.45142 2 timecourse_ATM_combo_2hr 1124.44596 4.86 55.37 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 16.9 100 2.96E+05 MLDEEGDT#QTEETQPSETK 18.9 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35455:142301

749.97059 3 timecourse_ATM_combo_2hr 749.96640 5.59 55.37 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 20.0 100 3.58E+05 MLDEEGDT#QTEETQPSETK 10.4 31 0,2 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35454:141971

749.96965 3 timecourse_ATM_combo_4hr 749.96640 4.33 54.08 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDTQTEET#QPSETK.E 10.2 100 3.43E+05 MLDEEGDTQTEET#QPSETK 25.9 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:148991

1124.45227 2 timecourse_ATM_ctrl2 1124.44596 5.61 53.87 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 9.5 100 1.70E+05 MLDEEGDT#QTEETQPSETK 30.7 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35447:138463

749.96993 3 timecourse_ATM_combo_8hr 749.96640 4.71 53.63 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDTQTEET#QPSETK.E 24.3 100 1.52E+06 MLDEEGDTQTEET#QPSETK 24.4 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:150350

1124.45237 2 timecourse_ATM_combo_2hr 1124.44596 5.7 53.47 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 18.4 100 2.89E+05 MLDEEGDT#QTEETQPSETK 28.5 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35454:141981

749.96969 3 timecourse_ATM_combo_8hr 749.96640 4.39 52.36 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 25.9 100 8.65E+05 MLDEEGDT#QTEETQPSETK 15 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:152320

874.04237 3 timecourse_ATM_combo_1hr 874.03845 4.48 51.8 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 29.4 100 2.29E+06 KPFMLDEEGDT#QTEETQPSETK 47.3 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35457:167205

916.74171 3 timecourse_ATM_combo_8hr 916.73676 5.4 50.99 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQTEET#QPSETK.E 39.4 100 2.05E+06 KKPFMLDEEGDTQTEET#QPSETK 22.2 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:172890

874.04241 3 timecourse_ATM_ctrl1 874.03845 4.53 50.77 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 23.0 100 2.24E+06 KPFMLDEEGDT#QTEETQPSETK 35 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35449:166819

1124.45135 2 timecourse_ATM_combo_1hr 1124.44596 4.79 50.53 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 17.4 100 4.22E+05 MLDEEGDT#QTEETQPSETK 36.8 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35457:152595

943.39781 3 timecourse_ATM_combo_8hr 943.39220 5.95 48.21 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEET#QPSETK.E 74.8 100 5.65E+06 KKPFMLDEEGDT#QTEET#QPSETK 41.7 31 22.1 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:172400

874.04318 3 timecourse_ATM_combo_4hr 874.03845 5.41 48.19 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 26.4 100 2.73E+06 KPFMLDEEGDT#QTEETQPSETK 50.7 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:161540

874.04344 3 timecourse_ATM_ctrl2 874.03845 5.71 47.64 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 18.1 100 1.38E+06 KPFMLDEEGDT#QTEETQPSETK 41.7 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35446:150562

916.74185 3 timecourse_ATM_combo_4hr 916.73676 5.56 47.59 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 46.1 100 1.98E+06 KKPFMLDEEGDT#QTEETQPSETK 32.1 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:168691

916.7421 3 timecourse_ATM_combo_4hr 916.73676 5.83 47.38 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 36.3 100 1.89E+06 KKPFMLDEEGDT#QTEETQPSETK 25.8 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:165750

749.97007 3 timecourse_ATM_combo_4hr 749.96640 4.91 47.32 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEETQPSETK.E 15.4 100 5.08E+05 MLDEEGDT#QTEETQPSETK 15 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:149011

986.0964 3 timecourse_ATM_combo_8hr 986.09052 5.96 46.24 EIF2S2  IF2B_HUMAN 4 K.KKKPFMLDEEGDT#QT#EETQPSETK.E 14.8 100 9.21E+05 KKKPFMLDEEGDT#QTEET#QPSETK 31 31 5.1 36 ‐3,0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:174670

874.04236 3 timecourse_ATM_combo_2hr 874.03845 4.47 45 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 25.6 100 1.43E+06 KPFMLDEEGDT#QTEETQPSETK 32.1 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35455:156511

874.04277 3 timecourse_ATM_combo_4hr 874.03845 4.94 45 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 29.0 100 2.63E+06 KPFMLDEEGDT#QTEETQPSETK 44.3 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:164441

1124.45128 2 timecourse_ATM_combo_4hr 1124.44596 4.73 44.71 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDTQTEET#QPSETK.E 8.6 100 2.55E+05 MLDEEGDTQTEET#QPSETK 42.6 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:149001

874.04284 3 timecourse_ATM_combo_8hr 874.03845 5.02 44.54 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 20.6 100 2.50E+06 KPFMLDEEGDT#QTEETQPSETK 29.9 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:166420

986.0961 3 timecourse_ATM_combo_4hr 986.09052 5.66 43.86 EIF2S2  IF2B_HUMAN 4 K.KKKPFMLDEEGDT#QT#EETQPSETK.E 12.9 100 6.29E+05 KKKPFMLDEEGDT#QTEET#QPSETK 41.2 31 11 36 ‐3,0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:169680

776.62607 3 timecourse_ATM_combo_8hr 776.62184 5.45 43.52 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEET#QPSETK.E 28.3 100 1.93E+06 MLDEEGDT#QTEET#QPSETK 10.4 31 0,2 40.2 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:155990

916.74118 3 timecourse_ATM_combo_2hr 916.73676 4.82 41.83 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 41.2 100 1.27E+06 KKPFMLDEEGDT#QTEETQPSETK 12.2 31 0,2 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35455:160481

874.04332 3 timecourse_ATM_ctrl2 874.03845 5.57 41.43 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 20.2 100 1.48E+06 KPFMLDEEGDT#QTEETQPSETK 31.3 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35447:153533

874.04339 3 timecourse_ATM_combo_8hr 874.03845 5.66 41.35 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEETQPSETK.E 21.2 100 2.90E+06 KPFMLDEEGDT#QTEETQPSETK 31.5 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:168540

1124.45198 2 timecourse_ATM_combo_4hr 1124.44596 5.35 41.07 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDTQT#EETQPSETK.E 7.1 100 2.56E+05 MLDEEGDTQTEET#QPSETK 57.8 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:146436

916.74219 3 timecourse_ATM_combo_1hr 916.73676 5.92 40.4 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 45.0 100 2.23E+06 KKPFMLDEEGDT#QTEETQPSETK 25.8 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35456:170907

916.7419 3 timecourse_ATM_combo_4hr 916.73676 5.61 40 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQTEET#QPSETK.E 15.4 100 6.53E+05 KKPFMLDEEGDTQTEET#QPSETK 17.6 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:165740

776.62531 3 timecourse_ATM_combo_8hr 776.62184 4.47 40 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEET#QPSETK.E 20.4 100 2.14E+06 MLDEEGDT#QTEET#QPSETK 10.4 31 0,2 27.1 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:153930

916.74273 3 timecourse_ATM_combo_8hr 916.73676 6.51 39.46 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 35.0 100 2.13E+06 KKPFMLDEEGDT#QTEETQPSETK 22.9 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:170630

916.74277 3 timecourse_ATM_ctrl1 916.73676 6.56 39.32 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 33.9 100 1.69E+06 KKPFMLDEEGDT#QTEETQPSETK 20.1 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35448:167860

776.62479 3 timecourse_ATM_combo_4hr 776.62184 3.8 39.04 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDTQT#EET#QPSETK.E 16.0 100 1.08E+06 MLDEEGDT#QTEET#QPSETK 7.5 31 0,2 33.5 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:149810

1164.43474 2 timecourse_ATM_combo_8hr 1164.42912 4.83 38.97 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEET#QPSETK.E 20.5 100 1.27E+06 MLDEEGDT#QTEET#QPSETK 13.3 31 53.2 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:153940

916.74187 3 timecourse_ATM_combo_8hr 916.73676 5.57 38.85 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQTEET#QPSETK.E 36.7 100 1.78E+06 KKPFMLDEEGDTQTEET#QPSETK 42.8 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:170620

916.74237 3 timecourse_ATM_combo_8hr 916.73676 6.13 38.22 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 36.7 100 2.21E+06 KKPFMLDEEGDT#QTEETQPSETK 13.3 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:172900

986.09527 3 timecourse_ATM_combo_4hr 986.09052 4.82 37.97 EIF2S2  IF2B_HUMAN 4 K.KKKPFMLDEEGDTQT#EET#QPSETK.E 14.9 100 6.56E+05 KKKPFMLDEEGDT#QTEET#QPSETK 13.8 31 19.9 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:172941

986.09616 3 timecourse_ATM_combo_8hr 986.09052 5.72 37.88 EIF2S2  IF2B_HUMAN 4 K.KKKPFMLDEEGDT#QTEET#QPSETK.E 17.4 100 1.10E+06 KKKPFMLDEEGDT#QTEET#QPSETK 28.3 31 27 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:177030

900.69892 3 timecourse_ATM_combo_8hr 900.69389 5.58 37.3 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQT#EET#QPSET.K 13.6 100 1.88E+06 KKPFMLDEEGDT#QTEET#QPSET 12.2 31 0,2 18 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:169230

943.39752 3 timecourse_ATM_combo_8hr 943.39220 5.64 37.12 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEET#QPSETK.E 77.7 100 6.78E+06 KKPFMLDEEGDT#QTEET#QPSETK 20.2 31 17.9 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:174680

916.74232 3 timecourse_ATM_combo_2hr 916.73676 6.07 36.62 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 36.8 100 1.28E+06 KKPFMLDEEGDT#QTEETQPSETK 21.8 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35454:159471

916.74257 3 timecourse_ATM_ctrl2 916.73676 6.34 36.41 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 30.1 100 1.13E+06 KKPFMLDEEGDT#QTEETQPSETK 13.3 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35447:157393

1164.43505 2 timecourse_ATM_combo_4hr 1164.42912 5.09 36.18 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEET#QPSETK.E 17.1 100 5.81E+05 MLDEEGDT#QTEET#QPSETK 13.3 31 44.7 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:152511

943.39793 3 timecourse_ATM_combo_4hr 943.39220 6.07 35.54 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEET#QPSETK.E 61.9 100 3.68E+06 KKPFMLDEEGDT#QTEET#QPSETK 15 31 26.4 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:167480

916.74152 3 timecourse_ATM_combo_4hr 916.73676 5.19 34.68 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQTEET#QPSETK.E 16.7 100 6.91E+05 KKPFMLDEEGDTQTEET#QPSETK 28.4 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:168681

916.74145 3 timecourse_ATM_ctrl1 916.73676 5.12 34.24 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 32.9 100 1.67E+06 KKPFMLDEEGDT#QTEETQPSETK 14.7 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35449:170569

687.80725 4 timecourse_ATM_combo_1hr 687.80439 4.16 34.18 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQT#EETQPSETK.E 11.8 100 6.85E+05 KKPFMLDEEGDTQT#EETQPSETK 6 33 ‐2,0 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35457:171045

943.39866 3 timecourse_ATM_combo_1hr 943.39220 6.85 34.07 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEET#QPSETK.E 7.6 100 3.40E+05 KKPFMLDEEGDT#QTEET#QPSETK 31.3 31 19.5 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35456:172617

1164.43523 2 timecourse_ATM_combo_8hr 1164.42912 5.25 33.96 EIF2S2  IF2B_HUMAN 4 F.MLDEEGDT#QTEET#QPSETK.E 24.9 100 1.34E+06 MLDEEGDT#QTEET#QPSETK 15.5 31 37.4 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:155980

687.80805 4 timecourse_ATM_combo_8hr 687.80439 5.32 33.69 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQTEET#QPSETK.E 10.2 100 5.55E+05 KKPFMLDEEGDTQTEET#QPSETK 35.7 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:170610

943.39705 3 timecourse_ATM_combo_2hr 943.39220 5.14 33.35 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQT#EET#QPSETK.E 14.0 100 5.52E+05 KKPFMLDEEGDT#QTEET#QPSETK 31.5 31 28.3 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35455:162051

874.04325 3 timecourse_ATM_combo_4hr 874.03845 5.49 30.82 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDTQTEET#QPSETK.E 8.3 100 9.22E+05 KPFMLDEEGDTQTEET#QPSETK 37.1 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:161550

943.3975 3 timecourse_ATM_combo_4hr 943.39220 5.62 30.16 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEET#QPSETK.E 66.5 100 3.78E+06 KKPFMLDEEGDT#QTEET#QPSETK 23.6 31 12.4 36 ‐3,0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:170531

916.74107 3 timecourse_ATM_combo_1hr 916.73676 4.7 30.11 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 40.3 100 2.10E+06 KKPFMLDEEGDT#QTEETQPSETK 18 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35457:171055

874.04342 3 timecourse_ATM_combo_8hr 874.03845 5.7 29.86 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDTQTEET#QPSETK.E 20.3 100 2.57E+06 KPFMLDEEGDTQTEET#QPSETK 30.5 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:166430

687.80788 4 timecourse_ATM_combo_4hr 687.80439 5.07 29.61 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQT#EETQPSETK.E 12.2 100 7.02E+05 KKPFMLDEEGDTQT#EETQPSETK 6 33 ‐2,0 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:168671

916.743 3 timecourse_ATM_ctrl2 916.73676 6.81 29.22 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEETQPSETK.E 27.2 100 1.16E+06 KKPFMLDEEGDT#QTEETQPSETK 8.5 31 0,2 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35446:154392

900.69893 3 timecourse_ATM_combo_4hr 900.69389 5.6 28.37 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEET#QPSETK.E 58.8 100 4.11E+06 KPFMLDEEGDT#QTEET#QPSETK 40.3 31 46.4 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:167131

943.39713 3 timecourse_ATM_combo_1hr 943.39220 5.23 27.01 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEET#QPSETK.E 7.6 100 3.70E+05 KKPFMLDEEGDT#QTEET#QPSETK 14.7 31 15.6 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35457:172745

900.69837 3 timecourse_ATM_combo_4hr 900.69389 4.97 26.42 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEET#QPSETK.E 48.0 100 3.94E+06 KPFMLDEEGDT#QTEET#QPSETK 44.4 31 44.2 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:164220

900.6981 3 timecourse_ATM_combo_8hr 900.69389 4.67 26.34 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEET#QPSETK.E 50.8 100 6.27E+06 KPFMLDEEGDT#QTEET#QPSETK 41.7 31 24.8 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:171410

874.04385 3 timecourse_ATM_combo_8hr 874.03845 6.18 25.84 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDTQTEET#QPSETK.E 22.0 100 2.94E+06 KPFMLDEEGDTQTEET#QPSETK 30.5 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:168550

739.82409 4 timecourse_ATM_combo_8hr 739.81971 5.92 24.91 EIF2S2  IF2B_HUMAN 4 K.KKKPFMLDEEGDT#QTEET#QPSETK.E 22.8 100 1.95E+06 KKKPFMLDEEGDT#QTEET#QPSETK 13.4 31 40.4 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:174660

959.43994 3 timecourse_ATM_combo_4hr 959.43508 5.07 24.47 EIF2S2  IF2B_HUMAN 4 K.KKKPFMLDEEGDT#QTEETQPSETK.E 5.0 100 1.43E+05 KKKPFMLDEEGDT#QTEETQPSETK 13.8 31 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:168400

739.82311 4 timecourse_ATM_combo_4hr 739.81971 4.6 24.35 EIF2S2  IF2B_HUMAN 4 K.KKKPFMLDEEGDT#QTEET#QPSETK.E 23.3 100 1.14E+06 KKKPFMLDEEGDT#QTEET#QPSETK 15.2 31 46.3 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:172931

687.80758 4 timecourse_ATM_ctrl1 687.80439 4.64 22.16 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQT#EETQPSETK.E 8.1 100 4.92E+05 KKPFMLDEEGDT#QTEETQPSETK 6.3 31 0,2 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35449:170559

707.80015 4 timecourse_ATM_combo_4hr 707.79597 5.91 21.93 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDT#QTEET#QPSETK.E 5.5 100 4.48E+05 KKPFMLDEEGDT#QTEET#QPSETK 12.3 31 0,2 25.6 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35452:167470

900.69832 3 timecourse_ATM_combo_8hr 900.69389 4.92 20.86 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDT#QTEET#QPSETK.E 48.3 100 5.68E+06 KPFMLDEEGDT#QTEET#QPSETK 46.7 31 58.1 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:169220

874.043 3 timecourse_ATM_combo_4hr 874.03845 5.21 20.66 EIF2S2  IF2B_HUMAN 4 K.KPFMLDEEGDTQTEET#QPSETK.E 8.3 100 8.00E+05 KPFMLDEEGDTQTEET#QPSETK 31.3 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35453:164451

719.83216 4 timecourse_ATM_combo_8hr 719.82813 5.6 18.8 EIF2S2  IF2B_HUMAN 4 K.KKKPFMLDEEGDTQTEET#QPSETK.E 6.0 94 3.97E+05 KKKPFMLDEEGDTQTEET#QPSETK 46.3 36 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 2  35450:173300

948.72912 3 timecourse_ATM_combo_8hr 948.72384 5.57 17.46 EIF2S2  IF2B_HUMAN 4 K.KKPFM*LDEEGDTQTEETQPS#ET#K.E 4.2 100 2.49E+05 KKPFM*LDEEGDT#QTEET#QPSETK 22.9 31 21.3 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35451:175050

943.39781 3 timecourse_ATM_combo_2hr 943.39220 5.95 14.73 EIF2S2  IF2B_HUMAN 4 K.KKPFMLDEEGDTQT#EET#QPSETK.E 16.7 100 5.24E+05 KKPFMLDEEGDT#QTEET#QPSETK 7.5 31 0,2 13.8 36 0 0 Eukaryotic translation initiation factor 2 subunit 2  35454:161101

605.81382 2 timecourse_ATM_combo_1hr 605.80757 10.32 32.17 EIF2S3  IF2G_HUMAN 3 K.IDLVKES#QAK.E 4.3 100 6.93E+04 IDLVKES#QAK 1000 198 0 0 0 0 Eukaryotic translation initiation factor 2 subunit 3  35456:51193

774.37104 2 timecourse_ATM_combo_8hr 774.36634 6.07 21.21 EIF3B  EIF3B_HUMAN 6 K.GT#QGVVTNFEIFR.M 5.9 100 2.58E+05 GT#QGVVTNFEIFR 29.8 537 0 0 0 0 Eukaryotic translation initiation factor 3 subunit B  35450:94327

774.37118 2 timecourse_ATM_combo_1hr 774.36634 6.26 17.3 EIF3B  EIF3B_HUMAN 6 K.GT#QGVVTNFEIFR.M 5.3 100 1.80E+05 GT#QGVVTNFEIFR 29.8 537 0 0 0 0 Eukaryotic translation initiation factor 3 subunit B  35456:95544

826.8209 2 timecourse_ATM_combo_8hr 826.81686 4.89 42.19 EIF3E  EIF3E_HUMAN 4 R.SEAPNWAT#QDSGFY.‐ 13.3 100 8.19E+05 SEAPNWAT#QDSGFY 65.2 439 0 0 0 0 Eukaryotic translation initiation factor 3 subunit E  35450:105107

826.82103 2 timecourse_ATM_combo_8hr 826.81686 5.04 15.17 EIF3E  EIF3E_HUMAN 4 R.SEAPNWAT#QDSGFY.‐ 10.0 100 8.07E+05 SEAPNWAT#QDSGFY 27 439 0 0 0 0 Eukaryotic translation initiation factor 3 subunit E  35451:106123

827.3394 2 timecourse_ATM_combo_2hr 827.33362 6.99 77.19 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 69.6 100 5.65E+05 TGSESS#QTGTSTTSSR 26.4 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35454:99418

827.33905 2 timecourse_ATM_ctrl2 827.33362 6.56 70.74 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 80.3 100 7.56E+05 TGSESS#QTGTSTTSSR 26.4 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35446:92480

867.32183 2 timecourse_ATM_ctrl2 867.31678 5.82 69.58 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 993.6 100 7.66E+06 TGS#ESS#QTGTSTTSSR 7.9 422 ‐2,0 21.3 425 0 0 Eukaryotic translation initiation factor 4B  35447:101653

827.33843 2 timecourse_ATM_ctrl2 827.33362 5.81 67.86 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 59.9 100 7.95E+05 TGSESS#QTGTSTTSSR 24.4 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35447:94125

988.88848 2 timecourse_ATM_ctrl1 988.88334 5.2 66.27 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 899.8 100 5.27E+06 SRTGS#ESS#QTGTSTTSSR 26.5 422 21.5 425 0 0 Eukaryotic translation initiation factor 4B  35448:133900

867.32155 2 timecourse_ATM_combo_2hr 867.31678 5.5 64.35 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 133.0 100 1.88E+06 TGS#ESS#QTGTSTTSSR 8.6 422 ‐2,0 18.9 425 0 0 Eukaryotic translation initiation factor 4B  35455:106495

827.33811 2 timecourse_ATM_combo_2hr 827.33362 5.43 62.9 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 59.6 100 6.00E+05 TGSESS#QTGTSTTSSR 21.5 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35455:99099

827.33728 2 timecourse_ATM_ctrl1 827.33362 4.42 62.82 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 78.2 100 1.06E+06 TGSESS#QTGTSTTSSR 24.4 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35449:107593

867.3215 2 timecourse_ATM_combo_4hr 867.31678 5.44 62.29 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 94.9 100 1.27E+06 TGS#ESS#QTGTSTTSSR 6.9 422 ‐2,0 22.9 425 0 0 Eukaryotic translation initiation factor 4B  35452:110213

827.33779 2 timecourse_ATM_combo_8hr 827.33362 5.04 61.6 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 101.5 100 9.23E+05 TGSESS#QTGTSTTSSR 26.4 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35451:106203

867.32216 2 timecourse_ATM_combo_2hr 867.31678 6.2 60.52 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 295.5 100 1.96E+06 T#GSESS#QTGTSTTSSR 0 420 0,2 18.9 425 0 0 Eukaryotic translation initiation factor 4B  35454:106828

1028.8728 2 timecourse_ATM_ctrl2 1028.86651 6.11 60.33 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ES#SQTGTSTTSSR.N 96.2 100 7.45E+05 SRT#GS#ESS#QTGTSTTSSR 14.5 420 48.9 422 10.3 425 0,2 Eukaryotic translation initiation factor 4B  35447:127997

988.8865 2 timecourse_ATM_ctrl1 988.88334 3.2 60.31 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 848.4 100 5.29E+06 SRTGS#ESS#QTGTSTTSSR 15.5 422 28.9 425 0 0 Eukaryotic translation initiation factor 4B  35449:136031

988.88889 2 combeffx_ATM_ctrl 988.88334 5.61 58.09 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 53.3 92 8.14E+05 SRTGS#ESS#QTGTSTTSSR 17 422 24.4 425 0 0 Eukaryotic translation initiation factor 4B  35295:57878

827.33793 2 timecourse_ATM_combo_8hr 827.33362 5.21 57.74 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 88.9 100 8.76E+05 TGSESS#QTGTSTTSSR 22.9 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35450:105167

867.32222 2 timecourse_ATM_ctrl2 867.31678 6.27 57.26 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 886.9 100 5.85E+06 T#GSESS#QTGTSTTSSR 0 420 0,2 18.9 425 0 0 Eukaryotic translation initiation factor 4B  35446:99777

827.33827 2 timecourse_ATM_combo_4hr 827.33362 5.62 57.24 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 56.8 100 6.78E+05 TGSESS#QTGTSTTSSR 22.9 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35453:104792

988.88947 2 timecourse_ATM_ctrl2 988.88334 6.2 56.61 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 682.8 100 2.99E+06 SRTGS#ESS#QTGTSTTSSR 28.5 422 26.4 425 0 0 Eukaryotic translation initiation factor 4B  35446:119769

827.33706 2 timecourse_ATM_combo_1hr 827.33362 4.16 56.43 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 63.5 100 9.51E+05 TGSESS#QTGTSTTSSR 13.3 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35457:106850

988.88776 2 timecourse_ATM_combo_2hr 988.88334 4.47 56.11 EIF4B  IF4B_HUMAN 7 R.SRTGSES#S#QTGTSTTSSR.N 90.0 100 5.31E+05 SRTGS#ESS#QTGTSTTSSR 30.8 422 22.9 425 0 0 Eukaryotic translation initiation factor 4B  35455:126330

1028.87421 2 timecourse_ATM_combo_1hr 1028.86651 7.48 55.43 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ES#SQTGTSTTSSR.N 64.7 100 3.62E+05 SRT#GS#ESS#QTGTSTTSSR 14.5 420 37.4 422 11.5 425 0,2 Eukaryotic translation initiation factor 4B  35456:141959

867.32348 2 timecourse_ATM_ctrl1 867.31678 7.72 54.74 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 138.5 94 2.79E+06 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 13.2 425 0 0 Eukaryotic translation initiation factor 4B  35448:113678

659.59457 3 combeffx_ATM_ctrl 659.59132 4.93 54.4 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ESSQTGTSTTSSR.N 77.5 92 2.16E+06 SRT#GSES#SQTGTSTTSSR 5.4 420 ‐2,5 0 424 ‐6,1 0 0 Eukaryotic translation initiation factor 4B  35295:57868

988.88722 2 timecourse_ATM_combo_1hr 988.88334 3.92 54.05 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 302.2 100 1.71E+06 SRTGS#ESS#QTGTSTTSSR 24.8 422 24.4 425 0 0 Eukaryotic translation initiation factor 4B  35456:135799

659.59415 3 timecourse_ATM_combo_4hr 659.59132 4.29 52.85 EIF4B  IF4B_HUMAN 7 R.SRTGSES#S#QTGTSTTSSR.N 126.0 100 9.84E+05 SRT#GS#ESSQTGTSTTSSR 8.7 420 ‐2,4 16.2 422 0 0 Eukaryotic translation initiation factor 4B  35453:132525

867.31958 2 timecourse_ATM_ctrl1 867.31678 3.23 51.82 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 132.4 94 1.51E+06 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 24.4 425 0 0 Eukaryotic translation initiation factor 4B  35449:115471

867.3214 2 timecourse_ATM_combo_1hr 867.31678 5.33 51.19 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 459.2 100 4.46E+06 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 18.9 425 0 0 Eukaryotic translation initiation factor 4B  35456:115201

1028.87347 2 timecourse_ATM_ctrl2 1028.86651 6.76 51.15 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ES#SQTGTSTTSSR.N 99.9 100 6.04E+05 SRT#GS#ESS#QTGTSTTSSR 14.5 420 37.4 422 15.5 425 Eukaryotic translation initiation factor 4B  35446:125552

827.33845 2 timecourse_ATM_combo_1hr 827.33362 5.84 50.62 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 90.2 100 9.87E+05 TGSESS#QTGTSTTSSR 24.4 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35456:106977

867.32173 2 timecourse_ATM_combo_4hr 867.31678 5.71 49 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 103.1 100 1.76E+06 TGS#ESS#QTGTSTTSSR 7.9 422 ‐2,0 18.9 425 0 0 Eukaryotic translation initiation factor 4B  35453:112383

988.88765 2 timecourse_ATM_ctrl2 988.88334 4.36 48.45 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 1102.2 100 5.15E+06 SRTGS#ESS#QTGTSTTSSR 14.2 422 21.5 425 0 0 Eukaryotic translation initiation factor 4B  35447:122036

827.33846 2 timecourse_ATM_combo_4hr 827.33362 5.85 48.15 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 55.5 100 6.01E+05 TGSESS#QTGTSTTSSR 21.5 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35452:102841

686.24999 3 timecourse_ATM_ctrl1 686.24676 4.71 47.54 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ES#SQTGTSTTSSR.N 89.6 100 1.76E+06 S#RTGSES#S#QTGTSTTSSR 6 418 0,2 0 424 ‐4,0 0 425 ‐5,0 Eukaryotic translation initiation factor 4B  35449:142141

867.32217 2 timecourse_ATM_ctrl1 867.31678 6.21 46.76 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 1000.7 100 1.15E+07 T#GSESS#QTGTSTTSSR 0 420 0,2 21.3 425 0 0 Eukaryotic translation initiation factor 4B  35448:113638

867.32192 2 timecourse_ATM_combo_8hr 867.31678 5.93 45.49 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 88.7 100 1.30E+06 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 18.4 425 0 0 Eukaryotic translation initiation factor 4B  35451:113632

659.59415 3 timecourse_ATM_ctrl2 659.59132 4.29 44.58 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ESSQTGTSTTSSR.N 1294.3 100 1.02E+07 SRTGS#ES#SQTGTSTTSSR 0 422 ‐4,3 0 424 ‐6,0 0 0 Eukaryotic translation initiation factor 4B  35447:122026

1028.87177 2 timecourse_ATM_ctrl1 1028.86651 5.11 44.29 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ES#SQTGTSTTSSR.N 47.4 100 7.43E+05 SRT#GS#ESS#QTGTSTTSSR 14.5 420 42.6 422 15.5 425 Eukaryotic translation initiation factor 4B  35449:142151

988.88772 2 timecourse_ATM_combo_4hr 988.88334 4.43 43.45 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 135.7 100 5.63E+05 SRTGS#ESS#QTGTSTTSSR 24.8 422 14.2 425 0 0 Eukaryotic translation initiation factor 4B  35453:132535

686.2512 3 timecourse_ATM_ctrl1 686.24676 6.47 43.17 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ES#SQTGTSTTSSR.N 310.0 100 2.21E+06 SRT#GS#ESS#QTGTSTTSSR 12.5 420 0,4 16.2 422 6.6 425 ‐1,0 Eukaryotic translation initiation factor 4B  35448:139988

867.32113 2 timecourse_ATM_combo_1hr 867.31678 5.02 42.1 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 103.1 94 2.03E+06 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 26.4 425 0 0 Eukaryotic translation initiation factor 4B  35457:114732

867.32053 2 timecourse_ATM_ctrl1 867.31678 4.32 41.93 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 10.3 94 9.40E+04 TGS#ESS#QTGTSTTSSR 0 422 0,2 16.2 425 0 0 Eukaryotic translation initiation factor 4B  35449:115491

659.59469 3 timecourse_ATM_ctrl1 659.59132 5.11 41.55 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 1210.9 100 1.00E+07 SRT#GSESS#QTGTSTTSSR 4 420 0,4 0 425 ‐7,0 0 0 Eukaryotic translation initiation factor 4B  35448:133880

867.32145 2 timecourse_ATM_combo_8hr 867.31678 5.4 41.4 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 177.7 100 1.40E+06 T#GSESS#QTGTSTTSSR 0 420 0,2 21.3 425 0 0 Eukaryotic translation initiation factor 4B  35450:112620

867.3218 2 timecourse_ATM_ctrl2 867.31678 5.79 41.18 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 16.1 94 1.10E+05 TGS#ESS#QTGTSTTSSR 0 422 0,2 6.9 425 ‐5,0 0 0 Eukaryotic translation initiation factor 4B  35447:101643

659.59541 3 timecourse_ATM_combo_2hr 659.59132 6.2 39.07 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ESSQTGTSTTSSR.N 228.4 100 1.14E+06 SRT#GSESS#QTGTSTTSSR 13.8 420 0 425 ‐7,0 0 0 Eukaryotic translation initiation factor 4B  35454:126075

659.59552 3 combeffx_ATM_PI3Ki 659.59132 6.37 38.64 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 11.3 92 3.45E+05 SRTGS#ESS#QTGTSTTSSR 0 422 ‐4,2 4.3 425 ‐7,0 0 0 Eukaryotic translation initiation factor 4B  35298:55522

988.88679 2 timecourse_ATM_combo_1hr 988.88334 3.49 38.58 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 239.3 100 1.54E+06 SRT#GSESS#QTGTSTTSSR 0 420 0,2 10.3 425 ‐1,0 0 0 Eukaryotic translation initiation factor 4B  35457:136238

578.55038 3 timecourse_ATM_ctrl2 578.54694 5.95 38.36 EIF4B  IF4B_HUMAN 7 R.T#GS#ESSQTGTSTTSSR.N 136.8 100 1.79E+06 T#GSESSQT#GTSTTSSR 10.3 420 0,5 7.5 427 ‐5,0 0 0 Eukaryotic translation initiation factor 4B  35446:99757

867.32093 2 timecourse_ATM_ctrl1 867.31678 4.78 38.15 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 401.8 94 6.23E+06 T#GSESS#QTGTSTTSSR 0 420 0,2 15.5 425 0 0 Eukaryotic translation initiation factor 4B  35449:115531

659.59412 3 timecourse_ATM_combo_2hr 659.59132 4.25 37.18 EIF4B  IF4B_HUMAN 7 R.S#RT#GSESSQTGTSTTSSR.N 138.9 100 1.16E+06 SRTGS#ES#SQTGTSTTSSR 6.8 422 ‐4,5 0 424 ‐6,3 0 0 Eukaryotic translation initiation factor 4B  35455:126320

988.8879 2 timecourse_ATM_combo_8hr 988.88334 4.61 36.24 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 74.1 100 3.02E+05 SRTGS#ESS#QTGTSTTSSR 4.3 422 ‐4,0 28.9 425 0 0 Eukaryotic translation initiation factor 4B  35450:133003

659.59347 3 timecourse_ATM_combo_1hr 659.59132 3.26 35.31 EIF4B  IF4B_HUMAN 7 R.S#RT#GSESSQTGTSTTSSR.N 252.6 100 2.59E+06 SRTGS#ESS#QTGTSTTSSR 0 422 ‐4,5 0 425 ‐7,2 0 0 Eukaryotic translation initiation factor 4B  35457:136228

659.59532 3 timecourse_ATM_ctrl2 659.59132 6.08 35.28 EIF4B  IF4B_HUMAN 7 R.SRTGSES#S#QTGTSTTSSR.N 1300.2 100 8.76E+06 SRTGS#ESS#QTGTSTTSSR 0 422 ‐4,2 4 425 ‐7,0 0 0 Eukaryotic translation initiation factor 4B  35446:119759

659.59534 3 combeffx_ATM_ctrl 659.59132 6.09 34.87 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 5.4 92 7.65E+04 SRTGS#ES#SQTGTSTTSSR 2.2 422 ‐4,5 0 424 ‐6,3 0 0 Eukaryotic translation initiation factor 4B  35295:57888

659.59478 3 timecourse_ATM_combo_4hr 659.59132 5.25 34.72 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#SQTGTSTTSSR.N 246.4 100 1.50E+06 SRTGS#ES#SQTGTSTTSSR 0 422 ‐4,5 0 424 ‐6,3 0 0 Eukaryotic translation initiation factor 4B  35452:130048

659.59379 3 timecourse_ATM_combo_1hr 659.59132 3.74 33.62 EIF4B  IF4B_HUMAN 7 R.SRT#GS#ESSQTGTSTTSSR.N 293.2 100 3.14E+06 S#RT#GSESSQTGTSTTSSR 10.8 418 0,7 11.2 420 0,2 0 0 Eukaryotic translation initiation factor 4B  35456:135789

659.59363 3 timecourse_ATM_combo_8hr 659.59132 3.5 33.17 EIF4B  IF4B_HUMAN 7 R.SRTGSES#S#QTGTSTTSSR.N 41.3 100 4.37E+05 SRTGS#ESS#QTGTSTTSSR 3.5 422 ‐4,2 12.2 425 ‐7,0 0 0 Eukaryotic translation initiation factor 4B  35451:134532

659.59336 3 timecourse_ATM_ctrl1 659.59132 3.09 32.86 EIF4B  IF4B_HUMAN 7 R.S#RT#GSESSQTGTSTTSSR.N 913.2 100 8.94E+06 SRT#GS#ESSQTGTSTTSSR 4.5 420 0,7 4.5 422 0,3 0 0 Eukaryotic translation initiation factor 4B  35449:136021

867.32189 2 timecourse_ATM_ctrl1 867.31678 5.89 32.72 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 151.0 94 3.21E+06 TGS#ESSQT#GTSTTSSR 0 422 ‐2,0 6.6 427 ‐2,0 0 0 Eukaryotic translation initiation factor 4B  35449:115561

578.55011 3 timecourse_ATM_ctrl2 578.54694 5.48 30.85 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 45.4 94 4.60E+05 TGS#ESSQT#GTSTTSSR 13.8 422 6 427 ‐7,0 0 0 Eukaryotic translation initiation factor 4B  35447:101633

867.32069 2 timecourse_ATM_ctrl1 867.31678 4.51 30.47 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 8.8 94 5.88E+04 TGSES#SQT#GTSTTSSR 7 424 ‐2,0 13.3 427 0 0 Eukaryotic translation initiation factor 4B  35449:115521

827.33917 2 timecourse_ATM_ctrl1 827.33362 6.71 29.29 EIF4B  IF4B_HUMAN 7 R.TGSESS#QTGTSTTSSR.N 76.6 100 1.07E+06 TGSESS#QTGTSTTSSR 15.5 425 0 0 0 0 Eukaryotic translation initiation factor 4B  35448:105998

659.59437 3 timecourse_ATM_combo_8hr 659.59132 4.64 28.67 EIF4B  IF4B_HUMAN 7 R.S#RT#GSESSQTGTSTTSSR.N 127.2 100 7.59E+05 SRTGS#ES#SQTGTSTTSSR 3 422 ‐4,5 0 424 ‐6,0 0 0 Eukaryotic translation initiation factor 4B  35450:133013

867.32045 2 timecourse_ATM_ctrl1 867.31678 4.23 27.56 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 8.6 94 4.96E+04 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 21.5 425 0 0 Eukaryotic translation initiation factor 4B  35449:115481

686.25006 3 timecourse_ATM_combo_1hr 686.24676 4.81 27.24 EIF4B  IF4B_HUMAN 7 R.SRTGSES#S#QT#GTSTTSSR.N 32.7 100 6.58E+05 SRTGS#ES#S#QTGTSTTSSR 3 422 ‐4,5 0 424 ‐6,3 0 425 ‐7,0 Eukaryotic translation initiation factor 4B  35457:142270

867.32206 2 timecourse_ATM_ctrl1 867.31678 6.09 26.4 EIF4B  IF4B_HUMAN 7 R.TGS#ES#SQTGTSTTSSR.N 8.9 94 7.01E+04 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 7.4 425 ‐1,0 0 0 Eukaryotic translation initiation factor 4B  35448:113628

867.32151 2 timecourse_ATM_ctrl1 867.31678 5.45 25.73 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 10.2 94 8.57E+04 TGS#ESS#QTGTSTTSSR 0 422 0,2 0 425 ‐5,2 0 0 Eukaryotic translation initiation factor 4B  35448:113608

867.32305 2 timecourse_ATM_ctrl2 867.31678 7.23 25.12 EIF4B  IF4B_HUMAN 7 R.T#GS#ESSQTGTSTTSSR.N 33.3 100 3.37E+05 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 0 425 ‐1,0 0 0 Eukaryotic translation initiation factor 4B  35446:99787

659.59547 3 timecourse_ATM_ctrl2 659.59132 6.29 24.78 EIF4B  IF4B_HUMAN 7 R.S#RT#GSESSQTGTSTTSSR.N 7.5 94 2.09E+05 S#RT#GSESSQTGTSTTSSR 12.8 418 0,7 16.9 420 0 0 Eukaryotic translation initiation factor 4B  35447:122126

867.3234 2 timecourse_ATM_ctrl1 867.31678 7.63 24.31 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 10.7 94 1.27E+05 TGS#ESS#QTGTSTTSSR 11.5 422 ‐2,0 10.3 425 ‐1,0 0 0 Eukaryotic translation initiation factor 4B  35448:113668

867.32311 2 timecourse_ATM_combo_8hr 867.31678 7.3 23.88 EIF4B  IF4B_HUMAN 7 R.TGSESSQT#GT#STTSSR.N 70.2 100 1.30E+06 TGSESS#QT#GTSTTSSR 3.5 425 0,6 5.9 427 0,3 0 0 Eukaryotic translation initiation factor 4B  35451:113652

867.32165 2 timecourse_ATM_ctrl1 867.31678 5.62 23.14 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 12.6 100 1.82E+05 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 20.4 425 0 0 Eukaryotic translation initiation factor 4B  35448:113618

867.32347 2 timecourse_ATM_ctrl2 867.31678 7.71 21.46 EIF4B  IF4B_HUMAN 7 R.TGSESSQT#GT#STTSSR.N 49.8 94 5.42E+05 T#GSESS#QTGTSTTSSR 0 420 0,2 13.3 425 0 0 Eukaryotic translation initiation factor 4B  35446:99797

867.32148 2 timecourse_ATM_ctrl2 867.31678 5.42 21.3 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 13.8 100 1.17E+05 T#GS#ESSQTGTSTTSSR 8.7 420 0,5 10.3 422 0,3 0 0 Eukaryotic translation initiation factor 4B  35446:99727

867.32057 2 timecourse_ATM_ctrl1 867.31678 4.37 20.43 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 9.3 94 6.39E+04 TGS#ESS#QTGTSTTSSR 0 422 ‐2,0 0 425 ‐5,0 0 0 Eukaryotic translation initiation factor 4B  35449:115511

686.25042 3 timecourse_ATM_ctrl2 686.24676 5.35 19.46 EIF4B  IF4B_HUMAN 7 R.SRTGS#ES#S#QTGTSTTSSR.N 139.9 100 1.81E+06 S#RT#GSESS#QTGTSTTSSR 16.5 418 14.9 420 9.6 425 ‐3,0 Eukaryotic translation initiation factor 4B  35447:127987

867.32239 2 timecourse_ATM_ctrl2 867.31678 6.47 17.04 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 6.6 94 2.80E+04 TGSESS#QT#GTSTTSSR 10.4 425 ‐5,0 13.3 427 0 0 Eukaryotic translation initiation factor 4B  35447:101673

781.29669 3 timecourse_ATM_combo_1hr 781.29466 2.6 16.49 EIF4B  IF4B_HUMAN 7 R.ERSRTGSESSQTGTS#T#T#SSR.N 72.8 100 7.15E+05 ERSRT#GS#ESS#QTGTSTTSSR 1.9 420 ‐2,0 20.2 422 7.5 425 0,7 Eukaryotic translation initiation factor 4B  35457:156495

781.29872 3 timecourse_ATM_ctrl1 781.29466 5.2 16.45 EIF4B  IF4B_HUMAN 7 R.ERSRT#GS#ES#SQTGTSTTSSR.N 235.2 100 1.90E+06 ERS#RTGS#ESS#QTGTSTTSSR 22 418 22.9 422 10.3 425 ‐1,0 Eukaryotic translation initiation factor 4B  35448:154500

867.32233 2 timecourse_ATM_ctrl2 867.31678 6.41 16.27 EIF4B  IF4B_HUMAN 7 R.TGSES#S#QTGTSTTSSR.N 8.2 94 1.77E+05 TGS#ESS#QTGTSTTSSR 0 422 0,2 5.3 425 ‐5,0 0 0 Eukaryotic translation initiation factor 4B  35447:101663

781.29687 3 timecourse_ATM_ctrl1 781.29466 2.83 13.5 EIF4B  IF4B_HUMAN 7 R.ERS#RT#GS#ESSQTGTSTTSSR.N 161.0 100 1.61E+06 ERS#RTGS#ESS#QTGTSTTSSR 22.7 418 4.9 422 ‐2,0 6.1 425 ‐1,5 Eukaryotic translation initiation factor 4B  35449:156909

696.75791 2 combeffx_ATM_comboi 696.75488 4.35 61.17 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 220.1 100 4.60E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35301:30306

774.80738 2 combeffx_ATM_ctrl 774.80543 2.52 60.66 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 24.6 100 3.47E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35294:40468

774.8088 2 timecourse_ATM_combo_2hr 774.80543 4.35 59.29 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 138.0 100 5.72E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35454:89339

696.75801 2 timecourse_ATM_combo_8hr 696.75488 4.49 58.8 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 154.9 94 2.39E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:76544

774.80905 2 timecourse_ATM_combo_2hr 774.80543 4.67 57.79 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 147.2 100 5.51E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35455:88975

782.80519 2 combeffx_ATM_ctrl 782.80289 2.95 57.78 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 30.4 100 4.33E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35294:41255

696.75914 2 timecourse_ATM_combo_4hr 696.75488 6.11 57.37 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 265.7 100 4.72E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35452:74216

782.80551 2 combeffx_ATM_ctrl 782.80289 3.35 55.59 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 22.2 100 3.32E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35295:39537

696.75662 2 combeffx_ATM_MEKi 696.75488 2.5 55.09 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 225.0 100 1.14E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35296:27277

696.75796 2 combeffx_ATM_comboi 696.75488 4.42 54.85 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 234.0 100 7.02E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:32745

696.75693 2 combeffx_ATM_PI3Ki 696.75488 2.94 54.75 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 114.0 100 1.38E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35299:29396

696.75699 2 combeffx_ATM_MEKi 696.75488 3.03 54.7 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 166.1 100 7.06E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35297:25316

696.75695 2 combeffx_ATM_PI3Ki 696.75488 2.97 54.6 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 114.6 100 1.38E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35299:29406

696.75874 2 timecourse_ATM_combo_8hr 696.75488 5.54 54.27 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 449.3 94 6.98E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:76564

696.75756 2 timecourse_ATM_combo_8hr 696.75488 3.85 54.27 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 146.0 94 2.38E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:76013

891.40335 3 timecourse_ATM_combo_8hr 891.39809 5.9 54.19 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPSSDEPPMEASQS#HL.R 24.0 100 2.49E+06 DLPTIPGVTSPSSDEPPMEAS#QSHL 0 94 0,2 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:168060

696.75691 2 timecourse_ATM_combo_4hr 696.75488 2.91 54.17 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 82.3 94 1.15E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35452:74166

696.75855 2 timecourse_ATM_combo_2hr 696.75488 5.27 53.71 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 215.5 100 1.63E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35455:71687

943.43575 3 combeffx_ATM_comboi 943.43179 4.2 53.66 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPSSDEPPMEASQS#HLR.N 12.8 100 4.73E+06 DLPTIPGVTSPSSDEPPMEAS#QSHLR 5.1 94 ‐11,0 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:80091

782.80564 2 combeffx_ATM_MEKi 782.80289 3.51 51.96 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 74.3 100 4.04E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35297:31950

774.80818 2 timecourse_ATM_combo_4hr 774.80543 3.55 51.87 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 211.8 100 1.20E+07 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:93952

774.80894 2 timecourse_ATM_combo_1hr 774.80543 4.53 51.71 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 143.2 100 8.71E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35456:95624

782.80531 2 combeffx_ATM_MEKi 782.80289 3.09 49.9 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 74.8 100 5.37E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35296:34503

696.7569 2 combeffx_ATM_ctrl 696.75488 2.91 49.19 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 97.9 100 8.47E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35295:30560

696.75926 2 timecourse_ATM_ctrl2 696.75488 6.29 49.1 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 143.1 94 1.44E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35447:67136

774.80855 2 combeffx_ATM_comboi 774.80543 4.04 48.69 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 38.4 100 7.57E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35301:37889

774.8081 2 combeffx_ATM_PI3Ki 774.80543 3.45 48.5 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 17.5 100 2.33E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35299:36499

774.80774 2 timecourse_ATM_combo_1hr 774.80543 2.98 48.37 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 142.5 100 8.47E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35457:95639

774.80915 2 timecourse_ATM_ctrl2 774.80543 4.8 48.28 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 156.1 100 6.79E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35447:83689

696.75642 2 combeffx_ATM_PI3Ki 696.75488 2.22 48 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 169.7 100 1.91E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35298:30142

774.80798 2 timecourse_ATM_combo_8hr 774.80543 3.29 47.81 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 269.5 100 2.04E+07 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:95280

696.75837 2 timecourse_ATM_ctrl1 696.75488 5.02 47.46 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 415.8 100 4.88E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35449:77977

774.80925 2 combeffx_ATM_comboi 774.80543 4.93 47.42 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 43.1 100 1.15E+07 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:41245

696.75878 2 timecourse_ATM_combo_2hr 696.75488 5.6 47.39 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 183.6 94 1.45E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35454:72303

774.80912 2 combeffx_ATM_comboi 774.80543 4.76 47.38 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 42.6 100 1.15E+07 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:41235

704.75453 2 combeffx_ATM_MEKi 704.75234 3.11 47.36 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 237.1 100 2.27E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35296:27907

696.75913 2 timecourse_ATM_ctrl1 696.75488 6.1 47.2 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 252.8 100 4.79E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35448:76846

696.75902 2 timecourse_ATM_combo_4hr 696.75488 5.94 47.1 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 319.1 100 4.40E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:75889

782.80534 2 combeffx_ATM_ctrl 782.80289 3.13 46.54 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 30.1 100 4.33E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35294:41265

696.75803 2 combeffx_ATM_comboi 696.75488 4.52 46.42 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 224.8 100 4.60E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35301:30316

696.75731 2 timecourse_ATM_combo_4hr 696.75488 3.49 46.4 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 31.1 94 5.08E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35452:74176

696.75762 2 timecourse_ATM_combo_1hr 696.75488 3.93 46.29 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 178.6 100 2.33E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35457:77168

782.80543 2 combeffx_ATM_MEKi 782.80289 3.24 46.13 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 74.4 100 5.37E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35296:34513

696.75883 2 timecourse_ATM_ctrl1 696.75488 5.67 46.05 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 448.3 100 4.49E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35449:77997

704.75445 2 combeffx_ATM_MEKi 704.75234 2.99 45.95 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 239.9 100 2.27E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35296:27897

774.80923 2 timecourse_ATM_ctrl2 774.80543 4.9 45.3 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 134.2 100 6.39E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35446:82320

782.80584 2 combeffx_ATM_MEKi 782.80289 3.77 44.68 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 74.8 100 4.04E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35297:31960

696.75796 2 combeffx_ATM_comboi 696.75488 4.42 44.54 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 230.1 100 7.02E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:32755

648.21406 2 combeffx_ATM_comboi 648.21031 5.79 44.16 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*D.I 9.5 100 5.11E+05 AGGEES#QFEM*D 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35301:25180

696.75865 2 timecourse_ATM_combo_8hr 696.75488 5.41 44.09 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 179.1 100 3.04E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:76554

696.75906 2 timecourse_ATM_ctrl2 696.75488 6 44.02 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 77.6 94 1.10E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35446:66025

943.43747 3 timecourse_ATM_combo_8hr 943.43179 6.02 43.38 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPSSDEPPMEAS#QSHLR.N 29.1 100 3.47E+06 DLPTIPGVTSPSSDEPPMEAS#QSHLR 15.2 94 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:174690

782.80527 2 combeffx_ATM_ctrl 782.80289 3.04 43.3 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 22.3 100 3.32E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35295:39527

696.75878 2 timecourse_ATM_combo_4hr 696.75488 5.61 42.58 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 317.2 100 5.84E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:75869

696.75945 2 timecourse_ATM_ctrl2 696.75488 6.56 42.56 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 83.9 100 1.25E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35446:66045

696.75926 2 timecourse_ATM_combo_1hr 696.75488 6.29 42.54 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 185.0 100 3.36E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35456:76891

696.75836 2 timecourse_ATM_ctrl1 696.75488 4.99 42.45 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 217.2 100 2.92E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35448:76806

774.8085 2 timecourse_ATM_combo_4hr 774.80543 3.96 42.42 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 183.5 100 1.15E+07 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35452:92201

696.75924 2 timecourse_ATM_combo_8hr 696.75488 6.26 42.32 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 414.5 100 6.59E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:76053

696.75702 2 combeffx_ATM_MEKi 696.75488 3.07 42.2 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 167.3 100 7.06E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35297:25326

696.75925 2 timecourse_ATM_combo_8hr 696.75488 6.27 42.13 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 359.5 94 6.69E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:76063

696.75927 2 timecourse_ATM_combo_4hr 696.75488 6.3 42.04 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 277.0 100 4.12E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35452:74226

696.75843 2 timecourse_ATM_combo_2hr 696.75488 5.09 41.75 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 182.4 100 1.85E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35454:72283



696.75829 2 timecourse_ATM_ctrl1 696.75488 4.89 41.71 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 357.4 100 4.52E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35449:77967

696.75825 2 timecourse_ATM_combo_8hr 696.75488 4.84 41.29 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 19.1 100 4.57E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:76023

704.75472 2 combeffx_ATM_PI3Ki 704.75234 3.38 40.81 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 51.4 100 8.62E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35298:31059

774.80901 2 timecourse_ATM_ctrl1 774.80543 4.62 40.34 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 260.9 100 1.54E+07 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35448:95037

943.4367 3 timecourse_ATM_combo_1hr 943.43179 5.2 39.77 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPSSDEPPMEASQS#HLR.N 9.1 100 1.08E+06 DLPTIPGVTSPSSDEPPMEAS#QSHLR 0 94 0,2 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35456:172647

774.80822 2 timecourse_ATM_ctrl1 774.80543 3.6 39.69 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 306.5 100 1.57E+07 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35449:96143

696.75902 2 timecourse_ATM_ctrl1 696.75488 5.94 39.5 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 146.9 100 1.69E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35448:76826

696.75902 2 timecourse_ATM_ctrl2 696.75488 5.94 39.46 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 109.6 100 1.24E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35447:67116

704.75492 2 combeffx_ATM_MEKi 704.75234 3.66 39.33 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 218.7 100 1.59E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35297:25986

782.80628 2 combeffx_ATM_comboi 782.80289 4.33 39.27 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 20.2 100 2.60E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35301:38838

774.8075 2 combeffx_ATM_PI3Ki 774.80543 2.67 39.17 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 22.1 100 3.18E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35298:37807

782.80662 2 combeffx_ATM_comboi 782.80289 4.76 38.89 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 17.8 100 3.80E+06 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:42314

782.80733 2 timecourse_ATM_ctrl1 782.80289 5.67 38.79 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 8.7 94 3.88E+05 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35448:96507

696.75751 2 timecourse_ATM_combo_8hr 696.75488 3.77 38.44 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 99.1 94 1.92E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:76003

696.7584 2 timecourse_ATM_combo_4hr 696.75488 5.07 38.16 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 49.1 94 6.16E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:75859

696.75849 2 timecourse_ATM_ctrl1 696.75488 5.18 38.16 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 267.5 100 3.56E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35448:76816

696.7594 2 timecourse_ATM_combo_1hr 696.75488 6.49 37.88 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 67.8 94 7.06E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35456:76901

696.75672 2 combeffx_ATM_ctrl 696.75488 2.64 37.68 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 130.1 100 1.07E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35294:32066

696.75765 2 timecourse_ATM_combo_1hr 696.75488 3.98 37.42 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 16.4 94 2.24E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35456:76881

696.758 2 timecourse_ATM_combo_4hr 696.75488 4.48 37.2 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 40.6 100 6.54E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35452:74196

648.21406 2 combeffx_ATM_comboi 648.21031 5.79 36.97 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*D.I 9.2 100 5.11E+05 AGGEES#QFEM*D 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35301:25170

696.75817 2 timecourse_ATM_combo_1hr 696.75488 4.74 36.58 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 198.5 100 2.73E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35457:77178

696.75879 2 timecourse_ATM_combo_4hr 696.75488 5.61 36.45 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 287.6 100 5.66E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:75879

696.759 2 timecourse_ATM_combo_8hr 696.75488 5.93 35.67 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 406.5 100 7.19E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:76574

704.75599 2 timecourse_ATM_combo_4hr 704.75234 5.18 35.52 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 21.7 100 3.40E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35452:76376

696.75916 2 timecourse_ATM_combo_8hr 696.75488 6.14 35.45 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 132.7 100 1.96E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:76594

704.75538 2 combeffx_ATM_comboi 704.75234 4.31 35.42 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 107.2 100 3.08E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:33725

704.75443 2 timecourse_ATM_combo_8hr 704.75234 2.97 34.75 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 21.9 100 3.66E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:78143

704.75531 2 combeffx_ATM_comboi 704.75234 4.21 34.72 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 95.0 100 1.93E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35301:31144

704.75512 2 timecourse_ATM_combo_1hr 704.75234 3.94 34.28 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 16.2 100 2.77E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35457:79316

774.80866 2 timecourse_ATM_combo_8hr 774.80543 4.17 33.56 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 217.7 100 1.83E+07 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:94387

648.21401 2 combeffx_ATM_comboi 648.21031 5.71 32.68 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*D.I 11.4 100 7.60E+05 AGGEES#QFEM*D 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:27533

704.75552 2 timecourse_ATM_ctrl1 704.75234 4.51 32.6 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 28.1 94 2.86E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35448:78857

704.75413 2 timecourse_ATM_combo_8hr 704.75234 2.54 32.42 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 17.0 100 4.65E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:78690

704.75477 2 timecourse_ATM_ctrl1 704.75234 3.45 31.72 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 23.0 100 3.82E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35449:80082

704.75549 2 timecourse_ATM_combo_2hr 704.75234 4.47 31.66 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 28.1 100 2.52E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35455:73717

704.7551 2 timecourse_ATM_combo_8hr 704.75234 3.92 31.42 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 19.0 86 6.14E+05 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:78700

704.75675 2 timecourse_ATM_combo_2hr 704.75234 6.26 31.37 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 27.4 100 2.43E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35454:74295

696.75922 2 timecourse_ATM_ctrl2 696.75488 6.23 31.28 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 147.5 100 1.60E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35447:67126

704.75645 2 timecourse_ATM_combo_2hr 704.75234 5.83 31.19 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 23.1 100 2.43E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35454:74285

943.43731 3 timecourse_ATM_combo_2hr 943.43179 5.85 31.16 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPS#SDEPPMEASQSHLR.N 12.0 100 1.04E+06 DLPTIPGVTSPSSDEPPMEAS#QSHLR 6.3 94 ‐11,2 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35454:161111

943.43695 3 timecourse_ATM_combo_8hr 943.43179 5.47 31.13 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPSSDEPPMEAS#QSHLR.N 26.6 100 4.18E+06 DLPTIPGVTSPSSDEPPMEAS#QSHLR 15.8 94 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:172410

704.75386 2 timecourse_ATM_combo_4hr 704.75234 2.16 30.73 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 26.8 100 3.65E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:77964

943.43752 3 timecourse_ATM_combo_4hr 943.43179 6.07 30.42 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPSSDEPPMEASQS#HLR.N 21.9 100 3.58E+06 DLPTIPGVTSPSSDEPPMEAS#QSHLR 5.1 94 0,2 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35452:167490

704.75483 2 combeffx_ATM_ctrl 704.75234 3.53 30.29 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 87.0 100 1.45E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35294:32872

696.75857 2 timecourse_ATM_combo_2hr 696.75488 5.3 29.89 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 186.4 100 2.19E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35455:71697

704.7553 2 timecourse_ATM_combo_4hr 704.75234 4.2 29.4 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 23.7 94 2.50E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:77974

704.7564 2 timecourse_ATM_ctrl2 704.75234 5.76 29.35 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 13.3 100 1.62E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35447:68996

696.75924 2 timecourse_ATM_combo_4hr 696.75488 6.26 29.21 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 43.9 100 6.18E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:75899

696.75875 2 timecourse_ATM_combo_2hr 696.75488 5.55 28.42 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 78.2 100 5.74E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35455:71707

704.7554 2 combeffx_ATM_comboi 704.75234 4.34 28.23 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 94.0 100 1.93E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35301:31154

640.21618 2 timecourse_ATM_combo_4hr 640.21285 5.2 27.73 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMD.I 41.9 100 1.63E+06 AGGEES#QFEMD 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:61792

704.75445 2 combeffx_ATM_PI3Ki 704.75234 2.99 27.58 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 49.5 100 6.45E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35299:30205

696.75843 2 timecourse_ATM_combo_8hr 696.75488 5.09 26.76 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 65.5 100 9.74E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:76043

718.26701 2 timecourse_ATM_combo_8hr 718.26340 5.03 26.59 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMD.I 38.5 100 1.80E+06 RAGGEES#QFEMD 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:81675

704.75403 2 combeffx_ATM_ctrl 704.75234 2.4 26.39 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 82.6 100 1.45E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35294:32862

704.75599 2 timecourse_ATM_combo_2hr 704.75234 5.18 26.37 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 21.2 100 2.52E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35455:73727

943.43648 3 timecourse_ATM_combo_4hr 943.43179 4.97 25.99 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPSS#DEPPMEASQSHLR.N 10.0 86 2.94E+05 DLPTIPGVTSPSSDEPPMEAS#QSHLR 7.1 94 ‐12,2 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:170541

891.40389 3 timecourse_ATM_combo_8hr 891.39809 6.51 25.95 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPSSDEPPMEAS#QSHL.R 25.2 100 2.69E+06 DLPTIPGVTSPSSDEPPMEASQS#HL 12.2 96 ‐2,0 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:170200

640.21653 2 timecourse_ATM_combo_8hr 640.21285 5.76 25.57 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMD.I 231.6 100 1.10E+07 AGGEES#QFEMD 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:62112

943.43633 3 timecourse_ATM_combo_2hr 943.43179 4.81 25.56 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPSSDEPPMEAS#QSHLR.N 11.2 100 1.02E+06 DLPTIPGVTSPSSDEPPMEAS#QSHLR 11.9 94 ‐12,0 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35455:162071

696.75855 2 timecourse_ATM_ctrl1 696.75488 5.27 25.15 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 24.7 100 3.03E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35449:77987

774.80741 2 combeffx_ATM_ctrl 774.80543 2.56 25.04 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEMDI.‐ 24.5 100 2.94E+06 RAGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35295:38702

640.21685 2 timecourse_ATM_combo_8hr 640.21285 6.25 24.53 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMD.I 220.0 100 1.07E+07 AGGEES#QFEMD 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:62092

696.75862 2 timecourse_ATM_combo_2hr 696.75488 5.37 24.39 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 34.6 100 3.67E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35454:72293

696.7576 2 combeffx_ATM_comboi 696.75488 3.9 24.28 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 219.3 100 4.60E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35301:30296

704.75605 2 timecourse_ATM_combo_1hr 704.75234 5.26 23.82 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 17.9 100 2.86E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35456:79019

640.216 2 timecourse_ATM_combo_4hr 640.21285 4.92 23.29 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMD.I 43.1 100 1.75E+06 AGGEES#QFEMD 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35452:60433

782.80666 2 timecourse_ATM_combo_8hr 782.80289 4.82 22.32 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 6.1 94 3.70E+05 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:96783

696.75884 2 timecourse_ATM_combo_2hr 696.75488 5.68 21.89 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 192.9 100 1.78E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35455:71717

696.75931 2 timecourse_ATM_combo_8hr 696.75488 6.36 20.88 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 20.0 100 3.72E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:76083

696.75811 2 combeffx_ATM_comboi 696.75488 4.64 20.47 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 237.3 100 6.99E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:32765

704.75653 2 timecourse_ATM_ctrl2 704.75234 5.95 20.31 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 13.1 100 1.57E+06 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35446:67925

782.80724 2 timecourse_ATM_combo_2hr 782.80289 5.56 19.86 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 6.3 94 2.04E+05 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35455:90335

943.43771 3 timecourse_ATM_combo_8hr 943.43179 6.28 19.82 EIF4EBP1  4EBP1_HUMAN 0 R.DLPTIPGVTSPS#SDEPPMEASQSHLR.N 28.9 100 4.28E+06 DLPTIPGVTS#PSSDEPPMEASQSHLR 9.8 83 0,11 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35451:174700

704.75516 2 combeffx_ATM_comboi 704.75234 4 18.14 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 110.1 100 3.08E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35300:33715

696.75833 2 timecourse_ATM_combo_1hr 696.75488 4.95 17.18 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 70.1 94 7.52E+06 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35457:77188

704.75479 2 combeffx_ATM_ctrl 704.75234 3.49 16 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 77.3 100 1.12E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35295:31440

696.75948 2 timecourse_ATM_combo_1hr 696.75488 6.6 15.84 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 174.1 100 2.56E+07 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35456:76911

782.8064 2 timecourse_ATM_combo_4hr 782.80289 4.48 15.46 EIF4EBP1  4EBP1_HUMAN 0 K.RAGGEES#QFEM*DI.‐ 6.5 94 2.87E+05 RAGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35453:95472

648.21376 2 timecourse_ATM_combo_8hr 648.21031 5.32 13.81 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*D.I 6.1 100 3.79E+05 AGGEES#QFEM*D 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:64125

704.7549 2 combeffx_ATM_ctrl 704.75234 3.63 11.86 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEM*DI.‐ 74.2 100 1.12E+07 AGGEES#QFEM*DI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35295:31450

696.75825 2 timecourse_ATM_combo_8hr 696.75488 4.85 11.64 EIF4EBP1  4EBP1_HUMAN 0 R.AGGEES#QFEMDI.‐ 6.4 94 8.75E+05 AGGEES#QFEMDI 1000 112 0 0 0 0 Eukaryotic translation initiation factor 4E‐binding protein 1  35450:76033

741.84946 2 timecourse_ATM_combo_4hr 741.84542 5.45 39.93 EIF4G1  IF4G1_HUMAN 15 K.QVT#QLAIDTEER.L 4.8 100 1.34E+05 QVT#QLAIDTEER 95.8 784 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 1  35452:84731

741.84967 2 timecourse_ATM_ctrl1 741.84542 5.73 32.81 EIF4G1  IF4G1_HUMAN 15 K.QVT#QLAIDTEER.L 3.7 100 1.93E+05 QVT#QLAIDTEER 95.8 784 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 1  35448:87279

538.6081 3 combeffx_ATM_ctrl 538.60552 4.79 30.74 EIF4G1  IF4G1_HUMAN 8 R.GPAGLGPRRS#QQGPR.K 89.2 100 4.11E+06 GPAGLGPRRS#QQGPR 1000 704 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 1  35294:44002

538.6078 3 combeffx_ATM_PI3Ki 538.60552 4.23 26.19 EIF4G1  IF4G1_HUMAN 8 R.GPAGLGPRRS#QQGPR.K 25.4 100 3.62E+06 GPAGLGPRRS#QQGPR 1000 704 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 1  35299:39372

538.60828 3 combeffx_ATM_PI3Ki 538.60552 5.12 22.61 EIF4G1  IF4G1_HUMAN 8 R.GPAGLGPRRS#QQGPR.K 65.5 100 3.65E+06 GPAGLGPRRS#QQGPR 1000 704 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 1  35299:39382

538.60812 3 combeffx_ATM_MEKi 538.60552 4.83 19.48 EIF4G1  IF4G1_HUMAN 8 R.GPAGLGPRRS#QQGPR.K 16.1 94 3.32E+05 GPAGLGPRRS#QQGPR 1000 704 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 1  35297:33783

538.60857 3 combeffx_ATM_ctrl 538.60552 5.66 18.66 EIF4G1  IF4G1_HUMAN 8 R.GPAGLGPRRS#QQGPR.K 5.5 94 1.63E+05 GPAGLGPRRS#QQGPR 1000 704 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 1  35295:42294

538.60855 3 combeffx_ATM_PI3Ki 538.60552 5.63 16.62 EIF4G1  IF4G1_HUMAN 8 R.GPAGLGPRRS#QQGPR.K 30.5 100 9.01E+05 GPAGLGPRRS#QQGPR 1000 704 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 1  35299:39392

903.77532 3 combeffx_ATM_comboi 903.77124 4.51 68.33 EIF4G2  IF4G2_HUMAN 4 K.SQGLS#QLYHNQSQGLLSQLQGQSK.D 7.3 100 5.54E+05 SQGLS#QLYHNQSQGLLSQLQGQSK 19.6 436 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 2  35301:71379

903.77568 3 combeffx_ATM_comboi 903.77124 4.91 49.83 EIF4G2  IF4G2_HUMAN 4 K.SQGLSQLY#HNQSQGLLSQLQGQSK.D 6.4 100 8.68E+05 SQGLS#QLYHNQSQGLLSQLQGQSK 7.7 436 ‐4,0 0 0 0 0 Eukaryotic translation initiation factor 4 gamma 2  35300:78281

1121.53989 2 timecourse_ATM_combo_8hr 1121.53230 6.77 61.71 ELAVL1  ELAV1_HUMAN 1 R.TNLIVNYLPQNMT#QDELR.S 17.5 100 9.06E+05 TNLIVNYLPQNMT#QDELR 80.3 32 0 0 0 0 ELAV‐like protein 1  35451:152170

824.91954 2 timecourse_ATM_combo_8hr 824.91396 6.76 56.29 ELAVL1  ELAV1_HUMAN 1 K.NVALLS#QLYHSPAR.R 5.0 100 2.79E+05 NVALLS#QLYHSPAR 31.9 197 0 0 0 0 ELAV‐like protein 1  35450:104597

1121.53908 2 timecourse_ATM_combo_8hr 1121.53230 6.05 52.91 ELAVL1  ELAV1_HUMAN 1 R.TNLIVNYLPQNMT#QDELR.S 13.9 100 6.58E+05 TNLIVNYLPQNMT#QDELR 45 32 0 0 0 0 ELAV‐like protein 1  35450:150220

748.0289 3 timecourse_ATM_combo_8hr 748.02396 6.6 52.29 ELAVL1  ELAV1_HUMAN 1 R.TNLIVNYLPQNMT#QDELR.S 28.6 100 1.71E+06 TNLIVNYLPQNMT#QDELR 120.5 32 0 0 0 0 ELAV‐like protein 1  35451:152160

824.92046 2 timecourse_ATM_combo_1hr 824.91396 7.88 49.74 ELAVL1  ELAV1_HUMAN 1 K.NVALLS#QLYHSPAR.R 5.4 100 2.01E+05 NVALLS#QLYHSPAR 18.5 197 0 0 0 0 ELAV‐like protein 1  35456:106417

748.02909 3 timecourse_ATM_combo_4hr 748.02396 6.86 47.09 ELAVL1  ELAV1_HUMAN 1 R.TNLIVNYLPQNMT#QDELR.S 15.3 100 5.70E+05 TNLIVNYLPQNMT#QDELR 104.8 32 0 0 0 0 ELAV‐like protein 1  35452:146296

748.02812 3 timecourse_ATM_combo_8hr 748.02396 5.56 40.52 ELAVL1  ELAV1_HUMAN 1 R.TNLIVNYLPQNMT#QDELR.S 35.5 100 1.87E+06 TNLIVNYLPQNMT#QDELR 117.6 32 0 0 0 0 ELAV‐like protein 1  35450:150210

550.28167 3 timecourse_ATM_combo_8hr 550.27840 5.94 37.18 ELAVL1  ELAV1_HUMAN 1 K.NVALLS#QLYHSPAR.R 9.6 100 3.17E+05 NVALLS#QLYHSPAR 20.2 197 0 0 0 0 ELAV‐like protein 1  35451:105633

748.02888 3 timecourse_ATM_combo_4hr 748.02396 6.58 35.42 ELAVL1  ELAV1_HUMAN 1 R.TNLIVNYLPQNMT#QDELR.S 12.6 100 5.51E+05 TNLIVNYLPQNMT#QDELR 100.1 32 0 0 0 0 ELAV‐like protein 1  35453:148861

1121.53957 2 timecourse_ATM_combo_4hr 1121.53230 6.48 25.51 ELAVL1  ELAV1_HUMAN 1 R.TNLIVNYLPQNMT#QDELR.S 6.2 100 2.69E+05 TNLIVNYLPQNMT#QDELR 52.4 32 0 0 0 0 ELAV‐like protein 1  35453:148851

834.44286 3 timecourse_ATM_combo_4hr 834.43855 5.17 78.63 ELF1  ELF1_HUMAN 4 R.SSQLVAHPPGTVITSVIKT#QETK.T 15.6 100 1.67E+06 SSQLVAHPPGTVITSVIKT#QETK 27.7 559 0 0 0 0 ETS‐related transcription factor Elf‐1  35452:156960

834.44314 3 timecourse_ATM_combo_8hr 834.43855 5.5 75.85 ELF1  ELF1_HUMAN 4 R.SSQLVAHPPGTVITSVIKT#QETK.T 19.0 100 3.24E+06 SSQLVAHPPGTVITSVIKT#QETK 20.1 559 0 0 0 0 ETS‐related transcription factor Elf‐1  35451:163450

1091.89013 3 timecourse_ATM_combo_8hr 1091.88361 5.97 70.25 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 36.0 100 3.94E+06 NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK 36.7 463 0 0 0 0 ETS‐related transcription factor Elf‐1  35450:179330

1091.88863 3 combeffx_ATM_comboi 1091.88361 4.61 67.37 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 9.8 100 2.50E+06 NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK 39.6 463 0 0 0 0 ETS‐related transcription factor Elf‐1  35300:83051

834.4431 3 timecourse_ATM_combo_8hr 834.43855 5.45 66.76 ELF1  ELF1_HUMAN 4 R.SSQLVAHPPGTVITSVIKT#QETK.T 19.4 100 2.90E+06 SSQLVAHPPGTVITSVIKT#QETK 20.1 559 0 0 0 0 ETS‐related transcription factor Elf‐1  35450:161300

1091.89014 3 timecourse_ATM_combo_2hr 1091.88361 5.98 61.23 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 14.1 100 7.74E+05 NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK 36.7 463 0 0 0 0 ETS‐related transcription factor Elf‐1  35455:168831

1091.89058 3 timecourse_ATM_combo_4hr 1091.88361 6.38 46.48 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 30.3 100 2.73E+06 NQQLHTVTLQTVPLTTVIASTDPSAGT#GSQK 8.7 461 0,2 0 0 0 0 ETS‐related transcription factor Elf‐1  35452:174420

1091.89094 3 timecourse_ATM_combo_8hr 1091.88361 6.71 44.94 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 41.9 100 4.46E+06 NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK 8.6 463 ‐2,0 0 0 0 0 ETS‐related transcription factor Elf‐1  35451:182180

1091.8907 3 timecourse_ATM_combo_4hr 1091.88361 6.49 44.23 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 36.9 100 3.04E+06 NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK 39.6 463 0 0 0 0 ETS‐related transcription factor Elf‐1  35453:177701

1091.89095 3 timecourse_ATM_combo_1hr 1091.88361 6.72 37.04 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 9.7 100 6.36E+05 NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK 24.2 463 0 0 0 0 ETS‐related transcription factor Elf‐1  35456:179266

1091.88982 3 timecourse_ATM_combo_2hr 1091.88361 5.69 36.66 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 13.9 100 6.53E+05 NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK 43.3 463 0 0 0 0 ETS‐related transcription factor Elf‐1  35454:167451

578.28923 2 combeffx_ATM_comboi 578.28647 4.77 30.01 ELF1  ELF1_HUMAN 4 K.TLT#QEVEKK.E 103.5 100 9.28E+06 TLT#QEVEKK 21.3 566 0 0 0 0 ETS‐related transcription factor Elf‐1  35300:18265

1091.88949 3 timecourse_ATM_combo_1hr 1091.88361 5.39 26.67 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 9.1 100 6.92E+05 NQQLHTVTLQTVPLTTVIASTDPSAGT#GSQK 7.5 461 0,2 0 0 0 0 ETS‐related transcription factor Elf‐1  35457:180095

578.28927 2 timecourse_ATM_combo_4hr 578.28647 4.86 25.28 ELF1  ELF1_HUMAN 4 K.TLT#QEVEKK.E 167.7 100 4.07E+06 TLT#QEVEKK 24.8 566 0 0 0 0 ETS‐related transcription factor Elf‐1  35453:42138

578.28988 2 timecourse_ATM_combo_2hr 578.28647 5.9 22.73 ELF1  ELF1_HUMAN 4 K.TLT#QEVEKK.E 44.9 100 9.31E+05 TLT#QEVEKK 24.8 566 0 0 0 0 ETS‐related transcription factor Elf‐1  35454:40260

578.28933 2 timecourse_ATM_combo_2hr 578.28647 4.95 22.31 ELF1  ELF1_HUMAN 4 K.TLT#QEVEKK.E 42.0 100 8.35E+05 TLT#QEVEKK 24.8 566 0 0 0 0 ETS‐related transcription factor Elf‐1  35455:39414

578.29005 2 timecourse_ATM_combo_8hr 578.28647 6.19 21.39 ELF1  ELF1_HUMAN 4 K.TLT#QEVEKK.E 185.2 100 6.36E+06 TLT#QEVEKK 24.8 566 0 0 0 0 ETS‐related transcription factor Elf‐1  35450:42141

385.86233 3 timecourse_ATM_combo_8hr 385.86007 5.86 20.38 ELF1  ELF1_HUMAN 4 K.TLT#QEVEKK.E 96.9 100 2.39E+06 TLT#QEVEKK 33.5 566 0 0 0 0 ETS‐related transcription factor Elf‐1  35450:42131

819.16959 4 timecourse_ATM_combo_8hr 819.16453 6.18 20.02 ELF1  ELF1_HUMAN 3 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK.F 7.4 100 7.73E+05 NQQLHTVTLQTVPLTTVIASTDPSAGTGS#QK 7.3 463 ‐2,0 0 0 0 0 ETS‐related transcription factor Elf‐1  35450:179340

385.86193 3 timecourse_ATM_combo_4hr 385.86007 4.82 19.38 ELF1  ELF1_HUMAN 4 K.TLT#QEVEKK.E 67.0 100 1.29E+06 TLT#QEVEKK 33.5 566 0 0 0 0 ETS‐related transcription factor Elf‐1  35453:42128

910.44224 3 combeffx_ATM_MEKi 910.43826 4.37 96.13 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 20.5 100 1.01E+06 QNS#QLPAQVQNGPSQEELEIQRR 64.7 125 0 0 0 0 Protein enabled homolog  35297:54708

910.44197 3 timecourse_ATM_combo_4hr 910.43826 4.08 79.07 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 219.9 100 2.15E+07 QNS#QLPAQVQNGPSQEELEIQRR 77.6 125 0 0 0 0 Protein enabled homolog  35453:168041

910.44187 3 combeffx_ATM_PI3Ki 910.43826 3.97 78.72 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 32.2 100 3.14E+06 QNS#QLPAQVQNGPSQEELEIQRR 37.5 125 0 0 0 0 Protein enabled homolog  35298:69936

910.44092 3 timecourse_ATM_combo_8hr 910.43826 2.92 74.3 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 173.1 100 2.36E+07 RQNS#QLPAQVQNGPSQEELEIQR 205.4 125 0 0 0 0 Protein enabled homolog  35450:170080

910.44193 3 combeffx_ATM_PI3Ki 910.43826 4.03 73.38 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 32.3 100 3.14E+06 QNS#QLPAQVQNGPSQEELEIQRR 98 125 0 0 0 0 Protein enabled homolog  35298:69946

910.44077 3 timecourse_ATM_combo_1hr 910.43826 2.76 73.27 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 250.3 100 2.15E+07 RQNS#QLPAQVQNGPSQEELEIQR 220.5 125 0 0 0 0 Protein enabled homolog  35457:170465

910.44275 3 combeffx_ATM_comboi 910.43826 4.93 73.01 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 69.5 100 1.35E+07 QNS#QLPAQVQNGPSQEELEIQRR 65 125 0 0 0 0 Protein enabled homolog  35300:78721

910.44086 3 timecourse_ATM_ctrl1 910.43826 2.86 72.58 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 213.1 100 2.02E+07 RQNS#QLPAQVQNGPSQEELEIQR 182.5 125 0 0 0 0 Protein enabled homolog  35449:170009

910.44165 3 combeffx_ATM_PI3Ki 910.43826 3.72 71.57 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 26.1 100 2.02E+06 QNS#QLPAQVQNGPSQEELEIQRR 66.7 125 0 0 0 0 Protein enabled homolog  35299:66134

910.44227 3 timecourse_ATM_combo_4hr 910.43826 4.4 70.87 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 32.2 86 9.86E+05 RQNS#QLPAQVQNGPSQEELEIQR 197.2 125 0 0 0 0 Protein enabled homolog  35453:168051

1287.1086 2 timecourse_ATM_combo_1hr 1287.10319 4.2 67.59 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 19.9 100 9.98E+05 QNS#QLPAQVQNGPSQEELEIQR 62.7 125 0 0 0 0 Protein enabled homolog  35457:165605

1287.10831 2 timecourse_ATM_ctrl1 1287.10319 3.98 67.48 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 30.6 100 1.27E+06 QNS#QLPAQVQNGPSQEELEIQR 67.5 125 0 0 0 0 Protein enabled homolog  35449:165279

910.4421 3 timecourse_ATM_ctrl1 910.43826 4.22 67.45 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 201.1 100 2.01E+07 QNS#QLPAQVQNGPSQEELEIQRR 66.7 125 0 0 0 0 Protein enabled homolog  35448:167310

1287.11089 2 timecourse_ATM_combo_1hr 1287.10319 5.98 65.69 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 16.7 100 9.19E+05 QNS#QLPAQVQNGPSQEELEIQR 56 125 0 0 0 0 Protein enabled homolog  35456:165517

858.40993 3 timecourse_ATM_ctrl2 858.40455 6.27 64.71 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 244.6 100 1.12E+07 QNS#QLPAQVQNGPSQEELEIQR 175.3 125 0 0 0 0 Protein enabled homolog  35446:149102

910.44227 3 combeffx_ATM_ctrl 910.43826 4.4 63.41 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 13.4 100 1.70E+06 QNS#QLPAQVQNGPSQEELEIQRR 84.6 125 0 0 0 0 Protein enabled homolog  35294:74234

1287.10917 2 timecourse_ATM_combo_8hr 1287.10319 4.65 62.77 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 41.3 100 2.67E+06 QNS#QLPAQVQNGPSQEELEIQR 78.4 125 0 0 0 0 Protein enabled homolog  35450:164720

910.4438 3 timecourse_ATM_ctrl1 910.43826 6.08 62.28 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 208.4 100 2.01E+07 RQNS#QLPAQVQNGPSQEELEIQR 176.6 125 0 0 0 0 Protein enabled homolog  35448:167320

910.44053 3 timecourse_ATM_combo_8hr 910.43826 2.49 61.89 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 196.4 100 2.78E+07 RQNS#QLPAQVQNGPSQEELEIQR 134 125 0 0 0 0 Protein enabled homolog  35451:172250

910.44294 3 timecourse_ATM_combo_2hr 910.43826 5.14 61.32 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 239.2 100 1.37E+07 RQNS#QLPAQVQNGPSQEELEIQR 176.6 125 0 0 0 0 Protein enabled homolog  35455:159891

910.44367 3 timecourse_ATM_combo_2hr 910.43826 5.94 61.05 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 207.9 100 1.27E+07 RQNS#QLPAQVQNGPSQEELEIQR 185.2 125 0 0 0 0 Protein enabled homolog  35454:158931

910.44329 3 timecourse_ATM_ctrl2 910.43826 5.52 60.89 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 296.3 100 2.05E+07 RQNS#QLPAQVQNGPSQEELEIQR 173.2 125 0 0 0 0 Protein enabled homolog  35447:156843

1287.10864 2 timecourse_ATM_combo_8hr 1287.10319 4.23 60.66 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 39.4 100 3.02E+06 QNS#QLPAQVQNGPSQEELEIQR 67.5 125 0 0 0 0 Protein enabled homolog  35451:166780

858.40821 3 timecourse_ATM_ctrl1 858.40455 4.26 59.82 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 378.0 100 2.20E+07 QNS#QLPAQVQNGPSQEELEIQR 175.8 125 0 0 0 0 Protein enabled homolog  35449:165289

1287.10922 2 timecourse_ATM_combo_4hr 1287.10319 4.68 59.53 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 21.7 100 1.18E+06 QNS#QLPAQVQNGPSQEELEIQR 67.5 125 0 0 0 0 Protein enabled homolog  35453:162811

858.4089 3 timecourse_ATM_ctrl1 858.40455 5.07 59.37 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 353.5 100 2.15E+07 QNS#QLPAQVQNGPSQEELEIQR 176.3 125 0 0 0 0 Protein enabled homolog  35448:162740

910.44367 3 timecourse_ATM_ctrl2 910.43826 5.94 59.23 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 252.9 100 1.92E+07 RQNS#QLPAQVQNGPSQEELEIQR 205.4 125 0 0 0 0 Protein enabled homolog  35446:153802

910.44327 3 timecourse_ATM_combo_1hr 910.43826 5.5 58.91 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 243.8 100 2.05E+07 RQNS#QLPAQVQNGPSQEELEIQR 176.6 125 0 0 0 0 Protein enabled homolog  35456:170357

858.40866 3 timecourse_ATM_combo_8hr 858.40455 4.79 58.58 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 495.7 100 4.91E+07 QNS#QLPAQVQNGPSQEELEIQR 165.6 125 0 0 0 0 Protein enabled homolog  35451:166790

910.44283 3 timecourse_ATM_combo_4hr 910.43826 5.02 57.86 ENAH  ENAH_HUMAN 2 P.RQNS#QLPAQVQNGPSQEELEIQR.R 219.8 100 2.21E+07 RQNS#QLPAQVQNGPSQEELEIQR 182.5 125 0 0 0 0 Protein enabled homolog  35452:165120

1287.11004 2 timecourse_ATM_combo_2hr 1287.10319 5.32 57.58 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 18.5 100 6.76E+05 QNS#QLPAQVQNGPSQEELEIQR 55.7 125 0 0 0 0 Protein enabled homolog  35454:154401

858.40944 3 timecourse_ATM_combo_2hr 858.40455 5.7 57.04 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 336.8 100 1.59E+07 QNS#QLPAQVQNGPSQEELEIQR 156.3 125 0 0 0 0 Protein enabled homolog  35454:154411

858.4091 3 timecourse_ATM_combo_2hr 858.40455 5.3 56.8 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 399.9 100 1.67E+07 QNS#QLPAQVQNGPSQEELEIQR 162.2 125 0 0 0 0 Protein enabled homolog  35455:155031

910.44098 3 timecourse_ATM_combo_2hr 910.43826 2.99 56.73 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 233.7 100 1.02E+07 QNS#QLPAQVQNGPSQEELEIQRR 74.6 125 0 0 0 0 Protein enabled homolog  35455:159881

910.44146 3 combeffx_ATM_MEKi 910.43826 3.51 55.73 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 25.9 100 1.58E+06 QNS#QLPAQVQNGPSQEELEIQRR 66.7 125 0 0 0 0 Protein enabled homolog  35296:59878

1287.11021 2 timecourse_ATM_ctrl2 1287.10319 5.45 55.04 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 16.2 100 5.23E+05 QNS#QLPAQVQNGPSQEELEIQR 41.6 125 0 0 0 0 Protein enabled homolog  35447:151943

1287.11116 2 timecourse_ATM_ctrl2 1287.10319 6.19 54.25 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 15.9 100 4.39E+05 QNS#QLPAQVQNGPSQEELEIQR 54 125 0 0 0 0 Protein enabled homolog  35446:149092

858.40934 3 timecourse_ATM_ctrl2 858.40455 5.58 53.07 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 272.3 100 1.25E+07 QNS#QLPAQVQNGPSQEELEIQR 176.3 125 0 0 0 0 Protein enabled homolog  35447:151953

1287.1091 2 timecourse_ATM_ctrl1 1287.10319 4.59 52.99 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 25.3 100 1.02E+06 QNS#QLPAQVQNGPSQEELEIQR 46.9 125 0 0 0 0 Protein enabled homolog  35448:162730

1287.10948 2 timecourse_ATM_combo_4hr 1287.10319 4.89 52.47 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 16.9 100 9.53E+05 QNS#QLPAQVQNGPSQEELEIQR 41.6 125 0 0 0 0 Protein enabled homolog  35452:159900

1287.10961 2 timecourse_ATM_combo_2hr 1287.10319 4.99 52.44 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 25.6 100 7.62E+05 QNS#QLPAQVQNGPSQEELEIQR 30.2 125 0 0 0 0 Protein enabled homolog  35455:155021

858.40831 3 timecourse_ATM_combo_1hr 858.40455 4.38 52.38 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 301.8 100 1.95E+07 QNS#QLPAQVQNGPSQEELEIQR 156.3 125 0 0 0 0 Protein enabled homolog  35457:165615

858.40887 3 timecourse_ATM_combo_8hr 858.40455 5.04 52.16 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 513.1 100 4.62E+07 QNS#QLPAQVQNGPSQEELEIQR 156.3 125 0 0 0 0 Protein enabled homolog  35450:164730

858.4099 3 timecourse_ATM_combo_1hr 858.40455 6.23 51.61 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 294.9 100 1.92E+07 QNS#QLPAQVQNGPSQEELEIQR 163.4 125 0 0 0 0 Protein enabled homolog  35456:165527

910.44265 3 combeffx_ATM_comboi 910.43826 4.82 50.91 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQRR.Q 59.2 100 8.51E+06 QNS#QLPAQVQNGPSQEELEIQRR 48.5 125 0 0 0 0 Protein enabled homolog  35301:71779

858.40949 3 timecourse_ATM_combo_4hr 858.40455 5.75 48.43 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 301.0 100 2.10E+07 QNS#QLPAQVQNGPSQEELEIQR 163.7 125 0 0 0 0 Protein enabled homolog  35452:159910

858.40864 3 timecourse_ATM_combo_4hr 858.40455 4.76 45.52 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 327.3 100 2.24E+07 QNS#QLPAQVQNGPSQEELEIQR 151.5 125 0 0 0 0 Protein enabled homolog  35453:162821

858.40883 3 combeffx_ATM_comboi 858.40455 4.99 43.57 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 13.8 100 1.58E+06 QNS#QLPAQVQNGPSQEELEIQR 111.9 125 0 0 0 0 Protein enabled homolog  35301:69009

858.40856 3 combeffx_ATM_comboi 858.40455 4.67 39.72 ENAH  ENAH_HUMAN 2 R.QNS#QLPAQVQNGPSQEELEIQR.R 15.2 100 2.41E+06 QNS#QLPAQVQNGPSQEELEIQR 123.8 125 0 0 0 0 Protein enabled homolog  35300:75521

919.75741 3 timecourse_ATM_combo_1hr 919.75402 3.69 53.66 ENGASE  ENASE_HUMAN 2 R.QLQGLAAPEAGT#QEEQEDQEPRPR.R 7.6 100 2.21E+05 QLQGLAAPEAGT#QEEQEDQEPRPR 1000 30 0 0 0 0 Cytosolic endo‐beta‐N‐acetylglucosaminidase  35456:171127

919.7575 3 timecourse_ATM_combo_2hr 919.75402 3.78 46.11 ENGASE  ENASE_HUMAN 2 R.QLQGLAAPEAGT#QEEQEDQEPRPR.R 16.0 100 4.37E+05 QLQGLAAPEAGT#QEEQEDQEPRPR 1000 30 0 0 0 0 Cytosolic endo‐beta‐N‐acetylglucosaminidase  35455:160631

729.09544 4 timecourse_ATM_combo_4hr 729.09261 3.88 40.08 ENGASE  ENASE_HUMAN 2 R.RQLQGLAAPEAGT#QEEQEDQEPRPR.R 6.0 100 2.10E+05 RQLQGLAAPEAGT#QEEQEDQEPRPR 1000 30 0 0 0 0 Cytosolic endo‐beta‐N‐acetylglucosaminidase  35453:172231

919.75804 3 timecourse_ATM_combo_8hr 919.75402 4.37 34.29 ENGASE  ENASE_HUMAN 2 R.QLQGLAAPEAGT#QEEQEDQEPRPR.R 39.7 100 2.30E+06 QLQGLAAPEAGT#QEEQEDQEPRPR 1000 30 0 0 0 0 Cytosolic endo‐beta‐N‐acetylglucosaminidase  35450:170790

919.75775 3 timecourse_ATM_combo_8hr 919.75402 4.06 32.38 ENGASE  ENASE_HUMAN 2 R.QLQGLAAPEAGT#QEEQEDQEPRPR.R 41.3 100 2.46E+06 QLQGLAAPEAGT#QEEQEDQEPRPR 1000 30 0 0 0 0 Cytosolic endo‐beta‐N‐acetylglucosaminidase  35451:173050

919.75714 3 timecourse_ATM_combo_4hr 919.75402 3.39 32.31 ENGASE  ENASE_HUMAN 2 R.QLQGLAAPEAGT#QEEQEDQEPRPR.R 39.9 100 1.53E+06 QLQGLAAPEAGT#QEEQEDQEPRPR 1000 30 0 0 0 0 Cytosolic endo‐beta‐N‐acetylglucosaminidase  35452:165940

919.75742 3 timecourse_ATM_combo_4hr 919.75402 3.7 30.6 ENGASE  ENASE_HUMAN 2 R.QLQGLAAPEAGT#QEEQEDQEPRPR.R 43.5 100 1.42E+06 QLQGLAAPEAGT#QEEQEDQEPRPR 1000 30 0 0 0 0 Cytosolic endo‐beta‐N‐acetylglucosaminidase  35453:168901

809.99867 3 timecourse_ATM_combo_8hr 809.99388 5.91 63.88 ENSA  ENSA_HUMAN 5 K.QEEENPAEETGEEKQDT#QEK.E 31.7 100 9.10E+05 QEEENPAEETGEEKQDT#QEK 20 21 0 0 0 0 Alpha‐endosulfine  35450:158120

809.99856 3 timecourse_ATM_combo_4hr 809.99388 5.78 53.19 ENSA  ENSA_HUMAN 5 K.QEEENPAEETGEEKQDT#QEK.E 10.0 100 2.25E+05 QEEENPAEETGEEKQDT#QEK 21 21 0 0 0 0 Alpha‐endosulfine  35452:153700

809.99876 3 timecourse_ATM_combo_8hr 809.99388 6.02 48.33 ENSA  ENSA_HUMAN 5 K.QEEENPAEETGEEKQDT#QEK.E 30.5 100 1.09E+06 QEEENPAEETGEEKQDT#QEK 15.8 21 0 0 0 0 Alpha‐endosulfine  35451:160180

541.58792 3 timecourse_ATM_combo_8hr 541.58556 4.36 29.25 ENSA  ENSA_HUMAN 5 K.QDT#QEKEGILPER.A 11.0 100 6.57E+05 QDT#QEKEGILPER 1000 21 0 0 0 0 Alpha‐endosulfine  35450:102047

806.35815 4 timecourse_ATM_combo_8hr 806.35439 4.66 26.48 ENSA  ENSA_HUMAN 5 K.QEEENPAEETGEEKQDT#QEKEGILPER.A 18.7 100 1.74E+06 QEEENPAEETGEEKQDT#QEKEGILPER 24.9 21 0 0 0 0 Alpha‐endosulfine  35451:181390

806.35935 4 timecourse_ATM_combo_8hr 806.35439 6.15 25.12 ENSA  ENSA_HUMAN 5 K.QEEENPAEETGEEKQDT#QEKEGILPER.A 13.3 100 1.44E+06 QEEENPAEETGEEKQDT#QEKEGILPER 12.3 21 ‐7,0 0 0 0 0 Alpha‐endosulfine  35450:178570

806.35906 4 timecourse_ATM_combo_4hr 806.35439 5.79 24.37 ENSA  ENSA_HUMAN 5 K.QEEENPAEETGEEKQDT#QEKEGILPER.A 5.9 100 3.61E+05 QEEENPAEETGEEKQDT#QEKEGILPER 8.5 21 ‐7,0 0 0 0 0 Alpha‐endosulfine  35452:173800

541.58819 3 timecourse_ATM_combo_8hr 541.58556 4.86 24.03 ENSA  ENSA_HUMAN 5 K.QDT#QEKEGILPER.A 10.4 100 5.52E+05 QDT#QEKEGILPER 1000 21 0 0 0 0 Alpha‐endosulfine  35451:102839

1162.98405 2 timecourse_ATM_combo_8hr 1162.97742 5.7 71.49 EP300  EP300_HUMAN 1 K.MEVDQPEPADT#QPEDISESK.V 9.3 100 2.05E+05 MEVDQPEPADT#QPEDISESK 84.9 992 0 0 0 0 Histone acetyltransferase p300  35451:155780

986.08001 3 timecourse_ATM_combo_8hr 986.07523 4.85 62.85 EP300  EP300_HUMAN 1 K.MEVDQPEPADT#QPEDISESKVEDCK.M 7.6 100 6.55E+05 MEVDQPEPADT#QPEDISESKVEDCK 64.5 992 0 0 0 0 Histone acetyltransferase p300  35450:174650

986.08102 3 timecourse_ATM_combo_4hr 986.07523 5.87 54.97 EP300  EP300_HUMAN 1 K.MEVDQPEPADT#QPEDISESKVEDCK.M 11.2 100 5.81E+05 MEVDQPEPADT#QPEDISESKVEDCK 78.1 992 0 0 0 0 Histone acetyltransferase p300  35452:169670

986.08002 3 timecourse_ATM_combo_8hr 986.07523 4.86 43.9 EP300  EP300_HUMAN 1 K.MEVDQPEPADT#QPEDISESKVEDCK.M 12.8 100 7.85E+05 MEVDQPEPADT#QPEDISESKVEDCK 59.3 992 0 0 0 0 Histone acetyltransferase p300  35451:177010

986.08032 3 timecourse_ATM_combo_4hr 986.07523 5.17 43.38 EP300  EP300_HUMAN 1 K.MEVDQPEPADT#QPEDISESKVEDCK.M 17.3 100 6.29E+05 MEVDQPEPADT#QPEDISESKVEDCK 98.8 992 0 0 0 0 Histone acetyltransferase p300  35453:172921

931.39511 3 timecourse_ATM_combo_8hr 931.38974 5.77 40.93 EP300  EP300_HUMAN 1 K.TEIKEEEDQPSTSAT#QS#SPAPGQSK.K 8.2 100 2.95E+05 TEIKEEEDQPSTSAT#QSS#PAPGQSK 16.2 1035 19.8 1038 0 0 Histone acetyltransferase p300  35450:171620

986.0807 3 timecourse_ATM_combo_2hr 986.07523 5.56 38.37 EP300  EP300_HUMAN 1 K.MEVDQPEPADT#QPEDISESKVEDCK.M 3.3 100 1.21E+05 MEVDQPEPADT#QPEDISESKVEDCK 61.9 992 0 0 0 0 Histone acetyltransferase p300  35454:163281

775.65796 3 timecourse_ATM_combo_4hr 775.65404 5.05 32.71 EP300  EP300_HUMAN 1 K.MEVDQPEPADT#QPEDISESK.V 3.7 100 1.80E+05 MEVDQPEPADT#QPEDISESK 40.4 992 0 0 0 0 Histone acetyltransferase p300  35452:149640

936.12915 4 timecourse_ATM_combo_8hr 936.12446 5.01 27.91 EP300  EP300_HUMAN 1 K.S#PM*TQAGLTSPNMGMGTSGPNQGPTQSTGMMNS#PVN.Q 28.1 100 2.87E+06 SPM*T#QAGLTSPNMGMGTSGPNQGPTQSTGMMN 0 127 0,6 20.3 156 0 0 Histone acetyltransferase p300  35451:186210

775.6582 3 timecourse_ATM_combo_8hr 775.65404 5.36 26.52 EP300  EP300_HUMAN 1 K.MEVDQPEPADT#QPEDISESK.V 8.6 100 3.96E+05 MEVDQPEPADT#QPEDISESK 45.8 992 0 0 0 0 Histone acetyltransferase p300  35450:153750

755.35984 5 combeffx_ATM_comboi 755.35656 4.34 60.74 EP400  EP400_HUMAN 0 K.NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK.M 22.3 100 4.41E+06 NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK 0 2445 0,4 0 0 0 0 E1A‐binding protein p400  35300:84771

755.36113 5 timecourse_ATM_ctrl2 755.35656 6.05 58.91 EP400  EP400_HUMAN 0 K.NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK.M 12.6 100 6.46E+05 NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK 11.8 2445 0,4 0 0 0 0 E1A‐binding protein p400  35446:167652

755.36018 5 timecourse_ATM_combo_2hr 755.35656 4.79 45.24 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 17.3 100 9.10E+05 NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK 4.5 2445 0,4 0 0 0 0 E1A‐binding protein p400  35454:171621

755.35943 5 timecourse_ATM_combo_2hr 755.35656 3.8 41.68 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 24.8 100 1.15E+06 NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK 3.4 2446 0,3 0 0 0 0 E1A‐binding protein p400  35455:173111

943.9483 4 timecourse_ATM_combo_8hr 943.94388 4.68 40.7 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 32.9 100 3.44E+06 NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK 10.3 2446 ‐1,0 0 0 0 0 E1A‐binding protein p400  35451:186410

755.35937 5 combeffx_ATM_comboi 755.35656 3.72 40.59 EP400  EP400_HUMAN 0 K.NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK.M 14.8 100 2.11E+06 NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK 11.6 2446 0,3 0 0 0 0 E1A‐binding protein p400  35301:76719

943.94866 4 timecourse_ATM_combo_8hr 943.94388 5.06 38.7 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 26.8 100 3.36E+06 NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK 8.7 2446 ‐1,0 0 0 0 0 E1A‐binding protein p400  35450:183380

755.35975 5 timecourse_ATM_combo_4hr 755.35656 4.22 38.22 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 49.3 100 3.24E+06 NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK 4.3 2446 ‐1,0 0 0 0 0 E1A‐binding protein p400  35453:182411

755.36004 5 timecourse_ATM_ctrl2 755.35656 4.61 37.34 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 12.3 100 6.56E+05 NNRPLRTSQIY#AQDENATHTQLYTSHFDLMK 9.1 2449 ‐4,0 0 0 0 0 E1A‐binding protein p400  35447:171433

755.36025 5 timecourse_ATM_combo_4hr 755.35656 4.89 36.64 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 39.9 100 2.92E+06 NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK 3 2446 0,3 0 0 0 0 E1A‐binding protein p400  35452:178800

755.35986 5 timecourse_ATM_combo_8hr 755.35656 4.37 33.69 EP400  EP400_HUMAN 0 K.NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK.M 85.6 100 7.81E+06 NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK 10.7 2445 0,1 0 0 0 0 E1A‐binding protein p400  35451:186400

755.36101 5 timecourse_ATM_combo_1hr 755.35656 5.89 31.66 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 18.0 100 1.35E+06 NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK 10.7 2446 0,3 0 0 0 0 E1A‐binding protein p400  35456:183686

943.9484 4 timecourse_ATM_combo_2hr 943.94388 4.79 31.09 EP400  EP400_HUMAN 0 K.NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK.M 10.2 100 4.62E+05 NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK 7.8 2445 0,1 0 0 0 0 E1A‐binding protein p400  35455:173121

755.35907 5 timecourse_ATM_combo_1hr 755.35656 3.32 31.06 EP400  EP400_HUMAN 0 K.NNRPLRTSQIY#AQDENATHTQLYTSHFDLMK.M 20.9 100 1.42E+06 NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK 7 2446 0,3 0 0 0 0 E1A‐binding protein p400  35457:184425

943.94833 4 timecourse_ATM_combo_4hr 943.94388 4.71 30.94 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 16.3 100 1.35E+06 NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK 0 2445 0,1 0 0 0 0 E1A‐binding protein p400  35453:182421

755.35875 5 timecourse_ATM_ctrl1 755.35656 2.91 30.91 EP400  EP400_HUMAN 0 K.NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK.M 16.1 100 8.11E+05 NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK 0 2445 0,4 0 0 0 0 E1A‐binding protein p400  35449:183059

943.94883 4 timecourse_ATM_combo_4hr 943.94388 5.24 29.19 EP400  EP400_HUMAN 0 K.NNRPLRT#SQIYAQDENATHTQLYTSHFDLMK.M 13.1 100 1.14E+06 NNRPLRTS#QIYAQDENATHTQLYTSHFDLMK 4.3 2446 0,3 0 0 0 0 E1A‐binding protein p400  35452:178810

665.80033 2 timecourse_ATM_combo_8hr 665.79794 3.59 74.32 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 39.1 100 7.05E+05 KDSS#QLGTDATK 22.9 16 0 0 0 0 Band 4.1‐like protein 2  35451:69156

665.80119 2 timecourse_ATM_ctrl2 665.79794 4.88 74.28 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 87.9 100 1.02E+06 KDSS#QLGTDATK 18.4 16 0 0 0 0 Band 4.1‐like protein 2  35447:60756

665.80128 2 timecourse_ATM_combo_4hr 665.79794 5.02 73.82 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 53.5 100 7.42E+05 KDSS#QLGTDATK 21.5 16 0 0 0 0 Band 4.1‐like protein 2  35452:67196

665.80169 2 timecourse_ATM_combo_1hr 665.79794 5.63 71.26 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 46.5 100 9.05E+05 KDSS#QLGTDATK 7.9 16 ‐1,0 0 0 0 0 Band 4.1‐like protein 2  35456:69858

665.80103 2 timecourse_ATM_combo_4hr 665.79794 4.64 69.43 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 32.0 100 6.46E+05 KDSS#QLGTDATK 22.9 16 0 0 0 0 Band 4.1‐like protein 2  35453:68660

665.79958 2 timecourse_ATM_combo_8hr 665.79794 2.46 69.01 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 24.3 100 5.66E+05 KDSS#QLGTDATK 7.4 16 ‐1,0 0 0 0 0 Band 4.1‐like protein 2  35450:68866

665.80074 2 timecourse_ATM_ctrl1 665.79794 4.21 68.46 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 114.4 100 1.25E+06 KDSS#QLGTDATK 21.5 16 0 0 0 0 Band 4.1‐like protein 2  35449:70605

665.80181 2 timecourse_ATM_ctrl1 665.79794 5.81 68.42 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 93.7 100 1.11E+06 KDSS#QLGTDATK 21.5 16 0 0 0 0 Band 4.1‐like protein 2  35448:69636

709.30929 2 timecourse_ATM_combo_8hr 709.30507 5.95 66.47 EPB41L2  E41L2_HUMAN 9 K.TEMVTIS#DASQR.T 43.1 100 1.85E+06 TEMVTISDAS#QR 33.7 884 0 0 0 0 Band 4.1‐like protein 2  35450:79143

665.80162 2 timecourse_ATM_ctrl2 665.79794 5.53 65.6 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 88.5 100 7.84E+05 KDSS#QLGTDATK 19.3 16 0 0 0 0 Band 4.1‐like protein 2  35446:59819

665.80134 2 timecourse_ATM_combo_2hr 665.79794 5.11 64.66 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 54.1 100 5.59E+05 KDSS#QLGTDATK 20.4 16 0 0 0 0 Band 4.1‐like protein 2  35455:65188

709.30891 2 timecourse_ATM_combo_8hr 709.30507 5.41 64.31 EPB41L2  E41L2_HUMAN 9 K.TEMVTISDAS#QR.T 45.3 100 1.96E+06 TEMVTISDAS#QR 37.4 884 0 0 0 0 Band 4.1‐like protein 2  35451:79650

709.30882 2 timecourse_ATM_combo_4hr 709.30507 5.29 62.74 EPB41L2  E41L2_HUMAN 9 K.TEMVTISDAS#QR.T 16.7 100 6.46E+05 TEMVTISDAS#QR 42.6 884 0 0 0 0 Band 4.1‐like protein 2  35452:77266

665.79988 2 timecourse_ATM_combo_2hr 665.79794 2.91 61.68 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 61.9 100 5.45E+05 KDSS#QLGTDATK 20.4 16 0 0 0 0 Band 4.1‐like protein 2  35454:65741

665.80102 2 timecourse_ATM_combo_1hr 665.79794 4.63 57.2 EPB41L2  E41L2_HUMAN 12 K.KDSS#QLGTDATK.E 90.6 100 1.07E+06 KDSS#QLGTDATK 22.9 16 0 0 0 0 Band 4.1‐like protein 2  35457:69971

601.75468 2 timecourse_ATM_ctrl1 601.75046 7.01 50.92 EPB41L2  E41L2_HUMAN 12 K.DSS#QLGTDATK.E 10.8 94 1.65E+05 DSS#QLGTDATK 21.5 16 0 0 0 0 Band 4.1‐like protein 2  35448:50304

649.8013 2 timecourse_ATM_combo_4hr 649.79740 6 44.57 EPB41L2  E41L2_HUMAN 7 K.VKET#QEDKLE.G 19.8 94 2.39E+05 VKET#QEDKLE 1000 180 0 0 0 0 Band 4.1‐like protein 2  35452:62903

649.80132 2 timecourse_ATM_combo_8hr 649.79740 6.03 42.15 EPB41L2  E41L2_HUMAN 7 K.VKET#QEDKLE.G 133.3 100 2.57E+06 VKET#QEDKLE 1000 180 0 0 0 0 Band 4.1‐like protein 2  35451:64655

709.30816 2 combeffx_ATM_comboi 709.30507 4.36 38.55 EPB41L2  E41L2_HUMAN 9 K.TEMVTISDAS#QR.T 6.0 100 7.10E+05 TEMVTISDAS#QR 40.7 884 0 0 0 0 Band 4.1‐like protein 2  35301:31541

649.80111 2 timecourse_ATM_combo_8hr 649.79740 5.72 38.19 EPB41L2  E41L2_HUMAN 7 K.VKET#QEDKLE.G 131.2 100 2.33E+06 VKET#QEDKLE 1000 180 0 0 0 0 Band 4.1‐like protein 2  35450:64566

601.7536 2 timecourse_ATM_ctrl1 601.75046 5.22 37.05 EPB41L2  E41L2_HUMAN 12 K.DSS#QLGTDATK.E 7.9 94 1.50E+05 DSS#QLGTDATK 32.4 16 0 0 0 0 Band 4.1‐like protein 2  35449:51081

841.90896 2 timecourse_ATM_combo_8hr 841.90346 6.53 36.49 EPB41L2  E41L2_HUMAN 7 K.VKET#QEDKLEGGAAK.R 9.2 100 1.67E+05 VKET#QEDKLEGGAAK 1000 180 0 0 0 0 Band 4.1‐like protein 2  35451:109355

841.90866 2 timecourse_ATM_combo_8hr 841.90346 6.18 33.82 EPB41L2  E41L2_HUMAN 7 K.VKET#QEDKLEGGAAK.R 7.3 100 1.60E+05 VKET#QEDKLEGGAAK 1000 180 0 0 0 0 Band 4.1‐like protein 2  35450:108367



601.7543 2 timecourse_ATM_combo_8hr 601.75046 6.38 28.31 EPB41L2  E41L2_HUMAN 12 K.DSS#QLGTDATK.E 6.4 94 9.27E+04 DSS#QLGTDATK 16.2 16 0 0 0 0 Band 4.1‐like protein 2  35450:49605

561.60765 3 timecourse_ATM_combo_4hr 561.60473 5.2 28.07 EPB41L2  E41L2_HUMAN 7 K.VKET#QEDKLEGGAAK.R 37.5 100 7.81E+05 VKET#QEDKLEGGAAK 1000 180 0 0 0 0 Band 4.1‐like protein 2  35452:106031

561.60786 3 timecourse_ATM_combo_8hr 561.60473 5.57 27.48 EPB41L2  E41L2_HUMAN 7 K.VKET#QEDKLEGGAAK.R 102.5 100 3.04E+06 VKET#QEDKLEGGAAK 1000 180 0 0 0 0 Band 4.1‐like protein 2  35450:108357

601.75338 2 timecourse_ATM_combo_1hr 601.75046 4.85 23.06 EPB41L2  E41L2_HUMAN 12 K.DSS#QLGTDATK.E 8.4 100 2.36E+05 DSS#QLGTDATK 24.4 16 0 0 0 0 Band 4.1‐like protein 2  35457:50203

561.60816 3 timecourse_ATM_combo_8hr 561.60473 6.13 19.98 EPB41L2  E41L2_HUMAN 7 K.VKET#QEDKLEGGAAK.R 120.8 100 3.10E+06 VKET#QEDKLEGGAAK 1000 180 0 0 0 0 Band 4.1‐like protein 2  35451:109345

601.75469 2 timecourse_ATM_combo_8hr 601.75046 7.03 17.73 EPB41L2  E41L2_HUMAN 12 K.DSS#QLGTDATK.E 4.5 94 8.77E+04 DSS#QLGTDATK 6.9 16 ‐1,0 0 0 0 0 Band 4.1‐like protein 2  35451:49581

841.42858 2 timecourse_ATM_combo_4hr 841.42404 5.4 87.26 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 18.9 100 1.08E+06 GIS#QTNLITTVTPEK 43 460 0 0 0 0 Band 4.1‐like protein 3  35453:107952

841.42881 2 timecourse_ATM_ctrl2 841.42404 5.67 84.78 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 12.6 100 5.56E+05 GIS#QTNLITTVTPEK 21.3 460 0 0 0 0 Band 4.1‐like protein 3  35447:97245

841.42774 2 timecourse_ATM_combo_1hr 841.42404 4.4 83.3 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 14.2 100 8.43E+05 GIS#QTNLITTVTPEK 37.4 460 0 0 0 0 Band 4.1‐like protein 3  35457:110165

841.42831 2 timecourse_ATM_ctrl1 841.42404 5.07 80.69 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 15.9 100 8.70E+05 GIS#QTNLITTVTPEK 30.8 460 0 0 0 0 Band 4.1‐like protein 3  35448:109108

841.42807 2 timecourse_ATM_combo_2hr 841.42404 4.79 78.17 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 19.0 100 7.24E+05 GIS#QTNLITTVTPEK 21.3 460 0 0 0 0 Band 4.1‐like protein 3  35455:102159

841.42979 2 timecourse_ATM_combo_8hr 841.42404 6.85 77.08 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 11.6 100 6.97E+05 GIS#QTNLITTVTPEK 43 460 0 0 0 0 Band 4.1‐like protein 3  35450:108287

841.42953 2 timecourse_ATM_combo_1hr 841.42404 6.52 74.44 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 13.0 100 8.13E+05 GIS#QTNLITTVTPEK 24.8 460 0 0 0 0 Band 4.1‐like protein 3  35456:110397

841.42937 2 timecourse_ATM_combo_4hr 841.42404 6.33 72.57 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 18.8 100 9.73E+05 GIS#QTNLITTVTPEK 26.5 460 0 0 0 0 Band 4.1‐like protein 3  35452:105971

972.95434 2 combeffx_ATM_MEKi 972.95113 3.3 67.57 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 49.9 100 1.59E+06 QLEYQQLEDDKLS#QK 116.7 88 0 0 0 0 Band 4.1‐like protein 3  35296:47746

841.42869 2 timecourse_ATM_combo_8hr 841.42404 5.53 67.39 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 12.1 100 7.41E+05 GISQT#NLITTVTPEK 0 462 ‐2,0 0 0 0 0 Band 4.1‐like protein 3  35451:109285

841.42941 2 timecourse_ATM_ctrl2 841.42404 6.38 65.65 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 12.5 100 5.77E+05 GISQT#NLITTVTPEK 13.3 462 0 0 0 0 Band 4.1‐like protein 3  35446:95545

841.42914 2 timecourse_ATM_combo_2hr 841.42404 6.06 65.45 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 17.5 100 7.29E+05 GIS#QTNLITTVTPEK 38.7 460 0 0 0 0 Band 4.1‐like protein 3  35454:102536

841.42741 2 timecourse_ATM_ctrl1 841.42404 4.02 62.47 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEK.K 16.9 100 8.62E+05 GIS#QTNLITTVTPEK 21.3 460 0 0 0 0 Band 4.1‐like protein 3  35449:110744

905.47492 2 timecourse_ATM_ctrl1 905.47152 3.75 62.26 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 75.1 100 4.65E+06 GIS#QTNLITTVTPEKK 24.8 460 0 0 0 0 Band 4.1‐like protein 3  35449:122422

972.95592 2 timecourse_ATM_combo_1hr 972.95113 4.92 59.55 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 760.9 100 1.37E+08 QLEYQQLEDDKLS#QK 154.9 88 0 0 0 0 Band 4.1‐like protein 3  35456:133379

972.95503 2 combeffx_ATM_comboi 972.95113 4.01 58.92 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 89.7 100 9.81E+06 QLEYQQLEDDKLS#QK 120.8 88 0 0 0 0 Band 4.1‐like protein 3  35301:55119

972.95543 2 combeffx_ATM_comboi 972.95113 4.42 58.65 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 98.2 100 1.53E+07 QLEYQQLEDDKLS#QK 133.1 88 0 0 0 0 Band 4.1‐like protein 3  35300:60332

972.95499 2 combeffx_ATM_MEKi 972.95113 3.97 58.23 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 24.7 100 8.63E+05 QLEYQQLEDDKLS#QK 133.7 88 0 0 0 0 Band 4.1‐like protein 3  35297:43802

648.97223 3 combeffx_ATM_comboi 648.96985 3.67 57.33 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 774.3 100 1.07E+08 QLEYQQLEDDKLS#QK 89.8 88 0 0 0 0 Band 4.1‐like protein 3  35301:55109

972.95446 2 timecourse_ATM_combo_1hr 972.95113 3.42 57.31 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 746.9 100 1.35E+08 QLEYQQLEDDKLS#QK 151 88 0 0 0 0 Band 4.1‐like protein 3  35457:133548

972.95429 2 timecourse_ATM_combo_4hr 972.95113 3.25 56.94 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 20.0 84 2.51E+05 QLEYQQLEDDKLS#QK 174.2 88 0 0 0 0 Band 4.1‐like protein 3  35452:127688

905.47493 2 timecourse_ATM_combo_8hr 905.47152 3.77 56.89 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 42.4 100 3.30E+06 GIS#QTNLITTVTPEKK 30.7 460 0 0 0 0 Band 4.1‐like protein 3  35450:119590

905.47585 2 timecourse_ATM_ctrl1 905.47152 4.78 56.75 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 74.6 100 4.39E+06 GIS#QTNLITTVTPEKK 24.8 460 0 0 0 0 Band 4.1‐like protein 3  35448:120401

972.95371 2 timecourse_ATM_combo_1hr 972.95113 2.66 55.39 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 715.4 100 1.34E+08 QLEYQQLEDDKLS#QK 161.6 88 0 0 0 0 Band 4.1‐like protein 3  35457:133538

972.95445 2 combeffx_ATM_ctrl 972.95113 3.41 55.29 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 28.6 100 2.21E+06 QLEYQQLEDDKLS#QK 133.1 88 0 0 0 0 Band 4.1‐like protein 3  35294:59147

945.45731 2 timecourse_ATM_combo_1hr 945.45468 2.78 53.79 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 24.5 100 1.95E+06 GIS#QTNLITTVT#PEKK 43.3 460 26.5 469 0 0 Band 4.1‐like protein 3  35457:128416

648.97171 3 combeffx_ATM_PI3Ki 648.96985 2.87 53.56 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 1043.2 100 1.10E+08 QLEYQQLEDDKLS#QK 68.8 88 0 0 0 0 Band 4.1‐like protein 3  35298:54492

972.95387 2 combeffx_ATM_PI3Ki 972.95113 2.82 52.74 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 132.8 100 7.96E+06 QLEYQQLEDDKLS#QK 141.8 88 0 0 0 0 Band 4.1‐like protein 3  35299:51797

905.47539 2 timecourse_ATM_combo_4hr 905.47152 4.27 52.32 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 81.2 100 5.03E+06 GIS#QTNLITTVTPEKK 33.7 460 0 0 0 0 Band 4.1‐like protein 3  35452:116954

905.47367 2 combeffx_ATM_PI3Ki 905.47152 2.37 52.18 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 12.6 100 1.62E+06 GIS#QTNLITTVTPEKK 21.3 460 0 0 0 0 Band 4.1‐like protein 3  35298:49777

945.45844 2 timecourse_ATM_ctrl2 945.45468 3.99 51.86 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 16.2 100 1.14E+06 GIS#QTNLITTVT#PEKK 24.2 460 13.3 469 0 0 Band 4.1‐like protein 3  35447:114663

905.47475 2 timecourse_ATM_combo_1hr 905.47152 3.57 51.7 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 81.2 100 4.77E+06 GIS#QTNLITTVTPEKK 24.8 460 0 0 0 0 Band 4.1‐like protein 3  35457:121693

972.95452 2 timecourse_ATM_combo_1hr 972.95113 3.48 51.14 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 731.2 100 1.36E+08 QLEYQQLEDDKLS#QK 170.7 88 0 0 0 0 Band 4.1‐like protein 3  35456:133359

972.954 2 combeffx_ATM_PI3Ki 972.95113 2.96 50.75 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 142.3 100 1.11E+07 QLEYQQLEDDKLS#QK 110.7 88 0 0 0 0 Band 4.1‐like protein 3  35298:54502

972.9534 2 timecourse_ATM_combo_2hr 972.95113 2.33 50.69 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 827.7 100 8.49E+07 QLEYQQLEDDKLS#QK 137.2 88 0 0 0 0 Band 4.1‐like protein 3  35455:123890

905.47469 2 combeffx_ATM_PI3Ki 905.47152 3.5 50.38 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 13.5 100 1.32E+06 GIS#QTNLITTVTPEKK 24.8 460 0 0 0 0 Band 4.1‐like protein 3  35299:47568

905.47618 2 timecourse_ATM_combo_2hr 905.47152 5.15 50.3 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 75.2 100 3.35E+06 GIS#QTNLITTVTPEKK 48.9 460 0 0 0 0 Band 4.1‐like protein 3  35454:113158

905.47644 2 timecourse_ATM_ctrl2 905.47152 5.43 50.12 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 69.6 100 3.46E+06 GIS#QTNLITTVTPEKK 24.8 460 0 0 0 0 Band 4.1‐like protein 3  35447:108486

648.9715 3 combeffx_ATM_PI3Ki 648.96985 2.54 49.75 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 1110.2 100 9.19E+07 QLEYQQLEDDKLS#QK 78.2 88 0 0 0 0 Band 4.1‐like protein 3  35299:51777

648.97268 3 combeffx_ATM_comboi 648.96985 4.36 49.24 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 769.1 100 1.49E+08 QLEYQQLEDDKLS#QK 83.8 88 0 0 0 0 Band 4.1‐like protein 3  35300:60322

945.45802 2 timecourse_ATM_ctrl1 945.45468 3.53 47.26 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 17.2 100 1.53E+06 GIS#QTNLITTVT#PEKK 27.7 460 28.5 469 0 0 Band 4.1‐like protein 3  35448:126657

648.97228 3 combeffx_ATM_MEKi 648.96985 3.74 46.95 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 278.7 100 1.33E+07 QLEYQQLEDDKLS#QK 78.6 88 0 0 0 0 Band 4.1‐like protein 3  35297:43792

905.47456 2 timecourse_ATM_combo_8hr 905.47152 3.36 46.91 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 45.3 100 3.52E+06 GIS#QTNLITTVTPEKK 24.8 460 0 0 0 0 Band 4.1‐like protein 3  35451:120822

648.97222 3 combeffx_ATM_comboi 648.96985 3.65 45.87 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 761.5 100 1.07E+08 QLEYQQLEDDKLS#QK 69.4 88 0 0 0 0 Band 4.1‐like protein 3  35301:55099

648.97253 3 combeffx_ATM_comboi 648.96985 4.13 45.33 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 739.3 100 1.49E+08 QLEYQQLEDDKLS#QK 68.8 88 0 0 0 0 Band 4.1‐like protein 3  35300:60312

648.97176 3 combeffx_ATM_MEKi 648.96985 2.94 44.7 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 427.9 100 1.97E+07 QLEYQQLEDDKLS#QK 69.4 88 0 0 0 0 Band 4.1‐like protein 3  35296:47736

945.45846 2 timecourse_ATM_combo_1hr 945.45468 4 44.6 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 22.0 100 2.11E+06 GIS#QTNLITTVT#PEKK 14.5 460 13.3 469 0 0 Band 4.1‐like protein 3  35456:128408

972.95421 2 combeffx_ATM_ctrl 972.95113 3.17 44.59 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 32.4 100 2.00E+06 QLEYQQLEDDKLS#QK 131.4 88 0 0 0 0 Band 4.1‐like protein 3  35295:56822

905.47664 2 timecourse_ATM_combo_1hr 905.47152 5.65 44.14 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 78.2 100 4.78E+06 GIS#QTNLITTVTPEKK 13.3 460 0 0 0 0 Band 4.1‐like protein 3  35456:121931

905.47645 2 timecourse_ATM_ctrl2 905.47152 5.44 43.9 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 62.0 100 3.07E+06 GIS#QTNLITTVTPEKK 13.3 460 0 0 0 0 Band 4.1‐like protein 3  35446:106327

648.97152 3 combeffx_ATM_PI3Ki 648.96985 2.57 42.58 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 1141.1 100 9.19E+07 QLEYQQLEDDKLS#QK 92.6 88 0 0 0 0 Band 4.1‐like protein 3  35299:51787

945.45822 2 timecourse_ATM_combo_4hr 945.45468 3.74 42.02 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 33.1 100 2.35E+06 GIS#QTNLITTVT#PEKK 30.5 460 13.3 469 0 0 Band 4.1‐like protein 3  35452:122924

648.9715 3 combeffx_ATM_ctrl 648.96985 2.54 41.74 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 255.4 100 2.64E+07 QLEYQQLEDDKLS#QK 88.8 88 0 0 0 0 Band 4.1‐like protein 3  35294:59127

945.45745 2 timecourse_ATM_combo_2hr 945.45468 2.93 41.47 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 30.5 100 1.63E+06 GIS#QTNLITTVT#PEKK 11.5 460 0,2 13.3 469 0 0 Band 4.1‐like protein 3  35454:119021

972.95338 2 timecourse_ATM_ctrl1 972.95113 2.31 41.4 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 377.0 100 3.23E+07 QLEYQQLEDDKLS#QK 137.2 88 0 0 0 0 Band 4.1‐like protein 3  35449:133721

648.97261 3 timecourse_ATM_ctrl1 648.96985 4.25 41.37 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 1956.8 100 1.54E+08 QLEYQQLEDDKLS#QK 78.7 88 0 0 0 0 Band 4.1‐like protein 3  35448:131520

648.97164 3 combeffx_ATM_PI3Ki 648.96985 2.76 41.14 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 1020.4 100 1.09E+08 QLEYQQLEDDKLS#QK 69.4 88 0 0 0 0 Band 4.1‐like protein 3  35298:54482

972.95519 2 timecourse_ATM_ctrl1 972.95113 4.17 40.97 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 397.3 100 3.16E+07 QLEYQQLEDDKLS#QK 109.3 88 0 0 0 0 Band 4.1‐like protein 3  35448:131510

972.95476 2 timecourse_ATM_ctrl2 972.95113 3.73 40.46 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 252.6 100 1.43E+07 QLEYQQLEDDKLS#QK 133.3 88 0 0 0 0 Band 4.1‐like protein 3  35447:119346

905.47494 2 timecourse_ATM_combo_4hr 905.47152 3.78 40.19 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 91.6 100 5.52E+06 GISQT#NLITTVTPEKK 30.8 462 0 0 0 0 Band 4.1‐like protein 3  35453:119175

691.67134 3 timecourse_ATM_combo_1hr 691.66817 4.58 39.78 EPB41L3  E41L3_HUMAN 3 A.KQLEYQQLEDDKLS#QK.S 18.8 100 8.82E+05 KQLEYQQLEDDKLS#QK 100.1 88 0 0 0 0 Band 4.1‐like protein 3  35457:143310

945.45756 2 timecourse_ATM_ctrl1 945.45468 3.05 39.34 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 18.6 100 1.44E+06 GIS#QTNLITTVT#PEKK 43.3 460 38.7 469 0 0 Band 4.1‐like protein 3  35449:128798

972.95633 2 timecourse_ATM_combo_4hr 972.95113 5.34 39.19 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 588.6 100 9.10E+07 QLEYQQLEDDKLS#QK 88.6 88 0 0 0 0 Band 4.1‐like protein 3  35452:127718

706.33071 2 timecourse_ATM_combo_4hr 706.32686 5.45 38.87 EPB41L3  E41L3_HUMAN 3 Y.QQLEDDKLS#QK.S 13.9 100 2.38E+05 QQLEDDKLS#QK 1000 88 0 0 0 0 Band 4.1‐like protein 3  35453:78274

972.95475 2 timecourse_ATM_ctrl2 972.95113 3.72 38.87 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 218.5 100 1.30E+07 QLEYQQLEDDKLS#QK 110.7 88 0 0 0 0 Band 4.1‐like protein 3  35446:117249

648.97231 3 timecourse_ATM_ctrl2 648.96985 3.79 38.56 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 1393.8 100 8.10E+07 QLEYQQLEDDKLS#QK 89 88 0 0 0 0 Band 4.1‐like protein 3  35447:119356

648.97319 3 timecourse_ATM_combo_1hr 648.96985 5.15 38.51 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 3583.4 100 5.10E+08 QLEYQQLEDDKLS#QK 61.1 88 0 0 0 0 Band 4.1‐like protein 3  35456:133389

648.97232 3 timecourse_ATM_combo_1hr 648.96985 3.81 37.9 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 1296.8 86 2.04E+07 QLEYQQLEDDKLS#QK 78.2 88 0 0 0 0 Band 4.1‐like protein 3  35456:133369

972.95399 2 timecourse_ATM_combo_8hr 972.95113 2.94 37.44 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 637.2 100 1.09E+08 QLEYQQLEDDKLS#QK 126.3 88 0 0 0 0 Band 4.1‐like protein 3  35451:132032

648.97228 3 timecourse_ATM_combo_2hr 648.96985 3.74 37.36 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 4119.2 100 4.03E+08 QLEYQQLEDDKLS#QK 68.8 88 0 0 0 0 Band 4.1‐like protein 3  35454:123685

648.97202 3 timecourse_ATM_combo_2hr 648.96985 3.34 37.34 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 4317.6 100 3.13E+08 QLEYQQLEDDKLS#QK 86.3 88 0 0 0 0 Band 4.1‐like protein 3  35455:123900

945.45849 2 timecourse_ATM_combo_8hr 945.45468 4.04 36.93 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 15.6 100 1.48E+06 GISQT#NLITTVT#PEKK 0 462 ‐2,0 13.3 469 0 0 Band 4.1‐like protein 3  35451:127187

603.98543 3 combeffx_ATM_PI3Ki 603.98344 3.29 36.93 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 20.1 94 2.40E+06 GIS#QTNLITTVTPEKK 49.6 460 0 0 0 0 Band 4.1‐like protein 3  35299:47558

603.98686 3 timecourse_ATM_combo_1hr 603.98344 5.66 36.9 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 67.7 100 4.10E+06 GIS#QTNLITTVTPEKK 42.7 460 0 0 0 0 Band 4.1‐like protein 3  35456:121941

648.9719 3 timecourse_ATM_combo_8hr 648.96985 3.16 36.82 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 2623.0 100 4.45E+08 QLEYQQLEDDKLS#QK 89 88 0 0 0 0 Band 4.1‐like protein 3  35451:132042

603.98514 3 combeffx_ATM_ctrl 603.98344 2.81 36.68 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 13.3 94 1.61E+06 GIS#QTNLITTVTPEKK 19.5 460 0 0 0 0 Band 4.1‐like protein 3  35294:54049

648.97217 3 timecourse_ATM_ctrl2 648.96985 3.57 35.83 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 1384.9 100 7.85E+07 QLEYQQLEDDKLS#QK 80.8 88 0 0 0 0 Band 4.1‐like protein 3  35446:117239

648.97223 3 timecourse_ATM_combo_4hr 648.96985 3.67 35.56 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 146.2 86 1.70E+06 QLEYQQLEDDKLS#QK 72.1 88 0 0 0 0 Band 4.1‐like protein 3  35452:127698

691.67232 3 timecourse_ATM_combo_1hr 691.66817 6 35.23 EPB41L3  E41L3_HUMAN 3 A.KQLEYQQLEDDKLS#QK.S 20.7 100 8.89E+05 KQLEYQQLEDDKLS#QK 117.1 88 0 0 0 0 Band 4.1‐like protein 3  35456:143009

972.95333 2 timecourse_ATM_combo_4hr 972.95113 2.26 35.21 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 772.1 100 1.07E+08 QLEYQQLEDDKLS#QK 120.8 88 0 0 0 0 Band 4.1‐like protein 3  35453:130105

972.95437 2 timecourse_ATM_combo_2hr 972.95113 3.34 35.03 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 822.6 100 8.61E+07 QLEYQQLEDDKLS#QK 120.8 88 0 0 0 0 Band 4.1‐like protein 3  35454:123675

972.95375 2 timecourse_ATM_combo_8hr 972.95113 2.69 34.14 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 467.5 100 8.24E+07 QLEYQQLEDDKLS#QK 96.2 88 0 0 0 0 Band 4.1‐like protein 3  35450:130553

972.95577 2 timecourse_ATM_combo_8hr 972.95113 4.77 33.95 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 629.8 100 1.09E+08 QLEYQQLEDDKLS#QK 69.7 88 0 0 0 0 Band 4.1‐like protein 3  35451:132052

648.97267 3 timecourse_ATM_combo_4hr 648.96985 4.35 33.93 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 3273.1 100 4.69E+08 QLEYQQLEDDKLS#QK 78.7 88 0 0 0 0 Band 4.1‐like protein 3  35453:130135

706.3301 2 timecourse_ATM_combo_1hr 706.32686 4.59 33.22 EPB41L3  E41L3_HUMAN 3 Y.QQLEDDKLS#QK.S 15.8 100 3.22E+05 QQLEDDKLS#QK 1000 88 0 0 0 0 Band 4.1‐like protein 3  35457:79606

648.97222 3 timecourse_ATM_combo_1hr 648.96985 3.65 33.16 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 3649.1 100 6.00E+08 QLEYQQLEDDKLS#QK 59.4 88 0 0 0 0 Band 4.1‐like protein 3  35457:133568

648.97294 3 timecourse_ATM_combo_4hr 648.96985 4.76 33.07 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 2768.4 100 4.53E+08 QLEYQQLEDDKLS#QK 70.2 88 0 0 0 0 Band 4.1‐like protein 3  35452:127708

648.9735 3 timecourse_ATM_combo_2hr 648.96985 5.62 32.75 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 18.1 100 6.40E+05 QLEYQQLEDDKLS#QK 79.9 88 0 0 0 0 Band 4.1‐like protein 3  35454:123725

945.45767 2 timecourse_ATM_combo_4hr 945.45468 3.16 32.08 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 30.3 100 2.58E+06 GIS#QTNLITTVT#PEKK 24.2 460 24.8 469 0 0 Band 4.1‐like protein 3  35453:125321

603.9858 3 timecourse_ATM_ctrl1 603.98344 3.91 31.99 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 64.4 100 3.78E+06 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35449:122432

603.98498 3 combeffx_ATM_PI3Ki 603.98344 2.55 31.76 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 16.0 94 2.68E+06 GIS#QTNLITTVTPEKK 24.8 460 0 0 0 0 Band 4.1‐like protein 3  35298:49787

972.95619 2 timecourse_ATM_combo_2hr 972.95113 5.2 31.15 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 852.0 100 9.22E+07 QLEYQQLEDDKLS#QK 102.3 88 0 0 0 0 Band 4.1‐like protein 3  35454:123695

648.97173 3 timecourse_ATM_combo_8hr 648.96985 2.9 30.72 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 2034.3 100 4.34E+08 QLEYQQLEDDKLS#QK 65.3 88 0 0 0 0 Band 4.1‐like protein 3  35450:130563

905.4743 2 combeffx_ATM_ctrl 905.47152 3.07 30.49 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 8.4 100 1.12E+06 GIS#QTNLITTVTPEKK 0 460 0,2 0 0 0 0 Band 4.1‐like protein 3  35294:54059

648.97176 3 combeffx_ATM_ctrl 648.96985 2.96 30.47 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 246.0 100 2.64E+07 QLEYQQLEDDKLS#QK 40 88 0 0 0 0 Band 4.1‐like protein 3  35294:59137

945.45862 2 timecourse_ATM_combo_8hr 945.45468 4.17 30.17 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 13.6 100 1.19E+06 GIS#QTNLITTVT#PEKK 21.8 460 22 469 0 0 Band 4.1‐like protein 3  35450:125688

648.97346 3 timecourse_ATM_combo_4hr 648.96985 5.56 29.85 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 13.1 100 7.10E+05 QLEYQQLEDDKLS#QK 59.5 88 0 0 0 0 Band 4.1‐like protein 3  35452:127738

706.33058 2 timecourse_ATM_combo_2hr 706.32686 5.27 29.79 EPB41L3  E41L3_HUMAN 3 Y.QQLEDDKLS#QK.S 18.3 100 2.55E+05 QQLEDDKLS#QK 1000 88 0 0 0 0 Band 4.1‐like protein 3  35455:74017

648.97151 3 timecourse_ATM_ctrl1 648.96985 2.56 29.46 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 2018.0 100 1.62E+08 QLEYQQLEDDKLS#QK 68 88 0 0 0 0 Band 4.1‐like protein 3  35449:133731

603.98576 3 timecourse_ATM_combo_4hr 603.98344 3.84 29.33 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 75.1 100 4.57E+06 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35453:119185

648.97303 3 timecourse_ATM_combo_8hr 648.96985 4.9 29.31 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 2613.3 100 4.45E+08 QLEYQQLEDDKLS#QK 68 88 0 0 0 0 Band 4.1‐like protein 3  35451:132062

648.97269 3 timecourse_ATM_combo_8hr 648.96985 4.38 28.74 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 2119.7 100 4.44E+08 QLEYQQLEDDKLS#QK 68 88 0 0 0 0 Band 4.1‐like protein 3  35450:130573

648.97266 3 timecourse_ATM_combo_2hr 648.96985 4.33 28.4 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 4545.3 100 3.14E+08 QLEYQQLEDDKLS#QK 42.6 88 0 0 0 0 Band 4.1‐like protein 3  35455:123910

603.98642 3 timecourse_ATM_combo_2hr 603.98344 4.93 27.99 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 70.4 100 3.01E+06 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35454:113148

648.97154 3 combeffx_ATM_ctrl 648.96985 2.6 27.96 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 235.1 100 2.26E+07 QLEYQQLEDDKLS#QK 54.6 88 0 0 0 0 Band 4.1‐like protein 3  35295:56812

648.97214 3 timecourse_ATM_combo_1hr 648.96985 3.53 27.89 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 3619.9 100 5.97E+08 QLEYQQLEDDKLS#QK 88.8 88 0 0 0 0 Band 4.1‐like protein 3  35457:133558

648.97306 3 timecourse_ATM_combo_4hr 648.96985 4.95 27.59 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 12.8 100 6.61E+05 QLEYQQLEDDKLS#QK 68 88 0 0 0 0 Band 4.1‐like protein 3  35453:130155

630.64119 3 timecourse_ATM_combo_4hr 630.63888 3.66 26.03 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVT#PEKK.A 29.1 100 2.78E+06 GIS#QTNLITTVT#PEKK 28.3 460 9.6 469 ‐2,0 0 0 Band 4.1‐like protein 3  35452:122914

648.97151 3 timecourse_ATM_combo_4hr 648.96985 2.56 25.97 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 3445.0 100 4.68E+08 QLEYQQLEDDKLS#QK 68 88 0 0 0 0 Band 4.1‐like protein 3  35453:130115

648.97273 3 timecourse_ATM_combo_2hr 648.96985 4.44 25.95 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 19.0 100 5.77E+05 QLEYQQLEDDKLS#QK 72.1 88 0 0 0 0 Band 4.1‐like protein 3  35455:123920

648.97371 3 timecourse_ATM_combo_1hr 648.96985 5.95 25.3 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 21.5 100 9.43E+05 QLEYQQLEDDKLS#QK 58 88 0 0 0 0 Band 4.1‐like protein 3  35456:133409

603.98556 3 timecourse_ATM_combo_8hr 603.98344 3.51 25.29 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 36.8 100 2.92E+06 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35451:120832

603.98656 3 combeffx_ATM_comboi 603.98344 5.17 25.04 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 9.9 94 2.41E+06 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35300:55177

905.47598 2 timecourse_ATM_combo_2hr 905.47152 4.93 24.23 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 86.1 100 3.46E+06 GIS#QTNLITTVTPEKK 33.7 460 0 0 0 0 Band 4.1‐like protein 3  35455:113120

905.47594 2 timecourse_ATM_combo_2hr 905.47152 4.88 24.02 EPB41L3  E41L3_HUMAN 6 T.KGIS#QTNLITTVTPEK.K 3.2 100 1.70E+05 KGIS#QTNLITTVTPEK 15.5 460 0 0 0 0 Band 4.1‐like protein 3  35454:113138

603.98541 3 combeffx_ATM_ctrl 603.98344 3.26 23.49 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 14.8 94 1.76E+06 GIS#QTNLITTVTPEKK 35.9 460 0 0 0 0 Band 4.1‐like protein 3  35295:51951

648.97328 3 timecourse_ATM_combo_2hr 648.96985 5.29 23.48 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 4481.7 100 3.77E+08 QLEYQQLEDDKLS#QK 56.9 88 0 0 0 0 Band 4.1‐like protein 3  35454:123705

603.98637 3 timecourse_ATM_ctrl1 603.98344 4.85 20.69 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 60.7 100 3.52E+06 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35448:120411

648.97265 3 timecourse_ATM_combo_1hr 648.96985 4.31 20.6 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 19.0 100 1.06E+06 QLEYQQLEDDKLS#QK 76.8 88 0 0 0 0 Band 4.1‐like protein 3  35457:133578

603.98665 3 timecourse_ATM_ctrl2 603.98344 5.31 20.49 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 63.1 100 3.32E+06 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35446:106317

648.97281 3 timecourse_ATM_ctrl1 648.96985 4.56 20.47 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 5.2 100 2.49E+05 QLEYQQLEDDKLS#QK 50.8 88 0 0 0 0 Band 4.1‐like protein 3  35449:133741

972.95514 2 timecourse_ATM_combo_4hr 972.95113 4.12 19.39 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QK.S 747.6 100 1.07E+08 QLEYQQLEDDKLS#QK 53.7 88 0 0 0 0 Band 4.1‐like protein 3  35453:130125

603.98574 3 combeffx_ATM_comboi 603.98344 3.81 18.45 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 9.1 100 2.36E+06 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35301:50432

603.9863 3 timecourse_ATM_combo_2hr 603.98344 4.74 18.34 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 64.2 100 2.85E+06 GIS#QTNLITTVTPEKK 19.5 460 0 0 0 0 Band 4.1‐like protein 3  35455:113110

630.64064 3 timecourse_ATM_combo_2hr 630.63888 2.79 18.32 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLIT#TVTPEKK.A 34.3 100 1.72E+06 GIS#QTNLITTVT#PEKK 19.8 460 3.5 469 ‐3,0 0 0 Band 4.1‐like protein 3  35454:119011

603.98583 3 timecourse_ATM_combo_8hr 603.98344 3.96 17.8 EPB41L3  E41L3_HUMAN 6 K.GISQT#NLITTVTPEKK.A 39.5 100 3.27E+06 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35450:119600

834.37001 3 timecourse_ATM_combo_1hr 834.36631 4.43 17.63 EPB41L3  E41L3_HUMAN 3 K.QLEYQQLEDDKLS#QKS#SSSK.L 5.3 100 4.67E+05 QLEYQQLEDDKLSQKSS#S#SK 0 92 ‐4,0 5.1 93 ‐5,1 0 0 Band 4.1‐like protein 3  35457:163075

603.98547 3 combeffx_ATM_MEKi 603.98344 3.36 16.81 EPB41L3  E41L3_HUMAN 6 K.GIS#QTNLITTVTPEKK.A 15.1 94 7.43E+05 GIS#QTNLITTVTPEKK 33.5 460 0 0 0 0 Band 4.1‐like protein 3  35296:44027

915.75573 3 timecourse_ATM_combo_4hr 915.74626 10.34 16 EPB41L3  E41L3_HUMAN 8 R.KPT#EFIGGVTSTSQSWVQKM*ET#K.T 11.1 78 5.44E+05 KPTEFIGGVTSTS#QSWVQKM*ET#K 4.1 819 ‐10,0 3 828 ‐19,0 0 0 Band 4.1‐like protein 3  35452:165650

926.43155 3 timecourse_ATM_combo_4hr 926.42597 6.02 57.52 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 21.8 100 1.20E+06 AQLEPLQQHLQDS#QQEISSMQMK 28.9 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35452:166440

926.43126 3 timecourse_ATM_ctrl2 926.42597 5.71 53.23 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 16.2 100 6.58E+05 AQLEPLQQHLQDS#QQEISSMQMK 47.9 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35447:158063

926.43118 3 timecourse_ATM_combo_8hr 926.42597 5.62 49.17 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 45.6 100 3.45E+06 AQLEPLQQHLQDS#QQEISSMQMK 34.6 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35451:173650

926.43024 3 timecourse_ATM_ctrl1 926.42597 4.61 48.68 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 18.0 100 1.11E+06 AQLEPLQQHLQDS#QQEISSMQMK 53.7 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35449:171289

926.43123 3 timecourse_ATM_combo_8hr 926.42597 5.68 45.72 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 36.3 100 3.06E+06 AQLEPLQQHLQDS#QQEISSMQMK 38.9 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35450:171300

926.43127 3 timecourse_ATM_ctrl1 926.42597 5.72 43.09 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 17.3 100 1.19E+06 AQLEPLQQHLQDS#QQEISSMQMK 20.3 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35448:168480

926.43071 3 timecourse_ATM_combo_4hr 926.42597 5.12 40.32 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 26.3 100 1.34E+06 AQLEPLQQHLQDS#QQEISSMQMK 33.4 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35453:169441

926.4305 3 combeffx_ATM_comboi 926.42597 4.89 39.2 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 11.7 100 1.49E+06 AQLEPLQQHLQDS#QQEISSMQMK 35.3 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35300:79531

926.43071 3 timecourse_ATM_combo_2hr 926.42597 5.12 38.28 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 21.9 100 8.46E+05 AQLEPLQQHLQDS#QQEISSMQMK 32.1 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35454:160121

926.43078 3 timecourse_ATM_combo_2hr 926.42597 5.19 36.71 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 23.7 100 8.49E+05 AQLEPLQQHLQDS#QQEISSMQMK 29.2 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35455:161151

926.43042 3 timecourse_ATM_combo_1hr 926.42597 4.8 36.31 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 20.7 100 1.23E+06 AQLEPLQQHLQDS#QQEISSMQMK 24.7 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35457:171715

926.43195 3 timecourse_ATM_ctrl2 926.42597 6.45 35.13 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 17.0 100 7.18E+05 AQLEPLQQHLQDS#QQEISSMQMK 70.9 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35446:155072

926.43141 3 timecourse_ATM_combo_1hr 926.42597 5.87 31.36 EPS15  EPS15_HUMAN 1 K.AQLEPLQQHLQDS#QQEISSMQMK.L 20.6 100 1.32E+06 AQLEPLQQHLQDS#QQEISSMQMK 25.7 485 0 0 0 0 Epidermal growth factor receptor substrate 15  35456:171587

1114.85877 3 timecourse_ATM_combo_4hr 1114.85000 7.87 64.69 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFKSDPFK.G 17.3 100 1.39E+06 ALLFSNNT#QELHPDPFQTEDPFKSDPFK 23.6 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35452:175310

1114.85987 3 timecourse_ATM_combo_8hr 1114.85000 8.85 52.1 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFKSDPFK.G 24.2 100 2.64E+06 ALLFSNNT#QELHPDPFQTEDPFKSDPFK 39.8 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35450:180130

923.43152 3 timecourse_ATM_combo_8hr 923.42497 7.09 48.62 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFK.S 103.3 100 6.84E+06 ALLFSNNT#QELHPDPFQTEDPFK 34 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35450:171000

1114.85894 3 timecourse_ATM_combo_4hr 1114.85000 8.02 41.28 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFKSDPFK.G 17.0 100 1.83E+06 ALLFSNNT#QELHPDPFQTEDPFKSDPFK 6.8 612 ‐3,0 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35453:178611

1242.58293 4 timecourse_ATM_combo_1hr 1242.57371 7.42 39.85 EPS15L1  EP15R_HUMAN 3 K.KPAPPRPKPPS#GKS#T#PVSQLGSADFPEAPDPFQPLGADSGDPFQSK.K 8.3 100 6.71E+05 KPAPPRPKPPS#GKS#TPVSQLGS#ADFPEAPDPFQPL 4.9 793 0,7 5.1 796 0,4 3.6 804 ‐7,0 Epidermal growth factor receptor substrate 15‐like 1  35456:186266

923.43105 3 timecourse_ATM_combo_2hr 923.42497 6.59 39.65 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFK.S 12.8 100 6.24E+05 ALLFSNNT#QELHPDPFQTEDPFK 34 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35455:160871

923.43156 3 timecourse_ATM_ctrl1 923.42497 7.14 39.64 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFK.S 10.4 100 4.53E+05 ALLFSNNT#QELHPDPFQTEDPFK 31.3 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35448:168230

923.4318 3 timecourse_ATM_combo_4hr 923.42497 7.4 39.46 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFK.S 35.7 100 2.11E+06 ALLFSNNT#QELHPDPFQTEDPFK 44.2 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35453:169161

1114.85763 3 timecourse_ATM_combo_2hr 1114.85000 6.84 38.02 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFKSDPFK.G 7.6 100 4.04E+05 ALLFSNNT#QELHPDPFQTEDPFKSDPFK 34.5 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35455:169701

923.43072 3 timecourse_ATM_combo_2hr 923.42497 6.23 36.51 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFK.S 15.0 100 5.72E+05 ALLFSNNT#QELHPDPFQTEDPFK 24.8 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35454:159851

1242.5818 4 timecourse_ATM_combo_4hr 1242.57371 6.51 34.56 EPS15L1  EP15R_HUMAN 3 K.KPAPPRPKPPSGKST#PVS#QLGS#ADFPEAPDPFQPLGADSGDPFQSK.K 9.8 100 9.50E+05 KPAPPRPKPPSGKST#PVS#QLGS#ADFPEAPDPFQPL 7.8 797 ‐4,0 2.8 800 ‐7,0 5.5 804 ‐11,0 Epidermal growth factor receptor substrate 15‐like 1  35453:185171

923.43185 3 timecourse_ATM_combo_4hr 923.42497 7.45 33.19 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFK.S 35.4 100 2.16E+06 ALLFSNNT#QELHPDPFQTEDPFK 31.3 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35452:166170

923.43221 3 timecourse_ATM_combo_8hr 923.42497 7.84 31.69 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFK.S 98.5 100 7.79E+06 ALLFSNNT#QELHPDPFQTEDPFK 50.1 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35451:173350

1114.85911 3 timecourse_ATM_combo_8hr 1114.85000 8.17 31.29 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFKSDPFK.G 24.9 100 3.25E+06 ALLFSNNT#QELHPDPFQTEDPFKSDPFK 13.3 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35451:182970

836.39478 4 timecourse_ATM_combo_1hr 836.38932 6.54 30.26 EPS15L1  EP15R_HUMAN 7 K.ALLFS#NNTQELHPDPFQTEDPFKSDPFK.G 10.1 100 7.31E+05 ALLFSNNT#QELHPDPFQTEDPFKSDPFK 13.2 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35457:181035

836.39636 4 timecourse_ATM_combo_8hr 836.38932 8.42 24.78 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFKSDPFK.G 61.5 100 4.48E+06 ALLFSNNT#QELHPDPFQTEDPFKSDPFK 17.1 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35450:180120

1242.5799 4 timecourse_ATM_ctrl1 1242.57371 4.98 24.16 EPS15L1  EP15R_HUMAN 3 K.KPAPPRPKPPSGKST#PVS#QLGS#ADFPEAPDPFQPLGADSGDPFQSK.K 3.8 100 4.46E+05 KPAPPRPKPPSGKST#PVS#QLGS#ADFPEAPDPFQPL 7.8 797 ‐4,0 7.9 800 ‐7,0 10 804 ‐11,0 Epidermal growth factor receptor substrate 15‐like 1  35449:185429

1242.58221 4 timecourse_ATM_combo_4hr 1242.57371 6.84 22.24 EPS15L1  EP15R_HUMAN 3 K.KPAPPRPKPPS#GKS#T#PVSQLGSADFPEAPDPFQPLGADSGDPFQSK.K 8.1 100 6.76E+05 KPAPPRPKPPSGKST#PVS#QLGS#ADFPEAPDPFQPL 4 797 ‐4,0 4.2 800 ‐7,0 5.1 804 ‐11,0 Epidermal growth factor receptor substrate 15‐like 1  35452:181560

836.3959 4 timecourse_ATM_combo_2hr 836.38932 7.87 21.3 EPS15L1  EP15R_HUMAN 7 K.ALLFSNNT#QELHPDPFQTEDPFKSDPFK.G 13.7 100 6.80E+05 ALLFSNNT#QELHPDPFQTEDPFKSDPFK 19 612 0 0 0 0 Epidermal growth factor receptor substrate 15‐like 1  35454:168311

994.2672 5 timecourse_ATM_combo_1hr 994.26042 6.82 21.02 EPS15L1  EP15R_HUMAN 3 K.KPAPPRPKPPSGKST#PVS#QLGS#ADFPEAPDPFQPLGADSGDPFQSK.K 9.0 100 7.60E+05 KPAPPRPKPPSGKS#T#PVSQLGS#ADFPEAPDPFQPL 4.5 796 0,4 3.4 797 ‐4,0 2 804 ‐11,0 Epidermal growth factor receptor substrate 15‐like 1  35456:186256

994.26654 5 timecourse_ATM_combo_2hr 994.26042 6.16 18.38 EPS15L1  EP15R_HUMAN 3 K.KPAPPRPKPPS#GKS#T#PVSQLGSADFPEAPDPFQPLGADSGDPFQSK.K 8.1 100 4.03E+05 KPAPPRPKPPS#GKS#T#PVSQLGSADFPEAPDPFQPL 8.8 793 0,11 12.7 796 0,8 9.1 797 0,7 Epidermal growth factor receptor substrate 15‐like 1  35454:173851

994.26639 5 timecourse_ATM_combo_8hr 994.26042 6 18 EPS15L1  EP15R_HUMAN 3 K.KPAPPRPKPPSGKST#PVS#QLGS#ADFPEAPDPFQPLGADSGDPFQSK.K 8.9 100 7.06E+05 KPAPPRPKPPSGKS#T#PVS#QLGSADFPEAPDPFQPL 0.2 796 ‐3,0 6.4 797 0,7 3.1 800 0,4 Epidermal growth factor receptor substrate 15‐like 1  35450:185980

607.94682 3 combeffx_ATM_PI3Ki 607.94487 3.21 88.11 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 181.5 100 1.13E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:47998

607.94673 3 combeffx_ATM_MEKi 607.94487 3.06 83.69 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 38.5 100 2.30E+06 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35296:44347

911.41762 2 timecourse_ATM_ctrl2 911.41366 4.34 79.99 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 13.5 100 5.80E+05 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:109446

989.46828 2 combeffx_ATM_PI3Ki 989.46422 4.1 79.82 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 15.2 100 1.41E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:52707

989.46844 2 timecourse_ATM_ctrl1 989.46422 4.26 79.57 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 80.8 100 3.72E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:134060

607.94661 3 timecourse_ATM_combo_2hr 607.94487 2.86 77.02 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 309.2 100 1.29E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:114000

847.3701 2 timecourse_ATM_combo_4hr 847.36619 4.61 72.22 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 36.2 100 2.05E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:108882

989.46986 2 combeffx_ATM_comboi 989.46422 5.7 72 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 22.2 100 3.81E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:61401

911.41664 2 timecourse_ATM_combo_8hr 911.41366 3.27 70.34 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 33.5 100 2.39E+06 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:121752

607.94657 3 timecourse_ATM_combo_1hr 607.94487 2.8 69.93 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 547.6 100 3.49E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:122693

607.94761 3 combeffx_ATM_comboi 607.94487 4.51 69.56 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 171.2 100 2.56E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:55637

989.46779 2 timecourse_ATM_combo_8hr 989.46422 3.61 69.49 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 80.6 100 4.84E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:133103

911.4172 2 timecourse_ATM_ctrl2 911.41366 3.88 69.28 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 16.4 100 6.31E+05 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35446:107337

989.46765 2 timecourse_ATM_combo_8hr 989.46422 3.47 68.88 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 56.0 100 4.89E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:134611

847.37093 2 timecourse_ATM_combo_1hr 847.36619 5.59 68.49 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 42.2 100 2.83E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:111487

989.46726 2 timecourse_ATM_combo_2hr 989.46422 3.07 68.44 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 120.5 100 3.63E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:126420

911.41553 2 timecourse_ATM_combo_1hr 911.41366 2.05 67.3 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 49.0 100 2.83E+06 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:122683

911.41484 2 timecourse_ATM_combo_8hr 911.41366 1.29 66.52 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 23.7 100 1.89E+06 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:120530

607.94741 3 timecourse_ATM_combo_1hr 607.94487 4.18 65.91 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 524.0 100 3.56E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:122911

911.4167 2 timecourse_ATM_combo_1hr 911.41366 3.34 65.63 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 38.0 100 2.70E+06 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:122901

607.94726 3 timecourse_ATM_combo_8hr 607.94487 3.93 64.45 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 337.1 100 2.69E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:121762

989.46778 2 combeffx_ATM_PI3Ki 989.46422 3.6 64.01 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 13.1 100 1.54E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:55602

911.4159 2 timecourse_ATM_ctrl1 911.41366 2.46 63.66 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 19.2 100 9.07E+05 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:123422

847.36967 2 timecourse_ATM_combo_1hr 847.36619 4.11 63.1 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 47.9 100 2.66E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:111195

847.36967 2 timecourse_ATM_combo_1hr 847.36619 4.11 63.1 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 49.8 100 2.66E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:111185

847.36994 2 timecourse_ATM_combo_8hr 847.36619 4.43 62.82 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 29.4 100 2.49E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:109297

911.41806 2 timecourse_ATM_ctrl1 911.41366 4.83 62.52 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 19.3 100 9.03E+05 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:121321

989.46861 2 timecourse_ATM_combo_2hr 989.46422 4.44 62.31 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 118.5 100 3.78E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:126165

989.46722 2 timecourse_ATM_combo_4hr 989.46422 3.03 62.3 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 61.2 100 4.69E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:132635

989.46736 2 timecourse_ATM_ctrl1 989.46422 3.17 61.86 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 83.1 100 3.26E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:136221

989.46865 2 timecourse_ATM_ctrl2 989.46422 4.48 61.5 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 61.0 100 2.14E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35446:119869

847.37006 2 timecourse_ATM_combo_8hr 847.36619 4.57 60.97 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 31.7 100 2.86E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:110235

659.98047 3 combeffx_ATM_PI3Ki 659.97857 2.88 60.43 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 330.2 100 5.03E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:55582

607.94664 3 timecourse_ATM_combo_4hr 607.94487 2.91 60.42 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 381.7 100 2.30E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:120095

607.94731 3 combeffx_ATM_MEKi 607.94487 4.01 60.3 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 40.2 100 1.68E+06 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35297:40715

989.4682 2 timecourse_ATM_ctrl2 989.46422 4.02 59.15 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 80.7 100 2.47E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:122206

847.36993 2 timecourse_ATM_combo_2hr 847.36619 4.41 58.82 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 32.6 100 1.17E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:103149

607.94714 3 timecourse_ATM_combo_8hr 607.94487 3.73 58.7 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 278.8 100 2.66E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:120540

847.37085 2 timecourse_ATM_ctrl1 847.36619 5.5 58.69 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 20.4 100 1.16E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:110158

911.41611 2 timecourse_ATM_combo_4hr 911.41366 2.69 58.39 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 31.8 100 1.80E+06 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:120085

989.46738 2 timecourse_ATM_combo_4hr 989.46422 3.19 58.2 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 101.0 100 4.53E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:130128

989.46641 2 timecourse_ATM_combo_1hr 989.46422 2.21 57.15 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 126.4 100 9.05E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:136328

607.9473 3 timecourse_ATM_combo_2hr 607.94487 4 56.96 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 325.0 100 1.43E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:113978

659.98083 3 combeffx_ATM_ctrl 659.97857 3.42 56.83 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 146.6 100 2.25E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35294:60347

659.98098 3 combeffx_ATM_ctrl 659.97857 3.65 56.63 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 168.0 100 2.16E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35295:57948

989.469 2 combeffx_ATM_comboi 989.46422 4.84 56.6 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 23.1 100 2.50E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35301:56138

607.94809 3 timecourse_ATM_ctrl1 607.94487 5.3 56.42 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 282.8 100 1.53E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:121331

847.37107 2 timecourse_ATM_ctrl2 847.36619 5.76 56.34 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 19.7 100 7.90E+05 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:98185

847.36992 2 combeffx_ATM_comboi 847.36619 4.4 55.74 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 17.7 100 2.68E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:49859

847.37067 2 timecourse_ATM_ctrl2 847.36619 5.29 55.2 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 17.7 100 7.87E+05 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35446:96525

659.98139 3 combeffx_ATM_comboi 659.97857 4.27 55.16 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 427.2 100 7.18E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35301:56128

607.9468 3 timecourse_ATM_ctrl1 607.94487 3.17 55.15 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 286.4 100 1.54E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:123432

847.3709 2 timecourse_ATM_ctrl1 847.36619 5.57 54.97 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 20.5 100 1.16E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:110168

989.46797 2 timecourse_ATM_combo_1hr 989.46422 3.79 54.74 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 154.2 100 1.06E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:135879

607.94652 3 combeffx_ATM_ctrl 607.94487 2.71 54.53 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 57.6 100 5.14E+06 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35295:52401

607.94715 3 timecourse_ATM_combo_4hr 607.94487 3.75 53.9 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 354.4 100 2.39E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:117894

613.27823 3 combeffx_ATM_MEKi 613.27651 2.8 53.33 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 70.5 100 4.67E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35296:44907

911.41876 2 timecourse_ATM_combo_1hr 911.41366 5.6 53.26 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 7.2 100 2.62E+05 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:122713

911.41645 2 timecourse_ATM_combo_4hr 911.41366 3.06 52.69 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 30.3 100 1.79E+06 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:117884

847.37052 2 timecourse_ATM_combo_4hr 847.36619 5.11 52.69 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 31.0 100 1.96E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:106891

659.98192 3 combeffx_ATM_comboi 659.97857 5.08 52.36 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 417.2 100 9.87E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:61391

613.27832 3 combeffx_ATM_ctrl 613.27651 2.95 51.74 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 73.8 100 6.85E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35294:55319

911.41582 2 timecourse_ATM_combo_2hr 911.41366 2.37 51.7 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 22.6 100 8.76E+05 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:113990

495.23704 4 combeffx_ATM_ctrl 495.23575 2.6 51.65 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 676.8 100 8.66E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35295:57928

659.98116 3 combeffx_ATM_MEKi 659.97857 3.92 51.5 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 114.2 100 5.39E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35297:44612

665.31262 3 combeffx_ATM_PI3Ki 665.31021 3.62 51.42 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 152.7 100 1.61E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:53127

911.41946 2 timecourse_ATM_combo_8hr 911.41366 6.36 51.33 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 8.3 100 3.46E+05 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:121782



911.41974 2 timecourse_ATM_combo_1hr 911.41366 6.67 51.22 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 8.4 100 2.77E+05 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:122931

607.94777 3 timecourse_ATM_ctrl2 607.94487 4.77 50.8 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 285.3 100 1.28E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35446:107347

665.31253 3 timecourse_ATM_combo_1hr 665.31021 3.49 50.32 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 20.8 100 2.05E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:137089

847.36947 2 timecourse_ATM_ctrl1 847.36619 3.87 49.38 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 18.9 100 1.09E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:111735

495.23685 4 combeffx_ATM_ctrl 495.23575 2.22 48.97 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 510.6 100 8.45E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35294:60327

613.2786 3 combeffx_ATM_ctrl 613.27651 3.41 48.9 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 52.9 100 5.39E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35295:53097

847.3707 2 timecourse_ATM_combo_2hr 847.36619 5.32 48.69 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 35.5 100 1.22E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:103476

495.23836 4 timecourse_ATM_combo_8hr 495.23575 5.27 48.53 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2885.0 100 2.62E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:133153

495.23686 4 combeffx_ATM_MEKi 495.23575 2.24 48.44 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 434.6 100 2.80E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35296:48616

495.2371 4 combeffx_ATM_ctrl 495.23575 2.73 48.36 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 707.6 100 8.68E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35295:57938

659.98085 3 timecourse_ATM_combo_2hr 659.97857 3.47 48.06 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2668.8 100 1.06E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:126430

659.98096 3 combeffx_ATM_PI3Ki 659.97857 3.62 47.53 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 313.2 100 3.97E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:52697

659.98098 3 combeffx_ATM_ctrl 659.97857 3.65 47.11 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 173.9 100 2.16E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35295:57958

495.23788 4 timecourse_ATM_combo_8hr 495.23575 4.3 46.99 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1855.6 94 1.87E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:134641

495.2375 4 combeffx_ATM_comboi 495.23575 3.53 46.96 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1627.4 100 2.54E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35301:56088

659.98135 3 combeffx_ATM_comboi 659.97857 4.21 46.85 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 445.2 100 7.18E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35301:56118

659.98119 3 timecourse_ATM_combo_8hr 659.97857 3.97 46.75 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1683.9 100 1.33E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:133123

659.98195 3 timecourse_ATM_combo_2hr 659.97857 5.14 46.73 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2495.1 100 1.10E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:126185

613.27945 3 timecourse_ATM_combo_2hr 613.27651 4.79 46.55 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 15.5 100 5.95E+05 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:115294

659.98147 3 timecourse_ATM_combo_1hr 659.97857 4.39 46.32 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2508.6 100 2.40E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:135899

659.98026 3 timecourse_ATM_combo_1hr 659.97857 2.56 46.24 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2441.9 100 2.36E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:136348

659.98197 3 timecourse_ATM_combo_1hr 659.97857 5.15 46.01 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1912.8 100 2.40E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:135929

847.37039 2 combeffx_ATM_comboi 847.36619 4.96 45.91 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 14.9 100 1.70E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35301:45563

495.23757 4 combeffx_ATM_comboi 495.23575 3.67 45.85 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1517.6 100 2.54E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35301:56098

607.94834 3 timecourse_ATM_combo_8hr 607.94487 5.71 45.79 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 110.7 100 6.99E+06 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:120550

659.98066 3 combeffx_ATM_PI3Ki 659.97857 3.17 45.78 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 335.0 100 5.03E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:55592

659.98182 3 combeffx_ATM_comboi 659.97857 4.92 45.71 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 428.5 100 9.87E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:61381

659.98067 3 combeffx_ATM_PI3Ki 659.97857 3.18 45.55 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 309.5 100 3.97E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:52687

495.23688 4 combeffx_ATM_PI3Ki 495.23575 2.28 45.22 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1305.2 100 1.96E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:55562

665.31266 3 combeffx_ATM_ctrl 665.31021 3.68 45.11 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 160.9 100 2.59E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35294:60887

613.27816 3 combeffx_ATM_PI3Ki 613.27651 2.69 44.9 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 47.0 100 4.77E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:50997

607.948 3 timecourse_ATM_combo_1hr 607.94487 5.15 44.86 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 130.0 100 6.48E+06 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:122703

495.23802 4 combeffx_ATM_comboi 495.23575 4.58 44.81 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1533.6 100 3.51E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:61351

495.23847 4 timecourse_ATM_combo_8hr 495.23575 5.49 44.75 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2707.0 100 2.04E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:134661

911.41606 2 timecourse_ATM_combo_2hr 911.41366 2.63 44.49 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 22.7 100 9.61E+05 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:113968

665.31372 3 timecourse_ATM_ctrl2 665.31021 5.28 44.48 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 41.3 100 1.77E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:123356

911.41967 2 timecourse_ATM_combo_2hr 911.41366 6.61 44.37 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 6.3 100 1.63E+05 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:113998

495.23756 4 combeffx_ATM_comboi 495.23575 3.65 44.17 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1578.9 100 3.51E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:61341

495.23712 4 combeffx_ATM_PI3Ki 495.23575 2.77 43.71 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1189.8 100 1.54E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:52667

495.23704 4 combeffx_ATM_PI3Ki 495.23575 2.6 43.63 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1453.5 100 1.96E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:55572

607.94675 3 combeffx_ATM_PI3Ki 607.94487 3.11 43.59 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 166.0 100 1.43E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:50227

495.23863 4 timecourse_ATM_ctrl1 495.23575 5.82 42.5 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2616.0 100 1.93E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:134090

659.98066 3 timecourse_ATM_combo_4hr 659.97857 3.17 42.48 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1941.1 100 1.40E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:132655

659.98058 3 timecourse_ATM_combo_1hr 659.97857 3.05 42.4 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1988.5 100 2.35E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:136358

659.98112 3 timecourse_ATM_combo_8hr 659.97857 3.86 42.25 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1686.0 100 1.37E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:134631

665.31401 3 timecourse_ATM_combo_2hr 665.31021 5.71 42.07 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 95.3 100 3.35E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:127385

495.2385 4 timecourse_ATM_combo_2hr 495.23575 5.55 42.03 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3684.6 100 2.02E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:126215

495.23687 4 combeffx_ATM_PI3Ki 495.23575 2.26 41.96 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1324.1 100 1.96E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:55552

495.23865 4 timecourse_ATM_ctrl2 495.23575 5.86 41.91 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2828.8 100 1.40E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35446:119899

659.98104 3 timecourse_ATM_combo_4hr 659.97857 3.74 41.86 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1911.8 100 1.39E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:130158

495.23704 4 combeffx_ATM_PI3Ki 495.23575 2.6 41.57 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1178.3 100 1.54E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:52657

613.27872 3 combeffx_ATM_MEKi 613.27651 3.6 41.55 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 59.6 100 3.54E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35297:41235

847.36949 2 timecourse_ATM_ctrl1 847.36619 3.89 40.92 EPS8  EPS8_HUMAN 3 K.S#QMEEVQDELIHR.L 19.3 100 1.09E+06 S#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:111745

495.23718 4 combeffx_ATM_MEKi 495.23575 2.89 40.85 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 444.0 100 2.11E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35297:44602

659.98084 3 combeffx_ATM_ctrl 659.97857 3.44 40.42 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 152.8 100 2.25E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35294:60357

607.94848 3 timecourse_ATM_ctrl1 607.94487 5.94 40.14 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 71.8 100 3.83E+06 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:121341

613.27841 3 combeffx_ATM_PI3Ki 613.27651 3.1 40.01 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 38.2 100 3.60E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:48598

495.23797 4 timecourse_ATM_combo_8hr 495.23575 4.48 39.93 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3575.8 100 2.62E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:133133

665.31241 3 combeffx_ATM_ctrl 665.31021 3.31 39.8 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 169.5 100 2.48E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35295:58418

659.98144 3 timecourse_ATM_ctrl2 659.97857 4.35 39.76 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1668.5 100 7.06E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:122216

665.31258 3 combeffx_ATM_ctrl 665.31021 3.56 39.75 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 165.6 100 2.48E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35295:58428

665.31401 3 timecourse_ATM_combo_4hr 665.31021 5.71 39.5 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 55.2 100 2.80E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:131358

495.23819 4 timecourse_ATM_combo_4hr 495.23575 4.95 39.45 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3252.7 100 2.76E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:130188

659.98138 3 timecourse_ATM_combo_2hr 659.97857 4.26 39.04 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2100.8 100 1.06E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:126470

499.23587 4 combeffx_ATM_MEKi 499.23448 2.78 38.89 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 782.0 100 4.85E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35297:45022

495.23683 4 combeffx_ATM_MEKi 495.23575 2.18 38.1 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 427.1 100 2.80E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35296:48606

659.98082 3 timecourse_ATM_ctrl1 659.97857 3.41 37.98 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1767.0 100 9.99E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:136231

495.23728 4 combeffx_ATM_PI3Ki 495.23575 3.09 37.72 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1304.3 100 1.54E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:52677

495.23767 4 timecourse_ATM_ctrl1 495.23575 3.88 37.71 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3817.0 100 1.98E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:136251

665.31268 3 combeffx_ATM_PI3Ki 665.31021 3.71 37.7 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 138.6 100 1.77E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:56172

495.23794 4 timecourse_ATM_combo_4hr 495.23575 4.42 37.46 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3105.3 100 2.62E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:132685

659.9806 3 combeffx_ATM_MEKi 659.97857 3.08 37.42 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 103.7 100 6.79E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35296:48626

665.31246 3 combeffx_ATM_MEKi 665.31021 3.38 37.41 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 219.3 100 1.48E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35296:49126

665.31435 3 timecourse_ATM_combo_1hr 665.31021 6.22 37.4 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 126.9 100 6.77E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:137099

495.23819 4 timecourse_ATM_combo_1hr 495.23575 4.93 37.28 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 4739.0 100 4.32E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:135909

659.98064 3 combeffx_ATM_MEKi 659.97857 3.14 37.17 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 104.7 100 6.79E+06 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35296:48636

495.23688 4 combeffx_ATM_ctrl 495.23575 2.28 37 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 554.5 100 8.45E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35294:60337

495.23807 4 timecourse_ATM_combo_2hr 495.23575 4.68 36.76 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 4169.5 100 2.00E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:126480

495.23755 4 timecourse_ATM_combo_4hr 495.23575 3.63 36.65 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3960.7 100 2.60E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:132665

659.98162 3 timecourse_ATM_combo_4hr 659.97857 4.62 36.59 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1531.3 100 1.39E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:130178

659.982 3 timecourse_ATM_ctrl1 659.97857 5.2 36.48 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1732.2 100 1.01E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:134070

665.28262 2 timecourse_ATM_combo_1hr 665.27885 5.67 36.44 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQD.E 12.3 100 1.47E+05 RKS#QMEEVQD 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:69758

495.23853 4 timecourse_ATM_combo_1hr 495.23575 5.61 36.4 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3646.8 100 3.38E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:135939

613.27919 3 timecourse_ATM_combo_1hr 613.27651 4.37 36.34 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 27.3 100 1.30E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:124096

495.23783 4 timecourse_ATM_combo_2hr 495.23575 4.22 36.23 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 5289.2 100 1.99E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:126460

607.94846 3 timecourse_ATM_combo_8hr 607.94487 5.91 36.23 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 112.2 100 6.66E+06 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:121772

613.28 3 timecourse_ATM_combo_8hr 613.27651 5.69 35.9 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 9.7 100 5.73E+05 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:123110

659.98126 3 timecourse_ATM_combo_4hr 659.97857 4.09 35.83 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1561.5 100 1.40E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:132675

659.98185 3 timecourse_ATM_combo_8hr 659.97857 4.97 35.45 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1327.4 100 1.33E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:133143

659.98171 3 timecourse_ATM_ctrl2 659.97857 4.76 35.17 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1431.4 100 6.89E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35446:119879

495.23863 4 timecourse_ATM_ctrl2 495.23575 5.82 35.15 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3466.3 100 1.39E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35446:119889

665.31403 3 timecourse_ATM_combo_8hr 665.31021 5.74 34.69 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 38.3 100 2.41E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:134273

613.27945 3 combeffx_ATM_comboi 613.27651 4.79 34.56 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 56.6 100 7.87E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:56367

613.27929 3 timecourse_ATM_combo_2hr 613.27651 4.53 34.36 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 14.8 100 5.37E+05 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:115326

495.23775 4 timecourse_ATM_ctrl1 495.23575 4.04 34.36 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 2949.7 100 1.98E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:136261

911.4181 2 timecourse_ATM_combo_2hr 911.41366 4.88 33.88 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 6.4 100 1.44E+05 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:114010

495.23813 4 combeffx_ATM_comboi 495.23575 4.81 33.32 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1510.6 100 3.50E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:61361

665.31275 3 combeffx_ATM_MEKi 665.31021 3.82 33.08 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 165.1 100 1.01E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35297:45042

665.31272 3 combeffx_ATM_MEKi 665.31021 3.77 33.04 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 165.2 100 1.01E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35297:45032

499.23564 4 timecourse_ATM_combo_8hr 499.23448 2.34 33.03 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 25.8 100 2.61E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:135931

495.23864 4 timecourse_ATM_ctrl1 495.23575 5.84 32.99 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3528.6 100 1.93E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:134100

613.28009 3 timecourse_ATM_combo_1hr 613.27651 5.85 32.66 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 28.9 100 1.48E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:124308

495.23785 4 timecourse_ATM_combo_4hr 495.23575 4.24 32.56 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 4016.9 100 2.76E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:130168

613.27938 3 combeffx_ATM_comboi 613.27651 4.68 32.44 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 53.6 100 5.84E+06 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35301:51472

499.23657 4 combeffx_ATM_comboi 499.23448 4.19 32.17 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 683.4 100 1.30E+08 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:62018

665.31342 3 timecourse_ATM_combo_1hr 665.31021 4.82 31.86 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 111.3 100 6.09E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:137578

499.23765 4 timecourse_ATM_combo_1hr 499.23448 6.35 31.52 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 334.9 100 1.67E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:137109

607.94803 3 timecourse_ATM_ctrl2 607.94487 5.2 31.43 EPS8  EPS8_HUMAN 3 R.KS#QMEEVQDELIHR.L 260.9 100 1.24E+07 KS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:109456

665.31263 3 combeffx_ATM_ctrl 665.31021 3.64 31.36 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 160.5 100 2.59E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35294:60877

495.23875 4 timecourse_ATM_combo_2hr 495.23575 6.06 31.21 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 4829.5 100 2.02E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:126225

665.3134 3 timecourse_ATM_combo_2hr 665.31021 4.79 31.08 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 90.1 100 3.10E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:127610

607.94846 3 timecourse_ATM_combo_1hr 607.94487 5.92 30.8 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 124.5 100 6.29E+06 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:122921

613.28013 3 timecourse_ATM_combo_8hr 613.27651 5.9 30.76 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 12.8 100 6.91E+05 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:121848

613.27958 3 timecourse_ATM_combo_4hr 613.27651 5.01 30.45 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 12.8 100 6.81E+05 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:119214

665.31338 3 combeffx_ATM_comboi 665.31021 4.76 30.44 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 153.1 100 2.29E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35301:56712

659.98209 3 timecourse_ATM_combo_8hr 659.97857 5.33 30.16 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1321.2 100 1.37E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:134651

495.23816 4 timecourse_ATM_ctrl2 495.23575 4.87 29.93 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 4004.7 100 1.41E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:122226

495.23876 4 timecourse_ATM_ctrl2 495.23575 6.08 29.92 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3095.2 100 1.41E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:122236

665.31247 3 combeffx_ATM_PI3Ki 665.31021 3.4 29.62 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 151.3 100 1.61E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:53117

665.31345 3 combeffx_ATM_comboi 665.31021 4.87 29.58 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 155.2 100 3.29E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:62058

499.23579 4 combeffx_ATM_MEKi 499.23448 2.62 29.53 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 949.6 100 6.56E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35296:49106

499.23618 4 timecourse_ATM_ctrl2 499.23448 3.41 29.51 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 34.5 100 1.77E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:123346

665.31354 3 timecourse_ATM_combo_4hr 665.31021 5.01 29.44 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 50.2 100 2.56E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:133785

665.31377 3 timecourse_ATM_combo_8hr 665.31021 5.35 29.44 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 40.5 100 2.39E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:135941

495.23744 4 timecourse_ATM_combo_1hr 495.23575 3.41 29.41 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 4027.9 100 4.40E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:136378

499.23577 4 combeffx_ATM_PI3Ki 499.23448 2.58 29.31 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 693.2 100 7.15E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35299:53107

665.31431 3 timecourse_ATM_ctrl1 665.31021 6.16 28.69 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 35.2 100 1.96E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:135220

665.31331 3 timecourse_ATM_combo_2hr 665.31021 4.66 28.68 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 17.3 100 9.94E+05 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:127375

665.31136 3 timecourse_ATM_combo_1hr 665.31021 1.73 28.48 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 22.3 100 2.30E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:137548

659.98106 3 timecourse_ATM_ctrl1 659.97857 3.77 28.38 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1375.7 100 9.99E+07 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:136241

665.31184 3 timecourse_ATM_combo_2hr 665.31021 2.45 28.29 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 23.5 100 1.13E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:127600

499.23605 4 timecourse_ATM_combo_2hr 499.23448 3.14 28.03 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 41.5 100 2.36E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:127365

499.23688 4 timecourse_ATM_combo_2hr 499.23448 4.81 27.87 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 255.6 100 8.72E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:127620

665.31336 3 combeffx_ATM_comboi 665.31021 4.73 27.76 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 158.7 100 3.30E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:62038

499.23553 4 timecourse_ATM_combo_2hr 499.23448 2.1 27.75 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 54.0 100 2.46E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35455:127590

665.31244 3 combeffx_ATM_MEKi 665.31021 3.35 27.6 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 224.2 100 1.48E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35296:49116

911.41932 2 timecourse_ATM_combo_4hr 911.41366 6.21 26.53 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 3.7 94 1.22E+05 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:117914

499.23732 4 timecourse_ATM_combo_4hr 499.23448 5.69 26.41 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 157.6 100 7.66E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:131348

665.31368 3 timecourse_ATM_ctrl1 665.31021 5.22 26.41 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 37.5 100 1.85E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:137491

665.31348 3 combeffx_ATM_comboi 665.31021 4.92 26.28 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 161.0 100 3.30E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:62068

665.31433 3 timecourse_ATM_ctrl2 665.31021 6.19 26.13 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 38.0 100 1.62E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35446:120989

665.31252 3 timecourse_ATM_combo_4hr 665.31021 3.47 26.12 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 14.1 100 1.31E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:133775

607.94824 3 timecourse_ATM_combo_4hr 607.94487 5.54 26.11 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 78.6 100 4.38E+06 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:117904

499.23743 4 timecourse_ATM_combo_8hr 499.23448 5.91 25.75 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 112.0 100 6.04E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35451:135951

607.94833 3 timecourse_ATM_ctrl2 607.94487 5.69 25.49 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIH.R 48.1 100 2.21E+06 RKS#QMEEVQDELIH 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35446:107357

499.23538 4 timecourse_ATM_combo_4hr 499.23448 1.8 25 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 35.2 100 2.67E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:133765

659.98204 3 timecourse_ATM_combo_2hr 659.97857 5.26 24.61 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1933.3 100 1.10E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:126195

495.2382 4 timecourse_ATM_combo_1hr 495.23575 4.95 24.47 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 3002.1 100 1.91E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:135919

499.23734 4 timecourse_ATM_combo_2hr 499.23448 5.73 24.46 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 250.7 100 8.99E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35454:127395

665.31266 3 combeffx_ATM_PI3Ki 665.31021 3.68 23.8 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 136.2 100 1.77E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35298:56162

499.23537 4 timecourse_ATM_ctrl1 499.23448 1.78 23.78 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 47.8 100 2.71E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:137461

499.2356 4 timecourse_ATM_combo_1hr 499.23448 2.24 23.6 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 34.5 100 3.94E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35456:137079

613.27927 3 timecourse_ATM_combo_4hr 613.27651 4.5 23.43 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 12.0 100 5.58E+05 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35453:121421

499.23697 4 timecourse_ATM_combo_1hr 499.23448 4.99 22.59 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 324.8 100 1.69E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35457:137588

495.23769 4 combeffx_ATM_comboi 495.23575 3.92 22.26 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1538.0 100 2.54E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35301:56108

499.23554 4 timecourse_ATM_combo_8hr 499.23448 2.12 21.89 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 27.0 100 2.69E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35450:134263

495.23817 4 combeffx_ATM_comboi 495.23575 4.89 20.6 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1635.0 100 3.51E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:61371

665.31339 3 combeffx_ATM_comboi 665.31021 4.78 20.47 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 160.9 100 3.30E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35300:62048

665.3125 3 combeffx_ATM_ctrl 665.31021 3.44 20.17 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 163.3 100 2.59E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35294:60867

613.2799 3 timecourse_ATM_ctrl2 613.27651 5.53 19.77 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 10.7 100 4.19E+05 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35447:110753

665.3118 3 timecourse_ATM_ctrl1 665.31021 2.39 19.66 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 16.2 94 1.22E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:137471

665.31261 3 combeffx_ATM_ctrl 665.31021 3.61 18.8 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 168.2 100 2.48E+07 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35295:58438

665.31281 3 timecourse_ATM_combo_4hr 665.31021 3.91 18.4 EPS8  EPS8_HUMAN 3 R.RKS#QM*EEVQDELIHR.L 11.6 100 1.11E+06 RKS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35452:131338

613.27984 3 timecourse_ATM_ctrl1 613.27651 5.43 17.72 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 7.3 94 3.71E+05 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:122707

613.27953 3 timecourse_ATM_ctrl1 613.27651 4.92 17.46 EPS8  EPS8_HUMAN 3 R.KS#QM*EEVQDELIHR.L 7.8 94 3.64E+05 KS#QM*EEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35449:124768

659.98226 3 timecourse_ATM_ctrl1 659.97857 5.59 14.86 EPS8  EPS8_HUMAN 3 R.RKS#QMEEVQDELIHR.L 1282.5 100 1.01E+08 RKS#QMEEVQDELIHR 1000 685 0 0 0 0 Epidermal growth factor receptor kinase substrate 8  35448:134080

1009.51973 2 timecourse_ATM_combo_1hr 1009.51391 5.77 76.32 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 5.5 100 2.60E+05 SKT#QDIVLGTSFLSINSK 11.5 786 ‐2,0 0 0 0 0 Protein LAP2  35457:139588

1009.52143 2 timecourse_ATM_combo_1hr 1009.51391 7.45 75.89 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 6.2 100 2.64E+05 SKT#QDIVLGTSFLSINSK 14.5 786 0 0 0 0 Protein LAP2  35456:139259

1009.52094 2 timecourse_ATM_combo_8hr 1009.51391 6.96 71.78 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 6.5 100 3.31E+05 SKT#QDIVLGTSFLSINSK 14.5 786 0 0 0 0 Protein LAP2  35451:137981

673.34908 3 timecourse_ATM_combo_4hr 673.34503 6.01 69.12 ERBB2IP  LAP2_HUMAN 7 R.S#KTQDIVLGTSFLSINSK.E 26.9 100 9.73E+05 SKT#QDIVLGTSFLSINSK 10.3 786 ‐2,0 0 0 0 0 Protein LAP2  35453:135965

1009.52018 2 timecourse_ATM_ctrl1 1009.51391 6.21 67.77 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 5.8 100 2.35E+05 S#KTQDIVLGTSFLSINSK 19.3 784 0 0 0 0 Protein LAP2  35449:139411

673.3496 3 timecourse_ATM_combo_1hr 673.34503 6.79 54.03 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 43.1 100 1.61E+06 SKT#QDIVLGTSFLSINSK 9.5 786 ‐2,0 0 0 0 0 Protein LAP2  35456:139249

673.34941 3 timecourse_ATM_combo_4hr 673.34503 6.5 52.89 ERBB2IP  LAP2_HUMAN 7 R.S#KTQDIVLGTSFLSINSK.E 29.1 100 1.04E+06 SKT#QDIVLGTSFLSINSK 6.6 786 ‐2,0 0 0 0 0 Protein LAP2  35452:133268

673.34938 3 timecourse_ATM_combo_8hr 673.34503 6.46 52.61 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 37.7 100 1.78E+06 SKT#QDIVLGTSFLSINSK 0 786 ‐2,0 0 0 0 0 Protein LAP2  35450:136173

673.34949 3 timecourse_ATM_combo_8hr 673.34503 6.62 51.38 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 36.5 100 1.83E+06 SKT#QDIVLGTSFLSINSK 9.4 786 ‐2,0 0 0 0 0 Protein LAP2  35451:137971

673.34889 3 timecourse_ATM_combo_2hr 673.34503 5.73 50.07 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 30.2 100 7.91E+05 SKT#QDIVLGTSFLSINSK 15 786 0 0 0 0 Protein LAP2  35455:129530

673.34874 3 timecourse_ATM_ctrl1 673.34503 5.51 49.69 ERBB2IP  LAP2_HUMAN 7 R.SKTQDIVLGTS#FLSINSK.E 36.8 100 1.42E+06 SKT#QDIVLGTSFLSINSK 0 786 ‐2,0 0 0 0 0 Protein LAP2  35449:139401

673.3492 3 timecourse_ATM_ctrl2 673.34503 6.19 49.27 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 26.6 100 9.37E+05 SKT#QDIVLGTSFLSINSK 12.3 786 ‐2,0 0 0 0 0 Protein LAP2  35447:125266

673.34931 3 timecourse_ATM_ctrl1 673.34503 6.36 48.8 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 39.0 100 1.42E+06 SKT#QDIVLGTSFLSINSK 0 786 ‐2,0 0 0 0 0 Protein LAP2  35448:137300

1009.52022 2 timecourse_ATM_combo_4hr 1009.51391 6.25 46.39 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 3.7 100 1.42E+05 S#KTQDIVLGTSFLSINSK 8.6 784 0,2 0 0 0 0 Protein LAP2  35453:135975

1009.52104 2 timecourse_ATM_combo_4hr 1009.51391 7.06 45.07 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 3.3 100 1.14E+05 SKT#QDIVLGTSFLSINSK 11.5 786 ‐2,0 0 0 0 0 Protein LAP2  35452:133278

673.34871 3 timecourse_ATM_combo_1hr 673.34503 5.47 39.34 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 40.2 100 1.61E+06 SKT#QDIVLGTSFLSINSK 12.3 786 ‐2,0 0 0 0 0 Protein LAP2  35457:139578

673.34932 3 timecourse_ATM_ctrl2 673.34503 6.37 34.72 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 24.9 100 8.04E+05 SKT#QDIVLGTSFLSINSK 7.8 786 0,8 0 0 0 0 Protein LAP2  35446:122869

673.34875 3 timecourse_ATM_combo_2hr 673.34503 5.52 27.02 ERBB2IP  LAP2_HUMAN 7 R.SKT#QDIVLGTSFLSINSK.E 25.6 100 7.21E+05 SKT#QDIVLGTSFLSINSK 4.5 786 ‐2,0 0 0 0 0 Protein LAP2  35454:129355

723.60779 4 timecourse_ATM_combo_2hr 723.60382 5.49 62.1 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 27.4 100 1.21E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 17.2 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35454:162311

723.60831 4 timecourse_ATM_ctrl1 723.60382 6.21 58.08 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 16.1 100 1.15E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 18.1 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35448:170820

723.60823 4 timecourse_ATM_combo_8hr 723.60382 6.09 57.9 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 82.4 100 6.62E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 29.1 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35451:175880

964.47521 3 timecourse_ATM_combo_8hr 964.46934 6.09 57.31 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 7.3 100 5.25E+05 LNKPQPQPSPLLSTHHT#QEEDISSK 30 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35450:173610

723.60762 4 timecourse_ATM_combo_4hr 723.60382 5.25 56.47 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 73.4 100 4.28E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 19.5 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35453:171801

723.60701 4 timecourse_ATM_combo_2hr 723.60382 4.42 56.06 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 29.7 100 1.19E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 12.5 763 ‐4,7 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35455:163391

964.47515 3 timecourse_ATM_combo_8hr 964.46934 6.02 54.37 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 7.2 100 5.29E+05 LNKPQPQPSPLLSTHHT#QEEDISSK 48.9 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35451:175870

723.60813 4 timecourse_ATM_combo_8hr 723.60382 5.96 42.05 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLS#THHTQEEDISSK.M 60.3 100 6.26E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 19 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35450:173600

723.60851 4 timecourse_ATM_ctrl2 723.60382 6.48 39.22 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 12.0 100 6.68E+05 LNKPQPQPSPLLS#THHTQEEDISSK 7.6 759 0,11 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35446:157482

723.60852 4 timecourse_ATM_ctrl2 723.60382 6.51 38.55 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 13.3 100 6.14E+05 LNKPQPQPSPLLSTHHT#QEEDISSK 19 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35447:160593

723.60683 4 timecourse_ATM_combo_1hr 723.60382 4.16 38.52 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 20.9 100 1.18E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 12.2 763 ‐3,7 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35457:174145

743.60006 4 timecourse_ATM_ctrl1 743.59540 6.27 35.65 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLSTHHT#QEEDISSK.M 8.4 100 6.73E+05 LNKPQPQPS#PLLSTHHT#QEEDISSK 43.7 755 4.5 763 ‐4,6 0 0 DNA excision repair protein ERCC‐6‐like  35448:172040

723.60787 4 timecourse_ATM_combo_4hr 723.60382 5.6 34.57 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 61.2 100 4.61E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 6.7 763 ‐4,7 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35452:168700

723.60711 4 timecourse_ATM_ctrl1 723.60382 4.55 33.79 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 18.9 100 1.21E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 20.3 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35449:173629

723.6083 4 timecourse_ATM_combo_1hr 723.60382 6.19 31.45 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPSPLLSTHHT#QEEDISSK.M 16.7 100 1.11E+06 LNKPQPQPSPLLSTHHT#QEEDISSK 17.2 763 0 0 0 0 DNA excision repair protein ERCC‐6‐like  35456:173897

763.59134 4 timecourse_ATM_ctrl1 763.58698 5.71 29.87 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLS#T#HHTQEEDISSK.M 5.9 100 4.35E+05 LNKPQPQPS#PLLS#THHT#QEEDISSK 4.5 755 0,15 0 759 0,11 0 763 0,7 DNA excision repair protein ERCC‐6‐like  35448:173230

743.5998 4 timecourse_ATM_ctrl2 743.59540 5.92 28.69 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLST#HHTQEEDISSK.M 6.9 100 4.29E+05 LNKPQPQPS#PLLS#THHTQEEDISSK 30.6 755 0 759 0,11 0 0 DNA excision repair protein ERCC‐6‐like  35446:158732

743.59994 4 timecourse_ATM_ctrl2 743.59540 6.11 28.67 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLSTHHT#QEEDISSK.M 7.2 100 4.61E+05 LNKPQPQPS#PLLSTHHT#QEEDISSK 34.9 755 7.1 763 ‐4,7 0 0 DNA excision repair protein ERCC‐6‐like  35447:161883

743.59913 4 timecourse_ATM_ctrl1 743.59540 5.02 27.9 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLSTHHT#QEEDISSK.M 8.4 100 6.74E+05 LNKPQPQPS#PLLSTHHT#QEEDISSK 47.8 755 4.5 763 ‐4,0 0 0 DNA excision repair protein ERCC‐6‐like  35449:174839

743.59993 4 timecourse_ATM_combo_4hr 743.59540 6.09 27.89 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLSTHHT#QEEDISSK.M 7.0 100 5.19E+05 LNKPQPQPS#PLLSTHHT#QEEDISSK 23.1 755 6.1 763 ‐3,7 0 0 DNA excision repair protein ERCC‐6‐like  35453:173091

743.59977 4 timecourse_ATM_combo_4hr 743.59540 5.88 25.08 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLSTHHT#QEEDISSK.M 6.7 100 4.85E+05 LNKPQPQPS#PLLS#THHTQEEDISSK 27.8 755 0 759 0,11 0 0 DNA excision repair protein ERCC‐6‐like  35452:169840

743.59902 4 timecourse_ATM_combo_2hr 743.59540 4.87 24.81 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLSTHHT#QEEDISSK.M 8.9 100 4.81E+05 LNKPQPQPS#PLLSTHHT#QEEDISSK 28.5 755 8.7 763 ‐4,0 0 0 DNA excision repair protein ERCC‐6‐like  35455:164511

743.59982 4 timecourse_ATM_combo_2hr 743.59540 5.94 24.7 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLSTHHT#QEEDISSK.M 8.5 100 4.99E+05 LNKPQPQPS#PLLSTHHT#QEEDISSK 5.3 755 0,5 5.3 763 ‐4,0 0 0 DNA excision repair protein ERCC‐6‐like  35454:163451

743.60014 4 timecourse_ATM_combo_8hr 743.59540 6.37 20.88 ERCC6L  ERC6L_HUMAN 1 K.LNKPQPQPS#PLLSTHHT#QEEDISSK.M 4.1 100 3.54E+05 LNKPQPQPS#PLLS#THHTQEEDISSK 8.4 755 0,8 0 759 0,11 0 0 DNA excision repair protein ERCC‐6‐like  35451:177180

612.60149 3 timecourse_ATM_combo_8hr 612.59842 5.03 17.54 ETV3  ETV3_HUMAN 1 R.EKEEHT#QEEGTVPSR.T 9.9 100 3.55E+05 EKEEHT#QEEGTVPSR 41.8 404 0 0 0 0 ETS translocation variant 3  35451:122920

838.41471 4 timecourse_ATM_combo_1hr 838.41043 5.1 37.95 EXOC2  EXOC2_HUMAN 2 K.GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK.R 18.2 100 1.10E+06 GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK 5.3 422 0,4 0 0 0 0 Exocyst complex component 2  35457:181155

838.41537 4 timecourse_ATM_combo_4hr 838.41043 5.89 34.13 EXOC2  EXOC2_HUMAN 2 K.GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK.R 12.3 100 8.38E+05 GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK 2.2 422 0,4 0 0 0 0 Exocyst complex component 2  35453:178741

838.4152 4 timecourse_ATM_combo_2hr 838.41043 5.69 30.62 EXOC2  EXOC2_HUMAN 2 K.GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK.R 11.9 100 5.79E+05 GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK 7.7 422 0,4 0 0 0 0 Exocyst complex component 2  35455:169811

897.43214 4 timecourse_ATM_combo_1hr 897.42728 5.42 29.65 EXOC2  EXOC2_HUMAN 2 K.GNPGLHSPMLDLDNDTRPS#VLGHLSQTAS#LKR.G 9.3 100 7.77E+05 GNPGLHSPMLDLDNDT#RPS#VLGHLSQTASLKR 2.3 413 0,11 0 416 0,8 0 0 Exocyst complex component 2  35457:183285

838.41597 4 timecourse_ATM_combo_4hr 838.41043 6.61 29.46 EXOC2  EXOC2_HUMAN 2 K.GNPGLHSPMLDLDNDTRPSVLGHLSQT#ASLK.R 13.5 100 8.27E+05 GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK 6 422 0,4 0 0 0 0 Exocyst complex component 2  35452:175430

838.41586 4 timecourse_ATM_combo_8hr 838.41043 6.48 26.11 EXOC2  EXOC2_HUMAN 2 K.GNPGLHSPMLDLDNDT#RPSVLGHLSQTASLK.R 4.7 100 4.35E+05 GNPGLHSPMLDLDNDTRPSVLGHLSQT#ASLK 8.1 424 0,2 0 0 0 0 Exocyst complex component 2  35450:180250

838.41615 4 timecourse_ATM_combo_1hr 838.41043 6.82 22.46 EXOC2  EXOC2_HUMAN 2 K.GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK.R 17.1 100 1.17E+06 GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK 6.8 422 ‐6,4 0 0 0 0 Exocyst complex component 2  35456:180256

838.41568 4 timecourse_ATM_combo_2hr 838.41043 6.26 21.21 EXOC2  EXOC2_HUMAN 2 K.GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK.R 13.2 100 6.09E+05 GNPGLHSPMLDLDNDTRPSVLGHLS#QTASLK 5.3 422 0,4 0 0 0 0 Exocyst complex component 2  35454:168401

666.77318 2 timecourse_ATM_combo_8hr 666.76981 5.05 41.74 FAH  FAAA_HUMAN 1 K.GEGMS#QAATICK.S 6.3 100 1.90E+05 GEGMS#QAATICK 32.1 309 0 0 0 0 Fumarylacetoacetase  35451:69326

654.64448 3 timecourse_ATM_ctrl1 654.63945 7.68 11.86 FAHD2A  FAH2A_HUMAN 6 K.TMT#QFLEQGEATLSVAR.R 1.7 83 1.51E+04 TMT#QFLEQGEATLSVAR 12.3 67 ‐2,0 0 0 0 0 Fumarylacetoacetate hydrolase domain‐containing protein 2A  35448:133020

823.85329 2 combeffx_ATM_MEKi 823.84888 5.35 86.42 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 40.1 100 5.26E+05 AEGSSTASSGS#QLAEGK 10.3 513 ‐2,0 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35297:35254

823.8539 2 combeffx_ATM_comboi 823.84888 6.09 82.95 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 127.3 100 3.75E+06 AEGSSTASSGS#QLAEGK 21.3 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35300:46855

823.85342 2 combeffx_ATM_ctrl 823.84888 5.51 81.35 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 57.2 100 1.26E+06 AEGSSTASSGS#QLAEGK 23.3 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35295:44250

823.85373 2 timecourse_ATM_ctrl1 823.84888 5.89 78.66 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 94.5 100 1.89E+06 AEGSSTASSGS#QLAEGK 24.8 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35448:105128

823.85326 2 combeffx_ATM_PI3Ki 823.84888 5.32 78.55 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 89.8 100 1.17E+06 AEGSSTASSGS#QLAEGK 24.8 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35299:41057

823.85506 2 combeffx_ATM_comboi 823.84888 7.51 77.03 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 107.7 100 2.05E+06 AEGSSTASSGS#QLAEGK 24.8 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35301:42844

823.85248 2 combeffx_ATM_PI3Ki 823.84888 4.37 76 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 82.4 100 1.72E+06 AEGSSTASSGS#QLAEGK 21.3 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35298:42631

823.85313 2 timecourse_ATM_combo_8hr 823.84888 5.16 74.71 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 135.1 100 2.72E+06 AEGSSTASSGS#QLAEGK 24.8 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35450:104327

823.85304 2 timecourse_ATM_combo_4hr 823.84888 5.05 74.67 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 184.5 100 2.78E+06 AEGSSTASSGS#QLAEGK 24.8 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35452:101911

823.85286 2 timecourse_ATM_combo_8hr 823.84888 4.83 74.08 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 140.0 100 3.00E+06 AEGSSTASS#GSQLAEGK 13.3 511 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35451:105313

823.85347 2 timecourse_ATM_combo_1hr 823.84888 5.57 72.35 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 188.2 100 3.15E+06 AEGSSTASSGS#QLAEGK 21.3 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35456:106127

823.85189 2 combeffx_ATM_MEKi 823.84888 3.65 72.33 FAM120A  F120A_HUMAN 0 K.AEGSSTASS#GSQLAEGK.G 57.5 100 9.28E+05 AEGSSTASSGS#QLAEGK 13.3 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35296:38085

823.85371 2 timecourse_ATM_ctrl2 823.84888 5.86 72.02 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 117.9 100 1.62E+06 AEGSSTASSGS#QLAEGK 22 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35446:91630

823.85243 2 timecourse_ATM_combo_1hr 823.84888 4.31 71.3 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 196.2 100 3.05E+06 AEGSSTASSGS#QLAEGK 22 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35457:105900

823.85264 2 timecourse_ATM_ctrl1 823.84888 4.56 68.18 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 107.7 100 1.86E+06 AEGSSTASSGS#QLAEGK 24.8 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35449:106730

823.85302 2 combeffx_ATM_ctrl 823.84888 5.03 67.24 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 26.8 100 1.25E+06 AEGSSTASSGS#QLAEGK 21.3 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35294:46023

823.85351 2 timecourse_ATM_ctrl2 823.84888 5.62 64.63 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 115.3 100 1.77E+06 AEGSSTASSGS#QLAEGK 33.7 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35447:93285

823.85346 2 timecourse_ATM_combo_4hr 823.84888 5.56 62.26 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 168.0 100 2.73E+06 AEGSSTASSGS#QLAEGK 10.3 513 ‐2,0 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35453:103952



823.85286 2 timecourse_ATM_combo_2hr 823.84888 4.83 49.64 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 138.1 100 1.61E+06 AEGSSTASSGS#QLAEGK 13.3 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35455:98239

823.85371 2 timecourse_ATM_combo_2hr 823.84888 5.86 44.64 FAM120A  F120A_HUMAN 0 K.AEGSSTASSGS#QLAEGK.G 136.7 100 1.68E+06 AEGSSTASSGS#QLAEGK 13.3 513 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35454:98578

863.83658 2 timecourse_ATM_ctrl1 863.83204 5.26 38.92 FAM120A  F120A_HUMAN 0 K.AEGSSTAS#SGS#QLAEGK.G 6.2 100 8.95E+04 AEGSSTAS#S#GSQLAEGK 11.6 510 0,3 4.8 511 0,2 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35449:114875

863.83755 2 timecourse_ATM_combo_4hr 863.83204 6.38 35.66 FAM120A  F120A_HUMAN 0 K.AEGSSTAS#SGS#QLAEGK.G 10.7 100 1.72E+05 AEGSSTAS#SGS#QLAEGK 22.9 510 4 513 ‐2,0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35453:111780

863.83774 2 timecourse_ATM_combo_8hr 863.83204 6.6 30.05 FAM120A  F120A_HUMAN 0 K.AEGSSTAS#SGS#QLAEGK.G 9.3 100 1.62E+05 AEGSSTAS#SGS#QLAEGK 16.2 510 4 513 ‐2,0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35450:111977

863.83685 2 timecourse_ATM_combo_4hr 863.83204 5.57 28.04 FAM120A  F120A_HUMAN 0 K.AEGS#STASSGS#QLAEGK.G 4.2 100 8.04E+04 AEGS#STASSGS#QLAEGK 7.4 506 0,1 5.9 513 ‐2,0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35452:109631

863.83776 2 timecourse_ATM_combo_1hr 863.83204 6.62 27.93 FAM120A  F120A_HUMAN 0 K.AEGSSTAS#SGS#QLAEGK.G 16.2 100 2.60E+05 AEGSSTAS#S#GSQLAEGK 15.8 510 4 511 0,2 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35456:114566

863.83789 2 timecourse_ATM_combo_8hr 863.83204 6.78 27.8 FAM120A  F120A_HUMAN 0 K.AEGSSTAS#SGS#QLAEGK.G 8.0 100 1.60E+05 AEGSSTAS#SGS#QLAEGK 16.2 510 4.8 513 ‐2,0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35451:113055

863.83641 2 timecourse_ATM_combo_1hr 863.83204 5.06 27.79 FAM120A  F120A_HUMAN 0 K.AEGSSTAS#S#GSQLAEGK.G 11.5 100 2.10E+05 AEGSSTAS#S#GSQLAEGK 11.6 510 0,3 0 511 0,2 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35457:114123

863.83709 2 timecourse_ATM_combo_4hr 863.83204 5.85 25.93 FAM120A  F120A_HUMAN 0 K.AEGSSTAS#SGS#QLAEGK.G 15.1 100 2.01E+05 AEGSSTAS#SGS#QLAEGK 24.4 510 8.7 513 ‐2,0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35452:109641

863.8372 2 timecourse_ATM_ctrl2 863.83204 5.97 25.78 FAM120A  F120A_HUMAN 0 K.AEGSSTAS#SGS#QLAEGK.G 8.8 100 1.09E+05 AEGSSTAS#SGS#QLAEGK 11.5 510 0,1 5.9 513 ‐2,0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35447:101045

815.68929 3 combeffx_ATM_MEKi 815.68529 4.9 24.36 FAM120A  F120A_HUMAN 0 R.GDPGDQTKAEGSSTASSGS#QLAEGK.G 8.8 100 2.72E+05 GDPGDQTKAEGSSTASSGS#QLAEGK 8.1 513 ‐2,0 0 0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35297:51838

863.83695 2 timecourse_ATM_ctrl2 863.83204 5.68 20.72 FAM120A  F120A_HUMAN 0 K.AEGSST#ASSGS#QLAEGK.G 7.1 100 6.84E+04 AEGSST#ASS#GSQLAEGK 0 508 ‐2,0 0 511 0,2 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35447:101035

863.83797 2 timecourse_ATM_ctrl1 863.83204 6.86 20.4 FAM120A  F120A_HUMAN 0 K.AEGSSTAS#SGS#QLAEGK.G 6.7 100 1.10E+05 AEGSSTAS#SGS#QLAEGK 24.4 510 5.9 513 ‐2,0 0 0 Constitutive coactivator of PPAR‐gamma‐like protein 1  35448:113088

850.77887 2 timecourse_ATM_ctrl1 850.77464 4.97 69.17 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 19.2 100 2.57E+05 CSASCCEDS#QASMK 46.2 43 0 0 0 0 Protein FAM136A  35449:112315

850.77951 2 timecourse_ATM_combo_1hr 850.77464 5.72 66.98 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 26.0 100 3.47E+05 CSASCCEDS#QASMK 46.2 43 0 0 0 0 Protein FAM136A  35456:112137

850.78018 2 timecourse_ATM_combo_2hr 850.77464 6.51 61.29 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 33.3 100 2.95E+05 CSASCCEDS#QASMK 34.5 43 0 0 0 0 Protein FAM136A  35454:104061

850.77817 2 timecourse_ATM_combo_1hr 850.77464 4.15 56.58 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 23.5 100 3.39E+05 CSASCCEDS#QASMK 46.2 43 0 0 0 0 Protein FAM136A  35457:111803

850.7794 2 timecourse_ATM_combo_4hr 850.77464 5.61 50.96 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 36.5 100 4.41E+05 CSASCCEDS#QASMK 46.3 43 0 0 0 0 Protein FAM136A  35453:109472

850.78006 2 timecourse_ATM_combo_8hr 850.77464 6.37 50.89 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 33.4 100 4.30E+05 CSASCCEDS#QASMK 46.2 43 0 0 0 0 Protein FAM136A  35450:109857

850.77915 2 timecourse_ATM_combo_4hr 850.77464 5.3 50.24 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 34.2 100 4.15E+05 CSASCCEDS#QASMK 46.2 43 0 0 0 0 Protein FAM136A  35452:107471

850.78 2 timecourse_ATM_ctrl2 850.77464 6.3 40.01 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 18.5 100 1.79E+05 CSASCCEDS#QASMK 44.7 43 0 0 0 0 Protein FAM136A  35447:98785

850.77934 2 timecourse_ATM_combo_2hr 850.77464 5.52 39.47 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 26.7 100 2.63E+05 CSASCCEDS#QASMK 30.7 43 0 0 0 0 Protein FAM136A  35455:103799

850.77961 2 timecourse_ATM_ctrl2 850.77464 5.85 37.77 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 17.4 100 1.55E+05 CSASCCEDS#QASMK 35.8 43 0 0 0 0 Protein FAM136A  35446:97055

850.77939 2 timecourse_ATM_combo_8hr 850.77464 5.58 37.21 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 32.7 100 4.46E+05 CSASCCEDS#QASMK 31.9 43 0 0 0 0 Protein FAM136A  35451:110855

850.78035 2 timecourse_ATM_ctrl1 850.77464 6.71 32.62 FAM136A  F136A_HUMAN 3 R.CSASCCEDS#QASMK.Q 26.3 100 3.08E+05 CSASCCEDS#QASMK 34.5 43 0 0 0 0 Protein FAM136A  35448:110748

1089.74107 4 timecourse_ATM_combo_1hr 1089.73391 6.57 54.31 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 21.8 100 4.45E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 32.4 370 42.1 372 0 0 Protein FAM171A2  35456:185496

1089.74174 4 timecourse_ATM_combo_1hr 1089.73391 7.19 53.32 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 21.8 100 3.57E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 11.5 370 ‐1,0 22.2 372 0 0 Protein FAM171A2  35456:185506

1109.73361 4 timecourse_ATM_combo_4hr 1109.72549 7.32 53.04 FAM171A2  F1712_HUMAN 0 R.DQAT#S#MSQLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSS#R.D 5.0 94 5.04E+05 DQAT#SMS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 16.2 369 0 372 ‐2,0 4.8 400 0,5 Protein FAM171A2  35452:180830

1109.73327 4 timecourse_ATM_combo_4hr 1109.72549 7.01 52.58 FAM171A2  F1712_HUMAN 0 R.DQAT#S#MSQLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSS#R.D 6.0 100 8.36E+05 DQAT#SMS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 9.3 369 0,1 11.5 372 ‐2,0 0 404 0,1 Protein FAM171A2  35453:184491

1089.74011 4 timecourse_ATM_combo_8hr 1089.73391 5.69 51.97 FAM171A2  F1712_HUMAN 0 R.DQAT#S#MSQLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 6.7 94 3.88E+05 DQAT#SMS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 6.4 369 0,1 18.3 372 0 0 Protein FAM171A2  35450:185120

1089.74021 4 timecourse_ATM_combo_4hr 1089.73391 5.78 51.24 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 25.2 100 5.17E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 24.4 370 9.4 372 ‐3,0 0 0 Protein FAM171A2  35453:184281

1089.74033 4 timecourse_ATM_combo_2hr 1089.73391 5.89 50.68 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 22.4 100 2.86E+06 DQAT#SMS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 11.5 369 0,1 11 372 ‐2,0 0 0 Protein FAM171A2  35455:174851

1089.74015 4 timecourse_ATM_ctrl1 1089.73391 5.73 50.21 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 12.6 100 2.11E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 22.9 370 17.8 372 0 0 Protein FAM171A2  35449:184659

1089.7413 4 timecourse_ATM_ctrl1 1089.73391 6.78 47.16 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 11.9 100 1.74E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 8.6 370 ‐1,0 9.4 372 ‐3,0 0 0 Protein FAM171A2  35448:181580

1089.74098 4 timecourse_ATM_ctrl2 1089.73391 6.49 45.73 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 7.7 100 1.22E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 13.2 370 16.4 372 0 0 Protein FAM171A2  35446:169302

1109.73369 4 timecourse_ATM_combo_1hr 1109.72549 7.39 44.07 FAM171A2  F1712_HUMAN 0 R.DQAT#S#MSQLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSS#R.D 5.5 100 6.58E+05 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 0 370 ‐1,0 2.6 372 ‐3,0 5.7 400 0,5 Protein FAM171A2  35456:185706

1089.74097 4 timecourse_ATM_combo_4hr 1089.73391 6.48 41.58 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 24.4 100 3.47E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 22.9 370 21.6 372 0 0 Protein FAM171A2  35453:184291

1089.74146 4 timecourse_ATM_ctrl1 1089.73391 6.93 40.19 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 11.5 100 2.04E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 22.9 370 15.2 372 0 0 Protein FAM171A2  35448:181590

1089.74059 4 timecourse_ATM_combo_2hr 1089.73391 6.13 39.73 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 19.7 100 2.67E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 26.4 370 30.5 372 0 0 Protein FAM171A2  35454:173201

1089.74034 4 timecourse_ATM_combo_1hr 1089.73391 5.9 39.08 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 22.1 100 4.52E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 7.9 370 ‐1,0 16.4 372 0 0 Protein FAM171A2  35457:186425

1089.741 4 timecourse_ATM_ctrl2 1089.73391 6.51 36.72 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 8.1 100 1.28E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 16.2 370 37.1 372 0 0 Protein FAM171A2  35447:173173

1089.73945 4 timecourse_ATM_combo_2hr 1089.73391 5.08 36.37 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 19.1 100 2.37E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 22.9 370 15.2 372 0 0 Protein FAM171A2  35454:173191

1089.74054 4 timecourse_ATM_combo_4hr 1089.73391 6.08 33.61 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 22.0 100 4.34E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 24.4 370 26.9 372 0 0 Protein FAM171A2  35452:180620

1089.73973 4 timecourse_ATM_combo_1hr 1089.73391 5.34 33.3 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 24.0 100 4.64E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 6.9 370 ‐1,0 6.7 372 ‐3,0 0 0 Protein FAM171A2  35457:186415

1089.7415 4 timecourse_ATM_combo_8hr 1089.73391 6.96 32.77 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 21.3 100 3.44E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 7.9 370 ‐1,0 22.2 372 0 0 Protein FAM171A2  35451:188280

1089.74025 4 timecourse_ATM_combo_8hr 1089.73391 5.82 31.98 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 16.6 100 2.85E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 20.4 370 16.4 372 0 0 Protein FAM171A2  35450:185130

1089.74103 4 timecourse_ATM_combo_4hr 1089.73391 6.53 30.55 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 23.8 100 4.68E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 13.2 370 28.4 372 0 0 Protein FAM171A2  35452:180630

1089.74088 4 timecourse_ATM_combo_8hr 1089.73391 6.4 26.56 FAM171A2  F1712_HUMAN 0 R.DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHSAFSSSR.D 18.2 100 3.62E+06 DQATS#MS#QLHLICGGPLEPAPSGDPEAPPPGPLHS 11.5 370 ‐1,0 23.4 372 0 0 Protein FAM171A2  35451:188270

1031.39741 2 timecourse_ATM_ctrl1 1031.39205 5.2 60.81 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDTNS#QED.P 22.8 100 1.10E+06 SPVQEASSATDTDTNS#QED 15.5 355 0 0 0 0 Protein FAM91A1  35449:142481

1031.39759 2 timecourse_ATM_ctrl2 1031.39205 5.38 54.56 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDTNS#QED.P 13.8 100 5.62E+05 SPVQEASSATDTDTNS#QED 13.3 355 0 0 0 0 Protein FAM91A1  35447:128377

1031.39726 2 timecourse_ATM_combo_2hr 1031.39205 5.05 53.46 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDTNS#QED.P 16.5 100 8.21E+05 SPVQEASSATDTDTNS#QED 40.7 355 0 0 0 0 Protein FAM91A1  35454:132225

1031.39643 2 timecourse_ATM_ctrl1 1031.39205 4.25 51.1 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDTNS#QED.P 19.4 100 1.18E+06 SPVQEASSATDTDTNS#QED 8.7 355 ‐2,0 0 0 0 0 Protein FAM91A1  35448:140298

1031.39743 2 timecourse_ATM_ctrl2 1031.39205 5.22 49.16 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDTNS#QED.P 8.5 100 4.43E+05 SPVQEASSATDTDTNS#QED 7.5 355 ‐2,0 0 0 0 0 Protein FAM91A1  35446:125902

1031.39673 2 timecourse_ATM_combo_8hr 1031.39205 4.54 47.59 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDTNS#QED.P 5.5 100 4.70E+05 SPVQEASSATDTDTNS#QED 10.3 355 ‐2,0 0 0 0 0 Protein FAM91A1  35451:141071

1031.39735 2 timecourse_ATM_combo_1hr 1031.39205 5.15 45.16 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDTNS#QED.P 16.9 100 1.20E+06 SPVQEASSATDTDTNS#QED 45.7 355 0 0 0 0 Protein FAM91A1  35456:142269

1031.39716 2 timecourse_ATM_combo_2hr 1031.39205 4.95 35.69 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDTNS#QED.P 26.0 100 7.90E+05 SPVQEASSATDTDTNS#QED 17 355 0 0 0 0 Protein FAM91A1  35455:132420

1031.39698 2 timecourse_ATM_combo_1hr 1031.39205 4.78 26.45 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDTNS#QED.P 28.7 100 1.15E+06 SPVQEASSATDTDTNS#QED 13.3 355 0 0 0 0 Protein FAM91A1  35457:142570

1031.39725 2 timecourse_ATM_combo_4hr 1031.39205 5.04 26.32 FAM91A1  F91A1_HUMAN 3 R.SPVQEASSATDTDT#NSQED.P 15.6 100 7.26E+05 SPVQEASSATDTDTNS#QED 13.3 355 0 0 0 0 Protein FAM91A1  35453:138867

607.2618 2 timecourse_ATM_ctrl2 607.25844 5.53 43.44 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 18.7 100 3.89E+05 SESPSLT#QER 21.3 596 0 0 0 0 Fanconi anemia group D2 protein  35446:44751

607.26159 2 timecourse_ATM_combo_1hr 607.25844 5.19 42.83 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 12.6 100 3.66E+05 SESPSLT#QER 15.5 596 0 0 0 0 Fanconi anemia group D2 protein  35456:51543

607.26192 2 timecourse_ATM_combo_2hr 607.25844 5.73 42.77 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 11.9 100 2.62E+05 SESPSLT#QER 13.3 596 0 0 0 0 Fanconi anemia group D2 protein  35454:48967

607.26111 2 timecourse_ATM_ctrl1 607.25844 4.4 42.73 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 13.7 100 4.85E+05 SESPSLT#QER 30.7 596 0 0 0 0 Fanconi anemia group D2 protein  35449:52650

607.26096 2 timecourse_ATM_combo_2hr 607.25844 4.15 42.6 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 11.3 100 2.44E+05 SESPSLT#QER 15.5 596 0 0 0 0 Fanconi anemia group D2 protein  35455:47992

607.26158 2 timecourse_ATM_combo_8hr 607.25844 5.17 39.64 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 10.7 100 3.80E+05 SESPSLT#QER 13.3 596 0 0 0 0 Fanconi anemia group D2 protein  35451:51211

607.2613 2 timecourse_ATM_ctrl2 607.25844 4.71 39.45 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 20.4 100 4.24E+05 SESPSLT#QER 26.5 596 0 0 0 0 Fanconi anemia group D2 protein  35447:45287

607.26167 2 timecourse_ATM_ctrl1 607.25844 5.32 39.24 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 14.8 100 4.90E+05 SESPSLT#QER 30.7 596 0 0 0 0 Fanconi anemia group D2 protein  35448:51790

607.26153 2 timecourse_ATM_combo_4hr 607.25844 5.09 39.22 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 13.8 100 4.04E+05 SESPSLT#QER 30.7 596 0 0 0 0 Fanconi anemia group D2 protein  35453:51029

427.21432 2 timecourse_ATM_combo_1hr 427.21258 4.07 31.11 FANCD2  FACD2_HUMAN 0 R.LQAS#QVK.L 19.0 100 2.85E+05 LQAS#QVK 1000 319 0 0 0 0 Fanconi anemia group D2 protein  35457:9158

607.26125 2 timecourse_ATM_combo_4hr 607.25844 4.63 25.82 FANCD2  FACD2_HUMAN 0 R.SESPSLT#QER.A 15.8 100 4.41E+05 SESPSLT#QER 22 596 0 0 0 0 Fanconi anemia group D2 protein  35452:49943

427.2149 2 timecourse_ATM_combo_4hr 427.21258 5.43 23.32 FANCD2  FACD2_HUMAN 0 R.LQAS#QVK.L 31.5 100 3.54E+05 LQAS#QVK 1000 319 0 0 0 0 Fanconi anemia group D2 protein  35452:9208

600.25432 2 timecourse_ATM_ctrl1 600.25063 6.15 61.23 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 15.8 100 4.70E+05 EDADVSVT#QR 28.5 952 0 0 0 0 Fanconi anemia group I protein  35448:49794

913.09508 3 timecourse_ATM_combo_2hr 913.09030 5.24 59.45 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 43.1 100 1.23E+06 GQVSQETLSEEASS#QATLPNQPVEK 24.8 1121 0 0 0 0 Fanconi anemia group I protein  35455:160151

993.48716 3 combeffx_ATM_MEKi 993.48331 3.88 57.61 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 28.9 100 9.27E+05 LKGQVSQETLSEEASS#QATLPNQPVEK 23.3 1121 0 0 0 0 Fanconi anemia group I protein  35297:56138

993.4875 3 combeffx_ATM_PI3Ki 993.48331 4.22 56.86 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 40.4 100 2.52E+06 LKGQVSQETLSEEAS#SQATLPNQPVEK 0 1120 0,4 0 0 0 0 Fanconi anemia group I protein  35299:68054

913.09528 3 timecourse_ATM_combo_8hr 913.09030 5.45 54.06 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 29.8 100 1.58E+06 GQVSQETLSEEASS#QATLPNQPVEK 36.8 1121 0 0 0 0 Fanconi anemia group I protein  35451:172500

600.25451 2 timecourse_ATM_combo_2hr 600.25063 6.46 53.45 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 8.7 100 1.98E+05 EDADVSVT#QR 45.7 952 0 0 0 0 Fanconi anemia group I protein  35454:46947

600.25392 2 timecourse_ATM_combo_4hr 600.25063 5.48 51 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 9.9 100 3.17E+05 EDADVSVT#QR 37.4 952 0 0 0 0 Fanconi anemia group I protein  35452:47903

600.25394 2 timecourse_ATM_ctrl2 600.25063 5.51 50.96 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 10.3 100 2.42E+05 EDADVSVT#QR 33.7 952 0 0 0 0 Fanconi anemia group I protein  35447:43387

913.09458 3 timecourse_ATM_ctrl1 913.09030 4.69 50.03 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 51.3 100 2.16E+06 GQVSQETLSEEASS#QATLPNQPVEK 21.3 1121 0 0 0 0 Fanconi anemia group I protein  35449:170279

600.25375 2 timecourse_ATM_combo_2hr 600.25063 5.2 48.86 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 10.7 100 1.96E+05 EDADVSVT#QR 45.7 952 0 0 0 0 Fanconi anemia group I protein  35455:46061

848.05356 3 timecourse_ATM_combo_8hr 848.04833 6.17 47.22 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 34.2 100 1.43E+06 ALDVTDKEGEEREDADVS#VTQR 15.2 950 0 0 0 0 Fanconi anemia group I protein  35451:165560

848.05262 3 timecourse_ATM_combo_1hr 848.04833 5.06 46.62 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 73.1 100 2.66E+06 ALDVTDKEGEEREDADVSVT#QR 45.7 952 0 0 0 0 Fanconi anemia group I protein  35457:164555

913.09425 3 combeffx_ATM_ctrl 913.09030 4.33 46.47 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 9.2 100 7.12E+05 GQVSQET#LSEEASSQATLPNQPVEK 5.7 1114 ‐3,6 0 0 0 0 Fanconi anemia group I protein  35295:71997

600.25343 2 timecourse_ATM_ctrl1 600.25063 4.66 46.02 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 22.6 100 5.07E+05 EDADVSVT#QR 33.7 952 0 0 0 0 Fanconi anemia group I protein  35449:50581

993.48751 3 combeffx_ATM_ctrl 993.48331 4.23 45.79 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 32.2 100 2.56E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 5.9 1121 ‐1,0 0 0 0 0 Fanconi anemia group I protein  35294:76104

848.05342 3 timecourse_ATM_ctrl2 848.04833 6 45.15 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 106.6 100 3.45E+06 ALDVTDKEGEEREDADVSVT#QR 28.5 952 0 0 0 0 Fanconi anemia group I protein  35447:150763

913.09457 3 timecourse_ATM_combo_1hr 913.09030 4.68 44.38 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 51.8 100 1.94E+06 GQVSQETLSEEASS#QATLPNQPVEK 13 1121 0,3 0 0 0 0 Fanconi anemia group I protein  35457:170695

913.09608 3 timecourse_ATM_ctrl1 913.09030 6.33 44.16 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 54.5 100 2.28E+06 GQVSQETLSEEASS#QATLPNQPVEK 10.3 1121 ‐1,0 0 0 0 0 Fanconi anemia group I protein  35448:167570

848.05339 3 timecourse_ATM_combo_4hr 848.04833 5.97 44.04 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 77.2 100 3.13E+06 ALDVTDKEGEEREDADVSVT#QR 26.5 952 0 0 0 0 Fanconi anemia group I protein  35452:158720

848.05204 3 combeffx_ATM_ctrl 848.04833 4.37 42.65 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 10.6 100 9.50E+05 ALDVTDKEGEEREDADVSVT#QR 40.7 952 0 0 0 0 Fanconi anemia group I protein  35294:71774

600.25382 2 timecourse_ATM_combo_4hr 600.25063 5.31 42.09 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 14.6 100 3.33E+05 EDADVSVT#QR 45.7 952 0 0 0 0 Fanconi anemia group I protein  35453:49031

993.48856 3 timecourse_ATM_combo_8hr 993.48331 5.28 41.6 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 26.2 100 1.86E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 10.3 1121 0,3 0 0 0 0 Fanconi anemia group I protein  35450:174840

848.05377 3 timecourse_ATM_ctrl2 848.04833 6.41 41.43 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 87.8 100 3.23E+06 ALDVTDKEGEEREDADVSVT#QR 28.5 952 0 0 0 0 Fanconi anemia group I protein  35446:147942

913.09597 3 timecourse_ATM_ctrl2 913.09030 6.21 41.13 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 37.5 100 1.19E+06 GQVSQETLSEEASS#QATLPNQPVEK 17 1121 0 0 0 0 Fanconi anemia group I protein  35447:157113

913.09486 3 timecourse_ATM_combo_4hr 913.09030 4.99 40.86 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 48.8 100 2.23E+06 GQVSQETLSEEASS#QATLPNQPVEK 15.5 1121 0 0 0 0 Fanconi anemia group I protein  35453:168331

913.0951 3 timecourse_ATM_combo_8hr 913.09030 5.27 40.53 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 26.1 100 1.35E+06 GQVSQETLSEEASS#QATLPNQPVEK 13.2 1121 0 0 0 0 Fanconi anemia group I protein  35450:170310

600.25404 2 timecourse_ATM_combo_8hr 600.25063 5.7 40.53 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 5.4 100 2.09E+05 EDADVSVT#QR 43 952 0 0 0 0 Fanconi anemia group I protein  35450:49085

913.09527 3 timecourse_ATM_combo_2hr 913.09030 5.44 40.52 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 41.6 100 1.21E+06 GQVSQETLSEEASS#QATLPNQPVEK 13 1121 0,3 0 0 0 0 Fanconi anemia group I protein  35454:159161

848.05379 3 timecourse_ATM_combo_8hr 848.04833 6.44 40.25 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 33.5 100 1.45E+06 ALDVTDKEGEEREDADVS#VTQR 3.4 950 0,2 0 0 0 0 Fanconi anemia group I protein  35450:163420

993.48854 3 timecourse_ATM_combo_2hr 993.48331 5.26 39.95 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 63.7 100 1.86E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 6.6 1121 0,3 0 0 0 0 Fanconi anemia group I protein  35455:164571

848.05275 3 timecourse_ATM_combo_4hr 848.04833 5.21 39.93 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 90.6 100 3.37E+06 ALDVTDKEGEEREDADVSVT#QR 18.9 952 0 0 0 0 Fanconi anemia group I protein  35453:161591

848.05251 3 combeffx_ATM_comboi 848.04833 4.93 39.79 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 8.3 100 9.92E+05 ALDVTDKEGEEREDADVSVT#QR 14.2 952 0 0 0 0 Fanconi anemia group I protein  35300:75001

913.09568 3 combeffx_ATM_comboi 913.09030 5.89 39.75 FANCI  FANCI_HUMAN 1 K.GQVSQET#LSEEASSQATLPNQPVEK.A 14.4 100 1.84E+06 GQVSQETLSEEASS#QATLPNQPVEK 46 1121 0 0 0 0 Fanconi anemia group I protein  35300:78991

913.09563 3 timecourse_ATM_combo_1hr 913.09030 5.84 39.71 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 44.1 100 1.81E+06 GQVSQET#LSEEASSQATLPNQPVEK 17.6 1114 0 0 0 0 Fanconi anemia group I protein  35456:170587

848.0534 3 timecourse_ATM_combo_2hr 848.04833 5.98 39.66 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 76.8 100 1.79E+06 ALDVTDKEGEEREDADVSVT#QR 40.7 952 0 0 0 0 Fanconi anemia group I protein  35454:153311

993.48871 3 timecourse_ATM_combo_1hr 993.48331 5.44 39.13 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 81.9 100 3.16E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 13.3 1121 0 0 0 0 Fanconi anemia group I protein  35456:175266

848.05139 3 combeffx_ATM_PI3Ki 848.04833 3.61 39 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 15.6 100 1.08E+06 ALDVTDKEGEEREDADVSVT#QR 40.7 952 0 0 0 0 Fanconi anemia group I protein  35298:67096

993.4884 3 timecourse_ATM_combo_4hr 993.48331 5.12 38.69 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 71.4 100 3.50E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 8.8 1121 0,3 0 0 0 0 Fanconi anemia group I protein  35452:169920

993.48969 3 timecourse_ATM_ctrl2 993.48331 6.42 38.18 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 66.7 100 2.03E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 6.7 1121 ‐1,0 0 0 0 0 Fanconi anemia group I protein  35447:161993

848.0524 3 timecourse_ATM_combo_2hr 848.04833 4.8 37.71 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 83.3 100 1.90E+06 ALDVTDKEGEEREDADVSVT#QR 24.8 952 0 0 0 0 Fanconi anemia group I protein  35455:153901

848.05318 3 timecourse_ATM_ctrl1 848.04833 5.72 37.5 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVS#VTQR.T 135.6 100 4.88E+06 ALDVTDKEGEEREDADVSVT#QR 30.8 952 0 0 0 0 Fanconi anemia group I protein  35448:161730

993.49004 3 timecourse_ATM_ctrl2 993.48331 6.77 37.25 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASSQAT#LPNQPVEK.A 59.3 100 2.05E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 11.3 1121 0,3 0 0 0 0 Fanconi anemia group I protein  35446:158852

848.05368 3 timecourse_ATM_combo_1hr 848.04833 6.31 36.81 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 74.6 100 2.69E+06 ALDVTDKEGEEREDADVSVT#QR 28.5 952 0 0 0 0 Fanconi anemia group I protein  35456:164497

913.09513 3 timecourse_ATM_combo_4hr 913.09030 5.29 36.39 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 55.9 100 2.31E+06 GQVSQET#LSEEASSQATLPNQPVEK 0 1114 0,7 0 0 0 0 Fanconi anemia group I protein  35452:165370

600.25344 2 timecourse_ATM_combo_1hr 600.25063 4.68 36.02 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 12.6 100 2.96E+05 EDADVSVT#QR 45.7 952 0 0 0 0 Fanconi anemia group I protein  35457:49668

848.05274 3 timecourse_ATM_ctrl1 848.04833 5.2 35.74 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 151.0 100 5.08E+06 ALDVTDKEGEEREDADVSVT#QR 24.8 952 0 0 0 0 Fanconi anemia group I protein  35449:164259

993.48814 3 timecourse_ATM_ctrl1 993.48331 4.86 35.44 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 92.5 100 3.80E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 15.5 1121 0 0 0 0 Fanconi anemia group I protein  35449:174929

993.48783 3 combeffx_ATM_comboi 993.48331 4.55 35.44 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 22.5 100 2.17E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 17 1121 0 0 0 0 Fanconi anemia group I protein  35301:73809

600.25403 2 timecourse_ATM_combo_1hr 600.25063 5.66 35.17 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 9.2 100 2.62E+05 EDADVSVT#QR 38.7 952 0 0 0 0 Fanconi anemia group I protein  35456:49293

993.48865 3 timecourse_ATM_combo_8hr 993.48331 5.39 34.92 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 38.6 100 2.23E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 17 1121 0 0 0 0 Fanconi anemia group I protein  35451:177250

993.48765 3 combeffx_ATM_ctrl 993.48331 4.37 34.67 FANCI  FANCI_HUMAN 1 K.LKGQVSQET#LSEEASSQATLPNQPVEK.A 22.3 100 1.88E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 13.3 1121 0 0 0 0 Fanconi anemia group I protein  35295:73537

993.48947 3 timecourse_ATM_ctrl1 993.48331 6.2 34.25 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 93.1 100 3.79E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 13.3 1121 0 0 0 0 Fanconi anemia group I protein  35448:172130

600.25428 2 timecourse_ATM_ctrl2 600.25063 6.08 33.79 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 8.5 100 2.19E+05 EDADVSVT#QR 45.7 952 0 0 0 0 Fanconi anemia group I protein  35446:42928

636.29175 4 timecourse_ATM_ctrl2 636.28807 5.78 33.56 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 57.6 100 1.89E+06 ALDVTDKEGEEREDADVSVT#QR 92.3 952 0 0 0 0 Fanconi anemia group I protein  35447:150753

913.0938 3 combeffx_ATM_MEKi 913.09030 3.83 32.8 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASSQAT#LPNQPVEK.A 14.9 100 6.82E+05 GQVSQETLSEEASSQAT#LPNQPVEK 11.7 1124 ‐3,0 0 0 0 0 Fanconi anemia group I protein  35296:60068

993.48891 3 timecourse_ATM_combo_2hr 993.48331 5.64 32.48 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 69.8 100 1.83E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 6.7 1121 0,3 0 0 0 0 Fanconi anemia group I protein  35454:163551

993.4887 3 timecourse_ATM_combo_4hr 993.48331 5.43 31.76 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASS#QATLPNQPVEK.A 81.7 100 3.51E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 11.3 1121 0,3 0 0 0 0 Fanconi anemia group I protein  35453:173171

600.25411 2 timecourse_ATM_combo_8hr 600.25063 5.8 29.52 FANCI  FANCI_HUMAN 3 R.EDADVSVT#QR.T 6.0 100 2.15E+05 EDADVSVT#QR 24.8 952 0 0 0 0 Fanconi anemia group I protein  35451:49061

848.05201 3 combeffx_ATM_MEKi 848.04833 4.34 28.58 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 6.9 92 3.33E+05 ALDVTDKEGEEREDADVSVT#QR 21.3 952 0 0 0 0 Fanconi anemia group I protein  35296:57868

993.48772 3 timecourse_ATM_combo_1hr 993.48331 4.44 26.17 FANCI  FANCI_HUMAN 1 K.LKGQVSQETLSEEASSQAT#LPNQPVEK.A 78.4 100 2.92E+06 LKGQVSQETLSEEASS#QATLPNQPVEK 6.7 1121 ‐10,0 0 0 0 0 Fanconi anemia group I protein  35457:175615

636.29157 4 timecourse_ATM_ctrl1 636.28807 5.5 24.71 FANCI  FANCI_HUMAN 3 R.ALDVTDKEGEEREDADVSVT#QR.T 73.7 100 2.61E+06 ALDVTDKEGEEREDADVSVT#QR 59.2 952 0 0 0 0 Fanconi anemia group I protein  35448:161720

913.09599 3 timecourse_ATM_ctrl2 913.09030 6.23 22.93 FANCI  FANCI_HUMAN 1 K.GQVSQETLSEEASS#QATLPNQPVEK.A 38.2 100 1.15E+06 GQVSQETLSEEASS#QATLPNQPVEK 10.3 1121 0,3 0 0 0 0 Fanconi anemia group I protein  35446:154092

786.36301 2 timecourse_ATM_combo_8hr 786.35869 5.49 44.37 FARSA  SYFA_HUMAN 2 R.LDAEPRPPPT#QEAA.‐ 28.7 100 4.12E+06 LDAEPRPPPT#QEAA 1000 504 0 0 0 0 Phenylalanyl‐tRNA synthetase alpha chain  35450:96837

786.36282 2 timecourse_ATM_combo_8hr 786.35869 5.25 38.36 FARSA  SYFA_HUMAN 2 R.LDAEPRPPPT#QEAA.‐ 29.0 100 4.28E+06 LDAEPRPPPT#QEAA 1000 504 0 0 0 0 Phenylalanyl‐tRNA synthetase alpha chain  35451:97713

786.3613 2 timecourse_ATM_combo_4hr 786.35869 3.32 34.69 FARSA  SYFA_HUMAN 2 R.LDAEPRPPPT#QEAA.‐ 13.7 100 1.47E+06 LDAEPRPPPT#QEAA 1000 504 0 0 0 0 Phenylalanyl‐tRNA synthetase alpha chain  35453:96382

786.36134 2 timecourse_ATM_combo_8hr 786.35869 3.37 28.69 FARSA  SYFA_HUMAN 2 R.LDAEPRPPPT#QEAA.‐ 28.9 100 4.38E+06 LDAEPRPPPT#QEAA 1000 504 0 0 0 0 Phenylalanyl‐tRNA synthetase alpha chain  35451:97703

786.36261 2 combeffx_ATM_comboi 786.35869 4.99 27.44 FARSA  SYFA_HUMAN 2 R.LDAEPRPPPT#QEAA.‐ 7.6 100 1.95E+06 LDAEPRPPPT#QEAA 1000 504 0 0 0 0 Phenylalanyl‐tRNA synthetase alpha chain  35300:42794

786.36181 2 timecourse_ATM_combo_8hr 786.35869 3.97 25.74 FARSA  SYFA_HUMAN 2 R.LDAEPRPPPT#QEAA.‐ 27.8 100 3.86E+06 LDAEPRPPPT#QEAA 1000 504 0 0 0 0 Phenylalanyl‐tRNA synthetase alpha chain  35450:96827

786.36257 2 combeffx_ATM_comboi 786.35869 4.93 24.7 FARSA  SYFA_HUMAN 2 R.LDAEPRPPPT#QEAA.‐ 7.3 100 1.54E+06 LDAEPRPPPT#QEAA 1000 504 0 0 0 0 Phenylalanyl‐tRNA synthetase alpha chain  35301:39228

786.36201 2 timecourse_ATM_combo_4hr 786.35869 4.22 23.26 FARSA  SYFA_HUMAN 2 R.LDAEPRPPPT#QEAA.‐ 13.8 100 1.51E+06 LDAEPRPPPT#QEAA 1000 504 0 0 0 0 Phenylalanyl‐tRNA synthetase alpha chain  35452:94591

828.41342 3 timecourse_ATM_combo_8hr 828.40859 5.83 27.87 FASN  FAS_HUMAN 2 K.MVVPGLDGAQIPRDPS#QQELPR.L 2.4 100 2.94E+05 MVVPGLDGAQIPRDPS#QQELPR 1000 1174 0 0 0 0 Fatty acid synthase  35450:160670

759.35528 3 combeffx_ATM_PI3Ki 759.35201 4.31 101.49 FKBP15  FKB15_HUMAN 1 R.RPS#QEQSASASSGQPQAPLNR.E 16.8 100 2.24E+06 RPSQEQS#ASASSGQPQAPLNR 2.2 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35299:59404

759.35626 3 timecourse_ATM_combo_2hr 759.35201 5.6 72.45 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 50.2 100 3.01E+06 RPSQEQS#ASASSGQPQAPLNR 8 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35454:143011

759.35679 3 timecourse_ATM_combo_8hr 759.35201 6.31 68.59 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 16.3 100 1.81E+06 RPSQEQS#ASASSGQPQAPLNR 1.7 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35451:153580

759.35553 3 timecourse_ATM_combo_2hr 759.35201 4.64 68.54 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 55.9 100 2.93E+06 RPSQEQS#ASASSGQPQAPLNR 2.6 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35455:143391

759.35535 3 combeffx_ATM_ctrl 759.35201 4.4 65 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 19.5 100 3.29E+06 RPSQEQS#ASASSGQPQAPLNR 1.1 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35294:67528

843.73846 3 timecourse_ATM_combo_1hr 843.73290 6.59 62.67 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 31.1 100 1.53E+06 ELSSTEAGSTVAGAALRPS#HHSQR 6.9 1155 0,3 0 0 0 0 FK506‐binding protein 15  35456:164097

759.35646 3 timecourse_ATM_combo_4hr 759.35201 5.86 62.62 FKBP15  FKB15_HUMAN 1 R.RPS#QEQSASASSGQPQAPLNR.E 33.7 100 3.01E+06 RPS#QEQSASASSGQPQAPLNR 6.7 956 0,4 0 0 0 0 FK506‐binding protein 15  35452:147600

843.73771 3 timecourse_ATM_combo_2hr 843.73290 5.7 57.5 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 25.7 100 9.18E+05 ELSSTEAGSTVAGAALRPS#HHSQR 6.9 1155 0,3 0 0 0 0 FK506‐binding protein 15  35454:152871

759.35584 3 timecourse_ATM_combo_4hr 759.35201 5.04 57.48 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 33.8 100 2.92E+06 RPSQEQS#ASASSGQPQAPLNR 4.4 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35453:150191

759.35662 3 timecourse_ATM_ctrl2 759.35201 6.08 57.23 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 38.3 100 2.64E+06 RPSQEQS#ASASSGQPQAPLNR 5.2 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35446:137152

633.0556 4 timecourse_ATM_combo_1hr 633.05149 6.49 56.72 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 171.3 100 8.16E+06 ELSSTEAGSTVAGAALRPS#HHSQR 3.7 1155 0,3 0 0 0 0 FK506‐binding protein 15  35456:164087

759.3558 3 timecourse_ATM_combo_1hr 759.35201 4.99 56.34 FKBP15  FKB15_HUMAN 1 R.RPSQEQSAS#ASSGQPQAPLNR.E 53.7 100 5.02E+06 RPSQEQS#ASASSGQPQAPLNR 2.6 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35457:153675

759.355 3 combeffx_ATM_ctrl 759.35201 3.94 56.2 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 16.9 100 2.95E+06 RPSQEQS#ASASSGQPQAPLNR 23.6 960 0 0 0 0 FK506‐binding protein 15  35295:65557

843.73799 3 timecourse_ATM_combo_4hr 843.73290 6.03 56.16 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 26.2 100 1.25E+06 ELSSTEAGSTVAGAALRPSHHS#QR 5.5 1158 ‐3,0 0 0 0 0 FK506‐binding protein 15  35452:158200

759.35704 3 timecourse_ATM_ctrl1 759.35201 6.62 54.84 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 43.4 100 4.92E+06 RPSQEQS#ASASSGQPQAPLNR 1.7 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35448:151470

843.73789 3 timecourse_ATM_combo_8hr 843.73290 5.93 53.24 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 39.4 100 2.17E+06 ELSSTEAGSTVAGAALRPS#HHSQR 6.9 1155 0,3 0 0 0 0 FK506‐binding protein 15  35451:164970

759.35647 3 timecourse_ATM_combo_8hr 759.35201 5.87 51.56 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 17.6 100 1.77E+06 RPSQEQS#ASASSGQPQAPLNR 0 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35450:151590

843.73835 3 timecourse_ATM_combo_8hr 843.73290 6.46 51.55 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 39.7 100 1.93E+06 ELSSTEAGSTVAGAALRPS#HHSQR 0 1155 0,3 0 0 0 0 FK506‐binding protein 15  35450:162800

843.73698 3 timecourse_ATM_combo_4hr 843.73290 4.84 50.73 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 28.5 100 1.27E+06 ELSSTEAGSTVAGAALRPS#HHSQR 6.9 1155 0,3 0 0 0 0 FK506‐binding protein 15  35453:161061

759.35605 3 timecourse_ATM_ctrl2 759.35201 5.32 50.65 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 37.5 100 2.83E+06 RPS#QEQSASASSGQPQAPLNR 1.4 956 0,4 0 0 0 0 FK506‐binding protein 15  35447:139693

759.35544 3 timecourse_ATM_ctrl1 759.35201 4.52 46.19 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 44.2 100 5.09E+06 RPSQEQS#ASASSGQPQAPLNR 1.1 960 ‐4,0 0 0 0 0 FK506‐binding protein 15  35449:153899

843.7373 3 timecourse_ATM_combo_1hr 843.73290 5.21 44.91 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 29.1 100 1.37E+06 ELSSTEAGSTVAGAALRPSHHS#QR 10.8 1158 ‐3,0 0 0 0 0 FK506‐binding protein 15  35457:164135

759.35448 3 timecourse_ATM_ctrl1 759.35201 3.25 44.34 FKBP15  FKB15_HUMAN 1 R.RPS#QEQSASASSGQPQAPLNR.E 42.3 100 5.09E+06 RPS#QEQSASASSGQPQAPLNR 2.8 956 0,4 0 0 0 0 FK506‐binding protein 15  35449:153889

759.3565 3 timecourse_ATM_combo_1hr 759.35201 5.91 42.67 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 54.3 100 4.89E+06 RPS#QEQSASASSGQPQAPLNR 0.9 956 0,4 0 0 0 0 FK506‐binding protein 15  35456:153677

843.7364 3 timecourse_ATM_combo_2hr 843.73290 4.16 41.75 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 28.6 100 9.62E+05 ELSSTEAGSTVAGAALRPSHHS#QR 11.9 1158 ‐3,0 0 0 0 0 FK506‐binding protein 15  35455:153471

759.35592 3 combeffx_ATM_MEKi 759.35201 5.15 39.75 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 7.2 100 7.45E+05 RPSQEQS#ASASSGQPQAPLNR 18.3 960 0 0 0 0 FK506‐binding protein 15  35297:49588

843.73738 3 timecourse_ATM_ctrl1 843.73290 5.31 37.31 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 14.2 100 5.42E+05 ELSSTEAGSTVAGAALRPSHHS#QR 10.8 1158 ‐3,0 0 0 0 0 FK506‐binding protein 15  35449:163879

759.3561 3 combeffx_ATM_comboi 759.35201 5.39 36.77 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 10.2 100 2.21E+06 RPSQEQS#ASASSGQPQAPLNR 1.7 960 0,4 0 0 0 0 FK506‐binding protein 15  35300:69651

633.0554 4 timecourse_ATM_combo_8hr 633.05149 6.18 34.93 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 225.5 100 1.12E+07 ELSSTEAGSTVAGAALRPS#HHSQR 2.8 1155 0,3 0 0 0 0 FK506‐binding protein 15  35451:164980

759.35654 3 timecourse_ATM_combo_1hr 759.35201 5.97 33.77 FKBP15  FKB15_HUMAN 1 R.RPSQEQSAS#ASSGQPQAPLNR.E 52.0 100 4.88E+06 RPSQEQSAS#ASSGQPQAPLNR 12.7 962 ‐6,0 0 0 0 0 FK506‐binding protein 15  35456:153687

843.73812 3 timecourse_ATM_ctrl1 843.73290 6.19 32.16 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 11.6 100 5.04E+05 ELSSTEAGSTVAGAALRPSHHS#QR 6.8 1158 ‐3,0 0 0 0 0 FK506‐binding protein 15  35448:161320

843.73815 3 timecourse_ATM_ctrl2 843.73290 6.22 31.66 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 5.6 100 2.33E+05 ELSSTEAGSTVAGAALRPSHHS#QR 14 1158 0 0 0 0 FK506‐binding protein 15  35446:147512

759.3551 3 combeffx_ATM_PI3Ki 759.35201 4.07 30.94 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLNR.E 17.3 100 2.57E+06 RPSQEQSASAS#SGQPQAPLNR 7.7 964 ‐8,0 0 0 0 0 FK506‐binding protein 15  35298:62546

707.32162 3 timecourse_ATM_combo_1hr 707.31831 4.68 26.41 FKBP15  FKB15_HUMAN 1 R.RPSQEQS#ASASSGQPQAPLN.R 5.8 100 2.45E+05 RPS#QEQSASASSGQPQAPLN 4.4 956 0,6 0 0 0 0 FK506‐binding protein 15  35457:146200

759.3553 3 combeffx_ATM_MEKi 759.35201 4.33 25.69 FKBP15  FKB15_HUMAN 1 R.RPSQEQSAS#ASSGQPQAPLNR.E 9.5 100 8.94E+05 RPS#QEQSASASSGQPQAPLNR 2.4 956 0,9 0 0 0 0 FK506‐binding protein 15  35296:54229

633.05479 4 timecourse_ATM_combo_1hr 633.05149 5.21 23.65 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 198.0 100 8.35E+06 ELSSTEAGSTVAGAALRPS#HHSQR 0.9 1155 0,3 0 0 0 0 FK506‐binding protein 15  35457:164125

707.32222 3 timecourse_ATM_combo_2hr 707.31831 5.53 23.61 FKBP15  FKB15_HUMAN 1 R.RPS#QEQSASASSGQPQAPLN.R 4.2 100 1.82E+05 RPS#QEQSASASSGQPQAPLN 5.2 956 0,6 0 0 0 0 FK506‐binding protein 15  35454:135767

633.0549 4 timecourse_ATM_ctrl1 633.05149 5.39 23.28 FKBP15  FKB15_HUMAN 1 K.ELSSTEAGSTVAGAALRPSHHS#QR.S 68.4 100 3.12E+06 ELSSTEAGSTVAGAALRPS#HHSQR 1.1 1155 0,3 0 0 0 0 FK506‐binding protein 15  35449:163889

744.8003 2 timecourse_ATM_combo_4hr 744.79613 5.6 87.07 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 441.8 100 9.47E+06 SNTAGS#QSQVETEA 21.3 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35452:85461

744.79942 2 combeffx_ATM_PI3Ki 744.79613 4.42 79.9 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 53.4 100 1.49E+06 SNTAGSQS#QVETEA 13.3 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35299:33725

744.80045 2 timecourse_ATM_combo_8hr 744.79613 5.81 79.06 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 1034.9 100 2.79E+07 SNTAGSQS#QVETEA 13.3 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35450:87498

744.80073 2 timecourse_ATM_combo_4hr 744.79613 6.18 78.06 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 410.8 100 8.79E+06 SNTAGS#QSQVETEA 21.3 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35453:87140

744.80045 2 combeffx_ATM_comboi 744.79613 5.8 77.33 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 124.1 100 6.31E+06 SNTAGS#QSQVETEA 24.8 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35301:34892

744.80099 2 timecourse_ATM_ctrl2 744.79613 6.53 73.77 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 83.5 100 1.41E+06 SNTAGSQS#QVETEA 13.3 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35446:76028

744.80078 2 timecourse_ATM_combo_1hr 744.79613 6.24 71.93 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 118.3 100 2.82E+06 SNTAGS#QSQVETEA 33.7 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35456:88518

744.80036 2 timecourse_ATM_combo_8hr 744.79613 5.68 66.65 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 961.5 100 2.84E+07 SNTAGS#QSQVETEA 21.3 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35451:88361

744.80077 2 timecourse_ATM_combo_8hr 744.79613 6.23 58.61 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 35.6 100 1.27E+06 SNTAGSQS#QVETEA 26.5 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35450:87518

744.80031 2 timecourse_ATM_combo_2hr 744.79613 5.61 56.42 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 164.1 100 2.85E+06 SNTAGS#QSQVETEA 23.3 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35455:82465

744.80108 2 timecourse_ATM_ctrl1 744.79613 6.65 55.32 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 120.3 100 2.28E+06 SNTAGS#QSQVETEA 24.8 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35448:87999

744.80081 2 timecourse_ATM_combo_2hr 744.79613 6.28 53.64 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 185.8 100 3.00E+06 SNTAGS#QSQVETEA 24.8 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35454:82990

744.80082 2 timecourse_ATM_combo_8hr 744.79613 6.3 50.88 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 923.7 100 2.73E+07 SNTAGSQS#QVETEA 13.3 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35451:88381

744.80073 2 timecourse_ATM_ctrl1 744.79613 6.18 50.62 FKBP4  FKBP4_HUMAN 1 K.SNTAGSQS#QVETEA.‐ 10.5 100 1.69E+05 SNTAGSQS#QVETEA 43 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35448:87989

744.80061 2 timecourse_ATM_combo_4hr 744.79613 6.02 49.61 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 13.1 94 2.56E+05 SNTAGSQS#QVETEA 26.5 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35452:85481

744.80069 2 timecourse_ATM_ctrl2 744.79613 6.12 49.43 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 90.6 100 1.51E+06 SNTAGS#QSQVETEA 37.4 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35447:77191

744.79971 2 timecourse_ATM_combo_1hr 744.79613 4.81 49.33 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 96.5 100 2.68E+06 SNTAGS#QSQVETEA 18.9 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35457:88713

744.80115 2 timecourse_ATM_ctrl2 744.79613 6.74 48.96 FKBP4  FKBP4_HUMAN 1 K.SNTAGSQS#QVETEA.‐ 5.0 100 6.97E+04 SNTAGSQS#QVETEA 28.5 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35447:77201

744.80051 2 timecourse_ATM_combo_4hr 744.79613 5.88 45.59 FKBP4  FKBP4_HUMAN 1 K.SNTAGSQS#QVETEA.‐ 12.8 100 2.42E+05 SNTAGSQS#QVETEA 38.7 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35453:87130

744.80043 2 timecourse_ATM_combo_4hr 744.79613 5.77 45.09 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 387.1 100 8.24E+06 SNTAGS#QSQVETEA 28.5 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35453:87120

744.7999 2 timecourse_ATM_combo_2hr 744.79613 5.06 43.87 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 8.0 100 1.07E+05 SNTAGSQS#QVETEA 18.9 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35455:82455

744.80051 2 timecourse_ATM_combo_8hr 744.79613 5.89 43.74 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 39.8 94 1.04E+06 SNTAGSQS#QVETEA 28.5 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35451:88371

744.80049 2 timecourse_ATM_combo_8hr 744.79613 5.85 40.78 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 967.2 100 2.45E+07 SNTAGS#QSQVETEA 28.5 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35450:87508

744.7997 2 timecourse_ATM_ctrl1 744.79613 4.79 40.78 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 87.4 100 2.04E+06 SNTAGS#QSQVETEA 24.8 451 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35449:89375

744.79986 2 timecourse_ATM_ctrl1 744.79613 5.01 37.29 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 8.4 100 1.64E+05 SNTAGSQS#QVETEA 26.5 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35449:89385

744.80013 2 timecourse_ATM_combo_8hr 744.79613 5.38 33.86 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 13.1 100 9.28E+05 SNTAGSQS#QVETEA 10.3 453 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35450:87488

744.80006 2 timecourse_ATM_combo_8hr 744.79613 5.28 32.18 FKBP4  FKBP4_HUMAN 1 K.SNTAGSQS#QVETEA.‐ 14.0 94 7.05E+05 SNTAGSQS#QVETEA 13.3 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35451:88351

744.80066 2 timecourse_ATM_combo_1hr 744.79613 6.1 32.1 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 4.8 100 1.15E+05 SNTAGSQS#QVETEA 21.3 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35456:88508

744.80038 2 timecourse_ATM_combo_4hr 744.79613 5.71 32.07 FKBP4  FKBP4_HUMAN 1 K.SNTAGSQS#QVETEA.‐ 368.2 100 3.69E+06 SNTAGSQS#QVETEA 13.3 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35452:85471

744.80043 2 timecourse_ATM_combo_2hr 744.79613 5.77 29.55 FKBP4  FKBP4_HUMAN 1 K.SNTAGSQS#QVETEA.‐ 7.6 100 1.15E+05 SNTAGSQS#QVETEA 30.8 453 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35454:82980

744.80003 2 combeffx_ATM_ctrl 744.79613 5.24 27.52 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 6.6 100 4.77E+05 SNTAGSQS#QVETEA 8.7 453 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35295:35599

744.79995 2 combeffx_ATM_PI3Ki 744.79613 5.13 24.33 FKBP4  FKBP4_HUMAN 1 K.SNTAGSQS#QVETEA.‐ 29.3 100 2.12E+06 SNTAGSQS#QVETEA 10.3 453 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35298:34967

744.80047 2 combeffx_ATM_comboi 744.79613 5.83 14.45 FKBP4  FKBP4_HUMAN 1 K.SNTAGS#QSQVETEA.‐ 118.6 100 1.12E+07 SNT#AGSQSQVETEA 0 448 0,5 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP4  35300:37905

912.36567 2 timecourse_ATM_combo_4hr 912.36130 4.79 61.95 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 49.8 100 1.85E+06 GTDS#QAMEEEKPEGHV 17 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35453:120202

923.72828 3 combeffx_ATM_comboi 923.72341 5.27 59.52 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGT#DSQAMEEEKPEGHV.‐ 11.6 100 1.28E+06 TSEGVTNEKGTDS#QAMEEEKPEGHV 42.6 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35300:79341

923.72932 3 timecourse_ATM_combo_8hr 923.72341 6.4 57.03 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGT#DSQAMEEEKPEGHV.‐ 17.6 100 6.98E+05 TSEGVTNEKGT#DSQAMEEEKPEGHV 0 443 0,2 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35450:171010

912.36553 2 timecourse_ATM_ctrl1 912.36130 4.64 56.36 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 12.1 100 4.58E+05 GTDS#QAMEEEKPEGHV 18.3 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35449:123558

912.36657 2 timecourse_ATM_ctrl1 912.36130 5.78 55.85 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 12.5 100 4.56E+05 GTDS#QAMEEEKPEGHV 24.2 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35448:121431

608.57992 3 timecourse_ATM_combo_2hr 608.57663 5.41 52.97 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 65.2 100 1.99E+06 GTDS#QAMEEEKPEGHV 22 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35454:114088

912.36599 2 timecourse_ATM_combo_1hr 912.36130 5.14 48.46 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 22.5 100 8.58E+05 GTDS#QAMEEEKPEGHV 0 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35456:123071

608.57936 3 timecourse_ATM_combo_2hr 608.57663 4.5 46.51 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 64.5 100 1.91E+06 GTDS#QAMEEEKPEGHV 8.1 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35455:114080

923.7285 3 timecourse_ATM_combo_8hr 923.72341 5.51 46 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGTDS#QAMEEEKPEGHV.‐ 22.9 100 8.41E+05 TSEGVTNEKGT#DSQAMEEEKPEGHV 0 443 0,2 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35451:173370

912.36581 2 timecourse_ATM_combo_4hr 912.36130 4.94 44.64 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 53.6 100 1.86E+06 GTDS#QAMEEEKPEGHV 7 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35452:118034

923.72818 3 combeffx_ATM_PI3Ki 923.72341 5.16 44.49 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGTDS#QAMEEEKPEGHV.‐ 8.4 100 5.79E+05 TSEGVTNEKGTDS#QAMEEEKPEGHV 42.6 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35298:70396

608.5796 3 timecourse_ATM_combo_4hr 608.57663 4.88 44.32 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 112.8 100 4.63E+06 GTDS#QAMEEEKPEGHV 10.9 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35453:120212

923.72867 3 timecourse_ATM_combo_4hr 923.72341 5.69 44.19 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGT#DSQAMEEEKPEGHV.‐ 29.2 100 8.94E+05 TSEGVTNEKGT#DSQAMEEEKPEGHV 0 443 0,2 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35452:166190

923.7282 3 timecourse_ATM_combo_1hr 923.72341 5.19 42.74 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGT#DSQAMEEEKPEGHV.‐ 14.4 100 4.22E+05 TSEGVTNEKGT#DSQAMEEEKPEGHV 0 443 0,2 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35457:171485

923.72869 3 timecourse_ATM_combo_2hr 923.72341 5.72 40.47 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGT#DSQAMEEEKPEGHV.‐ 16.1 100 2.95E+05 TSEGVTNEKGT#DSQAMEEEKPEGHV 0 443 0,2 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35454:159861

912.36606 2 timecourse_ATM_combo_8hr 912.36130 5.22 38.25 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 83.1 100 3.59E+06 GTDS#QAMEEEKPEGHV 0 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35450:120660

912.36591 2 timecourse_ATM_ctrl2 912.36130 5.05 37.59 FKBP5  FKBP5_HUMAN 5 K.GT#DSQAMEEEKPEGHV.‐ 8.6 100 2.07E+05 GTDS#QAMEEEKPEGHV 0 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35447:109566

608.57963 3 timecourse_ATM_combo_1hr 608.57663 4.93 37.25 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 46.4 100 2.06E+06 GTDS#QAMEEEKPEGHV 17.9 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35456:123061

608.57985 3 timecourse_ATM_combo_8hr 608.57663 5.29 36.19 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 182.1 100 9.67E+06 GTDS#QAMEEEKPEGHV 19.8 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35451:121892

608.57912 3 timecourse_ATM_combo_1hr 608.57663 4.11 35.79 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 43.7 100 1.91E+06 GTDS#QAMEEEKPEGHV 24.8 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35457:122846

912.36576 2 timecourse_ATM_combo_8hr 912.36130 4.89 35.72 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 86.8 100 4.23E+06 GTDS#QAMEEEKPEGHV 8.6 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35451:121882

608.57987 3 timecourse_ATM_ctrl1 608.57663 5.32 34.85 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 27.8 100 1.19E+06 GTDS#QAMEEEKPEGHV 16.2 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35448:121421

725.07171 4 combeffx_ATM_comboi 725.06811 4.97 34.64 FKBP5  FKBP5_HUMAN 5 K.KTSEGVTNEKGTDS#QAMEEEKPEGHV.‐ 10.7 100 9.36E+05 KTSEGVTNEKGTDS#QAMEEEKPEGHV 16.5 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35301:73339

608.57921 3 timecourse_ATM_ctrl1 608.57663 4.24 33.69 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 25.1 100 1.07E+06 GTDS#QAMEEEKPEGHV 33.5 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35449:123548



923.72808 3 timecourse_ATM_combo_4hr 923.72341 5.06 33.51 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGT#DSQAMEEEKPEGHV.‐ 35.1 100 9.90E+05 TSEGVTNEKGT#DSQAMEEEKPEGHV 16.9 443 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35453:169181

912.36552 2 timecourse_ATM_combo_2hr 912.36130 4.63 33.49 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 32.6 100 7.71E+05 GTDS#QAMEEEKPEGHV 0 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35455:114090

912.36525 2 timecourse_ATM_combo_1hr 912.36130 4.33 32.63 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 23.5 100 7.79E+05 GTDS#QAMEEEKPEGHV 9.8 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35457:122856

608.57961 3 timecourse_ATM_combo_4hr 608.57663 4.9 32.04 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 117.8 100 4.92E+06 GTDS#QAMEEEKPEGHV 22 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35452:118024

929.0602 3 combeffx_ATM_comboi 929.05505 5.54 31.53 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGTDS#QAM*EEEKPEGHV.‐ 5.5 100 5.83E+05 TSEGVTNEKGTDS#QAM*EEEKPEGHV 42.3 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35300:79651

923.72908 3 timecourse_ATM_ctrl2 923.72341 6.14 28.66 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGTDS#QAMEEEKPEGHV.‐ 6.5 100 1.33E+05 TSEGVTNEKGT#DSQAMEEEKPEGHV 0 443 0,2 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35446:154802

912.3663 2 timecourse_ATM_combo_2hr 912.36130 5.48 28.53 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 30.9 100 8.05E+05 GTDS#QAMEEEKPEGHV 0 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35454:114098

923.72856 3 timecourse_ATM_combo_1hr 923.72341 5.58 28.12 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGTDS#QAMEEEKPEGHV.‐ 11.1 100 4.01E+05 TSEGVTNEKGTDS#QAMEEEKPEGHV 22 445 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35456:171367

608.57989 3 timecourse_ATM_combo_8hr 608.57663 5.37 27.93 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 196.2 100 9.84E+06 GTDS#QAMEEEKPEGHV 10.9 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35450:120670

923.72786 3 timecourse_ATM_combo_2hr 923.72341 4.82 22.33 FKBP5  FKBP5_HUMAN 5 K.TSEGVTNEKGTDS#QAMEEEKPEGHV.‐ 17.7 100 3.16E+05 TSEGVTNEKGT#DSQAMEEEKPEGHV 0 443 0,2 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35455:160891

912.36671 2 timecourse_ATM_ctrl2 912.36130 5.93 20.86 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 8.3 100 1.49E+05 GTDS#QAMEEEKPEGHV 5.4 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35446:107457

608.57973 3 timecourse_ATM_ctrl2 608.57663 5.09 19.81 FKBP5  FKBP5_HUMAN 5 K.GTDS#QAMEEEKPEGHV.‐ 14.4 100 4.50E+05 GTDS#QAMEEEKPEGHV 10.9 445 ‐2,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase FKBP5  35447:109576

594.79601 2 combeffx_ATM_comboi 594.79227 6.29 34.41 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 11.1 100 6.13E+05 ALT#QTGGPHVK 42.6 1286 0 0 0 0 Filamin‐A  35300:19798

594.79545 2 timecourse_ATM_combo_8hr 594.79227 5.35 31.33 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 70.0 100 1.89E+06 ALT#QTGGPHVK 43 1286 0 0 0 0 Filamin‐A  35450:47409

594.79517 2 timecourse_ATM_combo_2hr 594.79227 4.89 28.36 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 21.9 100 2.95E+05 ALT#QTGGPHVK 45.7 1286 0 0 0 0 Filamin‐A  35455:44361

594.79621 2 combeffx_ATM_comboi 594.79227 6.62 25.8 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 3.7 100 2.92E+05 ALT#QTGGPHVK 45.7 1286 0 0 0 0 Filamin‐A  35301:18129

594.79536 2 timecourse_ATM_combo_4hr 594.79227 5.2 23.5 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 30.4 100 5.84E+05 ALT#QTGGPHVK 64.8 1286 0 0 0 0 Filamin‐A  35453:47360

594.7947 2 timecourse_ATM_combo_1hr 594.79227 4.09 23.48 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 33.5 100 7.05E+05 ALT#QTGGPHVK 57.8 1286 0 0 0 0 Filamin‐A  35457:47814

594.7954 2 timecourse_ATM_combo_8hr 594.79227 5.28 23.21 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 67.3 100 1.98E+06 ALT#QTGGPHVK 45.7 1286 0 0 0 0 Filamin‐A  35451:47352

594.79588 2 timecourse_ATM_ctrl1 594.79227 6.07 22.11 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 26.8 100 5.10E+05 ALT#QTGGPHVK 36.8 1286 0 0 0 0 Filamin‐A  35448:47911

594.79528 2 timecourse_ATM_ctrl2 594.79227 5.06 20.46 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 20.7 100 3.92E+05 ALT#QTGGPHVK 48.9 1286 0 0 0 0 Filamin‐A  35447:41609

594.79526 2 timecourse_ATM_combo_4hr 594.79227 5.04 19.13 FLNA  FLNA_HUMAN 6 R.ALT#QTGGPHVK.A 28.6 100 6.08E+05 ALT#QTGGPHVK 48.9 1286 0 0 0 0 Filamin‐A  35452:46143

614.29373 2 timecourse_ATM_ctrl2 614.29008 5.94 38.15 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 85.8 100 7.23E+05 IRAT#QTGDASK 48.9 1609 0 0 0 0 Filamin‐B  35447:47605

614.29333 2 timecourse_ATM_ctrl1 614.29008 5.29 37.9 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 94.6 100 1.20E+06 IRAT#QTGDASK 45.7 1609 0 0 0 0 Filamin‐B  35449:55185

614.29364 2 timecourse_ATM_combo_2hr 614.29008 5.81 36.58 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 98.2 100 7.62E+05 IRAT#QTGDASK 40.7 1609 0 0 0 0 Filamin‐B  35455:50547

614.29364 2 timecourse_ATM_combo_8hr 614.29008 5.8 35.95 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 59.1 100 1.05E+06 IRAT#QTGDASK 45.7 1609 0 0 0 0 Filamin‐B  35451:53818

614.29412 2 timecourse_ATM_combo_1hr 614.29008 6.58 34.07 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 93.7 100 1.21E+06 IRAT#QTGDASK 45.7 1609 0 0 0 0 Filamin‐B  35456:54204

614.29418 2 timecourse_ATM_ctrl1 614.29008 6.67 32.68 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 105.6 100 1.17E+06 IRAT#QTGDASK 48.9 1609 0 0 0 0 Filamin‐B  35448:54404

614.29371 2 timecourse_ATM_combo_4hr 614.29008 5.91 30.41 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 114.7 100 1.16E+06 IRAT#QTGDASK 48.9 1609 0 0 0 0 Filamin‐B  35452:52430

614.29394 2 timecourse_ATM_combo_4hr 614.29008 6.28 28.44 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 100.7 100 1.23E+06 IRAT#QTGDASK 40.7 1609 0 0 0 0 Filamin‐B  35453:53568

614.29317 2 timecourse_ATM_combo_1hr 614.29008 5.05 27.93 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 91.8 100 1.13E+06 IRAT#QTGDASK 45.7 1609 0 0 0 0 Filamin‐B  35457:54373

614.29447 2 timecourse_ATM_combo_2hr 614.29008 7.15 25.87 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 98.0 100 7.91E+05 IRAT#QTGDASK 38.7 1609 0 0 0 0 Filamin‐B  35454:51359

614.29426 2 timecourse_ATM_ctrl2 614.29008 6.8 20.96 FLNB  FLNB_HUMAN 4 R.IRAT#QTGDASK.C 75.7 100 5.91E+05 IRAT#QTGDASK 38.7 1609 0 0 0 0 Filamin‐B  35446:47083

998.45329 2 timecourse_ATM_combo_2hr 998.44896 4.34 99.26 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPS#QLSK.W 6.9 100 2.01E+05 AALQTAPESADDSPS#QLSK 24.8 286 0 0 0 0 Forkhead box protein O3  35455:127750

998.45453 2 timecourse_ATM_combo_1hr 998.44896 5.59 97.16 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPS#QLSK.W 16.9 100 5.58E+05 AALQTAPESADDSPS#QLSK 24.8 286 0 0 0 0 Forkhead box protein O3  35456:137259

998.45264 2 timecourse_ATM_combo_1hr 998.44896 3.69 95.48 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPSQLS#K.W 12.1 100 5.16E+05 AALQTAPESADDSPSQLS#K 9.4 289 ‐3,0 0 0 0 0 Forkhead box protein O3  35457:137708

998.45389 2 timecourse_ATM_combo_8hr 998.44896 4.94 94.11 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPSQLS#K.W 16.9 100 8.80E+05 AALQTAPESADDSPS#QLSK 38.7 286 0 0 0 0 Forkhead box protein O3  35451:136061

998.45345 2 timecourse_ATM_combo_8hr 998.44896 4.5 91.02 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPS#QLSK.W 17.0 100 8.70E+05 AALQTAPESADDSPS#QLSK 31.9 286 0 0 0 0 Forkhead box protein O3  35450:134393

998.45427 2 timecourse_ATM_combo_4hr 998.44896 5.32 88.17 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPSQLS#K.W 13.5 100 5.45E+05 AALQTAPESADDSPS#QLSK 10.7 286 0,3 0 0 0 0 Forkhead box protein O3  35452:131468

998.45447 2 timecourse_ATM_combo_2hr 998.44896 5.52 81.36 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPS#QLSK.W 9.0 100 2.35E+05 AALQTAPESADDSPS#QLSK 18.9 286 0 0 0 0 Forkhead box protein O3  35454:127525

998.45326 2 timecourse_ATM_combo_4hr 998.44896 4.31 76.92 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPS#QLSK.W 12.5 100 5.55E+05 AALQTAPESADDSPS#QLSK 15.8 286 0 0 0 0 Forkhead box protein O3  35453:133915

665.97137 3 combeffx_ATM_comboi 665.96840 4.46 53.67 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPS#QLSK.W 9.4 100 1.47E+06 AALQTAPESADDSPS#QLSK 37.2 286 0 0 0 0 Forkhead box protein O3  35300:62128

665.97131 3 timecourse_ATM_combo_4hr 665.96840 4.37 34.92 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPS#QLSK.W 7.6 100 3.13E+05 AALQTAPESADDSPS#QLSK 23.5 286 0 0 0 0 Forkhead box protein O3  35453:133925

665.97204 3 timecourse_ATM_combo_4hr 665.96840 5.47 32.4 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPS#QLSK.W 9.3 100 3.81E+05 AALQTAPESADDSPS#QLSK 19.6 286 0 0 0 0 Forkhead box protein O3  35452:131478

665.97134 3 timecourse_ATM_combo_1hr 665.96840 4.41 24.58 FOXO3  FOXO3_HUMAN 4 K.AALQTAPESADDSPS#QLSK.W 6.1 100 2.75E+05 AALQTAPESADDSPSQLS#K 0 289 ‐3,0 0 0 0 0 Forkhead box protein O3  35457:137718

1000.43183 3 timecourse_ATM_combo_4hr 1000.42654 5.29 60.52 FRMD4A  FRM4A_HUMAN 1 R.LSHTSSTSSDSGS#QYSTSSQSTFVAHSR.V 6.4 100 3.11E+05 LSHTSSTSSDSGSQY#STSSQSTFVAHSR 4.9 959 ‐7,0 0 0 0 0 FERM domain‐containing protein 4A  35452:170260

1000.43202 3 timecourse_ATM_ctrl1 1000.42654 5.48 59.27 FRMD4A  FRM4A_HUMAN 1 R.LSHTSSTSSDS#GSQYSTSSQSTFVAHSR.V 10.3 100 3.29E+05 LSHTSSTSSDS#GSQYSTSSQSTFVAHSR 3.4 955 ‐7,2 0 0 0 0 FERM domain‐containing protein 4A  35448:172430

1000.4322 3 timecourse_ATM_combo_1hr 1000.42654 5.66 46.11 FRMD4A  FRM4A_HUMAN 1 R.LSHTSSTSS#DSGSQYSTSSQSTFVAHSR.V 4.6 100 2.25E+05 LSHTSSTSSDSGS#QYSTSSQSTFVAHSR 2.8 957 ‐6,0 0 0 0 0 FERM domain‐containing protein 4A  35456:175576

1000.43121 3 timecourse_ATM_combo_4hr 1000.42654 4.67 45.62 FRMD4A  FRM4A_HUMAN 1 R.LSHTSSTSS#DSGSQYSTSSQSTFVAHSR.V 6.3 100 2.65E+05 LSHTSSTSSDSGSQY#STSSQSTFVAHSR 12.2 959 0,1 0 0 0 0 FERM domain‐containing protein 4A  35453:173551

978.08773 3 timecourse_ATM_combo_1hr 978.08102 6.86 45.44 FRMD4A  FRM4A_HUMAN 1 R.SSS#LES#QGKLLGSENDTGSPDFYTPR.T 8.9 100 3.85E+05 SS#SLES#QGKLLGSENDTGSPDFYTPR 0 710 ‐1,0 28.5 714 0 0 FERM domain‐containing protein 4A  35456:174596

1027.08763 3 timecourse_ATM_combo_4hr 1027.08198 5.5 34.16 FRMD4A  FRM4A_HUMAN 1 R.LSHTSSTS#SDSGSQY#STSSQSTFVAHSR.V 5.1 100 1.75E+05 LSHTSSTS#SDS#GSQYSTSSQSTFVAHSR 5 952 ‐2,14 7.7 955 0,11 0 0 FERM domain‐containing protein 4A  35452:171470

605.28828 2 timecourse_ATM_combo_8hr 605.28480 5.75 29.91 FRMD4A  FRM4A_HUMAN 1 K.ATSAALPQS#QR.S 6.4 100 1.12E+05 ATSAALPQS#QR 79.3 990 0 0 0 0 FERM domain‐containing protein 4A  35450:50755

605.28847 2 timecourse_ATM_combo_4hr 605.28480 6.06 24.96 FRMD4A  FRM4A_HUMAN 1 K.ATSAALPQS#QR.S 6.9 100 7.13E+04 ATSAALPQS#QR 79.3 990 0 0 0 0 FERM domain‐containing protein 4A  35453:50609

605.28772 2 timecourse_ATM_combo_4hr 605.28480 4.82 22.4 FRMD4A  FRM4A_HUMAN 1 K.ATSAALPQS#QR.S 7.1 100 8.71E+04 ATSAALPQS#QR 72.8 990 0 0 0 0 FERM domain‐containing protein 4A  35452:49443

1025.47924 3 combeffx_ATM_ctrl 1025.47492 4.21 102.61 FTSJ3  RRMJ3_HUMAN 1 K.GSFAGIEDDADEALEIS#QAQLLFENRR.K 47.3 100 1.62E+06 GSFAGIEDDADEALEIS#QAQLLFENRR 118.2 549 0 0 0 0 Putative rRNA methyltransferase 3  35294:76374

1025.48382 3 timecourse_ATM_ctrl1 1025.47492 8.68 93.42 FTSJ3  RRMJ3_HUMAN 1 K.GSFAGIEDDADEALEIS#QAQLLFENRR.K 8.0 100 3.18E+05 GSFAGIEDDADEALEIS#QAQLLFENRR 95.6 549 0 0 0 0 Putative rRNA methyltransferase 3  35448:173450

1025.4823 3 timecourse_ATM_combo_4hr 1025.47492 7.2 91.23 FTSJ3  RRMJ3_HUMAN 1 K.GSFAGIEDDADEALEIS#QAQLLFENRR.K 6.0 100 4.08E+05 GSFAGIEDDADEALEIS#QAQLLFENRR 115.2 549 0 0 0 0 Putative rRNA methyltransferase 3  35453:174661

1025.48372 3 timecourse_ATM_ctrl2 1025.47492 8.58 84.97 FTSJ3  RRMJ3_HUMAN 1 K.GSFAGIEDDADEALEIS#QAQLLFENRR.K 15.5 100 8.65E+05 GSFAGIEDDADEALEIS#QAQLLFENRR 96.8 549 0 0 0 0 Putative rRNA methyltransferase 3  35446:160202

1025.48057 3 combeffx_ATM_MEKi 1025.47492 5.51 78.51 FTSJ3  RRMJ3_HUMAN 1 K.GSFAGIEDDADEALEIS#QAQLLFENRR.K 18.0 100 4.08E+05 GSFAGIEDDADEALEIS#QAQLLFENRR 73.4 549 0 0 0 0 Putative rRNA methyltransferase 3  35297:56328

1025.48353 3 timecourse_ATM_ctrl2 1025.47492 8.4 66.3 FTSJ3  RRMJ3_HUMAN 1 K.GSFAGIEDDADEALEIS#QAQLLFENRR.K 17.7 100 9.11E+05 GSFAGIEDDADEALEIS#QAQLLFENRR 89.8 549 0 0 0 0 Putative rRNA methyltransferase 3  35447:163583

973.44555 3 combeffx_ATM_ctrl 973.44122 4.45 59.8 FTSJ3  RRMJ3_HUMAN 1 K.GSFAGIEDDADEALEIS#QAQLLFENR.R 11.9 100 4.25E+05 GSFAGIEDDADEALEIS#QAQLLFENR 84.1 549 0 0 0 0 Putative rRNA methyltransferase 3  35294:75814

937.435 3 timecourse_ATM_combo_8hr 937.42827 7.18 58.83 FTSJ3  RRMJ3_HUMAN 1 R.GHQLLEEVT#QGDMSAADTFLSDLPR.D 13.5 100 2.25E+06 GHQLLEEVT#QGDMSAADTFLSDLPR 42.8 436 0 0 0 0 Putative rRNA methyltransferase 3  35450:172070

937.43419 3 timecourse_ATM_combo_1hr 937.42827 6.32 53.61 FTSJ3  RRMJ3_HUMAN 1 R.GHQLLEEVT#QGDMSAADTFLSDLPR.D 10.2 100 1.48E+06 GHQLLEEVT#QGDMSAADTFLSDLPR 33.9 436 0 0 0 0 Putative rRNA methyltransferase 3  35457:172455

942.76676 3 timecourse_ATM_combo_1hr 942.75991 7.27 30.29 FTSJ3  RRMJ3_HUMAN 1 R.GHQLLEEVT#QGDM*SAADTFLSDLPR.D 7.0 100 2.94E+05 GHQLLEEVT#QGDM*SAADTFLSDLPR 16.2 436 0 0 0 0 Putative rRNA methyltransferase 3  35457:172705

973.44761 3 timecourse_ATM_ctrl1 973.44122 6.56 17.71 FTSJ3  RRMJ3_HUMAN 1 K.GSFAGIEDDADEALEIS#QAQLLFENR.R 12.5 100 2.82E+06 GSFAGIEDDADEALEIS#QAQLLFENR 15.4 549 0 0 0 0 Putative rRNA methyltransferase 3  35449:174119

1150.01774 2 timecourse_ATM_combo_2hr 1150.01060 6.21 72.51 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 49.7 100 1.87E+06 QQVAFYGQTLGQAQAHS#QEQ 90.8 569 0 0 0 0 Far upstream element‐binding protein 3  35454:143961

1150.01498 2 timecourse_ATM_combo_8hr 1150.01060 3.81 68.34 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 61.4 100 3.99E+06 QQVAFYGQTLGQAQAHS#QEQ 90.8 569 0 0 0 0 Far upstream element‐binding protein 3  35450:152640

767.01268 3 timecourse_ATM_combo_1hr 767.00949 4.16 67.88 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 207.9 86 7.68E+06 QQVAFYGQTLGQAQAHS#QEQ 143.9 569 0 0 0 0 Far upstream element‐binding protein 3  35457:154735

1150.01461 2 timecourse_ATM_ctrl1 1150.01060 3.49 57.69 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 56.4 100 2.19E+06 QQVAFYGQTLGQAQAHS#QEQ 70.6 569 0 0 0 0 Far upstream element‐binding protein 3  35449:154959

1150.01599 2 timecourse_ATM_combo_4hr 1150.01060 4.69 54.21 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 71.2 100 3.72E+06 QQVAFYGQTLGQAQAHS#QEQ 67.4 569 0 0 0 0 Far upstream element‐binding protein 3  35453:151181

863.37018 2 timecourse_ATM_combo_8hr 863.36504 5.95 52.98 FUBP3  FUBP3_HUMAN 1 F.YGQTLGQAQAHS#QEQ.‐ 23.3 100 4.35E+05 YGQTLGQAQAHS#QEQ 109.2 569 0 0 0 0 Far upstream element‐binding protein 3  35451:112945

767.01351 3 combeffx_ATM_comboi 767.00949 5.24 52.8 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 17.7 100 2.53E+06 QQVAFYGQTLGQAQAHS#QEQ 99.8 569 0 0 0 0 Far upstream element‐binding protein 3  35300:70121

1150.01397 2 timecourse_ATM_combo_8hr 1150.01060 2.93 52.6 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 88.8 100 5.76E+06 QQVAFYGQTLGQAQAHS#QEQ 67.4 569 0 0 0 0 Far upstream element‐binding protein 3  35451:154700

1150.01724 2 timecourse_ATM_combo_4hr 1150.01060 5.77 52 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 44.2 100 3.00E+06 QQVAFYGQTLGQAQAHS#QEQ 56 569 0 0 0 0 Far upstream element‐binding protein 3  35452:148560

767.01179 3 timecourse_ATM_combo_8hr 767.00949 3 51.6 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 63.7 86 1.32E+06 QQVAFYGQTLGQAQAHS#QEQ 99.8 569 0 0 0 0 Far upstream element‐binding protein 3  35451:154710

1150.01735 2 timecourse_ATM_ctrl2 1150.01060 5.87 50.51 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 28.5 100 1.15E+06 QQVAFYGQTLGQAQAHS#QEQ 53.8 569 0 0 0 0 Far upstream element‐binding protein 3  35447:140843

1150.01808 2 timecourse_ATM_combo_1hr 1150.01060 6.5 50.42 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 48.3 100 2.25E+06 QQVAFYGQTLGQAQAHS#QEQ 45.8 569 0 0 0 0 Far upstream element‐binding protein 3  35456:154797

1150.01781 2 timecourse_ATM_ctrl1 1150.01060 6.27 49.98 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 37.2 100 1.77E+06 QQVAFYGQTLGQAQAHS#QEQ 48.9 569 0 0 0 0 Far upstream element‐binding protein 3  35448:152630

767.01434 3 timecourse_ATM_combo_1hr 767.00949 6.32 49.76 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 205.5 100 1.36E+07 QQVAFYGQTLGQAQAHS#QEQ 134.3 569 0 0 0 0 Far upstream element‐binding protein 3  35456:154787

767.01379 3 timecourse_ATM_ctrl2 767.00949 5.61 47.85 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 129.2 100 7.25E+06 QQVAFYGQTLGQAQAHS#QEQ 86.6 569 0 0 0 0 Far upstream element‐binding protein 3  35447:140833

767.01424 3 timecourse_ATM_ctrl1 767.00949 6.19 46.58 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 144.7 100 1.01E+07 QQVAFYGQTLGQAQAHS#QEQ 110.7 569 0 0 0 0 Far upstream element‐binding protein 3  35448:152620

767.0128 3 timecourse_ATM_combo_8hr 767.00949 4.32 45.46 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 232.0 100 2.37E+07 QQVAFYGQTLGQAQAHS#QEQ 134.3 569 0 0 0 0 Far upstream element‐binding protein 3  35450:152650

767.01437 3 timecourse_ATM_ctrl2 767.00949 6.36 45.14 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 132.5 100 7.18E+06 QQVAFYGQTLGQAQAHS#QEQ 76.8 569 0 0 0 0 Far upstream element‐binding protein 3  35446:138232

1150.01762 2 timecourse_ATM_ctrl2 1150.01060 6.1 43.5 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 23.6 100 9.99E+05 QQVAFYGQTLGQAQAHS#QEQ 85.2 569 0 0 0 0 Far upstream element‐binding protein 3  35446:138222

1150.01487 2 timecourse_ATM_combo_1hr 1150.01060 3.71 43.21 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 55.6 100 2.68E+06 QQVAFYGQTLGQAQAHS#QEQ 70.6 569 0 0 0 0 Far upstream element‐binding protein 3  35457:154725

767.01203 3 timecourse_ATM_ctrl1 767.00949 3.31 41.44 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 165.2 100 1.08E+07 QQVAFYGQTLGQAQAHS#QEQ 93.5 569 0 0 0 0 Far upstream element‐binding protein 3  35449:154949

1150.01681 2 timecourse_ATM_combo_2hr 1150.01060 5.4 41.31 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 53.2 100 1.98E+06 QQVAFYGQTLGQAQAHS#QEQ 58.6 569 0 0 0 0 Far upstream element‐binding protein 3  35455:144381

863.36768 2 timecourse_ATM_combo_8hr 863.36504 3.06 40.46 FUBP3  FUBP3_HUMAN 1 F.YGQTLGQAQAHS#QEQ.‐ 17.7 100 3.54E+05 YGQTLGQAQAHS#QEQ 65.9 569 0 0 0 0 Far upstream element‐binding protein 3  35450:111857

767.01378 3 timecourse_ATM_combo_4hr 767.00949 5.59 40.06 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 247.5 100 1.99E+07 QQVAFYGQTLGQAQAHS#QEQ 122.2 569 0 0 0 0 Far upstream element‐binding protein 3  35452:148550

767.01354 3 timecourse_ATM_combo_2hr 767.00949 5.28 40.04 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 217.6 100 1.01E+07 QQVAFYGQTLGQAQAHS#QEQ 110.7 569 0 0 0 0 Far upstream element‐binding protein 3  35455:144371

767.01415 3 timecourse_ATM_combo_2hr 767.00949 6.08 39.29 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 229.2 100 1.08E+07 QQVAFYGQTLGQAQAHS#QEQ 84.3 569 0 0 0 0 Far upstream element‐binding protein 3  35454:143951

767.01358 3 timecourse_ATM_combo_4hr 767.00949 5.33 38.74 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 261.5 94 1.01E+07 QQVAFYGQTLGQAQAHS#QEQ 76.4 569 0 0 0 0 Far upstream element‐binding protein 3  35453:151191

767.01224 3 combeffx_ATM_PI3Ki 767.00949 3.59 38.69 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 9.7 100 1.06E+06 QQVAFYGQTLGQAQAHS#QEQ 58.9 569 0 0 0 0 Far upstream element‐binding protein 3  35298:63016

767.01265 3 combeffx_ATM_comboi 767.00949 4.12 26.93 FUBP3  FUBP3_HUMAN 1 R.QQVAFYGQTLGQAQAHS#QEQ.‐ 12.4 100 1.81E+06 QQVAFYGQTLGQAQAHS#QEQ 43.1 569 0 0 0 0 Far upstream element‐binding protein 3  35301:64229

1055.51218 2 combeffx_ATM_comboi 1055.50680 5.1 63.91 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 15.9 100 2.06E+06 INTLKEENT#QEAAVLNGVS 69.3 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35300:66254

1055.51281 2 combeffx_ATM_comboi 1055.50680 5.69 59.83 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 12.6 100 1.25E+06 INTLKEENT#QEAAVLNGVS 64.9 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35301:60861

1055.51035 2 timecourse_ATM_combo_8hr 1055.50680 3.36 50.52 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 162.3 100 1.66E+07 INTLKEENT#QEAAVLNGVS 48.7 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35451:144271

1055.51371 2 timecourse_ATM_ctrl2 1055.50680 6.55 50.14 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 8.8 100 3.85E+05 INTLKEENT#QEAAVLNGVS 33.7 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35446:128621

1055.50994 2 timecourse_ATM_combo_4hr 1055.50680 2.97 50.07 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 113.9 100 7.29E+06 INTLKEENT#QEAAVLNGVS 74.9 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35453:141667

1055.51282 2 timecourse_ATM_combo_2hr 1055.50680 5.7 48.45 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 23.3 100 9.46E+05 INTLKEENT#QEAAVLNGVS 60.9 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35455:135314

1055.51078 2 timecourse_ATM_combo_4hr 1055.50680 3.77 47.46 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 104.6 100 6.39E+06 INTLKEENT#QEAAVLNGVS 74.9 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35452:139137

1055.51036 2 timecourse_ATM_combo_8hr 1055.50680 3.37 47.4 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 166.0 100 1.46E+07 INTLKEENT#QEAAVLNGVS 74.9 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35450:142133

1055.51146 2 timecourse_ATM_combo_1hr 1055.50680 4.41 46.3 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 14.0 100 7.22E+05 INTLKEENT#QEAAVLNGVS 65.6 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35456:145329

1055.50968 2 timecourse_ATM_combo_1hr 1055.50680 2.73 42.26 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 13.8 100 7.61E+05 INTLKEENT#QEAAVLNGVS 45 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35457:145610

1055.51286 2 timecourse_ATM_combo_2hr 1055.50680 5.74 40.03 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 24.7 100 9.88E+05 INTLKEENT#QEAAVLNGVS 48 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35454:135247

1055.51299 2 timecourse_ATM_ctrl2 1055.50680 5.86 39.75 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 7.1 100 3.49E+05 INTLKEENT#QEAAVLNGVS 60.9 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35447:131307

704.00876 3 timecourse_ATM_combo_4hr 704.00696 2.56 33 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 51.6 100 4.21E+06 INTLKEENT#QEAAVLNGVS 21.4 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35453:141657

704.00916 3 timecourse_ATM_combo_8hr 704.00696 3.12 28.68 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 90.5 100 1.04E+07 INTLKEENT#QEAAVLNGVS 17.1 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35450:142123

704.00947 3 timecourse_ATM_combo_4hr 704.00696 3.57 25.04 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 59.2 100 4.79E+06 INTLKEENT#QEAAVLNGVS 21.4 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35452:139127

704.01149 3 timecourse_ATM_ctrl2 704.00696 6.43 17.07 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 4.6 100 2.14E+05 INTLKEENT#QEAAVLNGVS 17.1 611 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35447:131327

704.01084 3 timecourse_ATM_combo_2hr 704.00696 5.51 14.24 FXR1  FXR1_HUMAN 3 K.INTLKEENT#QEAAVLNGVS.‐ 13.2 100 5.52E+05 INTLKEENT#QEAAVLNGVS 5.7 611 ‐6,0 0 0 0 0 Fragile X mental retardation syndrome‐related protein 1  35455:135294

773.81706 2 timecourse_ATM_combo_8hr 773.81255 5.83 48.55 G3BP1  G3BP1_HUMAN 10 K.VMS#QNFTNCHTK.I 8.1 100 3.85E+05 VMS#QNFTNCHTK 55.1 67 0 0 0 0 Ras GTPase‐activating protein‐binding protein 1  35450:94197

773.81621 2 timecourse_ATM_combo_8hr 773.81255 4.73 43.14 G3BP1  G3BP1_HUMAN 10 K.VMS#QNFTNCHTK.I 9.6 100 4.16E+05 VMS#QNFTNCHTK 49 67 0 0 0 0 Ras GTPase‐activating protein‐binding protein 1  35451:95100

773.8169 2 timecourse_ATM_combo_4hr 773.81255 5.62 39.08 G3BP1  G3BP1_HUMAN 10 K.VMS#QNFTNCHTK.I 4.5 100 1.49E+05 VMS#QNFTNCHTK 82.9 67 0 0 0 0 Ras GTPase‐activating protein‐binding protein 1  35452:92051

773.81635 2 timecourse_ATM_combo_4hr 773.81255 4.91 36.19 G3BP1  G3BP1_HUMAN 10 K.VMS#QNFTNCHTK.I 5.5 100 1.58E+05 VMS#QNFTNCHTK 46.7 67 0 0 0 0 Ras GTPase‐activating protein‐binding protein 1  35453:93782

614.95549 3 timecourse_ATM_combo_2hr 614.95247 4.91 33.24 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 27.7 100 7.62E+05 LNSHMNALHLGS#QANR 81.1 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35455:115726

614.95481 3 combeffx_ATM_PI3Ki 614.95247 3.81 32.3 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 10.7 100 5.23E+05 LNSHMNALHLGS#QANR 54.9 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35299:48758

614.95567 3 timecourse_ATM_combo_1hr 614.95247 5.2 30.11 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 39.7 100 1.42E+06 LNSHMNALHLGS#QANR 79.1 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35457:124656

614.95587 3 timecourse_ATM_ctrl2 614.95247 5.53 27.88 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 18.0 100 6.55E+05 LNSHMNALHLGS#QANR 79.1 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35446:109155

614.956 3 timecourse_ATM_ctrl2 614.95247 5.74 27.82 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 21.0 100 6.10E+05 LNSHMNALHLGS#QANR 71.9 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35447:111173

614.95507 3 timecourse_ATM_combo_8hr 614.95247 4.23 27.81 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 23.5 100 1.12E+06 LNSHMNALHLGS#QANR 71.9 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35451:123540

614.95585 3 timecourse_ATM_combo_4hr 614.95247 5.5 26.6 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 27.5 100 1.00E+06 LNSHMNALHLGS#QANR 63.1 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35452:119714

614.95553 3 timecourse_ATM_combo_4hr 614.95247 4.98 25.04 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 30.8 100 1.06E+06 LNSHMNALHLGS#QANR 57.2 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35453:121931

614.95634 3 timecourse_ATM_ctrl1 614.95247 6.29 22.48 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 27.2 100 1.14E+06 LNSHMNALHLGS#QANR 77.6 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35448:123247

614.95617 3 timecourse_ATM_combo_1hr 614.95247 6.02 22.17 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 39.7 100 1.51E+06 LNSHMNALHLGS#QANR 50.9 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35456:124888

614.95551 3 timecourse_ATM_ctrl1 614.95247 4.94 21.37 G6PD  G6PD_HUMAN 10 R.LNSHMNALHLGS#QANR.L 29.8 100 1.08E+06 LNSHMNALHLGS#QANR 49.3 132 0 0 0 0 Glucose‐6‐phosphate 1‐dehydrogenase  35449:125278

1338.17197 2 combeffx_ATM_comboi 1338.16678 3.88 109.52 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 75.7 100 9.39E+06 VIHDNFGIVEGLMTTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70549

1338.17178 2 combeffx_ATM_PI3Ki 1338.16678 3.74 100.82 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 60.8 100 4.12E+06 VIHDNFGIVEGLMTTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65234

1338.17148 2 combeffx_ATM_PI3Ki 1338.16678 3.51 97.54 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 103.6 100 9.17E+06 VIHDNFGIVEGLMTTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:68986

1338.17216 2 combeffx_ATM_MEKi 1338.16678 4.03 95.07 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 53.0 100 1.07E+06 VIHDNFGIVEGLMTTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:53958

1338.17078 2 combeffx_ATM_ctrl 1338.16678 2.99 93.5 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 98.3 100 3.22E+06 VIHDNFGIVEGLMTTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73294

1338.17111 2 combeffx_ATM_MEKi 1338.16678 3.24 90.56 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 79.2 100 1.96E+06 VIHDNFGIVEGLMTTVHAIT#ATQK 13.2 182 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59048

669.58995 4 combeffx_ATM_comboi 669.58703 4.36 88.72 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5101.3 100 6.90E+08 VIHDNFGIVEGLMTTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70579

975.49829 2 timecourse_ATM_combo_8hr 975.49193 6.52 88.26 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 20.5 100 1.22E+06 GIVEGLMTTVHAITAT#QK 15.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:131023

975.49837 2 timecourse_ATM_ctrl1 975.49193 6.6 86.05 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 23.5 100 1.45E+06 GIVEGLMTTVHAITAT#QK 15.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:132010

975.49835 2 timecourse_ATM_combo_4hr 975.49193 6.58 84.25 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 36.7 100 2.12E+06 GIVEGLMTTVHAITAT#QK 8.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:128198

1346.16798 2 combeffx_ATM_MEKi 1346.16424 2.78 84 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 30.3 100 2.29E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 19.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59248

747.87536 2 combeffx_ATM_PI3Ki 747.87293 3.25 83.05 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 18.1 100 1.14E+06 LMTTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:35347

854.93207 4 combeffx_ATM_MEKi 854.92846 4.22 82.19 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 282.5 100 9.61E+06 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 8 184 0,3 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:57218

975.49853 2 timecourse_ATM_ctrl2 975.49193 6.77 82.11 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 17.6 100 9.32E+05 GIVEGLMTTVHAITAT#QK 14.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:119836

669.58948 4 combeffx_ATM_PI3Ki 669.58703 3.66 81.78 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5155.7 94 2.62E+08 VIHDNFGIVEGLMTTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:68996

975.4992 2 timecourse_ATM_combo_8hr 975.49193 7.45 79.91 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 24.9 100 1.44E+06 GIVEGLMTTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:132542

691.33559 2 timecourse_ATM_ctrl1 691.33090 6.78 79.9 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 3.7 100 2.05E+06 MTTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:76759

975.4973 2 timecourse_ATM_combo_1hr 975.49193 5.5 79.82 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 41.6 100 2.35E+06 GIVEGLMTTVHAITAT#QK 15.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:134058

1346.16804 2 combeffx_ATM_MEKi 1346.16424 2.82 79.59 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 15.7 94 4.55E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 19.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54138

854.93113 4 combeffx_ATM_PI3Ki 854.92846 3.12 79.35 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 108.7 100 9.88E+06 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 5.1 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:69774

616.5526 4 timecourse_ATM_combo_1hr 616.54891 5.98 79.21 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 5.0 100 4.61E+05 HDNFGIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:161645

821.73588 3 timecourse_ATM_combo_4hr 821.72945 7.83 78.76 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 21.0 100 2.69E+06 HDNFGIVEGLMTTVHAITAT#QK 8.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:158521

1346.16766 2 combeffx_ATM_MEKi 1346.16424 2.54 78.69 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 29.3 100 2.29E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59218

821.73568 3 timecourse_ATM_combo_1hr 821.72945 7.58 78.3 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAIT#ATQK.T 21.0 100 2.33E+06 HDNFGIVEGLMTTVHAITAT#QK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:161627

673.58846 4 combeffx_ATM_ctrl 673.58576 4.01 78.19 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1586.1 100 2.08E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 71.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71407

650.66692 3 combeffx_ATM_comboi 650.66371 4.93 77.94 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 28.9 100 2.35E+06 GIVEGLMTTVHAITAT#QK 9.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:55239

1338.17264 2 combeffx_ATM_comboi 1338.16678 4.38 77.11 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 58.7 100 1.55E+07 VIHDNFGIVEGLMTTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77241

821.73547 3 timecourse_ATM_ctrl2 821.72945 7.33 77.02 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 9.5 100 1.31E+06 HDNFGIVEGLMTTVHAITAT#QK 14.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:147813

1346.16956 2 combeffx_ATM_ctrl 1346.16424 3.95 76.71 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 21.1 100 1.96E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73634

691.33492 2 timecourse_ATM_ctrl1 691.33090 5.81 76.62 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 91.1 100 6.00E+06 MTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:75666

975.49771 2 timecourse_ATM_combo_2hr 975.49193 5.93 76.5 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 20.1 100 8.93E+05 GIVEGLMTTVHAITAT#QK 10.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:124440

669.58986 4 combeffx_ATM_comboi 669.58703 4.23 76.49 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4778.7 100 2.63E+08 VIHDNFGIVEGLMTTVHAITAT#QK 35.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70569

669.58943 4 combeffx_ATM_PI3Ki 669.58703 3.58 76.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 6057.6 100 4.82E+08 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65224

821.7348 3 timecourse_ATM_ctrl1 821.72945 6.51 75.97 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 12.1 100 1.53E+06 HDNFGIVEGLMTTVHAITAT#QK 15.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:161819

975.49816 2 timecourse_ATM_combo_4hr 975.49193 6.39 75.43 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 38.3 100 2.38E+06 GIVEGLMTTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:130675

701.61606 4 timecourse_ATM_combo_2hr 701.61077 7.54 75.29 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 27.6 100 1.30E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 0 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:160691

701.6157 4 timecourse_ATM_combo_8hr 701.61077 7.03 75.23 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 41.0 100 2.93E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 3.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:171920

854.93179 4 combeffx_ATM_MEKi 854.92846 3.9 74.45 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 264.4 100 9.61E+06 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 6 184 0,3 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:57208

699.6899 3 combeffx_ATM_comboi 699.68652 4.83 74.44 GAPDH  G3P_HUMAN 5 N.FGIVEGLMTTVHAITAT#QK.T 9.4 100 8.26E+05 FGIVEGLMTTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:65874

776.38713 2 combeffx_ATM_comboi 776.38366 4.47 74.12 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 41.7 100 7.70E+06 GLMTTVHAITAT#QK 40.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:41505

691.33605 2 timecourse_ATM_combo_4hr 691.33090 7.45 73.95 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 3.3 94 9.16E+05 MTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:73039

669.5923 4 timecourse_ATM_ctrl1 669.58703 7.87 73.81 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 563.7 100 1.46E+08 VIHDNFGIVEGLMTTVHAITAT#QK 16.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168369

1346.16987 2 combeffx_ATM_comboi 1346.16424 4.18 73.75 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 12.1 94 1.10E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70959

892.44969 3 combeffx_ATM_comboi 892.44694 3.08 73.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 3031.3 100 5.73E+08 VIHDNFGIVEGLMTTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70519

1346.16754 2 combeffx_ATM_ctrl 1346.16424 2.45 73.03 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 22.2 100 1.96E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 19.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73514

691.33467 2 timecourse_ATM_combo_8hr 691.33090 5.45 72.9 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 311.7 100 1.15E+07 MTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:75347

691.33507 2 timecourse_ATM_combo_8hr 691.33090 6.03 72.81 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 275.7 100 1.02E+07 MTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:74777

975.49732 2 timecourse_ATM_ctrl1 975.49193 5.53 72.7 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 25.0 100 1.56E+06 GIVEGLMTTVHAITAT#QK 8.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:134271

840.90773 2 combeffx_ATM_MEKi 840.90496 3.29 72.65 GAPDH  G3P_HUMAN 5 V.EGLMT#TVHAITATQK.T 49.3 100 7.74E+05 EGLMTTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:36663

701.61405 4 combeffx_ATM_comboi 701.61077 4.67 72.47 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAIT#ATQK.T 8.7 100 9.46E+05 KVIHDNFGIVEGLMTTVHAITAT#QK 0 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:79841

669.59276 4 timecourse_ATM_combo_1hr 669.58703 8.56 71.98 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 498.4 100 7.38E+08 VIHDNFGIVEGLMTTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:168775

669.59001 4 combeffx_ATM_MEKi 669.58703 4.45 71.9 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQK.T 6402.7 100 1.75E+08 VIHDNFGIVEGLMTTVHAITAT#QK 26.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59088

892.45629 3 timecourse_ATM_ctrl1 892.44694 10.48 71.37 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 813.3 100 8.00E+08 VIHDNFGIVEGLMTTVHAITAT#QK 23.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:165720

669.59055 4 combeffx_ATM_comboi 669.58703 5.26 71.2 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQK.T 4215.1 100 1.04E+09 VIHDNFGIVEGLMTTVHAITAT#QK 26.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77321

1139.57306 3 combeffx_ATM_MEKi 1139.56886 3.69 71.17 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 9.5 100 4.03E+05 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 8.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:62528

975.49858 2 timecourse_ATM_ctrl2 975.49193 6.82 71.07 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 14.9 100 7.55E+05 GIVEGLMTTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:117679

747.8757 2 combeffx_ATM_PI3Ki 747.87293 3.7 71.01 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 18.7 100 1.09E+06 LMTTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:34065

776.3859 2 combeffx_ATM_PI3Ki 776.38366 2.89 70.71 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 49.6 100 2.97E+06 GLMTTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:38007

669.59001 4 combeffx_ATM_MEKi 669.58703 4.45 70.54 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5745.7 100 1.24E+08 VIHDNFGIVEGLMTTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:53968

840.90797 2 combeffx_ATM_MEKi 840.90496 3.58 70.44 GAPDH  G3P_HUMAN 5 V.EGLMTTVHAITAT#QK.T 48.7 100 9.75E+05 EGLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:39800

892.45525 3 timecourse_ATM_combo_2hr 892.44694 9.31 70.36 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 742.2 100 6.25E+08 VIHDNFGIVEGLMTTVHAITAT#QK 43 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157361

650.66631 3 combeffx_ATM_MEKi 650.66371 4 70.21 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAIT#ATQK.T 11.1 100 3.12E+05 GIVEGLMTTVHAITAT#QK 4.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:43902

892.45507 3 timecourse_ATM_combo_1hr 892.44694 9.11 70.11 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 714.2 100 9.83E+08 VIHDNFGIVEGLMTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:168795

776.38601 2 combeffx_ATM_MEKi 776.38366 3.03 70.11 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 49.5 100 7.31E+05 GLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:31484

747.87681 2 timecourse_ATM_combo_1hr 747.87293 5.19 70.04 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 171.5 100 5.48E+06 LMTTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:89493

892.44945 3 combeffx_ATM_PI3Ki 892.44694 2.81 70.02 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2587.8 94 1.85E+08 VIHDNFGIVEGLMTTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:68946

892.44977 3 combeffx_ATM_ctrl 892.44694 3.17 69.99 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2069.9 100 7.87E+07 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71147

669.59037 4 combeffx_ATM_comboi 669.58703 4.99 69.91 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4797.0 100 6.82E+08 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70609

892.45473 3 timecourse_ATM_combo_8hr 892.44694 8.73 69.86 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 870.1 100 8.33E+08 VIHDNFGIVEGLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168200

747.87645 2 timecourse_ATM_combo_4hr 747.87293 4.71 69.85 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 157.9 100 5.06E+06 LMTTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:87891

854.93178 4 combeffx_ATM_ctrl 854.92846 3.88 69.83 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 164.7 100 8.84E+06 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 8 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:75077

892.45369 3 timecourse_ATM_ctrl1 892.44694 7.56 69.76 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 87.1 92 7.26E+05 VIHDNFGIVEGLMTTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:165680

975.49813 2 timecourse_ATM_combo_2hr 975.49193 6.36 69.41 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 18.7 100 8.03E+05 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:124205

892.44986 3 combeffx_ATM_PI3Ki 892.44694 3.27 69.39 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4415.6 100 1.88E+08 VIHDNFGIVEGLMTTVHAITAT#QK 43 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65214

1346.16853 2 combeffx_ATM_PI3Ki 1346.16424 3.19 69.35 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 18.2 94 1.28E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69296

840.90869 2 combeffx_ATM_comboi 840.90496 4.44 69.3 GAPDH  G3P_HUMAN 5 V.EGLMTTVHAITAT#QK.T 44.1 100 7.83E+06 EGLMTTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:49120

975.49859 2 timecourse_ATM_combo_1hr 975.49193 6.83 69.28 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 40.9 100 2.26E+06 GIVEGLMTTVHAITAT#QK 8.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:133919

892.4502 3 combeffx_ATM_MEKi 892.44694 3.65 69.19 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4209.9 100 1.05E+08 VIHDNFGIVEGLMTTVHAITAT#QK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:53918

854.931 4 combeffx_ATM_PI3Ki 854.92846 2.97 69.18 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 109.1 100 1.41E+07 VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK 0 187 ‐5,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:73916

892.45509 3 timecourse_ATM_combo_4hr 892.44694 9.13 69.09 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 986.1 100 1.12E+09 VIHDNFGIVEGLMTTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166241

669.59325 4 timecourse_ATM_ctrl1 669.58703 9.29 69.03 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 352.8 100 6.76E+07 VIHDNFGIVEGLMTTVHAIT#ATQK 6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:165700

1139.57494 3 combeffx_ATM_MEKi 1139.56886 5.34 68.88 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQKTVDGPSGK.L 6.1 100 2.61E+05 VIHDNFGIVEGLMTTVHAIT#ATQKTVDGPSGK 4.4 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:57248

669.59317 4 timecourse_ATM_combo_4hr 669.58703 9.17 68.73 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 600.0 100 4.31E+08 VIHDNFGIVEGLMTTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163230

776.38718 2 timecourse_ATM_combo_1hr 776.38366 4.53 68.6 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 53.3 100 1.90E+06 GLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:96099

892.44908 3 combeffx_ATM_ctrl 892.44694 2.4 68.6 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 6146.5 100 2.85E+08 VIHDNFGIVEGLMTTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73254

673.58943 4 combeffx_ATM_comboi 673.58576 5.45 68.54 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 35.0 94 1.31E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 47.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77931

892.45547 3 timecourse_ATM_ctrl2 892.44694 9.56 68.52 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 797.5 100 6.67E+08 VIHDNFGIVEGLMTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152022

892.4496 3 combeffx_ATM_PI3Ki 892.44694 2.98 68.49 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4656.8 100 3.78E+08 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65164

821.73629 3 timecourse_ATM_ctrl1 821.72945 8.32 68.43 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 12.0 100 1.46E+06 HDNFGIVEGLMTTVHAITAT#QK 10.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:159320

669.58969 4 combeffx_ATM_ctrl 669.58703 3.97 68.38 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2936.9 100 9.24E+07 VIHDNFGIVEGLMTTVHAITAT#QK 35.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71177

669.59002 4 combeffx_ATM_MEKi 669.58703 4.47 68.37 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5849.4 100 1.24E+08 VIHDNFGIVEGLMTTVHAITAT#QK 47.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:53978

892.45519 3 timecourse_ATM_combo_8hr 892.44694 9.24 68.35 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 920.9 100 9.59E+08 VIHDNFGIVEGLMTTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170330

892.4503 3 combeffx_ATM_comboi 892.44694 3.76 68.29 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 3079.9 100 4.07E+08 VIHDNFGIVEGLMTTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70539

669.59 4 combeffx_ATM_MEKi 669.58703 4.44 68.27 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 6344.5 100 1.75E+08 VIHDNFGIVEGLMTTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59078

892.45472 3 timecourse_ATM_ctrl1 892.44694 8.72 68.15 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 801.6 100 8.68E+08 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168389

776.3859 2 combeffx_ATM_PI3Ki 776.38366 2.89 68.12 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 47.7 100 2.89E+06 GLMTTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:36689

840.9079 2 combeffx_ATM_PI3Ki 840.90496 3.5 67.78 GAPDH  G3P_HUMAN 5 V.EGLMTTVHAITAT#QK.T 67.5 100 3.53E+06 EGLMTTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:42910

669.59304 4 timecourse_ATM_combo_4hr 669.58703 8.98 67.68 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 8.4 94 2.61E+06 VIHDNFGIVEGLMTTVHAITAT#QK 10.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166231

669.59254 4 timecourse_ATM_ctrl1 669.58703 8.23 67.63 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 533.2 100 6.46E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168379

673.58909 4 combeffx_ATM_comboi 673.58576 4.94 67.45 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1396.8 100 5.59E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77841

892.45494 3 timecourse_ATM_combo_2hr 892.44694 8.96 66.84 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 728.4 100 7.03E+08 VIHDNFGIVEGLMTTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158191

897.78078 3 combeffx_ATM_ctrl 897.77858 2.46 66.61 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1329.0 100 1.70E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71327

975.49684 2 combeffx_ATM_PI3Ki 975.49193 5.03 66.59 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 4.2 92 1.83E+05 GIVEGLMTTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:54672

669.58967 4 combeffx_ATM_MEKi 669.58703 3.94 66.5 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5555.7 100 1.24E+08 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:53928

892.44922 3 combeffx_ATM_ctrl 892.44694 2.55 66.49 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2147.1 100 7.86E+07 VIHDNFGIVEGLMTTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71137

776.38572 2 combeffx_ATM_PI3Ki 776.38366 2.65 66.41 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 51.0 100 2.89E+06 GLMTTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:36679

821.73559 3 timecourse_ATM_combo_4hr 821.72945 7.47 66.33 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 17.4 100 2.58E+06 HDNFGIVEGLMTTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:155690

821.73493 3 timecourse_ATM_combo_8hr 821.72945 6.67 66.31 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 6.0 100 9.14E+05 HDNFGIVEGLMTTVHAITAT#QK 10.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:159990

892.45531 3 timecourse_ATM_combo_4hr 892.44694 9.38 66.3 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 988.1 100 1.01E+09 VIHDNFGIVEGLMTTVHAITAT#QK 40.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163240

892.44911 3 combeffx_ATM_ctrl 892.44694 2.43 65.97 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5734.3 100 2.85E+08 VIHDNFGIVEGLMTTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73264

669.59307 4 timecourse_ATM_combo_8hr 669.58703 9.02 65.47 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 493.1 100 4.28E+08 VIHDNFGIVEGLMTTVHAITAT#QK 13.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170310



747.87608 2 combeffx_ATM_comboi 747.87293 4.21 65.43 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 24.5 100 1.85E+06 LMTTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:35282

892.4505 3 combeffx_ATM_comboi 892.44694 3.99 65.37 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2396.6 100 7.62E+08 VIHDNFGIVEGLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77231

669.59309 4 timecourse_ATM_combo_4hr 669.58703 9.05 65.29 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 642.1 100 7.70E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163210

669.58965 4 combeffx_ATM_ctrl 669.58703 3.91 65.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2781.5 100 9.24E+07 VIHDNFGIVEGLMTTVHAITAT#QK 26.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71167

669.59026 4 combeffx_ATM_PI3Ki 669.58703 4.82 65.22 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 6129.0 100 4.81E+08 VIHDNFGIVEGLMTTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65264

892.44942 3 combeffx_ATM_PI3Ki 892.44694 2.78 65.21 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2500.3 94 1.85E+08 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:68926

892.45508 3 timecourse_ATM_combo_1hr 892.44694 9.12 65.18 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 765.4 100 9.25E+08 VIHDNFGIVEGLMTTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:168657

892.44954 3 combeffx_ATM_MEKi 892.44694 2.91 65.13 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4674.5 100 1.51E+08 VIHDNFGIVEGLMTTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59038

892.44963 3 combeffx_ATM_PI3Ki 892.44694 3.01 65.03 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4419.9 100 3.78E+08 VIHDNFGIVEGLMTTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65174

669.59151 4 timecourse_ATM_ctrl2 669.58703 6.69 64.95 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 401.7 100 7.56E+07 VIHDNFGIVEGLMTTVHAIT#ATQK 4.1 182 ‐5,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155063

1346.16949 2 combeffx_ATM_PI3Ki 1346.16424 3.9 64.87 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 14.3 94 8.23E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 19.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65624

747.87659 2 timecourse_ATM_ctrl1 747.87293 4.89 64.83 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 103.6 100 3.44E+06 LMTTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:90089

892.44967 3 combeffx_ATM_PI3Ki 892.44694 3.06 64.75 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4642.6 100 3.78E+08 VIHDNFGIVEGLMTTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65184

669.59338 4 timecourse_ATM_ctrl2 669.58703 9.48 64.66 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 624.6 100 5.39E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 4.1 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152012

673.58811 4 combeffx_ATM_PI3Ki 673.58576 3.49 64.57 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1801.5 100 3.45E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 47.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69346

701.61597 4 timecourse_ATM_combo_4hr 701.61077 7.41 64.53 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 43.8 100 2.43E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:170091

1346.17032 2 timecourse_ATM_combo_2hr 1346.16424 4.52 64.52 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 15.5 100 1.02E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 11.4 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158701

691.33508 2 timecourse_ATM_combo_1hr 691.33090 6.05 64.49 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 232.8 100 6.96E+06 MTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:75838

691.33433 2 timecourse_ATM_ctrl1 691.33090 4.96 64.49 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 125.2 100 6.15E+06 MTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:76749

821.73244 3 combeffx_ATM_PI3Ki 821.72945 3.64 64.47 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 8.5 100 4.89E+05 HDNFGIVEGLMTTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:62504

669.59019 4 combeffx_ATM_PI3Ki 669.58703 4.72 64.45 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5820.0 100 2.91E+08 VIHDNFGIVEGLMTTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65254

616.55317 4 timecourse_ATM_combo_1hr 616.54891 6.91 64.21 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 6.9 100 5.28E+05 HDNFGIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:161617

821.73594 3 timecourse_ATM_combo_8hr 821.72945 7.9 64.16 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 6.2 100 1.02E+06 HDNFGIVEGLMTTVHAITAT#QK 17 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:162170

892.45525 3 timecourse_ATM_ctrl2 892.44694 9.31 63.91 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 803.6 100 7.23E+08 VIHDNFGIVEGLMTTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155083

669.59279 4 timecourse_ATM_combo_2hr 669.58703 8.6 63.82 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 522.5 100 5.31E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 4.9 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158181

821.73503 3 timecourse_ATM_combo_1hr 821.72945 6.79 63.78 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 14.1 100 2.45E+06 HDNFGIVEGLMTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:161655

776.38617 2 combeffx_ATM_MEKi 776.38366 3.23 63.63 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 45.5 92 9.68E+05 GLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:33897

945.97268 2 timecourse_ATM_ctrl1 945.96969 3.16 63.4 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QKTVDGPSGK.L 4.4 100 1.31E+05 TVHAITAT#QKTVDGPSGK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:128888

892.44947 3 combeffx_ATM_MEKi 892.44694 2.83 63.39 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4267.0 100 1.05E+08 VIHDNFGIVEGLMTTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:53908

669.58919 4 combeffx_ATM_PI3Ki 669.58703 3.23 63.37 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5460.9 100 4.82E+08 VIHDNFGIVEGLMTTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65204

673.58876 4 combeffx_ATM_MEKi 673.58576 4.45 63.15 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3316.5 100 2.59E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54248

669.59007 4 combeffx_ATM_PI3Ki 669.58703 4.54 63.11 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4940.7 94 2.59E+08 VIHDNFGIVEGLMTTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69016

776.38681 2 combeffx_ATM_comboi 776.38366 4.06 62.7 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 40.5 100 7.70E+06 GLMTTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:41495

669.5899 4 combeffx_ATM_PI3Ki 669.58703 4.29 62.28 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5075.7 94 2.62E+08 VIHDNFGIVEGLMTTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69006

892.44942 3 combeffx_ATM_PI3Ki 892.44694 2.78 62.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4370.4 94 2.54E+08 VIHDNFGIVEGLMTTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:68936

776.38587 2 combeffx_ATM_PI3Ki 776.38366 2.85 62.19 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 50.7 100 2.97E+06 GLMTTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:37997

669.59322 4 timecourse_ATM_combo_4hr 669.58703 9.24 61.79 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 255.2 94 9.09E+07 VIHDNFGIVEGLMTTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166251

854.93165 4 combeffx_ATM_ctrl 854.92846 3.73 61.7 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 243.5 100 1.35E+07 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 5.1 184 0,3 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:77604

669.58898 4 combeffx_ATM_PI3Ki 669.58703 2.91 61.67 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4631.3 94 2.62E+08 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:68976

701.61642 4 timecourse_ATM_ctrl2 701.61077 8.05 61.59 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 20.9 100 1.09E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:155652

776.38818 2 timecourse_ATM_combo_4hr 776.38366 5.82 61.57 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 37.2 100 1.67E+06 GLMTTVHAITAT#QK 43 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:92601

747.87715 2 timecourse_ATM_combo_4hr 747.87293 5.64 61.3 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 132.9 100 4.90E+06 LMTTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:86231

892.45112 3 combeffx_ATM_comboi 892.44694 4.68 61.25 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2782.3 100 7.62E+08 VIHDNFGIVEGLMTTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77291

1346.17101 2 timecourse_ATM_combo_4hr 1346.16424 5.03 61.15 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 19.9 100 1.50E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163760

673.58888 4 combeffx_ATM_comboi 673.58576 4.63 61.12 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1339.5 100 3.01E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70979

776.38825 2 timecourse_ATM_ctrl2 776.38366 5.91 61.1 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 30.1 100 8.33E+05 GLMTTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:82760

691.33427 2 timecourse_ATM_combo_1hr 691.33090 4.87 61.08 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 214.4 100 6.54E+06 MTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:76028

650.6662 3 combeffx_ATM_PI3Ki 650.66371 3.83 61.08 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 36.7 100 2.12E+06 GIVEGLMTTVHAITAT#QK 16.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:54662

673.5886 4 combeffx_ATM_ctrl 673.58576 4.22 61.07 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1540.4 100 2.07E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71437

673.58842 4 combeffx_ATM_ctrl 673.58576 3.95 61.07 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1628.0 100 2.08E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 41.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71397

776.38622 2 combeffx_ATM_comboi 776.38366 3.3 61.06 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 29.8 100 3.45E+06 GLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:38119

821.73339 3 combeffx_ATM_comboi 821.72945 4.79 61.05 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 7.2 100 8.50E+05 HDNFGIVEGLMTTVHAITAT#QK 10.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:73771

747.87704 2 timecourse_ATM_combo_2hr 747.87293 5.5 60.91 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 82.6 100 1.93E+06 LMTTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:83730

892.44968 3 combeffx_ATM_PI3Ki 892.44694 3.08 60.86 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4276.2 100 3.78E+08 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65194

673.58927 4 combeffx_ATM_comboi 673.58576 5.21 60.85 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1333.9 100 5.50E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 35.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77901

673.58891 4 combeffx_ATM_comboi 673.58576 4.68 60.83 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1445.8 100 5.44E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 47.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77791

669.59034 4 combeffx_ATM_comboi 669.58703 4.94 60.59 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4550.1 100 6.79E+08 VIHDNFGIVEGLMTTVHAITAT#QK 50 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70599

892.45552 3 timecourse_ATM_combo_1hr 892.44694 9.61 60.49 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 583.4 100 3.23E+08 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:168667

892.45091 3 combeffx_ATM_comboi 892.44694 4.45 60.44 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 756.9 94 1.21E+08 VIHDNFGIVEGLMTTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77271

691.33474 2 timecourse_ATM_combo_4hr 691.33090 5.55 60.34 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 243.5 100 6.94E+06 MTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:73019

650.66845 3 timecourse_ATM_combo_8hr 650.66371 7.28 60.34 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 183.5 100 8.82E+06 GIVEGLMTTVHAITAT#QK 7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:132532

747.87723 2 timecourse_ATM_combo_8hr 747.87293 5.76 60.32 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 44.0 100 1.72E+06 LMTTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:89112

892.4505 3 combeffx_ATM_MEKi 892.44694 3.99 60.2 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4188.1 100 1.05E+08 VIHDNFGIVEGLMTTVHAITAT#QK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:53948

616.55309 4 timecourse_ATM_ctrl2 616.54891 6.78 60.14 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 4.0 94 1.86E+05 HDNFGIVEGLMTTVHAITAT#QK 1.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:147803

892.45564 3 timecourse_ATM_combo_8hr 892.44694 9.75 60.13 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 597.7 100 5.52E+08 VIHDNFGIVEGLMTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170340

747.87752 2 timecourse_ATM_ctrl1 747.87293 6.14 59.98 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 112.7 100 3.50E+06 LMTTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:88730

616.55274 4 timecourse_ATM_combo_4hr 616.54891 6.21 59.87 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 5.1 100 4.88E+05 HDNFGIVEGLMTTVHAITAT#QK 2.2 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:158511

691.33445 2 timecourse_ATM_combo_2hr 691.33090 5.13 59.8 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 197.1 100 4.17E+06 MTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:70687

1346.16963 2 timecourse_ATM_combo_1hr 1346.16424 4 59.74 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 22.9 100 2.04E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:169305

1346.16918 2 combeffx_ATM_ctrl 1346.16424 3.67 59.67 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 14.6 100 1.48E+06 VIHDNFGIVEGLM*TTVHAIT#ATQK 7.4 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71377

701.61575 4 timecourse_ATM_combo_1hr 701.61077 7.1 59.61 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 37.7 100 2.46E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 4.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:172325

691.33466 2 timecourse_ATM_combo_4hr 691.33090 5.44 59.43 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 248.6 100 6.98E+06 MTTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:74739

673.58918 4 combeffx_ATM_comboi 673.58576 5.08 59.12 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1282.3 100 2.99E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 35.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:71049

776.38776 2 timecourse_ATM_combo_4hr 776.38366 5.28 59 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 40.1 100 1.55E+06 GLMTTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:94402

840.90881 2 combeffx_ATM_comboi 840.90496 4.58 58.92 GAPDH  G3P_HUMAN 5 V.EGLMTTVHAITAT#QK.T 45.0 100 7.89E+06 EGLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:49130

1346.16947 2 combeffx_ATM_comboi 1346.16424 3.89 58.88 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 19.4 94 2.98E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 11.4 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77731

776.38751 2 combeffx_ATM_comboi 776.38366 4.96 58.73 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 7.6 100 1.23E+06 GLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:41515

669.59375 4 timecourse_ATM_ctrl1 669.58703 10.04 58.45 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 586.9 100 5.99E+08 VIHDNFGIVEGLMTTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:165710

821.73231 3 combeffx_ATM_PI3Ki 821.72945 3.48 58.44 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 11.2 100 7.27E+05 HDNFGIVEGLMTTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:65996

897.7806 3 combeffx_ATM_PI3Ki 897.77858 2.25 58.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1678.8 100 3.02E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69266

854.93159 4 combeffx_ATM_ctrl 854.92846 3.66 58.21 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 272.8 100 1.33E+07 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 10.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:77594

669.58943 4 combeffx_ATM_ctrl 669.58703 3.58 58.19 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 6312.7 100 2.82E+08 VIHDNFGIVEGLMTTVHAITAT#QK 13.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73324

892.45575 3 timecourse_ATM_combo_4hr 892.44694 9.87 58.06 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 733.4 100 4.54E+08 VIHDNFGIVEGLMTTVHAITAT#QK 17 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163260

673.58833 4 combeffx_ATM_PI3Ki 673.58576 3.82 58.01 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2207.2 100 2.58E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 35.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65604

673.58839 4 combeffx_ATM_ctrl 673.58576 3.9 57.82 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1773.6 100 2.33E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 56.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73614

673.58842 4 combeffx_ATM_ctrl 673.58576 3.95 57.79 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2024.0 100 2.32E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 64.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73644

575.28923 2 combeffx_ATM_PI3Ki 575.28682 4.19 57.72 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 16.7 100 7.75E+05 TVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:16278

669.5894 4 combeffx_ATM_ctrl 669.58703 3.54 57.63 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 6228.8 100 2.82E+08 VIHDNFGIVEGLMTTVHAITAT#QK 47.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73314

673.58931 4 combeffx_ATM_comboi 673.58576 5.27 57.43 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1342.4 100 5.55E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 31 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77911

650.66778 3 timecourse_ATM_combo_4hr 650.66371 6.26 57.26 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 332.0 100 1.47E+07 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:128188

854.93116 4 combeffx_ATM_MEKi 854.92846 3.16 57.15 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 296.6 100 1.24E+07 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 20.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:62508

747.87777 2 timecourse_ATM_combo_1hr 747.87293 6.47 57.07 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 171.2 100 5.55E+06 LMTTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:89289

701.61588 4 timecourse_ATM_ctrl2 701.61077 7.3 57.03 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 25.9 100 1.24E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 0 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:158723

892.45221 3 timecourse_ATM_ctrl1 892.44694 5.91 56.7 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 32.3 92 9.36E+04 VIHDNFGIVEGLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:165650

840.90754 2 combeffx_ATM_PI3Ki 840.90496 3.08 56.7 GAPDH  G3P_HUMAN 5 V.EGLMTTVHAITAT#QK.T 53.9 100 3.41E+06 EGLMTTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:44623

776.38856 2 timecourse_ATM_combo_1hr 776.38366 6.31 56.68 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 56.4 100 1.99E+06 GLMTTVHAITAT#QK 43 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:96074

892.45504 3 timecourse_ATM_combo_8hr 892.44694 9.08 56.67 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 578.7 100 4.97E+08 VIHDNFGIVEGLMTTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168210

858.92971 4 combeffx_ATM_ctrl 858.92719 2.93 56.62 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQKTVDGPSGK.L 86.0 100 9.76E+06 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 9.1 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:77704

691.33429 2 combeffx_ATM_PI3Ki 691.33090 4.9 56.61 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 10.1 100 5.91E+05 MTTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:29582

669.59221 4 timecourse_ATM_combo_2hr 669.58703 7.74 56.48 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 100.7 100 1.64E+07 VIHDNFGIVEGLMTTVHAIT#ATQK 6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158171

669.59191 4 timecourse_ATM_combo_8hr 669.58703 7.29 56.46 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 7.1 94 2.56E+06 VIHDNFGIVEGLMTTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168160

669.59298 4 timecourse_ATM_combo_4hr 669.58703 8.89 56.45 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 7.8 94 2.15E+06 VIHDNFGIVEGLMTTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163200

673.58875 4 combeffx_ATM_MEKi 673.58576 4.44 56.36 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 7.4 100 6.18E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 19.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54228

701.61522 4 timecourse_ATM_ctrl1 701.61077 6.34 56.34 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 42.1 100 2.11E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 8.1 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:171879

747.87739 2 timecourse_ATM_ctrl2 747.87293 5.96 56.29 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 73.0 100 2.24E+06 LMTTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:77957

669.58996 4 combeffx_ATM_comboi 669.58703 4.38 56.19 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4345.5 100 5.62E+08 VIHDNFGIVEGLMTTVHAITAT#QK 19.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77251

699.69162 3 timecourse_ATM_combo_8hr 699.68652 7.29 56.12 GAPDH  G3P_HUMAN 5 N.FGIVEGLMTTVHAITAT#QK.T 2.5 94 1.31E+05 FGIVEGLMTTVHAITAT#QK 8.1 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:141323

673.58846 4 combeffx_ATM_PI3Ki 673.58576 4.01 56.05 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2065.4 100 2.31E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69416

892.45555 3 timecourse_ATM_combo_4hr 892.44694 9.65 55.98 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4.5 94 1.22E+06 VIHDNFGIVEGLMTTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163250

673.5883 4 combeffx_ATM_MEKi 673.58576 3.77 55.96 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3325.1 100 3.64E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 50 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59318

673.58826 4 combeffx_ATM_MEKi 673.58576 3.71 55.94 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3394.3 100 3.64E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59298

892.44918 3 combeffx_ATM_ctrl 892.44694 2.51 55.8 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5527.9 100 2.85E+08 VIHDNFGIVEGLMTTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73274

701.61616 4 timecourse_ATM_combo_8hr 701.61077 7.68 55.55 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAIT#ATQK.T 43.0 100 3.10E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 4.5 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:174310

684.14767 5 combeffx_ATM_MEKi 684.14422 5.06 55.55 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 172.6 100 4.99E+06 VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK 2.1 187 ‐11,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:57238

691.33504 2 timecourse_ATM_ctrl2 691.33090 5.99 55.53 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 66.6 100 2.88E+06 MTTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:66046

701.61646 4 timecourse_ATM_combo_1hr 701.61077 8.11 55.45 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAIT#ATQK.T 40.2 100 2.44E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 0 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:172237

669.59076 4 combeffx_ATM_comboi 669.58703 5.57 55.4 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 3833.4 100 1.03E+09 VIHDNFGIVEGLMTTVHAITAT#QK 47.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77351

701.6153 4 timecourse_ATM_combo_2hr 701.61077 6.46 55.39 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 27.7 100 1.49E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 10.7 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:161671

776.38716 2 timecourse_ATM_combo_2hr 776.38366 4.51 55.36 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 28.7 100 6.89E+05 GLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:89355

673.589 4 combeffx_ATM_comboi 673.58576 4.81 55.36 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 37.9 94 1.31E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77821

892.44949 3 combeffx_ATM_PI3Ki 892.44694 2.86 55.32 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5107.4 100 2.18E+08 VIHDNFGIVEGLMTTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:68966

650.66714 3 combeffx_ATM_comboi 650.66371 5.27 55.31 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAIT#ATQK.T 41.0 100 4.23E+06 GIVEGLMTTVHAITAT#QK 3.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:60472

892.45003 3 combeffx_ATM_comboi 892.44694 3.46 55.29 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 3238.2 100 5.77E+08 VIHDNFGIVEGLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70529

650.66787 3 timecourse_ATM_ctrl1 650.66371 6.39 55.24 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 219.2 100 9.09E+06 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:132000

1346.17016 2 timecourse_ATM_combo_1hr 1346.16424 4.4 55.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 26.7 100 1.64E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 19.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:169335

691.33484 2 timecourse_ATM_combo_2hr 691.33090 5.7 55.2 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 185.6 100 4.32E+06 MTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:71281

897.78446 3 timecourse_ATM_combo_1hr 897.77858 6.55 55.16 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2165.8 100 1.50E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:169365

673.58857 4 combeffx_ATM_PI3Ki 673.58576 4.17 55.16 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2312.0 100 2.60E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65654

669.59305 4 timecourse_ATM_combo_8hr 669.58703 8.99 55.14 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 7.5 100 5.88E+06 VIHDNFGIVEGLMTTVHAIT#ATQK 4.9 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170300

854.93077 4 combeffx_ATM_PI3Ki 854.92846 2.7 55.12 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 130.6 100 1.41E+07 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 3.4 184 0,3 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:73896

669.59278 4 timecourse_ATM_combo_1hr 669.58703 8.6 55.05 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 506.1 100 6.68E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:168637

673.58848 4 combeffx_ATM_MEKi 673.58576 4.04 55 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3189.8 100 2.58E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 31 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54188

669.59105 4 combeffx_ATM_comboi 669.58703 6 54.98 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 1115.3 94 1.81E+08 VIHDNFGIVEGLMTTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77371

747.87765 2 timecourse_ATM_ctrl2 747.87293 6.31 54.83 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 68.6 100 2.13E+06 LMTTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:76779

747.87658 2 combeffx_ATM_comboi 747.87293 4.88 54.81 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 28.0 100 2.75E+06 LMTTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:38285

840.90791 2 combeffx_ATM_comboi 840.90496 3.51 54.8 GAPDH  G3P_HUMAN 5 V.EGLMTTVHAITAT#QK.T 25.5 100 3.60E+06 EGLMTTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:44874

1346.17133 2 timecourse_ATM_combo_1hr 1346.16424 5.27 54.68 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 25.6 100 1.73E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169127

673.58853 4 combeffx_ATM_ctrl 673.58576 4.11 54.67 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1746.9 100 2.32E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 31 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73664

701.61325 4 combeffx_ATM_comboi 701.61077 3.53 54.55 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAIT#ATQK.T 3.7 100 3.88E+05 KVIHDNFGIVEGLMTTVHAITAT#QK 0 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:72639

673.58862 4 combeffx_ATM_PI3Ki 673.58576 4.25 54.49 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2296.4 100 2.60E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65674

892.44944 3 combeffx_ATM_MEKi 892.44694 2.81 54.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4337.3 100 1.05E+08 VIHDNFGIVEGLMTTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:53898

673.58869 4 combeffx_ATM_MEKi 673.58576 4.35 54.24 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3967.1 100 2.67E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 31 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59388

673.58829 4 combeffx_ATM_MEKi 673.58576 3.76 54.22 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3322.3 100 3.65E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 19.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59308

1346.17117 2 timecourse_ATM_combo_8hr 1346.16424 5.15 54.03 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 18.5 100 1.23E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 12.2 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168800

1346.17023 2 timecourse_ATM_ctrl1 1346.16424 4.45 53.94 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 26.3 100 1.47E+06 VIHDNFGIVEGLM*TTVHAIT#ATQK 9.3 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168839

854.93176 4 combeffx_ATM_ctrl 854.92846 3.86 53.87 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 183.8 100 8.82E+06 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 19.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:75067

673.58821 4 combeffx_ATM_PI3Ki 673.58576 3.64 53.72 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1882.9 94 2.31E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69366

673.58991 4 timecourse_ATM_ctrl1 673.58576 6.16 53.71 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 1466.0 100 5.13E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 9.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168899

1346.17166 2 timecourse_ATM_ctrl1 1346.16424 5.51 53.7 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 24.0 100 1.59E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166150

1346.17169 2 timecourse_ATM_ctrl2 1346.16424 5.53 53.69 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 16.6 100 8.51E+05 VIHDNFGIVEGLM*TTVHAIT#ATQK 8.6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155563

669.59316 4 timecourse_ATM_combo_2hr 669.58703 9.15 53.57 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 539.1 100 4.93E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 15 182 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157351

673.58898 4 combeffx_ATM_ctrl 673.58576 4.78 53.4 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 16.6 100 5.45E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73734

892.44903 3 combeffx_ATM_ctrl 892.44694 2.34 53.36 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5988.4 100 2.85E+08 VIHDNFGIVEGLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73244

691.33479 2 timecourse_ATM_ctrl2 691.33090 5.63 53.28 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 48.9 100 2.48E+06 MTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:65005

701.61619 4 timecourse_ATM_ctrl1 701.61077 7.73 53.27 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 36.8 100 1.81E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:169090

669.59098 4 combeffx_ATM_comboi 669.58703 5.9 53.16 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 3886.7 100 6.82E+08 VIHDNFGIVEGLMTTVHAITAT#QK 35.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77361

673.58847 4 combeffx_ATM_MEKi 673.58576 4.02 53.03 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3486.5 100 3.65E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 47.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59348

897.78099 3 combeffx_ATM_PI3Ki 897.77858 2.68 52.78 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1613.1 100 1.88E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65524

673.59046 4 timecourse_ATM_ctrl2 673.58576 6.98 52.77 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 1107.3 100 5.56E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155623

1346.17046 2 combeffx_ATM_comboi 1346.16424 4.62 52.76 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 12.6 86 1.07E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77771

673.58896 4 combeffx_ATM_MEKi 673.58576 4.75 52.76 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3350.8 100 2.57E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 50 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54278

897.78056 3 combeffx_ATM_MEKi 897.77858 2.21 52.74 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2878.7 100 3.06E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59198

616.55281 4 timecourse_ATM_combo_4hr 616.54891 6.34 52.72 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 8.0 94 4.74E+05 HDNFGIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:155680

673.5886 4 combeffx_ATM_ctrl 673.58576 4.22 52.58 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 1647.1 100 2.08E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71447

673.5881 4 combeffx_ATM_PI3Ki 673.58576 3.49 52.45 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1861.8 100 3.45E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69336

669.58898 4 combeffx_ATM_PI3Ki 669.58703 2.91 52.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 6081.6 100 2.44E+08 VIHDNFGIVEGLMTTVHAITAT#QK 53 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65154

673.58818 4 combeffx_ATM_MEKi 673.58576 3.59 52.28 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3117.9 100 3.64E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59288

1346.17052 2 timecourse_ATM_ctrl2 1346.16424 4.67 52.2 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 19.2 100 1.27E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 14.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155553

897.78095 3 combeffx_ATM_MEKi 897.77858 2.64 52.15 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2651.9 100 2.10E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54118

1346.17046 2 timecourse_ATM_combo_1hr 1346.16424 4.62 52.13 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 27.7 100 2.13E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169117

669.58944 4 combeffx_ATM_MEKi 669.58703 3.6 52.1 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5982.8 100 1.75E+08 VIHDNFGIVEGLMTTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59068

650.6676 3 timecourse_ATM_ctrl1 650.66371 5.98 52.01 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 217.1 100 9.81E+06 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:134281

673.58849 4 combeffx_ATM_MEKi 673.58576 4.05 51.93 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3291.7 100 2.59E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 31 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54198

897.78108 3 combeffx_ATM_ctrl 897.77858 2.78 51.84 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1488.2 100 2.02E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73534

593.96387 3 combeffx_ATM_PI3Ki 593.96187 3.37 51.83 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 37.4 100 1.45E+06 VEGLMTTVHAITAT#QK 3.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:46560

892.45488 3 timecourse_ATM_combo_1hr 892.44694 8.9 51.81 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 583.1 100 3.26E+08 VIHDNFGIVEGLMTTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:168785

701.61595 4 timecourse_ATM_combo_4hr 701.61077 7.38 51.78 GAPDH  G3P_HUMAN 5 A.KVIHDNFGIVEGLMTTVHAITAT#QK.T 37.3 100 2.36E+06 KVIHDNFGIVEGLMTTVHAITAT#QK 0 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:167020

776.38782 2 timecourse_ATM_combo_2hr 776.38366 5.36 51.57 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 26.4 100 6.93E+05 GLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:89729

892.45562 3 timecourse_ATM_combo_4hr 892.44694 9.73 51.53 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 774.2 100 5.33E+08 VIHDNFGIVEGLMTTVHAITAT#QK 43 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166271

892.45507 3 timecourse_ATM_combo_8hr 892.44694 9.11 51.51 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 25.4 84 9.29E+03 VIHDNFGIVEGLMTTVHAITAT#QK 40.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170320

1346.17068 2 timecourse_ATM_combo_8hr 1346.16424 4.78 51.3 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 14.3 100 1.39E+06 VIHDNFGIVEGLM*TTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168790

669.58906 4 combeffx_ATM_ctrl 669.58703 3.03 51.2 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQK.T 5735.6 100 2.82E+08 VIHDNFGIVEGLMTTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73304

1346.1693 2 timecourse_ATM_ctrl1 1346.16424 3.76 51.16 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 20.1 100 1.73E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168809

673.59062 4 timecourse_ATM_combo_8hr 673.58576 7.22 51.15 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 455.1 94 1.53E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170990

669.59005 4 combeffx_ATM_comboi 669.58703 4.51 51.12 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4351.4 100 8.78E+08 VIHDNFGIVEGLMTTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77281

897.78215 3 combeffx_ATM_MEKi 897.77858 3.98 51.06 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3008.5 100 3.08E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59338

1346.17054 2 timecourse_ATM_combo_4hr 1346.16424 4.68 50.98 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 20.4 100 1.67E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 12.2 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166801

669.59303 4 timecourse_ATM_combo_8hr 669.58703 8.96 50.96 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 518.9 100 7.25E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 16.4 182 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170290

669.59273 4 timecourse_ATM_combo_2hr 669.58703 8.51 50.88 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 8.4 94 1.21E+06 VIHDNFGIVEGLMTTVHAIT#ATQK 6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157341

747.87603 2 timecourse_ATM_combo_2hr 747.87293 4.15 50.7 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 98.0 100 1.82E+06 LMTTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:83185

897.78085 3 combeffx_ATM_PI3Ki 897.77858 2.53 50.52 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1834.2 100 3.03E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69276

673.5884 4 combeffx_ATM_ctrl 673.58576 3.92 50.51 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1951.0 100 2.33E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 47.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73624

673.59026 4 timecourse_ATM_combo_2hr 673.58576 6.68 50.44 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1356.4 100 4.52E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157891

996.49792 2 timecourse_ATM_ctrl1 996.49353 4.41 50.42 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 5.4 100 1.53E+05 TTVHAITAT#QKTVDGPSGK 40.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:135100

897.78185 3 combeffx_ATM_comboi 897.77858 3.64 50.36 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 984.5 100 2.28E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70939

892.45089 3 combeffx_ATM_comboi 892.44694 4.43 50.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2570.2 100 3.05E+08 VIHDNFGIVEGLMTTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77261

673.58907 4 combeffx_ATM_comboi 673.58576 4.93 50.25 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1434.6 100 1.43E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:71019

897.78088 3 combeffx_ATM_ctrl 897.77858 2.56 50.1 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1297.6 100 1.70E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 64.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71337

897.78078 3 combeffx_ATM_PI3Ki 897.77858 2.45 50.08 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1650.8 100 1.88E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65514

776.38824 2 timecourse_ATM_ctrl2 776.38366 5.9 50.02 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 24.0 100 7.73E+05 GLMTTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:84139

840.90762 2 combeffx_ATM_ctrl 840.90496 3.16 50 GAPDH  G3P_HUMAN 5 V.EGLMTTVHAITAT#QK.T 42.7 100 1.38E+06 EGLMTTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:48251

1346.17005 2 timecourse_ATM_combo_4hr 1346.16424 4.32 49.97 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 22.6 100 1.59E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 14.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166781

1346.17122 2 timecourse_ATM_combo_4hr 1346.16424 5.19 49.83 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 21.0 100 1.18E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 14.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163790

475.23131 2 timecourse_ATM_combo_4hr 475.22877 5.34 49.66 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 310.0 100 2.56E+06 HAITAT#QK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:17786

650.66763 3 timecourse_ATM_combo_8hr 650.66371 6.02 49.64 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 198.5 100 8.35E+06 GIVEGLMTTVHAITAT#QK 3.4 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:131013

475.23158 2 timecourse_ATM_combo_2hr 475.22877 5.91 49.57 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 227.8 100 1.27E+06 HAITAT#QK 11.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:17097

655.99757 3 combeffx_ATM_PI3Ki 655.99535 3.38 49.52 GAPDH  G3P_HUMAN 5 F.GIVEGLM*TTVHAITAT#QK.T 5.9 100 1.04E+06 GIVEGLM*TTVHAITAT#QK 2.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:55202

897.78395 3 timecourse_ATM_ctrl1 897.77858 5.98 49.44 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1897.0 100 1.31E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168879

892.45776 3 timecourse_ATM_combo_4hr 892.44694 12.12 49.31 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 3.2 86 9.20E+03 VIHDNFGIVEGLMTTVHAITAT#QK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166281

673.59074 4 timecourse_ATM_combo_4hr 673.58576 7.39 49.28 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*T#TVHAITATQK.T 1405.9 100 6.09E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 16.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163860

673.5894 4 combeffx_ATM_MEKi 673.58576 5.4 49.19 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 29.5 94 1.16E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 41.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54328

673.58843 4 combeffx_ATM_PI3Ki 673.58576 3.96 49 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2383.5 100 1.51E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 48.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69406

747.87721 2 timecourse_ATM_combo_8hr 747.87293 5.72 48.99 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 41.7 100 1.75E+06 LMTTVHAITAT#QK 28.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:88283

673.58972 4 timecourse_ATM_combo_8hr 673.58576 5.89 48.84 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 612.8 94 4.72E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170930

699.68986 3 combeffx_ATM_comboi 699.68652 4.77 48.74 GAPDH  G3P_HUMAN 5 N.FGIVEGLMTTVHAIT#ATQK.T 5.1 100 4.96E+05 FGIVEGLMTTVHAITAT#QK 10.9 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:60511

673.58828 4 combeffx_ATM_PI3Ki 673.58576 3.74 48.68 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1757.4 100 3.42E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69386

673.58899 4 combeffx_ATM_comboi 673.58576 4.8 48.65 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1288.4 100 3.00E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70999

593.9646 3 combeffx_ATM_comboi 593.96187 4.6 48.55 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 41.1 100 4.73E+06 VEGLMTTVHAITAT#QK 4.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:53856

1346.17077 2 timecourse_ATM_ctrl2 1346.16424 4.86 48.5 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 13.4 100 9.43E+05 VIHDNFGIVEGLM*TTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152522

892.44945 3 combeffx_ATM_MEKi 892.44694 2.81 48.5 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4917.2 100 1.51E+08 VIHDNFGIVEGLMTTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59028

673.58964 4 combeffx_ATM_MEKi 673.58576 5.76 48.43 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 13.3 100 4.81E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59458

776.38586 2 combeffx_ATM_ctrl 776.38366 2.83 48.31 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 42.2 100 1.31E+06 GLMTTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:40638

897.78219 3 combeffx_ATM_comboi 897.77858 4.02 48.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 918.6 100 3.81E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77751

897.78184 3 combeffx_ATM_PI3Ki 897.77858 3.63 48.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1814.6 100 3.03E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69356

575.28962 2 timecourse_ATM_ctrl1 575.28682 4.87 48.19 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 126.9 100 2.53E+06 TVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:41963

897.78076 3 combeffx_ATM_MEKi 897.77858 2.43 48.14 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2777.1 100 2.10E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54108

892.45094 3 combeffx_ATM_comboi 892.44694 4.48 48.05 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 55.7 94 7.24E+06 VIHDNFGIVEGLMTTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70589

625.81409 2 combeffx_ATM_comboi 625.81066 5.48 47.95 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 25.4 100 9.79E+05 TTVHAITAT#QK 36.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:22523

897.78191 3 combeffx_ATM_MEKi 897.77858 3.71 47.94 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2842.2 100 2.10E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54158

897.78095 3 combeffx_ATM_MEKi 897.77858 2.64 47.82 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2728.4 100 2.10E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 23.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54128

821.73345 3 combeffx_ATM_ctrl 821.72945 4.87 47.73 GAPDH  G3P_HUMAN 5 I.HDNFGIVEGLMTTVHAITAT#QK.T 2.7 100 1.01E+05 HDNFGIVEGLMTTVHAITAT#QK 10.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:68847

593.96592 3 timecourse_ATM_combo_2hr 593.96187 6.82 47.61 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 6.7 100 1.64E+06 VEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:110455

1346.1702 2 timecourse_ATM_combo_8hr 1346.16424 4.43 47.48 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 15.8 100 1.49E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170910

673.58868 4 combeffx_ATM_MEKi 673.58576 4.33 47.36 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 6.1 94 2.68E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54218

669.5936 4 timecourse_ATM_combo_8hr 669.58703 9.81 47.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTT#VHAITATQK.T 0.00E+00 VIHDNFGIVEGLMTTVHAIT#ATQK 9.6 182 ‐5,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170350

684.14753 5 combeffx_ATM_ctrl 684.14422 4.84 47.33 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK.L 81.8 100 4.09E+06 VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK 3.9 187 ‐11,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:75087

1346.17131 2 timecourse_ATM_combo_2hr 1346.16424 5.25 47.31 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 16.9 100 9.62E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157821



669.59482 4 timecourse_ATM_ctrl1 669.58703 11.63 47.3 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTT#VHAITATQK.T 0.00E+00 VIHDNFGIVEGLMTT#VHAITATQK 8.2 177 0,5 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:165730

650.66789 3 timecourse_ATM_combo_2hr 650.66371 6.42 46.98 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 167.1 100 5.53E+06 GIVEGLMTTVHAITAT#QK 5.4 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:124450

673.59088 4 timecourse_ATM_ctrl1 673.58576 7.6 46.98 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 38.9 94 1.34E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166300

897.78415 3 timecourse_ATM_ctrl1 897.77858 6.2 46.88 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 203.4 94 5.86E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168909

673.58911 4 combeffx_ATM_comboi 673.58576 4.97 46.88 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1355.3 100 3.01E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:71039

892.45064 3 combeffx_ATM_ctrl 892.44694 4.15 46.86 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2018.5 100 7.87E+07 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71187

669.59311 4 timecourse_ATM_combo_1hr 669.58703 9.08 46.85 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 527.2 100 2.82E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 3.5 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:168647

669.59257 4 timecourse_ATM_combo_1hr 669.58703 8.27 46.78 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 530.0 100 3.08E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:168765

687.34459 5 combeffx_ATM_MEKi 687.34321 2.01 46.6 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKTVDGPS#GK.L 79.9 94 5.10E+06 VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK 9.2 187 0,5 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:62568

897.78395 3 timecourse_ATM_combo_8hr 897.77858 5.98 46.56 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1022.1 100 1.86E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 36.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170940

1346.1681 2 combeffx_ATM_PI3Ki 1346.16424 2.87 46.56 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 11.9 94 5.31E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65534

858.92974 4 combeffx_ATM_MEKi 858.92719 2.97 46.48 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK.L 142.4 100 1.14E+07 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 9.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:57278

897.78028 3 combeffx_ATM_ctrl 897.77858 1.89 46.45 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1559.5 100 2.02E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73494

897.78277 3 combeffx_ATM_comboi 897.77858 4.67 46.39 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1019.7 100 2.29E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77781

673.58825 4 combeffx_ATM_ctrl 673.58576 3.7 46.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1888.4 100 2.33E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 26.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73594

575.29015 2 timecourse_ATM_combo_4hr 575.28682 5.79 46.26 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 202.6 100 3.86E+06 TVHAITAT#QK 15.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:40798

699.68874 3 combeffx_ATM_PI3Ki 699.68652 3.17 46.24 GAPDH  G3P_HUMAN 5 N.FGIVEGLMTTVHAITAT#QK.T 8.2 100 4.83E+05 FGIVEGLMTTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:59401

673.58813 4 combeffx_ATM_ctrl 673.58576 3.52 46.21 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1873.5 100 2.33E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73564

897.78045 3 combeffx_ATM_MEKi 897.77858 2.08 46.09 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2700.3 100 3.07E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59188

897.78059 3 combeffx_ATM_PI3Ki 897.77858 2.24 46.07 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1591.1 100 1.87E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65504

673.58794 4 combeffx_ATM_PI3Ki 673.58576 3.24 46.06 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1793.3 100 3.43E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69306

655.99709 3 timecourse_ATM_combo_4hr 655.99535 2.65 46.02 GAPDH  G3P_HUMAN 5 F.GIVEGLM*TTVHAITAT#QK.T 9.4 100 1.06E+06 GIVEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:131875

673.58862 4 combeffx_ATM_ctrl 673.58576 4.25 45.94 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1753.4 100 2.08E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 35.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71457

897.78184 3 combeffx_ATM_comboi 897.77858 3.63 45.92 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 980.9 100 3.81E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77721

737.70278 3 combeffx_ATM_PI3Ki 737.70083 2.64 45.88 GAPDH  G3P_HUMAN 5 D.NFGIVEGLMTTVHAITAT#QK.T 10.0 100 3.38E+05 NFGIVEGLMTTVHAITAT#QK 13.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:58404

858.93015 4 combeffx_ATM_PI3Ki 858.92719 3.46 45.84 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQKTVDGPSGK.L 38.6 100 5.35E+06 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 9.4 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:73986

669.59327 4 timecourse_ATM_ctrl2 669.58703 9.32 45.74 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 471.8 100 9.36E+07 VIHDNFGIVEGLMTTVHAIT#ATQK 6 182 ‐5,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152002

625.81406 2 combeffx_ATM_comboi 625.81066 5.43 45.67 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 16.7 100 1.54E+06 TTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:24453

650.66818 3 timecourse_ATM_combo_1hr 650.66371 6.87 45.66 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 318.2 100 1.29E+07 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:133929

897.78186 3 combeffx_ATM_PI3Ki 897.77858 3.66 45.64 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1687.9 100 1.69E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65584

854.93119 4 combeffx_ATM_MEKi 854.92846 3.19 45.59 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 312.6 100 1.24E+07 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 24.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:62518

897.78166 3 combeffx_ATM_PI3Ki 897.77858 3.43 45.55 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1633.6 100 1.88E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65564

776.38601 2 combeffx_ATM_MEKi 776.38366 3.03 45.42 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 49.1 100 7.31E+05 GLMTTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:31474

673.58877 4 combeffx_ATM_MEKi 673.58576 4.47 45.39 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 0.00E+00 VIHDNFGIVEGLM*TTVHAITAT#QK 50 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59398

1338.1794 2 timecourse_ATM_combo_4hr 1338.16678 9.43 45.38 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 9.0 100 2.37E+07 VIHDNFGIVEGLMTTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166261

1346.17335 2 timecourse_ATM_ctrl2 1346.16424 6.77 45.35 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 16.5 100 6.80E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152532

1346.16768 2 combeffx_ATM_PI3Ki 1346.16424 2.56 45.26 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 17.0 94 9.98E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 19.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69286

650.66749 3 timecourse_ATM_combo_4hr 650.66371 5.81 45.25 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 342.0 100 1.39E+07 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:130665

673.5889 4 combeffx_ATM_MEKi 673.58576 4.66 45.17 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 4.1 94 1.73E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 53 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59418

673.58831 4 combeffx_ATM_MEKi 673.58576 3.79 44.97 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3206.3 100 3.64E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59328

892.45328 3 timecourse_ATM_ctrl1 892.44694 7.1 44.88 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 90.6 92 3.07E+05 VIHDNFGIVEGLMTTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:165660

897.78034 3 combeffx_ATM_PI3Ki 897.77858 1.96 44.85 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1735.4 100 3.03E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69246

669.59303 4 timecourse_ATM_ctrl2 669.58703 8.96 44.72 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQK.T 594.1 100 5.86E+08 VIHDNFGIVEGLMTTVHAIT#ATQK 14.1 182 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155073

897.78417 3 timecourse_ATM_combo_2hr 897.77858 6.23 44.65 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1987.0 100 6.33E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158761

858.92998 4 combeffx_ATM_ctrl 858.92719 3.25 44.58 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK.L 83.1 100 1.06E+07 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:75157

777.38726 2 timecourse_ATM_combo_8hr 777.38218 6.53 44.49 GAPDH  G3P_HUMAN 6 H.AITAT#QKTVDGPSGK.L 5.9 100 1.02E+05 AIT#ATQKTVDGPSGK 5.3 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:95870

897.78308 3 combeffx_ATM_MEKi 897.77858 5.01 44.49 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 6.5 100 2.17E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 43 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59428

737.70461 3 combeffx_ATM_comboi 737.70083 5.12 44.47 GAPDH  G3P_HUMAN 5 D.NFGIVEGLMTTVHAITAT#QK.T 5.9 100 5.39E+05 NFGIVEGLMTTVHAITAT#QK 7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:68441

673.5881 4 combeffx_ATM_MEKi 673.58576 3.47 44.41 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 8.5 94 6.62E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59268

673.59014 4 timecourse_ATM_combo_1hr 673.58576 6.5 44.4 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 331.5 94 8.26E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 16.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:169355

650.66791 3 timecourse_ATM_ctrl2 650.66371 6.45 44.33 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 163.5 100 6.24E+06 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:119826

673.58813 4 combeffx_ATM_PI3Ki 673.58576 3.52 44.19 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2301.2 100 2.60E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65574

673.58947 4 combeffx_ATM_MEKi 673.58576 5.51 44.15 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 0.00E+00 VIHDNFGIVEGLM*TTVHAITAT#QK 53 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54338

669.58923 4 combeffx_ATM_MEKi 669.58703 3.29 44.08 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5749.7 100 1.75E+08 VIHDNFGIVEGLMTTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59058

848.90475 2 combeffx_ATM_MEKi 848.90242 2.74 44.07 GAPDH  G3P_HUMAN 5 V.EGLM*T#TVHAITATQK.T 28.8 86 6.10E+05 EGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:37313

673.58938 4 timecourse_ATM_combo_1hr 673.58576 5.37 44.05 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 833.1 94 2.35E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 10.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169137

897.78058 3 combeffx_ATM_MEKi 897.77858 2.24 43.8 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2798.4 100 3.06E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59208

897.78239 3 timecourse_ATM_ctrl1 897.77858 4.24 43.76 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1165.3 100 2.17E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168829

897.78485 3 timecourse_ATM_ctrl2 897.77858 6.98 43.63 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1530.0 100 8.47E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 40.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155613

669.59271 4 timecourse_ATM_combo_8hr 669.58703 8.48 43.56 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTT#VHAITATQK.T 560.4 100 6.82E+08 VIHDNFGIVEGLMTTVHAITAT#QK 10.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168180

673.58924 4 combeffx_ATM_comboi 673.58576 5.17 43.47 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1290.8 100 2.98E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:71059

996.49814 2 timecourse_ATM_ctrl1 996.49353 4.63 43.42 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 5.6 100 1.33E+05 TTVHAITAT#QKTVDGPSGK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:137351

593.96652 3 timecourse_ATM_combo_4hr 593.96187 7.83 43.4 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 7.7 94 1.80E+06 VEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:114394

673.58859 4 combeffx_ATM_PI3Ki 673.58576 4.2 43.35 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2254.6 100 2.60E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 35.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65664

776.38642 2 combeffx_ATM_ctrl 776.38366 3.55 43.35 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 20.3 100 4.63E+05 GLMTTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:38882

575.29042 2 timecourse_ATM_ctrl1 575.28682 6.26 43.33 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 118.3 100 2.39E+06 TVHAITAT#QK 11.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:41421

897.78502 3 timecourse_ATM_combo_8hr 897.77858 7.17 43.22 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1368.2 100 1.11E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 40.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170970

897.78117 3 combeffx_ATM_ctrl 897.77858 2.88 43.22 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1263.6 100 1.69E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71347

897.78159 3 combeffx_ATM_comboi 897.77858 3.35 43.09 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1005.9 100 2.29E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70919

669.5889 4 combeffx_ATM_PI3Ki 669.58703 2.81 43.09 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5289.3 100 2.28E+08 VIHDNFGIVEGLMTTVHAITAT#QK 19.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:68956

650.66761 3 timecourse_ATM_combo_2hr 650.66371 5.99 43.06 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 165.8 100 5.23E+06 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:124195

673.58893 4 combeffx_ATM_comboi 673.58576 4.71 42.85 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1357.8 100 2.57E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70989

854.93252 4 combeffx_ATM_comboi 854.92846 4.75 42.82 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 9.6 100 1.55E+06 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 5.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:83801

897.78478 3 timecourse_ATM_combo_4hr 897.77858 6.91 42.71 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1730.2 100 1.27E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166811

892.4527 3 timecourse_ATM_combo_2hr 892.44694 6.45 42.47 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2.9 86 1.99E+03 VIHDNFGIVEGLMTTVHAITAT#QK 43 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157331

897.78192 3 combeffx_ATM_comboi 897.77858 3.72 42.38 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 972.2 100 2.27E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70949

897.78455 3 timecourse_ATM_ctrl1 897.77858 6.65 42.3 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 8.8 92 2.56E+04 VIHDNFGIVEGLM*TTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166190

650.66617 3 combeffx_ATM_PI3Ki 650.66371 3.78 42.24 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 36.6 100 1.70E+06 GIVEGLMTTVHAITAT#QK 3.4 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:51917

897.78263 3 combeffx_ATM_ctrl 897.77858 4.51 42.1 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1381.2 100 1.70E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71477

593.96438 3 combeffx_ATM_comboi 593.96187 4.23 42.08 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 29.5 100 2.20E+06 VEGLMTTVHAITAT#QK 2.2 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:49163

1346.17111 2 timecourse_ATM_combo_2hr 1346.16424 5.1 42.06 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 18.1 100 8.88E+05 VIHDNFGIVEGLM*TTVHAIT#ATQK 7.9 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158721

593.96381 3 combeffx_ATM_PI3Ki 593.96187 3.27 42.02 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 38.5 100 1.45E+06 VEGLMTTVHAITAT#QK 6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:46550

858.92944 4 combeffx_ATM_MEKi 858.92719 2.62 42.01 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK.L 191.6 100 1.73E+07 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:62598

669.59539 4 timecourse_ATM_ctrl2 669.58703 12.49 41.94 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 3.1 86 2.30E+03 VIHDNFGIVEGLMTTVHAITAT#QK 19.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155093

897.78221 3 combeffx_ATM_PI3Ki 897.77858 4.04 41.87 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1997.3 100 1.77E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69426

897.78284 3 timecourse_ATM_ctrl2 897.77858 4.75 41.81 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 869.7 94 7.64E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152512

669.59211 4 timecourse_ATM_combo_8hr 669.58703 7.59 41.79 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQK.T 7.7 94 6.33E+04 VIHDNFGIVEGLMTTVHAIT#ATQK 14.1 182 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168170

655.99848 3 timecourse_ATM_combo_1hr 655.99535 4.77 41.67 GAPDH  G3P_HUMAN 5 F.GIVEGLM*TTVHAITAT#QK.T 16.6 100 1.57E+06 GIVEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:135468

625.8136 2 combeffx_ATM_PI3Ki 625.81066 4.7 41.56 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 6.8 100 4.82E+05 TTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:22274

687.34569 5 combeffx_ATM_MEKi 687.34321 3.62 41.44 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK.L 72.1 100 5.33E+06 VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK 7.6 187 ‐11,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:57298

897.78116 3 combeffx_ATM_PI3Ki 897.77858 2.87 41.39 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1647.4 100 1.88E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65544

1346.17136 2 timecourse_ATM_ctrl1 1346.16424 5.29 41.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 29.6 100 1.48E+06 VIHDNFGIVEGLM*TTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166140

892.45453 3 timecourse_ATM_combo_1hr 892.44694 8.5 41.3 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQK.T 370.0 86 1.74E+06 VIHDNFGIVEGLMTTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:168627

673.591 4 timecourse_ATM_combo_1hr 673.58576 7.78 41.29 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1498.4 100 8.54E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169207

848.90476 2 combeffx_ATM_ctrl 848.90242 2.76 41.29 GAPDH  G3P_HUMAN 5 V.EGLM*T#TVHAITATQK.T 17.7 94 7.36E+05 EGLM*TTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:49091

897.78144 3 combeffx_ATM_MEKi 897.77858 3.19 41.26 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2923.6 100 3.06E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59258

650.66756 3 timecourse_ATM_combo_1hr 650.66371 5.92 41.24 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 339.8 100 1.41E+07 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:134068

897.78338 3 combeffx_ATM_comboi 897.77858 5.35 41.22 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1024.0 100 2.29E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:71079

673.58811 4 combeffx_ATM_MEKi 673.58576 3.49 41.17 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3023.9 100 3.63E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 19.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59278

673.5903 4 timecourse_ATM_combo_8hr 673.58576 6.74 41.14 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1231.5 100 5.52E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168850

673.58847 4 combeffx_ATM_MEKi 673.58576 4.02 41.09 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3296.2 100 2.59E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 35.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54168

673.58856 4 timecourse_ATM_ctrl1 673.58576 4.16 41 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 122.9 94 1.59E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 24.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168819

996.49869 2 timecourse_ATM_combo_1hr 996.49353 5.18 40.81 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 5.9 100 1.63E+05 TTVHAITAT#QKTVDGPSGK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:136989

673.58844 4 combeffx_ATM_PI3Ki 673.58576 3.98 40.75 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2351.6 94 1.54E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 50 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65644

673.58902 4 combeffx_ATM_MEKi 673.58576 4.84 40.72 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 9.0 94 9.84E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 8.1 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54298

897.78064 3 combeffx_ATM_ctrl 897.77858 2.29 40.66 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1519.2 100 2.02E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73504

673.58865 4 timecourse_ATM_combo_2hr 673.58576 4.29 40.61 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 753.5 94 5.56E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158691

784.38509 2 combeffx_ATM_comboi 784.38112 5.06 40.56 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 15.2 100 2.71E+06 GLM*TTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:42474

897.78264 3 combeffx_ATM_comboi 897.77858 4.52 40.53 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 992.2 100 3.81E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77761

858.9302 4 combeffx_ATM_ctrl 858.92719 3.5 40.5 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK.L 82.7 100 1.06E+07 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 15.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:75167

673.58856 4 combeffx_ATM_ctrl 673.58576 4.16 40.48 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1805.3 100 2.05E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 41.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71427

593.96653 3 timecourse_ATM_combo_1hr 593.96187 7.85 40.43 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 6.4 100 2.65E+06 VEGLMTTVHAITAT#QK 6.8 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:119291

669.58985 4 combeffx_ATM_comboi 669.58703 4.21 40.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 123.3 100 1.98E+07 VIHDNFGIVEGLMTTVHAITAT#QK 50 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70559

673.59071 4 timecourse_ATM_ctrl2 673.58576 7.35 40.13 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1221.4 100 5.17E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152542

897.78416 3 timecourse_ATM_combo_2hr 897.77858 6.22 40.09 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1666.8 100 7.58E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157881

897.78508 3 timecourse_ATM_combo_4hr 897.77858 7.24 40.01 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1536.1 100 1.12E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163840

858.93034 4 combeffx_ATM_PI3Ki 858.92719 3.67 39.96 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK.L 25.8 100 3.20E+06 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 12 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:69864

897.78251 3 combeffx_ATM_ctrl 897.77858 4.38 39.9 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1472.1 100 1.46E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71467

673.58933 4 combeffx_ATM_MEKi 673.58576 5.3 39.8 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2.9 94 6.95E+04 VIHDNFGIVEGLM*TTVHAITAT#QK 10.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54318

673.58897 4 combeffx_ATM_MEKi 673.58576 4.77 39.8 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 6.4 94 3.08E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 44.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54288

669.59276 4 timecourse_ATM_combo_8hr 669.58703 8.56 39.69 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 490.5 100 4.34E+08 VIHDNFGIVEGLMTTVHAITAT#QK 23.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168190

897.78246 3 timecourse_ATM_combo_4hr 897.77858 4.32 39.64 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 193.5 86 3.82E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166771

673.58961 4 timecourse_ATM_combo_8hr 673.58576 5.72 39.58 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 783.5 100 1.40E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168820

461.22571 3 timecourse_ATM_combo_4hr 461.22303 5.81 39.56 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 420.6 100 1.02E+07 MTTVHAIT#ATQK 6.8 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:73029

593.96683 3 timecourse_ATM_ctrl2 593.96187 8.35 39.47 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 8.6 100 2.32E+06 VEGLMTTVHAITAT#QK 3.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:103627

673.59062 4 timecourse_ATM_combo_4hr 673.58576 7.22 39.44 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1272.4 100 7.85E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 9.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163830

625.81353 2 combeffx_ATM_PI3Ki 625.81066 4.6 39.44 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 8.9 100 3.99E+05 TTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:21911

897.78482 3 timecourse_ATM_combo_2hr 897.77858 6.95 39.24 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1672.5 100 6.46E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157911

854.93113 4 combeffx_ATM_PI3Ki 854.92846 3.12 39.17 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK.L 92.9 100 9.88E+06 VIHDNFGIVEGLMTTVHAITAT#QKTVDGPSGK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:69784

593.96686 3 timecourse_ATM_combo_8hr 593.96187 8.4 39 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 5.4 100 3.21E+06 VEGLMTTVHAIT#ATQK 6.5 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:118022

1338.17919 2 timecourse_ATM_ctrl1 1338.16678 9.27 38.99 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 7.1 72 3.33E+06 VIHDNFGIVEGLMTTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:165690

669.5896 4 combeffx_ATM_ctrl 669.58703 3.84 38.97 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2645.0 100 9.24E+07 VIHDNFGIVEGLMTTVHAITAT#QK 16.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71157

858.93078 4 combeffx_ATM_PI3Ki 858.92719 4.18 38.82 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKTVDGPS#GK.L 25.0 100 3.20E+06 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:69874

897.78501 3 timecourse_ATM_combo_4hr 897.77858 7.16 38.7 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 153.8 94 5.08E+06 VIHDNFGIVEGLM*TTVHAIT#ATQK 15 182 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166841

848.90485 2 combeffx_ATM_MEKi 848.90242 2.86 38.65 GAPDH  G3P_HUMAN 5 V.EGLM*TTVHAITAT#QK.T 31.3 94 8.44E+05 EGLM*TTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:37323

1346.17159 2 timecourse_ATM_combo_8hr 1346.16424 5.46 38.63 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 17.9 100 1.31E+06 VIHDNFGIVEGLM*TTVHAIT#ATQK 11.5 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170920

673.59089 4 timecourse_ATM_ctrl2 673.58576 7.62 38.6 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 752.4 94 1.90E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152552

897.78177 3 combeffx_ATM_ctrl 897.77858 3.55 38.52 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1590.2 100 2.02E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73574

593.96453 3 combeffx_ATM_comboi 593.96187 4.48 38.35 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 40.7 100 4.73E+06 VEGLMTTVHAITAT#QK 6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:53846

897.78315 3 combeffx_ATM_MEKi 897.77858 5.09 38.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3345.1 100 1.30E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54308

897.78345 3 timecourse_ATM_combo_1hr 897.77858 5.42 38.27 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1121.0 100 2.69E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169147

669.59259 4 timecourse_ATM_combo_4hr 669.58703 8.3 38.25 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTT#VHAITATQK.T 48.4 92 9.91E+04 VIHDNFGIVEGLMTTVHAITAT#QK 11.5 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163190

897.78324 3 combeffx_ATM_comboi 897.77858 5.19 38.17 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1005.9 100 3.26E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 64.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77881

475.2316 2 timecourse_ATM_combo_1hr 475.22877 5.96 38.11 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 350.7 100 3.38E+06 HAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:17941

897.78247 3 combeffx_ATM_MEKi 897.77858 4.33 38.1 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3403.9 100 2.23E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59378

897.78165 3 combeffx_ATM_comboi 897.77858 3.42 38.04 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 945.8 100 3.81E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77711

892.45285 3 timecourse_ATM_combo_1hr 892.44694 6.62 37.94 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 59.6 86 8.10E+04 VIHDNFGIVEGLMTTVHAITAT#QK 15.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:168607

699.68925 3 combeffx_ATM_MEKi 699.68652 3.9 37.82 GAPDH  G3P_HUMAN 5 N.FGIVEGLMTTVHAITAT#QK.T 8.2 100 1.95E+05 FGIVEGLMTTVHAITAT#QK 33.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:51629

858.92943 4 combeffx_ATM_MEKi 858.92719 2.61 37.68 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK.L 198.3 100 1.73E+07 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:62588

684.14736 5 combeffx_ATM_MEKi 684.14422 4.59 37.56 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK.L 163.0 100 4.99E+06 VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK 6 187 ‐11,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:57228

897.78501 3 timecourse_ATM_ctrl1 897.77858 7.16 37.5 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 33.5 92 1.27E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166220

897.78525 3 timecourse_ATM_ctrl1 897.77858 7.43 37.42 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1821.4 100 1.22E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166270

777.39051 2 timecourse_ATM_combo_1hr 777.38218 10.73 37.35 GAPDH  G3P_HUMAN 6 H.AITAT#QKTVDGPSGK.L 4.7 100 8.41E+04 AITAT#QKTVDGPSGK 8.7 184 0,3 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:96314

897.7845 3 timecourse_ATM_combo_1hr 897.77858 6.59 37.22 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 366.5 94 1.10E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:169375

848.90489 2 combeffx_ATM_PI3Ki 848.90242 2.91 36.89 GAPDH  G3P_HUMAN 5 V.EGLM*TTVHAITAT#QK.T 20.4 100 1.62E+06 EGLM*TTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:43570

897.784 3 timecourse_ATM_combo_2hr 897.77858 6.04 36.88 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1045.7 100 1.05E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157851

669.59015 4 timecourse_ATM_ctrl1 669.58703 4.66 36.88 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTT#VHAITATQK.T 9.6 92 4.00E+04 VIHDNFGIVEGLMTT#VHAITATQK 13.4 177 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:165640

897.78155 3 combeffx_ATM_ctrl 897.77858 3.32 36.78 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1336.4 100 1.70E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71357

475.23117 2 timecourse_ATM_combo_8hr 475.22877 5.05 36.71 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 89.0 100 1.12E+06 HAITAT#QK 5.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:18189

673.58865 4 combeffx_ATM_PI3Ki 673.58576 4.29 36.69 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 2577.6 100 1.54E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65684

625.81421 2 timecourse_ATM_combo_1hr 625.81066 5.67 36.61 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 104.0 100 2.20E+06 TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:58171

475.23166 2 timecourse_ATM_ctrl2 475.22877 6.08 36.55 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 180.4 100 1.33E+06 HAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:15972

897.78224 3 timecourse_ATM_combo_1hr 897.77858 4.08 36.49 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1211.4 94 1.07E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 43 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:169315

625.81408 2 combeffx_ATM_ctrl 625.81066 5.46 36.44 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 3.2 94 5.78E+04 TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:23243

475.23065 2 timecourse_ATM_ctrl1 475.22877 3.98 36.33 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 181.3 100 1.77E+06 HAITAT#QK 7.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:18222

498.91972 3 combeffx_ATM_comboi 498.91771 4.05 36.15 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 97.9 100 7.09E+06 LMTTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:35272

475.23124 2 timecourse_ATM_combo_8hr 475.22877 5.22 36.1 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 126.4 100 1.23E+06 HAITAT#QK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:17971

897.7816 3 combeffx_ATM_comboi 897.77858 3.36 36.04 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1040.1 100 2.29E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:70929

848.90509 2 combeffx_ATM_MEKi 848.90242 3.15 36.02 GAPDH  G3P_HUMAN 5 V.EGLM*TTVHAITAT#QK.T 35.8 100 2.04E+06 EGLM*TTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:40530

461.22527 3 timecourse_ATM_combo_1hr 461.22303 4.86 35.99 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 415.5 100 1.00E+07 MTTVHAIT#ATQK 6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:76018

897.78183 3 combeffx_ATM_ctrl 897.77858 3.62 35.84 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1665.6 100 2.03E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73584

897.7831 3 timecourse_ATM_combo_4hr 897.77858 5.03 35.8 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 982.2 94 1.28E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163770

897.78234 3 timecourse_ATM_ctrl2 897.77858 4.19 35.54 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 867.5 94 8.79E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155533

673.58885 4 combeffx_ATM_ctrl 673.58576 4.59 35.5 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 14.1 94 4.52E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 50 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71487

897.78631 3 timecourse_ATM_combo_4hr 897.77858 8.61 35.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 130.2 100 2.05E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163910

673.59042 4 timecourse_ATM_combo_4hr 673.58576 6.92 35.31 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1166.2 100 7.48E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 41.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166821

475.23141 2 timecourse_ATM_ctrl2 475.22877 5.56 35.3 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 168.3 100 1.45E+06 HAITAT#QK 11.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:15959

784.38383 2 combeffx_ATM_MEKi 784.38112 3.46 35.27 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 37.1 100 1.18E+06 GLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:32100

417.54471 3 combeffx_ATM_comboi 417.54287 4.41 35.21 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 35.2 100 2.60E+06 TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:24433

625.8146 2 timecourse_ATM_ctrl1 625.81066 6.3 35.2 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 83.5 100 1.60E+06 TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:58467

784.37896 2 combeffx_ATM_PI3Ki 784.38112 ‐2.75 35.19 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 15.9 100 1.53E+06 GLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:38744

699.33245 2 timecourse_ATM_combo_4hr 699.32836 5.85 34.97 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 6.3 100 1.27E+05 M*TTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:76614

897.78041 3 combeffx_ATM_PI3Ki 897.77858 2.04 34.95 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 1778.3 100 3.03E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69256

669.59022 4 combeffx_ATM_comboi 669.58703 4.76 34.82 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 4.4 94 6.20E+05 VIHDNFGIVEGLMTTVHAITAT#QK 10.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77301

593.96568 3 timecourse_ATM_ctrl1 593.96187 6.41 34.78 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 6.4 94 1.60E+06 VEGLMTTVHAIT#ATQK 2.6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:119702

897.78574 3 timecourse_ATM_combo_1hr 897.77858 7.98 34.76 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 727.5 94 2.54E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 36.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169247

673.5883 4 combeffx_ATM_ctrl 673.58576 3.77 34.75 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 8.6 100 1.68E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73604

784.37977 2 combeffx_ATM_MEKi 784.38112 ‐1.72 34.74 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 32.8 100 1.47E+06 GLM*TTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:34593

625.81413 2 timecourse_ATM_combo_8hr 625.81066 5.54 34.68 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 108.3 100 2.79E+06 TTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:57958

897.78402 3 timecourse_ATM_combo_8hr 897.77858 6.06 34.66 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1357.8 100 9.83E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168840

417.54502 3 timecourse_ATM_combo_2hr 417.54287 5.15 34.6 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 112.3 100 1.20E+06 TTVHAITAT#QK 9.6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:54249

897.78484 3 timecourse_ATM_ctrl2 897.77858 6.97 34.52 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 489.3 94 1.48E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155603

897.78279 3 combeffx_ATM_MEKi 897.77858 4.69 34.48 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 13.1 86 5.03E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54268

625.81425 2 combeffx_ATM_ctrl 625.81066 5.74 34.45 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 4.4 94 1.62E+05 TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:23253

673.58871 4 combeffx_ATM_ctrl 673.58576 4.38 34.44 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 21.7 100 1.61E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 8.1 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73704

699.33238 2 timecourse_ATM_combo_8hr 699.32836 5.75 34.28 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 9.0 100 1.99E+05 M*TTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:77324

897.78274 3 timecourse_ATM_combo_2hr 897.77858 4.63 34.26 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 955.8 94 8.56E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158711

687.34264 5 combeffx_ATM_ctrl 687.34321 ‐0.83 34.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKTVDGPS#GK.L 38.4 94 2.55E+06 VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK 6.3 187 ‐11,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:77674

897.78522 3 timecourse_ATM_combo_4hr 897.77858 7.4 34.2 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 8.7 94 1.48E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 30.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166851

673.58976 4 timecourse_ATM_combo_8hr 673.58576 5.95 34.13 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1045.2 100 6.81E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168830

466.55675 3 combeffx_ATM_MEKi 466.55467 4.46 34.02 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 6.6 100 2.11E+05 M*TTVHAIT#ATQK 7.5 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:25536

673.58878 4 timecourse_ATM_ctrl2 673.58576 4.48 33.91 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 777.5 94 6.14E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:155543

848.90488 2 combeffx_ATM_ctrl 848.90242 2.9 33.72 GAPDH  G3P_HUMAN 5 V.EGLM*T#TVHAITATQK.T 9.8 94 4.27E+05 EGLM*TTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:47222

625.81453 2 timecourse_ATM_ctrl2 625.81066 6.18 33.67 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 68.2 100 1.10E+06 TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:51035

673.59073 4 timecourse_ATM_ctrl1 673.58576 7.38 33.66 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 1313.7 100 7.34E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166260

784.38345 2 combeffx_ATM_PI3Ki 784.38112 2.97 33.51 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 22.5 100 1.52E+06 GLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:37380

699.33235 2 timecourse_ATM_combo_8hr 699.32836 5.71 33.36 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 7.6 100 1.89E+05 M*TTVHAITAT#QK 36.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:76793

858.92992 4 combeffx_ATM_MEKi 858.92719 3.18 33.35 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQKTVDGPSGK.L 143.6 100 1.14E+07 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:57288

625.81372 2 timecourse_ATM_combo_1hr 625.81066 4.89 33.26 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 3.0 84 6.77E+04 TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:58161

673.59094 4 timecourse_ATM_combo_1hr 673.58576 7.69 33.19 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 616.9 94 1.70E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169197

897.78578 3 timecourse_ATM_ctrl1 897.77858 8.03 33.18 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 649.6 94 1.99E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166320

673.58984 4 timecourse_ATM_combo_2hr 673.58576 6.06 33.11 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 800.9 94 2.16E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 3.9 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157861

625.81387 2 timecourse_ATM_combo_8hr 625.81066 5.13 33.01 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 121.3 100 2.89E+06 TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:57928

897.78409 3 timecourse_ATM_ctrl1 897.77858 6.14 32.96 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAIT#ATQK.T 1029.8 100 2.21E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166170

517.92809 3 timecourse_ATM_combo_1hr 517.92487 6.22 32.91 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 73.4 100 2.43E+06 GLMTTVHAITAT#QK 1.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:96064

897.78367 3 timecourse_ATM_combo_8hr 897.77858 5.67 32.82 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 920.3 100 1.96E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 40.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168810

897.78266 3 combeffx_ATM_MEKi 897.77858 4.54 32.8 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3.8 94 2.22E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 36.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59408

475.23202 2 timecourse_ATM_ctrl1 475.22877 6.84 32.76 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 170.1 100 1.77E+06 HAITAT#QK 17 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:18128

897.78156 3 combeffx_ATM_ctrl 897.77858 3.32 32.76 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 7.7 94 1.25E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73544

575.29015 2 timecourse_ATM_ctrl2 575.28682 5.81 32.72 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 126.7 100 2.08E+06 TVHAITAT#QK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:35972

575.29021 2 timecourse_ATM_ctrl2 575.28682 5.89 32.69 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 109.7 100 1.75E+06 TVHAITAT#QK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:35445

897.7855 3 timecourse_ATM_ctrl2 897.77858 7.71 32.64 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1443.6 100 7.53E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152562

475.23097 2 timecourse_ATM_combo_1hr 475.22877 4.63 32.63 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 274.6 100 3.14E+06 HAITAT#QK 7.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:17646

673.59058 4 timecourse_ATM_ctrl1 673.58576 7.16 32.6 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 14.5 94 8.97E+05 VIHDNFGIVEGLM*TTVHAIT#ATQK 0 182 ‐6,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166230

848.90606 2 combeffx_ATM_comboi 848.90242 4.29 32.59 GAPDH  G3P_HUMAN 5 V.EGLM*T#TVHAITATQK.T 13.2 94 9.43E+05 EGLM*TTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:45693

406.70182 2 timecourse_ATM_combo_8hr 406.69931 6.17 32.46 GAPDH  G3P_HUMAN 6 H.AITAT#QK.T 75.4 100 2.42E+06 AITAT#QK 51.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:5429

625.81414 2 timecourse_ATM_combo_4hr 625.81066 5.58 32.43 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 101.6 100 1.85E+06 TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:57468

848.90497 2 combeffx_ATM_PI3Ki 848.90242 3 32.41 GAPDH  G3P_HUMAN 5 V.EGLM*T#TVHAITATQK.T 21.0 100 1.62E+06 EGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:43580

897.78231 3 combeffx_ATM_ctrl 897.77858 4.15 32.4 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1823.4 100 1.50E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73684

699.33129 2 timecourse_ATM_ctrl1 699.32836 4.19 32.36 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 6.0 100 1.42E+05 M*TTVHAITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:78707

699.33162 2 timecourse_ATM_combo_1hr 699.32836 4.66 32.34 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 7.4 100 1.74E+05 M*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:77898

575.29022 2 timecourse_ATM_combo_1hr 575.28682 5.91 32.25 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 195.1 100 4.45E+06 TVHAITAT#QK 15.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:41018

897.78505 3 timecourse_ATM_ctrl1 897.77858 7.21 32.13 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 44.5 92 3.67E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166240

897.78499 3 timecourse_ATM_combo_8hr 897.77858 7.14 32.11 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1409.4 100 8.66E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168880

625.81381 2 timecourse_ATM_combo_2hr 625.81066 5.03 32.06 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 96.2 100 1.35E+06 TTVHAITAT#QK 36.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:54239

475.23121 2 timecourse_ATM_combo_4hr 475.22877 5.13 31.93 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 284.2 100 2.71E+06 HAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:17846

383.86274 3 timecourse_ATM_combo_2hr 383.86030 6.36 31.9 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 98.5 100 1.27E+06 TVHAITAT#QK 29.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:39083



673.58985 4 timecourse_ATM_combo_2hr 673.58576 6.07 31.88 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1257.3 100 4.83E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157871

687.34463 5 combeffx_ATM_MEKi 687.34321 2.07 31.84 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK.L 45.8 94 2.52E+06 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 3.5 184 ‐8,8 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:62578

664.668 3 timecourse_ATM_combo_4hr 664.66478 4.84 31.82 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 97.0 100 4.85E+06 TTVHAITAT#QKTVDGPSGK 2.6 184 0,3 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:131238

466.55673 3 combeffx_ATM_PI3Ki 466.55467 4.42 31.73 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 8.8 100 3.78E+05 M*TTVHAITAT#QK 12.2 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:29666

417.54551 3 timecourse_ATM_ctrl2 417.54287 6.32 31.71 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 84.6 100 9.83E+05 TTVHAITAT#QK 9.6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:51045

631.66008 3 timecourse_ATM_combo_8hr 631.65656 5.57 31.66 GAPDH  G3P_HUMAN 5 G.IVEGLMTTVHAITAT#QK.T 9.5 100 5.87E+05 IVEGLMTTVHAITAT#QK 20.1 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:125858

406.70207 2 timecourse_ATM_combo_1hr 406.69931 6.79 31.6 GAPDH  G3P_HUMAN 6 H.AITAT#QK.T 120.2 100 1.63E+06 AITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:5501

625.81361 2 timecourse_ATM_ctrl1 625.81066 4.71 31.46 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 89.7 100 1.67E+06 TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:59219

518.59274 3 combeffx_ATM_ctrl 518.59054 4.26 31.46 GAPDH  G3P_HUMAN 6 H.AITAT#QKTVDGPSGK.L 11.1 100 8.56E+05 AITAT#QKTVDGPSGK 25.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:40788

687.34494 5 combeffx_ATM_MEKi 687.34321 2.52 31.45 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKTVDGPS#GK.L 71.4 100 5.33E+06 VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK 3.7 187 ‐11,5 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:57268

897.78553 3 timecourse_ATM_ctrl2 897.77858 7.74 31.42 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1506.7 100 5.47E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 57.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:152572

897.78581 3 timecourse_ATM_combo_1hr 897.77858 8.05 31.29 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2112.5 100 1.44E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169257

406.70126 2 timecourse_ATM_combo_1hr 406.69931 4.79 31.24 GAPDH  G3P_HUMAN 6 H.AITAT#QK.T 39.1 100 1.46E+06 AITAT#QK 51.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:5371

897.78482 3 timecourse_ATM_combo_2hr 897.77858 6.95 31.19 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1750.6 100 8.73E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158811

673.58922 4 timecourse_ATM_combo_4hr 673.58576 5.15 31.18 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 838.9 94 9.34E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 16.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163780

687.34283 5 combeffx_ATM_ctrl 687.34321 ‐0.55 31.18 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKTVDGPS#GK.L 36.1 94 1.89E+06 VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK 4.6 187 ‐11,5 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:75137

897.78582 3 timecourse_ATM_combo_1hr 897.77858 8.06 31.15 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 12.6 94 9.40E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169267

699.33263 2 timecourse_ATM_combo_2hr 699.32836 6.11 31.09 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 9.5 100 1.29E+05 M*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:73002

383.86259 3 timecourse_ATM_combo_4hr 383.86030 5.97 31.09 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 183.5 100 2.79E+06 TVHAITAT#QK 41.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:39927

897.78214 3 combeffx_ATM_comboi 897.77858 3.97 31.03 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 912.3 100 3.77E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 43 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77741

524.76613 2 timecourse_ATM_combo_8hr 524.76298 6 31 GAPDH  G3P_HUMAN 6 T.VHAITAT#QK.T 84.8 100 1.53E+06 VHAITAT#QK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:28297

406.70213 2 timecourse_ATM_ctrl1 406.69931 6.93 30.98 GAPDH  G3P_HUMAN 6 H.AITAT#QK.T 103.1 100 1.41E+06 AITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:5700

858.92954 4 combeffx_ATM_MEKi 858.92719 2.74 30.95 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK.L 202.8 100 1.73E+07 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 19.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:62608

673.59032 4 timecourse_ATM_combo_8hr 673.58576 6.77 30.92 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 10.9 94 4.54E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 13.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168860

777.39179 2 timecourse_ATM_combo_1hr 777.38218 12.36 30.88 GAPDH  G3P_HUMAN 6 H.AITAT#QKTVDGPSGK.L 4.6 100 8.66E+04 AITAT#QKTVDGPSGK 22 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:96309

684.14717 5 combeffx_ATM_MEKi 684.14422 4.31 30.73 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK.L 181.6 100 6.51E+06 VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK 0 187 ‐11,5 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:62538

897.78572 3 timecourse_ATM_combo_8hr 897.77858 7.95 30.58 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 12.5 94 7.77E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 38.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:171020

699.3318 2 timecourse_ATM_combo_2hr 699.32836 4.92 30.57 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 6.9 100 1.08E+05 M*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:72377

593.96662 3 timecourse_ATM_combo_2hr 593.96187 8 30.49 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 4.8 100 1.41E+06 VEGLMTTVHAITAT#QK 2.2 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:110708

475.23111 2 timecourse_ATM_combo_2hr 475.22877 4.92 30.47 GAPDH  G3P_HUMAN 6 V.HAITAT#QK.T 167.1 100 1.31E+06 HAITAT#QK 7.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:16463

897.78297 3 combeffx_ATM_comboi 897.77858 4.89 30.47 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1050.8 100 1.31E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 52.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:71009

650.66602 3 combeffx_ATM_ctrl 650.66371 3.57 30.42 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 12.2 100 4.66E+05 GIVEGLMTTVHAITAT#QK 3.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:56982

897.78258 3 combeffx_ATM_MEKi 897.77858 4.46 30.39 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 16.1 100 1.13E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54238

684.14674 5 combeffx_ATM_PI3Ki 684.14422 3.68 30.35 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQKTVDGPSGK.L 81.0 100 5.60E+06 VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK 5.9 187 ‐11,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:69794

383.86283 3 timecourse_ATM_ctrl2 383.86030 6.59 30.19 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 125.3 100 1.49E+06 TVHAITAT#QK 35 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:35465

673.58892 4 combeffx_ATM_comboi 673.58576 4.69 30.15 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 13.6 100 2.29E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 8.1 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77801

897.78484 3 timecourse_ATM_combo_1hr 897.77858 6.97 30.12 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 0.00E+00 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:169405

784.37814 2 combeffx_ATM_ctrl 784.38112 ‐3.8 30.12 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 9.1 84 8.89E+04 GLM*TTVHAITAT#QK 36.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:39647

1346.16949 2 combeffx_ATM_PI3Ki 1346.16424 3.9 30.05 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 14.3 94 8.23E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 13.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65614

498.921 3 timecourse_ATM_combo_1hr 498.91771 6.59 29.96 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 274.5 100 7.93E+06 LMTTVHAITAT#QK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:89299

625.81432 2 timecourse_ATM_combo_2hr 625.81066 5.85 29.87 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 83.7 100 1.43E+06 TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:55222

897.78334 3 combeffx_ATM_ctrl 897.77858 5.3 29.87 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 4.3 94 1.90E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 48.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73764

673.5914 4 timecourse_ATM_combo_8hr 673.58576 8.39 29.78 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 7.7 94 3.11E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 22.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:171030

406.70177 2 timecourse_ATM_combo_2hr 406.69931 6.05 29.74 GAPDH  G3P_HUMAN 6 H.AITAT#QK.T 38.3 100 7.03E+05 AITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:5198

684.14626 5 combeffx_ATM_PI3Ki 684.14422 2.98 29.73 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQKTVDGPSGK.L 74.5 100 6.25E+06 VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK 0 187 ‐11,5 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:73906

673.59044 4 timecourse_ATM_combo_1hr 673.58576 6.95 29.67 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 11.6 94 8.33E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 16.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:169395

625.8145 2 timecourse_ATM_ctrl2 625.81066 6.14 29.66 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 61.3 100 9.88E+05 TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:50390

897.78227 3 combeffx_ATM_MEKi 897.77858 4.11 29.58 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 35.3 100 3.96E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59358

383.86271 3 timecourse_ATM_combo_1hr 383.86030 6.28 29.48 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 176.5 100 2.90E+06 TVHAITAT#QK 44.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:41028

673.58855 4 combeffx_ATM_ctrl 673.58576 4.14 29.46 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 2236.6 100 1.45E+08 VIHDNFGIVEGLM*TTVHAITAT#QK 17.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73674

897.7853 3 timecourse_ATM_combo_4hr 897.77858 7.49 29.34 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1714.5 100 8.06E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 28.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163870

669.59248 4 timecourse_ATM_combo_8hr 669.58703 8.14 29.31 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTT#VHAITATQK.T 5.3 94 9.56E+04 VIHDNFGIVEGLMTT#VHAITATQK 5.7 177 ‐1,7 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170280

848.90582 2 combeffx_ATM_comboi 848.90242 4.02 29.21 GAPDH  G3P_HUMAN 5 V.EGLM*TTVHAITAT#QK.T 11.0 94 1.26E+06 EGLM*TTVHAITAT#QK 31.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:50019

631.65997 3 timecourse_ATM_combo_4hr 631.65656 5.4 29.19 GAPDH  G3P_HUMAN 5 G.IVEGLMTTVHAIT#ATQK.T 14.8 100 6.80E+05 IVEGLMTTVHAIT#ATQK 7.5 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:125451

461.22531 3 timecourse_ATM_combo_2hr 461.22303 4.94 29 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 345.9 100 6.12E+06 MTTVHAITAT#QK 6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:70677

664.66782 3 timecourse_ATM_combo_1hr 664.66478 4.57 28.95 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 152.0 100 5.80E+06 TTVHAITAT#QKTVDGPSGK 8.5 184 0,3 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:137448

777.38683 2 timecourse_ATM_combo_8hr 777.38218 5.98 28.89 GAPDH  G3P_HUMAN 6 H.AITAT#QKTVDGPSGK.L 4.6 100 6.94E+04 AIT#ATQKTVDGPSGK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:94997

669.59065 4 combeffx_ATM_ctrl 669.58703 5.42 28.81 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQK.T 7.9 100 1.80E+05 VIHDNFGIVEGLMTT#VHAITATQK 3.3 177 0,7 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71197

664.66796 3 timecourse_ATM_combo_4hr 664.66478 4.78 28.77 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 117.2 100 4.76E+06 TTVHAITAT#QKTVDGPSGK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:133675

699.33137 2 combeffx_ATM_ctrl 699.32836 4.3 28.76 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 4.7 100 1.79E+05 M*TTVHAITAT#QK 17 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:32316

498.92023 3 timecourse_ATM_ctrl1 498.91771 5.05 28.72 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 185.1 100 4.99E+06 LMTTVHAIT#ATQK 10.4 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:90099

655.9981 3 timecourse_ATM_ctrl2 655.99535 4.19 28.7 GAPDH  G3P_HUMAN 5 F.GIVEGLM*TTVHAITAT#QK.T 6.7 100 4.96E+05 GIVEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:121236

673.59079 4 timecourse_ATM_ctrl1 673.58576 7.47 28.57 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 3.7 94 2.26E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 16.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166280

897.78536 3 timecourse_ATM_ctrl1 897.77858 7.55 28.47 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 11.6 94 6.31E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166290

406.70184 2 timecourse_ATM_combo_4hr 406.69931 6.22 28.44 GAPDH  G3P_HUMAN 6 H.AITAT#QK.T 112.1 100 1.59E+06 AITAT#QK 42.6 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:5396

784.37914 2 combeffx_ATM_comboi 784.38112 ‐2.52 28.41 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 15.4 100 2.71E+06 GLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:42464

687.34158 5 combeffx_ATM_ctrl 687.34321 ‐2.37 28.38 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK.L 28.3 94 1.98E+06 VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK 13 187 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:77664

848.90488 2 combeffx_ATM_ctrl 848.90242 2.9 28.36 GAPDH  G3P_HUMAN 5 V.EGLM*TTVHAITAT#QK.T 9.8 94 4.27E+05 EGLM*TTVHAITAT#QK 16.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:47212

784.38023 2 combeffx_ATM_PI3Ki 784.38112 ‐1.13 28.19 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 23.3 100 1.52E+06 GLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:37370

461.22581 3 timecourse_ATM_combo_1hr 461.22303 6.03 28.17 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 394.5 100 9.47E+06 MTTVHAIT#ATQK 2.2 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:75828

892.45166 3 combeffx_ATM_ctrl 892.44694 5.29 28.05 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 7.4 94 4.18E+05 VIHDNFGIVEGLMTTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73354

664.66884 3 timecourse_ATM_combo_2hr 664.66478 6.11 27.81 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 105.1 100 3.60E+06 TTVHAITAT#QKTVDGPSGK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:127275

897.78221 3 combeffx_ATM_MEKi 897.77858 4.04 27.76 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 2.6 86 1.39E+04 VIHDNFGIVEGLM*TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:54178

858.92953 4 combeffx_ATM_ctrl 858.92719 2.72 27.35 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK.L 89.8 100 9.76E+06 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 6 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:77684

699.33215 2 timecourse_ATM_combo_1hr 699.32836 5.42 27.34 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 9.2 100 2.10E+05 M*TTVHAITAT#QK 21.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:77591

524.7659 2 timecourse_ATM_combo_4hr 524.76298 5.56 27.29 GAPDH  G3P_HUMAN 6 T.VHAITAT#QK.T 130.5 100 1.91E+06 VHAITAT#QK 14.2 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:27895

630.98418 3 timecourse_ATM_combo_4hr 630.98222 3.11 27.1 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QKTVDGPSGK.L 56.0 100 2.85E+06 TVHAIT#ATQKTVDGPSGK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:123004

517.92789 3 timecourse_ATM_ctrl2 517.92487 5.83 26.98 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 40.4 100 9.94E+05 GLMTTVHAITAT#QK 7.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:82750

892.45593 3 timecourse_ATM_combo_8hr 892.44694 10.07 26.91 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 2.4 94 2.31E+04 VIHDNFGIVEGLMTTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:170360

599.29539 3 combeffx_ATM_MEKi 599.29351 3.14 26.82 GAPDH  G3P_HUMAN 5 I.VEGLM*TTVHAITAT#QK.T 18.0 94 6.54E+05 VEGLM*TTVHAITAT#QK 12.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:43537

858.93027 4 combeffx_ATM_PI3Ki 858.92719 3.59 26.59 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK.L 38.9 100 5.35E+06 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 11 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:73996

517.92794 3 timecourse_ATM_combo_4hr 517.92487 5.93 26.52 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 61.0 100 2.24E+06 GLMTTVHAITAT#QK 3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:92611

687.34387 5 combeffx_ATM_ctrl 687.34321 0.96 26.5 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKTVDGPS#GK.L 41.7 94 2.88E+06 VIHDNFGIVEGLM*TTVHAITATQKT#VDGPSGK 1.8 187 ‐3,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:75147

461.2255 3 timecourse_ATM_combo_4hr 461.22303 5.36 26.48 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 425.1 100 9.32E+06 MTTVHAIT#ATQK 7.5 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:74729

1346.17195 2 timecourse_ATM_combo_2hr 1346.16424 5.73 26.41 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 20.8 100 7.17E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 14.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:157841

650.66809 3 timecourse_ATM_ctrl2 650.66371 6.73 26.02 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 156.9 100 5.74E+06 GIVEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:117669

498.91938 3 combeffx_ATM_PI3Ki 498.91771 3.35 26.01 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 81.1 100 4.12E+06 LMTTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:34055

498.92062 3 timecourse_ATM_combo_4hr 498.91771 5.83 25.99 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 279.7 100 8.20E+06 LMTTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:86241

517.92756 3 timecourse_ATM_combo_4hr 517.92487 5.19 25.96 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 57.7 100 2.04E+06 GLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:94392

504.25114 3 combeffx_ATM_MEKi 504.24935 3.55 25.96 GAPDH  G3P_HUMAN 5 G.LM*TTVHAITAT#QK.T 12.9 100 9.74E+05 LM*TTVHAIT#ATQK 8.5 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:30020

673.58751 4 combeffx_ATM_MEKi 673.58576 2.6 25.9 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 7.2 94 6.44E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 38.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:59228

406.70184 2 timecourse_ATM_combo_4hr 406.69931 6.22 25.86 GAPDH  G3P_HUMAN 6 H.AITAT#QK.T 121.7 100 1.60E+06 AITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:5406

673.58992 4 timecourse_ATM_combo_2hr 673.58576 6.18 25.73 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TT#VHAITATQK.T 7.0 94 3.41E+05 VIHDNFGIVEGLM*TT#VHAITATQK 0 177 ‐1,5 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158751

784.38019 2 combeffx_ATM_MEKi 784.38112 ‐1.19 25.57 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 38.2 100 1.18E+06 GLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35297:32090

650.66711 3 timecourse_ATM_combo_4hr 650.66371 5.23 25.55 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 297.1 100 1.37E+07 GIVEGLMTTVHAITAT#QK 0 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:130655

897.78519 3 timecourse_ATM_combo_1hr 897.77858 7.36 25.5 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 9.3 94 6.31E+05 VIHDNFGIVEGLM*TTVHAIT#ATQK 15 182 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169177

655.99672 3 timecourse_ATM_ctrl1 655.99535 2.09 25.44 GAPDH  G3P_HUMAN 5 F.GIVEGLM*TTVHAITAT#QK.T 8.5 100 9.50E+05 GIVEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:133270

461.2251 3 timecourse_ATM_ctrl1 461.22303 4.49 25.41 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 237.6 100 8.46E+06 MTTVHAIT#ATQK 2.6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:76729

599.29628 3 combeffx_ATM_comboi 599.29351 4.62 25.36 GAPDH  G3P_HUMAN 5 I.VEGLM*TTVHAITAT#QK.T 13.4 100 2.26E+06 VEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:54506

504.25128 3 combeffx_ATM_comboi 504.24935 3.83 25.33 GAPDH  G3P_HUMAN 5 G.LM*TTVHAITAT#QK.T 13.7 100 2.81E+06 LM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:39105

897.78538 3 timecourse_ATM_combo_8hr 897.77858 7.57 25.29 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 612.7 94 2.21E+07 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:171010

461.22557 3 timecourse_ATM_combo_8hr 461.22303 5.51 25.17 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 468.5 100 1.39E+07 MTTVHAIT#ATQK 2.2 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:75357

897.78156 3 combeffx_ATM_PI3Ki 897.77858 3.32 25.14 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 26.3 100 1.94E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:69316

784.38403 2 combeffx_ATM_ctrl 784.38112 3.71 25.06 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 12.6 100 9.82E+05 GLM*TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:41405

599.29535 3 combeffx_ATM_PI3Ki 599.29351 3.07 24.99 GAPDH  G3P_HUMAN 5 I.VEGLM*TTVHAITAT#QK.T 8.9 94 3.50E+05 VEGLM*TTVHAITAT#QK 18 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:47018

655.99687 3 timecourse_ATM_combo_1hr 655.99535 2.32 24.94 GAPDH  G3P_HUMAN 5 F.GIVEGLM*TTVHAITAT#QK.T 12.3 100 1.48E+06 GIVEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:135159

630.98534 3 combeffx_ATM_ctrl 630.98222 4.94 24.72 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QKTVDGPSGK.L 9.3 100 6.62E+05 TVHAIT#ATQKTVDGPSGK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:57015

897.78326 3 combeffx_ATM_comboi 897.77858 5.21 24.71 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 10.1 100 1.87E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 22 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77891

575.29001 2 timecourse_ATM_combo_8hr 575.28682 5.55 24.69 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 71.5 100 1.70E+06 TVHAITAT#QK 8.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:40887

664.66773 3 timecourse_ATM_ctrl1 664.66478 4.44 24.66 GAPDH  G3P_HUMAN 6 M.TTVHAITATQKT#VDGPSGK.L 135.1 100 5.60E+06 TTVHAIT#ATQKTVDGPSGK 4.9 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:137341

575.28954 2 timecourse_ATM_combo_1hr 575.28682 4.73 24.64 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 205.3 100 4.41E+06 TVHAITAT#QK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:41130

466.55664 3 combeffx_ATM_PI3Ki 466.55467 4.22 24.64 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 13.0 100 5.37E+05 M*TTVHAITAT#QK 18 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:30402

897.78513 3 timecourse_ATM_combo_8hr 897.77858 7.3 24.57 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 13.0 94 8.00E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 26.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:168890

630.29302 4 timecourse_ATM_combo_2hr 630.28786 8.2 24.46 GAPDH  G3P_HUMAN 5 V.EGLM*TTVHAIT#AT#QKTVDGPSGK.L 5.3 100 1.99E+05 EGLM*TTVHAITATQKT#VDGPS#GK 7.7 187 ‐11,0 6.9 192 ‐16,0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:152381

625.81406 2 timecourse_ATM_combo_4hr 625.81066 5.43 24.45 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 114.3 100 2.06E+06 TTVHAITAT#QK 17 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:56280

461.22493 3 combeffx_ATM_ctrl 461.22303 4.12 24.42 GAPDH  G3P_HUMAN 6 L.MTTVHAIT#ATQK.T 20.0 100 1.08E+06 MTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:30000

840.90866 2 combeffx_ATM_comboi 840.90496 4.4 24.31 GAPDH  G3P_HUMAN 5 V.EGLMTTVHAITAT#QK.T 27.1 100 3.60E+06 EGLMTTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:44884

524.7662 2 timecourse_ATM_combo_8hr 524.76298 6.14 24.25 GAPDH  G3P_HUMAN 6 T.VHAITAT#QK.T 87.3 100 1.60E+06 VHAITAT#QK 10.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:28486

524.76604 2 timecourse_ATM_combo_2hr 524.76298 5.83 24.23 GAPDH  G3P_HUMAN 6 T.VHAITAT#QK.T 75.8 100 8.84E+05 VHAITAT#QK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:26050

498.92073 3 timecourse_ATM_ctrl2 498.91771 6.05 24.07 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 131.8 100 3.21E+06 LMTTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:77967

593.96553 3 timecourse_ATM_combo_4hr 593.96187 6.18 24.03 GAPDH  G3P_HUMAN 5 I.VEGLMTTVHAITAT#QK.T 2.7 94 3.30E+05 VEGLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:116535

669.59277 4 timecourse_ATM_combo_4hr 669.58703 8.57 23.94 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 3.6 94 6.18E+04 VIHDNFGIVEGLMT#TVHAITATQK 11.6 176 0,8 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:166221

897.78399 3 timecourse_ATM_ctrl1 897.77858 6.03 23.85 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 8.2 94 4.96E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168889

597.30247 3 timecourse_ATM_combo_4hr 597.29966 4.7 23.82 GAPDH  G3P_HUMAN 6 T.VHAITAT#QKTVDGPSGK.L 10.5 100 4.60E+05 VHAIT#ATQKTVDGPSGK 10.4 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:117365

383.86227 3 timecourse_ATM_ctrl1 383.86030 5.13 23.71 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 104.1 100 1.45E+06 TVHAITAT#QK 29.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:41973

684.14729 5 combeffx_ATM_ctrl 684.14422 4.49 23.69 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK.L 138.3 100 6.75E+06 VIHDNFGIVEGLMTTVHAITATQKT#VDGPSGK 0 187 ‐11,5 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:77614

858.92966 4 combeffx_ATM_ctrl 858.92719 2.88 23.63 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITATQKTVDGPS#GK.L 89.0 100 9.76E+06 VIHDNFGIVEGLM*TTVHAITAT#QKTVDGPSGK 17.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:77694

630.98456 3 timecourse_ATM_ctrl1 630.98222 3.71 23.45 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QKTVDGPSGK.L 63.5 100 3.35E+06 TVHAITAT#QKTVDGPSGK 15 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:126767

461.22469 3 combeffx_ATM_PI3Ki 461.22303 3.6 23.41 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 47.7 100 2.01E+06 MTTVHAIT#ATQK 10.4 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:29572

461.22559 3 timecourse_ATM_ctrl2 461.22303 5.55 23.37 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 127.1 100 4.27E+06 MTTVHAITAT#QK 6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:64995

383.86289 3 timecourse_ATM_ctrl1 383.86030 6.75 23.35 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 104.1 100 1.65E+06 TVHAITAT#QK 32.1 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:41431

630.98428 3 timecourse_ATM_combo_1hr 630.98222 3.26 23.33 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QKTVDGPSGK.L 76.0 100 3.44E+06 TVHAIT#ATQKTVDGPSGK 0 182 0,10 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:128498

848.90471 2 combeffx_ATM_PI3Ki 848.90242 2.7 23.32 GAPDH  G3P_HUMAN 5 V.EGLM*TTVHAITAT#QK.T 14.9 100 1.70E+06 EGLM*TTVHAITAT#QK 32.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:45363

504.2511 3 combeffx_ATM_PI3Ki 504.24935 3.47 23.31 GAPDH  G3P_HUMAN 5 G.LM*TTVHAITAT#QK.T 11.1 100 1.59E+06 LM*TTVHAIT#ATQK 1.9 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:36037

461.22535 3 combeffx_ATM_comboi 461.22303 5.03 23.3 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 83.9 100 5.64E+06 MTTVHAIT#ATQK 10.4 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:32245

897.78097 3 combeffx_ATM_ctrl 897.77858 2.66 23.3 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 7.2 94 1.15E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 24.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73524

630.98348 3 timecourse_ATM_ctrl1 630.98222 2 23.14 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QKTVDGPSGK.L 76.2 100 3.64E+06 TVHAIT#ATQKTVDGPSGK 0 182 0,10 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:128878

897.78417 3 timecourse_ATM_combo_1hr 897.77858 6.23 23.12 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 49.6 86 7.35E+04 VIHDNFGIVEGLM*TTVHAITAT#QK 18.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169157

777.38782 2 timecourse_ATM_combo_2hr 777.38218 7.26 23.06 GAPDH  G3P_HUMAN 6 H.AITAT#QKTVDGPSGK.L 4.5 100 3.96E+04 AITAT#QKTVDGPSGK 7.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:89555

892.45505 3 timecourse_ATM_combo_4hr 892.44694 9.09 22.86 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAIT#ATQK.T 394.3 100 6.18E+05 VIHDNFGIVEGLMTTVHAIT#ATQK 12.3 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163220

655.99684 3 timecourse_ATM_ctrl2 655.99535 2.27 22.86 GAPDH  G3P_HUMAN 5 F.GIVEGLM*TTVHAIT#ATQK.T 6.0 100 5.25E+05 GIVEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:118859

848.9065 2 timecourse_ATM_ctrl2 848.90242 4.81 22.82 GAPDH  G3P_HUMAN 5 V.EGLM*TTVHAITAT#QK.T 6.1 100 4.33E+05 EGLM*TTVHAITAT#QK 2.8 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:98425

784.3837 2 combeffx_ATM_ctrl 784.38112 3.29 22.63 GAPDH  G3P_HUMAN 5 E.GLM*TTVHAITAT#QK.T 9.8 94 4.53E+05 GLM*TTVHAITAT#QK 30.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:39657

524.76622 2 timecourse_ATM_combo_2hr 524.76298 6.17 22.41 GAPDH  G3P_HUMAN 6 T.VHAIT#ATQK.T 80.2 100 9.52E+05 VHAITAT#QK 10.3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:27237

517.9278 3 timecourse_ATM_ctrl2 517.92487 5.66 22.41 GAPDH  G3P_HUMAN 5 E.GLMTTVHAIT#ATQK.T 34.7 100 9.65E+05 GLMTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:84129

625.81372 2 timecourse_ATM_combo_1hr 625.81066 4.89 22.37 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 122.8 100 2.23E+06 TTVHAITAT#QK 23.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:58435

466.55624 3 combeffx_ATM_MEKi 466.55467 3.39 22.25 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 15.1 100 3.88E+05 M*TTVHAITAT#QK 14.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35296:27487

517.92806 3 timecourse_ATM_ctrl1 517.92487 6.16 22.08 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 40.5 100 1.24E+06 GLMTTVHAITAT#QK 3 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:95457

498.91919 3 combeffx_ATM_ctrl 498.91771 2.97 22.08 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 27.9 100 1.78E+06 LMTTVHAITAT#QK 8.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:35999

664.66804 3 timecourse_ATM_combo_2hr 664.66478 4.9 22 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 116.8 100 3.37E+06 TTVHAITAT#QKTVDGPSGK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:127500

406.70169 2 timecourse_ATM_ctrl2 406.69931 5.85 21.8 GAPDH  G3P_HUMAN 6 H.AITAT#QK.T 35.8 100 4.67E+05 AITAT#QK 30.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:4970

517.9274 3 timecourse_ATM_combo_1hr 517.92487 4.88 21.79 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 71.1 100 2.40E+06 GLMTTVHAITAT#QK 7.6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:96109

630.98411 3 timecourse_ATM_combo_4hr 630.98222 3 21.71 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QKTVDGPSGK.L 63.1 100 2.80E+06 TVHAIT#ATQKTVDGPSGK 0 182 0,10 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35453:125391

498.92081 3 timecourse_ATM_ctrl1 498.91771 6.21 21.64 GAPDH  G3P_HUMAN 5 G.LMTTVHAIT#ATQK.T 184.5 100 5.13E+06 LMTTVHAIT#ATQK 10.4 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:88740

504.25102 3 combeffx_ATM_ctrl 504.24935 3.31 21.6 GAPDH  G3P_HUMAN 5 G.LM*TTVHAITAT#QK.T 10.5 100 1.26E+06 LM*TTVHAIT#ATQK 9.6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:36839

630.98428 3 timecourse_ATM_combo_8hr 630.98222 3.26 21.56 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QKTVDGPSGK.L 60.4 100 3.95E+06 TVHAIT#ATQKTVDGPSGK 0 182 0,10 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:125788

631.66004 3 timecourse_ATM_combo_8hr 631.65656 5.51 21.55 GAPDH  G3P_HUMAN 5 G.IVEGLMTTVHAITAT#QK.T 7.7 100 5.36E+05 IVEGLMTTVHAITAT#QK 3.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:127357

599.29624 3 timecourse_ATM_combo_4hr 599.29351 4.56 21.47 GAPDH  G3P_HUMAN 5 I.VEGLM*TTVHAITAT#QK.T 9.5 100 3.49E+05 VEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:115764

517.92808 3 timecourse_ATM_combo_8hr 517.92487 6.2 21.38 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 18.6 100 6.66E+05 GLMTTVHAITAT#QK 10.4 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:95630

417.54554 3 timecourse_ATM_ctrl2 417.54287 6.39 21.32 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 90.8 100 1.08E+06 TTVHAITAT#QK 12.2 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:50410

575.29057 2 timecourse_ATM_combo_2hr 575.28682 6.52 21.29 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 111.2 100 1.83E+06 TVHAITAT#QK 6.6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:39093

664.66812 3 timecourse_ATM_ctrl2 664.66478 5.03 21.25 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 88.2 100 3.15E+06 TTVHAITAT#QKTVDGPSGK 6.8 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:123236

631.65952 3 timecourse_ATM_combo_1hr 631.65656 4.69 21.17 GAPDH  G3P_HUMAN 5 G.IVEGLMTTVHAITAT#QK.T 14.4 100 6.18E+05 IVEGLMTTVHAITAT#QK 12.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:128586

383.86232 3 timecourse_ATM_combo_2hr 383.86030 5.26 21.15 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 98.0 100 1.18E+06 TVHAITAT#QK 41.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:38194

498.91906 3 combeffx_ATM_PI3Ki 498.91771 2.71 21.11 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 75.1 100 4.62E+06 LMTTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:35337

897.78507 3 timecourse_ATM_ctrl1 897.77858 7.23 21.03 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 19.7 94 1.37E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 37.4 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:166250

383.86272 3 timecourse_ATM_combo_8hr 383.86030 6.3 20.98 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 70.0 100 1.15E+06 TVHAITAT#QK 29.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:40960

848.90604 2 combeffx_ATM_ctrl 848.90242 4.26 20.98 GAPDH  G3P_HUMAN 5 V.EGLM*TTVHAITAT#QK.T 8.3 94 4.34E+05 EGLM*TTVHAITAT#QK 28.9 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:47232

655.99485 3 timecourse_ATM_combo_1hr 655.99535 ‐0.76 20.94 GAPDH  G3P_HUMAN 5 F.GIVEGLM*TTVHAITAT#QK.T 13.8 100 1.57E+06 GIVEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:135448

897.78571 3 timecourse_ATM_combo_1hr 897.77858 7.94 20.9 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 35.0 86 1.60E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169237

466.55666 3 combeffx_ATM_ctrl 466.55467 4.27 20.9 GAPDH  G3P_HUMAN 6 L.M*TTVHAITAT#QK.T 15.1 100 6.00E+05 M*TTVHAITAT#QK 25.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:32306

498.92036 3 timecourse_ATM_combo_1hr 498.91771 5.31 20.83 GAPDH  G3P_HUMAN 5 G.LMTTVHAITAT#QK.T 299.8 100 8.21E+06 LMTTVHAIT#ATQK 0 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:89503

461.22473 3 combeffx_ATM_ctrl 461.22303 3.69 20.75 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 18.0 100 1.09E+06 MTTVHAITAT#QK 6 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:31426

597.30357 3 timecourse_ATM_ctrl1 597.29966 6.55 20.53 GAPDH  G3P_HUMAN 6 T.VHAIT#ATQKTVDGPSGK.L 8.4 100 5.38E+05 VHAIT#ATQKTVDGPSGK 10.4 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:118621

650.66629 3 combeffx_ATM_ctrl 650.66371 3.97 20.33 GAPDH  G3P_HUMAN 5 F.GIVEGLMTTVHAITAT#QK.T 11.3 100 6.34E+05 GIVEGLMTTVHAITAT#QK 0 184 ‐7,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:59317

776.3911 2 timecourse_ATM_combo_1hr 776.38366 9.58 20.32 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 8.2 94 3.82E+06 GLMTTVHAITAT#QK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:96084

664.66882 3 timecourse_ATM_ctrl2 664.66478 6.08 20.27 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 67.6 100 2.84E+06 TTVHAIT#ATQKTVDGPSGK 2.6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:120869

417.54471 3 combeffx_ATM_PI3Ki 417.54287 4.41 20.07 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QK.T 8.1 100 6.25E+05 TTVHAITAT#QK 14.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35298:22264

575.29025 2 timecourse_ATM_combo_8hr 575.28682 5.96 19.86 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 82.4 100 1.83E+06 TVHAITAT#QK 12.2 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:40950

669.59011 4 combeffx_ATM_PI3Ki 669.58703 4.6 19.68 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLMTTVHAITAT#QK.T 5.3 94 5.75E+05 VIHDNFGIVEGLMTTVHAITAT#QK 3 184 ‐8,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35299:65244

597.30289 3 timecourse_ATM_combo_1hr 597.29966 5.41 19.61 GAPDH  G3P_HUMAN 6 T.VHAIT#ATQKTVDGPSGK.L 11.8 100 6.50E+05 VHAIT#ATQKTVDGPSGK 10.4 182 0,10 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:120111

597.30245 3 timecourse_ATM_ctrl1 597.29966 4.67 19.51 GAPDH  G3P_HUMAN 6 T.VHAIT#ATQKTVDGPSGK.L 9.3 100 5.72E+05 VHAIT#ATQKTVDGPSGK 10.4 182 0,10 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:120562

664.66751 3 timecourse_ATM_combo_8hr 664.66478 4.11 19.46 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 135.8 100 6.91E+06 TTVHAITAT#QKTVDGPSGK 6.1 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:135821

597.30309 3 timecourse_ATM_ctrl2 597.29966 5.74 19.43 GAPDH  G3P_HUMAN 6 T.VHAIT#ATQKTVDGPSGK.L 6.4 100 3.51E+05 VHAIT#ATQKTVDGPSGK 7.5 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35446:104407

524.76629 2 timecourse_ATM_ctrl1 524.76298 6.31 19.4 GAPDH  G3P_HUMAN 6 T.VHAITAT#QK.T 94.5 100 1.32E+06 VHAITAT#QK 8.7 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:28583

597.30231 3 timecourse_ATM_combo_1hr 597.29966 4.44 19.28 GAPDH  G3P_HUMAN 6 T.VHAIT#ATQKTVDGPSGK.L 12.9 100 7.10E+05 VHAIT#ATQKTVDGPSGK 10.4 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35457:119823

673.59093 4 timecourse_ATM_combo_1hr 673.58576 7.68 18.95 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 14.2 100 8.69E+05 VIHDNFGIVEGLM*T#TVHAITATQK 3.6 176 0,8 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:169187

461.22562 3 timecourse_ATM_combo_2hr 461.22303 5.62 18.95 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 343.6 100 6.21E+06 MTTVHAITAT#QK 4.9 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:71271

897.78427 3 timecourse_ATM_combo_4hr 897.77858 6.34 18.9 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 9.4 94 5.81E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 33.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163810

383.86259 3 timecourse_ATM_ctrl2 383.86030 5.97 18.76 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 112.7 100 1.35E+06 TVHAITAT#QK 34.5 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:35982

897.7826 3 combeffx_ATM_ctrl 897.77858 4.48 18.66 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 18.6 100 1.18E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 30.8 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35294:73714

630.98391 3 timecourse_ATM_combo_8hr 630.98222 2.68 18.21 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QKTVDGPSGK.L 61.6 100 3.96E+06 TVHAIT#ATQKTVDGPSGK 3 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:127277

504.25101 3 combeffx_ATM_ctrl 504.24935 3.29 18.14 GAPDH  G3P_HUMAN 5 G.LM*TTVHAITAT#QK.T 10.5 100 1.26E+06 LM*TTVHAITAT#QK 7.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:36829

655.99594 3 timecourse_ATM_combo_2hr 655.99535 0.9 18.13 GAPDH  G3P_HUMAN 5 F.GIVEGLM*TTVHAITAT#QK.T 9.0 100 6.37E+05 GIVEGLM*TTVHAITAT#QK 8.1 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:125650

461.22521 3 combeffx_ATM_comboi 461.22303 4.73 18.11 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 79.4 100 3.74E+06 MTTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:29856

776.38909 2 timecourse_ATM_combo_2hr 776.38366 6.99 18.02 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 7.5 100 4.34E+06 GLMTTVHAITAT#QK 17 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:89365

897.78448 3 timecourse_ATM_combo_2hr 897.77858 6.57 17.92 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 6.3 94 3.78E+05 VIHDNFGIVEGLM*TTVHAIT#ATQK 13.5 182 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:158801

630.98552 3 combeffx_ATM_comboi 630.98222 5.23 17.85 GAPDH  G3P_HUMAN 6 T.TVHAIT#ATQKTVDGPSGK.L 6.4 100 4.00E+05 TVHAIT#ATQKTVDGPSGK 0 182 0,10 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35301:53039

461.22582 3 timecourse_ATM_ctrl2 461.22303 6.05 17.55 GAPDH  G3P_HUMAN 6 L.MTTVHAITAT#QK.T 137.0 100 4.00E+06 MTTVHAITAT#QK 4.1 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35447:66066

383.86263 3 timecourse_ATM_combo_8hr 383.86030 6.07 17.34 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 76.6 100 1.20E+06 TVHAITAT#QK 41.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35450:40897

897.78482 3 timecourse_ATM_combo_4hr 897.77858 6.95 17.24 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 24.8 94 1.50E+06 VIHDNFGIVEGLM*TTVHAITAT#QK 13.3 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:163820

897.78392 3 timecourse_ATM_ctrl1 897.77858 5.95 17.23 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 8.5 94 1.83E+05 VIHDNFGIVEGLM*TTVHAIT#ATQK 7.8 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35449:168869

897.78558 3 combeffx_ATM_comboi 897.77858 7.8 17.06 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 1.3 83 1.10E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 45.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35300:77961

517.92767 3 timecourse_ATM_combo_2hr 517.92487 5.41 16.8 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 38.4 100 8.47E+05 GLMTTVHAITAT#QK 7.5 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35454:89739

461.22561 3 timecourse_ATM_ctrl1 461.22303 5.59 16.79 GAPDH  G3P_HUMAN 6 L.MTTVHAIT#ATQK.T 203.7 100 8.64E+06 MTTVHAIT#ATQK 4.9 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35448:75656

664.66812 3 timecourse_ATM_combo_1hr 664.66478 5.03 16.62 GAPDH  G3P_HUMAN 6 M.TTVHAITAT#QKTVDGPSGK.L 131.2 100 5.92E+06 TTVHAITAT#QKTVDGPSGK 4.1 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35456:136979

517.92705 3 timecourse_ATM_combo_2hr 517.92487 4.21 16.47 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 39.7 100 8.07E+05 GLMTTVHAITAT#QK 2.2 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35455:89345

599.29633 3 timecourse_ATM_combo_8hr 599.29351 4.71 15.62 GAPDH  G3P_HUMAN 5 I.VEGLM*TTVHAITAT#QK.T 8.7 100 3.69E+05 VEGLM*TTVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:119632

597.30281 3 timecourse_ATM_combo_4hr 597.29966 5.27 15.35 GAPDH  G3P_HUMAN 6 T.VHAIT#ATQKTVDGPSGK.L 8.6 100 5.09E+05 VHAIT#ATQKTVDGPSGK 6 182 0,2 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:115194

575.29008 2 timecourse_ATM_combo_4hr 575.28682 5.67 15.26 GAPDH  G3P_HUMAN 6 T.TVHAITAT#QK.T 218.0 100 3.38E+06 TVHAITAT#QK 0 184 ‐2,0 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35452:39917

776.3905 2 timecourse_ATM_combo_8hr 776.38366 8.81 14.67 GAPDH  G3P_HUMAN 5 E.GLMTTVHAITAT#QK.T 8.2 100 6.59E+06 GLMTTVHAITAT#QK 22 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35451:95640

897.78222 3 combeffx_ATM_ctrl 897.77858 4.07 14.32 GAPDH  G3P_HUMAN 5 K.VIHDNFGIVEGLM*TTVHAITAT#QK.T 11.2 94 6.46E+05 VIHDNFGIVEGLM*TTVHAITAT#QK 30.7 184 0 0 0 0 Glyceraldehyde‐3‐phosphate dehydrogenase  35295:71417

1100.48069 3 timecourse_ATM_ctrl1 1100.47566 4.57 81.52 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSYR.D 13.9 100 6.30E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSYR 13.3 1105 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35449:179179

1100.48276 3 timecourse_ATM_ctrl2 1100.47566 6.45 76.27 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDS#ASQAAHPQDSAFSYR.D 8.3 100 3.54E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSYR 15 1105 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35446:163402

1100.48266 3 timecourse_ATM_combo_1hr 1100.47566 6.36 72.53 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSYR.D 24.7 100 1.02E+06 DEALQNISADDLPDSAS#QAAHPQDSAFSYR 9.5 1105 0,12 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35456:179546

1100.48096 3 timecourse_ATM_combo_1hr 1100.47566 4.82 70.81 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSYR.D 17.9 100 8.91E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSYR 4.1 1105 ‐2,0 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35457:180415

1100.48029 3 timecourse_ATM_combo_2hr 1100.47566 4.21 68.19 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSYR.D 10.8 100 3.05E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSYR 15 1105 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35455:169131

1100.48183 3 timecourse_ATM_combo_4hr 1100.47566 5.61 64.42 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSYR.D 14.7 100 6.81E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSYR 15 1105 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35453:177981

1100.48266 3 timecourse_ATM_combo_4hr 1100.47566 6.36 62.85 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSYR.D 8.7 100 4.97E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSYR 32.8 1105 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35452:174720

1048.4479 3 timecourse_ATM_combo_1hr 1048.44195 5.68 43.53 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSY.R 22.3 100 1.37E+06 DEALQNISADDLPDSAS#QAAHPQDSAFSY 10.4 1105 ‐2,0 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35457:178055

1048.44882 3 timecourse_ATM_ctrl1 1048.44195 6.55 43.38 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSY.R 17.1 100 1.03E+06 DEALQNISADDLPDSAS#QAAHPQDSAFSY 13.3 1105 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35448:174370

1048.44792 3 timecourse_ATM_combo_2hr 1048.44195 5.69 40.42 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSASQAAHPQDS#AFSY.R 14.8 100 6.56E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSY 9 1105 ‐2,0 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35455:166951

1048.44885 3 timecourse_ATM_combo_1hr 1048.44195 6.59 39.41 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSY.R 21.8 100 1.23E+06 DEALQNISADDLPDSAS#QAAHPQDSAFSY 4.5 1105 ‐2,0 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35456:177356

1048.44775 3 timecourse_ATM_combo_4hr 1048.44195 5.53 38.79 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSY.R 13.2 100 8.95E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSY 16.2 1105 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35453:175781

1100.48141 3 timecourse_ATM_combo_2hr 1100.47566 5.22 38.1 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSYR.D 12.1 100 3.05E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSYR 2.5 1105 0,12 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35454:167741

1048.44833 3 timecourse_ATM_combo_8hr 1048.44195 6.09 31.53 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSY.R 7.0 100 5.06E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSY 16.2 1105 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35450:177400

1048.44816 3 timecourse_ATM_combo_4hr 1048.44195 5.92 30.21 GAPVD1  GAPD1_HUMAN 3 R.DEALQNISADDLPDSAS#QAAHPQDSAFSY.R 13.6 100 7.51E+05 DEALQNISADDLPDSAS#QAAHPQDSAFSY 3 1105 0,8 0 0 0 0 GTPase‐activating protein and VPS9 domain‐containing protein 1  35452:172440

620.30389 2 timecourse_ATM_ctrl1 620.30266 1.98 52.85 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 11.8 100 4.68E+05 VLNSLT#QQEK 33.7 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35448:56523

684.35336 2 combeffx_ATM_ctrl 684.35013 4.72 43.81 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEKK.E 8.5 100 5.28E+05 VLNSLT#QQEKK 24.8 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35295:29202

620.30615 2 timecourse_ATM_ctrl1 620.30266 5.63 38.66 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 12.6 100 4.68E+05 VLNSLT#QQEK 48.9 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35448:56533

684.35437 2 combeffx_ATM_comboi 684.35013 6.2 38.25 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEKK.E 6.3 100 3.47E+05 VLNSLT#QQEKK 21.3 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35300:31477

620.30604 2 timecourse_ATM_combo_8hr 620.30266 5.45 33.93 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 6.5 94 1.86E+05 VLNSLT#QQEK 30.7 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35450:55921

620.30328 2 timecourse_ATM_combo_4hr 620.30266 1 32.13 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 6.8 100 1.91E+05 VLNSLT#QQEK 36.8 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35452:54370

684.35364 2 combeffx_ATM_ctrl 684.35013 5.13 31.97 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEKK.E 11.7 100 6.09E+05 VLNSLT#QQEKK 40.7 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35294:30646

684.35251 2 combeffx_ATM_MEKi 684.35013 3.48 31.54 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEKK.E 8.4 100 2.52E+05 VLNSLT#QQEKK 28.5 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35297:24446

620.30528 2 timecourse_ATM_combo_1hr 620.30266 4.22 31 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 19.6 100 5.19E+05 VLNSLT#QQEK 43 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35456:56231

620.3043 2 combeffx_ATM_MEKi 620.30266 2.66 30.55 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 8.7 100 4.22E+05 VLNSLT#QQEK 30.7 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35296:20186



620.3011 2 timecourse_ATM_combo_8hr 620.30266 ‐2.51 28.36 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 7.8 100 1.73E+05 VLNSLT#QQEK 30.7 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35451:55848

684.35317 2 combeffx_ATM_MEKi 684.35013 4.44 27.87 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEKK.E 10.0 92 2.74E+05 VLNSLT#QQEKK 28.5 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35296:26347

620.30565 2 timecourse_ATM_combo_2hr 620.30266 4.84 25.45 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 8.0 100 1.74E+05 VLNSLT#QQEK 42.6 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35454:53272

684.3565 2 timecourse_ATM_combo_1hr 684.35013 9.31 24.14 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEKK.E 9.0 100 1.67E+05 VLNSLT#QQEKK 28.5 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35456:74148

620.30145 2 timecourse_ATM_combo_4hr 620.30266 ‐1.95 24.11 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 8.8 100 2.20E+05 VLNSLT#QQEK 24.8 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35453:55648

620.30325 2 timecourse_ATM_combo_1hr 620.30266 0.95 23.85 GBF1  GBF1_HUMAN 3 K.VLNSLT#QQEK.K 16.1 100 4.81E+05 VLNSLT#QQEK 24.8 601 0 0 0 0 Golgi‐specific brefeldin A‐resistance guanine nucleotide exchange factor 1  35457:56485

777.88438 2 timecourse_ATM_combo_8hr 777.87978 5.91 44.58 GDAP1  GDAP1_HUMAN 4 R.IRS#QIGNTESELK.K 12.1 100 4.53E+05 IRS#QIGNTESELK 75.5 162 0 0 0 0 Ganglioside‐induced differentiation‐associated protein 1  35451:96000

777.88442 2 timecourse_ATM_combo_8hr 777.87978 5.96 39.57 GDAP1  GDAP1_HUMAN 4 R.IRS#QIGNTESELK.K 11.4 100 4.47E+05 IRS#QIGNTESELK 87.2 162 0 0 0 0 Ganglioside‐induced differentiation‐associated protein 1  35450:95097

777.88388 2 timecourse_ATM_combo_4hr 777.87978 5.27 30.89 GDAP1  GDAP1_HUMAN 4 R.IRS#QIGNTESELK.K 5.0 100 1.40E+05 IRS#QIGNTESELK 48.8 162 0 0 0 0 Ganglioside‐induced differentiation‐associated protein 1  35453:94742

561.62341 3 timecourse_ATM_combo_8hr 561.62060 5 26.2 GDAP1  GDAP1_HUMAN 4 R.IRS#QIGNTESELKK.L 21.6 100 7.67E+05 IRS#QIGNTESELKK 71 162 0 0 0 0 Ganglioside‐induced differentiation‐associated protein 1  35451:109375

561.62297 3 combeffx_ATM_comboi 561.62060 4.22 24.12 GDAP1  GDAP1_HUMAN 4 R.IRS#QIGNTESELKK.L 15.1 100 1.37E+06 IRS#QIGNTESELKK 71 162 0 0 0 0 Ganglioside‐induced differentiation‐associated protein 1  35301:45094

561.62384 3 timecourse_ATM_combo_8hr 561.62060 5.77 21.85 GDAP1  GDAP1_HUMAN 4 R.IRS#QIGNTESELKK.L 20.8 100 8.35E+05 IRS#QIGNTESELKK 78.4 162 0 0 0 0 Ganglioside‐induced differentiation‐associated protein 1  35450:108387

561.62368 3 timecourse_ATM_combo_4hr 561.62060 5.48 13.73 GDAP1  GDAP1_HUMAN 4 R.IRS#QIGNTESELKK.L 10.7 100 3.46E+05 IRS#QIGNTESELKK 71 162 0 0 0 0 Ganglioside‐induced differentiation‐associated protein 1  35452:106051

931.78542 3 timecourse_ATM_combo_8hr 931.77963 6.21 33.58 GEMIN4  GEMI4_HUMAN 3 K.LATVISVWNSDT#QNPYHQQALAEK.V 4.7 100 3.72E+05 LATVISVWNSDT#QNPYHQQALAEK 4.1 280 ‐2,0 0 0 0 0 Component of gems 4  35451:174090

844.36694 2 combeffx_ATM_MEKi 844.36418 3.27 64.44 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QSQDF.‐ 12.0 94 7.53E+05 TNLQPLEST#QSQDF 13.3 180 0 0 0 0 DNA replication complex GINS protein PSF2  35296:40170

844.36738 2 combeffx_ATM_PI3Ki 844.36418 3.79 64.26 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QSQDF.‐ 10.3 94 9.39E+05 TNLQPLEST#QSQDF 26.4 180 0 0 0 0 DNA replication complex GINS protein PSF2  35299:43220

884.35234 2 timecourse_ATM_combo_4hr 884.34734 5.65 57.85 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 23.1 100 4.31E+06 TNLQPLES#TQS#QDF 0 179 0,1 24.8 182 0 0 DNA replication complex GINS protein PSF2  35453:115283

844.36584 2 timecourse_ATM_combo_8hr 844.36418 1.97 57.55 GINS2  PSF2_HUMAN 0 R.TNLQPLESTQS#QDF.‐ 12.1 100 1.52E+06 TNLQPLEST#QSQDF 24.8 180 0 0 0 0 DNA replication complex GINS protein PSF2  35450:108747

844.36671 2 combeffx_ATM_PI3Ki 844.36418 3 57.34 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QSQDF.‐ 13.9 94 1.30E+06 TNLQPLEST#QSQDF 26.4 180 0 0 0 0 DNA replication complex GINS protein PSF2  35298:45003

844.36835 2 combeffx_ATM_comboi 844.36418 4.94 54.45 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QSQDF.‐ 9.8 94 1.23E+06 TNLQPLEST#QSQDF 20.4 180 0 0 0 0 DNA replication complex GINS protein PSF2  35301:45274

884.35277 2 timecourse_ATM_combo_8hr 884.34734 6.14 53.95 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 39.0 94 5.99E+06 TNLQPLES#TQS#QDF 0 179 0,1 24.8 182 0 0 DNA replication complex GINS protein PSF2  35450:115600

884.35284 2 timecourse_ATM_combo_8hr 884.34734 6.22 49.69 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 33.4 100 9.33E+06 TNLQPLES#TQS#QDF 0 179 0,1 30.7 182 0 0 DNA replication complex GINS protein PSF2  35451:116722

884.35172 2 timecourse_ATM_combo_4hr 884.34734 4.95 45.84 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 19.2 100 3.27E+06 TNLQPLES#TQS#QDF 0 179 0,1 30.7 182 0 0 DNA replication complex GINS protein PSF2  35452:113223

884.3525 2 timecourse_ATM_combo_4hr 884.34734 5.83 45.08 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 19.0 100 2.59E+06 TNLQPLES#TQS#QDF 0 179 0,1 21.3 182 0 0 DNA replication complex GINS protein PSF2  35452:113233

844.36894 2 timecourse_ATM_combo_8hr 844.36418 5.64 41.88 GINS2  PSF2_HUMAN 0 R.TNLQPLESTQS#QDF.‐ 13.8 100 1.25E+06 TNLQPLESTQS#QDF 40.7 182 0 0 0 0 DNA replication complex GINS protein PSF2  35450:108757

884.35264 2 timecourse_ATM_combo_8hr 884.34734 5.99 38.39 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 37.0 100 6.51E+06 TNLQPLES#TQS#QDF 0 179 0,1 30.7 182 0 0 DNA replication complex GINS protein PSF2  35450:115590

884.35132 2 combeffx_ATM_comboi 884.34734 4.5 37.16 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 8.1 100 1.66E+06 TNLQPLES#TQS#QDF 0 179 0,1 30.7 182 0 0 DNA replication complex GINS protein PSF2  35301:48693

884.35248 2 timecourse_ATM_combo_8hr 884.34734 5.81 36.43 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 34.6 100 9.33E+06 TNLQPLES#TQS#QDF 0 179 0,1 24.8 182 0 0 DNA replication complex GINS protein PSF2  35451:116712

844.3661 2 timecourse_ATM_combo_2hr 844.36418 2.27 36.01 GINS2  PSF2_HUMAN 0 R.TNLQPLESTQS#QDF.‐ 21.6 100 1.08E+06 TNLQPLESTQS#QDF 37.4 182 0 0 0 0 DNA replication complex GINS protein PSF2  35455:102619

884.35132 2 timecourse_ATM_combo_8hr 884.34734 4.5 34.3 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 39.1 100 6.05E+06 TNLQPLES#TQS#QDF 0 179 0,1 37.4 182 0 0 DNA replication complex GINS protein PSF2  35450:115580

884.35215 2 timecourse_ATM_combo_2hr 884.34734 5.44 32.55 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 9.8 100 1.01E+06 TNLQPLES#TQS#QDF 0 179 0,1 24.8 182 0 0 DNA replication complex GINS protein PSF2  35455:109345

844.36848 2 timecourse_ATM_combo_8hr 844.36418 5.09 30.59 GINS2  PSF2_HUMAN 0 R.TNLQPLESTQS#QDF.‐ 16.4 100 1.30E+06 TNLQPLESTQS#QDF 40.7 182 0 0 0 0 DNA replication complex GINS protein PSF2  35451:109765

844.36731 2 timecourse_ATM_combo_2hr 844.36418 3.71 28.26 GINS2  PSF2_HUMAN 0 R.TNLQPLESTQS#QDF.‐ 21.8 100 1.04E+06 TNLQPLESTQS#QDF 24.8 182 0 0 0 0 DNA replication complex GINS protein PSF2  35454:102976

844.36617 2 timecourse_ATM_combo_1hr 844.36418 2.36 26.44 GINS2  PSF2_HUMAN 0 R.TNLQPLESTQS#QDF.‐ 22.6 100 1.65E+06 TNLQPLESTQS#QDF 33.7 182 0 0 0 0 DNA replication complex GINS protein PSF2  35457:110655

884.35173 2 timecourse_ATM_combo_2hr 884.34734 4.96 26.17 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 10.0 100 1.12E+06 TNLQPLES#TQS#QDF 0 179 0,1 30.7 182 0 0 DNA replication complex GINS protein PSF2  35454:109608

884.35308 2 timecourse_ATM_combo_4hr 884.34734 6.49 25.96 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 23.8 100 1.75E+06 TNLQPLES#TQS#QDF 6.9 179 0,1 24.8 182 0 0 DNA replication complex GINS protein PSF2  35452:113243

884.3535 2 timecourse_ATM_combo_4hr 884.34734 6.97 25.18 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QS#QDF.‐ 23.7 100 3.80E+06 TNLQPLES#TQS#QDF 0 179 0,1 24.8 182 0 0 DNA replication complex GINS protein PSF2  35453:115293

844.3675 2 timecourse_ATM_combo_4hr 844.36418 3.93 22.69 GINS2  PSF2_HUMAN 0 R.TNLQPLESTQS#QDF.‐ 17.1 100 1.21E+06 TNLQPLESTQS#QDF 18.9 182 0 0 0 0 DNA replication complex GINS protein PSF2  35453:108392

844.3673 2 combeffx_ATM_ctrl 844.36418 3.7 22.67 GINS2  PSF2_HUMAN 0 R.TNLQPLESTQS#QDF.‐ 4.4 94 4.07E+05 TNLQPLESTQS#QDF 14.2 182 0 0 0 0 DNA replication complex GINS protein PSF2  35295:46785

844.36556 2 timecourse_ATM_combo_8hr 844.36418 1.63 21.41 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QSQDF.‐ 10.6 100 1.42E+06 TNLQPLEST#QSQDF 24.4 180 0 0 0 0 DNA replication complex GINS protein PSF2  35451:109755

844.36689 2 timecourse_ATM_ctrl2 844.36418 3.21 20.61 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QSQDF.‐ 5.6 100 5.31E+05 TNLQPLEST#QSQDF 8.6 180 ‐1,0 0 0 0 0 DNA replication complex GINS protein PSF2  35446:95995

844.36581 2 timecourse_ATM_combo_4hr 844.36418 1.93 20.33 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QSQDF.‐ 10.1 100 1.10E+06 TNLQPLEST#QSQDF 8.6 180 ‐1,0 0 0 0 0 DNA replication complex GINS protein PSF2  35452:106381

844.36539 2 timecourse_ATM_combo_4hr 844.36418 1.43 19.8 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QSQDF.‐ 9.3 100 9.80E+05 TNLQPLEST#QSQDF 7.4 180 ‐1,0 0 0 0 0 DNA replication complex GINS protein PSF2  35453:108382

844.36936 2 timecourse_ATM_ctrl2 844.36418 6.13 19 GINS2  PSF2_HUMAN 0 R.TNLQPLESTQS#QDF.‐ 9.3 100 3.45E+05 TNLQPLESTQS#QDF 22 182 0 0 0 0 DNA replication complex GINS protein PSF2  35446:96005

844.36709 2 combeffx_ATM_MEKi 844.36418 3.45 16.56 GINS2  PSF2_HUMAN 0 R.TNLQPLEST#QSQDF.‐ 12.8 94 5.64E+05 TNLQPLEST#QSQDF 11.5 180 ‐1,0 0 0 0 0 DNA replication complex GINS protein PSF2  35297:37003

901.4317 2 combeffx_ATM_comboi 901.42763 4.52 67.14 GINS3  PSF3_HUMAN 1 K.GQAS#QITASNLVQNYK.K 6.5 100 8.20E+05 GQAS#QITASNLVQNYK 17.5 195 0 0 0 0 DNA replication complex GINS protein PSF3  35301:50072

901.43301 2 timecourse_ATM_combo_8hr 901.42763 5.98 65.35 GINS3  PSF3_HUMAN 1 K.GQAS#QITASNLVQNYK.K 7.7 100 4.90E+05 GQAS#QITASNLVQNYK 11.6 195 0,3 0 0 0 0 DNA replication complex GINS protein PSF3  35450:118800

901.43278 2 combeffx_ATM_comboi 901.42763 5.71 44.71 GINS3  PSF3_HUMAN 1 K.GQAS#QITASNLVQNYK.K 10.4 100 1.47E+06 GQAS#QITASNLVQNYK 11.6 195 0,3 0 0 0 0 DNA replication complex GINS protein PSF3  35300:54736

588.26964 2 combeffx_ATM_PI3Ki 588.26756 3.54 28.36 GIPC1  GIPC1_HUMAN 2 R.KAFDMIS#QR.S 13.2 100 1.01E+06 KAFDMIS#QR 1000 222 0 0 0 0 PDZ domain‐containing protein GIPC1  35298:17687

866.40866 2 combeffx_ATM_comboi 866.40479 4.47 93.33 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 7.3 100 1.08E+06 NLGGVT#QESFDLMIK 41 82 0 0 0 0 Geminin  35300:51641

866.40826 2 timecourse_ATM_combo_1hr 866.40479 4.01 86.59 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 8.6 94 6.00E+05 NLGGVT#QESFDLMIK 38.7 82 0 0 0 0 Geminin  35457:114472

866.40899 2 timecourse_ATM_ctrl1 866.40479 4.85 81.88 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 5.7 94 3.76E+05 NLGGVT#QESFDLMIK 35.8 82 0 0 0 0 Geminin  35448:113378

866.40841 2 timecourse_ATM_ctrl1 866.40479 4.18 76.05 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 7.1 94 4.86E+05 NLGGVT#QESFDLMIK 35.8 82 0 0 0 0 Geminin  35449:115211

866.40821 2 timecourse_ATM_ctrl2 866.40479 3.96 67.69 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 17.8 100 8.24E+05 NLGGVT#QESFDLMIK 35.8 82 0 0 0 0 Geminin  35447:101321

866.40794 2 combeffx_ATM_comboi 866.40479 3.64 67.27 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 6.7 94 5.06E+05 NLGGVT#QESFDLMIK 26.8 82 0 0 0 0 Geminin  35301:47110

866.4082 2 timecourse_ATM_combo_2hr 866.40479 3.94 60.68 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 8.2 94 4.97E+05 NLGGVT#QESFDLMIK 30.7 82 0 0 0 0 Geminin  35455:106265

866.40957 2 timecourse_ATM_combo_1hr 866.40479 5.52 59.68 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 12.6 100 8.45E+05 NLGGVT#QESFDLMIK 35.8 82 0 0 0 0 Geminin  35456:114891

866.40943 2 timecourse_ATM_ctrl2 866.40479 5.36 57.79 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 22.4 94 7.45E+05 NLGGVT#QESFDLMIK 35.8 82 0 0 0 0 Geminin  35446:99458

866.40861 2 timecourse_ATM_combo_2hr 866.40479 4.41 57.16 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 5.2 94 1.20E+05 NLGGVT#QESFDLMIK 27 82 0 0 0 0 Geminin  35454:106568

866.41021 2 timecourse_ATM_combo_8hr 866.40479 6.26 42.94 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLMIK.E 27.8 100 2.48E+06 NLGGVT#QESFDLMIK 30.7 82 0 0 0 0 Geminin  35450:112340

874.40568 2 timecourse_ATM_combo_8hr 874.40225 3.93 25.07 GMNN  GEMI_HUMAN 2 K.NLGGVT#QESFDLM*IK.E 2.0 86 8.48E+04 NLGGVT#QESFDLM*IK 11.6 82 0,3 0 0 0 0 Geminin  35450:113830

742.02206 3 combeffx_ATM_comboi 742.01910 3.99 52.27 GNB1  GBB1_HUMAN 4 R.KACADATLS#QITNNIDPVGR.I 15.6 100 3.03E+06 KACADATLS#QITNNIDPVGR 18 31 0 0 0 0 Guanine nucleotide‐binding protein G(I)/G(S)/G(T) subunit beta‐1  35300:68661

742.02189 3 combeffx_ATM_comboi 742.01910 3.76 24.25 GNB1  GBB1_HUMAN 4 R.KACADATLS#QITNNIDPVGR.I 23.2 100 2.19E+06 KACADATLS#QITNNIDPVGR 4.1 31 ‐2,0 0 0 0 0 Guanine nucleotide‐binding protein G(I)/G(S)/G(T) subunit beta‐1  35301:62959

1006.46804 2 timecourse_ATM_combo_8hr 1006.46137 6.63 85.8 GNB2  GBB2_HUMAN 4 K.ACGDSTLT#QITAGLDPVGR.I 5.5 100 3.37E+05 ACGDSTLT#QITAGLDPVGR 43 31 0 0 0 0 Guanine nucleotide‐binding protein G(I)/G(S)/G(T) subunit beta‐2  35451:137321

671.31442 3 timecourse_ATM_combo_8hr 671.31001 6.57 57.73 GNB2  GBB2_HUMAN 4 K.ACGDS#TLTQITAGLDPVGR.I 6.3 100 3.12E+05 ACGDS#TLTQITAGLDPVGR 14.2 28 0 0 0 0 Guanine nucleotide‐binding protein G(I)/G(S)/G(T) subunit beta‐2  35451:137311

671.31362 3 timecourse_ATM_combo_8hr 671.31001 5.38 35.57 GNB2  GBB2_HUMAN 4 K.ACGDST#LTQITAGLDPVGR.I 6.1 100 2.91E+05 ACGDS#TLTQITAGLDPVGR 5.9 28 0,3 0 0 0 0 Guanine nucleotide‐binding protein G(I)/G(S)/G(T) subunit beta‐2  35450:135493

765.88206 2 timecourse_ATM_combo_1hr 765.88046 2.09 65.01 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 18.9 100 9.07E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35457:93929

765.88265 2 timecourse_ATM_combo_4hr 765.88046 2.86 49.63 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 9.6 100 4.06E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35453:92252

765.88264 2 timecourse_ATM_combo_4hr 765.88046 2.85 44.91 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 10.1 100 3.91E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35452:90521

765.8823 2 timecourse_ATM_combo_1hr 765.88046 2.42 40.27 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 20.4 100 9.55E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35456:93885

687.83403 2 timecourse_ATM_combo_2hr 687.82991 5.99 39.94 GNL1  GNL1_HUMAN 4 R.LNQQPS#QGLGPR.G 12.0 100 3.78E+05 LNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35454:70451

765.88257 2 timecourse_ATM_combo_2hr 765.88046 2.75 37.74 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 9.7 100 2.99E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35455:87355

765.88259 2 timecourse_ATM_combo_8hr 765.88046 2.78 35.8 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 7.3 100 3.35E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35450:92655

510.92378 3 timecourse_ATM_combo_8hr 510.92273 2.06 35.53 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 11.9 100 7.12E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35451:93625

765.88281 2 timecourse_ATM_combo_2hr 765.88046 3.07 35.36 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 11.5 100 3.13E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35454:87789

687.83367 2 timecourse_ATM_combo_1hr 687.82991 5.47 32.81 GNL1  GNL1_HUMAN 4 R.LNQQPS#QGLGPR.G 26.8 100 1.21E+06 LNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35456:74908

687.8326 2 timecourse_ATM_combo_1hr 687.82991 3.91 32.22 GNL1  GNL1_HUMAN 4 R.LNQQPS#QGLGPR.G 24.1 100 1.11E+06 LNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35457:75118

510.92401 3 timecourse_ATM_combo_4hr 510.92273 2.51 30.23 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 23.0 100 8.91E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35453:92242

510.92402 3 timecourse_ATM_combo_4hr 510.92273 2.52 27.22 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 22.0 100 8.85E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35452:90511

687.83269 2 timecourse_ATM_combo_2hr 687.82991 4.04 25.16 GNL1  GNL1_HUMAN 4 R.LNQQPS#QGLGPR.G 12.8 100 4.21E+05 LNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35455:69827

510.92445 3 timecourse_ATM_combo_2hr 510.92273 3.37 25.16 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 21.4 100 5.88E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35454:87799

765.88252 2 timecourse_ATM_combo_8hr 765.88046 2.69 21.94 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 6.8 100 3.50E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35451:93635

510.9242 3 timecourse_ATM_combo_8hr 510.92273 2.88 19.26 GNL1  GNL1_HUMAN 4 R.RLNQQPS#QGLGPR.G 14.4 100 7.82E+05 RLNQQPS#QGLGPR 1000 68 0 0 0 0 Guanine nucleotide‐binding protein‐like 1  35450:92665

869.37826 2 timecourse_ATM_combo_8hr 869.37234 6.81 52.87 GOLGA3  GOGA3_HUMAN 0 K.LQAQVECSHSS#QQR.Q 18.1 100 2.70E+05 LQAQVECSHSS#QQR 22.9 459 0 0 0 0 Golgin subfamily A member 3  35451:113962

654.98297 3 timecourse_ATM_combo_8hr 654.98086 3.22 32.7 GOLGA3  GOGA3_HUMAN 0 K.LENVS#LSQQLTETQHR.S 9.7 100 3.75E+05 LENVS#LSQQLTETQHR 0 619 0,6 0 0 0 0 Golgin subfamily A member 3  35450:132083

869.3776 2 timecourse_ATM_combo_8hr 869.37234 6.05 32.11 GOLGA3  GOGA3_HUMAN 0 K.LQAQVECSHSS#QQR.Q 18.3 100 2.46E+05 LQAQVECSHSS#QQR 24.4 459 0 0 0 0 Golgin subfamily A member 3  35450:112970

579.92113 3 timecourse_ATM_combo_8hr 579.91732 6.57 20.09 GOLGA3  GOGA3_HUMAN 0 K.LQAQVECSHSS#QQR.Q 95.9 100 2.06E+06 LQAQVECSHSS#QQR 7.5 459 ‐1,0 0 0 0 0 Golgin subfamily A member 3  35451:113952

919.40702 2 timecourse_ATM_combo_8hr 919.40182 5.66 70.62 GPATCH8  GPTC8_HUMAN 0 K.ALGGDVSDQSLESHS#QK.V 13.8 100 5.11E+05 ALGGDVSDQSLESHS#QK 48.9 499 0 0 0 0 G patch domain‐containing protein 8  35451:123100

655.97233 3 timecourse_ATM_combo_8hr 655.96863 5.64 66.3 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 132.1 100 4.35E+06 KALGGDVSDQSLESHS#QK 17.9 499 0 0 0 0 G patch domain‐containing protein 8  35450:132293

768.84793 2 timecourse_ATM_combo_8hr 768.84375 5.45 64.59 GPATCH8  GPTC8_HUMAN 0 K.ATGPPS#QNSNIGTGR.G 56.6 100 1.53E+06 ATGPPS#QNSNIGTGR 26.8 1065 0 0 0 0 G patch domain‐containing protein 8  35451:94230

919.4069 2 timecourse_ATM_combo_8hr 919.40182 5.53 63.03 GPATCH8  GPTC8_HUMAN 0 K.ALGGDVSDQSLESHS#QK.V 12.9 94 4.35E+05 ALGGDVSDQSLESHS#QK 26.5 499 0 0 0 0 G patch domain‐containing protein 8  35450:121838

768.84792 2 timecourse_ATM_combo_8hr 768.84375 5.42 60.84 GPATCH8  GPTC8_HUMAN 0 K.ATGPPS#QNSNIGTGR.G 53.7 100 1.40E+06 ATGPPS#QNSNIGTGR 18.3 1065 0 0 0 0 G patch domain‐containing protein 8  35450:93327

768.84788 2 timecourse_ATM_combo_4hr 768.84375 5.37 57.86 GPATCH8  GPTC8_HUMAN 0 K.ATGPPS#QNSNIGTGR.G 30.8 100 6.38E+05 ATGPPS#QNSNIGTGR 22 1065 0 0 0 0 G patch domain‐containing protein 8  35453:92952

655.97229 3 timecourse_ATM_combo_2hr 655.96863 5.58 56 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 35.9 100 6.67E+05 KALGGDVSDQSLESHS#QK 13.8 499 0 0 0 0 G patch domain‐containing protein 8  35454:125405

655.9723 3 timecourse_ATM_combo_8hr 655.96863 5.59 55.07 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 143.4 100 4.49E+06 KALGGDVSDQSLESHS#QK 10.9 499 ‐2,0 0 0 0 0 G patch domain‐containing protein 8  35451:133802

768.84802 2 timecourse_ATM_combo_4hr 768.84375 5.55 54.79 GPATCH8  GPTC8_HUMAN 0 K.ATGPPS#QNSNIGTGR.G 32.9 100 6.39E+05 ATGPPS#QNSNIGTGR 20.1 1065 0 0 0 0 G patch domain‐containing protein 8  35452:91211

919.40707 2 timecourse_ATM_combo_4hr 919.40182 5.71 53.88 GPATCH8  GPTC8_HUMAN 0 K.ALGGDVSDQSLESHS#QK.V 6.0 94 1.63E+05 ALGGDVSDQSLESHS#QK 40.7 499 0 0 0 0 G patch domain‐containing protein 8  35452:119204

655.97245 3 timecourse_ATM_combo_1hr 655.96863 5.82 50.9 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 15.1 100 4.17E+05 KALGGDVSDQSLESHS#QK 19.8 499 0 0 0 0 G patch domain‐containing protein 8  35456:135119

768.84806 2 combeffx_ATM_comboi 768.84375 5.61 48.77 GPATCH8  GPTC8_HUMAN 0 K.ATGPPS#QNSNIGTGR.G 10.1 100 6.70E+05 ATGPPS#QNSNIGTGR 11 1065 ‐4,0 0 0 0 0 G patch domain‐containing protein 8  35300:40785

655.97202 3 combeffx_ATM_comboi 655.96863 5.18 48.2 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 11.5 100 6.89E+05 KALGGDVSDQSLESHS#QK 25.4 499 0 0 0 0 G patch domain‐containing protein 8  35301:55778

655.97176 3 timecourse_ATM_combo_1hr 655.96863 4.77 47.44 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 18.6 100 5.02E+05 KALGGDVSDQSLES#HSQK 0 497 0,2 0 0 0 0 G patch domain‐containing protein 8  35457:135418

768.8477 2 timecourse_ATM_combo_2hr 768.84375 5.14 47.07 GPATCH8  GPTC8_HUMAN 0 K.ATGPPSQNS#NIGTGR.G 10.9 100 1.36E+05 ATGPPS#QNSNIGTGR 26.8 1065 0 0 0 0 G patch domain‐containing protein 8  35455:87945

768.84825 2 timecourse_ATM_combo_1hr 768.84375 5.85 46.41 GPATCH8  GPTC8_HUMAN 0 K.ATGPPS#QNSNIGTGR.G 5.8 100 1.54E+05 ATGPPS#QNSNIGTGR 20.2 1065 0 0 0 0 G patch domain‐containing protein 8  35456:94578

655.97189 3 timecourse_ATM_combo_2hr 655.96863 4.97 45.9 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 35.1 100 6.35E+05 KALGGDVSDQSLESHS#QK 26.3 499 0 0 0 0 G patch domain‐containing protein 8  35455:125610

655.97214 3 timecourse_ATM_combo_4hr 655.96863 5.35 45.87 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 78.2 100 2.01E+06 KALGGDVSDQSLESHS#QK 12.1 499 ‐2,0 0 0 0 0 G patch domain‐containing protein 8  35452:129378

919.4064 2 timecourse_ATM_combo_4hr 919.40182 4.99 45.4 GPATCH8  GPTC8_HUMAN 0 K.ALGGDVSDQSLESHS#QK.V 6.3 94 1.62E+05 ALGGDVSDQSLESHS#QK 40.7 499 0 0 0 0 G patch domain‐containing protein 8  35453:121411

655.97206 3 combeffx_ATM_comboi 655.96863 5.23 44.66 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 12.6 100 8.95E+05 KALGGDVSDQSLESHS#QK 10.7 499 ‐2,0 0 0 0 0 G patch domain‐containing protein 8  35300:61022

655.97224 3 timecourse_ATM_combo_4hr 655.96863 5.5 43.76 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQSLESHS#QK.V 88.3 100 2.08E+06 KALGGDVSDQSLESHS#QK 10.9 499 ‐2,0 0 0 0 0 G patch domain‐containing protein 8  35453:131835

768.8474 2 timecourse_ATM_combo_1hr 768.84375 4.75 42.13 GPATCH8  GPTC8_HUMAN 0 K.ATGPPS#QNSNIGTGR.G 6.4 100 1.47E+05 ATGPPS#QNSNIGTGR 15 1065 0 0 0 0 G patch domain‐containing protein 8  35457:94679

709.28329 3 timecourse_ATM_combo_4hr 709.27951 5.33 40.39 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVS#DQS#LESHS#QK.V 35.5 100 8.50E+05 KALGGDVS#DQS#LESHS#QK 51.4 491 50.6 494 19.5 499 G patch domain‐containing protein 8  35453:143807

666.58458 3 timecourse_ATM_combo_8hr 666.58119 5.09 33.71 GPATCH8  GPTC8_HUMAN 0 K.ALGGDVS#DQS#LESHS#QK.V 8.8 100 4.94E+05 ALGGDVS#DQS#LESHS#QK 9.5 491 0,6 3.6 494 0,3 8.1 499 ‐2,0 G patch domain‐containing protein 8  35451:136191

768.84855 2 timecourse_ATM_combo_2hr 768.84375 6.24 31.86 GPATCH8  GPTC8_HUMAN 0 K.ATGPPS#QNSNIGTGR.G 10.3 100 1.40E+05 ATGPPS#QNSNIGTGR 11.6 1065 ‐4,0 0 0 0 0 G patch domain‐containing protein 8  35454:88419

709.28335 3 timecourse_ATM_combo_8hr 709.27951 5.41 28.75 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVS#DQS#LESHS#QK.V 94.8 100 2.92E+06 KALGGDVS#DQS#LESHS#QK 55.4 491 33.7 494 13.8 499 G patch domain‐containing protein 8  35451:146881

613.27344 3 timecourse_ATM_combo_8hr 613.27031 5.1 28.62 GPATCH8  GPTC8_HUMAN 0 K.ALGGDVS#DQSLESHSQK.V 47.3 100 2.36E+06 ALGGDVSDQS#LESHSQK 0.9 494 ‐3,3 0 0 0 0 G patch domain‐containing protein 8  35450:121828

682.62744 3 timecourse_ATM_combo_8hr 682.62407 4.94 24.95 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQS#LESHS#QK.V 31.6 100 1.22E+06 KALGGDVSDQS#LES#HSQK 10.2 494 ‐3,0 0 497 0,2 0 0 G patch domain‐containing protein 8  35450:138293

613.27308 3 timecourse_ATM_combo_2hr 613.27031 4.52 22.53 GPATCH8  GPTC8_HUMAN 0 K.ALGGDVS#DQSLESHSQK.V 8.4 94 2.60E+05 ALGGDVSDQS#LESHSQK 3.5 494 0,5 0 0 0 0 G patch domain‐containing protein 8  35455:115316

613.27377 3 timecourse_ATM_combo_4hr 613.27031 5.64 22.28 GPATCH8  GPTC8_HUMAN 0 K.ALGGDVS#DQSLESHSQK.V 20.9 100 8.60E+05 ALGGDVSDQS#LESHSQK 0 494 ‐3,3 0 0 0 0 G patch domain‐containing protein 8  35452:119194

682.62746 3 timecourse_ATM_combo_4hr 682.62407 4.97 20.74 GPATCH8  GPTC8_HUMAN 0 K.KALGGDVSDQS#LESHS#QK.V 19.1 100 5.25E+05 KALGGDVSDQS#LES#HSQK 21.8 494 10.4 497 0,2 0 0 G patch domain‐containing protein 8  35452:135367

868.3984 2 timecourse_ATM_ctrl1 868.39293 6.3 92.05 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 29.9 100 1.18E+06 TFTT#QETITNAETAK 32.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35448:113881

868.39722 2 timecourse_ATM_combo_1hr 868.39293 4.94 88.16 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 27.9 100 1.18E+06 TFTT#QETITNAETAK 32.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35457:114952

868.39718 2 timecourse_ATM_combo_2hr 868.39293 4.89 85.66 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 33.0 100 8.05E+05 TFTT#QETITNAETAK 32.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35455:106705

868.39811 2 timecourse_ATM_combo_2hr 868.39293 5.96 85.64 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 32.1 100 8.24E+05 TFTT#QETITNAETAK 16.2 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35454:107028

868.39786 2 timecourse_ATM_combo_4hr 868.39293 5.68 83.99 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 23.5 100 9.45E+05 TFTT#QETITNAETAK 32.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35453:112593

868.39812 2 timecourse_ATM_combo_8hr 868.39293 5.98 83.93 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 25.3 100 1.32E+06 TFTT#QETITNAETAK 32.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35450:112820

868.3982 2 timecourse_ATM_combo_8hr 868.39293 6.07 82.22 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 30.4 100 1.33E+06 TFTT#QETITNAETAK 32.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35451:113822

868.39833 2 timecourse_ATM_combo_1hr 868.39293 6.22 79.98 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 29.3 100 1.24E+06 TFTT#QETITNAETAK 28.9 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35456:115401

868.39754 2 timecourse_ATM_ctrl1 868.39293 5.31 78.88 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 27.8 100 1.21E+06 TFTT#QETITNAETAK 32.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35449:115781

868.39856 2 timecourse_ATM_ctrl2 868.39293 6.48 78.04 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 19.0 100 5.38E+05 TFT#TQETITNAETAK 0 214 0,1 0 0 0 0 Glucose‐6‐phosphate isomerase  35447:101843

868.39848 2 timecourse_ATM_ctrl2 868.39293 6.39 77.74 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 18.3 100 5.07E+05 TFTT#QETITNAETAK 32.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35446:99957

868.39802 2 timecourse_ATM_combo_4hr 868.39293 5.86 77 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAK.E 21.7 100 9.26E+05 TFTT#QETITNAETAK 32.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35452:110433

903.77214 3 timecourse_ATM_combo_1hr 903.76509 7.8 41.81 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAKEWFLQAAK.D 10.2 100 3.58E+05 TFTT#QETITNAETAKEWFLQAAK 28.9 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35456:169787

903.7704 3 timecourse_ATM_ctrl1 903.76509 5.88 35.43 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAKEWFLQAAK.D 9.4 100 2.97E+05 TFTT#QETITNAETAKEWFLQAAK 26.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35449:169439

903.77123 3 timecourse_ATM_combo_4hr 903.76509 6.79 34.96 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAKEWFLQAAK.D 9.6 100 3.64E+05 TFTT#QETITNAETAKEWFLQAAK 26.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35453:167451

903.77125 3 timecourse_ATM_ctrl1 903.76509 6.82 24.56 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAKEWFLQAAK.D 8.1 100 2.83E+05 TFTT#QETITNAETAKEWFLQAAK 26.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35448:166830

903.77226 3 timecourse_ATM_combo_8hr 903.76509 7.94 23.42 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAKEWFLQAAK.D 5.0 100 2.13E+05 TFTT#QETITNAETAKEWFLQAAK 13.2 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35451:171710

903.77131 3 timecourse_ATM_combo_1hr 903.76509 6.88 23.13 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAKEWFLQAAK.D 12.0 100 4.12E+05 TFTT#QETITNAETAKEWFLQAAK 28.9 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35457:169885

758.38836 3 timecourse_ATM_ctrl1 758.38266 7.52 21.2 GPI  G6PI_HUMAN 3 T.KMIPCDFLIPVQT#QHPIR.K 2.7 94 7.17E+04 KMIPCDFLIPVQT#QHPIR 1000 412 0 0 0 0 Glucose‐6‐phosphate isomerase  35448:151270

903.77075 3 timecourse_ATM_combo_2hr 903.76509 6.26 19.25 GPI  G6PI_HUMAN 3 K.TFTT#QETITNAETAKEWFLQAAK.D 7.5 100 2.22E+05 TFTT#QETITNAETAKEWFLQAAK 20.4 215 0 0 0 0 Glucose‐6‐phosphate isomerase  35454:158451

903.77235 3 timecourse_ATM_ctrl2 903.76509 8.03 18.74 GPI  G6PI_HUMAN 3 K.TFT#TQETITNAETAKEWFLQAAK.D 6.5 100 2.21E+05 TFTT#QETITNAETAKEWFLQAAK 9.3 215 ‐1,0 0 0 0 0 Glucose‐6‐phosphate isomerase  35446:153142

1375.96074 3 timecourse_ATM_combo_1hr 1375.95117 6.96 97.44 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 9.7 100 8.52E+05 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 25.9 306 0 0 0 0 Retinoic acid‐induced protein 3  35456:184976

1375.95887 3 timecourse_ATM_combo_2hr 1375.95117 5.6 89.88 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 12.1 100 8.90E+05 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 28.4 306 0 0 0 0 Retinoic acid‐induced protein 3  35455:174391

1375.95991 3 timecourse_ATM_ctrl2 1375.95117 6.35 89.49 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 11.8 100 8.63E+05 AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 300 0,1 0 0 0 0 Retinoic acid‐induced protein 3  35447:172693

1375.9602 3 timecourse_ATM_combo_1hr 1375.95117 6.56 88.11 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 13.5 100 1.13E+06 AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 300 0,6 0 0 0 0 Retinoic acid‐induced protein 3  35456:184966

1375.95775 3 timecourse_ATM_ctrl1 1375.95117 4.78 84.23 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 12.7 100 1.19E+06 AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 12.2 301 ‐1,0 0 0 0 0 Retinoic acid‐induced protein 3  35449:184179

1375.95837 3 timecourse_ATM_combo_2hr 1375.95117 5.23 83.35 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 19.8 100 1.37E+06 AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 300 0,1 0 0 0 0 Retinoic acid‐induced protein 3  35454:172741

1375.95821 3 timecourse_ATM_combo_4hr 1375.95117 5.12 79.95 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 10.2 100 9.99E+05 AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 300 0,1 0 0 0 0 Retinoic acid‐induced protein 3  35453:183691

1375.95793 3 timecourse_ATM_combo_2hr 1375.95117 4.91 75.61 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 23.7 100 1.63E+06 AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 300 0,1 0 0 0 0 Retinoic acid‐induced protein 3  35455:174381

1375.95784 3 timecourse_ATM_combo_1hr 1375.95117 4.85 75 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 11.7 100 1.11E+06 AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 301 ‐1,0 0 0 0 0 Retinoic acid‐induced protein 3  35457:185835

1375.95963 3 timecourse_ATM_combo_2hr 1375.95117 6.15 68.14 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 12.1 100 7.31E+05 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 31.8 306 0 0 0 0 Retinoic acid‐induced protein 3  35454:172771

1375.95965 3 timecourse_ATM_combo_4hr 1375.95117 6.16 68.05 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 9.1 100 7.61E+05 AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 300 0,1 0 0 0 0 Retinoic acid‐induced protein 3  35452:180060

1375.95884 3 timecourse_ATM_combo_1hr 1375.95117 5.57 60.24 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 9.5 100 8.68E+05 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 13.3 306 0 0 0 0 Retinoic acid‐induced protein 3  35457:185855

1375.95976 3 timecourse_ATM_combo_4hr 1375.95117 6.24 58.79 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 11.7 100 1.11E+06 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 20.9 306 0 0 0 0 Retinoic acid‐induced protein 3  35452:180070

1375.95968 3 timecourse_ATM_combo_4hr 1375.95117 6.18 57.3 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 15.4 100 1.67E+06 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 22.2 306 0 0 0 0 Retinoic acid‐induced protein 3  35453:183711

1375.95923 3 timecourse_ATM_ctrl1 1375.95117 5.86 52.18 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 14.8 100 1.25E+06 AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 300 0,1 0 0 0 0 Retinoic acid‐induced protein 3  35448:181140

1032.22062 4 timecourse_ATM_combo_2hr 1032.21520 5.25 38.18 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 36.4 100 2.22E+06 AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 301 ‐1,0 0 0 0 0 Retinoic acid‐induced protein 3  35454:172751

1032.2224 4 timecourse_ATM_combo_1hr 1032.21520 6.98 34.88 GPRC5A  RAI3_HUMAN 1 R.AYSQEEITQGFEET#GDTLYAPYSTHFQLQNQPPQK.E 17.7 100 1.57E+06 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 6.3 306 0,6 0 0 0 0 Retinoic acid‐induced protein 3  35456:184986

1032.22098 4 timecourse_ATM_combo_1hr 1032.21520 5.6 29.84 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 18.7 100 1.68E+06 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 4.5 306 ‐5,0 0 0 0 0 Retinoic acid‐induced protein 3  35457:185865

1032.21973 4 timecourse_ATM_ctrl1 1032.21520 4.39 29.15 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 19.4 100 1.93E+06 AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 9.3 300 0,1 0 0 0 0 Retinoic acid‐induced protein 3  35449:184169

1032.22313 4 timecourse_ATM_ctrl1 1032.21520 7.69 28.99 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 4.6 100 3.12E+05 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 12.2 306 ‐6,0 0 0 0 0 Retinoic acid‐induced protein 3  35448:181160

1032.221 4 timecourse_ATM_ctrl2 1032.21520 5.62 28.03 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 15.7 100 1.26E+06 AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 301 ‐1,0 0 0 0 0 Retinoic acid‐induced protein 3  35446:168822

1032.22146 4 timecourse_ATM_combo_2hr 1032.21520 6.06 27.15 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 20.3 100 1.38E+06 AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 301 0,11 0 0 0 0 Retinoic acid‐induced protein 3  35454:172761

1032.22128 4 timecourse_ATM_ctrl1 1032.21520 5.89 26.41 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 20.3 100 1.84E+06 AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 301 ‐1,0 0 0 0 0 Retinoic acid‐induced protein 3  35448:181150

1375.96009 3 timecourse_ATM_ctrl2 1375.95117 6.48 25.54 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 4.3 100 2.49E+05 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 8.7 306 0,6 0 0 0 0 Retinoic acid‐induced protein 3  35447:172703

1032.22222 4 timecourse_ATM_ctrl2 1032.21520 6.8 24.57 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 7.5 100 4.07E+05 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 10.9 306 ‐5,6 0 0 0 0 Retinoic acid‐induced protein 3  35446:168832

1032.22066 4 timecourse_ATM_combo_8hr 1032.21520 5.29 23.94 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 11.8 100 1.27E+06 AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 301 ‐1,0 0 0 0 0 Retinoic acid‐induced protein 3  35451:187750

1032.22169 4 timecourse_ATM_ctrl2 1032.21520 6.29 23.91 GPRC5A  RAI3_HUMAN 1 R.AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK.E 6.7 100 4.83E+05 AYSQEEIT#QGFEETGDTLYAPYSTHFQLQNQPPQK 10.9 306 0,9 0 0 0 0 Retinoic acid‐induced protein 3  35447:172683

1032.22016 4 timecourse_ATM_combo_4hr 1032.21520 4.81 23.55 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 15.9 100 1.50E+06 AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 301 ‐1,0 0 0 0 0 Retinoic acid‐induced protein 3  35453:183681

1032.2204 4 timecourse_ATM_combo_8hr 1032.21520 5.04 21.87 GPRC5A  RAI3_HUMAN 1 R.AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 9.3 100 1.11E+06 AYS#QEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 0 301 ‐1,0 0 0 0 0 Retinoic acid‐induced protein 3  35450:184590

1032.221 4 timecourse_ATM_combo_4hr 1032.21520 5.62 21.17 GPRC5A  RAI3_HUMAN 1 R.AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK.E 15.2 100 1.48E+06 AY#SQEEITQGFEETGDTLYAPYSTHFQLQNQPPQK 10.3 300 0,1 0 0 0 0 Retinoic acid‐induced protein 3  35452:180050

763.86838 2 timecourse_ATM_combo_8hr 763.86414 5.55 55.02 GPS1  CSN1_HUMAN 4 R.GERDSQT#QAILTK.L 13.7 100 4.05E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35451:93125

763.86826 2 timecourse_ATM_combo_8hr 763.86414 5.39 51.93 GPS1  CSN1_HUMAN 4 R.GERDSQT#QAILTK.L 12.2 100 4.07E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35450:92185

763.8676 2 timecourse_ATM_combo_1hr 763.86414 4.53 50.87 GPS1  CSN1_HUMAN 4 R.GERDS#QTQAILTK.L 12.3 100 3.16E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35457:93459

763.86788 2 timecourse_ATM_combo_4hr 763.86414 4.9 50.66 GPS1  CSN1_HUMAN 4 R.GERDS#QTQAILTK.L 11.3 100 2.80E+05 GERDS#QTQAILTK 0 240 0,2 0 0 0 0 COP9 signalosome complex subunit 1  35453:91792

763.86831 2 timecourse_ATM_combo_1hr 763.86414 5.46 48.38 GPS1  CSN1_HUMAN 4 R.GERDSQT#QAILTK.L 10.0 100 3.40E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35456:93415

693.31806 3 combeffx_ATM_PI3Ki 693.31479 4.72 47.39 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 19.6 100 2.83E+06 SPPREGS#QGELTPANSQSR 9.2 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35298:58891

763.8675 2 timecourse_ATM_combo_2hr 763.86414 4.4 44.96 GPS1  CSN1_HUMAN 4 R.GERDS#QTQAILTK.L 9.9 100 1.78E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35455:86865

693.31813 3 combeffx_ATM_ctrl 693.31479 4.82 44.77 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 9.9 100 2.02E+06 SPPREGS#QGELTPANSQSR 6.7 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35295:61374

693.3189 3 combeffx_ATM_comboi 693.31479 5.93 44.49 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 15.1 100 3.41E+06 SPPREGS#QGELTPANSQSR 15.4 474 0 0 0 0 COP9 signalosome complex subunit 1  35300:65265

693.31825 3 combeffx_ATM_ctrl 693.31479 4.99 42.58 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 12.4 100 1.95E+06 SPPREGS#QGELTPANSQSR 11.6 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35294:63538

693.3179 3 combeffx_ATM_MEKi 693.31479 4.49 42.55 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 7.6 100 8.94E+05 SPPREGS#QGELTPANSQSR 9.4 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35296:51189

693.31799 3 combeffx_ATM_PI3Ki 693.31479 4.62 40.44 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 18.3 100 3.43E+06 SPPREGS#QGELTPANSQSR 19.4 474 0 0 0 0 COP9 signalosome complex subunit 1  35298:58881

693.31902 3 combeffx_ATM_comboi 693.31479 6.12 39.36 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 12.8 100 2.33E+06 SPPREGS#QGELTPANSQSR 9.2 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35301:59937

693.31833 3 combeffx_ATM_ctrl 693.31479 5.11 39.26 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 12.0 100 1.99E+06 SPPREGS#QGELTPANSQSR 12.9 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35294:63548

693.31787 3 combeffx_ATM_ctrl 693.31479 4.44 37.47 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 10.6 100 2.02E+06 SPPREGS#QGELTPANSQSR 4.2 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35295:61364

509.58121 3 timecourse_ATM_combo_8hr 509.57852 5.28 36.86 GPS1  CSN1_HUMAN 4 R.GERDS#QTQAILTK.L 18.8 100 5.87E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35450:92175

693.31866 3 combeffx_ATM_ctrl 693.31479 5.58 33.57 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 12.0 100 1.99E+06 SPPREGS#QGELTPANSQSR 9.4 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35294:63558

860.83851 2 timecourse_ATM_combo_8hr 860.83238 7.12 33.3 GPS1  CSN1_HUMAN 1 R.EGS#QGELTPANS#QSR.M 7.1 100 8.87E+04 EGS#QGELTPANS#QSR 37.1 474 24.8 483 0 0 COP9 signalosome complex subunit 1  35450:111407

693.31832 3 combeffx_ATM_PI3Ki 693.31479 5.09 33.09 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 18.6 100 2.49E+06 SPPREGS#QGELTPANSQSR 10.8 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35299:55821

509.5808 3 timecourse_ATM_combo_1hr 509.57852 4.47 32.26 GPS1  CSN1_HUMAN 4 R.GERDS#QTQAILTK.L 15.8 100 4.08E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35457:93449

693.31783 3 combeffx_ATM_PI3Ki 693.31479 4.38 32.09 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 18.2 100 3.43E+06 SPPREGS#QGELTPANSQSR 12.4 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35298:58871

693.319 3 combeffx_ATM_comboi 693.31479 6.07 31.35 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 16.1 100 3.41E+06 SPPREGS#QGELTPANSQSR 4.2 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35300:65275

763.8683 2 timecourse_ATM_combo_2hr 763.86414 5.45 31.02 GPS1  CSN1_HUMAN 4 R.GERDSQT#QAILTK.L 8.3 100 2.04E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35454:87369

509.58121 3 timecourse_ATM_combo_4hr 509.57852 5.28 30.15 GPS1  CSN1_HUMAN 4 R.GERDSQT#QAILTK.L 13.9 100 4.09E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35452:90101

509.58118 3 timecourse_ATM_combo_8hr 509.57852 5.22 30.03 GPS1  CSN1_HUMAN 4 R.GERDS#QTQAILTK.L 14.7 100 5.07E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35451:93115

693.31852 3 combeffx_ATM_MEKi 693.31479 5.38 29.86 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 7.9 100 6.46E+05 SPPREGS#QGELTPANSQSR 2.8 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35297:46922

746.62952 3 timecourse_ATM_combo_2hr 746.62567 5.16 29.81 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELT#PANS#QSR.M 16.6 100 7.70E+05 SPPREGS#QGELT#PANS#QSR 16.7 474 33.4 479 9.5 483 0,2 COP9 signalosome complex subunit 1  35455:141971

509.58082 3 timecourse_ATM_combo_4hr 509.57852 4.51 29.55 GPS1  CSN1_HUMAN 4 R.GERDS#QTQAILTK.L 15.0 100 3.62E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35453:91782

693.3184 3 timecourse_ATM_combo_8hr 693.31479 5.21 29.48 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 6.0 94 1.71E+05 SPPREGS#QGELTPANSQSR 6.7 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35450:140253

693.31794 3 timecourse_ATM_combo_1hr 693.31479 4.54 29.42 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 14.0 100 1.13E+06 SPPREGS#QGELTPANSQSR 7.9 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35456:143369

693.31822 3 combeffx_ATM_PI3Ki 693.31479 4.95 28.52 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 19.0 100 2.49E+06 SPPREGS#QGELTPANSQSR 7.9 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35299:55811

693.31908 3 timecourse_ATM_combo_2hr 693.31479 6.19 27.92 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 9.6 100 4.79E+05 SPPREGS#QGELTPANSQSR 4.2 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35454:133215

693.31864 3 timecourse_ATM_ctrl1 693.31479 5.57 27.61 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 11.7 100 6.09E+05 SPPREGS#QGELTPANSQSR 18.6 474 0 0 0 0 COP9 signalosome complex subunit 1  35448:141388

746.63018 3 timecourse_ATM_combo_4hr 746.62567 6.04 25.91 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELT#PANS#QSR.M 39.5 100 2.67E+06 SPPREGS#QGELT#PANS#QSR 16.7 474 47.5 479 13.8 483 COP9 signalosome complex subunit 1  35453:148681

509.58118 3 timecourse_ATM_combo_1hr 509.57852 5.22 25.73 GPS1  CSN1_HUMAN 4 R.GERDS#QTQAILTK.L 15.7 100 4.14E+05 GERDSQT#QAILTK 0 242 ‐2,0 0 0 0 0 COP9 signalosome complex subunit 1  35456:93405

746.63046 3 timecourse_ATM_combo_2hr 746.62567 6.42 25.5 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELT#PANS#QSR.M 19.2 100 8.64E+05 SPPREGS#QGELT#PANS#QSR 20.2 474 41.6 479 9.5 483 0,2 COP9 signalosome complex subunit 1  35454:141741

746.62978 3 timecourse_ATM_combo_8hr 746.62567 5.5 23.73 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELT#PANS#QSR.M 41.7 100 3.10E+06 SPPREGS#QGELT#PANS#QSR 9.9 474 ‐6,0 55.7 479 16.2 483 COP9 signalosome complex subunit 1  35450:150040

719.97404 3 timecourse_ATM_combo_1hr 719.97023 5.29 23.5 GPS1  CSN1_HUMAN 1 K.S#PPREGSQGELT#PANSQSR.M 6.8 100 2.89E+05 SPPREGS#QGELT#PANSQSR 7.9 474 ‐6,0 30.6 479 0 0 COP9 signalosome complex subunit 1  35456:149075

746.6298 3 timecourse_ATM_combo_8hr 746.62567 5.53 23.47 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANS#QS#R.M 39.6 100 2.90E+06 SPPREGS#QGELT#PANS#QSR 11.2 474 ‐6,0 44 479 19.5 483 COP9 signalosome complex subunit 1  35451:152010

693.31918 3 combeffx_ATM_comboi 693.31479 6.33 23.42 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 12.1 100 2.33E+06 SPPREGS#QGELTPANSQSR 6.7 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35301:59947

693.31847 3 timecourse_ATM_ctrl2 693.31479 5.31 20.27 GPS1  CSN1_HUMAN 1 K.SPPREGS#QGELTPANSQSR.M 0.00E+00 SPPREGS#QGELTPANSQSR 6.7 474 ‐6,0 0 0 0 0 COP9 signalosome complex subunit 1  35447:129457

1020.79619 3 timecourse_ATM_combo_2hr 1020.79013 5.94 88.05 GRAMD1A  GRM1A_HUMAN 3 K.EVGDVIALSDITSSGAADRS#QEPS#PVGSR.R 24.2 100 2.62E+06 EVGDVIALSDITSSGAADRS#QEPS#PVGSR 24.7 263 30.7 267 0 0 GRAM domain‐containing protein 1A  35455:165791

1020.79563 3 timecourse_ATM_ctrl1 1020.79013 5.39 80.81 GRAMD1A  GRM1A_HUMAN 3 K.EVGDVIALSDITSSGAADRS#QEPS#PVGSR.R 21.1 100 2.24E+06 EVGDVIALSDITSSGAADRS#QEPSPVGS#R 9.6 263 0,4 10.9 271 ‐4,0 0 0 GRAM domain‐containing protein 1A  35449:176109

1020.79533 3 timecourse_ATM_combo_1hr 1020.79013 5.09 79.05 GRAMD1A  GRM1A_HUMAN 3 K.EVGDVIALSDITSSGAADRS#QEPS#PVGSR.R 25.3 100 4.00E+06 EVGDVIALSDITSSGAADRS#QEPS#PVGSR 25.4 263 24.2 267 0 0 GRAM domain‐containing protein 1A  35457:176895

1020.79353 3 combeffx_ATM_MEKi 1020.79013 3.33 65.31 GRAMD1A  GRM1A_HUMAN 3 K.EVGDVIALSDITSSGAADRS#QEPS#PVGSR.R 15.7 100 9.66E+05 EVGDVIALSDITSSGAADRS#QEPSPVGS#R 17.6 263 10.9 271 ‐4,0 0 0 GRAM domain‐containing protein 1A  35296:61608

1020.79624 3 timecourse_ATM_combo_2hr 1020.79013 5.99 59.42 GRAMD1A  GRM1A_HUMAN 3 K.EVGDVIALSDITSSGAADRS#QEPS#PVGSR.R 16.9 100 2.06E+06 EVGDVIALSDITSSGAADRS#QEPS#PVGSR 40 263 27 267 0 0 GRAM domain‐containing protein 1A  35454:164691

1020.79626 3 timecourse_ATM_ctrl1 1020.79013 6.01 59.3 GRAMD1A  GRM1A_HUMAN 3 K.EVGDVIALSDITSSGAADRSQEPS#PVGS#R.R 16.2 100 2.46E+06 EVGDVIALSDITSSGAADRS#QEPSPVGS#R 10.6 263 ‐6,0 10.9 271 ‐4,0 0 0 GRAM domain‐containing protein 1A  35448:173330

1020.79698 3 timecourse_ATM_combo_1hr 1020.79013 6.71 47.6 GRAMD1A  GRM1A_HUMAN 3 K.EVGDVIALSDITSSGAADRS#QEPS#PVGSR.R 17.9 100 3.29E+06 EVGDVIALSDITSSGAADRS#QEPSPVGS#R 13.7 263 25.4 271 0 0 GRAM domain‐containing protein 1A  35456:176376

1020.79545 3 timecourse_ATM_combo_4hr 1020.79013 5.21 33.23 GRAMD1A  GRM1A_HUMAN 3 K.EVGDVIALS#DITSSGAADRSQEPSPVGS#R.R 9.0 100 1.13E+06 EVGDVIALSDITSSGAADRS#QEPS#PVGSR 29.2 263 34.5 267 0 0 GRAM domain‐containing protein 1A  35452:171280

1099.47486 2 timecourse_ATM_ctrl1 1099.46789 6.34 105 GRINL1A  GRL1A_HUMAN 2 R.VSS#QAEDTSSSFDNLFIDR.L 31.5 100 1.46E+06 VSS#QAEDTSSSFDNLFIDR 0 179 ‐1,0 0 0 0 0 Protein GRINL1A  35448:148380

1099.4737 2 timecourse_ATM_ctrl1 1099.46789 5.28 99.37 GRINL1A  GRL1A_HUMAN 2 R.VSS#QAEDTSSSFDNLFIDR.L 29.2 100 1.45E+06 VSS#QAEDTSSSFDNLFIDR 0 179 ‐1,0 0 0 0 0 Protein GRINL1A  35449:150659

1099.47487 2 timecourse_ATM_ctrl2 1099.46789 6.35 86.87 GRINL1A  GRL1A_HUMAN 2 R.VSS#QAEDTSSSFDNLFIDR.L 13.4 100 4.91E+05 VSS#QAEDTSSSFDNLFIDR 0 179 ‐1,0 0 0 0 0 Protein GRINL1A  35447:136413

831.03918 3 timecourse_ATM_ctrl1 831.03436 5.8 80.76 GRINL1A  GRL1A_HUMAN 2 R.HRVS#SQAEDTSSSFDNLFIDR.L 19.5 100 1.10E+06 HRVS#SQAEDTSSSFDNLFIDR 8.7 178 0,1 0 0 0 0 Protein GRINL1A  35448:160210

831.03889 3 combeffx_ATM_ctrl 831.03436 5.45 77.83 GRINL1A  GRL1A_HUMAN 2 R.HRVSS#QAEDTSSSFDNLFIDR.L 15.4 100 1.25E+06 HRVSS#QAEDTSSSFDNLFIDR 5.9 179 ‐1,0 0 0 0 0 Protein GRINL1A  35295:69207

831.03711 3 combeffx_ATM_PI3Ki 831.03436 3.31 67.38 GRINL1A  GRL1A_HUMAN 2 R.HRVS#SQAEDTSSSFDNLFIDR.L 14.6 100 1.59E+06 HRVSS#QAEDTSSSFDNLFIDR 13.2 179 0 0 0 0 Protein GRINL1A  35298:66486

1099.4748 2 timecourse_ATM_ctrl2 1099.46789 6.28 63.29 GRINL1A  GRL1A_HUMAN 2 R.VSS#QAEDTSSSFDNLFIDR.L 10.9 100 4.19E+05 VSS#QAEDTSSSFDNLFIDR 0 179 ‐1,0 0 0 0 0 Protein GRINL1A  35446:134026

831.03979 3 timecourse_ATM_ctrl2 831.03436 6.53 61.52 GRINL1A  GRL1A_HUMAN 2 R.HRVSS#QAEDTSSSFDNLFIDR.L 22.5 100 1.01E+06 HRVSS#QAEDTSSSFDNLFIDR 22 179 0 0 0 0 Protein GRINL1A  35446:146052

831.03921 3 timecourse_ATM_ctrl2 831.03436 5.84 61.05 GRINL1A  GRL1A_HUMAN 2 R.HRVSS#QAEDTSSSFDNLFIDR.L 23.7 100 1.05E+06 HRVSS#QAEDTSSSFDNLFIDR 5.9 179 ‐1,0 0 0 0 0 Protein GRINL1A  35447:148773

831.03917 3 timecourse_ATM_ctrl1 831.03436 5.79 52.44 GRINL1A  GRL1A_HUMAN 2 R.HRVSS#QAEDTSSSFDNLFIDR.L 20.4 100 1.22E+06 HRVSS#QAEDTSSSFDNLFIDR 0 179 ‐1,0 0 0 0 0 Protein GRINL1A  35449:162639

733.31897 3 timecourse_ATM_ctrl2 733.31435 6.3 34.47 GRINL1A  GRL1A_HUMAN 2 R.VSS#QAEDTSSSFDNLFIDR.L 8.1 100 3.19E+05 VSS#QAEDTSSSFDNLFIDR 0 179 ‐1,0 0 0 0 0 Protein GRINL1A  35447:136403

733.31937 3 timecourse_ATM_ctrl1 733.31435 6.85 28.43 GRINL1A  GRL1A_HUMAN 2 R.VS#SQAEDTSSSFDNLFIDR.L 18.5 100 9.51E+05 VSS#QAEDTSSSFDNLFIDR 0 179 ‐1,0 0 0 0 0 Protein GRINL1A  35448:148390

733.31911 3 timecourse_ATM_ctrl2 733.31435 6.49 19.61 GRINL1A  GRL1A_HUMAN 2 R.VS#SQAEDTSSSFDNLFIDR.L 8.8 100 3.50E+05 VSS#QAEDTSSSFDNLFIDR 0 179 ‐1,0 0 0 0 0 Protein GRINL1A  35446:134036

695.97474 3 timecourse_ATM_combo_8hr 695.97086 5.57 50.12 GRIPAP1  GRAP1_HUMAN 3 K.LCS#QMEQLEQENQQLK.E 6.1 100 3.86E+05 LCS#QMEQLEQENQQLK 1000 105 0 0 0 0 GRIP1‐associated protein 1  35450:140773

513.73161 2 timecourse_ATM_combo_8hr 513.72879 5.49 33.12 GRIPAP1  GRAP1_HUMAN 3 R.LAET#QQEK.W 12.3 100 1.67E+05 LAET#QQEK 1000 718 0 0 0 0 GRIP1‐associated protein 1  35450:26104

726.71491 3 timecourse_ATM_combo_8hr 726.71037 6.25 33.28 GTF2F2  T2FB_HUMAN 0 R.LQIEESSKPVRLS#QQLDK.V 31.1 100 1.50E+06 LQIEESSKPVRLS#QQLDK 44.4 142 0 0 0 0 General transcription factor IIF subunit 2  35450:147550

726.71437 3 timecourse_ATM_combo_4hr 726.71037 5.5 31.26 GTF2F2  T2FB_HUMAN 0 R.LQIEESSKPVRLS#QQLDK.V 36.9 100 1.27E+06 LQIEESSKPVRLS#QQLDK 40 142 0 0 0 0 General transcription factor IIF subunit 2  35452:143806

726.71495 3 timecourse_ATM_combo_1hr 726.71037 6.3 29.63 GTF2F2  T2FB_HUMAN 0 R.LQIEESSKPVRLS#QQLDK.V 23.0 100 7.63E+05 LQIEESSKPVRLS#QQLDK 25.4 142 0 0 0 0 General transcription factor IIF subunit 2  35456:150037

726.71369 3 timecourse_ATM_combo_2hr 726.71037 4.57 28.93 GTF2F2  T2FB_HUMAN 0 R.LQIEESSKPVRLS#QQLDK.V 18.4 100 4.64E+05 LQIEESSKPVRLS#QQLDK 24.3 142 0 0 0 0 General transcription factor IIF subunit 2  35455:139491



726.71477 3 timecourse_ATM_ctrl1 726.71037 6.05 28.16 GTF2F2  T2FB_HUMAN 0 R.LQIEESSKPVRLS#QQLDK.V 14.5 100 5.57E+05 LQIEESSKPVRLS#QQLDK 25.5 142 0 0 0 0 General transcription factor IIF subunit 2  35448:147500

726.71424 3 timecourse_ATM_combo_2hr 726.71037 5.33 23.89 GTF2F2  T2FB_HUMAN 0 R.LQIEESSKPVRLS#QQLDK.V 17.6 100 4.86E+05 LQIEESSKPVRLS#QQLDK 17.2 142 0 0 0 0 General transcription factor IIF subunit 2  35454:139501

726.71445 3 timecourse_ATM_ctrl2 726.71037 5.61 23.64 GTF2F2  T2FB_HUMAN 0 R.LQIEESSKPVRLS#QQLDK.V 11.8 100 3.11E+05 LQIEESSKPVRLS#QQLDK 44.4 142 0 0 0 0 General transcription factor IIF subunit 2  35447:135493

862.41624 2 timecourse_ATM_combo_8hr 862.41180 5.15 60.23 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 10.6 100 5.41E+05 TPT#QTNGSNVPFKPR 11.5 705 ‐2,0 0 0 0 0 General transcription factor II‐I  35451:112745

862.41673 2 timecourse_ATM_combo_8hr 862.41180 5.72 58.45 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 9.0 100 4.93E+05 TPT#QTNGSNVPFKPR 14.5 705 0 0 0 0 General transcription factor II‐I  35450:111657

862.41559 2 timecourse_ATM_ctrl1 862.41180 4.39 50.64 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 7.9 100 3.00E+05 TPT#QTNGSNVPFKPR 8.6 705 ‐2,0 0 0 0 0 General transcription factor II‐I  35449:114555

862.41716 2 timecourse_ATM_ctrl2 862.41180 6.23 45.87 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 3.9 100 1.27E+05 TPT#QTNGSNVPFKPR 8.6 705 ‐2,0 0 0 0 0 General transcription factor II‐I  35446:98895

862.41663 2 timecourse_ATM_ctrl2 862.41180 5.6 44.47 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 5.3 100 1.74E+05 TPT#QTNGSNVPFKPR 17 705 0 0 0 0 General transcription factor II‐I  35447:100695

862.41649 2 timecourse_ATM_combo_4hr 862.41180 5.44 39.61 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 6.5 100 3.11E+05 TPT#QTNGSNVPFKPR 0 705 ‐2,0 0 0 0 0 General transcription factor II‐I  35452:109301

575.2804 3 timecourse_ATM_ctrl1 575.27696 5.98 35.17 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 46.8 100 1.57E+06 TPT#QTNGSNVPFKPR 15 705 0 0 0 0 General transcription factor II‐I  35448:112788

862.41677 2 timecourse_ATM_ctrl1 862.41180 5.76 33.49 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 8.7 100 3.05E+05 TPT#QTNGSNVPFKPR 0 705 ‐2,0 0 0 0 0 General transcription factor II‐I  35448:112778

575.27974 3 combeffx_ATM_comboi 575.27696 4.83 32.51 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 11.6 100 1.53E+06 TPT#QTNGSNVPFKPR 19.2 705 0 0 0 0 General transcription factor II‐I  35300:51371

575.27959 3 combeffx_ATM_comboi 575.27696 4.57 28.65 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 15.0 100 1.63E+06 TPT#QTNGSNVPFKPR 33.5 705 0 0 0 0 General transcription factor II‐I  35301:46860

575.28093 3 timecourse_ATM_combo_1hr 575.27696 6.9 27.55 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 17.2 100 7.48E+05 TPT#QTNGSNVPFKPR 12.3 705 0,5 0 0 0 0 General transcription factor II‐I  35456:114256

862.41771 2 timecourse_ATM_combo_1hr 862.41180 6.85 27.3 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 3.5 100 1.28E+05 TPT#QTNGSNVPFKPR 0 705 ‐2,0 0 0 0 0 General transcription factor II‐I  35456:114246

575.28058 3 timecourse_ATM_combo_8hr 575.27696 6.29 26.21 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 64.5 100 2.74E+06 TPT#QTNGSNVPFKPR 22.8 705 0 0 0 0 General transcription factor II‐I  35450:111667

575.27975 3 timecourse_ATM_ctrl1 575.27696 4.85 23.57 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 47.1 100 1.70E+06 TPT#QTNGSNVPFKPR 13.5 705 0 0 0 0 General transcription factor II‐I  35449:114565

575.2801 3 timecourse_ATM_combo_8hr 575.27696 5.48 23.31 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 63.5 100 2.72E+06 TPT#QTNGSNVPFKPR 22.8 705 0 0 0 0 General transcription factor II‐I  35451:112755

575.27979 3 timecourse_ATM_combo_2hr 575.27696 4.92 22.94 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 29.8 100 5.84E+05 TPT#QTNGSNVPFKPR 12.3 705 0,2 0 0 0 0 General transcription factor II‐I  35455:105679

575.2804 3 timecourse_ATM_combo_4hr 575.27696 5.98 22.94 GTF2I  GTF2I_HUMAN 4 R.TPT#QTNGSNVPFKPR.G 47.5 100 1.76E+06 TPT#QTNGSNVPFKPR 19.2 705 0 0 0 0 General transcription factor II‐I  35452:109311

801.33051 2 timecourse_ATM_combo_2hr 801.32558 6.15 67.44 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 86.4 100 1.15E+06 EGPSGSGDS#QLSASSR 20.9 751 0 0 0 0 General transcription factor 3C polypeptide 1  35454:94220

801.33057 2 combeffx_ATM_ctrl 801.32558 6.23 64.78 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 9.7 100 5.16E+05 EGPSGSGDS#QLSASSR 27 751 0 0 0 0 General transcription factor 3C polypeptide 1  35294:43140

801.32902 2 timecourse_ATM_ctrl1 801.32558 4.29 63.67 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 117.3 100 2.24E+06 EGPSGSGDS#QLSASSR 31.9 751 0 0 0 0 General transcription factor 3C polypeptide 1  35449:101863

801.33007 2 timecourse_ATM_combo_1hr 801.32558 5.6 62.06 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 104.8 100 2.08E+06 EGPSGSGDS#QLSASSR 26.8 751 0 0 0 0 General transcription factor 3C polypeptide 1  35456:101314

801.33044 2 timecourse_ATM_ctrl2 801.32558 6.07 59.23 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 70.9 100 1.30E+06 EGPSGSGDS#QLSASSR 31.9 751 0 0 0 0 General transcription factor 3C polypeptide 1  35447:88644

1156.1742 3 timecourse_ATM_ctrl2 1156.16745 5.84 56.99 GTF3C1  TF3C1_HUMAN 2 K.TSQPPVPQGEAEEDSQGKEGPSGSGDSQLS#ASSR.S 6.3 100 3.40E+05 TSQPPVPQGEAEEDSQGKEGPSGSGDS#QLSASSR 4.4 751 0,6 0 0 0 0 General transcription factor 3C polypeptide 1  35447:168773

801.33 2 timecourse_ATM_combo_4hr 801.32558 5.52 56.35 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 66.6 100 1.21E+06 EGPSGSGDS#QLSASSR 17.5 751 0 0 0 0 General transcription factor 3C polypeptide 1  35452:97431

801.32966 2 timecourse_ATM_combo_2hr 801.32558 5.09 55.62 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 90.7 100 1.10E+06 EGPSGSGDS#QLSASSR 27.7 751 0 0 0 0 General transcription factor 3C polypeptide 1  35455:93955

841.31397 2 timecourse_ATM_combo_8hr 841.30874 6.22 55.33 GTF3C1  TF3C1_HUMAN 2 K.EGPSGS#GDS#QLSASSR.S 13.1 100 5.29E+05 EGPSGS#GDS#QLSASSR 21.3 748 41.3 751 0 0 General transcription factor 3C polypeptide 1  35450:108197

801.33027 2 timecourse_ATM_combo_8hr 801.32558 5.85 54.32 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 53.5 100 1.21E+06 EGPSGSGDS#QLSASSR 41 751 0 0 0 0 General transcription factor 3C polypeptide 1  35450:99767

801.33061 2 timecourse_ATM_ctrl1 801.32558 6.28 53.18 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 101.7 100 2.25E+06 EGPSGSGDS#QLSASSR 26.8 751 0 0 0 0 General transcription factor 3C polypeptide 1  35448:100324

801.33017 2 timecourse_ATM_combo_4hr 801.32558 5.73 53 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 80.4 100 1.26E+06 EGPSGSGDS#QLSASSR 27 751 0 0 0 0 General transcription factor 3C polypeptide 1  35453:99272

801.32931 2 timecourse_ATM_combo_1hr 801.32558 4.65 51.61 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 107.6 100 2.05E+06 EGPSGSGDS#QLSASSR 27.7 751 0 0 0 0 General transcription factor 3C polypeptide 1  35457:101052

801.33011 2 timecourse_ATM_combo_8hr 801.32558 5.65 49.8 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 61.1 100 1.37E+06 EGPSGSGDS#QLSASSR 25.9 751 0 0 0 0 General transcription factor 3C polypeptide 1  35451:100613

801.33057 2 timecourse_ATM_ctrl2 801.32558 6.23 47.42 GTF3C1  TF3C1_HUMAN 2 K.EGPSGSGDS#QLSASSR.S 67.3 100 1.20E+06 EGPSGSGDS#QLSASSR 20.9 751 0 0 0 0 General transcription factor 3C polypeptide 1  35446:87127

841.31399 2 timecourse_ATM_combo_8hr 841.30874 6.24 43.61 GTF3C1  TF3C1_HUMAN 2 K.EGPS#GSGDS#QLSASSR.S 15.9 100 5.81E+05 EGPSGS#GDS#QLSASSR 45.7 748 34.5 751 0 0 General transcription factor 3C polypeptide 1  35451:109195

841.31284 2 timecourse_ATM_combo_1hr 841.30874 4.87 38.75 GTF3C1  TF3C1_HUMAN 2 K.EGPSGS#GDS#QLSASSR.S 8.6 100 3.15E+05 EGPSGS#GDS#QLSASSR 30.7 748 55.2 751 0 0 General transcription factor 3C polypeptide 1  35457:110055

841.31425 2 timecourse_ATM_combo_2hr 841.30874 6.55 35.44 GTF3C1  TF3C1_HUMAN 2 K.EGPSGS#GDS#QLSASSR.S 8.9 100 2.01E+05 EGPSGS#GDS#QLSASSR 6.6 748 ‐2,0 26.4 751 0 0 General transcription factor 3C polypeptide 1  35454:102446

841.31237 2 timecourse_ATM_ctrl1 841.30874 4.31 35.04 GTF3C1  TF3C1_HUMAN 2 K.EGPS#GSGDS#QLSASSR.S 9.9 94 2.11E+05 EGPSGS#GDS#QLSASSR 13.3 748 46.3 751 0 0 General transcription factor 3C polypeptide 1  35449:110664

841.314 2 timecourse_ATM_ctrl2 841.30874 6.25 33.41 GTF3C1  TF3C1_HUMAN 2 K.EGPS#GSGDS#QLSASSR.S 7.9 100 2.08E+05 EGPSGS#GDS#QLSASSR 5.3 748 ‐2,0 21.6 751 0 0 General transcription factor 3C polypeptide 1  35447:97155

1182.82982 3 timecourse_ATM_ctrl2 1182.82289 5.86 28.6 GTF3C1  TF3C1_HUMAN 2 K.TSQPPVPQGEAEEDSQGKEGPSGS#GDS#QLSASSR.S 6.4 100 4.41E+05 TSQPPVPQGEAEEDS#QGKEGPSGSGDS#QLSASSR 28.2 739 7 751 0,6 0 0 General transcription factor 3C polypeptide 1  35447:169423

841.31387 2 timecourse_ATM_combo_1hr 841.30874 6.1 28.1 GTF3C1  TF3C1_HUMAN 2 K.EGPS#GSGDS#QLSASSR.S 7.6 100 3.27E+05 EGPSGS#GDS#QLSASSR 11.3 748 ‐2,0 24.3 751 0 0 General transcription factor 3C polypeptide 1  35456:110317

841.31344 2 timecourse_ATM_combo_2hr 841.30874 5.6 28.01 GTF3C1  TF3C1_HUMAN 2 K.EGPSGS#GDS#QLSASSR.S 8.6 100 1.46E+05 EGPSGS#GDS#QLSASSR 30.7 748 46.4 751 0 0 General transcription factor 3C polypeptide 1  35455:102049

841.31391 2 timecourse_ATM_ctrl2 841.30874 6.15 25.33 GTF3C1  TF3C1_HUMAN 2 K.EGPSGS#GDS#QLSASSR.S 6.6 100 1.73E+05 EGPSGS#GDS#QLSASSR 8.7 748 ‐2,0 23.4 751 0 0 General transcription factor 3C polypeptide 1  35446:95475

841.31391 2 timecourse_ATM_ctrl1 841.30874 6.15 22.15 GTF3C1  TF3C1_HUMAN 2 K.EGPS#GSGDS#QLSASSR.S 8.2 100 3.25E+05 EGPS#GSGDS#QLSASSR 8.7 746 0,2 25.9 751 0 0 General transcription factor 3C polypeptide 1  35448:109028

841.31376 2 timecourse_ATM_combo_4hr 841.30874 5.98 20.32 GTF3C1  TF3C1_HUMAN 2 K.EGPS#GSGDS#QLSASSR.S 10.0 100 2.41E+05 EGPSGS#GDS#QLSASSR 13.2 748 19.6 751 0 0 General transcription factor 3C polypeptide 1  35453:107852

811.05637 3 combeffx_ATM_comboi 811.05292 4.25 35.34 GTPBP4  NOG1_HUMAN 7 K.FTQQNYHDRLS#QILTDFPK.L 17.5 100 1.44E+06 FTQQNYHDRLS#QILTDFPK 35.3 63 0 0 0 0 Nucleolar GTP‐binding protein 1  35301:66689

811.05612 3 combeffx_ATM_comboi 811.05292 3.95 32.78 GTPBP4  NOG1_HUMAN 7 K.FTQQNYHDRLS#QILTDFPK.L 17.0 100 2.34E+06 FTQQNYHDRLS#QILTDFPK 23.6 63 0 0 0 0 Nucleolar GTP‐binding protein 1  35300:72881

811.05782 3 timecourse_ATM_combo_8hr 811.05292 6.04 14.47 GTPBP4  NOG1_HUMAN 7 K.FTQQNYHDRLSQILT#DFPK.L 20.2 100 1.67E+06 FTQQNYHDRLS#QILTDFPK 36 63 0 0 0 0 Nucleolar GTP‐binding protein 1  35450:158250

593.21806 2 timecourse_ATM_combo_8hr 593.21486 5.39 44.17 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 775.1 100 1.17E+08 KAT#QAS#QEY 107.9 137 49.6 140 0 0 Histone H2A.x  35451:46543

593.21693 2 timecourse_ATM_combo_8hr 593.21486 3.49 42.46 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 0.00E+00 KAT#QAS#QEY 134.5 137 58.3 140 0 0 Histone H2A.x  35450:46501

593.21825 2 timecourse_ATM_combo_4hr 593.21486 5.71 39.8 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 724.5 86 9.68E+06 KAT#QAS#QEY 95.8 137 46.2 140 0 0 Histone H2A.x  35453:46490

593.21887 2 timecourse_ATM_combo_8hr 593.21486 6.76 39.73 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 1216.2 94 2.93E+07 KAT#QAS#QEY 115.2 137 46.2 140 0 0 Histone H2A.x  35451:46603

593.21815 2 timecourse_ATM_combo_4hr 593.21486 5.55 39.32 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 1705.0 100 5.38E+07 KAT#QAS#QEY 104.5 137 37.5 140 0 0 Histone H2A.x  35452:45313

593.21764 2 timecourse_ATM_combo_8hr 593.21486 4.7 36.43 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 18.4 94 4.33E+05 KAT#QAS#QEY 80.3 137 44.7 140 0 0 Histone H2A.x  35450:46541

593.21772 2 timecourse_ATM_combo_1hr 593.21486 4.82 35.29 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 99.9 100 9.21E+06 KAT#QAS#QEY 123.9 137 58.3 140 0 0 Histone H2A.x  35457:46949

593.21864 2 timecourse_ATM_combo_1hr 593.21486 6.37 35.19 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 451.5 100 9.40E+06 KAT#QAS#QEY 107.9 137 46.3 140 0 0 Histone H2A.x  35456:46760

593.21867 2 timecourse_ATM_combo_4hr 593.21486 6.42 35.11 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 1034.6 100 2.39E+07 KAT#QAS#QEY 107.9 137 46.3 140 0 0 Histone H2A.x  35453:46510

593.21775 2 combeffx_ATM_comboi 593.21486 4.87 34.68 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 157.2 100 4.22E+06 KAT#QAS#QEY 106.9 137 46.2 140 0 0 Histone H2A.x  35301:17869

593.2182 2 timecourse_ATM_combo_2hr 593.21486 5.63 33.76 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 293.2 100 1.01E+07 KAT#QAS#QEY 79.3 137 35.8 140 0 0 Histone H2A.x  35455:43561

593.21767 2 timecourse_ATM_combo_8hr 593.21486 4.74 33.64 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 35.0 100 6.92E+05 KAT#QAS#QEY 72.8 137 35.8 140 0 0 Histone H2A.x  35451:46483

489.18611 2 timecourse_ATM_combo_8hr 489.18422 3.86 32.59 H2AFX  H2AX_HUMAN 0 K.ATQAS#QEY.‐ 339.9 100 2.79E+07 ATQAS#QEY 26.8 140 0 0 0 0 Histone H2A.x  35451:20998

593.21781 2 timecourse_ATM_combo_4hr 593.21486 4.97 32.53 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 30.9 94 2.03E+06 KAT#QAS#QEY 84.9 137 35.8 140 0 0 Histone H2A.x  35452:45303

593.21897 2 timecourse_ATM_combo_2hr 593.21486 6.93 32.08 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 20.1 94 5.25E+05 KAT#QAS#QEY 104.5 137 35.8 140 0 0 Histone H2A.x  35454:44367

593.21839 2 timecourse_ATM_combo_8hr 593.21486 5.95 31.43 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 120.9 94 5.28E+06 KAT#QAS#QEY 96.7 137 35.8 140 0 0 Histone H2A.x  35450:46621

593.21814 2 timecourse_ATM_combo_8hr 593.21486 5.53 31.18 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 43.7 100 3.75E+06 KAT#QAS#QEY 79.4 137 41.3 140 0 0 Histone H2A.x  35450:46601

593.21767 2 timecourse_ATM_combo_8hr 593.21486 4.74 30.08 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 48.2 94 2.61E+06 KAT#QAS#QEY 96 137 41 140 0 0 Histone H2A.x  35451:46493

489.18714 2 timecourse_ATM_combo_8hr 489.18422 5.97 28.57 H2AFX  H2AX_HUMAN 0 K.ATQAS#QEY.‐ 705.3 100 3.09E+07 ATQAS#QEY 37.5 140 0 0 0 0 Histone H2A.x  35450:20882

593.21683 2 timecourse_ATM_combo_8hr 593.21486 3.32 27.74 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 63.1 94 4.01E+06 KAT#QAS#QEY 74.4 137 31.9 140 0 0 Histone H2A.x  35450:46491

593.2173 2 timecourse_ATM_combo_4hr 593.21486 4.13 27.55 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 31.1 94 1.96E+06 KAT#QAS#QEY 65.6 137 13.4 140 0 0 Histone H2A.x  35452:45283

593.21852 2 timecourse_ATM_combo_8hr 593.21486 6.17 27.54 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 19.0 100 1.56E+05 KAT#QAS#QEY 79.4 137 41 140 0 0 Histone H2A.x  35450:46631

593.21835 2 timecourse_ATM_combo_4hr 593.21486 5.88 27.48 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 72.9 100 2.16E+06 KAT#QAS#QEY 90.1 137 35.8 140 0 0 Histone H2A.x  35453:46500

489.18726 2 timecourse_ATM_combo_4hr 489.18422 6.21 27 H2AFX  H2AX_HUMAN 0 K.ATQAS#QEY.‐ 243.2 100 1.09E+07 ATQAS#QEY 26.8 140 0 0 0 0 Histone H2A.x  35453:20940

593.21866 2 timecourse_ATM_combo_4hr 593.21486 6.41 26.52 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 106.4 94 2.17E+06 KAT#QAS#QEY 107.9 137 49.6 140 0 0 Histone H2A.x  35452:45383

489.18705 2 timecourse_ATM_combo_4hr 489.18422 5.79 26.48 H2AFX  H2AX_HUMAN 0 K.ATQAS#QEY.‐ 377.2 94 7.88E+06 ATQAS#QEY 26.8 140 0 0 0 0 Histone H2A.x  35452:20825

553.2349 2 timecourse_ATM_combo_8hr 553.23169 5.8 24.42 H2AFX  H2AX_HUMAN 0 K.KAT#QASQEY.‐ 4.5 94 1.56E+05 KAT#QASQEY 20.9 137 0 0 0 0 Histone H2A.x  35450:34487

593.21788 2 timecourse_ATM_combo_8hr 593.21486 5.09 24.22 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 54.0 94 3.60E+06 KAT#QAS#QEY 90.1 137 37.5 140 0 0 Histone H2A.x  35451:46513

489.18749 2 timecourse_ATM_ctrl2 489.18422 6.68 23.3 H2AFX  H2AX_HUMAN 0 K.ATQAS#QEY.‐ 106.8 100 2.21E+06 ATQAS#QEY 37.5 140 0 0 0 0 Histone H2A.x  35446:18484

593.21821 2 timecourse_ATM_combo_8hr 593.21486 5.65 22.71 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 28.8 94 3.50E+05 KAT#QAS#QEY 71.8 137 44.7 140 0 0 Histone H2A.x  35451:46563

489.18739 2 timecourse_ATM_combo_2hr 489.18422 6.48 21.85 H2AFX  H2AX_HUMAN 0 K.ATQAS#QEY.‐ 210.2 100 4.47E+06 ATQAS#QEY 46.3 140 0 0 0 0 Histone H2A.x  35454:20106

593.21813 2 timecourse_ATM_combo_4hr 593.21486 5.51 20.7 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 17.9 100 1.99E+05 KAT#QAS#QEY 64.9 137 27.7 140 0 0 Histone H2A.x  35453:46460

593.21833 2 timecourse_ATM_combo_4hr 593.21486 5.85 20.02 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 19.1 100 2.71E+05 KAT#QAS#QEY 45 137 20.9 140 0 0 Histone H2A.x  35452:45353

593.21884 2 timecourse_ATM_ctrl2 593.21486 6.71 19.46 H2AFX  H2AX_HUMAN 0 K.KAT#QAS#QEY.‐ 23.0 100 4.74E+05 KAT#QAS#QEY 74.9 137 38.7 140 0 0 Histone H2A.x  35447:40986

677.85405 2 timecourse_ATM_ctrl1 677.84958 6.59 25.71 HBB  HBB_HUMAN 59 R.LLVVYPWT#QR.F 23.8 100 1.14E+06 LLVVYPWT#QR 26.8 39 0 0 0 0 Hemoglobin subunit beta  35448:72486

564.76846 2 timecourse_ATM_combo_8hr 564.76552 5.21 18.66 HBB  HBB_HUMAN 60 L.VVYPWT#QR.F 7.2 100 4.54E+05 VVYPWT#QR 44.7 39 0 0 0 0 Hemoglobin subunit beta  35450:37556

871.17705 4 timecourse_ATM_combo_4hr 871.17183 5.99 26.17 HCFC1  HCFC1_HUMAN 1 R.QLLQSASTALMGESAEVLSASQTPELPAAVDLSS#.T 9.2 100 1.01E+06 QLLQSASTALMGESAEVLSASQTPELPAAVDLS#S 0 1550 ‐14,0 0 0 0 0 Host cell factor 1  35452:176670

704.36918 2 timecourse_ATM_combo_2hr 704.36579 4.81 61.83 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 18.8 100 5.62E+05 LQT#QASATVAIPK 64.5 149 0 0 0 0 Vigilin  35454:74235

704.36923 2 combeffx_ATM_comboi 704.36579 4.88 57.87 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 8.5 100 1.03E+06 LQT#QASATVAIPK 86.6 149 0 0 0 0 Vigilin  35301:31134

704.36864 2 timecourse_ATM_combo_8hr 704.36579 4.05 56.22 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 42.7 100 2.48E+06 LQT#QASATVAIPK 79.1 149 0 0 0 0 Vigilin  35450:78103

704.36838 2 timecourse_ATM_combo_8hr 704.36579 3.68 48.85 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 39.6 100 2.33E+06 LQT#QASATVAIPK 86.6 149 0 0 0 0 Vigilin  35451:78650

704.36754 2 timecourse_ATM_combo_1hr 704.36579 2.48 48.43 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 18.4 100 8.50E+05 LQT#QASATVAIPK 73.3 149 0 0 0 0 Vigilin  35457:79276

704.36801 2 timecourse_ATM_combo_2hr 704.36579 3.15 41.14 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 16.4 100 5.68E+05 LQT#QASATVAIPK 79.1 149 0 0 0 0 Vigilin  35455:73667

704.36823 2 timecourse_ATM_combo_1hr 704.36579 3.46 38.76 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 22.0 100 9.04E+05 LQT#QASATVAIPK 73.3 149 0 0 0 0 Vigilin  35456:78979

704.36802 2 timecourse_ATM_combo_4hr 704.36579 3.17 37.88 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 14.6 100 6.45E+05 LQT#QASATVAIPK 58 149 0 0 0 0 Vigilin  35453:77914

704.36813 2 timecourse_ATM_ctrl1 704.36579 3.32 36.01 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 18.7 100 9.10E+05 LQT#QASATVAIPK 64.5 149 0 0 0 0 Vigilin  35449:80022

704.36873 2 timecourse_ATM_ctrl2 704.36579 4.17 33.68 HDLBP  VIGLN_HUMAN 7 R.LQT#QASATVAIPK.E 11.7 100 4.41E+05 LQT#QASATVAIPK 53.5 149 0 0 0 0 Vigilin  35446:67875

624.28212 2 timecourse_ATM_combo_1hr 624.27812 6.41 32.45 HECTD1  HECD1_HUMAN 3 R.NCS#QLIAAYK.D 8.5 100 3.94E+05 NCS#QLIAAYK 91 1945 0 0 0 0 E3 ubiquitin‐protein ligase HECTD1  35456:57521

753.34236 2 timecourse_ATM_ctrl1 753.33893 4.55 37.24 HERC2  HERC2_HUMAN 0 K.VECGS#QFSVALTK.S 6.3 100 2.70E+05 VECGS#QFSVALTK 20.9 4206 0 0 0 0 E3 ubiquitin‐protein ligase HERC2  35449:91495

990.09991 3 timecourse_ATM_combo_8hr 990.09507 4.89 45.7 HEXIM1  HEXI1_HUMAN 1 K.GQPVAPYNTT#QFLMDDHDQEEPDLK.T 46.7 100 4.08E+06 GQPVAPYNTT#QFLMDDHDQEEPDLK 9.9 206 ‐3,0 0 0 0 0 Protein HEXIM1  35451:177130

990.09997 3 timecourse_ATM_combo_4hr 990.09507 4.95 44.22 HEXIM1  HEXI1_HUMAN 1 K.GQPVAPYNTT#QFLMDDHDQEEPDLK.T 34.0 100 2.38E+06 GQPVAPYNTT#QFLMDDHDQEEPDLK 13.3 206 0 0 0 0 Protein HEXIM1  35453:173051

990.09942 3 timecourse_ATM_combo_8hr 990.09507 4.39 35.54 HEXIM1  HEXI1_HUMAN 1 K.GQPVAPYNTT#QFLMDDHDQEEPDLK.T 41.9 100 3.71E+06 GQPVAPYNTT#QFLMDDHDQEEPDLK 13.3 206 0 0 0 0 Protein HEXIM1  35450:174750

990.09981 3 timecourse_ATM_ctrl1 990.09507 4.79 23.31 HEXIM1  HEXI1_HUMAN 1 K.GQPVAPYNTT#QFLMDDHDQEEPDLK.T 10.7 100 6.35E+05 GQPVAPY#NTTQFLMDDHDQEEPDLK 8.8 203 0,2 0 0 0 0 Protein HEXIM1  35449:174729

447.72786 2 combeffx_ATM_comboi 447.72586 4.47 41.9 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 67.2 100 5.87E+06 TPS#QIIR 33.7 415 0 0 0 0 Putative HIN1‐like protein  35300:4759

447.72686 2 combeffx_ATM_MEKi 447.72586 2.23 38.87 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 68.9 100 2.91E+06 TPS#QIIR 37.4 415 0 0 0 0 Putative HIN1‐like protein  35296:4434

447.72721 2 combeffx_ATM_PI3Ki 447.72586 3.02 38.15 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 71.7 100 3.51E+06 TPS#QIIR 30.8 415 0 0 0 0 Putative HIN1‐like protein  35299:4501

447.72776 2 combeffx_ATM_comboi 447.72586 4.24 35.01 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 59.5 100 3.91E+06 TPS#QIIR 33.7 415 0 0 0 0 Putative HIN1‐like protein  35301:4398

447.72708 2 combeffx_ATM_MEKi 447.72586 2.72 34.92 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 69.5 100 2.32E+06 TPS#QIIR 30.7 415 0 0 0 0 Putative HIN1‐like protein  35297:4231

447.72793 2 timecourse_ATM_combo_2hr 447.72586 4.62 34.08 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 31.8 100 7.47E+05 TPS#QIIR 30.7 415 0 0 0 0 Putative HIN1‐like protein  35455:11372

447.7274 2 combeffx_ATM_ctrl 447.72586 3.44 33.17 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 25.4 100 2.08E+06 TPS#QIIR 30.8 415 0 0 0 0 Putative HIN1‐like protein  35294:4563

447.72788 2 timecourse_ATM_combo_1hr 447.72586 4.51 32.62 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 54.7 100 1.71E+06 TPS#QIIR 30.7 415 0 0 0 0 Putative HIN1‐like protein  35457:12087

447.72862 2 timecourse_ATM_combo_1hr 447.72586 6.16 31.74 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 53.4 100 1.75E+06 TPS#QIIR 33.7 415 0 0 0 0 Putative HIN1‐like protein  35456:12352

447.72839 2 timecourse_ATM_combo_4hr 447.72586 5.65 30.45 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 27.7 100 8.97E+05 TPS#QIIR 26.5 415 0 0 0 0 Putative HIN1‐like protein  35452:12389

447.72684 2 combeffx_ATM_MEKi 447.72586 2.19 28.13 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 68.3 100 2.91E+06 TPS#QIIR 33.7 415 0 0 0 0 Putative HIN1‐like protein  35296:4424

447.72852 2 timecourse_ATM_combo_8hr 447.72586 5.96 26.45 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 23.9 100 8.27E+05 TPS#QIIR 26.5 415 0 0 0 0 Putative HIN1‐like protein  35450:12415

447.72703 2 combeffx_ATM_MEKi 447.72586 2.61 26.01 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 70.8 100 2.32E+06 TPS#QIIR 24.8 415 0 0 0 0 Putative HIN1‐like protein  35297:4221

447.72844 2 timecourse_ATM_combo_8hr 447.72586 5.76 21.96 HIN1L  HIN1L_HUMAN 3 R.TPS#QIIR.K 24.9 100 8.61E+05 TPS#QIIR 24.8 415 0 0 0 0 Putative HIN1‐like protein  35451:12562

885.72955 3 timecourse_ATM_ctrl1 885.72498 5.16 65.51 HLA‐A  1A01_HUMAN 43 R.KGGSYTQAAS#SDSAQGSDVSLTACKV.‐ 8.6 100 3.52E+05 KGGSYTQAAS#SDSAQGSDVSLTACKV 4 349 ‐6,0 0 0 0 0 HLA class I histocompatibility antigen, A‐1 alpha chain  35449:167849

885.73066 3 timecourse_ATM_ctrl1 885.72498 6.41 63.93 HLA‐A  1A01_HUMAN 43 R.KGGSYT#QAASSDSAQGSDVSLTACKV.‐ 11.8 100 4.13E+05 KGGSYT#QAASSDSAQGSDVSLTACKV 7.7 345 ‐2,0 0 0 0 0 HLA class I histocompatibility antigen, A‐1 alpha chain  35448:165160

885.72915 3 timecourse_ATM_combo_2hr 885.72498 4.71 51.37 HLA‐A  1A01_HUMAN 43 R.KGGSYT#QAASSDSAQGSDVSLTACKV.‐ 4.9 100 1.25E+05 KGGSYT#QAASSDSAQGSDVSLTACKV 8.6 345 ‐2,7 0 0 0 0 HLA class I histocompatibility antigen, A‐1 alpha chain  35455:157581

885.73035 3 timecourse_ATM_ctrl2 885.72498 6.06 50.92 HLA‐A  1A01_HUMAN 43 R.KGGSYT#QAASSDSAQGSDVSLTACKV.‐ 5.9 100 1.79E+05 KGGSYTQAASS#DSAQGSDVSLTACKV 11.6 350 ‐5,0 0 0 0 0 HLA class I histocompatibility antigen, A‐1 alpha chain  35447:154563

843.03024 3 timecourse_ATM_ctrl1 843.02666 4.25 47.21 HLA‐A  1A01_HUMAN 43 K.GGSYT#QAASSDSAQGSDVSLTACKV.‐ 5.7 100 2.05E+05 GGSYT#QAASSDSAQGSDVSLTACKV 0 345 ‐2,4 0 0 0 0 HLA class I histocompatibility antigen, A‐1 alpha chain  35449:163769

837.43893 2 timecourse_ATM_combo_8hr 837.43474 5 96.1 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 168.8 100 3.33E+07 KQPPVSPGTALVGS#QK 81.7 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:108493

837.43821 2 combeffx_ATM_comboi 837.43474 4.14 94.85 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 10.2 100 3.14E+06 KQPPVSPGTALVGS#QK 65.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:44619

837.43964 2 timecourse_ATM_combo_8hr 837.43474 5.85 78.76 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 126.0 100 1.56E+07 KQPPVSPGTALVGS#QK 74.3 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:108553

837.43834 2 timecourse_ATM_combo_4hr 837.43474 4.3 78.13 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 59.9 100 8.39E+06 KQPPVSPGTALVGS#QK 65.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:107136

837.43904 2 timecourse_ATM_combo_8hr 837.43474 5.13 74.29 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 151.9 100 2.90E+07 KQPPVSPGTALVGS#QK 72.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:107517

837.44013 2 timecourse_ATM_combo_8hr 837.43474 6.44 73.76 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 162.4 100 3.06E+07 KQPPVSPGTALVGS#QK 75.5 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:108573

814.36375 2 combeffx_ATM_comboi 814.35853 6.41 73.65 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 8.5 100 4.17E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:41905

837.44005 2 timecourse_ATM_combo_8hr 837.43474 6.34 72.89 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 109.0 100 1.36E+07 KQPPVSPGTALVGS#QK 63.9 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:107587

660.34559 4 combeffx_ATM_comboi 660.34265 4.45 71.88 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 155.4 100 5.45E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 42 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:70039

660.34614 4 timecourse_ATM_combo_8hr 660.34265 5.29 71.86 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 178.4 100 3.14E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 46.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:169110

837.43856 2 combeffx_ATM_comboi 837.43474 4.56 71.47 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 12.5 100 4.66E+06 KQPPVSPGTALVGS#QK 65.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:48820

814.36316 2 combeffx_ATM_comboi 814.35853 5.69 70.05 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 10.0 100 7.46E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:45750

814.36282 2 timecourse_ATM_combo_4hr 814.35853 5.27 69.64 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 44.7 100 7.47E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:99921

660.34589 4 combeffx_ATM_comboi 660.34265 4.91 69.16 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 160.5 100 8.16E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 33.3 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:76711

660.34467 4 combeffx_ATM_PI3Ki 660.34265 3.06 68.97 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 58.6 100 1.39E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 50.6 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35299:64774

814.36236 2 timecourse_ATM_combo_1hr 814.35853 4.7 68.91 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 52.6 100 8.52E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35457:103852

837.43887 2 timecourse_ATM_combo_4hr 837.43474 4.93 68.79 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 60.7 100 7.51E+06 KQPPVSPGTALVGS#QK 73.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:105131

814.36275 2 timecourse_ATM_combo_4hr 814.35853 5.18 68.03 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 50.4 100 7.77E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:102032

660.34517 4 combeffx_ATM_PI3Ki 660.34265 3.82 66.8 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 49.9 100 1.49E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 55.9 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35298:68546

814.3631 2 timecourse_ATM_combo_2hr 814.35853 5.61 66.39 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 43.0 100 4.78E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35454:96650

660.34627 4 timecourse_ATM_combo_4hr 660.34265 5.48 66.28 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 118.4 100 1.47E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 34.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:162110

837.43926 2 timecourse_ATM_combo_8hr 837.43474 5.4 65.94 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 152.0 100 2.64E+07 KQPPVSPGTALVGS#QK 56.6 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:108523

837.43856 2 timecourse_ATM_combo_2hr 837.43474 4.57 65.93 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 24.3 100 1.85E+06 KQPPVSPGTALVGS#QK 57.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:101439

814.36259 2 timecourse_ATM_combo_2hr 814.35853 4.99 64.52 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 44.2 100 4.65E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:96280

837.43902 2 timecourse_ATM_combo_2hr 837.43474 5.11 64.38 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 27.6 100 2.39E+06 KQPPVSPGTALVGS#QK 56.6 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35454:101776

837.43987 2 timecourse_ATM_combo_8hr 837.43474 6.13 63.27 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 145.5 100 2.29E+07 KQPPVSPGTALVGS#QK 63.9 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:107557

837.43908 2 timecourse_ATM_combo_4hr 837.43474 5.18 63.18 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 54.8 100 7.34E+06 KQPPVSPGTALVGS#QK 72.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:107186

837.44016 2 timecourse_ATM_combo_1hr 837.43474 6.47 62.03 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 8.7 100 9.80E+05 KQPPVSPGTALVGS#QK 65.7 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35456:109487

814.36338 2 timecourse_ATM_ctrl1 814.35853 5.96 61.7 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 11.0 100 2.02E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35448:102979

837.43946 2 timecourse_ATM_combo_4hr 837.43474 5.64 61.2 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 58.9 100 7.14E+06 KQPPVSPGTALVGS#QK 35.3 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:105181

814.36242 2 combeffx_ATM_PI3Ki 814.35853 4.78 60.51 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 15.1 100 7.46E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35298:41561

837.43925 2 timecourse_ATM_combo_4hr 837.43474 5.4 60.31 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 19.0 94 1.56E+06 KQPPVSPGTALVGS#QK 63.9 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:105161

660.34574 4 combeffx_ATM_comboi 660.34265 4.68 60.07 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 155.5 100 5.46E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 65.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:70059

660.34477 4 combeffx_ATM_PI3Ki 660.34265 3.21 59.92 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 60.2 100 1.39E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 60.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35299:64784

660.34562 4 combeffx_ATM_comboi 660.34265 4.5 59.53 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 154.9 100 8.16E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 58.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:76671

837.43858 2 timecourse_ATM_combo_1hr 837.43474 4.6 59.09 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 11.7 100 1.29E+06 KQPPVSPGTALVGS#QK 51.6 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35457:109310

558.62864 3 timecourse_ATM_combo_8hr 558.62559 5.46 59.01 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 259.4 100 3.75E+07 KQPPVSPGTALVGS#QK 79.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:108543

837.43912 2 timecourse_ATM_combo_4hr 837.43474 5.23 58.18 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 57.1 100 6.86E+06 KQPPVSPGTALVGS#QK 36.5 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:107196

880.12451 3 combeffx_ATM_PI3Ki 880.12111 3.86 57.95 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 50.5 100 1.44E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 23.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35298:68556

837.43857 2 timecourse_ATM_combo_2hr 837.43474 4.57 57.69 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 22.5 100 1.85E+06 KQPPVSPGTALVGS#QK 58.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:101449

814.36273 2 timecourse_ATM_combo_8hr 814.35853 5.16 57.58 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 42.9 100 7.65E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:103199

660.34569 4 combeffx_ATM_comboi 660.34265 4.62 56.82 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 151.9 100 5.45E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 33.3 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:70049

660.34602 4 combeffx_ATM_comboi 660.34265 5.1 56.74 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 165.2 100 8.16E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 34.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:76731

880.12642 3 timecourse_ATM_combo_8hr 880.12111 6.03 56.48 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 419.7 100 7.59E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 51 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:169130

660.34629 4 timecourse_ATM_combo_8hr 660.34265 5.51 56.1 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 226.6 100 3.68E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 25.7 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:166980

837.43953 2 timecourse_ATM_combo_2hr 837.43474 5.72 55.71 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 25.7 100 2.03E+06 KQPPVSPGTALVGS#QK 60 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35454:101826

660.34535 4 combeffx_ATM_PI3Ki 660.34265 4.09 55.71 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 61.7 100 1.38E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 41.3 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35299:64814

660.34574 4 timecourse_ATM_combo_4hr 660.34265 4.68 55.69 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 109.9 100 1.66E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 50.9 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:165081

837.44017 2 timecourse_ATM_combo_8hr 837.43474 6.48 55.44 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 59.9 94 6.29E+06 KQPPVSPGTALVGS#QK 63.9 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:107597

814.36278 2 timecourse_ATM_combo_1hr 814.35853 5.22 55.24 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 56.0 100 9.05E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35456:104047

814.36247 2 combeffx_ATM_PI3Ki 814.35853 4.84 54.83 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 16.3 100 7.46E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35298:41571

837.43957 2 timecourse_ATM_combo_4hr 837.43474 5.77 53.83 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 37.2 100 4.02E+06 KQPPVSPGTALVGS#QK 45.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:105191

880.12493 3 combeffx_ATM_comboi 880.12111 4.34 53.26 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 121.9 100 4.00E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 16.9 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:70009

880.12438 3 combeffx_ATM_PI3Ki 880.12111 3.72 52.56 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 50.4 100 1.44E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 30.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35298:68536

814.36351 2 timecourse_ATM_ctrl2 814.35853 6.12 52.52 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 8.6 100 1.15E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35446:89568

880.12529 3 combeffx_ATM_comboi 880.12111 4.75 52.24 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 108.1 100 5.43E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 30.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:76691

660.34581 4 combeffx_ATM_comboi 660.34265 4.79 50.32 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 155.3 100 8.16E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 62 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:76701

660.34586 4 combeffx_ATM_comboi 660.34265 4.86 49.3 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 153.9 100 5.47E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 46.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:70089

837.43972 2 timecourse_ATM_combo_1hr 837.43474 5.95 48.48 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 0.00E+00 KQPPVSPGTALVGS#QK 42.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35456:109467

558.62845 3 timecourse_ATM_combo_8hr 558.62559 5.12 47.55 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 272.7 100 4.71E+07 KQPPVSPGTALVGS#QK 80 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:108503

660.34556 4 combeffx_ATM_comboi 660.34265 4.41 47.46 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 150.8 100 5.46E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 31.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:70029

814.3621 2 timecourse_ATM_ctrl1 814.35853 4.38 47.09 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 15.0 100 2.31E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35449:104597

837.43794 2 timecourse_ATM_combo_1hr 837.43474 3.82 47.02 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 12.9 100 1.31E+06 KQPPVSPGTALVGS#QK 48.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35457:109270

814.36276 2 timecourse_ATM_ctrl2 814.35853 5.19 46.87 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 11.8 100 1.57E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35447:91154

660.34559 4 timecourse_ATM_combo_2hr 660.34265 4.45 46.66 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 56.3 100 5.27E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 25.7 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:157091

814.36252 2 combeffx_ATM_PI3Ki 814.35853 4.9 46.48 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 16.5 100 5.65E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35299:40145

814.363 2 timecourse_ATM_combo_8hr 814.35853 5.49 46.42 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGIS#QE.S 43.4 100 7.67E+05 KLEKEEEEGIS#QE 1000 99 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:102347

558.62791 3 timecourse_ATM_combo_4hr 558.62559 4.15 46.06 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 108.2 100 1.49E+07 KQPPVSPGTALVGS#QK 60.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:107126

799.65105 3 timecourse_ATM_ctrl1 799.64702 5.04 46.05 HMGA1  HMGA1_HUMAN 2 K.KLEKEEEEGISQES#S#EEEQ.‐ 2.1 94 9.96E+04 KLEKEEEEGISQES#S#EEEQ 8.7 102 ‐3,0 7.5 103 ‐4,0 0 0 High mobility group protein HMG‐I/HMG‐Y  35449:159149

880.12494 3 combeffx_ATM_comboi 880.12111 4.35 46.02 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 122.2 100 4.00E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 25.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:70019

880.12545 3 timecourse_ATM_combo_4hr 880.12111 4.94 45.8 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 217.6 100 3.19E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 20.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:165091

660.34599 4 combeffx_ATM_comboi 660.34265 5.07 45.57 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 164.1 100 8.16E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 50.6 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:76721

837.44004 2 timecourse_ATM_combo_8hr 837.43474 6.33 45.47 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 47.9 100 5.35E+06 KQPPVSPGTALVGS#QK 35.3 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:107577

660.346 4 timecourse_ATM_combo_8hr 660.34265 5.07 45.22 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 197.4 100 3.20E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 29.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:169100

880.12456 3 combeffx_ATM_PI3Ki 880.12111 3.93 44.74 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 51.1 100 1.03E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 25.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35299:64804

837.42721 3 timecourse_ATM_combo_8hr 837.42279 5.28 44.24 HMGA1  HMGA1_HUMAN 1 K.QPPVSPGTALVGS#QKEPSEVPTPK.R 5.5 94 6.99E+05 QPPVSPGTALVGS#QKEPSEVPTPK 29.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:161860

558.62896 3 timecourse_ATM_combo_8hr 558.62559 6.05 44.19 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 261.6 100 3.85E+07 KQPPVSPGTALVGS#QK 86.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:107547

660.34584 4 timecourse_ATM_combo_8hr 660.34265 4.83 44.12 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 231.3 100 3.75E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 31.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:166960

880.12456 3 combeffx_ATM_PI3Ki 880.12111 3.92 43.91 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 52.2 100 1.03E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 11.6 44 ‐5,0 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35299:64794

880.12593 3 timecourse_ATM_combo_8hr 880.12111 5.48 43.01 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 361.1 100 6.66E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 17.5 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:166970

880.12556 3 timecourse_ATM_combo_1hr 880.12111 5.06 42.81 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 45.1 100 5.71E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 30.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35457:167785

660.34439 4 combeffx_ATM_PI3Ki 660.34265 2.63 42.64 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 49.5 100 1.49E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 70.7 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35298:68506

773.39179 2 timecourse_ATM_combo_8hr 773.38727 5.84 42.4 HMGA1  HMGA1_HUMAN 1 K.QPPVSPGTALVGS#QK.E 12.4 100 8.51E+05 QPPVSPGTALVGS#QK 45.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:95080

660.3449 4 combeffx_ATM_PI3Ki 660.34265 3.41 42.38 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 49.4 100 1.49E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 44.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35298:68526

660.34657 4 timecourse_ATM_combo_1hr 660.34265 5.94 42.36 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 21.7 94 2.23E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 74.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35456:167507

660.34505 4 timecourse_ATM_combo_4hr 660.34265 3.63 42.17 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 125.2 100 1.67E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 44.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:165071

558.62845 3 timecourse_ATM_combo_4hr 558.62559 5.12 42.16 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 102.6 100 1.20E+07 KQPPVSPGTALVGS#QK 72 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:107176

880.12585 3 combeffx_ATM_comboi 880.12111 5.39 42.04 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 111.2 100 5.43E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 8.5 44 ‐5,0 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:76751

880.1258 3 combeffx_ATM_comboi 880.12111 5.33 41.73 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 112.2 100 5.43E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 21.5 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:76741

880.12688 3 timecourse_ATM_combo_1hr 880.12111 6.56 41.61 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 50.7 100 5.88E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 30.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35456:167527

660.34484 4 combeffx_ATM_PI3Ki 660.34265 3.32 41.48 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 51.2 100 1.49E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 17.5 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35298:68516

558.62797 3 timecourse_ATM_combo_2hr 558.62559 4.26 41.42 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 36.9 100 3.47E+06 KQPPVSPGTALVGS#QK 48.5 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:101409

660.34604 4 timecourse_ATM_combo_2hr 660.34265 5.13 41.18 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 57.3 94 3.89E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 34.5 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35454:156401

880.126 3 timecourse_ATM_combo_4hr 880.12111 5.56 40.93 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 244.8 100 3.21E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 32.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:165101

558.62868 3 timecourse_ATM_combo_4hr 558.62559 5.53 40.1 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 105.9 100 1.24E+07 KQPPVSPGTALVGS#QK 60.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:105171

558.62844 3 timecourse_ATM_combo_8hr 558.62559 5.1 39.74 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 272.9 100 4.86E+07 KQPPVSPGTALVGS#QK 74.3 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:107507

880.12539 3 timecourse_ATM_combo_8hr 880.12111 4.86 39.69 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 382.4 100 7.31E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 52.6 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:169090

880.12538 3 combeffx_ATM_comboi 880.12111 4.85 39.63 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 118.5 100 4.00E+07 KQPPVSPGT#ALVGSQKEPSEVPTPK 6.4 39 0,5 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:70079

906.78093 3 timecourse_ATM_combo_4hr 906.77655 4.83 38.62 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPT#PK.R 5.5 100 6.53E+05 KQPPVSPGTALVGS#QKEPSEVPT#PK 6.1 44 0,5 28.4 53 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:167691

880.12617 3 timecourse_ATM_combo_8hr 880.12111 5.75 36.65 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 374.4 100 6.81E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 19.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:166990

880.12591 3 timecourse_ATM_combo_4hr 880.12111 5.45 36.62 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 232.5 100 3.05E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 56.5 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:162100

558.62866 3 timecourse_ATM_combo_2hr 558.62559 5.5 36.5 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 40.2 100 3.16E+06 KQPPVSPGTALVGS#QK 53.6 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35454:101796

880.12523 3 combeffx_ATM_comboi 880.12111 4.68 36.42 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 121.4 100 4.00E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 30.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35301:70069

837.43947 2 timecourse_ATM_combo_2hr 837.43474 5.65 36.24 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 20.7 100 1.90E+06 KQPPVSPGTALVGS#QK 23.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35454:101806

880.12536 3 timecourse_ATM_combo_1hr 880.12111 4.83 36.11 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 46.4 100 5.71E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 23.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35457:167765

773.39178 2 timecourse_ATM_combo_8hr 773.38727 5.83 36.08 HMGA1  HMGA1_HUMAN 1 K.QPPVSPGTALVGS#QK.E 10.6 100 7.62E+05 QPPVSPGTALVGS#QK 13.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:94187

880.12519 3 combeffx_ATM_comboi 880.12111 4.64 36.07 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 109.2 100 5.45E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 9.9 44 ‐5,0 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:76681

558.62908 3 timecourse_ATM_combo_8hr 558.62559 6.27 35.87 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 251.0 100 3.34E+07 KQPPVSPGTALVGS#QK 54 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:108563

880.1256 3 timecourse_ATM_combo_2hr 880.12111 5.1 35.84 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 102.5 100 9.72E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 28.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35454:156391

880.12606 3 timecourse_ATM_combo_4hr 880.12111 5.62 35.83 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 253.5 100 3.18E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 30.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:165111

880.12571 3 timecourse_ATM_combo_4hr 880.12111 5.23 35.11 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 189.7 100 3.03E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 25.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:162090

880.12514 3 timecourse_ATM_combo_2hr 880.12111 4.58 34.77 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 108.4 100 9.69E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 16.7 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:157101

880.12461 3 combeffx_ATM_PI3Ki 880.12111 3.98 34.28 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 49.4 100 1.44E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 18.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35298:68566

660.34586 4 timecourse_ATM_combo_1hr 660.34265 4.86 33.71 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 23.5 94 2.03E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 42.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35457:167775

880.12604 3 timecourse_ATM_combo_2hr 880.12111 5.6 33.2 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 109.2 100 9.82E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 12.2 44 ‐5,0 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35454:156421

880.1265 3 timecourse_ATM_combo_4hr 880.12111 6.12 32.99 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 194.0 100 3.07E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 8.2 44 ‐5,0 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:162120



880.12658 3 timecourse_ATM_combo_8hr 880.12111 6.22 32.8 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 429.2 100 6.71E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 9.9 44 ‐5,0 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:167000

880.12533 3 timecourse_ATM_combo_2hr 880.12111 4.79 32.77 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 116.4 100 9.75E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 27.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:157121

558.62812 3 timecourse_ATM_combo_2hr 558.62559 4.53 31.58 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 36.3 100 2.99E+06 KQPPVSPGTALVGS#QK 66.2 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:101429

880.12643 3 timecourse_ATM_combo_8hr 880.12111 6.04 30.91 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 447.3 100 7.52E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 11.2 44 ‐5,0 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35451:169140

558.62807 3 combeffx_ATM_comboi 558.62559 4.44 30.53 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 36.4 100 1.42E+07 KQPPVSPGTALVGS#QK 63.6 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:48800

880.12651 3 timecourse_ATM_combo_1hr 880.12111 6.14 29.96 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGT#ALVGSQKEPSEVPTPK.R 49.8 100 5.88E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 25.8 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35456:167517

837.4386 2 timecourse_ATM_combo_2hr 837.43474 4.61 29.79 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 22.5 100 1.79E+06 KQPPVSPGTALVGS#QK 23.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:101459

660.34551 4 timecourse_ATM_combo_4hr 660.34265 4.33 29.69 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 125.4 100 1.80E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 40 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:162080

558.6282 3 timecourse_ATM_combo_4hr 558.62559 4.67 29.5 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 112.4 100 1.55E+07 KQPPVSPGTALVGS#QK 80.9 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35452:105111

558.62809 3 combeffx_ATM_comboi 558.62559 4.48 28.81 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 37.0 100 1.42E+07 KQPPVSPGTALVGS#QK 60.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35300:48810

558.62842 3 timecourse_ATM_combo_4hr 558.62559 5.07 26.87 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 104.8 100 1.30E+07 KQPPVSPGTALVGS#QK 53.1 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35453:107166

880.12508 3 timecourse_ATM_ctrl1 880.12111 4.51 26.07 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 11.1 100 1.11E+06 KQPPVSPGT#ALVGSQKEPSEVPTPK 0 39 0,5 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35449:167379

558.62806 3 timecourse_ATM_combo_1hr 558.62559 4.42 25.72 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 16.7 100 2.04E+06 KQPPVSPGTALVGS#QK 22.9 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35457:109290

558.62907 3 timecourse_ATM_combo_1hr 558.62559 6.23 25.18 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 21.0 100 1.97E+06 KQPPVSPGTALVGS#QK 63.6 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35456:109477

880.12519 3 timecourse_ATM_combo_2hr 880.12111 4.64 24.99 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 110.1 100 9.70E+06 KQPPVSPGTALVGS#QKEPSEVPTPK 3.2 44 ‐5,0 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35455:157111

660.34684 4 timecourse_ATM_combo_8hr 660.34265 6.35 23.83 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 243.0 100 3.39E+07 KQPPVSPGTALVGS#QKEPSEVPTPK 23 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:167010

558.62843 3 timecourse_ATM_combo_2hr 558.62559 5.08 22.65 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 41.1 94 2.23E+06 KQPPVSPGTALVGS#QK 54 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35454:101766

880.12618 3 timecourse_ATM_ctrl2 880.12111 5.76 18.32 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QKEPSEVPTPK.R 7.8 100 6.00E+05 KQPPVSPGTALVGS#QKEPSEVPTPK 20 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35446:151082

558.62904 3 timecourse_ATM_combo_8hr 558.62559 6.18 16.75 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 129.0 94 1.19E+07 KQPPVSPGTALVGS#QK 60.4 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35450:107567

558.6286 3 timecourse_ATM_combo_1hr 558.62559 5.39 10.15 HMGA1  HMGA1_HUMAN 1 R.KQPPVSPGTALVGS#QK.E 21.9 100 2.26E+06 KQPPVSPGTALVGS#QK 28.5 44 0 0 0 0 High mobility group protein HMG‐I/HMG‐Y  35456:109447

829.85488 2 combeffx_ATM_comboi 829.84889 7.22 80.39 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDA.K 21.1 100 5.57E+05 DASTLQS#QKAEGTGDA 58.3 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35300:47890

893.90163 2 combeffx_ATM_comboi 893.89637 5.88 77.71 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 33.8 100 6.63E+05 DASTLQS#QKAEGTGDAK 35 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35301:49453

829.85438 2 combeffx_ATM_comboi 829.84889 6.62 67.02 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDA.K 4.3 100 2.62E+05 DASTLQS#QKAEGTGDA 41.3 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35301:43882

829.85422 2 timecourse_ATM_combo_8hr 829.84889 6.43 62.36 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDA.K 20.4 100 3.30E+05 DASTLQS#QKAEGTGDA 20.1 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35450:105877

829.85426 2 timecourse_ATM_combo_8hr 829.84889 6.47 61.21 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDA.K 19.6 100 3.80E+05 DASTLQS#QKAEGTGDA 41.3 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35451:106873

893.9018 2 timecourse_ATM_combo_4hr 893.89637 6.07 60.02 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 84.3 100 1.01E+06 DASTLQS#QKAEGTGDAK 46.3 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35453:117105

829.85406 2 timecourse_ATM_combo_4hr 829.84889 6.23 58.72 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDA.K 8.7 100 1.04E+05 DASTLQS#QKAEGTGDA 27.7 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35453:105462

596.2717 3 combeffx_ATM_comboi 596.26667 8.45 51.85 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 83.3 100 2.59E+06 DASTLQS#QKAEGTGDAK 38.2 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35301:49463

893.90176 2 timecourse_ATM_combo_4hr 893.89637 6.03 48.58 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 78.6 100 9.21E+05 DASTLQS#QKAEGTGDAK 41 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35452:114944

829.85384 2 timecourse_ATM_combo_4hr 829.84889 5.96 47.89 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDA.K 8.4 100 1.10E+05 DASTLQS#QKAEGTGDA 25.9 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35452:103541

893.90058 2 timecourse_ATM_combo_1hr 893.89637 4.72 47.44 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 10.1 100 1.14E+05 DASTLQS#QKAEGTGDAK 30.7 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35457:119563

893.90212 2 timecourse_ATM_combo_2hr 893.89637 6.43 45.75 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 21.1 100 1.93E+05 DASTLQS#QKAEGTGDAK 20.9 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35454:111228

893.90199 2 timecourse_ATM_combo_8hr 893.89637 6.29 44.65 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 126.2 100 1.87E+06 DASTLQS#QKAEGTGDAK 8.8 80 ‐4,0 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35450:117450

893.90212 2 timecourse_ATM_combo_8hr 893.89637 6.43 42.42 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 137.2 100 2.14E+06 DASTLQS#QKAEGTGDAK 35 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35451:118682

893.90125 2 timecourse_ATM_combo_2hr 893.89637 5.46 42.32 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 17.0 100 1.63E+05 DASTLQS#QKAEGTGDAK 11.6 80 ‐4,0 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35455:111005

893.90216 2 timecourse_ATM_combo_1hr 893.89637 6.48 39.57 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 11.8 100 1.25E+05 DASTLQS#QKAEGTGDAK 20.9 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35456:119851

596.27007 3 timecourse_ATM_combo_8hr 596.26667 5.7 37.86 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 253.0 100 6.30E+06 DASTLQS#QKAEGTGDAK 25.9 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35450:117440

596.27001 3 timecourse_ATM_combo_8hr 596.26667 5.6 37.61 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 275.6 100 6.42E+06 DASTLQS#QKAEGTGDAK 38.5 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35451:118672

596.26959 3 timecourse_ATM_combo_2hr 596.26667 4.9 34.67 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 38.0 100 5.81E+05 DASTLQS#QKAEGTGDAK 27.2 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35455:110995

529.23484 2 timecourse_ATM_combo_4hr 529.23170 5.93 33.74 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QK.A 49.2 100 7.21E+05 DASTLQS#QK 61.1 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35452:28790

529.23471 2 timecourse_ATM_combo_4hr 529.23170 5.69 32.4 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QK.A 27.1 100 6.79E+05 DASTLQS#QK 64.5 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35453:29207

596.26914 3 timecourse_ATM_combo_1hr 596.26667 4.14 31.02 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 29.2 100 4.82E+05 DASTLQS#QKAEGTGDAK 38.5 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35457:119553

529.23538 2 timecourse_ATM_combo_2hr 529.23170 6.95 29.36 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QK.A 19.3 100 1.74E+05 DASTLQS#QK 61.1 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35454:28164

529.23464 2 timecourse_ATM_combo_8hr 529.23170 5.56 28.62 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QK.A 138.2 100 2.78E+06 DASTLQS#QK 55.2 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35450:29283

933.88547 2 timecourse_ATM_combo_8hr 933.87953 6.36 26.32 HMGN4  HMGN4_HUMAN 0 R.DAST#LQS#QKAEGTGDAK.‐ 8.2 100 8.24E+04 DAST#LQS#QKAEGTGDAK 0 77 ‐1,0 31.5 80 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35450:123938

596.26995 3 timecourse_ATM_combo_4hr 596.26667 5.5 25.14 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 166.5 100 3.19E+06 DASTLQS#QKAEGTGDAK 48 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35453:117095

596.27012 3 timecourse_ATM_combo_1hr 596.26667 5.79 17.4 HMGN4  HMGN4_HUMAN 0 R.DASTLQS#QKAEGTGDAK.‐ 21.6 100 4.44E+05 DASTLQS#QKAEGTGDAK 24 80 0 0 0 0 High mobility group nucleosome‐binding domain‐containing protein 4  35456:119841

847.39861 2 timecourse_ATM_combo_8hr 847.39527 3.94 43.71 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 17.5 100 1.21E+06 YIEVFKSS#QEEVR 21.5 187 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35450:109317

847.39917 2 timecourse_ATM_combo_8hr 847.39527 4.6 33.47 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 25.1 100 1.34E+06 YIEVFKSS#QEEVR 24.4 187 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35451:110265

565.26834 3 timecourse_ATM_combo_8hr 565.26594 4.25 32.25 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 66.3 100 3.20E+06 YIEVFKSS#QEEVR 15.5 187 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35450:109327

565.26871 3 timecourse_ATM_combo_8hr 565.26594 4.9 30.25 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 68.6 100 3.29E+06 YIEVFKSS#QEEVR 13.3 187 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35451:110275

565.26876 3 timecourse_ATM_combo_4hr 565.26594 4.99 28.36 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 24.7 100 1.13E+06 YIEVFKSS#QEEVR 4.8 187 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35452:106941

565.26865 3 timecourse_ATM_combo_2hr 565.26594 4.79 28.02 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 29.1 100 6.42E+05 YIEVFKSS#QEEVR 10.3 187 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35455:103189

565.2681 3 combeffx_ATM_comboi 565.26594 3.82 26.45 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 28.2 100 2.57E+06 YIEVFKSS#QEEVR 7.5 187 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35301:45603

565.26832 3 timecourse_ATM_combo_2hr 565.26594 4.21 24.41 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 27.5 100 6.40E+05 YIEVFKSS#QEEVR 0 187 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35454:103516

565.26842 3 combeffx_ATM_comboi 565.26594 4.39 22.69 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 23.6 100 4.02E+06 YIEVFKSS#QEEVR 6.6 187 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35300:49909

565.26917 3 timecourse_ATM_combo_1hr 565.26594 5.71 22.3 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 13.9 100 5.34E+05 YIEVFKSS#QEEVR 24.8 187 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35456:111557

565.26809 3 timecourse_ATM_ctrl1 565.26594 3.8 20.62 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 14.1 100 5.01E+05 YIEVFKSS#QEEVR 0 187 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35449:111775

565.26812 3 timecourse_ATM_combo_4hr 565.26594 3.86 18.37 HNRNPF  HNRPF_HUMAN 1 R.YIEVFKSS#QEEVR.S 38.4 100 1.17E+06 YIEVFKSS#QEEVR 0 187 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein F  35453:108932

1379.01627 3 timecourse_ATM_combo_4hr 1379.00421 8.75 90.38 HNRNPK  HNRPK_HUMAN 4 K.IIPTLEEGLQLPSPTATS#QLPLESDAVECLNYQHYK.G 11.5 100 3.60E+06 IIPTLEEGLQLPSPTATS#QLPLESDAVECLNYQHYK 5.8 121 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35453:183751

999.00929 2 timecourse_ATM_combo_4hr 999.00319 6.11 81.71 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 14.1 100 5.54E+05 GSYGDLGGPIITT#QVTIPK 9.3 390 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35452:131578

999.00906 2 timecourse_ATM_ctrl2 999.00319 5.88 71.75 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 13.1 100 4.67E+05 GSYGDLGGPIITT#QVTIPK 11.5 390 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35447:123566

999.00994 2 timecourse_ATM_ctrl2 999.00319 6.76 68.43 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 12.1 100 4.56E+05 GSYGDLGGPIITT#QVTIPK 28.9 390 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35446:121159

999.00904 2 timecourse_ATM_combo_2hr 999.00319 5.86 68.14 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 18.3 100 5.59E+05 GSYGDLGGPIITT#QVTIPK 24.4 390 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35455:127870

1379.01521 3 timecourse_ATM_combo_4hr 1379.00421 7.98 67.85 HNRNPK  HNRPK_HUMAN 4 K.IIPTLEEGLQLPSPTATS#QLPLESDAVECLNYQHYK.G 8.5 100 2.76E+06 IIPTLEEGLQLPSPTATS#QLPLESDAVECLNYQHYK 13.3 121 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35452:180120

1379.01441 3 timecourse_ATM_combo_8hr 1379.00421 7.4 67.24 HNRNPK  HNRPK_HUMAN 4 K.IIPTLEEGLQLPSPTATS#QLPLESDAVECLNYQHYK.G 14.3 100 4.33E+06 IIPTLEEGLQLPSPTAT#SQLPLESDAVECLNYQHYK 5 120 ‐4,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35450:184650

1379.01529 3 timecourse_ATM_combo_8hr 1379.00421 8.03 62.91 HNRNPK  HNRPK_HUMAN 4 K.IIPTLEEGLQLPSPTATS#QLPLESDAVECLNYQHYK.G 18.0 100 5.86E+06 IIPTLEEGLQLPSPTATS#QLPLESDAVECLNYQHYK 7 121 ‐5,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35451:187800

999.00899 2 timecourse_ATM_combo_2hr 999.00319 5.81 59.66 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 22.1 100 5.76E+05 GSYGDLGGPIITT#QVTIPK 38.4 390 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35454:127625

999.00858 2 timecourse_ATM_ctrl1 999.00319 5.4 58.59 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 24.2 100 9.27E+05 GSYGDLGGPIITT#QVTIPK 13.2 390 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35449:137771

999.00905 2 timecourse_ATM_combo_1hr 999.00319 5.87 56.03 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 19.5 100 9.81E+05 GSYGDLGGPIITT#QVTIPK 6.9 390 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35457:137838

999.00952 2 timecourse_ATM_combo_1hr 999.00319 6.34 52.15 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 21.3 100 9.36E+05 GSYGDLGGPIITT#QVTIPK 28.9 390 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35456:137399

999.00955 2 timecourse_ATM_ctrl1 999.00319 6.38 51.25 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 21.1 100 8.59E+05 GSYGDLGGPIITT#QVTIPK 7.4 390 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35448:135540

999.00929 2 timecourse_ATM_combo_4hr 999.00319 6.11 48.54 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 13.7 100 6.28E+05 GSYGDLGGPIITT#QVTIPK 11.5 390 ‐1,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35453:134075

999.0095 2 timecourse_ATM_combo_8hr 999.00319 6.32 40.94 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIITT#QVTIPK.D 9.1 100 4.77E+05 GSYGDLGGPIIT#TQVTIPK 7.4 389 0,1 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35451:136161

1034.51008 4 combeffx_ATM_comboi 1034.50498 4.93 38.29 HNRNPK  HNRPK_HUMAN 4 K.IIPTLEEGLQLPSPTATSQLPLESDAVECLNYQHY#K.G 23.5 100 5.29E+06 IIPTLEEGLQLPSPTATS#QLPLESDAVECLNYQHYK 7.7 121 ‐1,17 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35301:77169

999.00893 2 timecourse_ATM_combo_8hr 999.00319 5.75 33.7 HNRNPK  HNRPK_HUMAN 7 R.GSYGDLGGPIIT#TQVTIPK.D 10.1 100 4.67E+05 GSYGDLGGPIIT#TQVTIPK 6.5 389 0,1 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35450:134503

1066.53822 4 timecourse_ATM_combo_4hr 1066.52871 8.93 30.38 HNRNPK  HNRPK_HUMAN 4 K.KIIPTLEEGLQLPSPTATS#QLPLESDAVECLNYQHYK.G 12.7 100 2.08E+06 KIIPTLEEGLQLPSPTATSQLPLESDAVECLNYQHY#K 2.6 138 ‐18,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein K  35453:184041

1246.86995 3 timecourse_ATM_combo_8hr 1246.86230 6.14 66.25 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY.‐ 134.3 100 1.71E+07 NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY 30.3 799 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35451:186190

1246.86947 3 timecourse_ATM_combo_8hr 1246.86230 5.75 54.11 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 100.4 100 1.27E+07 NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY 18.6 817 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35450:183120

935.40472 4 timecourse_ATM_combo_4hr 935.39855 6.6 47.32 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 287.7 100 3.22E+07 NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY 18.7 817 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35452:178610

935.40193 4 combeffx_ATM_PI3Ki 935.39855 3.61 46.41 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 15.1 100 1.90E+06 NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY 15.8 817 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35298:74756

955.39209 4 timecourse_ATM_combo_8hr 955.39013 2.05 46.33 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 22.3 100 4.11E+06 NQS#QGYNQWQQGQFWGQKPWSQHY#HQGYY 29.8 799 13.1 820 0 0 Heterogeneous nuclear ribonucleoprotein U  35450:183580

1246.86784 3 combeffx_ATM_comboi 1246.86230 4.44 46.15 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 11.7 100 3.19E+06 NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY 16.5 817 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35300:84731

1246.87034 3 timecourse_ATM_combo_4hr 1246.86230 6.45 44.1 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY.‐ 61.5 100 6.05E+06 NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY 12.3 799 0,3 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35452:178600

1246.86706 3 combeffx_ATM_comboi 1246.86230 3.82 43.99 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 7.5 100 1.31E+06 NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY 11.8 817 0,3 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35301:76659

1246.86884 3 timecourse_ATM_combo_2hr 1246.86230 5.25 39.84 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY.‐ 25.6 100 1.75E+06 NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY 12.3 799 0,3 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35455:172961

935.40452 4 timecourse_ATM_combo_4hr 935.39855 6.38 38.99 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY.‐ 270.7 100 3.21E+07 NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY 40.5 799 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35452:178590

1246.8693 3 timecourse_ATM_combo_4hr 1246.86230 5.61 34.08 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY.‐ 90.4 100 8.72E+06 NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY 38.8 799 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35453:182211

1246.87081 3 timecourse_ATM_combo_1hr 1246.86230 6.83 33.11 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 11.0 94 7.13E+05 NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY 11.8 817 0,3 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35456:183526

935.40454 4 timecourse_ATM_combo_8hr 935.39855 6.4 33.05 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 358.1 100 5.72E+07 NQSQGYNQWQQGQFWGQKPWSQHY#HQGYY 8.1 820 ‐3,5 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35450:183130

1246.87041 3 timecourse_ATM_combo_8hr 1246.86230 6.5 29.69 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY.‐ 101.0 100 1.26E+07 NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY 27.1 799 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35450:183140

1246.86914 3 timecourse_ATM_combo_8hr 1246.86230 5.49 29.64 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 138.6 100 1.71E+07 NQSQGYNQWQQGQFWGQKPWSQHY#HQGYY 9.9 820 ‐3,0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35451:186170

935.40381 4 timecourse_ATM_combo_1hr 935.39855 5.62 27.98 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY.‐ 39.3 100 4.71E+06 NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY 54.6 799 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35457:184285

935.40228 4 combeffx_ATM_PI3Ki 935.39855 3.99 26.69 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 11.5 100 1.16E+06 NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY 10.5 817 0,3 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35299:70454

955.39253 4 timecourse_ATM_combo_8hr 955.39013 2.51 24.09 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 27.2 100 4.46E+06 NQS#QGYNQWQQGQFWGQKPWSQHY#HQGYY 50.1 799 0 820 0,5 0 0 Heterogeneous nuclear ribonucleoprotein U  35451:186610

955.39266 4 timecourse_ATM_combo_4hr 955.39013 2.65 21.43 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWSQHYHQGY#Y.‐ 15.2 100 2.11E+06 NQS#QGYNQWQQGQFWGQKPWSQHYHQGY#Y 34 799 9.2 824 ‐7,0 0 0 Heterogeneous nuclear ribonucleoprotein U  35452:179020

1246.86936 3 timecourse_ATM_combo_2hr 1246.86230 5.66 21.22 HNRNPU  HNRPU_HUMAN 6 K.NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY.‐ 19.0 100 1.36E+06 NQS#QGYNQWQQGQFWGQKPWSQHYHQGYY 36.3 799 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35454:171491

1246.86934 3 timecourse_ATM_combo_4hr 1246.86230 5.65 20.54 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 86.7 100 8.72E+06 NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY 7.1 817 0,3 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35453:182221

935.40425 4 timecourse_ATM_combo_8hr 935.39855 6.09 19.3 HNRNPU  HNRPU_HUMAN 6 K.NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY.‐ 418.8 100 6.30E+07 NQSQGYNQWQQGQFWGQKPWS#QHYHQGYY 17.1 817 0 0 0 0 Heterogeneous nuclear ribonucleoprotein U  35451:186180

777.69455 3 timecourse_ATM_combo_8hr 777.68953 6.46 42.94 HNRPLL  HNRLL_HUMAN 5 K.QHSVVPS#QIFELEDGTSSYK.D 6.8 100 5.53E+05 QHSVVPS#QIFELEDGTSSYK 19.2 415 0 0 0 0 Heterogeneous nuclear ribonucleoprotein L‐like  35451:156140

777.6938 3 timecourse_ATM_combo_8hr 777.68953 5.49 35.23 HNRPLL  HNRLL_HUMAN 5 K.QHSVVPS#QIFELEDGTSSYK.D 9.2 100 5.81E+05 QHSVVPS#QIFELEDGTSSYK 19.2 415 0 0 0 0 Heterogeneous nuclear ribonucleoprotein L‐like  35450:154100

691.79841 2 timecourse_ATM_combo_4hr 691.79539 4.37 39.31 HOXC10  HXC10_HUMAN 2 K.S#DSQTPSPNEIK.T 7.2 100 3.90E+05 S#DSQTPSPNEIK 7.7 204 0,2 0 0 0 0 Homeobox protein Hox‐C10  35453:74799

691.79723 2 timecourse_ATM_combo_8hr 691.79539 2.66 39.06 HOXC10  HXC10_HUMAN 2 K.SDS#QTPSPNEIK.T 11.0 100 9.41E+05 SDS#QTPSPNEIK 18.3 206 0 0 0 0 Homeobox protein Hox‐C10  35451:75397

691.79869 2 timecourse_ATM_combo_4hr 691.79539 4.77 37.51 HOXC10  HXC10_HUMAN 2 K.SDS#QTPSPNEIK.T 8.2 100 3.79E+05 SDS#QTPSPNEIK 19.8 206 0 0 0 0 Homeobox protein Hox‐C10  35452:73099

691.79818 2 timecourse_ATM_combo_8hr 691.79539 4.03 37.1 HOXC10  HXC10_HUMAN 2 K.SDS#QTPSPNEIK.T 10.7 100 8.88E+05 SDS#QTPSPNEIK 17 206 0 0 0 0 Homeobox protein Hox‐C10  35450:74827

691.7987 2 timecourse_ATM_combo_2hr 691.79539 4.78 29.23 HOXC10  HXC10_HUMAN 2 K.SDS#QTPSPNEIK.T 4.8 100 1.45E+05 SDS#QTPSPNEIK 14 206 0 0 0 0 Homeobox protein Hox‐C10  35455:70737

905.47048 2 combeffx_ATM_comboi 905.46656 4.33 91.62 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 26.2 100 5.76E+06 KTIPSWATLSAS#QLAR 52.8 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35300:55147

841.42294 2 combeffx_ATM_comboi 841.41908 4.59 90.83 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 151.3 100 3.00E+07 TIPSWATLSAS#QLAR 30.8 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35300:49260

841.42252 2 combeffx_ATM_comboi 841.41908 4.09 87.43 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 139.2 100 1.89E+07 TIPSWATLSAS#QLAR 33.7 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35301:45014

841.42233 2 combeffx_ATM_comboi 841.41908 3.86 79.26 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 140.7 100 1.89E+07 TIPSWATLSAS#QLAR 37.4 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35301:45004

841.42091 2 combeffx_ATM_PI3Ki 841.41908 2.17 76.74 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 24.7 100 2.36E+06 TIPSWATLSAS#QLAR 45.7 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35298:44743

841.4211 2 combeffx_ATM_ctrl 841.41908 2.4 73.51 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 16.1 100 1.22E+06 TIPSWATLSAS#QLAR 28.5 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35294:48371

905.47076 2 combeffx_ATM_comboi 905.46656 4.64 69.19 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 28.8 100 3.98E+06 KTIPSWATLSAS#QLAR 52.8 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35301:50412

841.42078 2 combeffx_ATM_PI3Ki 841.41908 2.02 68.84 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 20.1 100 1.49E+06 TIPSWATLSAS#QLAR 30.8 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35299:43030

841.4241 2 timecourse_ATM_combo_8hr 841.41908 5.98 63.02 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 16.2 100 9.82E+05 TIPSWATLSAS#QLAR 43 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35451:109275

905.47064 2 combeffx_ATM_comboi 905.46656 4.52 59.95 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 28.6 100 3.98E+06 KTIPSWATLSAS#QLAR 30.7 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35301:50402

841.42142 2 combeffx_ATM_MEKi 841.41908 2.78 57.01 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 27.7 100 1.28E+06 TIPSWATLSAS#QLAR 57.8 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35297:36743

841.42133 2 combeffx_ATM_MEKi 841.41908 2.67 56.81 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 31.8 100 1.87E+06 TIPSWATLSAS#QLAR 23.3 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35296:39880

841.42432 2 timecourse_ATM_combo_8hr 841.41908 6.23 55.3 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 13.3 100 9.95E+05 TIPSWATLSAS#QLAR 15.5 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35450:108277

841.4215 2 combeffx_ATM_MEKi 841.41908 2.88 54.6 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 27.5 100 1.28E+06 TIPSWATLSAS#QLAR 42.6 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35297:36753

841.42314 2 combeffx_ATM_comboi 841.41908 4.83 49.56 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 153.3 100 3.00E+07 TIPSWATLSAS#QLAR 24.8 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35300:49270

841.42447 2 timecourse_ATM_combo_4hr 841.41908 6.41 34.78 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 11.2 100 6.27E+05 TIPSWATLSAS#QLAR 28.5 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35453:107932

603.98288 3 combeffx_ATM_comboi 603.98013 4.55 29.24 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 99.5 100 2.04E+07 KTIPSWATLSAS#QLAR 21.8 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35300:55157

603.98213 3 combeffx_ATM_ctrl 603.98013 3.31 27.78 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 10.1 100 1.38E+06 KTIPSWATLSAS#QLAR 59.1 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35294:54039

603.98201 3 combeffx_ATM_ctrl 603.98013 3.11 27.51 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 12.9 100 1.13E+06 KTIPSWATLSAS#QLAR 35 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35295:51931

561.28416 3 combeffx_ATM_comboi 561.28181 4.19 26.7 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 62.8 100 7.25E+06 TIPSWATLSAS#QLAR 20.1 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35301:45024

603.98188 3 combeffx_ATM_MEKi 603.98013 2.9 26.34 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 22.8 100 1.70E+06 KTIPSWATLSAS#QLAR 32.1 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35296:44017

603.98282 3 combeffx_ATM_comboi 603.98013 4.45 25.11 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 99.6 100 1.42E+07 KTIPSWATLSAS#QLAR 23.6 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35301:50392

561.28468 3 combeffx_ATM_comboi 561.28181 5.11 23.65 HP1BP3  HP1B3_HUMAN 2 K.TIPSWATLSAS#QLAR.A 83.5 100 1.46E+07 TIPSWATLSAS#QLAR 11 142 ‐2,0 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35300:49290

603.98219 3 combeffx_ATM_PI3Ki 603.98013 3.41 20.32 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 12.7 100 1.37E+06 KTIPSWATLSAS#QLAR 12.7 142 ‐2,0 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35299:47548

603.98229 3 combeffx_ATM_MEKi 603.98013 3.58 20.25 HP1BP3  HP1B3_HUMAN 2 K.KTIPSWATLSAS#QLAR.A 20.1 100 1.12E+06 KTIPSWATLSAS#QLAR 15 142 0 0 0 0 Heterochromatin protein 1‐binding protein 3  35297:40435

624.775 2 timecourse_ATM_combo_4hr 624.77205 4.72 46.37 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 102.9 100 1.77E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35452:55840

624.77524 2 timecourse_ATM_ctrl2 624.77205 5.11 42.66 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 74.5 100 1.08E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35447:50715

624.77505 2 timecourse_ATM_combo_8hr 624.77205 4.82 41.73 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 92.3 100 2.07E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35451:57438

624.77461 2 timecourse_ATM_combo_2hr 624.77205 4.1 37.93 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 63.5 100 1.01E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35455:53869

624.77467 2 timecourse_ATM_combo_1hr 624.77205 4.21 37.15 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 109.7 100 2.24E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35456:57731

624.77513 2 timecourse_ATM_combo_8hr 624.77205 4.93 36.91 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 85.0 100 1.96E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35450:57548

416.85267 3 timecourse_ATM_combo_8hr 416.85046 5.3 35.37 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 47.0 100 7.58E+05 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35450:57558

624.77427 2 timecourse_ATM_combo_1hr 624.77205 3.55 33.87 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 93.4 100 2.19E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35457:57995

624.77527 2 timecourse_ATM_combo_2hr 624.77205 5.15 32.49 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 72.2 100 1.13E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35454:54862

624.7751 2 timecourse_ATM_combo_4hr 624.77205 4.88 31.69 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 101.1 100 1.87E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35453:57058

624.77562 2 timecourse_ATM_ctrl2 624.77205 5.71 30.35 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 71.6 100 9.51E+05 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35446:50120

624.77564 2 timecourse_ATM_ctrl1 624.77205 5.75 27.94 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 92.4 100 1.51E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35448:58107

416.85267 3 timecourse_ATM_combo_4hr 416.85046 5.3 25.99 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 69.1 100 7.24E+05 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35453:57068

624.77489 2 timecourse_ATM_ctrl1 624.77205 4.55 25.78 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 95.5 100 1.66E+06 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35449:58849

416.8521 3 timecourse_ATM_combo_1hr 416.85046 3.93 21.92 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 47.0 100 7.51E+05 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35457:58005

416.85298 3 timecourse_ATM_ctrl1 416.85046 6.05 21.08 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 50.7 100 6.58E+05 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35448:58117

416.85273 3 timecourse_ATM_combo_2hr 416.85046 5.45 20.12 HSP90AA1  HS90A_HUMAN 5 K.LGIHEDS#QNR.K 38.6 100 4.11E+05 LGIHEDS#QNR 1000 453 0 0 0 0 Heat shock protein HSP 90‐alpha  35454:54872

663.01196 3 timecourse_ATM_combo_8hr 663.00781 6.26 45.95 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 25.1 94 1.33E+06 KHS#QFIGYPITLFVEK 41.8 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35451:135561

663.01209 3 timecourse_ATM_combo_8hr 663.00781 6.46 30.19 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 24.6 94 1.33E+06 KHS#QFIGYPITLFVEK 41.3 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35451:135571

663.01124 3 timecourse_ATM_ctrl1 663.00781 5.17 26.24 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 13.1 94 6.99E+05 KHS#QFIGYPITLFVEK 27.7 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35449:137081

663.01181 3 timecourse_ATM_combo_8hr 663.00781 6.03 24.93 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 27.4 100 2.35E+06 KHS#QFIGYPITLFVEK 46.9 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35450:133913

663.01005 3 combeffx_ATM_ctrl 663.00781 3.38 24.58 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 3.8 100 3.40E+05 KHS#QFIGYPITLFVEK 30.2 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35295:58278

663.0119 3 timecourse_ATM_combo_1hr 663.00781 6.17 21.35 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 15.6 100 1.22E+06 KHS#QFIGYPITLFVEK 36.3 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35456:136699

663.01186 3 timecourse_ATM_combo_4hr 663.00781 6.11 20.97 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 14.7 100 1.02E+06 KHS#QFIGYPITLFVEK 44 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35453:133425

663.01117 3 timecourse_ATM_combo_2hr 663.00781 5.07 20.55 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 13.5 100 7.76E+05 KHS#QFIGYPITLFVEK 33.3 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35454:126995

663.01159 3 timecourse_ATM_combo_4hr 663.00781 5.7 19.79 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 11.6 100 1.04E+06 KHS#QFIGYPITLFVEK 37.1 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35452:130988

663.01194 3 timecourse_ATM_combo_8hr 663.00781 6.23 18.64 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 28.6 100 2.25E+06 KHS#QFIGYPITLFVEK 31.9 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35450:133923

663.01174 3 timecourse_ATM_combo_1hr 663.00781 5.93 17.77 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 19.3 100 1.20E+06 KHS#QFIGYPITLFVEK 37.1 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35457:137148

663.01243 3 timecourse_ATM_combo_4hr 663.00781 6.97 17.21 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 14.3 100 1.07E+06 KHS#QFIGYPITLFVEK 21.5 41 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35452:130998

663.01154 3 timecourse_ATM_combo_2hr 663.00781 5.63 14.75 HSP90AA5P  HS905_HUMAN 5 K.KHS#QFIGYPITLFVEK.K 15.6 100 8.54E+05 KHS#QFIGYPITLFVEK 9.9 41 0,5 0 0 0 0 Putative heat shock protein HSP 90‐alpha A5  35455:127230

964.38991 2 timecourse_ATM_combo_4hr 964.38530 4.78 73.63 HSP90AB1  HS90B_HUMAN 3 R.NPDDIT#QEEYGEFYK.S 8.8 100 4.68E+05 NPDDIT#QEEYGEFYK 62.6 297 0 0 0 0 Heat shock protein HSP 90‐beta  35453:128521

964.39003 2 timecourse_ATM_ctrl1 964.38530 4.92 70.07 HSP90AB1  HS90B_HUMAN 3 R.NPDDIT#QEEYGEFYK.S 4.9 100 2.62E+05 NPDDIT#QEEYGEFYK 46.7 297 0 0 0 0 Heat shock protein HSP 90‐beta  35449:132138

964.39109 2 timecourse_ATM_combo_1hr 964.38530 6 65.94 HSP90AB1  HS90B_HUMAN 3 R.NPDDIT#QEEYGEFYK.S 3.8 100 2.01E+05 NPDDIT#QEEYGEFYK 49 297 0 0 0 0 Heat shock protein HSP 90‐beta  35456:131688

964.3882 2 timecourse_ATM_combo_8hr 964.38530 3.01 64.58 HSP90AB1  HS90B_HUMAN 3 R.NPDDIT#QEEYGEFYK.S 23.2 100 1.80E+06 NPDDIT#QEEYGEFYK 59.1 297 0 0 0 0 Heat shock protein HSP 90‐beta  35451:130527

964.38975 2 timecourse_ATM_combo_1hr 964.38530 4.61 62.26 HSP90AB1  HS90B_HUMAN 3 R.NPDDIT#QEEYGEFYK.S 5.1 100 2.64E+05 NPDDIT#QEEYGEFYK 55.1 297 0 0 0 0 Heat shock protein HSP 90‐beta  35457:131876

964.38953 2 timecourse_ATM_combo_4hr 964.38530 4.39 62.03 HSP90AB1  HS90B_HUMAN 3 R.NPDDIT#QEEYGEFYK.S 9.0 100 5.03E+05 NPDDIT#QEEYGEFYK 55.1 297 0 0 0 0 Heat shock protein HSP 90‐beta  35452:126194

964.38982 2 timecourse_ATM_combo_2hr 964.38530 4.69 57.79 HSP90AB1  HS90B_HUMAN 3 R.NPDDIT#QEEYGEFYK.S 4.5 100 1.52E+05 NPDDIT#QEEYGEFYK 44.3 297 0 0 0 0 Heat shock protein HSP 90‐beta  35455:122366

964.3882 2 timecourse_ATM_combo_8hr 964.38530 3.01 57.57 HSP90AB1  HS90B_HUMAN 3 R.NPDDIT#QEEYGEFYK.S 24.0 100 1.67E+06 NPDDIT#QEEYGEFYK 73.7 297 0 0 0 0 Heat shock protein HSP 90‐beta  35450:129038

900.34302 2 timecourse_ATM_combo_8hr 900.33782 5.78 47.64 HSP90AB1  HS90B_HUMAN 3 R.NPDDIT#QEEYGEFY.K 6.9 100 8.46E+05 NPDDIT#QEEYGEFY 82.9 297 0 0 0 0 Heat shock protein HSP 90‐beta  35450:118640

673.01569 3 timecourse_ATM_combo_8hr 673.01132 6.49 54.18 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 34.1 100 2.50E+06 KHS#QFIGYPITLYLEK 50.6 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35450:136093

673.01488 3 timecourse_ATM_ctrl1 673.01132 5.29 41.11 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 16.6 100 1.07E+06 KHS#QFIGYPITLYLEK 61.1 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35449:139331

673.01618 3 timecourse_ATM_combo_8hr 673.01132 7.22 40.99 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 32.7 100 2.74E+06 KHS#QFIGYPITLYLEK 33.4 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35451:137871

673.01622 3 timecourse_ATM_ctrl1 673.01132 7.28 39.86 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 18.7 100 1.03E+06 KHS#QFIGYPITLYLEK 47.5 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35448:137250

673.01603 3 timecourse_ATM_ctrl2 673.01132 7 37.4 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 14.4 100 6.69E+05 KHS#QFIGYPITLYLEK 45.9 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35446:122789

673.01615 3 timecourse_ATM_combo_1hr 673.01132 7.18 36.52 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 19.9 100 1.34E+06 KHS#QFIGYPITLYLEK 58.8 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35456:139179

673.01421 3 combeffx_ATM_comboi 673.01132 4.29 36.43 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 8.4 100 1.56E+06 KHS#QFIGYPITLYLEK 47.5 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35300:63293

673.01538 3 timecourse_ATM_combo_2hr 673.01132 6.03 36.25 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 23.2 100 9.73E+05 KHS#QFIGYPITLYLEK 36.3 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35454:129285

673.01592 3 timecourse_ATM_combo_4hr 673.01132 6.83 34.92 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 17.9 100 1.08E+06 KHS#QFIGYPITLYLEK 47.5 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35452:133208

673.01524 3 timecourse_ATM_combo_2hr 673.01132 5.82 33.55 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 20.2 100 1.01E+06 KHS#QFIGYPITLYLEK 55.7 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35455:129450

673.01544 3 timecourse_ATM_combo_4hr 673.01132 6.14 31.01 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 18.2 100 1.18E+06 KHS#QFIGYPITLYLEK 58.8 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35453:135885

673.01505 3 timecourse_ATM_combo_1hr 673.01132 5.54 28.54 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 17.5 100 1.32E+06 KHS#QFIGYPITLYLEK 27.8 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35457:139518

673.01558 3 timecourse_ATM_ctrl2 673.01132 6.33 24.92 HSP90AB3P  H90B3_HUMAN 3 K.KHS#QFIGYPITLYLEK.E 12.5 100 7.23E+05 KHS#QFIGYPITLYLEK 41.3 185 0 0 0 0 Putative heat shock protein HSP 90‐beta‐3  35447:125176

933.44047 2 timecourse_ATM_combo_8hr 933.43564 5.17 54.47 HSP90B1  ENPL_HUMAN 4 R.EEEAIQLDGLNAS#QIR.E 6.5 100 3.69E+05 EEEAIQLDGLNAS#QIR 1000 64 0 0 0 0 Endoplasmin  35451:125277

933.44085 2 timecourse_ATM_combo_8hr 933.43564 5.58 53.01 HSP90B1  ENPL_HUMAN 4 R.EEEAIQLDGLNAS#QIR.E 6.0 100 3.30E+05 EEEAIQLDGLNAS#QIR 1000 64 0 0 0 0 Endoplasmin  35450:123848

812.68782 3 timecourse_ATM_ctrl1 812.68350 5.32 52.76 HSP90B1  ENPL_HUMAN 4 R.LTESPCALVAS#QYGWSGNMER.I 9.8 100 7.44E+05 LTESPCALVAS#QYGWSGNMER 18.3 650 0 0 0 0 Endoplasmin  35448:158170

1218.52801 2 timecourse_ATM_ctrl1 1218.52161 5.25 42.17 HSP90B1  ENPL_HUMAN 4 R.LTESPCALVAS#QYGWSGNMER.I 4.1 100 2.39E+05 LTESPCALVAS#QYGWSGNMER 15.5 650 0 0 0 0 Endoplasmin  35449:160609

812.68732 3 timecourse_ATM_ctrl1 812.68350 4.7 38.28 HSP90B1  ENPL_HUMAN 4 R.LTESPCALVAS#QYGWSGNMER.I 9.8 100 6.97E+05 LTESPCALVAS#QYGWSGNMER 7.5 650 0,2 0 0 0 0 Endoplasmin  35449:160599

1203.25401 3 timecourse_ATM_combo_1hr 1203.24872 4.4 62.86 HSPA1L  HS71L_HUMAN 26 R.NSTIPTKQT#QIFTTYSDNQPGVLIQVYEGER.A 12.9 100 1.27E+06 NSTIPTKQTQIFT#TYSDNQPGVLIQVYEGER 0 431 ‐11,0 0 0 0 0 Heat shock 70 kDa protein 1‐like  35457:183365

1203.25564 3 timecourse_ATM_combo_1hr 1203.24872 5.75 49.15 HSPA1L  HS71L_HUMAN 26 R.NSTIPTKQT#QIFTTYSDNQPGVLIQVYEGER.A 11.9 100 1.13E+06 NSTIPTKQTQIFTT#YSDNQPGVLIQVYEGER 5.8 432 ‐12,0 0 0 0 0 Heat shock 70 kDa protein 1‐like  35456:182546

1203.25184 3 timecourse_ATM_ctrl1 1203.24872 2.6 48.59 HSPA1L  HS71L_HUMAN 26 R.NSTIPTKQT#QIFTTYSDNQPGVLIQVYEGER.A 15.2 100 1.10E+06 NSTIPTKQTQIFT#TYSDNQPGVLIQVYEGER 0 431 ‐11,1 0 0 0 0 Heat shock 70 kDa protein 1‐like  35449:181959

1203.25376 3 timecourse_ATM_combo_2hr 1203.24872 4.19 46.29 HSPA1L  HS71L_HUMAN 26 R.NSTIPT#KQTQIFTTYSDNQPGVLIQVYEGER.A 17.3 100 1.06E+06 NSTIPTKQTQIFTT#YSDNQPGVLIQVYEGER 5.4 432 ‐12,1 0 0 0 0 Heat shock 70 kDa protein 1‐like  35455:172031

1203.2532 3 timecourse_ATM_combo_4hr 1203.24872 3.72 44.76 HSPA1L  HS71L_HUMAN 26 R.NSTIPTKQTQIFTT#YSDNQPGVLIQVYEGER.A 8.0 100 9.88E+05 NSTIPT#KQTQIFTTYSDNQPGVLIQVYEGER 4.9 424 ‐4,0 0 0 0 0 Heat shock 70 kDa protein 1‐like  35453:181211

1203.25651 3 timecourse_ATM_ctrl2 1203.24872 6.47 43.18 HSPA1L  HS71L_HUMAN 26 R.NSTIPTKQT#QIFTTYSDNQPGVLIQVYEGER.A 10.8 100 6.33E+05 NSTIPTKQTQIFT#TYSDNQPGVLIQVYEGER 18.3 431 0 0 0 0 Heat shock 70 kDa protein 1‐like  35446:166332

1203.25597 3 timecourse_ATM_ctrl1 1203.24872 6.03 41.91 HSPA1L  HS71L_HUMAN 26 R.NSTIPTKQTQIFTTY#SDNQPGVLIQVYEGER.A 15.7 100 1.02E+06 NSTIPTKQTQIFT#TYSDNQPGVLIQVYEGER 6.4 431 ‐11,2 0 0 0 0 Heat shock 70 kDa protein 1‐like  35448:178960

1203.25377 3 timecourse_ATM_combo_8hr 1203.24872 4.2 37.44 HSPA1L  HS71L_HUMAN 26 R.NSTIPTKQT#QIFTTYSDNQPGVLIQVYEGER.A 13.5 100 1.26E+06 NSTIPTKQTQIFTT#YSDNQPGVLIQVYEGER 7.7 432 ‐12,2 0 0 0 0 Heat shock 70 kDa protein 1‐like  35451:185310

1203.25559 3 timecourse_ATM_combo_2hr 1203.24872 5.71 32.83 HSPA1L  HS71L_HUMAN 26 R.NSTIPTKQTQIFT#TYSDNQPGVLIQVYEGER.A 11.4 100 7.72E+05 NSTIPTKQTQIFTT#YSDNQPGVLIQVYEGER 0 432 ‐12,0 0 0 0 0 Heat shock 70 kDa protein 1‐like  35454:170571

902.69382 4 timecourse_ATM_ctrl2 902.68836 6.05 30.19 HSPA1L  HS71L_HUMAN 26 R.NSTIPTKQT#QIFTTYSDNQPGVLIQVYEGER.A 5.8 100 3.77E+05 NSTIPTKQTQIFT#TYSDNQPGVLIQVYEGER 0 431 ‐11,0 0 0 0 0 Heat shock 70 kDa protein 1‐like  35446:166322

782.30251 2 timecourse_ATM_combo_8hr 782.29763 6.24 81.22 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 62.1 100 1.05E+06 AESEEMETS#QAGSK 32.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35451:96643

782.30233 2 timecourse_ATM_combo_1hr 782.29763 6.01 71.47 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 23.0 100 3.37E+05 AESEEMETS#QAGSK 32.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35456:97124

782.3024 2 timecourse_ATM_combo_8hr 782.29763 6.11 70.77 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 69.5 100 1.00E+06 AESEEMETS#QAGSK 32.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35450:95677

782.30214 2 timecourse_ATM_combo_2hr 782.29763 5.77 66.59 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 21.7 100 2.01E+05 AESEEMETS#QAGSK 24.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35455:90255

782.30265 2 timecourse_ATM_combo_2hr 782.29763 6.42 63 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 23.3 100 2.41E+05 AESEEMETS#QAGSK 32.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35454:90599

782.30172 2 timecourse_ATM_combo_4hr 782.29763 5.23 61.21 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 41.7 100 5.69E+05 AESEEMETS#QAGSK 32.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35452:93611

782.30174 2 timecourse_ATM_ctrl1 782.29763 5.25 61.05 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 15.6 100 2.18E+05 AESEEMETS#QAGSK 28.9 552 0 0 0 0 Heat shock 70 kDa protein 4  35449:97544

782.30188 2 timecourse_ATM_combo_4hr 782.29763 5.43 59.69 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 39.4 100 5.93E+05 AESEEMETS#QAGSK 24.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35453:95382

782.303 2 timecourse_ATM_ctrl1 782.29763 6.86 56.71 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 15.2 100 2.23E+05 AESEEMETS#QAGSK 32.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35448:96437

1042.44734 4 timecourse_ATM_combo_8hr 1042.44140 5.7 53.34 HSPA4  HSP74_HUMAN 8 K.MQVDQEEPHVEEQQQQTPAENKAESEEMETS#QAGSK.D 5.0 100 4.02E+05 MQVDQEEPHVEEQQQQTPAENKAESEEMETS#QAG 8.6 552 0,4 0 0 0 0 Heat shock 70 kDa protein 4  35450:184770

782.30226 2 timecourse_ATM_ctrl2 782.29763 5.92 53.32 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 13.7 100 1.05E+05 AESEEMETS#QAGSK 10.3 552 ‐1,0 0 0 0 0 Heat shock 70 kDa protein 4  35446:83709

782.30105 2 timecourse_ATM_combo_1hr 782.29763 4.37 47.77 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 23.0 100 3.20E+05 AESEEMETS#QAGSK 32.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35457:97050

1042.44792 4 timecourse_ATM_combo_1hr 1042.44140 6.25 47.68 HSPA4  HSP74_HUMAN 8 K.MQVDQEEPHVEEQQQQTPAENKAESEEMETS#QAGSK.D 7.4 100 4.51E+05 MQVDQEEPHVEEQQQQTPAENKAESEEMET#SQAG 0 551 0,1 0 0 0 0 Heat shock 70 kDa protein 4  35456:185126

782.30236 2 timecourse_ATM_ctrl2 782.29763 6.05 41.39 HSPA4  HSP74_HUMAN 8 K.AESEEMETS#QAGSK.D 12.6 100 1.34E+05 AESEEMETS#QAGSK 32.4 552 0 0 0 0 Heat shock 70 kDa protein 4  35447:85046

1042.44643 4 timecourse_ATM_combo_4hr 1042.44140 4.83 26.77 HSPA4  HSP74_HUMAN 8 K.MQVDQEEPHVEEQQQQTPAENKAESEEMETS#QAGSK.D 16.2 100 8.17E+05 MQVDQEEPHVEEQQQQTPAENKAESEEMET#SQAG 0 551 ‐5,0 0 0 0 0 Heat shock 70 kDa protein 4  35453:183881

1031.49073 2 combeffx_ATM_comboi 1031.48570 4.88 81.46 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 10.9 100 2.49E+06 TVTNAVVTVPAYFNDS#QR 66.6 153 0 0 0 0 Heat shock cognate 71 kDa protein  35300:64695

1031.49124 2 timecourse_ATM_combo_8hr 1031.48570 5.38 72.88 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 86.7 100 8.50E+06 TVTNAVVTVPAYFNDS#QR 50.7 153 0 0 0 0 Heat shock cognate 71 kDa protein  35451:141081

1031.49175 2 timecourse_ATM_combo_1hr 1031.48570 5.87 71.13 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 39.2 100 2.55E+06 TVTNAVVTVPAYFNDS#QR 37.2 153 0 0 0 0 Heat shock cognate 71 kDa protein  35456:142299

1031.49028 2 combeffx_ATM_comboi 1031.48570 4.44 66.71 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 11.5 100 1.71E+06 TVTNAVVTVPAYFNDS#QR 71.2 153 0 0 0 0 Heat shock cognate 71 kDa protein  35301:59447

687.9968 3 timecourse_ATM_combo_8hr 687.99289 5.68 65.79 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 119.3 100 1.27E+07 TVTNAVVTVPAYFNDS#QR 56.2 153 0 0 0 0 Heat shock cognate 71 kDa protein  35451:141091

1031.49075 2 timecourse_ATM_combo_1hr 1031.48570 4.9 65.58 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 33.4 100 2.40E+06 TVTNAVVTVPAYFNDS#QR 34.5 153 0 0 0 0 Heat shock cognate 71 kDa protein  35457:142610

687.99583 3 combeffx_ATM_comboi 687.99289 4.27 63.95 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 33.8 100 8.78E+06 TVTNAVVTVPAYFNDS#QR 35.3 153 0 0 0 0 Heat shock cognate 71 kDa protein  35300:64685

639.99973 3 combeffx_ATM_PI3Ki 639.99797 2.75 62.91 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 18.3 100 1.87E+06 LDKS#QIHDIVLVGGSTR 155.1 329 0 0 0 0 Heat shock cognate 71 kDa protein  35298:53535

687.99682 3 timecourse_ATM_combo_4hr 687.99289 5.71 59.7 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 62.9 100 4.50E+06 TVTNAVVTVPAYFNDS#QR 45.2 153 0 0 0 0 Heat shock cognate 71 kDa protein  35452:136167

1203.91548 3 timecourse_ATM_combo_1hr 1203.90848 5.81 59.59 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQT#FTTYSDNQPGVLIQVYEGER.A 30.5 100 2.81E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 20.2 425 0 0 0 0 Heat shock cognate 71 kDa protein  35457:183395

639.99988 3 combeffx_ATM_PI3Ki 639.99797 2.98 57.85 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 23.1 100 1.63E+06 LDKS#QIHDIVLVGGSTR 141.7 329 0 0 0 0 Heat shock cognate 71 kDa protein  35299:50946

1031.49121 2 timecourse_ATM_combo_2hr 1031.48570 5.34 56.7 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 33.6 100 1.41E+06 TVTNAVVTVPAYFNDS#QR 25.8 153 0 0 0 0 Heat shock cognate 71 kDa protein  35454:132245

687.99607 3 timecourse_ATM_combo_2hr 687.99289 4.62 54.59 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 50.6 100 2.12E+06 TVTNAVVTVPAYFNDS#QR 32.4 153 0 0 0 0 Heat shock cognate 71 kDa protein  35455:132430

1031.49088 2 timecourse_ATM_combo_2hr 1031.48570 5.02 53.65 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 29.7 100 1.33E+06 TVTNAVVTVPAYFNDS#QR 20.1 153 0 0 0 0 Heat shock cognate 71 kDa protein  35455:132440

687.99663 3 timecourse_ATM_combo_8hr 687.99289 5.45 53.49 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 139.5 100 1.32E+07 TVTNAVVTVPAYFNDS#QR 38.5 153 0 0 0 0 Heat shock cognate 71 kDa protein  35450:139193

687.99661 3 timecourse_ATM_combo_4hr 687.99289 5.41 52.93 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 56.5 100 4.31E+06 TVTNAVVTVPAYFNDS#QR 58.4 153 0 0 0 0 Heat shock cognate 71 kDa protein  35453:138887

1031.49157 2 timecourse_ATM_ctrl1 1031.48570 5.69 52.86 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 12.9 100 7.35E+05 TVTNAVVTVPAYFNDS#QR 59.1 153 0 0 0 0 Heat shock cognate 71 kDa protein  35448:140308

640.00147 3 timecourse_ATM_combo_2hr 639.99797 5.47 52.79 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 14.9 100 9.95E+05 LDKS#QIHDIVLVGGSTR 110.8 329 0 0 0 0 Heat shock cognate 71 kDa protein  35455:121546

640.00096 3 combeffx_ATM_comboi 639.99797 4.67 51.97 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 15.5 100 3.15E+06 LDKS#QIHDIVLVGGSTR 155.1 329 0 0 0 0 Heat shock cognate 71 kDa protein  35300:59312

1031.4917 2 timecourse_ATM_combo_4hr 1031.48570 5.82 51.63 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 35.4 100 2.29E+06 TVTNAVVTVPAYFNDS#QR 23.6 153 0 0 0 0 Heat shock cognate 71 kDa protein  35452:136177

640.0012 3 timecourse_ATM_combo_4hr 639.99797 5.05 51.36 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 13.6 100 1.67E+06 LDKS#QIHDIVLVGGSTR 166.7 329 0 0 0 0 Heat shock cognate 71 kDa protein  35452:125354

1203.91566 3 timecourse_ATM_combo_2hr 1203.90848 5.96 51.15 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFTTY#SDNQPGVLIQVYEGER.A 39.2 100 2.23E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 0 425 0,5 0 0 0 0 Heat shock cognate 71 kDa protein  35455:172061

640.00061 3 combeffx_ATM_comboi 639.99797 4.12 51.04 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 18.5 100 2.08E+06 LDKS#QIHDIVLVGGSTR 116.1 329 0 0 0 0 Heat shock cognate 71 kDa protein  35301:54139

639.99954 3 combeffx_ATM_ctrl 639.99797 2.45 50.96 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 16.5 100 1.72E+06 LDKS#QIHDIVLVGGSTR 104 329 0 0 0 0 Heat shock cognate 71 kDa protein  35294:58124



687.99621 3 timecourse_ATM_combo_1hr 687.99289 4.83 50.61 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 58.1 100 3.91E+06 TVTNAVVTVPAYFNDS#QR 23.6 153 0 0 0 0 Heat shock cognate 71 kDa protein  35457:142600

1203.9161 3 timecourse_ATM_ctrl2 1203.90848 6.33 50.52 HSPA8  HSP7C_HUMAN 10 R.NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER.A 29.4 100 2.03E+06 NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER 10.4 422 0,5 0 0 0 0 Heat shock cognate 71 kDa protein  35447:170013

687.99683 3 timecourse_ATM_combo_1hr 687.99289 5.73 50.41 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 56.6 100 3.83E+06 TVTNAVVTVPAYFNDS#QR 32.5 153 0 0 0 0 Heat shock cognate 71 kDa protein  35456:142289

903.18904 4 timecourse_ATM_combo_8hr 903.18318 6.49 50.25 HSPA8  HSP7C_HUMAN 10 R.NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER.A 11.0 100 1.26E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 7 425 ‐7,4 0 0 0 0 Heat shock cognate 71 kDa protein  35451:185340

1203.91648 3 timecourse_ATM_combo_8hr 1203.90848 6.64 49.57 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFTT#YSDNQPGVLIQVYEGER.A 19.3 100 2.02E+06 NTTIPTKQTQTFT#TYSDNQPGVLIQVYEGER 10 429 ‐10,1 0 0 0 0 Heat shock cognate 71 kDa protein  35450:182330

687.99608 3 timecourse_ATM_ctrl1 687.99289 4.64 47.82 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 18.3 100 1.07E+06 TVTNAVVTVPAYFNDS#QR 45.2 153 0 0 0 0 Heat shock cognate 71 kDa protein  35449:142511

1031.49124 2 timecourse_ATM_combo_8hr 1031.48570 5.37 45.7 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 90.4 100 7.53E+06 TVTNAVVTVPAYFNDS#QR 21.8 153 0 0 0 0 Heat shock cognate 71 kDa protein  35450:139183

903.18819 4 timecourse_ATM_ctrl1 903.18318 5.55 43.49 HSPA8  HSP7C_HUMAN 10 R.NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER.A 17.8 100 1.55E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 0 425 ‐7,2 0 0 0 0 Heat shock cognate 71 kDa protein  35449:182009

903.18888 4 timecourse_ATM_ctrl2 903.18318 6.31 43.19 HSPA8  HSP7C_HUMAN 10 R.NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER.A 17.2 100 1.05E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 0 425 0,2 0 0 0 0 Heat shock cognate 71 kDa protein  35447:170003

640.00161 3 timecourse_ATM_ctrl2 639.99797 5.69 43.01 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 13.0 100 1.04E+06 LDKS#QIHDIVLVGGSTR 110 329 0 0 0 0 Heat shock cognate 71 kDa protein  35447:117054

1031.49158 2 timecourse_ATM_combo_4hr 1031.48570 5.7 42.6 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 34.6 100 2.68E+06 TVTNAVVTVPAYFNDS#QR 44.4 153 0 0 0 0 Heat shock cognate 71 kDa protein  35453:138897

640.00193 3 timecourse_ATM_ctrl2 639.99797 6.19 42.13 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 12.7 100 1.02E+06 LDKS#QIHDIVLVGGSTR 112.4 329 0 0 0 0 Heat shock cognate 71 kDa protein  35446:114905

1031.4914 2 timecourse_ATM_ctrl1 1031.48570 5.53 40.9 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 10.8 100 7.48E+05 TVTNAVVTVPAYFNDS#QR 25.8 153 0 0 0 0 Heat shock cognate 71 kDa protein  35449:142521

903.18859 4 timecourse_ATM_combo_2hr 903.18318 5.99 40.54 HSPA8  HSP7C_HUMAN 10 R.NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER.A 15.2 100 1.01E+06 NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER 6.7 422 0,7 0 0 0 0 Heat shock cognate 71 kDa protein  35454:170601

903.18899 4 timecourse_ATM_combo_4hr 903.18318 6.43 40.36 HSPA8  HSP7C_HUMAN 10 R.NTT#IPTKQTQTFTTYSDNQPGVLIQVYEGER.A 17.7 100 1.47E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 0 425 ‐7,2 0 0 0 0 Heat shock cognate 71 kDa protein  35453:181241

640.00159 3 timecourse_ATM_combo_2hr 639.99797 5.66 39.81 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 13.9 100 9.47E+05 LDKS#QIHDIVLVGGSTR 133.7 329 0 0 0 0 Heat shock cognate 71 kDa protein  35454:121251

1203.91503 3 timecourse_ATM_ctrl1 1203.90848 5.44 39.5 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFT#TYSDNQPGVLIQVYEGER.A 37.4 100 2.75E+06 NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER 3.5 422 0,7 0 0 0 0 Heat shock cognate 71 kDa protein  35449:181999

903.18899 4 timecourse_ATM_combo_8hr 903.18318 6.43 39.11 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFTT#YSDNQPGVLIQVYEGER.A 12.5 100 1.29E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 0 425 ‐3,5 0 0 0 0 Heat shock cognate 71 kDa protein  35450:182320

1203.91631 3 timecourse_ATM_ctrl2 1203.90848 6.5 38.63 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFT#TYSDNQPGVLIQVYEGER.A 24.1 100 1.42E+06 NT#TIPTKQTQTFTTYSDNQPGVLIQVYEGER 0 418 0,11 0 0 0 0 Heat shock cognate 71 kDa protein  35446:166372

1203.91636 3 timecourse_ATM_combo_8hr 1203.90848 6.55 37.64 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFTT#YSDNQPGVLIQVYEGER.A 26.0 100 2.62E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 3 425 ‐7,0 0 0 0 0 Heat shock cognate 71 kDa protein  35451:185350

640.00097 3 timecourse_ATM_ctrl1 639.99797 4.69 36.98 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 8.4 94 7.67E+05 LDKS#QIHDIVLVGGSTR 120.7 329 0 0 0 0 Heat shock cognate 71 kDa protein  35449:131318

903.18927 4 timecourse_ATM_combo_4hr 903.18318 6.74 36.58 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFTTYS#DNQPGVLIQVYEGER.A 16.5 100 1.64E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 0 425 ‐7,7 0 0 0 0 Heat shock cognate 71 kDa protein  35452:177670

1203.91635 3 timecourse_ATM_ctrl1 1203.90848 6.54 36.17 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER.A 32.6 100 2.81E+06 NT#TIPTKQTQTFTTYSDNQPGVLIQVYEGER 0 418 0,11 0 0 0 0 Heat shock cognate 71 kDa protein  35448:179000

903.1886 4 timecourse_ATM_combo_2hr 903.18318 6 34.94 HSPA8  HSP7C_HUMAN 10 R.NTT#IPTKQTQTFTTYSDNQPGVLIQVYEGER.A 20.1 100 1.14E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 0 425 ‐7,5 0 0 0 0 Heat shock cognate 71 kDa protein  35455:172071

1203.91676 3 timecourse_ATM_combo_1hr 1203.90848 6.88 34 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFTTYS#DNQPGVLIQVYEGER.A 32.4 100 2.84E+06 NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER 6 422 0,5 0 0 0 0 Heat shock cognate 71 kDa protein  35456:182566

903.18904 4 timecourse_ATM_ctrl2 903.18318 6.5 33.85 HSPA8  HSP7C_HUMAN 10 R.NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER.A 13.5 100 1.10E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 1.7 425 ‐3,0 0 0 0 0 Heat shock cognate 71 kDa protein  35446:166362

640.00122 3 timecourse_ATM_combo_1hr 639.99797 5.08 30.45 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 17.3 94 1.26E+06 LDKS#QIHDIVLVGGSTR 100.7 329 0 0 0 0 Heat shock cognate 71 kDa protein  35457:130986

687.99469 3 combeffx_ATM_PI3Ki 687.99289 2.62 29.53 HSPA8  HSP7C_HUMAN 12 K.TVTNAVVTVPAYFNDS#QR.Q 9.6 100 9.22E+05 TVTNAVVTVPAYFNDS#QR 46.6 153 0 0 0 0 Heat shock cognate 71 kDa protein  35299:55391

640.0017 3 timecourse_ATM_combo_4hr 639.99797 5.83 29.1 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 15.2 100 1.74E+06 LDKS#QIHDIVLVGGSTR 89.3 329 0 0 0 0 Heat shock cognate 71 kDa protein  35453:127701

903.18887 4 timecourse_ATM_ctrl1 903.18318 6.3 27.26 HSPA8  HSP7C_HUMAN 10 R.NTT#IPTKQTQTFTTYSDNQPGVLIQVYEGER.A 15.1 100 1.37E+06 NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER 2.1 422 0,7 0 0 0 0 Heat shock cognate 71 kDa protein  35448:178990

1203.91652 3 timecourse_ATM_combo_4hr 1203.90848 6.68 27.23 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFTT#YSDNQPGVLIQVYEGER.A 25.6 100 2.02E+06 NTTIPTKQT#QTFTTYSDNQPGVLIQVYEGER 0 425 ‐7,6 0 0 0 0 Heat shock cognate 71 kDa protein  35452:177660

1203.91533 3 timecourse_ATM_combo_2hr 1203.90848 5.69 26.75 HSPA8  HSP7C_HUMAN 10 R.NTTIPTKQTQTFTT#YSDNQPGVLIQVYEGER.A 29.9 100 1.92E+06 NTTIPTKQTQTFT#TYSDNQPGVLIQVYEGER 17.5 429 0 0 0 0 Heat shock cognate 71 kDa protein  35454:170591

1203.91598 3 timecourse_ATM_combo_4hr 1203.90848 6.23 26.44 HSPA8  HSP7C_HUMAN 10 R.NTTIPT#KQTQTFTTYSDNQPGVLIQVYEGER.A 34.2 100 2.86E+06 NTTIPTKQTQTFT#TYSDNQPGVLIQVYEGER 14.2 429 0 0 0 0 Heat shock cognate 71 kDa protein  35453:181231

639.99952 3 combeffx_ATM_ctrl 639.99797 2.42 24.85 HSPA8  HSP7C_HUMAN 10 K.LDKS#QIHDIVLVGGSTR.I 15.6 100 1.47E+06 LDKS#QIHDIVLVGGSTR 103.2 329 0 0 0 0 Heat shock cognate 71 kDa protein  35295:55879

887.91658 2 timecourse_ATM_combo_4hr 887.91163 5.57 62.84 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 21.8 100 1.43E+06 NAVITVPAYFNDS#QR 31.9 200 0 0 0 0 Stress‐70 protein, mitochondrial  35453:116083

887.91608 2 timecourse_ATM_ctrl1 887.91163 5.01 51.94 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 10.1 100 4.97E+05 NAVITVPAYFNDS#QR 38.7 200 0 0 0 0 Stress‐70 protein, mitochondrial  35449:119251

887.91651 2 timecourse_ATM_combo_8hr 887.91163 5.5 50.18 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 14.4 100 1.24E+06 NAVITVPAYFNDS#QR 31.9 200 0 0 0 0 Stress‐70 protein, mitochondrial  35450:116440

887.91645 2 timecourse_ATM_combo_8hr 887.91163 5.43 45.64 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 13.8 100 1.32E+06 NAVITVPAYFNDS#QR 37.5 200 0 0 0 0 Stress‐70 protein, mitochondrial  35451:117602

887.91605 2 timecourse_ATM_combo_2hr 887.91163 4.98 42.93 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 32.4 100 1.23E+06 NAVITVPAYFNDS#QR 25.9 200 0 0 0 0 Stress‐70 protein, mitochondrial  35455:110105

887.91701 2 timecourse_ATM_combo_4hr 887.91163 6.06 42.38 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 23.6 100 1.37E+06 NAVITVPAYFNDS#QR 43.5 200 0 0 0 0 Stress‐70 protein, mitochondrial  35452:114053

887.91605 2 timecourse_ATM_combo_1hr 887.91163 4.98 38.09 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 26.9 100 1.86E+06 NAVITVPAYFNDS#QR 38.7 200 0 0 0 0 Stress‐70 protein, mitochondrial  35457:118593

887.91646 2 timecourse_ATM_ctrl1 887.91163 5.44 33.91 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 10.8 100 5.57E+05 NAVITVPAYFNDS#QR 27.7 200 0 0 0 0 Stress‐70 protein, mitochondrial  35448:117421

887.91646 2 timecourse_ATM_combo_2hr 887.91163 5.44 31.53 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 30.4 100 1.22E+06 NAVITVPAYFNDS#QR 38.7 200 0 0 0 0 Stress‐70 protein, mitochondrial  35454:110328

887.91701 2 timecourse_ATM_combo_1hr 887.91163 6.06 26.28 HSPA9  GRP75_HUMAN 25 K.NAVITVPAYFNDS#QR.Q 34.2 100 1.94E+06 NAVITVPAYFNDS#QR 30.7 200 0 0 0 0 Stress‐70 protein, mitochondrial  35456:118901

993.48644 2 combeffx_ATM_comboi 993.48261 3.86 87.41 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 71.6 100 7.78E+06 LAT#QSNEITIPVTFESR 51.6 174 0 0 0 0 Heat shock protein beta‐1  35301:56498

993.48743 2 timecourse_ATM_combo_4hr 993.48261 4.85 84.06 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 42.2 100 1.82E+06 LAT#QSNEITIPVTFESR 30.7 174 0 0 0 0 Heat shock protein beta‐1  35452:130888

993.48534 2 combeffx_ATM_MEKi 993.48261 2.75 81.58 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 7.0 100 3.20E+05 LAT#QSNEITIPVTFESR 37.4 174 0 0 0 0 Heat shock protein beta‐1  35296:48946

993.48701 2 timecourse_ATM_combo_8hr 993.48261 4.43 72.94 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 131.7 100 8.62E+06 LAT#QSNEITIPVTFESR 10.3 174 0,2 0 0 0 0 Heat shock protein beta‐1  35450:133823

993.48636 2 combeffx_ATM_PI3Ki 993.48261 3.77 72.79 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 12.3 100 1.14E+06 LAT#QSNEITIPVTFESR 38.7 174 0 0 0 0 Heat shock protein beta‐1  35298:55972

993.48666 2 timecourse_ATM_ctrl1 993.48261 4.08 65.02 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 16.3 100 6.04E+05 LAT#QSNEITIPVTFESR 51.6 174 0 0 0 0 Heat shock protein beta‐1  35449:136981

993.48672 2 combeffx_ATM_comboi 993.48261 4.14 64.42 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 67.4 100 1.13E+07 LAT#QSNEITIPVTFESR 52.8 174 0 0 0 0 Heat shock protein beta‐1  35300:61791

993.48777 2 timecourse_ATM_combo_4hr 993.48261 5.19 64.15 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 42.6 100 1.99E+06 LAT#QSNEITIPVTFESR 42.6 174 0 0 0 0 Heat shock protein beta‐1  35453:133335

993.4887 2 timecourse_ATM_combo_1hr 993.48261 6.13 59.65 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 17.4 100 6.83E+05 LAT#QSNEITIPVTFESR 30.7 174 0 0 0 0 Heat shock protein beta‐1  35456:136619

993.4868 2 timecourse_ATM_combo_1hr 993.48261 4.22 55.95 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 16.1 100 7.01E+05 LAT#QSNEITIPVTFESR 30.8 174 0 0 0 0 Heat shock protein beta‐1  35457:137048

993.4873 2 timecourse_ATM_combo_8hr 993.48261 4.72 55.02 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 156.2 100 9.75E+06 LAT#QSNEITIPVTFESR 30.8 174 0 0 0 0 Heat shock protein beta‐1  35451:135441

993.48824 2 timecourse_ATM_combo_2hr 993.48261 5.67 52.8 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 19.6 100 5.41E+05 LAT#QSNEITIPVTFESR 51.6 174 0 0 0 0 Heat shock protein beta‐1  35454:126915

662.6604 3 combeffx_ATM_comboi 662.65750 4.38 50.62 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 90.8 100 1.42E+07 LAT#QSNEITIPVTFESR 13.8 174 0 0 0 0 Heat shock protein beta‐1  35300:61801

993.48749 2 timecourse_ATM_ctrl1 993.48261 4.91 49.28 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 17.0 100 6.30E+05 LAT#QSNEITIPVTFESR 30.7 174 0 0 0 0 Heat shock protein beta‐1  35448:134720

662.66017 3 combeffx_ATM_comboi 662.65750 4.03 44.91 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 56.9 100 7.93E+06 LAT#QSNEITIPVTFESR 2.3 174 0,2 0 0 0 0 Heat shock protein beta‐1  35301:56508

993.48791 2 timecourse_ATM_combo_2hr 993.48261 5.33 40.57 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 17.5 100 5.83E+05 LAT#QSNEITIPVTFESR 33.7 174 0 0 0 0 Heat shock protein beta‐1  35455:127150

993.48751 2 timecourse_ATM_ctrl2 993.48261 4.93 38.36 HSPB1  HSPB1_HUMAN 2 K.LAT#QSNEITIPVTFESR.A 12.5 100 4.53E+05 LAT#QSNEITIPVTFESR 33.7 174 0 0 0 0 Heat shock protein beta‐1  35447:122826

692.6494 3 timecourse_ATM_combo_2hr 692.64783 2.28 52.89 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 13.4 100 6.61E+05 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35454:133035

692.6505 3 timecourse_ATM_combo_1hr 692.64783 3.85 48.86 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 24.4 100 1.37E+06 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35456:143239

692.65008 3 timecourse_ATM_ctrl2 692.64783 3.26 47.89 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 12.9 100 7.47E+05 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35446:126812

692.64983 3 timecourse_ATM_combo_1hr 692.64783 2.89 46.67 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 24.0 100 1.34E+06 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35457:143490

692.64972 3 timecourse_ATM_combo_2hr 692.64783 2.73 45.91 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 17.6 100 8.07E+05 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35455:133260

692.64992 3 timecourse_ATM_ctrl2 692.64783 3.02 45.52 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 13.3 100 8.32E+05 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35447:129337

692.65022 3 timecourse_ATM_combo_4hr 692.64783 3.45 44.77 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 16.4 100 9.91E+05 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35453:139717

692.65073 3 timecourse_ATM_combo_8hr 692.64783 4.19 43.54 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 10.5 100 7.91E+05 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35451:141971

692.65013 3 timecourse_ATM_combo_4hr 692.64783 3.32 42.65 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 12.9 100 9.57E+05 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35452:137017

692.65044 3 timecourse_ATM_ctrl1 692.64783 3.77 41.35 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 17.1 100 1.16E+06 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35448:141268

692.65034 3 timecourse_ATM_ctrl1 692.64783 3.62 34.04 HSPH1  HS105_HUMAN 5 K.MNRS#QFEELCAELLQK.I 21.6 100 1.09E+06 MNRS#QFEELCAELLQK 1000 304 0 0 0 0 Heat shock protein 105 kDa  35449:143471

1120.98281 4 timecourse_ATM_combo_1hr 1120.97853 3.82 67.35 HTATSF1  HTSF1_HUMAN 3 R.MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYEWDLDKK.A 13.6 100 1.82E+06 MQELYGDGKDGDTQT#DAGGEPDSLGQQPTDTPYE 6 32 ‐2,0 0 0 0 0 HIV Tat‐specific factor 1  35457:186635

1120.98368 4 timecourse_ATM_combo_2hr 1120.97853 4.59 64.74 HTATSF1  HTSF1_HUMAN 3 R.MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYEWDLDKK.A 17.0 100 1.25E+06 MQELYGDGKDGDTQT#DAGGEPDSLGQQPTDTPYE 5.5 32 ‐10,0 0 0 0 0 HIV Tat‐specific factor 1  35455:175051

1120.98423 4 timecourse_ATM_combo_8hr 1120.97853 5.08 64.04 HTATSF1  HTSF1_HUMAN 3 R.MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYEWDLDKK.A 9.2 100 1.26E+06 MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYE 7.8 30 ‐8,0 0 0 0 0 HIV Tat‐specific factor 1  35451:188530

1120.98584 4 timecourse_ATM_ctrl2 1120.97853 6.52 55.93 HTATSF1  HTSF1_HUMAN 3 R.MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYEWDLDKK.A 6.4 100 4.29E+05 MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYE 32.1 30 0 0 0 0 HIV Tat‐specific factor 1  35446:169542

1120.98467 4 timecourse_ATM_combo_4hr 1120.97853 5.48 54.53 HTATSF1  HTSF1_HUMAN 3 R.MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYEWDLDKK.A 18.0 100 2.16E+06 MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYE 11.2 30 0,2 0 0 0 0 HIV Tat‐specific factor 1  35452:180880

1120.98416 4 timecourse_ATM_ctrl2 1120.97853 5.02 50.75 HTATSF1  HTSF1_HUMAN 3 R.MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYEWDLDKK.A 6.9 100 4.76E+05 MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYE 19.7 30 0 0 0 0 HIV Tat‐specific factor 1  35447:173373

1120.98391 4 timecourse_ATM_combo_2hr 1120.97853 4.8 49.69 HTATSF1  HTSF1_HUMAN 3 R.MQELY#GDGKDGDTQTDAGGEPDSLGQQPTDTPYEWDLDKK.A 13.9 100 1.11E+06 MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYE 10.3 30 ‐8,0 0 0 0 0 HIV Tat‐specific factor 1  35454:173461

1120.98472 4 timecourse_ATM_combo_1hr 1120.97853 5.52 44.47 HTATSF1  HTSF1_HUMAN 3 R.MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYEWDLDKK.A 14.5 100 1.79E+06 MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYE 46 30 0 0 0 0 HIV Tat‐specific factor 1  35456:185756

1120.98398 4 timecourse_ATM_combo_8hr 1120.97853 4.86 40.97 HTATSF1  HTSF1_HUMAN 3 R.MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYEWDLDKK.A 9.0 100 1.17E+06 MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYE 21.2 30 0 0 0 0 HIV Tat‐specific factor 1  35450:185330

1120.98287 4 timecourse_ATM_ctrl1 1120.97853 3.87 38.12 HTATSF1  HTSF1_HUMAN 3 R.MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYEWDLDKK.A 7.1 100 7.69E+05 MQELYGDGKDGDT#QTDAGGEPDSLGQQPTDTPYE 19.7 30 0 0 0 0 HIV Tat‐specific factor 1  35449:184849

618.25123 2 timecourse_ATM_combo_2hr 618.24737 6.24 36.9 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 98.1 100 1.08E+06 RGFEGSCS#QK 45.7 481 0 0 0 0 HIV Tat‐specific factor 1  35454:52639

618.25049 2 timecourse_ATM_combo_2hr 618.24737 5.05 36.89 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 119.9 100 1.13E+06 RGFEGSCS#QK 57.8 481 0 0 0 0 HIV Tat‐specific factor 1  35455:51767

618.25038 2 timecourse_ATM_combo_4hr 618.24737 4.87 36.38 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 175.5 100 2.42E+06 RGFEGSCS#QK 26.5 481 0 0 0 0 HIV Tat‐specific factor 1  35453:54858

618.25075 2 timecourse_ATM_combo_1hr 618.24737 5.47 36.13 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 143.3 100 1.67E+06 RGFEGSCS#QK 45.7 481 0 0 0 0 HIV Tat‐specific factor 1  35456:55511

618.25038 2 timecourse_ATM_combo_4hr 618.24737 4.87 29.6 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 200.8 100 2.45E+06 RGFEGSCS#QK 24.8 481 0 0 0 0 HIV Tat‐specific factor 1  35452:53638

618.24989 2 timecourse_ATM_combo_8hr 618.24737 4.08 29.6 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 230.4 100 4.45E+06 RGFEGSCS#QK 33.7 481 0 0 0 0 HIV Tat‐specific factor 1  35451:55098

618.24935 2 timecourse_ATM_combo_8hr 618.24737 3.2 28.87 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 231.6 100 4.50E+06 RGFEGSCS#QK 33.7 481 0 0 0 0 HIV Tat‐specific factor 1  35450:55127

540.19862 2 timecourse_ATM_combo_8hr 540.19681 3.35 28.83 HTATSF1  HTSF1_HUMAN 2 R.GFEGSCS#QK.E 108.0 100 2.45E+06 GFEGSCS#QK 38.7 481 0 0 0 0 HIV Tat‐specific factor 1  35450:31368

540.19837 2 timecourse_ATM_combo_8hr 540.19681 2.89 27.69 HTATSF1  HTSF1_HUMAN 2 R.GFEGSCS#QK.E 109.4 100 2.72E+06 GFEGSCS#QK 38.7 481 0 0 0 0 HIV Tat‐specific factor 1  35451:31436

618.25029 2 timecourse_ATM_combo_1hr 618.24737 4.72 26.74 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 75.9 100 1.36E+06 RGFEGSCS#QK 38.7 481 0 0 0 0 HIV Tat‐specific factor 1  35457:55743

618.25045 2 timecourse_ATM_ctrl1 618.24737 4.98 25.89 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 23.9 100 4.50E+05 RGFEGSCS#QK 43 481 0 0 0 0 HIV Tat‐specific factor 1  35449:56461

540.19892 2 timecourse_ATM_combo_2hr 540.19681 3.91 24.57 HTATSF1  HTSF1_HUMAN 2 R.GFEGSCS#QK.E 47.0 100 6.55E+05 GFEGSCS#QK 38.7 481 0 0 0 0 HIV Tat‐specific factor 1  35455:28877

540.19969 2 timecourse_ATM_combo_2hr 540.19681 5.33 23.31 HTATSF1  HTSF1_HUMAN 2 R.GFEGSCS#QK.E 71.8 100 6.22E+05 GFEGSCS#QK 38.7 481 0 0 0 0 HIV Tat‐specific factor 1  35454:29930

540.19926 2 timecourse_ATM_combo_1hr 540.19681 4.54 22.34 HTATSF1  HTSF1_HUMAN 2 R.GFEGSCS#QK.E 51.5 100 7.69E+05 GFEGSCS#QK 38.7 481 0 0 0 0 HIV Tat‐specific factor 1  35456:31501

540.19864 2 timecourse_ATM_combo_4hr 540.19681 3.39 21.14 HTATSF1  HTSF1_HUMAN 2 R.GFEGSCS#QK.E 63.0 100 1.08E+06 GFEGSCS#QK 26.5 481 0 0 0 0 HIV Tat‐specific factor 1  35453:31228

618.25137 2 timecourse_ATM_ctrl2 618.24737 6.47 20.22 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 17.4 100 1.92E+05 RGFEGSCS#QK 22 481 0 0 0 0 HIV Tat‐specific factor 1  35446:48156

618.2512 2 timecourse_ATM_ctrl1 618.24737 6.19 19.33 HTATSF1  HTSF1_HUMAN 2 K.RGFEGSCS#QK.E 50.7 100 5.80E+05 RGFEGSCS#QK 43 481 0 0 0 0 HIV Tat‐specific factor 1  35448:55773

1073.12463 3 combeffx_ATM_MEKi 1073.12066 3.7 116.77 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLM*DEAPSNLS#QASTLQANR.E 42.3 100 2.86E+06 SGEDESQEDVLM*DEAPSNLS#QASTLQANR 37.4 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35296:62038

1067.79274 3 combeffx_ATM_PI3Ki 1067.78902 3.48 112 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLSQAST#LQANR.E 18.5 100 1.84E+06 SGEDESQEDVLMDEAPSNLS#QASTLQANR 24.8 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35298:72986

1067.7953 3 timecourse_ATM_ctrl2 1067.78902 5.89 95.65 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 150.7 100 8.04E+06 SGEDESQEDVLMDEAPSNLS#QASTLQANR 30.7 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35447:165463

941.42517 2 timecourse_ATM_combo_4hr 941.42053 4.93 93.88 HUWE1  HUWE1_HUMAN 3 M.DEAPSNLS#QASTLQANR.E 41.5 100 1.19E+06 DEAPSNLS#QASTLQANR 41.3 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35453:124631

1067.7926 3 combeffx_ATM_PI3Ki 1067.78902 3.35 93.14 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 15.7 100 1.31E+06 SGEDESQEDVLMDEAPSNLS#QASTLQANR 28.9 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35299:68904

1067.79455 3 timecourse_ATM_ctrl1 1067.78902 5.18 89.96 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 200.6 100 1.24E+07 SGEDESQEDVLMDEAPSNLS#QASTLQANR 68.6 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35449:178049

941.42613 2 timecourse_ATM_combo_4hr 941.42053 5.95 89.63 HUWE1  HUWE1_HUMAN 3 M.DEAPSNLS#QASTLQANR.E 41.6 100 1.10E+06 DEAPSNLS#QASTLQANR 46.3 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35452:122234

1067.79478 3 timecourse_ATM_combo_8hr 1067.78902 5.4 86.58 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 80.8 100 6.35E+06 SGEDESQEDVLMDEAPSNLS#QASTLQANR 26 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35451:181070

1073.12649 3 combeffx_ATM_comboi 1073.12066 5.43 85.06 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLM*DEAPSNLS#QASTLQANR.E 6.0 100 1.40E+06 SGEDESQEDVLM*DEAPSNLS#QASTLQANR 68.6 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35300:82721

941.42596 2 timecourse_ATM_combo_2hr 941.42053 5.77 84.4 HUWE1  HUWE1_HUMAN 3 M.DEAPSNLS#QASTLQANR.E 12.8 100 2.59E+05 DEAPSNLS#QASTLQANR 37.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35454:118371

941.42639 2 timecourse_ATM_combo_8hr 941.42053 6.22 84.18 HUWE1  HUWE1_HUMAN 3 M.DEAPSNLS#QASTLQANR.E 35.3 100 1.08E+06 DEAPSNLS#QASTLQANR 37.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35451:126437

979.4007 2 timecourse_ATM_combo_8hr 979.39587 4.93 82.52 HUWE1  HUWE1_HUMAN 6 K.IQRPNTT#QEGEEMETD.M 13.4 100 1.09E+06 IQRPNTT#QEGEEMETD 24.4 485 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35451:133032

1067.79506 3 timecourse_ATM_combo_2hr 1067.78902 5.66 81.72 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 175.9 100 8.56E+06 SGEDESQEDVLMDEAPSNLS#QASTLQANR 41 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35455:167951

941.42685 2 timecourse_ATM_combo_8hr 941.42053 6.71 79.65 HUWE1  HUWE1_HUMAN 3 M.DEAPSNLS#QASTLQANR.E 27.7 100 9.13E+05 DEAPSNLS#QASTLQANR 46.3 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35450:124968

1067.79552 3 timecourse_ATM_combo_1hr 1067.78902 6.09 77.17 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 208.1 100 1.64E+07 SGEDESQEDVLMDEAPSNLS#QASTLQANR 53.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35456:178256

1067.79469 3 timecourse_ATM_combo_2hr 1067.78902 5.32 72.45 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLSQAST#LQANR.E 144.3 100 7.86E+06 SGEDESQEDVLMDEAPSNLSQAST#LQANR 6 2395 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35454:166561

1067.79487 3 combeffx_ATM_comboi 1067.78902 5.48 72.45 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 17.2 100 3.00E+06 SGEDESQEDVLMDEAPSNLS#QASTLQANR 26.9 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35300:82611

1048.1189 3 timecourse_ATM_ctrl2 1048.11403 4.65 72.12 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 10.9 100 7.07E+05 IQRPNTT#QEGEEMETDMDGVQCIPQR 0 485 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35447:164493

1073.12657 3 timecourse_ATM_ctrl2 1073.12066 5.51 72.07 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLM*DEAPSNLS#QASTLQANR.E 9.8 100 5.45E+05 SGEDESQEDVLM*DEAPSNLS#QASTLQANR 18.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35447:165713

630.55746 4 combeffx_ATM_PI3Ki 630.55541 3.25 71.97 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 142.9 100 1.12E+07 HADHSSLTLGSGSSTTRLT#QGIGR 14.4 2540 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35299:63274

1073.1256 3 combeffx_ATM_MEKi 1073.12066 4.6 71.65 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLM*DEAPSNLS#QASTLQANR.E 45.8 100 1.81E+06 SGEDESQEDVLM*DEAPSNLS#QASTLQANR 37.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35297:56758

630.55729 4 combeffx_ATM_ctrl 630.55541 2.98 70 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 119.3 100 1.04E+07 HADHSSLTLGSGSSTTRLT#QGIGR 15.6 2540 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35295:69527

979.40111 2 timecourse_ATM_combo_8hr 979.39587 5.35 69.53 HUWE1  HUWE1_HUMAN 6 K.IQRPNTT#QEGEEMETD.M 11.4 100 9.71E+05 IQRPNTT#QEGEEMETD 26.4 485 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35450:131573

941.42493 2 timecourse_ATM_combo_2hr 941.42053 4.67 68.57 HUWE1  HUWE1_HUMAN 3 M.DEAPSNLS#QASTLQANR.E 16.4 100 2.80E+05 DEAPSNLS#QASTLQANR 31.9 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35455:118426

1067.7952 3 timecourse_ATM_combo_4hr 1067.78902 5.79 68.34 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 127.3 100 1.01E+07 SGEDESQEDVLMDEAPSNLS#QASTLQANR 46.2 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35452:173480

1067.79622 3 timecourse_ATM_ctrl2 1067.78902 6.74 68.12 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 133.2 100 7.65E+06 SGEDESQEDVLMDEAPSNLS#QASTLQANR 35.8 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35446:162062

1067.79572 3 timecourse_ATM_ctrl1 1067.78902 6.27 64.87 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 203.0 100 1.27E+07 SGEDESQEDVLMDEAPSNLS#QASTLQANR 17.1 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35448:175230

1048.11864 3 timecourse_ATM_combo_8hr 1048.11403 4.4 60.57 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 36.0 100 4.23E+06 IQRPNTT#QEGEEMETDMDGVQCIPQR 0 485 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35451:179730

1073.1265 3 timecourse_ATM_combo_1hr 1073.12066 5.44 59.43 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLM*DEAPSNLS#QASTLQANR.E 18.0 100 1.35E+06 SGEDESQEDVLM*DEAPSNLS#QASTLQANR 17.1 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35456:178466

630.55752 4 combeffx_ATM_PI3Ki 630.55541 3.35 58.58 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 150.9 100 1.35E+07 HADHSSLTLGSGSS#TTRLTQGIGR 5.3 2535 ‐1,2 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35298:66806

1048.11931 3 timecourse_ATM_ctrl2 1048.11403 5.04 56.77 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 11.6 100 6.32E+05 IQRPNT#TQEGEEMETDMDGVQCIPQR 8.6 484 0,1 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35446:161022

1048.11845 3 timecourse_ATM_combo_8hr 1048.11403 4.22 55.33 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 32.4 100 3.77E+06 IQRPNT#TQEGEEMETDMDGVQCIPQR 0 484 0,1 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35450:177180

941.42577 2 timecourse_ATM_combo_1hr 941.42053 5.57 54.97 HUWE1  HUWE1_HUMAN 3 M.DEAPSNLS#QASTLQANR.E 6.2 100 1.76E+05 DEAPSNLS#QASTLQANR 29.6 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35457:127746

630.55799 4 combeffx_ATM_comboi 630.55541 4.09 54.91 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 100.5 100 1.09E+07 HADHSSLTLGSGSSTTRLT#QGIGR 8.5 2540 ‐6,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35301:68239

1067.79504 3 timecourse_ATM_combo_8hr 1067.78902 5.64 54.4 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 66.9 100 5.92E+06 SGEDESQEDVLMDEAPSNLS#QASTLQANR 37.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35450:178280

630.55736 4 combeffx_ATM_MEKi 630.55541 3.09 54.39 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 57.1 100 3.00E+06 HADHSSLTLGSGSSTTRLT#QGIGR 6.7 2540 ‐6,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35297:52658

1067.79447 3 timecourse_ATM_combo_1hr 1067.78902 5.1 53.53 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 240.0 100 1.61E+07 SGEDESQEDVLMDEAPSNLS#QASTLQANR 53.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35457:179055

630.55804 4 combeffx_ATM_comboi 630.55541 4.17 52.93 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 100.5 100 1.57E+07 HADHSSLTLGSGSSTTRLT#QGIGR 12.5 2540 ‐6,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35300:74641

937.40604 2 timecourse_ATM_combo_8hr 937.39980 6.66 52.17 HUWE1  HUWE1_HUMAN 3 R.QQQAATSESS#QSEASVR.R 9.4 100 1.18E+05 QQQAATSESS#QSEASVR 0 3797 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35451:125947

1048.1177 3 timecourse_ATM_combo_4hr 1048.11403 3.5 51.78 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 37.5 100 4.00E+06 IQRPNT#TQEGEEMETDMDGVQCIPQR 7.4 484 0,1 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35453:175501

630.55735 4 combeffx_ATM_MEKi 630.55541 3.08 51.69 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 88.3 100 4.81E+06 HADHSSLTLGSGSS#TTRLTQGIGR 0 2535 0,5 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35296:57638

1073.12646 3 timecourse_ATM_ctrl1 1073.12066 5.4 51.21 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLM*DEAPSNLS#QASTLQANR.E 12.3 100 8.44E+05 SGEDESQEDVLM*DEAPSNLS#QASTLQANR 20.1 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35448:175420

979.4004 2 timecourse_ATM_combo_4hr 979.39587 4.63 51.09 HUWE1  HUWE1_HUMAN 6 K.IQRPNTT#QEGEEMETD.M 2.8 100 1.63E+05 IQRPNTT#QEGEEMETD 20.4 485 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35452:128728

1102.43565 2 timecourse_ATM_combo_8hr 1102.42959 5.5 50.92 HUWE1  HUWE1_HUMAN 6 K.IQRPNTT#QEGEEMETDMD.G 10.3 100 3.66E+05 IQRPNT#TQEGEEMETDMD 11.5 484 0,1 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35450:148730

1048.11661 3 timecourse_ATM_combo_1hr 1048.11403 2.46 49.87 HUWE1  HUWE1_HUMAN 4 K.IQRPNT#TQEGEEMETDMDGVQCIPQR.A 10.1 100 1.23E+06 IQRPNTT#QEGEEMETDMDGVQCIPQR 0 485 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35457:177735

1094.45107 3 timecourse_ATM_ctrl2 1094.44446 6.05 49.62 HUWE1  HUWE1_HUMAN 3 R.SGEDES#QEDVLMDEAPSNLS#QASTLQANR.E 4.2 100 9.52E+05 SGEDES#QEDVLMDEAPSNLS#QASTLQANR 4.9 2377 ‐5,0 18.6 2391 0 0 E3 ubiquitin‐protein ligase HUWE1  35447:166703

1048.11799 3 timecourse_ATM_combo_1hr 1048.11403 3.78 49.05 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 12.8 100 1.12E+06 IQRPNT#TQEGEEMETDMDGVQCIPQR 0 484 0,1 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35456:177116

630.5573 4 combeffx_ATM_ctrl 630.55541 3 48.38 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 94.7 100 1.20E+07 HADHSSLTLGSGSSTTRLT#QGIGR 8.5 2540 ‐8,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35294:71544

1048.11882 3 timecourse_ATM_ctrl1 1048.11403 4.57 47.83 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 7.9 100 6.83E+05 IQRPNTT#QEGEEMETDMDGVQCIPQR 0 485 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35448:174220

1048.11779 3 timecourse_ATM_combo_2hr 1048.11403 3.59 47.09 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 19.6 100 1.16E+06 IQRPNTT#QEGEEMETDMDGVQCIPQR 0 485 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35455:166681

1048.1179 3 timecourse_ATM_ctrl1 1048.11403 3.69 46.91 HUWE1  HUWE1_HUMAN 4 K.IQRPNT#TQEGEEMETDMDGVQCIPQR.A 9.3 100 7.69E+05 IQRPNTT#QEGEEMETDMDGVQCIPQR 0 485 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35449:177019

1102.43565 2 timecourse_ATM_combo_8hr 1102.42959 5.5 46 HUWE1  HUWE1_HUMAN 6 K.IQRPNTT#QEGEEMETDMD.G 15.3 100 4.39E+05 IQRPNT#TQEGEEMETDMD 0 484 0,1 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35451:150720

840.40827 3 combeffx_ATM_comboi 840.40479 4.14 45.75 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 8.0 100 1.34E+06 HADHSSLTLGSGSSTTRLT#QGIGR 9.8 2540 ‐6,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35301:68249

1094.44844 3 timecourse_ATM_combo_4hr 1094.44446 3.64 44.58 HUWE1  HUWE1_HUMAN 3 R.SGEDES#QEDVLMDEAPSNLS#QASTLQANR.E 10.7 100 2.74E+06 SGEDES#QEDVLMDEAPSNLS#QASTLQANR 9.6 2377 ‐5,0 9.9 2391 ‐3,0 0 0 E3 ubiquitin‐protein ligase HUWE1  35452:174520

1048.11776 3 timecourse_ATM_combo_2hr 1048.11403 3.56 43.23 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 17.0 100 1.14E+06 IQRPNT#TQEGEEMETDMDGVQCIPQR 0 484 0,1 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35454:165471

840.40786 3 combeffx_ATM_PI3Ki 840.40479 3.65 43.04 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 13.6 100 1.21E+06 HADHSSLT#LGSGSSTTRLTQGIGR 11 2529 0,11 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35298:66816

1094.4491 3 timecourse_ATM_combo_1hr 1094.44446 4.24 42.67 HUWE1  HUWE1_HUMAN 3 R.S#GEDESQEDVLMDEAPSNLS#QASTLQANR.E 16.8 100 3.35E+06 S#GEDESQEDVLMDEAPSNLSQAS#TLQANR 5.1 2372 0,5 7.1 2394 ‐6,1 0 0 E3 ubiquitin‐protein ligase HUWE1  35457:180205

1073.12755 3 timecourse_ATM_ctrl2 1073.12066 6.42 41.55 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLM*DEAPSNLS#QASTLQANR.E 10.5 100 5.88E+05 SGEDESQEDVLM*DEAPSNLS#QASTLQANR 17.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35446:162342

1067.79502 3 timecourse_ATM_combo_4hr 1067.78902 5.62 41.43 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 155.7 100 1.06E+07 SGEDESQEDVLMDEAPSNLS#QASTLQANR 38.7 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35453:176731

1094.45093 3 timecourse_ATM_combo_4hr 1094.44446 5.91 40.11 HUWE1  HUWE1_HUMAN 3 R.SGEDES#QEDVLMDEAPSNLS#QASTLQANR.E 19.8 100 4.46E+06 SGEDES#QEDVLMDEAPSNLS#QASTLQANR 10.4 2377 ‐5,0 0 2391 ‐3,0 0 0 E3 ubiquitin‐protein ligase HUWE1  35453:177801

1094.4499 3 timecourse_ATM_combo_2hr 1094.44446 4.97 38.43 HUWE1  HUWE1_HUMAN 3 R.SGEDES#QEDVLMDEAPS#NLSQASTLQANR.E 15.1 100 2.10E+06 SGEDES#QEDVLMDEAPSNLS#QASTLQANR 10.4 2377 ‐5,0 0 2391 0,4 0 0 E3 ubiquitin‐protein ligase HUWE1  35455:168931

627.95225 3 timecourse_ATM_combo_4hr 627.94945 4.47 37.15 HUWE1  HUWE1_HUMAN 3 M.DEAPSNLS#QASTLQANR.E 18.7 100 5.72E+05 DEAPSNLS#QASTLQANR 1.3 2391 ‐3,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35453:124621

459.89171 3 timecourse_ATM_combo_8hr 459.88891 6.09 36.69 HUWE1  HUWE1_HUMAN 4 R.DT#RESQLAHIK.D 74.1 100 2.10E+06 DTRES#QLAHIK 26.4 3906 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35450:74217

1094.44901 3 timecourse_ATM_combo_1hr 1094.44446 4.16 36.32 HUWE1  HUWE1_HUMAN 3 R.SGEDES#QEDVLMDEAPSNLS#QASTLQANR.E 16.4 100 3.39E+06 SGEDES#QEDVLMDEAPSNLSQAS#TLQANR 2.2 2377 ‐5,0 7.7 2394 0,1 0 0 E3 ubiquitin‐protein ligase HUWE1  35457:180195

996.08612 3 timecourse_ATM_combo_4hr 996.08033 5.81 35.85 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQ.R 16.6 100 1.16E+06 IQRPNT#TQEGEEMETDMDGVQCIPQ 0 484 0,1 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35452:170030

1094.45084 3 timecourse_ATM_ctrl1 1094.44446 5.83 35.56 HUWE1  HUWE1_HUMAN 3 R.S#GEDESQEDVLMDEAPSNLS#QASTLQANR.E 9.3 94 1.05E+06 SGEDES#QEDVLMDEAPSNLS#QASTLQANR 0 2377 ‐5,0 18.6 2391 0 0 E3 ubiquitin‐protein ligase HUWE1  35448:176290

840.4079 3 combeffx_ATM_ctrl 840.40479 3.7 35.19 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 11.5 100 1.01E+06 HADHSSLTLGSGSSTTRLT#QGIGR 14.8 2540 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35294:71554

1094.45009 3 timecourse_ATM_combo_2hr 1094.44446 5.14 34.49 HUWE1  HUWE1_HUMAN 3 R.SGEDES#QEDVLMDEAPSNLS#QASTLQANR.E 15.7 100 2.05E+06 SGEDES#QEDVLMDEAPSNLS#QASTLQANR 4.1 2377 ‐5,0 11.8 2391 ‐3,0 0 0 E3 ubiquitin‐protein ligase HUWE1  35455:168941

840.40852 3 combeffx_ATM_comboi 840.40479 4.44 33.96 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSSTTRLT#QGIGR.S 11.1 100 1.47E+06 HADHSSLTLGSGSSTTRLT#QGIGR 14.6 2540 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35300:74651

1073.12608 3 timecourse_ATM_combo_2hr 1073.12066 5.05 33.48 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLM*DEAPSNLS#QASTLQANR.E 12.1 100 6.53E+05 SGEDESQEDVLM*DEAPSNLS#QASTLQANR 24.2 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35454:166761

1094.45047 3 timecourse_ATM_combo_8hr 1094.44446 5.49 32.69 HUWE1  HUWE1_HUMAN 3 R.S#GEDESQEDVLMDEAPSNLS#QASTLQANR.E 11.1 100 2.15E+06 S#GEDESQEDVLMDEAPS#NLSQASTLQANR 3.9 2372 0,5 11.6 2388 0,3 0 0 E3 ubiquitin‐protein ligase HUWE1  35451:182270

1067.79473 3 timecourse_ATM_combo_4hr 1067.78902 5.35 28.41 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 118.4 100 1.03E+07 SGEDESQEDVLMDEAPS#NLSQASTLQANR 0 2388 0,3 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35452:173470

630.55866 4 timecourse_ATM_ctrl2 630.55541 5.15 27.89 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSST#TRLTQGIGR.S 5.9 100 2.91E+05 HADHSSLTLGSGSS#TTRLTQGIGR 0 2535 ‐3,5 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35446:147012

459.89138 3 timecourse_ATM_combo_4hr 459.88891 5.37 27.26 HUWE1  HUWE1_HUMAN 4 R.DT#RESQLAHIK.D 36.9 100 7.18E+05 DTRES#QLAHIK 12 3906 ‐3,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35453:74149

630.55876 4 timecourse_ATM_ctrl2 630.55541 5.31 26.75 HUWE1  HUWE1_HUMAN 3 R.HADHSSLTLGSGSST#TRLTQGIGR.S 9.1 100 3.68E+05 HADHSSLTLGSGSS#TTRLTQGIGR 0 2535 ‐3,5 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35447:149763

1094.4492 3 timecourse_ATM_combo_8hr 1094.44446 4.33 26.69 HUWE1  HUWE1_HUMAN 3 R.SGEDES#QEDVLMDEAPSNLS#QASTLQANR.E 7.4 94 2.12E+06 SGEDES#QEDVLMDEAPSNLS#QASTLQANR 6 2377 ‐5,0 13 2391 ‐3,0 0 0 E3 ubiquitin‐protein ligase HUWE1  35450:179440

1048.11767 3 timecourse_ATM_combo_4hr 1048.11403 3.47 26.13 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQR.A 32.9 100 3.75E+06 IQRPNTT#QEGEEMETDMDGVQCIPQR 0 485 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35452:172220

627.95298 3 timecourse_ATM_combo_4hr 627.94945 5.62 25.67 HUWE1  HUWE1_HUMAN 3 M.DEAPS#NLSQASTLQANR.E 20.1 100 6.36E+05 DEAPSNLS#QASTLQANR 11.3 2391 ‐3,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35452:122224

1067.79555 3 timecourse_ATM_combo_1hr 1067.78902 6.12 24.78 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 172.4 100 1.65E+07 SGEDESQEDVLMDEAPSNLS#QASTLQANR 18.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35456:178266

999.50292 4 timecourse_ATM_combo_4hr 999.49511 7.81 24.35 HUWE1  HUWE1_HUMAN 4 R.DTRESQLAHIKDEPPPLS#PAPLTPATPSSLDPFFSR.E 17.7 100 1.42E+06 DTRESQLAHIKDEPPPLS#PAPLTPATPSSLDPFFSR 4.6 3919 ‐16,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35452:179670

996.08533 3 timecourse_ATM_combo_8hr 996.08033 5.02 24.35 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQ.R 26.1 100 2.80E+06 IQRPNTT#QEGEEMETDMDGVQCIPQ 14.9 485 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35450:174960

1067.79493 3 timecourse_ATM_combo_2hr 1067.78902 5.53 23.37 HUWE1  HUWE1_HUMAN 3 R.SGEDESQEDVLMDEAPSNLS#QASTLQANR.E 128.5 100 6.65E+06 SGEDESQEDVLMDEAPSNLS#QASTLQANR 18.5 2391 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35454:166571

999.50285 4 timecourse_ATM_combo_4hr 999.49511 7.74 21.56 HUWE1  HUWE1_HUMAN 4 R.DTRESQLAHIKDEPPPLS#PAPLTPATPSSLDPFFSR.E 18.5 100 1.55E+06 DTRESQLAHIKDEPPPLS#PAPLTPATPSSLDPFFSR 3 3919 ‐16,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35453:183331

996.08534 3 timecourse_ATM_combo_4hr 996.08033 5.03 20.65 HUWE1  HUWE1_HUMAN 4 K.IQRPNTT#QEGEEMETDMDGVQCIPQ.R 17.4 100 1.18E+06 IQRPNTT#QEGEEMETDMDGVQCIPQ 7.7 485 ‐1,0 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35453:173301

412.70749 2 timecourse_ATM_combo_4hr 412.70493 6.2 19.13 HUWE1  HUWE1_HUMAN 3 R.LT#QGIGR.S 33.0 100 3.56E+05 LT#QGIGR 1000 2540 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35453:6588

412.70704 2 timecourse_ATM_combo_1hr 412.70493 5.11 18.94 HUWE1  HUWE1_HUMAN 3 R.LT#QGIGR.S 51.3 100 7.38E+05 LT#QGIGR 1000 2540 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35457:6321

412.70735 2 timecourse_ATM_combo_8hr 412.70493 5.86 18.92 HUWE1  HUWE1_HUMAN 3 R.LT#QGIGR.S 18.6 100 2.34E+05 LT#QGIGR 1000 2540 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35450:6416

412.70751 2 timecourse_ATM_combo_2hr 412.70493 6.25 16.11 HUWE1  HUWE1_HUMAN 3 R.LT#QGIGR.S 26.9 100 2.42E+05 LT#QGIGR 1000 2540 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35454:6183

412.70707 2 timecourse_ATM_ctrl2 412.70493 5.19 13.43 HUWE1  HUWE1_HUMAN 3 R.LT#QGIGR.S 21.9 100 2.08E+05 LT#QGIGR 1000 2540 0 0 0 0 E3 ubiquitin‐protein ligase HUWE1  35447:5836

1120.17532 3 timecourse_ATM_combo_1hr 1120.16837 6.2 34.94 HYLS1  HYLS1_HUMAN 0 K.RPALPVQLQYPHVESNVPSET#VS#EAS#QR.L 8.9 100 9.34E+05 RPALPVQLQYPHVESNVPS#ETVS#EAS#QR 0 79 0,2 20.9 83 25.9 86 Hydrolethalus syndrome protein 1  35456:180316

1120.17444 3 timecourse_ATM_combo_4hr 1120.16837 5.42 33.39 HYLS1  HYLS1_HUMAN 0 K.RPALPVQLQYPHVESNVPS#ETVS#EAS#QR.L 11.2 100 6.85E+05 RPALPVQLQYPHVESNVPS#ETVS#EAS#QR 0 79 0,2 10.7 83 ‐2,0 24.4 86 Hydrolethalus syndrome protein 1  35452:175500

1120.17432 3 timecourse_ATM_combo_4hr 1120.16837 5.31 33.18 HYLS1  HYLS1_HUMAN 0 K.RPALPVQLQYPHVESNVPS#ETVS#EAS#QR.L 10.0 100 7.41E+05 RPALPVQLQYPHVESNVPS#ETVS#EAS#QR 3.9 79 0,2 35.8 83 37.9 86 Hydrolethalus syndrome protein 1  35453:178811

1120.17341 3 timecourse_ATM_combo_2hr 1120.16837 4.5 28.33 HYLS1  HYLS1_HUMAN 0 K.RPALPVQLQYPHVESNVPS#ETVS#EAS#QR.L 11.6 100 5.93E+05 RPALPVQLQYPHVESNVPS#ETVS#EAS#QR 5.9 79 0,2 13.4 83 18.5 86 Hydrolethalus syndrome protein 1  35455:169891

1120.17452 3 timecourse_ATM_combo_8hr 1120.16837 5.5 24.27 HYLS1  HYLS1_HUMAN 0 K.RPALPVQLQYPHVESNVPS#ETVS#EAS#QR.L 5.4 100 4.91E+05 RPALPVQLQYPHVESNVPS#ETVS#EAS#QR 0 79 0,2 27 83 33.6 86 Hydrolethalus syndrome protein 1  35451:183150

1120.17361 3 timecourse_ATM_combo_8hr 1120.16837 4.68 24.19 HYLS1  HYLS1_HUMAN 0 K.RPALPVQLQYPHVESNVPS#ETVS#EAS#QR.L 7.5 100 4.87E+05 RPALPVQLQYPHVESNVPS#ETVS#EAS#QR 0 79 0,2 17.5 83 11.7 86 ‐5,0 Hydrolethalus syndrome protein 1  35450:180300

1120.1748 3 timecourse_ATM_combo_2hr 1120.16837 5.74 24.14 HYLS1  HYLS1_HUMAN 0 K.RPALPVQLQYPHVESNVPS#ETVS#EAS#QR.L 10.4 100 6.54E+05 RPALPVQLQYPHVESNVPS#ETVS#EAS#QR 3 79 0,2 20.9 83 38.5 86 Hydrolethalus syndrome protein 1  35454:168471

668.80332 2 timecourse_ATM_combo_1hr 668.80028 4.55 22.48 IDH1  IDHC_HUMAN 7 K.QYKS#QFEAQK.I 9.9 100 1.74E+05 QYKS#QFEAQK 24.8 237 0 0 0 0 Isocitrate dehydrogenase [NADP] cytoplasmic  35457:70550

668.80384 2 timecourse_ATM_combo_2hr 668.80028 5.32 20.11 IDH1  IDHC_HUMAN 7 K.QYKS#QFEAQK.I 10.7 100 1.21E+05 QYKS#QFEAQK 13.3 237 0 0 0 0 Isocitrate dehydrogenase [NADP] cytoplasmic  35455:65718

668.80382 2 timecourse_ATM_combo_4hr 668.80028 5.29 19.9 IDH1  IDHC_HUMAN 7 K.QYKS#QFEAQK.I 9.5 100 1.31E+05 QYKS#QFEAQK 26.5 237 0 0 0 0 Isocitrate dehydrogenase [NADP] cytoplasmic  35453:69234

668.80408 2 timecourse_ATM_combo_1hr 668.80028 5.68 17.81 IDH1  IDHC_HUMAN 7 K.QYKS#QFEAQK.I 10.8 100 1.92E+05 QYKS#QFEAQK 24.8 237 0 0 0 0 Isocitrate dehydrogenase [NADP] cytoplasmic  35456:70418

783.65193 3 timecourse_ATM_combo_8hr 783.64778 5.3 55.38 IFI16  IF16_HUMAN 1 K.VSEEQT#QPPS#PAGAGMSTAMGR.S 49.9 100 5.13E+06 VSEEQT#QPPS#PAGAGMSTAMGR 14.2 149 65.9 153 0 0 Gamma‐interferon‐inducible protein 16  35451:156890

783.65239 3 timecourse_ATM_combo_1hr 783.64778 5.88 37.8 IFI16  IF16_HUMAN 1 K.VSEEQT#QPPS#PAGAGMSTAMGR.S 14.5 100 1.19E+06 VSEEQT#QPPS#PAGAGMSTAMGR 13.6 149 23.4 153 0 0 Gamma‐interferon‐inducible protein 16  35456:156867

1174.97489 2 timecourse_ATM_combo_2hr 1174.96803 5.84 37.7 IFI16  IF16_HUMAN 1 K.VSEEQT#QPPS#PAGAGMSTAMGR.S 4.0 100 1.50E+05 VSEEQT#QPPS#PAGAGMSTAMGR 17.5 149 47.2 153 0 0 Gamma‐interferon‐inducible protein 16  35454:145931

756.99608 3 timecourse_ATM_combo_8hr 756.99234 4.94 37.6 IFI16  IF16_HUMAN 1 K.VSEEQT#QPPSPAGAGMSTAMGR.S 9.0 100 8.35E+05 VSEEQT#QPPSPAGAGMSTAMGR 24.2 149 0 0 0 0 Gamma‐interferon‐inducible protein 16  35450:151280

783.65194 3 timecourse_ATM_combo_4hr 783.64778 5.31 37.1 IFI16  IF16_HUMAN 1 K.VS#EEQTQPPS#PAGAGMSTAMGR.S 31.5 100 3.10E+06 VSEEQT#QPPS#PAGAGMSTAMGR 14.1 149 26.9 153 0 0 Gamma‐interferon‐inducible protein 16  35453:153441

522.25715 4 timecourse_ATM_ctrl1 522.25496 4.19 36.32 IFI16  IF16_HUMAN 3 K.IMFHATVATQT#QFFHVK.V 3.6 94 8.85E+04 IMFHATVAT#QTQFFHVK 15.6 235 0 0 0 0 Gamma‐interferon‐inducible protein 16  35448:141968

783.65077 3 timecourse_ATM_combo_8hr 783.64778 3.83 32.81 IFI16  IF16_HUMAN 1 K.VSEEQT#QPPS#PAGAGMSTAMGR.S 47.3 100 5.28E+06 VSEEQT#QPPS#PAGAGMSTAMGR 11.1 149 ‐4,0 35.5 153 0 0 Gamma‐interferon‐inducible protein 16  35450:154870

1174.97454 2 timecourse_ATM_combo_4hr 1174.96803 5.54 30.33 IFI16  IF16_HUMAN 1 K.VSEEQT#QPPS#PAGAGMSTAMGR.S 7.1 100 4.20E+05 VSEEQT#QPPS#PAGAGMSTAMGR 13.4 149 53.4 153 0 0 Gamma‐interferon‐inducible protein 16  35452:150700

696.00648 3 timecourse_ATM_combo_1hr 696.00419 3.29 30.17 IFI16  IF16_HUMAN 3 K.IMFHATVATQT#QFFHVK.V 12.4 100 9.25E+05 IMFHATVATQT#QFFHVK 21.8 237 0 0 0 0 Gamma‐interferon‐inducible protein 16  35457:144210

696.00659 3 timecourse_ATM_combo_8hr 696.00419 3.45 29.99 IFI16  IF16_HUMAN 3 K.IMFHATVATQT#QFFHVK.V 8.3 100 5.09E+05 IMFHATVATQT#QFFHVK 11 237 ‐2,0 0 0 0 0 Gamma‐interferon‐inducible protein 16  35451:142831

783.65208 3 timecourse_ATM_combo_4hr 783.64778 5.49 28.92 IFI16  IF16_HUMAN 1 K.VSEEQT#QPPS#PAGAGMSTAMGR.S 33.4 100 3.38E+06 VSEEQT#QPPS#PAGAGMSTAMGR 28.2 149 48.4 153 0 0 Gamma‐interferon‐inducible protein 16  35452:150690

783.65142 3 timecourse_ATM_combo_1hr 783.64778 4.64 28.4 IFI16  IF16_HUMAN 1 K.VSEEQT#QPPS#PAGAGMSTAMGR.S 12.5 100 1.39E+06 VSEEQT#QPPS#PAGAGMSTAMGR 6.2 149 ‐4,0 13.5 153 0 0 Gamma‐interferon‐inducible protein 16  35457:156825

696.00763 3 timecourse_ATM_combo_1hr 696.00419 4.94 28.38 IFI16  IF16_HUMAN 3 K.IMFHATVAT#QTQFFHVK.V 15.7 100 9.28E+05 IMFHATVAT#QTQFFHVK 10.9 235 0,2 0 0 0 0 Gamma‐interferon‐inducible protein 16  35456:143949

756.99601 3 timecourse_ATM_combo_8hr 756.99234 4.85 27.44 IFI16  IF16_HUMAN 1 K.VSEEQTQPPS#PAGAGMSTAMGR.S 12.8 100 8.90E+05 VSEEQT#QPPSPAGAGMSTAMGR 4 149 0,4 0 0 0 0 Gamma‐interferon‐inducible protein 16  35451:153290

696.00659 3 timecourse_ATM_combo_4hr 696.00419 3.45 24.16 IFI16  IF16_HUMAN 3 K.IMFHATVATQT#QFFHVK.V 11.2 100 6.97E+05 IMFHATVATQT#QFFHVK 14.7 237 0 0 0 0 Gamma‐interferon‐inducible protein 16  35453:140457

1020.46153 2 timecourse_ATM_combo_1hr 1020.45512 6.28 42.99 IFT81  IFT81_HUMAN 1 K.QQSQTS#IGQVIQEGGEDR.L 4.4 100 1.47E+05 QQS#QTSIGQVIQEGGEDR 0 658 0,3 0 0 0 0 Intraflagellar transport protein 81 homolog  35456:140879

680.64293 3 timecourse_ATM_ctrl2 680.63917 5.52 36.73 IFT81  IFT81_HUMAN 1 K.QQS#QTSIGQVIQEGGEDR.L 5.9 100 1.70E+05 QQSQTS#IGQVIQEGGEDR 0 661 ‐3,0 0 0 0 0 Intraflagellar transport protein 81 homolog  35446:124372

1089.90932 2 timecourse_ATM_combo_2hr 1089.90352 5.32 76.35 IK  RED_HUMAN 4 R.WDFDT#QEEYSEYMNNK.E 10.2 100 2.58E+05 WDFDT#QEEYSEYMNNK 65 485 0 0 0 0 Protein Red  35455:139501

1089.90986 2 timecourse_ATM_combo_4hr 1089.90352 5.82 75.94 IK  RED_HUMAN 4 R.WDFDT#QEEYSEYMNNK.E 13.4 100 6.15E+05 WDFDT#QEEYSEYMNNK 76.7 485 0 0 0 0 Protein Red  35452:143816

1089.90927 2 timecourse_ATM_combo_4hr 1089.90352 5.28 73.31 IK  RED_HUMAN 4 R.WDFDT#QEEYSEYMNNK.E 16.8 100 7.39E+05 WDFDT#QEEYSEYMNNK 44.3 485 0 0 0 0 Protein Red  35453:146181

1089.91007 2 timecourse_ATM_combo_8hr 1089.90352 6.01 72.26 IK  RED_HUMAN 4 R.WDFDT#QEEYSEYMNNK.E 17.0 100 8.28E+05 WDFDT#QEEYSEYMNNK 71.2 485 0 0 0 0 Protein Red  35451:149490

1089.91037 2 timecourse_ATM_combo_8hr 1089.90352 6.29 71.4 IK  RED_HUMAN 4 R.WDFDT#QEEYSEYMNNK.E 10.7 100 5.89E+05 WDFDT#QEEYSEYMNNK 71.2 485 0 0 0 0 Protein Red  35450:147570

1089.90993 2 timecourse_ATM_combo_2hr 1089.90352 5.88 62.47 IK  RED_HUMAN 4 R.WDFDT#QEEYSEYMNNK.E 9.0 100 2.46E+05 WDFDT#QEEYSEYMNNK 47.3 485 0 0 0 0 Protein Red  35454:139521

726.94249 3 timecourse_ATM_combo_8hr 726.93811 6.03 32.37 IK  RED_HUMAN 4 R.WDFDT#QEEYSEYMNNK.E 8.4 100 3.40E+05 WDFDT#QEEYSEYMNNK 38.7 485 0 0 0 0 Protein Red  35450:147560

726.94164 3 timecourse_ATM_combo_4hr 726.93811 4.86 31.63 IK  RED_HUMAN 4 R.WDFDT#QEEYSEYMNNK.E 8.5 100 3.75E+05 WDFDT#QEEYSEYMNNK 42.3 485 0 0 0 0 Protein Red  35453:146171

1002.02928 3 combeffx_ATM_comboi 1002.02379 5.48 43.46 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 13.3 100 6.32E+06 EGEEEEENTEEPPQGEEEESMET#QE 56.4 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35300:81391

1002.02942 3 combeffx_ATM_comboi 1002.02379 5.62 37.48 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 13.4 100 6.88E+06 EGEEEEENTEEPPQGEEEESMET#QE 42.7 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35300:81401

1002.02893 3 timecourse_ATM_combo_4hr 1002.02379 5.14 33.45 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 44.6 94 1.37E+07 EGEEEEENTEEPPQGEEEESMET#QE 33.5 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35453:173631

1002.0283 3 timecourse_ATM_combo_8hr 1002.02379 4.5 31.29 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 98.0 100 2.56E+07 EGEEEEENTEEPPQGEEEESMET#QE 33.5 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35451:177720

1002.02981 3 combeffx_ATM_comboi 1002.02379 6.01 30.8 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 7.7 100 3.33E+06 EGEEEEENTEEPPQGEEEESMET#QE 53 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35301:73919

1002.02808 3 timecourse_ATM_combo_8hr 1002.02379 4.28 29.88 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 24.6 94 6.28E+06 EGEEEEENTEEPPQGEEEESMET#QE 5.4 388 ‐3,0 0 0 0 0 Interleukin enhancer‐binding factor 2  35451:177710

1002.02848 3 timecourse_ATM_combo_1hr 1002.02379 4.68 23.78 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 7.1 94 1.37E+06 EGEEEEENTEEPPQGEEEESMET#QE 34.1 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35457:176035

1002.02777 3 timecourse_ATM_combo_8hr 1002.02379 3.97 22.13 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 25.5 94 5.91E+06 EGEEEEENTEEPPQGEEEESMET#QE 35.9 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35451:177690

1002.02784 3 timecourse_ATM_combo_8hr 1002.02379 4.04 20.34 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEES#METQE.‐ 42.6 94 1.97E+07 EGEEEEENTEEPPQGEEEESMET#QE 8.1 388 ‐3,0 0 0 0 0 Interleukin enhancer‐binding factor 2  35451:177700

1002.02774 3 timecourse_ATM_combo_4hr 1002.02379 3.94 20.26 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 37.7 100 1.17E+07 EGEEEEENTEEPPQGEEEESMET#QE 28.5 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35452:170310

1002.02937 3 timecourse_ATM_combo_4hr 1002.02379 5.57 18.7 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 38.0 100 2.18E+07 EGEEEEENTEEPPQGEEEESMET#QE 9.5 388 ‐3,0 0 0 0 0 Interleukin enhancer‐binding factor 2  35452:170370

1002.02962 3 timecourse_ATM_combo_4hr 1002.02379 5.82 17.69 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 38.2 100 1.91E+07 EGEEEEENTEEPPQGEEEESMET#QE 24.8 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35452:170400

1002.02945 3 timecourse_ATM_combo_8hr 1002.02379 5.65 16.46 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 20.1 94 3.73E+06 EGEEEEENTEEPPQGEEEESMET#QE 24.4 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35450:175310



1002.02718 3 timecourse_ATM_combo_8hr 1002.02379 3.38 15.86 ILF2  ILF2_HUMAN 4 K.EGEEEEENTEEPPQGEEEESMET#QE.‐ 12.3 94 4.80E+06 EGEEEEENTEEPPQGEEEESMET#QE 25.4 388 0 0 0 0 Interleukin enhancer‐binding factor 2  35450:175240

804.40454 2 timecourse_ATM_combo_1hr 804.40070 4.79 65.36 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 34.2 100 1.41E+06 VVS#QYHELVVQAR 36.8 356 0 0 0 0 Mitochondrial inner membrane protein  35457:101762

804.40559 2 timecourse_ATM_combo_8hr 804.40070 6.08 65.12 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 29.9 100 1.52E+06 VVS#QYHELVVQAR 30.8 356 0 0 0 0 Mitochondrial inner membrane protein  35451:101373

804.40534 2 timecourse_ATM_combo_4hr 804.40070 5.77 61.46 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 25.7 100 1.15E+06 VVS#QYHELVVQAR 28.5 356 0 0 0 0 Mitochondrial inner membrane protein  35452:98081

804.4053 2 timecourse_ATM_combo_2hr 804.40070 5.72 60.97 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 43.0 100 1.07E+06 VVS#QYHELVVQAR 24.8 356 0 0 0 0 Mitochondrial inner membrane protein  35454:94840

804.40553 2 timecourse_ATM_ctrl2 804.40070 6 56.63 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 22.6 100 7.10E+05 VVS#QYHELVVQAR 24.8 356 0 0 0 0 Mitochondrial inner membrane protein  35446:87747

804.40533 2 timecourse_ATM_combo_4hr 804.40070 5.76 53.88 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 29.5 100 1.16E+06 VVS#QYHELVVQAR 40.7 356 0 0 0 0 Mitochondrial inner membrane protein  35453:100002

536.60524 3 combeffx_ATM_comboi 536.60289 4.38 53.25 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 15.3 100 1.86E+06 VVS#QYHELVVQAR 22 356 0 0 0 0 Mitochondrial inner membrane protein  35300:44546

804.40449 2 timecourse_ATM_ctrl1 804.40070 4.71 49.29 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 46.9 100 1.70E+06 VVS#QYHELVVQAR 24.8 356 0 0 0 0 Mitochondrial inner membrane protein  35449:102666

804.40604 2 timecourse_ATM_combo_1hr 804.40070 6.64 49 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 35.1 100 1.38E+06 VVS#QYHELVVQAR 24.8 356 0 0 0 0 Mitochondrial inner membrane protein  35456:101984

804.40572 2 timecourse_ATM_ctrl1 804.40070 6.24 46.56 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 39.5 100 1.59E+06 VVS#QYHELVVQAR 18.9 356 0 0 0 0 Mitochondrial inner membrane protein  35448:101039

804.40542 2 timecourse_ATM_combo_8hr 804.40070 5.87 46.15 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 23.9 100 1.27E+06 VVS#QYHELVVQAR 21.3 356 0 0 0 0 Mitochondrial inner membrane protein  35450:100467

804.40446 2 timecourse_ATM_combo_2hr 804.40070 4.67 44.44 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 38.6 100 1.05E+06 VVS#QYHELVVQAR 24.8 356 0 0 0 0 Mitochondrial inner membrane protein  35455:94590

804.40539 2 timecourse_ATM_ctrl2 804.40070 5.83 40.61 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 24.4 100 7.90E+05 VVS#QYHELVVQAR 37.4 356 0 0 0 0 Mitochondrial inner membrane protein  35447:89234

536.60584 3 timecourse_ATM_combo_2hr 536.60289 5.5 37.79 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 41.0 100 1.02E+06 VVS#QYHELVVQAR 38.7 356 0 0 0 0 Mitochondrial inner membrane protein  35454:94830

536.60493 3 combeffx_ATM_MEKi 536.60289 3.8 33.67 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 9.6 100 3.34E+05 VVS#QYHELVVQAR 8.8 356 0,2 0 0 0 0 Mitochondrial inner membrane protein  35297:33563

536.60583 3 timecourse_ATM_combo_8hr 536.60289 5.48 32.21 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 34.5 100 1.49E+06 VVS#QYHELVVQAR 10.7 356 0,2 0 0 0 0 Mitochondrial inner membrane protein  35450:100457

536.60534 3 timecourse_ATM_combo_2hr 536.60289 4.57 31.38 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 48.9 100 1.06E+06 VVS#QYHELVVQAR 9.7 356 0,2 0 0 0 0 Mitochondrial inner membrane protein  35455:94580

536.60648 3 timecourse_ATM_combo_1hr 536.60289 6.69 29.01 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 33.2 100 1.27E+06 VVS#QYHELVVQAR 20.1 356 0 0 0 0 Mitochondrial inner membrane protein  35456:101994

536.60596 3 timecourse_ATM_combo_8hr 536.60289 5.72 27.7 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 34.7 100 1.46E+06 VVS#QYHELVVQAR 46.3 356 0 0 0 0 Mitochondrial inner membrane protein  35451:101363

536.60459 3 combeffx_ATM_MEKi 536.60289 3.17 27.23 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 9.7 100 4.28E+05 VVS#QYHELVVQAR 13.4 356 0 0 0 0 Mitochondrial inner membrane protein  35296:36223

536.60549 3 timecourse_ATM_combo_1hr 536.60289 4.85 25.84 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 36.1 100 1.28E+06 VVS#QYHELVVQAR 8.8 356 0,2 0 0 0 0 Mitochondrial inner membrane protein  35457:101772

536.60601 3 timecourse_ATM_ctrl2 536.60289 5.81 25.49 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 31.2 100 7.78E+05 VVS#QYHELVVQAR 8.8 356 0,2 0 0 0 0 Mitochondrial inner membrane protein  35447:89224

536.60616 3 timecourse_ATM_ctrl1 536.60289 6.09 25.26 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 44.2 100 1.57E+06 VVS#QYHELVVQAR 10.7 356 0,2 0 0 0 0 Mitochondrial inner membrane protein  35448:101029

536.6054 3 timecourse_ATM_ctrl1 536.60289 4.68 24.37 IMMT  IMMT_HUMAN 7 K.VVS#QYHELVVQAR.D 55.4 100 1.60E+06 VVS#QYHELVVQAR 15.8 356 0 0 0 0 Mitochondrial inner membrane protein  35449:102656

577.25766 3 timecourse_ATM_ctrl1 577.25516 4.33 16.41 IMMT  IMMT_HUMAN 9 R.DAMENEMRT#QLRR.Q 19.3 100 6.57E+05 DAMENEMRT#QLRR 1000 481 0 0 0 0 Mitochondrial inner membrane protein  35449:115111

978.4669 3 timecourse_ATM_combo_2hr 978.46216 4.84 79.17 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 34.3 100 1.59E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 23.6 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35454:162961

978.46779 3 timecourse_ATM_ctrl2 978.46216 5.75 76.96 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 22.7 100 1.50E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 29 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35447:161353

978.46747 3 timecourse_ATM_combo_2hr 978.46216 5.43 73.51 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 35.2 100 1.83E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 13.2 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35455:164041

978.46682 3 timecourse_ATM_ctrl1 978.46216 4.76 69.43 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 25.8 100 2.00E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 21 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35448:171480

978.46664 3 timecourse_ATM_combo_8hr 978.46216 4.58 66.3 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 48.7 100 4.48E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 19 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35450:174270

983.79878 3 timecourse_ATM_combo_8hr 983.79380 5.06 62.89 IMPDH2  IMDH2_HUMAN 0 R.VGM*GSGSICIT#QEVLACGRPQATAVYK.V 5.8 100 3.82E+05 VGM*GSGSICIT#QEVLACGRPQATAVYK 19 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35450:174590

978.4668 3 timecourse_ATM_combo_1hr 978.46216 4.74 60.74 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 35.5 100 2.60E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 16 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35457:174925

978.46689 3 timecourse_ATM_ctrl1 978.46216 4.83 59.29 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 28.6 100 2.03E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 13.2 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35449:174289

978.46756 3 timecourse_ATM_combo_8hr 978.46216 5.52 58.61 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 59.9 100 5.24E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 24.4 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35451:176620

978.46734 3 timecourse_ATM_combo_4hr 978.46216 5.29 55.57 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 35.3 100 2.93E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 21 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35453:172541

983.79924 3 timecourse_ATM_combo_1hr 983.79380 5.53 50.86 IMPDH2  IMDH2_HUMAN 0 R.VGM*GSGSICIT#QEVLACGRPQATAVYK.V 3.8 100 2.18E+05 VGM*GSGSICIT#QEVLACGRPQATAVYK 40.4 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35456:174926

978.46696 3 timecourse_ATM_combo_4hr 978.46216 4.91 50.27 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 34.0 100 2.93E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 21 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35452:169350

978.46814 3 timecourse_ATM_ctrl2 978.46216 6.11 50.11 IMPDH2  IMDH2_HUMAN 0 R.VGMGSGSICIT#QEVLACGRPQATAVYK.V 23.7 100 1.50E+06 VGMGSGSICIT#QEVLACGRPQATAVYK 19 333 0 0 0 0 Inosine‐5'‐monophosphate dehydrogenase 2  35446:158242

876.75993 3 timecourse_ATM_combo_8hr 876.75443 6.27 64.4 INCENP  INCE_HUMAN 1 K.KPEDNHT#QCQLVPVVEIGISER.Q 8.5 100 8.27E+05 KPEDNHT#QCQLVPVVEIGISER 160.5 161 0 0 0 0 Inner centromere protein  35451:168800

648.28124 2 timecourse_ATM_combo_1hr 648.27885 3.69 55.74 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 504.1 100 3.41E+06 KS#RSS#QLSSR 64.8 91 16.2 94 0 0 Inner centromere protein  35457:65047

648.28187 2 timecourse_ATM_combo_4hr 648.27885 4.66 51.28 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 241.5 100 1.76E+06 KS#RSS#QLSSR 64.8 91 16.2 94 0 0 Inner centromere protein  35453:63940

648.28178 2 timecourse_ATM_combo_1hr 648.27885 4.52 49.35 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 316.6 100 2.57E+06 KS#RSS#QLSSR 64.8 91 16.2 94 0 0 Inner centromere protein  35456:64854

648.28245 2 timecourse_ATM_combo_2hr 648.27885 5.55 48.45 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 351.9 100 1.80E+06 KS#RSS#QLSSR 64.8 91 13.2 94 0 0 Inner centromere protein  35454:61270

648.28142 2 timecourse_ATM_combo_8hr 648.27885 3.96 48.22 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 168.7 100 1.76E+06 KS#RSS#QLSSR 64.8 91 16.2 94 0 0 Inner centromere protein  35450:64155

648.28213 2 timecourse_ATM_ctrl2 648.27885 5.06 44.6 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 358.8 100 2.40E+06 KS#RSS#QLSSR 42.6 91 16.2 94 0 0 Inner centromere protein  35447:56643

584.2346 2 timecourse_ATM_combo_8hr 584.23137 5.53 42.38 INCENP  INCE_HUMAN 2 K.S#RSS#QLSSR.R 107.9 100 1.91E+06 S#RSS#QLSSR 24.2 91 11.5 94 ‐1,0 0 0 Inner centromere protein  35450:43979

584.23519 2 timecourse_ATM_combo_2hr 584.23137 6.54 41.86 INCENP  INCE_HUMAN 2 K.S#RSS#QLSSR.R 188.4 100 1.55E+06 S#RSS#QLSSR 27.7 91 11.5 94 ‐1,0 0 0 Inner centromere protein  35454:42014

648.28193 2 timecourse_ATM_combo_2hr 648.27885 4.75 40.89 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 544.7 100 2.87E+06 KS#RSS#QLSSR 64.8 91 13.2 94 0 0 Inner centromere protein  35455:60490

544.2506 2 timecourse_ATM_combo_4hr 544.24821 4.39 40.82 INCENP  INCE_HUMAN 2 K.SRSS#QLSSR.R 165.8 100 1.40E+06 SRSS#QLSSR 26.4 94 0 0 0 0 Inner centromere protein  35453:32386

648.28188 2 timecourse_ATM_combo_4hr 648.27885 4.69 39.97 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 545.1 100 2.84E+06 KS#RSS#QLSSR 64.8 91 16.2 94 0 0 Inner centromere protein  35452:62513

648.2807 2 timecourse_ATM_combo_8hr 648.27885 2.85 38.9 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 429.7 100 2.65E+06 KS#RSS#QLSSR 42.6 91 10.3 94 ‐1,0 0 0 Inner centromere protein  35451:64275

544.24953 2 timecourse_ATM_combo_8hr 544.24821 2.43 38.01 INCENP  INCE_HUMAN 2 K.SRSS#QLSSR.R 292.5 100 2.57E+06 SRSS#QLSSR 24.4 94 0 0 0 0 Inner centromere protein  35451:32625

544.25104 2 timecourse_ATM_ctrl1 544.24821 5.2 37.48 INCENP  INCE_HUMAN 2 K.SRSS#QLSSR.R 90.8 100 9.27E+05 SRSS#QLSSR 22.9 94 0 0 0 0 Inner centromere protein  35448:32911

544.24986 2 timecourse_ATM_ctrl1 544.24821 3.03 36.67 INCENP  INCE_HUMAN 2 K.SRSS#QLSSR.R 114.0 100 9.91E+05 SRSS#QLSSR 28.9 94 0 0 0 0 Inner centromere protein  35449:33214

648.28283 2 timecourse_ATM_ctrl2 648.27885 6.14 36.66 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 390.0 100 2.11E+06 KS#RSS#QLSSR 64.8 91 16.2 94 0 0 Inner centromere protein  35446:55778

584.23498 2 timecourse_ATM_combo_1hr 584.23137 6.18 35.74 INCENP  INCE_HUMAN 2 K.S#RSS#QLSSR.R 150.0 100 2.20E+06 S#RSS#QLSSR 27.7 91 20.4 94 0 0 Inner centromere protein  35456:44134

584.23483 2 timecourse_ATM_combo_4hr 584.23137 5.92 35.48 INCENP  INCE_HUMAN 2 K.S#RSS#QLSSR.R 149.8 100 1.79E+06 S#RSS#QLSSR 27.7 91 13.2 94 0 0 Inner centromere protein  35452:42903

648.28253 2 timecourse_ATM_ctrl1 648.27885 5.68 34.27 INCENP  INCE_HUMAN 2 R.KS#RSS#QLSSR.R 688.5 100 3.67E+06 KS#RSS#QLSSR 57.8 91 16.2 94 0 0 Inner centromere protein  35448:64894

584.2351 2 timecourse_ATM_ctrl1 584.23137 6.38 31.75 INCENP  INCE_HUMAN 2 K.S#RSS#QLSSR.R 159.6 100 1.97E+06 S#RSS#QLSSR 27.7 91 16.2 94 0 0 Inner centromere protein  35448:44603

544.2507 2 timecourse_ATM_ctrl2 544.24821 4.58 26.48 INCENP  INCE_HUMAN 2 K.SRSS#QLSSR.R 78.1 100 6.05E+05 SRSS#QLSSR 24.4 94 0 0 0 0 Inner centromere protein  35446:28085

584.23502 2 timecourse_ATM_ctrl2 584.23137 6.25 24.87 INCENP  INCE_HUMAN 2 K.S#RSS#QLSSR.R 106.1 100 1.08E+06 S#RSS#QLSSR 24.2 91 16.2 94 0 0 Inner centromere protein  35446:38358

720.3389 3 timecourse_ATM_ctrl1 720.33654 3.28 21.66 INCENP  INCE_HUMAN 1 R.QNAEQHVT#QLMSTEPLPR.T 11.2 100 5.42E+05 QNAEQHVT#QLMSTEPLPR 41.9 184 0 0 0 0 Inner centromere protein  35448:146621

720.33778 3 timecourse_ATM_ctrl1 720.33654 1.72 20.77 INCENP  INCE_HUMAN 1 R.QNAEQHVT#QLMSTEPLPR.T 11.4 100 6.05E+05 QNAEQHVT#QLMSTEPLPR 49.5 184 0 0 0 0 Inner centromere protein  35449:148853

720.33961 3 timecourse_ATM_ctrl2 720.33654 4.28 16.31 INCENP  INCE_HUMAN 1 R.QNAEQHVT#QLMSTEPLPR.T 8.1 100 1.98E+05 QNAEQHVT#QLMSTEPLPR 53.4 184 0 0 0 0 Inner centromere protein  35446:132160

600.25952 2 timecourse_ATM_combo_8hr 600.25624 5.46 57.84 INPP5F  SAC2_HUMAN 2 R.SVSQQAS#QER.N 43.2 100 6.01E+05 SVSQQAS#QER 44.4 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35450:49095

600.26015 2 timecourse_ATM_ctrl1 600.25624 6.51 54.04 INPP5F  SAC2_HUMAN 2 R.SVSQQAS#QER.N 28.1 100 2.91E+05 SVSQQAS#QER 37.2 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35448:49804

600.25956 2 timecourse_ATM_combo_2hr 600.25624 5.53 53.37 INPP5F  SAC2_HUMAN 2 R.SVSQQAS#QER.N 29.9 100 2.65E+05 SVSQQAS#QER 18.3 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35454:46967

600.25939 2 timecourse_ATM_combo_4hr 600.25624 5.25 52.8 INPP5F  SAC2_HUMAN 2 R.SVSQQAS#QER.N 37.4 100 3.91E+05 SVSQQAS#QER 31.3 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35452:47913

600.25916 2 timecourse_ATM_combo_8hr 600.25624 4.86 52.1 INPP5F  SAC2_HUMAN 2 R.SVSQQAS#QER.N 33.4 100 5.83E+05 SVSQQAS#QER 41.7 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35451:49071

600.26001 2 timecourse_ATM_combo_1hr 600.25624 6.28 51.13 INPP5F  SAC2_HUMAN 2 R.SVSQQAS#QER.N 32.1 100 4.14E+05 SVSQQAS#QER 31.3 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35456:49303

600.259 2 timecourse_ATM_combo_1hr 600.25624 4.6 49.47 INPP5F  SAC2_HUMAN 2 R.SVSQQAS#QER.N 17.3 100 3.56E+05 SVSQQAS#QER 37.2 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35457:49688

600.25999 2 timecourse_ATM_ctrl2 600.25624 6.25 43.78 INPP5F  SAC2_HUMAN 2 R.SVSQQAS#QER.N 15.6 100 1.12E+05 SVSQQAS#QER 34.5 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35446:42938

600.25936 2 timecourse_ATM_combo_4hr 600.25624 5.2 42.19 INPP5F  SAC2_HUMAN 2 R.SVSQQAS#QER.N 27.6 100 4.17E+05 SVSQQAS#QER 37.2 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35453:49041

640.24358 2 timecourse_ATM_combo_1hr 640.23940 6.53 34.54 INPP5F  SAC2_HUMAN 2 R.SVS#QQAS#QER.N 68.8 100 9.54E+05 SVS#QQAS#QER 33.7 981 93.7 985 0 0 Phosphatidylinositide phosphatase SAC2  35456:62671

640.24327 2 timecourse_ATM_combo_8hr 640.23940 6.04 34.1 INPP5F  SAC2_HUMAN 2 R.SVS#QQAS#QER.N 14.8 100 4.89E+05 SVS#QQAS#QER 24.2 981 101.7 985 0 0 Phosphatidylinositide phosphatase SAC2  35451:62132

640.24391 2 timecourse_ATM_ctrl1 640.23940 7.04 33.84 INPP5F  SAC2_HUMAN 2 R.SVS#QQAS#QER.N 23.8 100 2.89E+05 SVS#QQAS#QER 33.7 981 86 985 0 0 Phosphatidylinositide phosphatase SAC2  35448:62715

640.2431 2 timecourse_ATM_combo_2hr 640.23940 5.78 33.02 INPP5F  SAC2_HUMAN 2 R.SVS#QQAS#QER.N 20.7 100 3.32E+05 SVS#QQAS#QER 27.7 981 91.8 985 0 0 Phosphatidylinositide phosphatase SAC2  35455:58473

640.24376 2 timecourse_ATM_ctrl2 640.23940 6.81 28.99 INPP5F  SAC2_HUMAN 2 R.SVS#QQAS#QER.N 9.7 100 9.11E+04 SVS#QQAS#QER 33.7 981 80.1 985 0 0 Phosphatidylinositide phosphatase SAC2  35446:53912

640.2425 2 timecourse_ATM_combo_1hr 640.23940 4.84 26.72 INPP5F  SAC2_HUMAN 2 R.SVS#QQAS#QER.N 18.9 100 7.34E+05 SVS#QQAS#QER 33.7 981 70.1 985 0 0 Phosphatidylinositide phosphatase SAC2  35457:62805

781.36649 2 combeffx_ATM_comboi 781.36360 3.7 25.82 INPP5F  SAC2_HUMAN 0 R.GSVPVFWS#QVGYR.Y 6.3 100 9.07E+05 GSVPVFWS#QVGYR 31.3 335 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35300:42065

600.25945 2 timecourse_ATM_combo_2hr 600.25624 5.35 24.2 INPP5F  SAC2_HUMAN 2 R.SVS#QQASQER.N 23.8 100 2.64E+05 SVSQQAS#QER 18.3 985 0 0 0 0 Phosphatidylinositide phosphatase SAC2  35455:46071

640.24324 2 timecourse_ATM_combo_8hr 640.23940 6.01 23.66 INPP5F  SAC2_HUMAN 2 R.SVS#QQAS#QER.N 32.5 100 5.53E+05 SVS#QQAS#QER 33.7 981 61.3 985 0 0 Phosphatidylinositide phosphatase SAC2  35450:62102

640.24327 2 timecourse_ATM_combo_4hr 640.23940 6.04 18.04 INPP5F  SAC2_HUMAN 2 R.SVS#QQAS#QER.N 31.7 100 4.33E+05 SVS#QQAS#QER 14.5 981 60.4 985 0 0 Phosphatidylinositide phosphatase SAC2  35452:60443

903.64442 4 timecourse_ATM_combo_8hr 903.63999 4.9 41.53 INTS5  INT5_HUMAN 0 K.DFCVHGGAGGGAGSSGGSS#SQTPSTDPFPGSPAIPAEK.R 8.0 100 4.65E+05 DFCVHGGAGGGAGSSGGSSSQTPST#DPFPGSPAIPA 7.8 273 ‐1,0 0 0 0 0 Integrator complex subunit 5  35450:182350

1204.52378 3 timecourse_ATM_combo_8hr 1204.51756 5.17 33.26 INTS5  INT5_HUMAN 0 K.DFCVHGGAGGGAGSSGGSS#SQTPSTDPFPGSPAIPAEK.R 8.0 100 7.13E+05 DFCVHGGAGGGAGSSGGSSS#QTPSTDPFPGSPAIPA 15.5 268 0 0 0 0 Integrator complex subunit 5  35450:182360

1204.52375 3 timecourse_ATM_combo_8hr 1204.51756 5.14 23.27 INTS5  INT5_HUMAN 0 K.DFCVHGGAGGGAGSSGGSSS#QTPSTDPFPGSPAIPAEK.R 8.4 100 9.81E+05 DFCVHGGAGGGAGSSGGSS#SQTPSTDPFPGSPAIPA 0 267 ‐5,0 0 0 0 0 Integrator complex subunit 5  35451:185370

814.72819 3 timecourse_ATM_ctrl1 814.72311 6.24 56.75 IQGAP1  IQGA1_HUMAN 2 R.ERDVYEELLT#QAEIQGNINK.V 18.5 100 9.63E+05 ERDVYEELLT#QAEIQGNINK 44.1 292 0 0 0 0 Ras GTPase‐activating‐like protein IQGAP1  35448:158440

814.72706 3 timecourse_ATM_ctrl1 814.72311 4.85 53.46 IQGAP1  IQGA1_HUMAN 2 R.ERDVYEELLT#QAEIQGNINK.V 18.9 100 8.69E+05 ERDVYEELLT#QAEIQGNINK 30.2 292 0 0 0 0 Ras GTPase‐activating‐like protein IQGAP1  35449:160879

814.72797 3 timecourse_ATM_ctrl2 814.72311 5.97 49.12 IQGAP1  IQGA1_HUMAN 2 R.ERDVYEELLT#QAEIQGNINK.V 10.7 100 4.41E+05 ERDVYEELLT#QAEIQGNINK 39 292 0 0 0 0 Ras GTPase‐activating‐like protein IQGAP1  35447:146853

814.72878 3 timecourse_ATM_ctrl2 814.72311 6.96 47.14 IQGAP1  IQGA1_HUMAN 2 R.ERDVYEELLT#QAEIQGNINK.V 10.4 100 4.48E+05 ERDVYEELLT#QAEIQGNINK 15.8 292 0 0 0 0 Ras GTPase‐activating‐like protein IQGAP1  35446:144082

814.72774 3 timecourse_ATM_combo_2hr 814.72311 5.68 40.18 IQGAP1  IQGA1_HUMAN 2 R.ERDVYEELLT#QAEIQGNINK.V 15.1 100 5.56E+05 ERDVYEELLT#QAEIQGNINK 18.1 292 0 0 0 0 Ras GTPase‐activating‐like protein IQGAP1  35454:149661

728.68208 3 combeffx_ATM_ctrl 728.67908 4.12 62.85 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 37.3 100 2.92E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35295:63917

728.68368 3 timecourse_ATM_combo_8hr 728.67908 6.31 60.43 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 23.1 100 1.39E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35450:147790

728.68193 3 combeffx_ATM_ctrl 728.67908 3.91 58.51 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 36.1 100 3.26E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35294:65958

728.68111 3 combeffx_ATM_PI3Ki 728.67908 2.79 56.07 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 32.1 100 2.35E+06 SKS#QSSSNCSNPISVPLRR 9.4 270 0,3 0 0 0 0 Insulin receptor substrate 1  35298:61079

728.6819 3 combeffx_ATM_MEKi 728.67908 3.87 55.11 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 16.8 100 9.69E+05 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35296:53079

728.68278 3 timecourse_ATM_combo_4hr 728.67908 5.08 53.89 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 56.1 100 2.70E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35453:146401

728.68169 3 combeffx_ATM_PI3Ki 728.67908 3.58 53.41 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 27.0 100 1.77E+06 SKS#QSSSNCSNPISVPLRR 22.6 270 0 0 0 0 Insulin receptor substrate 1  35299:58004

728.68229 3 combeffx_ATM_comboi 728.67908 4.41 51.75 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 9.9 100 1.06E+06 SKS#QSSSNCSNPISVPLRR 22.6 270 0 0 0 0 Insulin receptor substrate 1  35301:62379

728.6819 3 combeffx_ATM_MEKi 728.67908 3.87 48.77 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 16.6 100 6.58E+05 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35297:48668

728.68236 3 timecourse_ATM_combo_1hr 728.67908 4.5 48.53 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 80.0 100 3.54E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35457:150135

728.68226 3 timecourse_ATM_combo_2hr 728.67908 4.36 48.11 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 57.3 100 1.78E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35455:139651

728.68336 3 timecourse_ATM_combo_1hr 728.67908 5.87 47.43 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 77.1 100 3.76E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35456:150237

728.68328 3 timecourse_ATM_ctrl1 728.67908 5.76 47.18 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 150.6 100 6.83E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35448:147730

728.68303 3 timecourse_ATM_combo_8hr 728.67908 5.42 46.86 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 23.6 100 1.55E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35451:149710

1014.46928 2 timecourse_ATM_ctrl1 1014.46442 4.79 46.26 IRS1  IRS1_HUMAN 0 R.S#KSQSSSNCSNPISVPLR.R 4.1 100 2.48E+05 SKS#QSSSNCSNPISVPLR 14.5 270 0 0 0 0 Insulin receptor substrate 1  35449:140071

728.6828 3 timecourse_ATM_combo_4hr 728.67908 5.11 45.57 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 50.5 100 2.54E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35452:144016

728.68348 3 timecourse_ATM_ctrl2 728.67908 6.04 45.06 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 114.9 100 5.14E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35447:135693

728.6828 3 timecourse_ATM_combo_2hr 728.67908 5.11 40.36 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 52.3 100 1.91E+06 SKS#QSSSNCSNPISVPLRR 19.2 270 0 0 0 0 Insulin receptor substrate 1  35454:139771

728.68243 3 combeffx_ATM_comboi 728.67908 4.6 38.85 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 10.7 100 1.22E+06 SKS#QSSSNCSNPISVPLRR 0 270 ‐2,0 0 0 0 0 Insulin receptor substrate 1  35300:67971

728.68278 3 timecourse_ATM_ctrl1 728.67908 5.09 35.97 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 163.8 100 6.75E+06 SKS#QSSSNCSNPISVPLRR 22.6 270 0 0 0 0 Insulin receptor substrate 1  35449:149979

676.64839 3 timecourse_ATM_ctrl1 676.64537 4.46 35.07 IRS1  IRS1_HUMAN 0 R.SKSQSSS#NCSNPISVPLR.R 10.0 100 1.11E+06 SKS#QSSSNCSNPISVPLR 11.7 270 ‐2,2 0 0 0 0 Insulin receptor substrate 1  35449:140061

728.68336 3 timecourse_ATM_ctrl2 728.67908 5.87 33.71 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLRR.H 106.8 100 4.98E+06 SKS#QSSSNCSNPISVPLRR 16.8 270 0 0 0 0 Insulin receptor substrate 1  35446:133256

676.64912 3 timecourse_ATM_ctrl2 676.64537 5.54 31.09 IRS1  IRS1_HUMAN 0 R.SKSQSSS#NCSNPISVPLR.R 8.0 100 6.01E+05 SKSQSSS#NCSNPISVPLR 0 274 ‐6,0 0 0 0 0 Insulin receptor substrate 1  35447:125989

676.64929 3 timecourse_ATM_ctrl2 676.64537 5.79 29.13 IRS1  IRS1_HUMAN 0 R.SKSQS#SSNCSNPISVPLR.R 8.0 100 6.36E+05 SKS#QSSSNCSNPISVPLR 15.8 270 0 0 0 0 Insulin receptor substrate 1  35446:123599

546.76281 4 combeffx_ATM_ctrl 546.76113 3.07 28.85 IRS1  IRS1_HUMAN 0 R.SKSQS#SSNCSNPISVPLRR.H 6.6 94 6.94E+05 SKSQSS#SNCSNPISVPLRR 7 273 ‐5,1 0 0 0 0 Insulin receptor substrate 1  35295:63907

676.64888 3 timecourse_ATM_ctrl1 676.64537 5.19 27.64 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLR.R 9.5 100 1.15E+06 SKS#QSSSNCSNPISVPLR 5.9 270 ‐2,4 0 0 0 0 Insulin receptor substrate 1  35448:137940

676.64876 3 timecourse_ATM_combo_1hr 676.64537 5.01 24.69 IRS1  IRS1_HUMAN 0 R.SKSQS#SSNCSNPISVPLR.R 6.6 100 6.75E+05 SKSQS#SSNCSNPISVPLR 6.8 272 ‐4,0 0 0 0 0 Insulin receptor substrate 1  35456:139999

676.64922 3 timecourse_ATM_combo_2hr 676.64537 5.69 24.6 IRS1  IRS1_HUMAN 0 R.SKSQSSS#NCSNPISVPLR.R 4.8 100 3.43E+05 SKSQS#SSNCSNPISVPLR 0 272 ‐4,2 0 0 0 0 Insulin receptor substrate 1  35454:130025

546.76312 4 combeffx_ATM_ctrl 546.76113 3.64 22.34 IRS1  IRS1_HUMAN 0 R.SKSQSS#SNCSNPISVPLRR.H 7.9 94 8.40E+05 SKSQS#SSNCSNPISVPLRR 7 272 ‐4,2 0 0 0 0 Insulin receptor substrate 1  35294:65948

676.64811 3 timecourse_ATM_combo_1hr 676.64537 4.05 21.69 IRS1  IRS1_HUMAN 0 R.SKSQS#SSNCSNPISVPLR.R 7.3 100 7.01E+05 SKSQSSS#NCSNPISVPLR 6.3 274 ‐6,3 0 0 0 0 Insulin receptor substrate 1  35457:140260

676.64882 3 timecourse_ATM_combo_4hr 676.64537 5.1 17.17 IRS1  IRS1_HUMAN 0 R.SKSQS#SSNCSNPISVPLR.R 4.0 100 3.96E+05 SKS#QSSSNCSNPISVPLR 5.8 270 0,7 0 0 0 0 Insulin receptor substrate 1  35453:136657

676.64886 3 timecourse_ATM_combo_2hr 676.64537 5.16 16.82 IRS1  IRS1_HUMAN 0 R.SKS#QSSSNCSNPISVPLR.R 4.9 100 3.30E+05 SKS#QSSSNCSNPISVPLR 8.8 270 0,4 0 0 0 0 Insulin receptor substrate 1  35455:130220

1010.9811 2 combeffx_ATM_comboi 1010.97602 5.02 99.64 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 23.2 100 3.22E+06 S#KSQSSGSSATHPISVPGAR 16.2 304 0 0 0 0 Insulin receptor substrate 2  35300:63483

1010.98 2 combeffx_ATM_ctrl 1010.97602 3.94 98.29 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 18.1 100 2.30E+06 S#KSQSSGSSATHPISVPGAR 16.2 304 0 0 0 0 Insulin receptor substrate 2  35295:59804

1010.98129 2 combeffx_ATM_comboi 1010.97602 5.21 98.19 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 17.2 100 1.97E+06 S#KSQSSGSSATHPISVPGAR 13.2 304 0 0 0 0 Insulin receptor substrate 2  35301:57994

1010.97983 2 combeffx_ATM_MEKi 1010.97602 3.77 93.46 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 8.4 100 8.23E+05 SKS#QSSGSSATHPISVPGAR 0 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35296:50029

1010.97974 2 combeffx_ATM_PI3Ki 1010.97602 3.68 92.01 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 23.5 100 2.33E+06 SKS#QSSGSSATHPISVPGAR 0 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35298:57211

1010.98136 2 timecourse_ATM_ctrl2 1010.97602 5.28 91.46 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 115.9 100 6.57E+06 SKSQS#SGSSATHPISVPGAR 0 308 ‐4,0 0 0 0 0 Insulin receptor substrate 2  35447:125586

1010.97883 2 timecourse_ATM_ctrl1 1010.97602 2.78 91.21 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 108.7 100 8.54E+06 SKS#QSSGSSATHPISVPGAR 0 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35449:139681

1010.97967 2 timecourse_ATM_combo_4hr 1010.97602 3.61 89.1 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 92.1 85 5.07E+06 S#KSQSSGSSATHPISVPGAR 13.2 304 0 0 0 0 Insulin receptor substrate 2  35453:136265

1010.98256 2 timecourse_ATM_combo_8hr 1010.97602 6.47 85.55 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 57.9 100 6.16E+06 S#KSQSSGSSATHPISVPGAR 13.2 304 0 0 0 0 Insulin receptor substrate 2  35450:136503

1010.98042 2 timecourse_ATM_combo_4hr 1010.97602 4.35 79.91 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 5.9 86 7.04E+04 S#KSQSSGSSATHPISVPGAR 13.2 304 0 0 0 0 Insulin receptor substrate 2  35452:133578

1010.97981 2 combeffx_ATM_ctrl 1010.97602 3.75 79.53 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 21.0 100 2.82E+06 S#KSQSSGSSATHPISVPGAR 16.2 304 0 0 0 0 Insulin receptor substrate 2  35294:61948

1010.98008 2 combeffx_ATM_PI3Ki 1010.97602 4.02 76.46 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 20.4 100 1.76E+06 S#KSQSSGSSATHPISVPGAR 32.4 304 0 0 0 0 Insulin receptor substrate 2  35299:54281

1010.98026 2 timecourse_ATM_combo_1hr 1010.97602 4.19 74.89 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 95.3 100 9.36E+06 S#KSQSSGSSATHPISVPGAR 16.2 304 0 0 0 0 Insulin receptor substrate 2  35456:139599

1010.97906 2 timecourse_ATM_combo_8hr 1010.97602 3.01 73.54 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 73.1 100 7.41E+06 SKS#QSSGSSATHPISVPGAR 0 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35451:138281

1010.9803 2 timecourse_ATM_combo_2hr 1010.97602 4.23 73.41 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 105.6 100 4.42E+06 S#KSQSSGSSATHPISVPGAR 16.2 304 0 0 0 0 Insulin receptor substrate 2  35455:129850

1010.97945 2 timecourse_ATM_combo_8hr 1010.97602 3.39 71.01 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 0.00E+00 S#KSQSSGSSATHPISVPGAR 16.2 304 0 0 0 0 Insulin receptor substrate 2  35450:136453

1010.97881 2 timecourse_ATM_combo_1hr 1010.97602 2.76 69.65 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 105.2 100 7.86E+06 S#KSQSSGSSATHPISVPGAR 38.4 304 0 0 0 0 Insulin receptor substrate 2  35457:139918

1010.98142 2 timecourse_ATM_combo_4hr 1010.97602 5.34 67.88 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 101.0 100 6.45E+06 SKS#QSSGSSATHPISVPGAR 14.5 306 0 0 0 0 Insulin receptor substrate 2  35453:136305

1010.97999 2 combeffx_ATM_MEKi 1010.97602 3.93 65.4 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 6.4 100 5.01E+05 S#KSQSSGSSATHPISVPGAR 16.2 304 0 0 0 0 Insulin receptor substrate 2  35297:45952

1010.98079 2 timecourse_ATM_combo_2hr 1010.97602 4.72 65.24 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 93.4 100 4.71E+06 SKS#QSSGSSATHPISVPGAR 0 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35454:129685

1010.98056 2 timecourse_ATM_ctrl1 1010.97602 4.5 64.03 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 100.7 100 8.85E+06 SKS#QSSGSSATHPISVPGAR 11.5 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35448:137570

1010.98233 2 timecourse_ATM_ctrl2 1010.97602 6.24 61.41 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 90.1 100 4.62E+06 S#KSQSSGSSATHPISVPGAR 13.2 304 0 0 0 0 Insulin receptor substrate 2  35446:123219

1010.98195 2 timecourse_ATM_combo_1hr 1010.97602 5.87 58.73 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 109.4 100 9.28E+06 S#KSQSSGSSATHPISVPGAR 16.2 304 0 0 0 0 Insulin receptor substrate 2  35456:139639

505.99376 4 combeffx_ATM_comboi 505.99165 4.17 58.51 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 129.1 100 1.43E+07 SKSQSS#GSSATHPISVPGAR 7.5 309 ‐5,0 0 0 0 0 Insulin receptor substrate 2  35300:63433

1010.98213 2 timecourse_ATM_ctrl2 1010.97602 6.05 56.26 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 78.8 100 4.35E+06 SKS#QSSGSSATHPISVPGAR 0 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35446:123199

505.9935 4 timecourse_ATM_combo_2hr 505.99165 3.66 56.12 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 58.2 100 3.08E+06 SKSQS#SGSSATHPISVPGAR 0 308 ‐4,0 0 0 0 0 Insulin receptor substrate 2  35455:129840

674.32193 3 combeffx_ATM_MEKi 674.31977 3.2 55.97 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 490.5 100 3.45E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35297:45932

674.32209 3 combeffx_ATM_ctrl 674.31977 3.44 55.12 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 707.9 100 1.04E+08 SKS#QSSGSSATHPISVPGAR 24.2 306 0 0 0 0 Insulin receptor substrate 2  35295:59774

505.9938 4 combeffx_ATM_comboi 505.99165 4.25 53.34 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 118.2 100 1.43E+07 S#KSQSSGSSATHPISVPGAR 9.7 304 0,2 0 0 0 0 Insulin receptor substrate 2  35300:63443

1010.98166 2 timecourse_ATM_ctrl2 1010.97602 5.58 52.27 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 90.8 100 6.08E+06 S#KSQSSGSSATHPISVPGAR 16.2 304 0 0 0 0 Insulin receptor substrate 2  35447:125596

505.99294 4 combeffx_ATM_PI3Ki 505.99165 2.55 51.39 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 92.2 100 7.70E+06 SKSQSS#GSSATHPISVPGAR 12.3 309 ‐5,0 0 0 0 0 Insulin receptor substrate 2  35299:54231

674.32221 3 combeffx_ATM_ctrl 674.31977 3.62 50.93 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 669.1 100 1.04E+08 SKS#QSSGSSATHPISVPGAR 22.6 306 0 0 0 0 Insulin receptor substrate 2  35295:59784

674.32234 3 combeffx_ATM_PI3Ki 674.31977 3.81 50.43 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 698.8 100 8.00E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35299:54271

674.32347 3 timecourse_ATM_ctrl1 674.31977 5.49 49.93 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 2109.2 100 2.19E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35448:137580

674.32341 3 timecourse_ATM_combo_8hr 674.31977 5.4 49.83 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 1634.3 100 1.88E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35451:138321

674.32188 3 combeffx_ATM_MEKi 674.31977 3.13 49.55 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 495.0 100 3.45E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35297:45922

505.99296 4 combeffx_ATM_PI3Ki 505.99165 2.59 49.14 IRS2  IRS2_HUMAN 2 R.SKSQS#SGSSATHPISVPGAR.R 67.6 100 6.74E+06 SKSQS#SGSSATHPISVPGAR 22.8 308 0 0 0 0 Insulin receptor substrate 2  35298:57181

505.99349 4 timecourse_ATM_combo_1hr 505.99165 3.64 49.03 IRS2  IRS2_HUMAN 2 R.SKSQS#SGSSATHPISVPGAR.R 58.7 100 5.97E+06 SKSQS#SGSSATHPISVPGAR 0 308 ‐4,0 0 0 0 0 Insulin receptor substrate 2  35456:139589

505.99279 4 timecourse_ATM_combo_1hr 505.99165 2.27 48.72 IRS2  IRS2_HUMAN 2 R.SKSQS#SGSSATHPISVPGAR.R 64.1 100 5.56E+06 SKSQS#SGSSATHPISVPGAR 0 308 ‐4,0 0 0 0 0 Insulin receptor substrate 2  35457:139908

1010.98156 2 timecourse_ATM_combo_4hr 1010.97602 5.48 48.59 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 80.7 100 6.21E+06 SKSQSSGS#SATHPISVPGAR 8 311 ‐7,3 0 0 0 0 Insulin receptor substrate 2  35452:133608

674.32305 3 timecourse_ATM_combo_2hr 674.31977 4.86 48.02 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 2094.9 100 1.34E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35455:129870

505.99323 4 combeffx_ATM_MEKi 505.99165 3.12 47.77 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 56.5 100 2.90E+06 S#KSQSSGSSATHPISVPGAR 4.5 304 0,4 0 0 0 0 Insulin receptor substrate 2  35297:45912

674.32188 3 combeffx_ATM_MEKi 674.31977 3.13 47.44 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 524.1 100 4.16E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35296:50009

505.99308 4 combeffx_ATM_ctrl 505.99165 2.83 47.41 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 61.8 100 7.84E+06 SKSQSS#GSSATHPISVPGAR 0 309 ‐5,0 0 0 0 0 Insulin receptor substrate 2  35294:61908

505.99432 4 timecourse_ATM_ctrl2 505.99165 5.28 47.3 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 99.2 100 5.96E+06 S#KSQSSGSSATHPISVPGAR 3.8 304 0,2 0 0 0 0 Insulin receptor substrate 2  35446:123169

505.99325 4 timecourse_ATM_combo_8hr 505.99165 3.16 47.25 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 45.4 100 5.23E+06 SKSQS#SGSSATHPISVPGAR 0 308 ‐4,0 0 0 0 0 Insulin receptor substrate 2  35450:136443

505.99305 4 combeffx_ATM_PI3Ki 505.99165 2.77 46.89 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 86.9 100 7.70E+06 SKSQS#SGSSATHPISVPGAR 0 308 ‐4,0 0 0 0 0 Insulin receptor substrate 2  35299:54241

674.32185 3 combeffx_ATM_PI3Ki 674.31977 3.08 46.71 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 781.1 100 9.80E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35298:57201

674.32261 3 timecourse_ATM_combo_4hr 674.31977 4.21 46.64 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 1693.1 100 1.77E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35452:133568

505.99303 4 combeffx_ATM_MEKi 505.99165 2.73 45.89 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 47.0 100 2.76E+06 SKSQSS#GSSATHPISVPGAR 0 309 ‐5,0 0 0 0 0 Insulin receptor substrate 2  35296:49999

674.32395 3 timecourse_ATM_ctrl2 674.31977 6.2 45.55 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 2051.3 100 1.69E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35446:123209

505.99377 4 timecourse_ATM_ctrl2 505.99165 4.19 45.5 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 69.9 100 4.66E+06 SKSQS#SGSSATHPISVPGAR 0 308 ‐4,1 0 0 0 0 Insulin receptor substrate 2  35447:125546

674.32233 3 combeffx_ATM_ctrl 674.31977 3.81 45.5 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 646.0 100 1.04E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35295:59794

1010.98198 2 timecourse_ATM_combo_2hr 1010.97602 5.9 45.26 IRS2  IRS2_HUMAN 2 R.SKSQS#SGSSATHPISVPGAR.R 101.8 100 4.55E+06 S#KSQSSGSSATHPISVPGAR 13.3 304 0 0 0 0 Insulin receptor substrate 2  35454:129715

674.3237 3 timecourse_ATM_combo_2hr 674.31977 5.83 44.49 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 2042.7 94 9.65E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35454:129705

505.99394 4 timecourse_ATM_combo_2hr 505.99165 4.53 43.91 IRS2  IRS2_HUMAN 2 R.SKSQS#SGSSATHPISVPGAR.R 55.0 100 3.33E+06 SKS#QSSGSSATHPISVPGAR 0 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35454:129675

505.99293 4 timecourse_ATM_ctrl1 505.99165 2.53 43.83 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 59.6 100 5.21E+06 S#KSQSSGSSATHPISVPGAR 5.4 304 0,5 0 0 0 0 Insulin receptor substrate 2  35449:139671

674.32299 3 combeffx_ATM_comboi 674.31977 4.78 43.25 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 755.7 100 1.20E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35300:63463

674.32273 3 timecourse_ATM_combo_1hr 674.31977 4.39 42.96 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 2138.9 100 2.23E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35457:139928

505.99364 4 timecourse_ATM_combo_4hr 505.99165 3.93 42.73 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 63.8 100 5.07E+06 SKS#QSSGSSATHPISVPGAR 3.3 306 ‐2,3 0 0 0 0 Insulin receptor substrate 2  35452:133558

505.99396 4 combeffx_ATM_comboi 505.99165 4.57 42.29 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 76.6 100 8.81E+06 SKSQSS#GSSATHPISVPGAR 12.6 309 ‐5,0 0 0 0 0 Insulin receptor substrate 2  35301:57954

674.32197 3 combeffx_ATM_PI3Ki 674.31977 3.26 42.13 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 789.7 100 8.00E+07 SKS#QSSGSSATHPISVPGAR 22.6 306 0 0 0 0 Insulin receptor substrate 2  35299:54251

505.99304 4 timecourse_ATM_combo_8hr 505.99165 2.75 41.59 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 38.7 100 4.18E+06 SKS#QSSGSSATHPISVPGAR 4 306 ‐2,3 0 0 0 0 Insulin receptor substrate 2  35451:138271

505.99332 4 timecourse_ATM_combo_4hr 505.99165 3.32 41.58 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 53.6 100 4.63E+06 SKSQS#SGSSATHPISVPGAR 0 308 ‐4,0 0 0 0 0 Insulin receptor substrate 2  35453:136255

674.32265 3 timecourse_ATM_ctrl1 674.31977 4.27 41.36 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 2038.9 100 2.24E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35449:139701

674.32283 3 timecourse_ATM_combo_8hr 674.31977 4.54 41.11 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 166.0 94 3.61E+06 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35450:136473

545.01929 4 combeffx_ATM_ctrl 545.01692 4.35 40.1 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGARR.H 19.1 100 1.85E+06 SKS#QSSGSSATHPISVPGARR 29.9 306 0 0 0 0 Insulin receptor substrate 2  35294:65828

674.32352 3 timecourse_ATM_ctrl2 674.31977 5.56 39.99 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 1861.4 100 9.83E+07 SKS#QSSGSSATHPISVPGAR 22.6 306 0 0 0 0 Insulin receptor substrate 2  35446:123179

674.32207 3 combeffx_ATM_ctrl 674.31977 3.41 38.47 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 746.2 100 1.17E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35294:61938

674.32356 3 timecourse_ATM_combo_8hr 674.31977 5.62 38.3 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 1620.0 100 1.84E+08 SKS#QSSGSSATHPISVPGAR 22.6 306 0 0 0 0 Insulin receptor substrate 2  35450:136483

674.32198 3 combeffx_ATM_ctrl 674.31977 3.28 38.21 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 801.4 100 1.17E+08 SKS#QSSGSSATHPISVPGAR 22.6 306 0 0 0 0 Insulin receptor substrate 2  35294:61928

505.99466 4 timecourse_ATM_combo_8hr 505.99165 5.95 38.17 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 59.6 100 5.17E+06 S#KSQSSGSSATHPISVPGAR 28.2 304 0 0 0 0 Insulin receptor substrate 2  35450:136493

674.32347 3 timecourse_ATM_combo_4hr 674.31977 5.49 37.24 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 1913.5 100 1.88E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35452:133618

674.3231 3 combeffx_ATM_comboi 674.31977 4.94 36.88 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 664.0 100 1.20E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35300:63473

674.32319 3 combeffx_ATM_comboi 674.31977 5.07 36.78 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 709.6 100 8.47E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35301:57984

505.99326 4 combeffx_ATM_ctrl 505.99165 3.18 36.7 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 70.3 100 7.98E+06 SKSQS#SGSSATHPISVPGAR 0 308 ‐4,0 0 0 0 0 Insulin receptor substrate 2  35295:59764

674.32317 3 timecourse_ATM_ctrl2 674.31977 5.04 36.28 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 2502.9 100 1.77E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35447:125566

674.32375 3 timecourse_ATM_ctrl1 674.31977 5.9 36.24 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 226.8 94 4.58E+06 SKS#QSSGSSATHPISVPGAR 12.3 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35448:137590

674.3224 3 combeffx_ATM_ctrl 674.31977 3.9 35.68 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 755.1 100 1.17E+08 SKS#QSSGSSATHPISVPGAR 12.3 306 ‐2,0 0 0 0 0 Insulin receptor substrate 2  35294:61958

674.32296 3 combeffx_ATM_comboi 674.31977 4.73 35.16 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 687.7 100 1.20E+08 SKS#QSSGSSATHPISVPGAR 22.6 306 0 0 0 0 Insulin receptor substrate 2  35300:63453

674.32353 3 timecourse_ATM_combo_1hr 674.31977 5.58 34.85 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 1821.8 100 2.17E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35456:139629

674.32335 3 timecourse_ATM_combo_4hr 674.31977 5.31 34.55 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 2039.7 100 1.45E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35453:136295

505.9936 4 timecourse_ATM_ctrl1 505.99165 3.85 34.42 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 62.4 100 6.07E+06 SKSQSS#GSSATHPISVPGAR 22.6 309 0 0 0 0 Insulin receptor substrate 2  35448:137560

674.32193 3 combeffx_ATM_MEKi 674.31977 3.2 33.93 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 521.8 100 4.16E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35296:50019

674.32339 3 timecourse_ATM_combo_1hr 674.31977 5.37 33.22 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 2110.9 100 2.14E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35456:139619

545.01895 4 combeffx_ATM_MEKi 545.01692 3.72 32.52 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGARR.H 10.1 100 5.64E+05 S#KSQSSGSSATHPISVPGARR 29.6 304 0 0 0 0 Insulin receptor substrate 2  35296:53019

674.32297 3 combeffx_ATM_comboi 674.31977 4.75 32.31 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 652.2 100 8.47E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35301:57964

674.32281 3 timecourse_ATM_combo_1hr 674.31977 4.51 32.11 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 241.7 94 4.37E+06 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35457:139938

505.99416 4 timecourse_ATM_combo_4hr 505.99165 4.96 31.07 IRS2  IRS2_HUMAN 2 R.SKSQSS#GSSATHPISVPGAR.R 77.6 100 5.04E+06 S#KSQSSGSSATHPISVPGAR 5.4 304 0,4 0 0 0 0 Insulin receptor substrate 2  35452:133598

674.32176 3 combeffx_ATM_PI3Ki 674.31977 2.95 30.68 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 832.2 100 9.80E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35298:57191

674.32229 3 combeffx_ATM_PI3Ki 674.31977 3.74 28.78 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 761.8 100 9.80E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35298:57221

674.32304 3 timecourse_ATM_ctrl2 674.31977 4.85 28.7 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 2138.8 100 1.14E+08 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35447:125556

674.32263 3 timecourse_ATM_ctrl1 674.31977 4.24 27.98 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 17.6 100 1.33E+06 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35449:139691

674.32218 3 combeffx_ATM_PI3Ki 674.31977 3.57 27.73 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 726.0 100 8.00E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35299:54261

674.32311 3 timecourse_ATM_combo_4hr 674.31977 4.95 25.69 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 17.8 100 1.45E+06 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35452:133588

674.32325 3 timecourse_ATM_ctrl2 674.31977 5.16 24.95 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 13.3 100 9.27E+05 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35447:125576

674.32243 3 timecourse_ATM_combo_4hr 674.31977 3.94 24.58 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 1402.4 94 4.50E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35453:136275

674.32339 3 timecourse_ATM_combo_2hr 674.31977 5.37 24.33 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 1821.3 100 9.70E+07 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35454:129695

674.32228 3 timecourse_ATM_combo_8hr 674.31977 3.72 23.31 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPISVPGAR.R 131.3 94 3.08E+06 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35451:138301

674.32258 3 timecourse_ATM_combo_8hr 674.31977 4.18 22.2 IRS2  IRS2_HUMAN 2 R.SKS#QSSGSSATHPISVPGAR.R 8.4 100 8.52E+05 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35451:138311

700.97924 3 timecourse_ATM_ctrl2 700.97521 5.75 20.6 IRS2  IRS2_HUMAN 2 R.S#KSQSSGSSATHPIS#VPGAR.R 4.1 100 2.03E+05 SKS#QSSGSSATHPIS#VPGAR 0 306 ‐2,0 16.4 318 0 0 Insulin receptor substrate 2  35446:128091

674.32277 3 timecourse_ATM_combo_8hr 674.31977 4.46 17.6 IRS2  IRS2_HUMAN 2 R.SKSQSSGSSAT#HPISVPGAR.R 7.1 100 6.85E+05 SKS#QSSGSSATHPISVPGAR 28.5 306 0 0 0 0 Insulin receptor substrate 2  35450:136463

788.00477 3 timecourse_ATM_combo_8hr 788.00003 6.02 26.58 JMJD1C  JHD2C_HUMAN 3 K.ISLCMPESQQQNT#PPKS#EK.N 4.6 100 7.12E+05 ISLCMPESQQQNT#PPKS#EK 8.3 1978 ‐5,0 5.1 1982 ‐9,0 0 0 Probable JmjC domain‐containing histone demethylation protein 2C  35451:157420

818.67005 3 timecourse_ATM_ctrl1 818.66631 4.57 51.56 JMJD6  JMJD6_HUMAN 0 K.RRT#CSMVGNGDTTSQDDCVSK.E 4.3 100 1.01E+05 RRT#CSMVGNGDTTSQDDCVSK 5.9 379 0,2 0 0 0 0 Bifunctional arginine demethylase and lysyl‐hydroxylase JMJD6  35449:161449

885.86316 2 timecourse_ATM_ctrl2 885.85839 5.38 48.74 KANK1  KANK1_HUMAN 5 R.SYS#AGNAS#QLEQLSR.A 7.4 100 1.83E+05 SYS#AGNAS#QLEQLSR 10.3 325 ‐2,0 50.2 330 0 0 KN motif and ankyrin repeat domain‐containing protein 1  35446:102897

805.34943 2 timecourse_ATM_combo_8hr 805.34632 3.86 46.92 KARS  SYK_HUMAN 2 K.QLS#QATAAATNHTTD.N 10.2 100 4.79E+05 QLS#QATAAATNHTTD 37.5 49 0 0 0 0 Lysyl‐tRNA synthetase  35450:100657

805.3492 2 timecourse_ATM_combo_8hr 805.34632 3.58 32.7 KARS  SYK_HUMAN 2 K.QLS#QATAAATNHTTD.N 9.2 100 5.40E+05 QLS#QATAAATNHTTD 35.8 49 0 0 0 0 Lysyl‐tRNA synthetase  35451:101553

758.33096 4 timecourse_ATM_combo_4hr 758.32687 5.39 40.18 KDM2A  KDM2A_HUMAN 4 R.LPHSVTCSLCGEVDQNEET#QDFEKK.L 9.3 100 8.22E+05 LPHSVTCSLCGEVDQNEET#QDFEKK 63.3 632 0 0 0 0 Lysine‐specific demethylase 2A  35452:170870

1010.77227 3 timecourse_ATM_combo_4hr 1010.76674 5.47 37.77 KDM2A  KDM2A_HUMAN 4 R.LPHSVTCSLCGEVDQNEET#QDFEKK.L 7.5 100 5.07E+05 LPHSVTCSLCGEVDQNEET#QDFEKK 28.2 632 0 0 0 0 Lysine‐specific demethylase 2A  35453:174131

758.33061 4 combeffx_ATM_comboi 758.32687 4.93 37.63 KDM2A  KDM2A_HUMAN 4 R.LPHSVTCSLCGEVDQNEET#QDFEKK.L 7.6 100 1.50E+06 LPHSVTCSLCGEVDQNEET#QDFEKK 79.3 632 0 0 0 0 Lysine‐specific demethylase 2A  35300:81551

1010.77252 3 timecourse_ATM_combo_4hr 1010.76674 5.72 34.76 KDM2A  KDM2A_HUMAN 4 R.LPHSVTCSLCGEVDQNEET#QDFEKK.L 5.4 100 4.69E+05 LPHSVTCSLCGEVDQNEET#QDFEKK 53.5 632 0 0 0 0 Lysine‐specific demethylase 2A  35452:170880

758.33053 4 timecourse_ATM_combo_8hr 758.32687 4.83 30.42 KDM2A  KDM2A_HUMAN 4 R.LPHSVTCSLCGEVDQNEET#QDFEKK.L 6.7 100 8.82E+05 LPHSVTCSLCGEVDQNEET#QDFEKK 69.1 632 0 0 0 0 Lysine‐specific demethylase 2A  35451:178270

1010.77175 3 timecourse_ATM_combo_8hr 1010.76674 4.96 26.92 KDM2A  KDM2A_HUMAN 4 R.LPHSVTCSLCGEVDQNEET#QDFEKK.L 4.8 100 5.96E+05 LPHSVTCSLCGEVDQNEET#QDFEKK 29.4 632 0 0 0 0 Lysine‐specific demethylase 2A  35450:175870



895.03864 3 timecourse_ATM_combo_8hr 895.03482 4.27 26.4 KDM2A  KDM2A_HUMAN 4 H.SVTCSLCGEVDQNEET#QDFEKK.L 4.1 100 2.75E+05 SVTCSLCGEVDQNEET#QDFEKK 38.6 632 0 0 0 0 Lysine‐specific demethylase 2A  35450:168500

695.00196 3 timecourse_ATM_combo_2hr 694.99876 4.6 31.13 KDM4A  KDM4A_HUMAN 1 R.VCLEIPQEVSQS#ELFPK.E 2.9 100 1.83E+05 VCLEIPQEVSQS#ELFPK 12.7 412 ‐2,0 0 0 0 0 Lysine‐specific demethylase 4A  35455:133710

1041.99938 2 timecourse_ATM_combo_1hr 1041.99450 4.68 29.5 KDM4A  KDM4A_HUMAN 1 R.VCLEIPQEVS#QSELFPK.E 5.0 94 2.08E+05 VCLEIPQEVS#QSELFPK 11.3 410 0,2 0 0 0 0 Lysine‐specific demethylase 4A  35456:143689

1042.00147 2 timecourse_ATM_ctrl1 1041.99450 6.69 27.62 KDM4A  KDM4A_HUMAN 1 R.VCLEIPQEVS#QSELFPK.E 3.5 100 2.17E+05 VCLEIPQEVS#QSELFPK 8.7 410 0,2 0 0 0 0 Lysine‐specific demethylase 4A  35448:141688

695.0025 3 timecourse_ATM_combo_1hr 694.99876 5.38 26.88 KDM4A  KDM4A_HUMAN 1 R.VCLEIPQEVSQS#ELFPK.E 4.1 100 2.22E+05 VCLEIPQEVSQS#ELFPK 10.4 412 ‐2,0 0 0 0 0 Lysine‐specific demethylase 4A  35457:143960

1042.00013 2 timecourse_ATM_ctrl1 1041.99450 5.4 22.7 KDM4A  KDM4A_HUMAN 1 R.VCLEIPQEVSQS#ELFPK.E 2.9 100 1.67E+05 VCLEIPQEVSQS#ELFPK 5.3 412 ‐2,0 0 0 0 0 Lysine‐specific demethylase 4A  35449:143851

983.47534 2 timecourse_ATM_combo_8hr 983.47119 4.22 75.25 KHSRP  FUBP2_HUMAN 2 K.MILIQDGS#QNTNVDKPL.R 10.9 100 7.31E+05 MILIQDGS#QNTNVDKPL 43.5 274 0 0 0 0 Far upstream element‐binding protein 2  35450:132323

755.72035 3 combeffx_ATM_PI3Ki 755.71775 3.44 70.6 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSISSQLGPIHPPPR.T 9.4 100 2.02E+06 KLASQGDSIS#SQLGPIHPPPR 7.7 131 ‐2,0 0 0 0 0 Far upstream element‐binding protein 2  35299:59214

755.72084 3 combeffx_ATM_MEKi 755.71775 4.09 66.52 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSISSQLGPIHPPPR.T 10.0 100 1.12E+06 KLASQGDS#ISSQLGPIHPPPR 2.3 129 ‐4,0 0 0 0 0 Far upstream element‐binding protein 2  35297:49428

1061.52663 2 combeffx_ATM_comboi 1061.52174 4.62 62.54 KHSRP  FUBP2_HUMAN 2 K.MILIQDGS#QNTNVDKPLR.I 18.2 100 1.75E+06 MILIQDGS#QNTNVDKPLR 15.2 274 0 0 0 0 Far upstream element‐binding protein 2  35301:61291

755.72108 3 combeffx_ATM_comboi 755.71775 4.41 61.89 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#SQLGPIHPPPR.T 26.7 100 8.83E+06 KLASQGDSIS#SQLGPIHPPPR 5.4 131 ‐6,0 0 0 0 0 Far upstream element‐binding protein 2  35301:63629

708.01925 3 combeffx_ATM_PI3Ki 708.01692 3.29 60.47 KHSRP  FUBP2_HUMAN 2 K.MILIQDGS#QNTNVDKPLR.I 55.8 100 4.74E+06 MILIQDGS#QNTNVDKPLR 18.5 274 0 0 0 0 Far upstream element‐binding protein 2  35299:57011

755.72143 3 combeffx_ATM_comboi 755.71775 4.87 59.59 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 24.7 100 1.13E+07 KLASQGDSISS#QLGPIHPPPR 8.6 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35300:69431

755.7203 3 combeffx_ATM_MEKi 755.71775 3.37 58.08 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 15.5 100 1.80E+06 KLASQGDSIS#SQLGPIHPPPR 4.5 131 ‐2,0 0 0 0 0 Far upstream element‐binding protein 2  35296:54059

713.02199 3 timecourse_ATM_combo_4hr 713.01943 3.59 57.36 KHSRP  FUBP2_HUMAN 2 K.LASQGDSISS#QLGPIHPPPR.T 10.0 94 1.04E+06 LASQGDSISS#QLGPIHPPPR 4 132 ‐1,0 0 0 0 0 Far upstream element‐binding protein 2  35452:141887

983.47542 2 timecourse_ATM_combo_8hr 983.47119 4.3 56.35 KHSRP  FUBP2_HUMAN 2 K.MILIQDGS#QNTNVDKPL.R 9.7 100 7.51E+05 MILIQDGS#QNTNVDKPL 31.9 274 0 0 0 0 Far upstream element‐binding protein 2  35451:133822

782.37637 3 combeffx_ATM_ctrl 782.37319 4.06 56.1 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISS#QLGPIHPPPR.T 11.8 100 2.71E+06 KLASQGDS#ISS#QLGPIHPPPR 16.2 129 6.6 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35295:66817

1061.52477 2 timecourse_ATM_combo_8hr 1061.52174 2.85 55.76 KHSRP  FUBP2_HUMAN 2 K.MILIQDGSQNT#NVDKPLR.I 17.9 100 1.58E+06 MILIQDGS#QNTNVDKPLR 20.9 274 0 0 0 0 Far upstream element‐binding protein 2  35451:146791

755.72086 3 timecourse_ATM_combo_4hr 755.71775 4.12 54.55 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 24.9 100 8.73E+06 KLASQGDS#ISSQLGPIHPPPR 0 129 0,2 0 0 0 0 Far upstream element‐binding protein 2  35453:149761

782.37576 3 combeffx_ATM_MEKi 782.37319 3.28 53.31 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#S#QLGPIHPPPR.T 15.2 100 1.84E+06 KLASQGDS#ISS#QLGPIHPPPR 11 129 0,2 0 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35296:55189

755.72024 3 combeffx_ATM_ctrl 755.71775 3.29 52.73 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 12.3 100 2.85E+06 KLASQGDS#ISSQLGPIHPPPR 0 129 0,2 0 0 0 0 Far upstream element‐binding protein 2  35294:67338

755.72065 3 combeffx_ATM_PI3Ki 755.71775 3.84 52.09 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 10.4 100 2.61E+06 KLASQGDS#ISSQLGPIHPPPR 0 129 0,2 0 0 0 0 Far upstream element‐binding protein 2  35298:62366

713.02277 3 combeffx_ATM_comboi 713.01943 4.68 51.39 KHSRP  FUBP2_HUMAN 2 K.LASQGDSISS#QLGPIHPPPR.T 8.1 100 2.47E+06 LASQGDSISS#QLGPIHPPPR 4.3 132 ‐1,0 0 0 0 0 Far upstream element‐binding protein 2  35301:61549

782.37564 3 combeffx_ATM_ctrl 782.37319 3.13 51.34 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISS#QLGPIHPPPR.T 13.6 100 3.10E+06 KLASQGDS#IS#SQLGPIHPPPR 20.8 129 0 131 0,1 0 0 Far upstream element‐binding protein 2  35294:68808

755.7214 3 combeffx_ATM_comboi 755.71775 4.83 51.31 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 24.5 100 1.13E+07 KLASQGDS#ISSQLGPIHPPPR 0 129 0,2 0 0 0 0 Far upstream element‐binding protein 2  35300:69421

782.37691 3 combeffx_ATM_comboi 782.37319 4.75 50.61 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#IS#SQLGPIHPPPR.T 11.3 100 5.08E+06 KLASQGDS#ISS#QLGPIHPPPR 16.2 129 12.2 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35300:71261

755.72082 3 timecourse_ATM_combo_2hr 755.71775 4.06 50.06 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 14.9 100 2.95E+06 KLASQGDSISS#QLGPIHPPPR 0 132 ‐3,0 0 0 0 0 Far upstream element‐binding protein 2  35455:142971

755.72127 3 timecourse_ATM_combo_2hr 755.71775 4.66 49.8 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 14.3 100 3.06E+06 KLASQGDS#ISSQLGPIHPPPR 0 129 0,2 0 0 0 0 Far upstream element‐binding protein 2  35454:142601

755.72086 3 combeffx_ATM_ctrl 755.71775 4.12 49.6 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#SQLGPIHPPPR.T 9.3 100 2.23E+06 KLASQGDSIS#SQLGPIHPPPR 3.9 131 ‐2,0 0 0 0 0 Far upstream element‐binding protein 2  35295:65377

713.02116 3 timecourse_ATM_combo_8hr 713.01943 2.43 49.47 KHSRP  FUBP2_HUMAN 2 K.LASQGDSISS#QLGPIHPPPR.T 8.3 100 2.58E+06 LASQGDSISS#QLGPIHPPPR 4.8 132 ‐1,0 0 0 0 0 Far upstream element‐binding protein 2  35451:147391

713.02073 3 timecourse_ATM_combo_4hr 713.01943 1.82 48.46 KHSRP  FUBP2_HUMAN 2 K.LASQGDSISS#QLGPIHPPPR.T 8.8 100 1.66E+06 LASQGDSISS#QLGPIHPPPR 5.9 132 ‐3,0 0 0 0 0 Far upstream element‐binding protein 2  35453:144377

755.72093 3 timecourse_ATM_combo_1hr 755.71775 4.21 47.89 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 18.3 100 4.12E+06 KLASQGDSISS#QLGPIHPPPR 0 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35457:153245

755.72073 3 timecourse_ATM_combo_4hr 755.71775 3.94 46.79 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 53.6 100 8.97E+06 KLASQGDS#ISSQLGPIHPPPR 0 129 ‐4,2 0 0 0 0 Far upstream element‐binding protein 2  35452:147130

755.72109 3 combeffx_ATM_comboi 755.71775 4.42 46.58 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 26.7 100 8.83E+06 KLASQGDS#ISSQLGPIHPPPR 0 129 0,2 0 0 0 0 Far upstream element‐binding protein 2  35301:63639

713.02213 3 timecourse_ATM_ctrl1 713.01943 3.79 46.4 KHSRP  FUBP2_HUMAN 2 K.LASQGDSISS#QLGPIHPPPR.T 5.3 94 7.37E+05 LASQGDSIS#SQLGPIHPPPR 4.8 131 ‐2,0 0 0 0 0 Far upstream element‐binding protein 2  35448:145668

755.72161 3 timecourse_ATM_ctrl1 755.71775 5.11 46.11 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 15.4 100 4.97E+06 KLASQGDSISS#QLGPIHPPPR 12.2 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35448:150930

1061.52392 2 timecourse_ATM_combo_4hr 1061.52174 2.06 46.1 KHSRP  FUBP2_HUMAN 2 K.MILIQDGS#QNTNVDKPLR.I 12.9 100 9.64E+05 MILIQDGS#QNTNVDKPLR 20.1 274 0 0 0 0 Far upstream element‐binding protein 2  35453:143727

755.72077 3 timecourse_ATM_ctrl1 755.71775 4 45.13 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSISSQLGPIHPPPR.T 14.7 100 5.06E+06 KLASQGDSISS#QLGPIHPPPR 4.3 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35449:153419

782.37723 3 timecourse_ATM_combo_8hr 782.37319 5.16 44.52 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#S#QLGPIHPPPR.T 7.9 100 1.31E+06 KLASQGDS#ISS#QLGPIHPPPR 21.8 129 6.6 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35450:154710

755.72072 3 timecourse_ATM_combo_8hr 755.71775 3.93 44.12 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 21.2 100 1.03E+07 KLASQGDSISS#QLGPIHPPPR 0 132 ‐3,0 0 0 0 0 Far upstream element‐binding protein 2  35451:153110

755.7219 3 timecourse_ATM_ctrl2 755.71775 5.5 43.69 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 15.4 100 2.38E+06 KLASQGDSIS#SQLGPIHPPPR 4.3 131 ‐6,0 0 0 0 0 Far upstream element‐binding protein 2  35447:139253

1061.52585 2 timecourse_ATM_combo_4hr 1061.52174 3.88 43.4 KHSRP  FUBP2_HUMAN 2 K.MILIQDGS#QNTNVDKPLR.I 10.3 100 8.16E+05 MILIQDGS#QNTNVDKPLR 17.5 274 0 0 0 0 Far upstream element‐binding protein 2  35452:141277

755.72069 3 timecourse_ATM_combo_1hr 755.71775 3.89 42.24 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#SQLGPIHPPPR.T 13.2 100 4.28E+06 KLAS#QGDSISSQLGPIHPPPR 5.9 125 0,7 0 0 0 0 Far upstream element‐binding protein 2  35457:153235

755.72071 3 timecourse_ATM_combo_4hr 755.71775 3.92 41.94 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 45.6 100 8.77E+06 KLASQGDSISS#QLGPIHPPPR 7.5 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35453:149751

755.72177 3 timecourse_ATM_ctrl2 755.71775 5.32 41.94 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 11.0 100 2.31E+06 KLASQGDSISS#QLGPIHPPPR 0 132 ‐1,0 0 0 0 0 Far upstream element‐binding protein 2  35446:136732

755.72125 3 timecourse_ATM_combo_4hr 755.71775 4.63 41.55 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 27.1 100 8.71E+06 KLASQGDSISS#QLGPIHPPPR 4.8 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35452:147140

567.04268 4 combeffx_ATM_comboi 567.04013 4.5 40.74 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 17.2 100 8.32E+06 KLASQGDSISS#QLGPIHPPPR 18.4 132 0 0 0 0 Far upstream element‐binding protein 2  35300:69411

755.72072 3 timecourse_ATM_combo_8hr 755.71775 3.93 40.69 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 33.7 100 9.63E+06 KLASQGDSIS#SQLGPIHPPPR 0 131 ‐6,1 0 0 0 0 Far upstream element‐binding protein 2  35450:151140

1061.525 2 timecourse_ATM_combo_8hr 1061.52174 3.07 39.77 KHSRP  FUBP2_HUMAN 2 K.MILIQDGS#QNTNVDKPLR.I 16.3 100 1.42E+06 MILIQDGS#QNTNVDKPLR 17.5 274 0 0 0 0 Far upstream element‐binding protein 2  35450:144713

755.72172 3 timecourse_ATM_combo_2hr 755.71775 5.25 38.95 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 26.1 100 2.93E+06 KLASQGDSISS#QLGPIHPPPR 5.9 132 ‐3,0 0 0 0 0 Far upstream element‐binding protein 2  35454:142611

713.02287 3 combeffx_ATM_comboi 713.01943 4.82 38.58 KHSRP  FUBP2_HUMAN 2 K.LASQGDSISS#QLGPIHPPPR.T 8.3 100 3.68E+06 LASQGDSIS#SQLGPIHPPPR 5.9 131 0,1 0 0 0 0 Far upstream element‐binding protein 2  35300:67131

755.72153 3 timecourse_ATM_combo_1hr 755.71775 5 38.05 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 12.6 100 4.18E+06 KLASQGDS#ISSQLGPIHPPPR 2.5 129 ‐4,2 0 0 0 0 Far upstream element‐binding protein 2  35456:153237

713.02258 3 combeffx_ATM_comboi 713.01943 4.42 37.32 KHSRP  FUBP2_HUMAN 2 K.LASQGDSISS#QLGPIHPPPR.T 8.6 100 3.68E+06 LASQGDSISS#QLGPIHPPPR 13.3 132 0 0 0 0 Far upstream element‐binding protein 2  35300:67121

708.01905 3 combeffx_ATM_PI3Ki 708.01692 3.01 36.95 KHSRP  FUBP2_HUMAN 2 K.MILIQDGSQNT#NVDKPLR.I 50.0 100 5.70E+06 MILIQDGS#QNTNVDKPLR 0 274 0,3 0 0 0 0 Far upstream element‐binding protein 2  35298:60021

755.7221 3 timecourse_ATM_ctrl2 755.71775 5.76 36.72 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSISSQLGPIHPPPR.T 16.5 100 2.35E+06 KLASQGDSISS#QLGPIHPPPR 0 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35446:136742

782.37751 3 timecourse_ATM_combo_4hr 782.37319 5.52 36.18 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#S#QLGPIHPPPR.T 6.4 100 1.01E+06 KLASQGDS#ISS#QLGPIHPPPR 4.1 129 0,2 5.9 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35453:153301

713.35218 3 combeffx_ATM_comboi 713.34856 5.09 35.59 KHSRP  FUBP2_HUMAN 2 K.M*ILIQDGS#QNTNVDKPLR.I 23.2 100 2.68E+06 M*ILIQDGS#QNTNVDKPLR 36.8 274 0 0 0 0 Far upstream element‐binding protein 2  35301:61579

713.02198 3 timecourse_ATM_combo_4hr 713.01943 3.58 35.57 KHSRP  FUBP2_HUMAN 2 K.LASQGDSISS#QLGPIHPPPR.T 4.5 94 1.91E+05 LASQGDSISS#QLGPIHPPPR 0 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35452:141877

755.72113 3 timecourse_ATM_combo_8hr 755.71775 4.47 35.57 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 34.4 100 1.05E+07 KLASQGDSISS#QLGPIHPPPR 3.1 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35451:153120

782.37739 3 timecourse_ATM_combo_1hr 782.37319 5.37 34.76 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISS#QLGPIHPPPR.T 8.9 100 1.61E+06 KLASQGDS#ISS#QLGPIHPPPR 6.8 129 0,2 5.3 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35456:156687

713.35219 3 combeffx_ATM_comboi 713.34856 5.09 33.99 KHSRP  FUBP2_HUMAN 2 K.M*ILIQDGS#QNTNVDKPLR.I 22.8 100 4.38E+06 M*ILIQDGS#QNTNVDKPLR 40.6 274 0 0 0 0 Far upstream element‐binding protein 2  35300:67151

755.72077 3 timecourse_ATM_combo_8hr 755.71775 4 33.86 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 20.8 100 9.81E+06 KLASQGDSISS#QLGPIHPPPR 7.5 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35450:151150

755.72106 3 timecourse_ATM_combo_2hr 755.71775 4.39 33.83 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 23.7 100 3.01E+06 KLASQGDS#ISSQLGPIHPPPR 4.7 129 0,2 0 0 0 0 Far upstream element‐binding protein 2  35455:142981

713.35126 3 combeffx_ATM_PI3Ki 713.34856 3.79 33.34 KHSRP  FUBP2_HUMAN 2 K.M*ILIQDGS#QNTNVDKPLR.I 7.7 100 7.59E+05 M*ILIQDGS#QNTNVDKPLR 27.2 274 0 0 0 0 Far upstream element‐binding protein 2  35298:60416

713.02132 3 timecourse_ATM_combo_8hr 713.01943 2.65 33.21 KHSRP  FUBP2_HUMAN 2 K.LASQGDSIS#SQLGPIHPPPR.T 9.9 100 2.73E+06 LASQGDSIS#SQLGPIHPPPR 6.6 131 ‐2,0 0 0 0 0 Far upstream element‐binding protein 2  35450:145343

755.72184 3 timecourse_ATM_ctrl1 755.71775 5.41 32.94 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISSQLGPIHPPPR.T 24.2 100 5.00E+06 KLASQGDS#ISSQLGPIHPPPR 0 129 ‐4,2 0 0 0 0 Far upstream element‐binding protein 2  35448:150940

782.37601 3 combeffx_ATM_MEKi 782.37319 3.6 31.63 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#S#QLGPIHPPPR.T 10.5 100 1.37E+06 KLASQGDS#ISS#QLGPIHPPPR 6 129 ‐4,0 13.3 132 0 0 Far upstream element‐binding protein 2  35297:50528

782.37646 3 timecourse_ATM_combo_1hr 782.37319 4.18 31.35 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#S#QLGPIHPPPR.T 9.5 100 1.70E+06 KLASQGDS#ISS#QLGPIHPPPR 13.3 129 4.8 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35457:156675

809.03168 3 timecourse_ATM_combo_8hr 809.02863 3.77 30.89 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSIS#S#QLGPIHPPPR.T 11.3 100 2.80E+06 KLAS#QGDSIS#S#QLGPIHPPPR 10.5 125 0,4 4.1 131 ‐2,0 2.8 132 ‐3,0 Far upstream element‐binding protein 2  35451:160030

567.0427 4 combeffx_ATM_comboi 567.04013 4.53 29.9 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 16.6 100 4.04E+06 KLASQGDSIS#SQLGPIHPPPR 8.7 131 0,1 0 0 0 0 Far upstream element‐binding protein 2  35301:63649

782.3763 3 timecourse_ATM_ctrl1 782.37319 3.98 29.69 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#S#QLGPIHPPPR.T 15.4 100 2.57E+06 KLASQGDS#ISS#QLGPIHPPPR 3.5 129 0,2 14.2 132 0 0 Far upstream element‐binding protein 2  35449:157149

755.72156 3 timecourse_ATM_combo_1hr 755.71775 5.04 29.57 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSISSQLGPIHPPPR.T 21.0 100 4.27E+06 KLASQGDSISS#QLGPIHPPPR 0 132 ‐7,0 0 0 0 0 Far upstream element‐binding protein 2  35456:153247

782.37712 3 timecourse_ATM_combo_4hr 782.37319 5.02 29.17 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#S#QLGPIHPPPR.T 7.2 100 1.17E+06 KLASQGDSIS#S#QLGPIHPPPR 3.5 131 ‐6,0 4.9 132 ‐7,0 0 0 Far upstream element‐binding protein 2  35452:150510

755.72092 3 timecourse_ATM_ctrl1 755.71775 4.19 27.34 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSISSQLGPIHPPPR.T 22.7 100 5.06E+06 KLASQGDS#ISSQLGPIHPPPR 0 129 ‐4,3 0 0 0 0 Far upstream element‐binding protein 2  35449:153429

782.37718 3 timecourse_ATM_ctrl1 782.37319 5.1 27 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#IS#SQLGPIHPPPR.T 17.5 100 2.69E+06 KLASQGDS#ISS#QLGPIHPPPR 6.1 129 0,2 4 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35448:154690

782.37669 3 timecourse_ATM_ctrl1 782.37319 4.47 26.92 KHSRP  FUBP2_HUMAN 2 K.KLASQGDS#ISS#QLGPIHPPPR.T 17.5 100 2.69E+06 KLASQGDS#ISS#QLGPIHPPPR 6.1 129 0,2 0 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35448:154680

708.0196 3 timecourse_ATM_combo_8hr 708.01692 3.79 26.63 KHSRP  FUBP2_HUMAN 2 K.MILIQDGS#QNTNVDKPLR.I 77.5 100 9.02E+06 MILIQDGS#QNTNVDKPLR 7.8 274 0,3 0 0 0 0 Far upstream element‐binding protein 2  35451:146801

708.0202 3 combeffx_ATM_comboi 708.01692 4.63 25.51 KHSRP  FUBP2_HUMAN 2 K.MILIQDGSQNT#NVDKPLR.I 190.7 100 2.41E+07 MILIQDGSQNT#NVDKPLR 33.5 277 0 0 0 0 Far upstream element‐binding protein 2  35301:61301

782.37776 3 timecourse_ATM_ctrl2 782.37319 5.84 25.29 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSIS#S#QLGPIHPPPR.T 10.3 100 1.11E+06 KLASQGDS#ISS#QLGPIHPPPR 7.6 129 0,2 5.9 132 ‐1,0 0 0 Far upstream element‐binding protein 2  35446:140122

809.03121 3 timecourse_ATM_combo_8hr 809.02863 3.19 24.79 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSIS#S#QLGPIHPPPR.T 10.6 100 2.52E+06 KLAS#QGDS#ISS#QLGPIHPPPR 20.3 125 20.1 129 7.5 132 ‐1,0 Far upstream element‐binding protein 2  35450:158010

782.3751 3 timecourse_ATM_combo_8hr 782.37319 2.44 24.77 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSISS#QLGPIHPPPR.T 13.7 100 4.36E+06 KLASQGDS#IS#SQLGPIHPPPR 4.9 129 ‐4,0 5.9 131 0,1 0 0 Far upstream element‐binding protein 2  35450:154700

567.04257 4 combeffx_ATM_comboi 567.04013 4.3 24.17 KHSRP  FUBP2_HUMAN 2 K.KLASQGDSISS#QLGPIHPPPR.T 16.5 100 8.32E+06 KLASQGDSIS#SQLGPIHPPPR 14.2 131 0 0 0 0 Far upstream element‐binding protein 2  35300:69401

782.37413 3 timecourse_ATM_combo_4hr 782.37319 1.2 20.91 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSISS#QLGPIHPPPR.T 12.1 100 3.70E+06 KLASQGDS#IS#SQLGPIHPPPR 4.9 129 ‐4,0 0 131 0,1 0 0 Far upstream element‐binding protein 2  35453:153291

809.03214 3 timecourse_ATM_combo_4hr 809.02863 4.34 20.72 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSIS#S#QLGPIHPPPR.T 8.3 100 1.53E+06 KLAS#QGDS#IS#SQLGPIHPPPR 22.2 125 10.7 129 0,3 4.3 131 0,1 Far upstream element‐binding protein 2  35452:153610

782.37493 3 timecourse_ATM_combo_4hr 782.37319 2.22 18.05 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSISS#QLGPIHPPPR.T 14.4 100 3.61E+06 KLAS#QGDS#ISSQLGPIHPPPR 3.3 125 0,6 0 129 0,2 0 0 Far upstream element‐binding protein 2  35452:150500

782.37506 3 timecourse_ATM_combo_8hr 782.37319 2.39 17.6 KHSRP  FUBP2_HUMAN 2 K.KLAS#QGDSIS#SQLGPIHPPPR.T 11.2 100 4.89E+06 KLAS#QGDSIS#SQLGPIHPPPR 2.2 125 0,4 7.5 131 0,1 0 0 Far upstream element‐binding protein 2  35451:156720

626.76836 2 timecourse_ATM_ctrl1 626.76391 7.1 50.33 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFSSR.D 35.1 100 4.90E+05 VTSSSS#QFSSR 21.5 570 0 0 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35448:58796

626.76719 2 timecourse_ATM_ctrl1 626.76391 5.23 39.53 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFSSR.D 34.7 100 5.12E+05 VTSSSS#QFSSR 13.2 570 0 0 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35449:59516

626.76736 2 timecourse_ATM_combo_1hr 626.76391 5.5 34.27 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFSSR.D 7.9 100 1.21E+05 VTSSSS#QFSSR 16.2 570 0 0 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35457:58765

666.7503 2 timecourse_ATM_ctrl1 666.74707 4.84 31.33 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFS#SR.D 16.9 100 3.82E+05 VTSSSS#QFS#SR 20.4 570 16.2 573 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35449:70785

666.7514 2 timecourse_ATM_combo_2hr 666.74707 6.49 29.39 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFS#SR.D 5.6 100 6.99E+04 VTSSSS#QFS#SR 13.2 570 13.2 573 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35454:65891

626.76774 2 timecourse_ATM_ctrl2 626.76391 6.11 28.6 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFSSR.D 20.5 100 2.40E+05 VTSSSS#QFSSR 24.4 570 0 0 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35446:50610

626.7675 2 timecourse_ATM_ctrl2 626.76391 5.73 26.08 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFSSR.D 22.1 100 2.49E+05 VTSSSS#QFSSR 13.2 570 0 0 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35447:51273

666.75083 2 timecourse_ATM_ctrl2 666.74707 5.64 24.33 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFS#SR.D 17.0 100 2.30E+05 VTSSSS#QFS#SR 13.2 570 16.2 573 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35447:60906

666.75124 2 timecourse_ATM_ctrl2 666.74707 6.25 23.59 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFS#SR.D 19.8 100 2.25E+05 VTSSSS#QFS#SR 16.2 570 13.2 573 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35446:59979

626.76809 2 timecourse_ATM_combo_4hr 626.76391 6.69 22.73 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFSSR.D 7.0 100 9.13E+04 VTSSSS#QFSSR 11.5 570 ‐1,0 0 0 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35453:57758

666.75123 2 timecourse_ATM_combo_1hr 666.74707 6.24 20.3 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFS#SR.D 7.3 100 1.07E+05 VTSSSS#QFS#SR 13.2 570 11.5 573 0,1 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35456:70048

626.7672 2 timecourse_ATM_combo_2hr 626.76391 5.25 17.18 KIAA0226  RUBIC_HUMAN 1 R.VTSSSS#QFSSR.D 7.1 100 7.67E+04 VTSSSS#QFSSR 6.9 570 ‐1,0 0 0 0 0 Run domain Beclin‐1 interacting and cystein‐rich containing protein  35455:54527

634.78847 2 timecourse_ATM_ctrl1 634.78516 5.21 55.65 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 864.6 100 1.40E+07 QQT#QSALEQR 43 339 0 0 0 0 Uncharacterized protein KIAA0528  35449:61986

634.78875 2 timecourse_ATM_combo_2hr 634.78516 5.66 52.61 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 830.8 100 1.13E+07 QQT#QSALEQR 40.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35455:56999

634.78884 2 timecourse_ATM_combo_4hr 634.78516 5.8 51.68 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 824.7 100 1.38E+07 QQT#QSALEQR 42.6 339 0 0 0 0 Uncharacterized protein KIAA0528  35453:60298

634.78954 2 timecourse_ATM_ctrl1 634.78516 6.9 46.01 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 723.4 100 1.35E+07 QQT#QSALEQR 42.6 339 0 0 0 0 Uncharacterized protein KIAA0528  35448:61296

634.78929 2 timecourse_ATM_combo_2hr 634.78516 6.51 44.94 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 883.0 100 1.12E+07 QQT#QSALEQR 38.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35454:57857

634.78813 2 timecourse_ATM_combo_2hr 634.78516 4.68 44.81 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 690.6 100 4.98E+06 QQT#QSALEQR 42.6 339 0 0 0 0 Uncharacterized protein KIAA0528  35455:56979

634.78904 2 timecourse_ATM_combo_8hr 634.78516 6.11 44.45 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 563.0 100 1.20E+07 QQT#QSALEQR 37.4 339 0 0 0 0 Uncharacterized protein KIAA0528  35450:60668

634.78908 2 timecourse_ATM_combo_1hr 634.78516 6.18 44.38 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 932.6 100 1.53E+07 QQT#QSALEQR 42.6 339 0 0 0 0 Uncharacterized protein KIAA0528  35456:61143

634.78802 2 timecourse_ATM_combo_1hr 634.78516 4.51 44.02 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 900.7 100 1.66E+07 QQT#QSALEQR 38.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35457:61373

634.78905 2 timecourse_ATM_ctrl2 634.78516 6.13 43.51 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 542.5 100 6.49E+06 QQT#QSALEQR 40.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35446:52762

634.78891 2 timecourse_ATM_ctrl2 634.78516 5.91 43.39 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 591.5 100 7.53E+06 QQT#QSALEQR 40.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35447:53462

634.78796 2 timecourse_ATM_combo_1hr 634.78516 4.41 43.33 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 239.7 100 2.36E+06 QQT#QSALEQR 45.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35457:61363

634.78897 2 timecourse_ATM_combo_4hr 634.78516 6 41.42 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 883.3 100 1.23E+07 QQT#QSALEQR 30.8 339 0 0 0 0 Uncharacterized protein KIAA0528  35452:59082

634.78903 2 timecourse_ATM_combo_8hr 634.78516 6.1 41.3 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 612.5 100 1.31E+07 QQT#QSALEQR 38.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35451:60635

634.78846 2 timecourse_ATM_combo_4hr 634.78516 5.2 39.91 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 696.0 100 1.25E+07 QQT#QSALEQR 45.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35452:59072

634.78869 2 timecourse_ATM_combo_1hr 634.78516 5.56 37.06 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 748.8 100 1.47E+07 QQT#QSALEQR 30.8 339 0 0 0 0 Uncharacterized protein KIAA0528  35456:61123

634.78867 2 timecourse_ATM_combo_8hr 634.78516 5.53 35.24 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 516.6 100 1.16E+07 QQT#QSALEQR 33.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35450:60658

634.78835 2 timecourse_ATM_combo_8hr 634.78516 5.04 34.66 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 553.7 100 8.57E+06 QQT#QSALEQR 33.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35451:60605

634.78878 2 timecourse_ATM_combo_4hr 634.78516 5.7 34.37 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 598.4 100 5.28E+06 QQT#QSALEQR 36.8 339 0 0 0 0 Uncharacterized protein KIAA0528  35453:60288

634.78893 2 combeffx_ATM_comboi 634.78516 5.94 33.79 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 19.8 100 8.76E+05 QQT#QSALEQR 36.8 339 0 0 0 0 Uncharacterized protein KIAA0528  35300:25709

634.78835 2 timecourse_ATM_ctrl1 634.78516 5.03 33.23 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 210.4 100 1.62E+06 QQT#QSALEQR 30.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35449:61976

634.78808 2 combeffx_ATM_MEKi 634.78516 4.6 32.28 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 15.7 92 1.95E+05 QQT#QSALEQR 24.8 339 0 0 0 0 Uncharacterized protein KIAA0528  35297:20169

634.78921 2 timecourse_ATM_ctrl1 634.78516 6.38 32.15 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 873.4 100 1.16E+07 QQT#QSALEQR 30.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35448:61286

634.78904 2 timecourse_ATM_combo_2hr 634.78516 6.11 30.86 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 704.9 100 9.87E+06 QQT#QSALEQR 33.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35454:57837

634.78917 2 timecourse_ATM_ctrl1 634.78516 6.32 26.98 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 567.6 100 4.21E+06 QQT#QSALEQR 33.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35448:61276

634.78913 2 timecourse_ATM_combo_2hr 634.78516 6.25 25.62 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 4.6 94 1.08E+05 QQT#QSALEQR 30.7 339 0 0 0 0 Uncharacterized protein KIAA0528  35454:57847

634.78903 2 timecourse_ATM_ctrl2 634.78516 6.1 22.56 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 5.8 94 6.75E+04 QQT#QSALEQR 21.3 339 0 0 0 0 Uncharacterized protein KIAA0528  35447:53472

634.78875 2 timecourse_ATM_combo_8hr 634.78516 5.66 21.89 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 4.8 94 1.60E+05 QQT#QSALEQR 24.8 339 0 0 0 0 Uncharacterized protein KIAA0528  35451:60615

634.78865 2 timecourse_ATM_combo_2hr 634.78516 5.5 20.25 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 10.3 100 2.42E+05 QQT#QSALEQR 37.4 339 0 0 0 0 Uncharacterized protein KIAA0528  35455:56989

634.78884 2 timecourse_ATM_combo_1hr 634.78516 5.8 19.9 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 12.0 100 4.44E+05 QQT#QSALEQR 13.3 339 0 0 0 0 Uncharacterized protein KIAA0528  35456:61133

634.78816 2 timecourse_ATM_combo_1hr 634.78516 4.73 17.85 KIAA0528  K0528_HUMAN 8 R.QQT#QSALEQR.E 3.6 94 8.67E+04 QQT#QSALEQR 24.8 339 0 0 0 0 Uncharacterized protein KIAA0528  35457:61383

1130.19161 3 timecourse_ATM_combo_8hr 1130.18414 6.61 27.04 KIAA0664  K0664_HUMAN 1 K.LAALQLMQQNAS#QLET#PSSLENGGPSSLESK.S 7.3 94 4.14E+05 LAALQLMQQNAS#QLETPS#SLENGGPSSLESK 36 634 7 640 0,1 0 0 Protein KIAA0664  35451:183450

1130.19112 3 timecourse_ATM_combo_4hr 1130.18414 6.18 23.17 KIAA0664  K0664_HUMAN 1 K.LAALQLMQQNASQLET#PS#SLENGGPSSLESK.S 3.5 100 2.09E+05 LAALQLMQQNAS#QLETPS#SLENGGPSSLESK 47.2 634 0 640 0,1 0 0 Protein KIAA0664  35453:179121

744.69062 3 combeffx_ATM_comboi 744.68702 4.83 49.93 KIAA0947  K0947_HUMAN 0 K.NTS#QLTQCSLETLSEVLTK.I 16.9 100 1.78E+06 NT#SQLTQCSLETLSEVLTK 0 1248 0,1 0 0 0 0 Uncharacterized protein KIAA0947  35300:68821

744.69077 3 combeffx_ATM_MEKi 744.68702 5.04 49.04 KIAA0947  K0947_HUMAN 0 K.NTS#QLTQCSLETLSEVLTK.I 24.8 100 5.33E+05 NTS#QLTQCSLETLSEVLTK 8.6 1249 ‐1,0 0 0 0 0 Uncharacterized protein KIAA0947  35297:49058

744.69011 3 combeffx_ATM_MEKi 744.68702 4.15 43.55 KIAA0947  K0947_HUMAN 0 K.NTS#QLTQCSLETLSEVLTK.I 32.0 100 7.26E+05 NT#SQLTQCSLETLSEVLTK 0 1248 0,7 0 0 0 0 Uncharacterized protein KIAA0947  35296:53559

744.6903 3 combeffx_ATM_comboi 744.68702 4.4 38.68 KIAA0947  K0947_HUMAN 0 K.NTS#QLTQCSLETLSEVLTK.I 12.0 100 1.07E+06 NTS#QLTQCSLETLSEVLTK 7.7 1249 0,6 0 0 0 0 Uncharacterized protein KIAA0947  35301:63079

744.69057 3 combeffx_ATM_ctrl 744.68702 4.77 29.88 KIAA0947  K0947_HUMAN 0 K.NTS#QLTQCSLETLSEVLTK.I 25.0 100 6.04E+05 NT#SQLTQCSLETLSEVLTK 0 1248 0,7 0 0 0 0 Uncharacterized protein KIAA0947  35294:66748

744.69031 3 combeffx_ATM_ctrl 744.68702 4.42 21.57 KIAA0947  K0947_HUMAN 0 K.NTSQLT#QCSLETLSEVLTK.I 18.4 100 4.93E+05 NT#SQLTQCSLETLSEVLTK 4.5 1248 0,7 0 0 0 0 Uncharacterized protein KIAA0947  35295:64707

718.97911 3 timecourse_ATM_ctrl1 718.97499 5.73 46.07 KIAA1109  K1109_HUMAN 0 K.VVFENEQDNSS#LTKT#QR.K 14.5 100 4.46E+05 VVFENEQDNSS#LTKT#QR 13.2 2755 19.5 2759 0 0 Uncharacterized protein KIAA1109  35448:146381

718.9785 3 timecourse_ATM_combo_1hr 718.97499 4.88 34.71 KIAA1109  K1109_HUMAN 0 K.VVFENEQDNSS#LTKT#QR.K 12.9 100 4.43E+05 VVFENEQDNSS#LTKT#QR 6.6 2755 0,2 15.2 2759 0 0 Uncharacterized protein KIAA1109  35457:148835

718.97944 3 timecourse_ATM_combo_1hr 718.97499 6.19 34.14 KIAA1109  K1109_HUMAN 0 K.VVFENEQDNS#SLTKT#QR.K 15.2 100 4.59E+05 VVFENEQDNSS#LTKT#QR 6.6 2755 ‐1,0 10.9 2759 ‐2,0 0 0 Uncharacterized protein KIAA1109  35456:148925

718.9786 3 timecourse_ATM_combo_4hr 718.97499 5.02 28.37 KIAA1109  K1109_HUMAN 0 K.VVFENEQDNS#SLTKT#QR.K 11.9 100 3.55E+05 VVFENEQDNS#SLTKT#QR 4.8 2754 0,3 8.1 2759 ‐4,0 0 0 Uncharacterized protein KIAA1109  35453:145107

718.97963 3 timecourse_ATM_ctrl2 718.97499 6.45 23.17 KIAA1109  K1109_HUMAN 0 K.VVFENEQDNSSLT#KT#QR.K 10.4 100 2.76E+05 VVFENEQDNSSLT#KT#QR 1.9 2757 ‐3,0 7.8 2759 ‐5,0 0 0 Uncharacterized protein KIAA1109  35446:131893

718.97874 3 timecourse_ATM_ctrl1 718.97499 5.22 19.06 KIAA1109  K1109_HUMAN 0 K.VVFENEQDNSS#LTKT#QR.K 16.1 100 4.50E+05 VVFENEQDNSS#LTKT#QR 12.2 2755 ‐1,0 13.8 2759 0 0 Uncharacterized protein KIAA1109  35449:148593

718.97845 3 timecourse_ATM_combo_2hr 718.97499 4.81 17.44 KIAA1109  K1109_HUMAN 0 K.VVFENEQDNSSLT#KT#QR.K 13.8 100 2.55E+05 VVFENEQDNSS#LTKT#QR 4 2755 0,2 10.9 2759 ‐2,0 0 0 Uncharacterized protein KIAA1109  35455:138387

1206.21103 3 combeffx_ATM_PI3Ki 1206.20600 4.17 182.55 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 32.1 100 4.63E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 72 454 0 0 0 0 Protein KIAA1967  35298:74566

1206.21185 3 combeffx_ATM_comboi 1206.20600 4.85 178.23 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 74.0 100 1.52E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 56.8 454 0 0 0 0 Protein KIAA1967  35301:76409

1206.2102 3 combeffx_ATM_PI3Ki 1206.20600 3.48 163.53 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 20.0 100 2.58E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 64.5 454 0 0 0 0 Protein KIAA1967  35299:70274

1206.21223 3 combeffx_ATM_comboi 1206.20600 5.17 149.83 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 90.8 100 2.36E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 56.8 454 0 0 0 0 Protein KIAA1967  35300:84441

1206.21226 3 combeffx_ATM_comboi 1206.20600 5.19 145.79 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 90.5 100 2.36E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 35.8 454 0 0 0 0 Protein KIAA1967  35300:84451

1206.21124 3 combeffx_ATM_MEKi 1206.20600 4.34 141.22 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 5.7 100 4.97E+05 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 68.5 454 0 0 0 0 Protein KIAA1967  35297:57528

1154.17765 3 combeffx_ATM_comboi 1154.17230 4.64 131.77 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 59.1 100 1.11E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 85.1 454 0 0 0 0 Protein KIAA1967  35301:76089

1154.17815 3 combeffx_ATM_comboi 1154.17230 5.07 127.84 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 81.5 100 1.85E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 81.4 454 0 0 0 0 Protein KIAA1967  35300:84031

1206.21186 3 timecourse_ATM_combo_2hr 1206.20600 4.86 124.42 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 11.7 100 9.09E+05 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 26.5 454 0 0 0 0 Protein KIAA1967  35454:170711

1154.17656 3 combeffx_ATM_PI3Ki 1154.17230 3.69 97.52 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 14.0 100 2.20E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 44.2 454 0 0 0 0 Protein KIAA1967  35298:74126

915.8543 2 timecourse_ATM_combo_8hr 915.84929 5.47 86.5 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETDTD.L 90.0 100 1.83E+06 NAETPEATT#QQETDTD 28.9 489 0 0 0 0 Protein KIAA1967  35450:121150

1085.44499 2 combeffx_ATM_comboi 1085.43899 5.53 86.08 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETDTDLPE.A 10.3 100 6.99E+05 NAETPEATT#QQETDTDLPE 32.4 489 0 0 0 0 Protein KIAA1967  35301:62199

993.90605 2 timecourse_ATM_combo_8hr 993.89984 6.25 79.62 KIAA1967  K1967_HUMAN 2 R.RNAETPEATT#QQETDTD.L 13.7 100 2.90E+05 RNAETPEATT#QQETDTD 21.5 489 0 0 0 0 Protein KIAA1967  35450:133883

1085.44562 2 timecourse_ATM_combo_8hr 1085.43899 6.11 76.02 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETDTDLPE.A 30.7 100 2.29E+06 NAETPEATT#QQETDTDLPE 18.4 489 0 0 0 0 Protein KIAA1967  35450:147103

915.85534 2 timecourse_ATM_combo_4hr 915.84929 6.61 66.92 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETDTD.L 13.8 100 2.27E+05 NAETPEATT#QQETDTD 26.4 489 0 0 0 0 Protein KIAA1967  35453:120742

1206.20781 3 timecourse_ATM_combo_8hr 1206.20600 1.51 63.41 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 13.5 100 6.37E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 29.3 454 0 0 0 0 Protein KIAA1967  35451:185450

1085.44386 2 timecourse_ATM_combo_8hr 1085.43899 4.49 63.32 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETDTDLPE.A 38.8 100 2.60E+06 NAETPEATT#QQETDTDLPE 20.4 489 0 0 0 0 Protein KIAA1967  35451:149081

1154.17821 3 timecourse_ATM_combo_4hr 1154.17230 5.12 60.74 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 637.5 100 7.60E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 17.8 454 0 0 0 0 Protein KIAA1967  35452:176390

1154.17837 3 timecourse_ATM_combo_4hr 1154.17230 5.26 59.26 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 698.6 100 7.59E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 15.8 454 0 0 0 0 Protein KIAA1967  35453:179881

1206.20837 3 timecourse_ATM_combo_8hr 1206.20600 1.96 56.8 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 12.6 94 3.12E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 34.7 454 0 0 0 0 Protein KIAA1967  35450:182430

915.85432 2 timecourse_ATM_combo_4hr 915.84929 5.49 54.67 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETDTD.L 18.2 100 2.50E+05 NAETPEATT#QQETDTD 26.4 489 0 0 0 0 Protein KIAA1967  35452:118564

915.85531 2 timecourse_ATM_combo_8hr 915.84929 6.57 51.56 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETDTD.L 78.0 100 1.95E+06 NAETPEATT#QQETDTD 26.4 489 0 0 0 0 Protein KIAA1967  35451:122402

1238.90998 3 timecourse_ATM_combo_4hr 1238.90269 5.88 50.27 KIAA1967  K1967_HUMAN 2 R.RNAET#PEATTQQET#DTDLPEAPPPPLEPAVIAR.P 11.6 100 1.09E+06 RNAET#PEAT#TQQETDTDLPEAPPPPLEPAVIAR 42.6 484 0 488 0,5 0 0 Protein KIAA1967  35452:178430

1154.17907 3 timecourse_ATM_combo_2hr 1154.17230 5.87 49.33 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 210.7 100 1.35E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 15.8 454 0 0 0 0 Protein KIAA1967  35455:170841

870.41701 4 timecourse_ATM_combo_8hr 870.41198 5.78 49.13 KIAA1967  K1967_HUMAN 2 R.NAETPEATTQQETDT#DLPEAPPPPLEPAVIAR.P 4.2 100 8.78E+05 NAETPEAT#TQQETDTDLPEAPPPPLEPAVIAR 12.3 488 0,7 0 0 0 0 Protein KIAA1967  35451:184360

993.90644 2 timecourse_ATM_combo_8hr 993.89984 6.64 45.86 KIAA1967  K1967_HUMAN 2 R.RNAETPEATT#QQETDTD.L 14.7 100 2.91E+05 RNAETPEATT#QQETDTD 19.3 489 0 0 0 0 Protein KIAA1967  35451:135501

1180.83084 3 timecourse_ATM_combo_8hr 1180.82774 2.63 45.02 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPT#EQAPDALEQAADTSR.R 19.6 100 4.93E+06 AAEAAPPT#QEAQGET#EPTEQAPDALEQAADTSR 21.8 454 21.3 461 0 0 Protein KIAA1967  35450:181830

955.83789 2 timecourse_ATM_combo_8hr 955.83245 5.7 45.01 KIAA1967  K1967_HUMAN 2 R.NAET#PEATT#QQETDTD.L 4.1 100 5.10E+05 NAET#PEATT#QQETDTD 82.9 484 13.2 489 0 0 Protein KIAA1967  35451:128797

1154.17903 3 timecourse_ATM_combo_8hr 1154.17230 5.83 44.98 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 846.1 100 1.37E+08 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 10.5 454 0,7 0 0 0 0 Protein KIAA1967  35450:181140

1180.83161 3 timecourse_ATM_combo_4hr 1180.82774 3.28 43.5 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGET#EPTEQAPDALEQAADTSR.R 24.2 100 4.06E+06 AAEAAPPT#QEAQGET#EPTEQAPDALEQAADTSR 31.7 454 40.2 461 0 0 Protein KIAA1967  35453:180631

865.88551 4 timecourse_ATM_combo_8hr 865.88104 5.16 43.19 KIAA1967  K1967_HUMAN 2 K.AAEAAPPTQEAQGET#EPTEQAPDALEQAADTSR.R 134.8 100 2.03E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 29.1 454 0 0 0 0 Protein KIAA1967  35450:181130

1154.17961 3 timecourse_ATM_combo_8hr 1154.17230 6.33 42.69 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 908.1 100 1.51E+08 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 17.8 454 0 0 0 0 Protein KIAA1967  35451:184150

870.417 4 timecourse_ATM_combo_4hr 870.41198 5.77 42.52 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETDTDLPEAPPPPLEPAVIAR.P 5.0 100 6.61E+05 NAETPEAT#TQQETDTDLPEAPPPPLEPAVIAR 8.1 488 0,1 0 0 0 0 Protein KIAA1967  35453:180101

865.88565 4 timecourse_ATM_combo_2hr 865.88104 5.34 42.26 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 24.3 100 1.60E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 28.1 454 0 0 0 0 Protein KIAA1967  35455:170831

870.41651 4 timecourse_ATM_combo_8hr 870.41198 5.2 42.26 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETDTDLPEAPPPPLEPAVIAR.P 7.9 100 1.28E+06 NAETPEAT#TQQETDTDLPEAPPPPLEPAVIAR 12.3 488 0,7 0 0 0 0 Protein KIAA1967  35450:181320

1238.90917 3 timecourse_ATM_combo_4hr 1238.90269 5.24 40.08 KIAA1967  K1967_HUMAN 2 R.RNAET#PEATTQQET#DTDLPEAPPPPLEPAVIAR.P 11.6 100 1.27E+06 RNAET#PEATT#QQETDTDLPEAPPPPLEPAVIAR 20.7 484 0 489 0,6 0 0 Protein KIAA1967  35453:182021

1033.8902 2 timecourse_ATM_combo_8hr 1033.88300 6.97 39.4 KIAA1967  K1967_HUMAN 2 R.RNAET#PEAT#TQQETDTD.L 4.7 100 1.40E+05 RNAET#PEATT#QQETDTD 39.8 484 16.2 489 0 0 Protein KIAA1967  35451:141361

806.67344 3 timecourse_ATM_combo_8hr 806.67086 3.2 38.92 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPD.A 18.4 100 1.95E+06 AAEAAPPT#QEAQGETEPTEQAPD 36.5 454 0 0 0 0 Protein KIAA1967  35451:159810

911.06226 3 timecourse_ATM_combo_8hr 911.05877 3.83 38.58 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALE.Q 5.0 94 5.87E+05 AAEAAPPT#QEAQGETEPTEQAPDALE 22.4 454 0 0 0 0 Protein KIAA1967  35450:170130

865.88526 4 timecourse_ATM_combo_4hr 865.88104 4.87 38.27 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 101.2 100 1.11E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 16.8 454 0 0 0 0 Protein KIAA1967  35452:176380

911.06247 3 timecourse_ATM_combo_8hr 911.05877 4.06 38.08 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALE.Q 7.8 100 1.04E+06 AAEAAPPT#QEAQGETEPTEQAPDALE 38.8 454 0 0 0 0 Protein KIAA1967  35451:172290

865.88592 4 timecourse_ATM_combo_8hr 865.88104 5.64 36.98 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 117.6 100 1.64E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 29.1 454 0 0 0 0 Protein KIAA1967  35451:184140

890.40926 4 timecourse_ATM_combo_8hr 890.40356 6.41 36.31 KIAA1967  K1967_HUMAN 2 R.NAET#PEATT#QQETDTDLPEAPPPPLEPAVIAR.P 20.0 100 3.26E+06 NAET#PEATT#QQETDTDLPEAPPPPLEPAVIAR 9 484 0,4 13.3 489 0 0 Protein KIAA1967  35450:181980

1102.14097 3 timecourse_ATM_combo_8hr 1102.13859 2.16 36.11 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTS.R 28.9 100 6.75E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTS 14.8 454 0 0 0 0 Protein KIAA1967  35451:182500

807.81743 2 timecourse_ATM_combo_8hr 807.81197 6.76 34.61 KIAA1967  K1967_HUMAN 2 R.NAETPEATT#QQETD.T 3.8 100 1.23E+05 NAETPEATT#QQETD 10.3 489 ‐1,0 0 0 0 0 Protein KIAA1967  35451:102053

890.40523 4 timecourse_ATM_combo_4hr 890.40356 1.88 34.46 KIAA1967  K1967_HUMAN 2 R.NAET#PEATT#QQETDTDLPEAPPPPLEPAVIAR.P 9.4 94 1.98E+06 NAET#PEATT#QQETDTDLPEAPPPPLEPAVIAR 7.8 484 0,4 13.3 489 0 0 Protein KIAA1967  35453:180791

904.90906 4 timecourse_ATM_combo_1hr 904.90632 3.03 33.72 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 4.8 100 8.08E+05 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 46.6 454 0 0 0 0 Protein KIAA1967  35456:182666

904.90765 4 timecourse_ATM_combo_8hr 904.90632 1.47 32.4 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 14.0 100 2.82E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 42.6 454 0 0 0 0 Protein KIAA1967  35451:185440

904.90873 4 timecourse_ATM_combo_2hr 904.90632 2.66 31.4 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR.N 9.3 100 7.76E+05 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSRR 51.4 454 0 0 0 0 Protein KIAA1967  35455:172161

1180.83159 3 timecourse_ATM_combo_8hr 1180.82774 3.26 31.06 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPT#EQAPDALEQAADTSR.R 17.3 100 5.26E+06 AAEAAPPT#QEAQGETEPT#EQAPDALEQAADTSR 25.7 454 6 464 ‐3,0 0 0 Protein KIAA1967  35451:184870

1039.44918 3 timecourse_ATM_combo_8hr 1039.44536 3.68 30.05 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAAD.T 14.5 100 2.31E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAAD 16.6 454 0 0 0 0 Protein KIAA1967  35451:179230

1154.17769 3 timecourse_ATM_combo_1hr 1154.17230 4.67 29.27 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 100.0 100 8.84E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 11.1 454 0,7 0 0 0 0 Protein KIAA1967  35457:182115

890.40625 4 timecourse_ATM_combo_8hr 890.40356 3.02 28.47 KIAA1967  K1967_HUMAN 2 R.NAETPEAT#T#QQETDTDLPEAPPPPLEPAVIAR.P 13.9 100 2.73E+06 NAETPEAT#T#QQETDTDLPEAPPPPLEPAVIAR 6.2 488 ‐4,0 23.1 489 0 0 Protein KIAA1967  35451:185020

865.88585 4 timecourse_ATM_combo_2hr 865.88104 5.55 26.16 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 23.7 100 1.69E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 31.4 454 0 0 0 0 Protein KIAA1967  35454:169381

1154.17925 3 timecourse_ATM_combo_2hr 1154.17230 6.03 25.25 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 198.0 100 1.37E+07 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 7.2 454 0,7 0 0 0 0 Protein KIAA1967  35454:169391

806.67455 3 timecourse_ATM_combo_8hr 806.67086 4.57 24.41 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPD.A 19.1 100 1.98E+06 AAEAAPPT#QEAQGETEPTEQAPD 32.2 454 0 0 0 0 Protein KIAA1967  35450:157750

1102.14166 3 timecourse_ATM_combo_8hr 1102.13859 2.79 23.9 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTS.R 35.9 100 8.15E+06 AAEAAPPTQEAQGET#EPTEQAPDALEQAADTS 10.8 461 ‐7,0 0 0 0 0 Protein KIAA1967  35450:179650

1238.90886 3 timecourse_ATM_combo_8hr 1238.90269 4.98 23.38 KIAA1967  K1967_HUMAN 2 R.RNAET#PEATTQQET#DTDLPEAPPPPLEPAVIAR.P 10.7 100 1.42E+06 RNAET#PEATTQQETDT#DLPEAPPPPLEPAVIAR 24.2 484 0 495 ‐7,0 0 0 Protein KIAA1967  35451:186000

1154.17872 3 timecourse_ATM_combo_1hr 1154.17230 5.56 20.4 KIAA1967  K1967_HUMAN 2 K.AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR.R 97.1 100 8.96E+06 AAEAAPPT#QEAQGETEPTEQAPDALEQAADTSR 6.5 454 0,7 0 0 0 0 Protein KIAA1967  35456:181346

715.33308 2 timecourse_ATM_combo_8hr 715.32888 5.87 68.58 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 95.9 100 4.59E+06 RVS#QNSLGEMTK 30.7 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35450:80291

715.33298 2 timecourse_ATM_combo_8hr 715.32888 5.73 68.55 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 102.8 100 4.96E+06 RVS#QNSLGEMTK 35.8 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35451:80985

715.33259 2 timecourse_ATM_combo_4hr 715.32888 5.19 67.19 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 80.7 100 2.92E+06 RVS#QNSLGEMTK 38.7 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35453:80114

715.33217 2 timecourse_ATM_combo_2hr 715.32888 4.6 65.14 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 45.4 100 1.24E+06 RVS#QNSLGEMTK 35.8 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35455:75697

715.3325 2 timecourse_ATM_ctrl1 715.32888 5.07 61.58 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 47.9 100 2.04E+06 RVS#QNSLGEMTK 35.8 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35449:82202

715.33292 2 timecourse_ATM_combo_4hr 715.32888 5.65 60.82 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 73.6 100 2.86E+06 RVS#QNSLGEMTK 35.8 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35452:78436

715.33308 2 timecourse_ATM_ctrl1 715.32888 5.87 58.77 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 47.0 100 1.95E+06 RVS#QNSLGEMTK 27 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35448:80947

715.33297 2 timecourse_ATM_combo_2hr 715.32888 5.72 57.54 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 48.8 100 1.24E+06 RVS#QNSLGEMTK 37.5 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35454:76341

715.33285 2 timecourse_ATM_ctrl2 715.32888 5.55 54.19 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 52.4 100 1.69E+06 RVS#QNSLGEMTK 43.5 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35447:70946

715.33224 2 timecourse_ATM_combo_1hr 715.32888 4.7 51.79 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 40.9 100 1.70E+06 RVS#QNSLGEMTK 53.5 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35457:81456

715.33318 2 timecourse_ATM_combo_1hr 715.32888 6.01 50.88 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 40.5 100 1.79E+06 RVS#QNSLGEMTK 35.8 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35456:81076

715.33337 2 timecourse_ATM_ctrl2 715.32888 6.28 50.82 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 43.0 100 1.42E+06 RVS#QNSLGEMTK 35.8 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35446:69875

715.33276 2 combeffx_ATM_comboi 715.32888 5.42 43.18 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 7.7 94 7.06E+05 RVS#QNSLGEMTK 43.5 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35300:34654

651.28387 2 timecourse_ATM_combo_8hr 651.28140 3.79 29.52 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMT.K 15.1 100 8.97E+05 RVS#QNSLGEMT 13.4 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35451:65165

651.28487 2 timecourse_ATM_combo_8hr 651.28140 5.33 28.4 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMT.K 14.6 100 8.91E+05 RVS#QNSLGEMT 22 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35450:65016

477.22427 3 timecourse_ATM_combo_8hr 477.22168 5.43 16 KIDINS220  KDIS_HUMAN 3 R.RVS#QNSLGEMTK.L 39.0 100 1.88E+06 RVS#QNSLGEMTK 14 882 0 0 0 0 Kinase D‐interacting substrate of 220 kDa  35450:80281

921.92878 2 timecourse_ATM_ctrl1 921.92766 1.21 61.13 KIF11  KIF11_HUMAN 1 K.SDLQNKT#QELETTQK.H 7.1 100 2.70E+05 SDLQNKT#QELETTQK 100.9 458 0 0 0 0 Kinesin‐like protein KIF11  35449:125268

921.93235 2 timecourse_ATM_ctrl2 921.92766 5.1 46.67 KIF11  KIF11_HUMAN 1 K.SDLQNKT#QELETTQK.H 5.2 100 1.25E+05 SDLQNKT#QELETTQK 40.4 458 0 0 0 0 Kinesin‐like protein KIF11  35447:111183

921.93184 2 timecourse_ATM_combo_2hr 921.92766 4.53 39.28 KIF11  KIF11_HUMAN 1 K.SDLQNKT#QELETTQK.H 3.4 100 5.53E+04 SDLQNKT#QELETTQK 65 458 0 0 0 0 Kinesin‐like protein KIF11  35454:115764

614.95499 3 timecourse_ATM_combo_4hr 614.95420 1.28 35.17 KIF11  KIF11_HUMAN 1 K.SDLQNKT#QELETTQK.H 20.4 100 8.93E+05 SDLQNKT#QELETTQK 55.9 458 0 0 0 0 Kinesin‐like protein KIF11  35453:121921

614.95545 3 timecourse_ATM_combo_8hr 614.95420 2.03 29.24 KIF11  KIF11_HUMAN 1 K.SDLQNKT#QELETTQK.H 28.2 100 1.31E+06 SDLQNKT#QELETTQK 25.9 458 0 0 0 0 Kinesin‐like protein KIF11  35450:122288

614.95529 3 timecourse_ATM_combo_4hr 614.95420 1.77 24.77 KIF11  KIF11_HUMAN 1 K.SDLQNKT#QELETTQK.H 25.1 100 8.63E+05 SDLQNKT#QELETTQK 33.3 458 0 0 0 0 Kinesin‐like protein KIF11  35452:119704

614.95476 3 timecourse_ATM_combo_8hr 614.95420 0.91 23.76 KIF11  KIF11_HUMAN 1 K.SDLQNKT#QELETTQK.H 24.5 100 1.27E+06 SDLQNKT#QELETTQK 29.4 458 0 0 0 0 Kinesin‐like protein KIF11  35451:123530

614.95615 3 timecourse_ATM_combo_1hr 614.95420 3.17 22.49 KIF11  KIF11_HUMAN 1 K.SDLQNKT#QELETTQK.H 31.9 100 1.22E+06 SDLQNKT#QELETTQK 33.3 458 0 0 0 0 Kinesin‐like protein KIF11  35456:124878

614.9569 3 timecourse_ATM_combo_2hr 614.95420 4.39 19.11 KIF11  KIF11_HUMAN 1 K.SDLQNKT#QELETTQK.H 24.7 100 5.94E+05 SDLQNKT#QELETTQK 22.1 458 0 0 0 0 Kinesin‐like protein KIF11  35454:115754

865.8769 2 timecourse_ATM_ctrl1 865.87271 4.84 102.81 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 115.8 100 3.24E+06 WES#QQDVSQTTVSR 108.9 1410 0 0 0 0 Kinesin‐like protein KIF13B  35449:115181

865.87789 2 timecourse_ATM_combo_1hr 865.87271 5.98 102.57 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 81.0 100 2.70E+06 WES#QQDVSQTTVSR 100.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35456:114861

865.87721 2 combeffx_ATM_comboi 865.87271 5.2 101.71 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 15.6 100 1.46E+06 WES#QQDVSQTTVSR 108.9 1410 0 0 0 0 Kinesin‐like protein KIF13B  35300:51601

865.87636 2 combeffx_ATM_ctrl 865.87271 4.22 101.52 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 32.1 100 1.73E+06 WES#QQDVSQTTVSR 100.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35294:50867

865.8769 2 timecourse_ATM_combo_2hr 865.87271 4.84 99.14 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 95.2 100 2.08E+06 WES#QQDVSQTTVSR 100.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35455:106235

865.87622 2 combeffx_ATM_ctrl 865.87271 4.05 98.83 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 27.6 100 1.28E+06 WES#QQDVSQTTVSR 89.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35295:48736

865.87555 2 combeffx_ATM_PI3Ki 865.87271 3.28 97.13 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 34.0 100 2.14E+06 WES#QQDVSQTTVSR 99.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35298:46755

972.43799 2 combeffx_ATM_MEKi 972.43400 4.1 96.87 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 10.0 100 9.08E+05 GRWES#QQDVSQTTVSR 89.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35297:43762

865.87713 2 timecourse_ATM_combo_2hr 865.87271 5.1 95.79 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 89.3 100 2.11E+06 WES#QQDVSQTTVSR 89.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35454:106528



865.87604 2 combeffx_ATM_MEKi 865.87271 3.85 93.89 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 33.4 100 9.76E+05 WES#QQDVSQTTVSR 114.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35297:38391

865.87553 2 combeffx_ATM_PI3Ki 865.87271 3.26 93.26 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 34.0 100 1.69E+06 WES#QQDVSQTTVSR 99.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35299:44897

865.87685 2 timecourse_ATM_combo_4hr 865.87271 4.78 93.14 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 62.5 100 1.84E+06 WES#QQDVSQTTVSR 108.9 1410 0 0 0 0 Kinesin‐like protein KIF13B  35453:112073

865.87617 2 combeffx_ATM_comboi 865.87271 4.01 93.1 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 16.1 100 1.08E+06 WES#QQDVSQTTVSR 100.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35301:47100

865.8776 2 timecourse_ATM_ctrl2 865.87271 5.65 92.99 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 73.5 100 1.75E+06 WES#QQDVSQTTVSR 93.1 1410 0 0 0 0 Kinesin‐like protein KIF13B  35447:101291

865.87575 2 combeffx_ATM_MEKi 865.87271 3.51 90 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 36.8 100 1.20E+06 WES#QQDVSQTTVSR 108.9 1410 0 0 0 0 Kinesin‐like protein KIF13B  35296:41608

865.87668 2 timecourse_ATM_combo_1hr 865.87271 4.58 89.62 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 78.7 100 2.68E+06 WES#QQDVSQTTVSR 99.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35457:114432

865.87738 2 timecourse_ATM_combo_4hr 865.87271 5.39 89.57 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 57.8 100 1.79E+06 WES#QQDVSQTTVSR 99.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35452:109923

865.87712 2 timecourse_ATM_combo_8hr 865.87271 5.09 89.37 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 40.0 100 1.29E+06 WES#QQDVSQTTVSR 93.1 1410 0 0 0 0 Kinesin‐like protein KIF13B  35451:113352

865.87791 2 timecourse_ATM_combo_8hr 865.87271 6.01 88.65 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 36.0 100 1.21E+06 WES#QQDVSQTTVSR 100.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35450:112300

972.43756 2 combeffx_ATM_PI3Ki 972.43400 3.66 86.81 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 38.7 100 3.66E+06 GRWES#QQDVSQTTVSR 72.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35298:54452

865.87761 2 timecourse_ATM_ctrl1 865.87271 5.66 86.46 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 115.1 100 3.26E+06 WES#QQDVSQTTVSR 99.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35448:113348

972.43898 2 timecourse_ATM_combo_8hr 972.43400 5.12 84.74 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 41.4 100 1.60E+06 GRWES#QQDVSQTTVSR 72.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35451:131902

972.43965 2 timecourse_ATM_combo_4hr 972.43400 5.81 82.02 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 55.1 100 2.03E+06 GRWES#QQDVSQTTVSR 87.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35452:127628

865.87798 2 timecourse_ATM_ctrl2 865.87271 6.09 82 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 64.1 100 1.46E+06 WES#QQDVSQTTVSR 100.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35446:99428

972.43765 2 combeffx_ATM_MEKi 972.43400 3.75 81.99 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 15.5 100 1.20E+06 GRWES#QQDVSQTTVSR 100.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35296:47696

972.43749 2 combeffx_ATM_PI3Ki 972.43400 3.59 79.36 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 25.1 100 2.50E+06 GRWES#QQDVSQTTVSR 101.8 1410 0 0 0 0 Kinesin‐like protein KIF13B  35299:51757

972.43914 2 combeffx_ATM_comboi 972.43400 5.29 75.39 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 16.3 100 1.49E+06 GRWES#QQDVSQTTVSR 93.1 1410 0 0 0 0 Kinesin‐like protein KIF13B  35301:55079

972.43782 2 combeffx_ATM_ctrl 972.43400 3.93 75.25 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 22.2 100 3.05E+06 GRWES#QQDVSQTTVSR 107.6 1410 0 0 0 0 Kinesin‐like protein KIF13B  35294:59087

972.43991 2 timecourse_ATM_combo_1hr 972.43400 6.08 72.84 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 103.8 100 3.31E+06 GRWES#QQDVSQTTVSR 82 1410 0 0 0 0 Kinesin‐like protein KIF13B  35456:133259

972.4381 2 combeffx_ATM_ctrl 972.43400 4.22 71.19 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 15.5 100 2.02E+06 GRWES#QQDVSQTTVSR 74.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35295:56792

972.43933 2 timecourse_ATM_combo_4hr 972.43400 5.48 69.2 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 70.4 100 2.21E+06 GRWES#QQDVSQTTVSR 87.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35453:130025

972.43892 2 timecourse_ATM_combo_2hr 972.43400 5.06 68.47 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 98.3 100 2.07E+06 GRWES#QQDVSQTTVSR 74.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35454:123565

972.4391 2 timecourse_ATM_ctrl2 972.43400 5.24 67.69 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 95.0 100 2.18E+06 GRWES#QQDVSQTTVSR 74.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35447:119266

972.43963 2 timecourse_ATM_ctrl1 972.43400 5.79 66.61 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 130.3 100 3.81E+06 GRWES#QQDVSQTTVSR 57.4 1410 0 0 0 0 Kinesin‐like protein KIF13B  35448:131460

972.43983 2 combeffx_ATM_comboi 972.43400 6 66.02 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 13.4 100 2.12E+06 GRWES#QQDVSQTTVSR 81.7 1410 0 0 0 0 Kinesin‐like protein KIF13B  35300:60292

972.43878 2 timecourse_ATM_combo_1hr 972.43400 4.92 65.77 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 102.0 100 3.32E+06 GRWES#QQDVSQTTVSR 74.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35457:133428

972.43902 2 timecourse_ATM_combo_8hr 972.43400 5.16 63.62 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 34.2 100 1.30E+06 GRWES#QQDVSQTTVSR 77.4 1410 0 0 0 0 Kinesin‐like protein KIF13B  35450:130463

972.43835 2 timecourse_ATM_combo_2hr 972.43400 4.47 63.52 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 108.6 100 2.02E+06 GRWES#QQDVSQTTVSR 72.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35455:123810

972.43816 2 timecourse_ATM_ctrl1 972.43400 4.28 62.33 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 137.5 100 4.12E+06 GRWES#QQDVSQTTVSR 57.4 1410 0 0 0 0 Kinesin‐like protein KIF13B  35449:133631

894.38768 2 timecourse_ATM_combo_8hr 894.38344 4.74 61.48 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 18.4 100 1.05E+06 GRWES#QQDVSQTTVS 89.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35450:117630

972.44021 2 timecourse_ATM_ctrl2 972.43400 6.39 58.96 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 75.7 100 1.46E+06 GRWES#QQDVSQTTVSR 101.8 1410 0 0 0 0 Kinesin‐like protein KIF13B  35446:117179

648.62733 3 combeffx_ATM_PI3Ki 648.62509 3.45 56.79 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 328.1 100 2.99E+07 GRWES#QQDVSQTTVSR 86.1 1410 0 0 0 0 Kinesin‐like protein KIF13B  35298:54442

894.3878 2 timecourse_ATM_ctrl1 894.38344 4.87 55.62 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 38.4 100 1.72E+06 GRWES#QQDVSQTTVS 74.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35448:118481

648.62837 3 combeffx_ATM_comboi 648.62509 5.06 54.91 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 126.5 100 1.92E+07 GRWES#QQDVSQTTVSR 84.4 1410 0 0 0 0 Kinesin‐like protein KIF13B  35300:60282

894.38743 2 timecourse_ATM_combo_2hr 894.38344 4.46 54.21 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 44.6 100 1.31E+06 GRWES#QQDVSQTTVS 74.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35454:111378

894.38765 2 timecourse_ATM_ctrl2 894.38344 4.71 52.1 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 22.2 100 8.26E+05 GRWES#QQDVSQTTVS 82 1410 0 0 0 0 Kinesin‐like protein KIF13B  35447:106426

648.62742 3 combeffx_ATM_ctrl 648.62509 3.59 49.15 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 176.0 100 2.36E+07 GRWES#QQDVSQTTVSR 88.5 1410 0 0 0 0 Kinesin‐like protein KIF13B  35294:59077

648.62829 3 combeffx_ATM_comboi 648.62509 4.93 48.27 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 156.7 100 1.51E+07 GRWES#QQDVSQTTVSR 79.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35301:55069

648.62715 3 combeffx_ATM_MEKi 648.62509 3.18 46.77 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 196.9 100 1.16E+07 GRWES#QQDVSQTTVSR 88.5 1410 0 0 0 0 Kinesin‐like protein KIF13B  35296:47686

648.62732 3 combeffx_ATM_MEKi 648.62509 3.44 46.65 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 142.9 100 8.89E+06 GRWES#QQDVSQTTVSR 84.4 1410 0 0 0 0 Kinesin‐like protein KIF13B  35297:43752

648.62831 3 timecourse_ATM_combo_1hr 648.62509 4.96 46.22 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 389.2 100 1.68E+07 GRWES#QQDVSQTTVSR 93.4 1410 0 0 0 0 Kinesin‐like protein KIF13B  35457:133438

894.3872 2 timecourse_ATM_combo_1hr 894.38344 4.2 45.51 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 31.0 100 1.33E+06 GRWES#QQDVSQTTVS 74.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35457:119683

648.62776 3 timecourse_ATM_ctrl1 648.62509 4.12 45.11 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 588.2 100 2.15E+07 GRWES#QQDVSQTTVSR 111.7 1410 0 0 0 0 Kinesin‐like protein KIF13B  35449:133621

648.62857 3 timecourse_ATM_ctrl2 648.62509 5.38 44.49 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 428.5 100 1.30E+07 GRWES#QQDVSQTTVSR 94.6 1410 0 0 0 0 Kinesin‐like protein KIF13B  35447:119276

894.38654 2 timecourse_ATM_ctrl1 894.38344 3.47 44.39 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 38.7 100 1.71E+06 GRWES#QQDVSQTTVS 74.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35449:120402

648.62885 3 timecourse_ATM_combo_4hr 648.62509 5.8 43.92 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 312.7 100 1.31E+07 GRWES#QQDVSQTTVSR 88.5 1410 0 0 0 0 Kinesin‐like protein KIF13B  35452:127618

648.62725 3 combeffx_ATM_PI3Ki 648.62509 3.33 42.94 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 260.4 100 2.32E+07 GRWES#QQDVSQTTVSR 79.7 1410 0 0 0 0 Kinesin‐like protein KIF13B  35299:51737

648.62756 3 combeffx_ATM_ctrl 648.62509 3.81 42.8 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 172.8 100 1.95E+07 GRWES#QQDVSQTTVSR 92.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35295:56782

648.62813 3 timecourse_ATM_combo_2hr 648.62509 4.69 42.2 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 451.8 100 1.21E+07 GRWES#QQDVSQTTVSR 112.6 1410 0 0 0 0 Kinesin‐like protein KIF13B  35455:123820

648.62727 3 combeffx_ATM_PI3Ki 648.62509 3.36 41.85 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 240.9 100 2.32E+07 GRWES#QQDVSQTTVSR 66.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35299:51747

648.62856 3 timecourse_ATM_combo_4hr 648.62509 5.35 41.83 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 342.3 100 1.30E+07 GRWES#QQDVSQTTVSR 99 1410 0 0 0 0 Kinesin‐like protein KIF13B  35453:130015

648.62842 3 timecourse_ATM_combo_2hr 648.62509 5.13 40.62 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 413.4 100 1.23E+07 GRWES#QQDVSQTTVSR 81.1 1410 0 0 0 0 Kinesin‐like protein KIF13B  35454:123575

894.38777 2 timecourse_ATM_combo_4hr 894.38344 4.84 40.19 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 18.3 100 9.00E+05 GRWES#QQDVSQTTVS 81.7 1410 0 0 0 0 Kinesin‐like protein KIF13B  35452:115054

894.38718 2 timecourse_ATM_combo_4hr 894.38344 4.18 39.67 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 18.9 100 8.60E+05 GRWES#QQDVSQTTVS 72.1 1410 0 0 0 0 Kinesin‐like protein KIF13B  35453:117225

648.62907 3 timecourse_ATM_combo_1hr 648.62509 6.14 39.58 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 403.9 100 1.77E+07 GRWES#QQDVSQTTVSR 79.7 1410 0 0 0 0 Kinesin‐like protein KIF13B  35456:133269

648.62901 3 timecourse_ATM_ctrl2 648.62509 6.04 39.3 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 397.9 100 1.22E+07 GRWES#QQDVSQTTVSR 94.6 1410 0 0 0 0 Kinesin‐like protein KIF13B  35446:117169

648.62853 3 timecourse_ATM_combo_8hr 648.62509 5.3 38.39 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 155.1 100 8.25E+06 GRWES#QQDVSQTTVSR 93.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35451:131912

894.38693 2 timecourse_ATM_combo_8hr 894.38344 3.9 37.94 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 19.8 100 1.09E+06 GRWES#QQDVSQTTVS 75.5 1410 0 0 0 0 Kinesin‐like protein KIF13B  35451:118842

648.62857 3 timecourse_ATM_combo_8hr 648.62509 5.37 37.88 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 169.8 100 7.83E+06 GRWES#QQDVSQTTVSR 86.1 1410 0 0 0 0 Kinesin‐like protein KIF13B  35450:130473

577.58697 3 timecourse_ATM_combo_2hr 577.58423 4.74 36.53 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 29.6 100 5.64E+05 WES#QQDVSQTTVSR 32.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35455:106225

894.38694 2 timecourse_ATM_combo_2hr 894.38344 3.91 35.63 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 45.9 100 1.21E+06 GRWES#QQDVSQTTVS 57.4 1410 0 0 0 0 Kinesin‐like protein KIF13B  35455:111135

577.58756 3 timecourse_ATM_combo_1hr 577.58423 5.77 33.15 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 32.8 100 8.70E+05 WES#QQDVSQTTVSR 24.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35456:114851

577.58701 3 timecourse_ATM_ctrl2 577.58423 4.81 32.3 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 26.0 100 5.72E+05 WES#QQDVSQTTVSR 32.2 1410 0 0 0 0 Kinesin‐like protein KIF13B  35446:99418

648.62829 3 timecourse_ATM_ctrl1 648.62509 4.93 31.86 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 525.5 100 2.05E+07 GRWES#QQDVSQTTVSR 79.7 1410 0 0 0 0 Kinesin‐like protein KIF13B  35448:131450

577.58705 3 timecourse_ATM_combo_2hr 577.58423 4.88 31.08 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 29.2 100 6.04E+05 WES#QQDVSQTTVSR 39.6 1410 0 0 0 0 Kinesin‐like protein KIF13B  35454:106518

577.58688 3 timecourse_ATM_ctrl2 577.58423 4.59 27.48 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 21.6 100 5.18E+05 WES#QQDVSQTTVSR 29.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35447:101281

577.5873 3 timecourse_ATM_ctrl1 577.58423 5.32 25.78 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 33.8 100 9.35E+05 WES#QQDVSQTTVSR 29.3 1410 0 0 0 0 Kinesin‐like protein KIF13B  35448:113338

648.627 3 combeffx_ATM_MEKi 648.62509 2.94 25.43 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVSR.G 192.0 100 1.16E+07 GRWES#QQDVSQTTVSR 45.8 1410 0 0 0 0 Kinesin‐like protein KIF13B  35296:47676

787.82684 2 timecourse_ATM_ctrl1 787.82216 5.94 25.39 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVS.R 6.6 100 2.15E+05 WES#QQDVSQTTVS 48.8 1410 0 0 0 0 Kinesin‐like protein KIF13B  35448:97667

577.58694 3 combeffx_ATM_comboi 577.58423 4.69 24.37 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 13.7 100 1.35E+06 WES#QQDVSQTTVSR 22.9 1410 0 0 0 0 Kinesin‐like protein KIF13B  35300:51591

894.38824 2 timecourse_ATM_ctrl2 894.38344 5.37 24.26 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 19.1 100 7.15E+05 GRWES#QQDVSQTTVS 60 1410 0 0 0 0 Kinesin‐like protein KIF13B  35446:104267

894.38758 2 timecourse_ATM_combo_1hr 894.38344 4.63 24.16 KIF13B  KI13B_HUMAN 3 K.GRWES#QQDVSQTTVS.R 30.9 100 1.40E+06 GRWES#QQDVSQTTVS 63.9 1410 0 0 0 0 Kinesin‐like protein KIF13B  35456:119981

577.58602 3 combeffx_ATM_PI3Ki 577.58423 3.1 15.68 KIF13B  KI13B_HUMAN 3 R.WES#QQDVSQTTVSR.G 22.1 100 1.33E+06 WES#QQDVSQTTVSR 19.4 1410 0 0 0 0 Kinesin‐like protein KIF13B  35299:44887

1055.00267 2 timecourse_ATM_combo_4hr 1054.99662 5.73 78.67 KIF15  KIF15_HUMAN 2 K.AVVNEDTQGNVS#QLQAEVK.R 5.6 100 2.19E+05 AVVNEDTQGNVS#QLQAEVK 72.1 378 0 0 0 0 Kinesin‐like protein KIF15  35453:141607

1055.00243 2 timecourse_ATM_combo_2hr 1054.99662 5.51 68.29 KIF15  KIF15_HUMAN 2 K.AVVNEDTQGNVS#QLQAEVK.R 6.5 100 1.72E+05 AVVNEDTQGNVS#QLQAEVK 80.7 378 0 0 0 0 Kinesin‐like protein KIF15  35455:135234

1055.00162 2 timecourse_ATM_combo_1hr 1054.99662 4.74 67.54 KIF15  KIF15_HUMAN 2 K.AVVNEDTQGNVS#QLQAEVK.R 9.3 100 3.21E+05 AVVNEDTQGNVS#QLQAEVK 92.9 378 0 0 0 0 Kinesin‐like protein KIF15  35457:145540

1055.00294 2 timecourse_ATM_combo_2hr 1054.99662 5.99 62.65 KIF15  KIF15_HUMAN 2 K.AVVNEDTQGNVS#QLQAEVK.R 9.5 100 1.92E+05 AVVNEDTQGNVS#QLQAEVK 89.3 378 0 0 0 0 Kinesin‐like protein KIF15  35454:135157

1055.00258 2 timecourse_ATM_ctrl2 1054.99662 5.65 36.04 KIF15  KIF15_HUMAN 2 K.AVVNEDTQGNVS#QLQAEVK.R 4.1 100 1.22E+05 AVVNEDTQGNVS#QLQAEVK 36.5 378 0 0 0 0 Kinesin‐like protein KIF15  35447:131247

609.57512 3 combeffx_ATM_comboi 609.57185 5.36 26.21 KIF18A  KI18A_HUMAN 1 K.SPPS#QS#VQLNDSLS#K.E 9.2 100 1.20E+06 SPPS#QS#VQLNDS#LSK 32.6 687 22.1 689 0 695 0,2 Kinesin‐like protein KIF18A  35300:55807

1132.84198 3 timecourse_ATM_combo_8hr 1132.83476 6.38 92.01 KIF20A  KI20A_HUMAN 1 R.IGTSTSFDSGIAGLSSISQCTSSS#QLDETSHR.W 17.5 100 1.07E+06 IGTSTSFDSGIAGLSSISQCT#SSSQLDETSHR 7.9 271 0,3 0 0 0 0 Kinesin‐like protein KIF20A  35451:183500

1132.84096 3 timecourse_ATM_combo_4hr 1132.83476 5.47 90.91 KIF20A  KI20A_HUMAN 1 R.IGTSTSFDSGIAGLSSISQCTSSS#QLDETSHR.W 9.0 100 4.96E+05 IGTSTSFDSGIAGLSSISQCTS#SSQLDETSHR 5 272 ‐4,2 0 0 0 0 Kinesin‐like protein KIF20A  35453:179201

1132.84135 3 timecourse_ATM_combo_4hr 1132.83476 5.82 69.12 KIF20A  KI20A_HUMAN 1 R.IGTSTSFDSGIAGLSSISQCT#SSSQLDETSHR.W 7.6 100 3.87E+05 IGTSTSFDSGIAGLSSISQCT#SSSQLDETSHR 11.5 271 ‐3,0 0 0 0 0 Kinesin‐like protein KIF20A  35452:175840

1132.84126 3 timecourse_ATM_combo_8hr 1132.83476 5.74 50.49 KIF20A  KI20A_HUMAN 1 R.IGTSTSFDSGIAGLSSISQCTSS#SQLDETSHR.W 11.9 100 8.22E+05 IGTSTSFDSGIAGLSSISQCT#SSSQLDETSHR 11.5 271 ‐6,2 0 0 0 0 Kinesin‐like protein KIF20A  35450:180620

1132.84118 3 timecourse_ATM_combo_2hr 1132.83476 5.67 50.26 KIF20A  KI20A_HUMAN 1 R.IGTSTSFDSGIAGLSSISQCTSSS#QLDETSHR.W 5.8 94 2.16E+05 IGTSTSFDSGIAGLSSISQCTSS#SQLDETSHR 0 273 ‐2,0 0 0 0 0 Kinesin‐like protein KIF20A  35455:170251

863.38328 3 timecourse_ATM_combo_8hr 863.38132 2.27 44.12 KIF20A  KI20A_HUMAN 1 D.SGIAGLSSISQCTSS#SQLDETSHR.W 8.4 100 1.09E+06 SGIAGLSSISQCTS#SSQLDETSHR 7.5 272 ‐4,2 0 0 0 0 Kinesin‐like protein KIF20A  35451:167340

863.38315 3 timecourse_ATM_combo_8hr 863.38132 2.12 39.47 KIF20A  KI20A_HUMAN 1 D.SGIAGLSSISQCTSSSQLDETS#HR.W 10.3 100 1.06E+06 SGIAGLSSISQCTSS#SQLDETSHR 4.8 273 ‐1,0 0 0 0 0 Kinesin‐like protein KIF20A  35450:165240

873.40472 2 timecourse_ATM_combo_2hr 873.40005 5.35 75.54 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYC.R 7.7 100 2.37E+05 KGS#QTNLKDPVGVYC 26.5 18 0 0 0 0 Kinesin‐like protein KIF23  35454:107928

873.40517 2 timecourse_ATM_combo_1hr 873.40005 5.86 53.69 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYC.R 7.1 100 3.36E+05 KGS#QTNLKDPVGVYC 43 18 0 0 0 0 Kinesin‐like protein KIF23  35456:116281

634.63954 3 timecourse_ATM_combo_8hr 634.63616 5.34 52.44 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 29.4 100 1.13E+06 KGS#QTNLKDPVGVYCR 16.2 18 0 0 0 0 Kinesin‐like protein KIF23  35450:126548

873.40501 2 timecourse_ATM_combo_8hr 873.40005 5.69 51.83 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYC.R 6.4 100 3.34E+05 KGS#QTNLKDPVGVYC 22 18 0 0 0 0 Kinesin‐like protein KIF23  35451:114672

873.40363 2 timecourse_ATM_combo_1hr 873.40005 4.1 51.36 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYC.R 4.8 100 3.27E+05 KGS#QTNLKDPVGVYC 37.4 18 0 0 0 0 Kinesin‐like protein KIF23  35457:115812

873.40442 2 timecourse_ATM_combo_2hr 873.40005 5 50.15 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYC.R 7.8 100 2.25E+05 KGS#QTNLKDPVGVYC 14.2 18 0 0 0 0 Kinesin‐like protein KIF23  35455:107565

873.40423 2 timecourse_ATM_ctrl1 873.40005 4.79 49.54 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYC.R 3.5 100 1.96E+05 KGS#QTNLKDPVGVYC 33.7 18 0 0 0 0 Kinesin‐like protein KIF23  35449:116631

634.63973 3 timecourse_ATM_combo_1hr 634.63616 5.63 44.62 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 64.9 100 2.39E+06 KGS#QTNLKDPVGVYCR 19.5 18 0 0 0 0 Kinesin‐like protein KIF23  35456:129448

634.63885 3 timecourse_ATM_combo_2hr 634.63616 4.24 43.88 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 55.1 100 1.32E+06 KGS#QTNLKDPVGVYCR 12.1 18 0,2 0 0 0 0 Kinesin‐like protein KIF23  35455:120046

873.40556 2 timecourse_ATM_ctrl2 873.40005 6.31 43.36 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYC.R 3.4 100 1.26E+05 KGS#QTNLKDPVGVYC 11.3 18 0,2 0 0 0 0 Kinesin‐like protein KIF23  35447:102723

634.63975 3 timecourse_ATM_ctrl1 634.63616 5.66 42.87 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 39.8 100 1.35E+06 KGS#QTNLKDPVGVYCR 10.9 18 0,2 0 0 0 0 Kinesin‐like protein KIF23  35448:127677

634.63886 3 combeffx_ATM_MEKi 634.63616 4.25 41.9 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 7.5 100 4.50E+05 KGS#QTNLKDPVGVYCR 19.5 18 0 0 0 0 Kinesin‐like protein KIF23  35296:46407

873.40306 2 timecourse_ATM_combo_4hr 873.40005 3.45 40.78 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYC.R 4.9 100 2.12E+05 KGS#QTNLKDPVGVYC 15.5 18 0 0 0 0 Kinesin‐like protein KIF23  35453:113403

634.63926 3 timecourse_ATM_combo_4hr 634.63616 4.9 39.92 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 45.5 100 1.72E+06 KGS#QTNLKDPVGVYCR 22 18 0 0 0 0 Kinesin‐like protein KIF23  35452:123894

634.64014 3 timecourse_ATM_ctrl2 634.63616 6.27 39.81 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 31.9 100 9.35E+05 KGS#QTNLKDPVGVYCR 19.5 18 0 0 0 0 Kinesin‐like protein KIF23  35446:113385

634.63972 3 timecourse_ATM_ctrl2 634.63616 5.61 39.75 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 32.9 100 1.01E+06 KGS#QTNLKDPVGVYCR 24.8 18 0 0 0 0 Kinesin‐like protein KIF23  35447:115547

634.63934 3 combeffx_ATM_comboi 634.63616 5.01 34.96 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 10.7 100 1.33E+06 KGS#QTNLKDPVGVYCR 28.5 18 0 0 0 0 Kinesin‐like protein KIF23  35300:58532

634.63898 3 timecourse_ATM_combo_4hr 634.63616 4.44 33.78 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 49.6 100 1.64E+06 KGS#QTNLKDPVGVYCR 33.5 18 0 0 0 0 Kinesin‐like protein KIF23  35453:126281

634.63942 3 timecourse_ATM_combo_2hr 634.63616 5.14 33.47 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 53.7 100 1.30E+06 KGS#QTNLKDPVGVYCR 19.5 18 0 0 0 0 Kinesin‐like protein KIF23  35454:119861

634.63886 3 timecourse_ATM_combo_1hr 634.63616 4.25 31.52 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 71.8 100 2.30E+06 KGS#QTNLKDPVGVYCR 28.3 18 0 0 0 0 Kinesin‐like protein KIF23  35457:129506

585.9403 3 timecourse_ATM_combo_1hr 585.93693 5.75 31.23 KIF23  KIF23_HUMAN 1 R.AGS#QLGPGYQHHAQPK.R 36.3 100 7.97E+05 AGS#QLGPGYQHHAQPK 34.2 943 0 0 0 0 Kinesin‐like protein KIF23  35456:117131

634.63909 3 timecourse_ATM_ctrl1 634.63616 4.62 28.69 KIF23  KIF23_HUMAN 0 K.KGS#QTNLKDPVGVYCR.V 36.8 100 1.25E+06 KGS#QTNLKDPVGVYCR 12.1 18 0,2 0 0 0 0 Kinesin‐like protein KIF23  35449:129858

585.94046 3 timecourse_ATM_combo_8hr 585.93693 6.02 22.16 KIF23  KIF23_HUMAN 1 R.AGS#QLGPGYQHHAQPK.R 42.1 100 9.96E+05 AGS#QLGPGYQHHAQPK 38.9 943 0 0 0 0 Kinesin‐like protein KIF23  35451:115602

1213.50227 2 timecourse_ATM_combo_4hr 1213.49798 3.54 109.41 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 26.9 100 1.68E+06 EEEELSS#QMSSFNEAMTQIR 22.9 629 0 0 0 0 Kinesin‐like protein KIF2C  35453:156531

809.338 3 timecourse_ATM_combo_8hr 809.33441 4.44 94.16 KIF2C  KIF2C_HUMAN 5 K.EEEELS#SQMSSFNEAMTQIR.E 66.5 100 5.99E+06 EEEELSS#QMSSFNEAMTQIR 5.3 629 ‐1,0 0 0 0 0 Kinesin‐like protein KIF2C  35451:160100

1213.50288 2 timecourse_ATM_ctrl1 1213.49798 4.04 91.39 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 8.6 100 4.51E+05 EEEELSS#QMSSFNEAMTQIR 24.4 629 0 0 0 0 Kinesin‐like protein KIF2C  35449:160309

1213.50102 2 timecourse_ATM_combo_2hr 1213.49798 2.51 85.78 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 9.6 94 3.30E+05 EEEELSS#QMSSFNEAMTQIR 11.5 629 ‐1,0 0 0 0 0 Kinesin‐like protein KIF2C  35454:148711

809.33649 3 timecourse_ATM_combo_1hr 809.33441 2.57 81.08 KIF2C  KIF2C_HUMAN 5 K.EEEELS#SQMSSFNEAMTQIR.E 20.4 100 1.38E+06 EEEELS#SQMSSFNEAMTQIR 13.3 628 0 0 0 0 Kinesin‐like protein KIF2C  35457:159735

1213.50271 2 timecourse_ATM_combo_8hr 1213.49798 3.9 81 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 32.9 100 2.36E+06 EEEELSS#QMSSFNEAMTQIR 0 629 ‐1,0 0 0 0 0 Kinesin‐like protein KIF2C  35450:158070

1213.50377 2 timecourse_ATM_combo_8hr 1213.49798 4.77 80.22 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 37.0 100 3.12E+06 EEEELSS#QMSSFNEAMTQIR 28.9 629 0 0 0 0 Kinesin‐like protein KIF2C  35451:160110

1213.50219 2 timecourse_ATM_combo_1hr 1213.49798 3.47 80.16 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 12.0 100 7.15E+05 EEEELSS#QMSSFNEAMTQIR 13.2 629 0 0 0 0 Kinesin‐like protein KIF2C  35457:159745

1213.50213 2 timecourse_ATM_combo_4hr 1213.49798 3.42 78.5 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 19.1 100 1.40E+06 EEEELSS#QMSSFNEAMTQIR 19.3 629 0 0 0 0 Kinesin‐like protein KIF2C  35452:153680

809.33592 3 timecourse_ATM_combo_2hr 809.33441 1.87 75.89 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 18.7 100 1.15E+06 EEEELSS#QMSSFNEAMTQIR 15.5 629 0 0 0 0 Kinesin‐like protein KIF2C  35454:148701

1213.50195 2 timecourse_ATM_combo_2hr 1213.49798 3.27 75.41 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 12.2 100 5.36E+05 EEEELSS#QMSSFNEAMTQIR 26.4 629 0 0 0 0 Kinesin‐like protein KIF2C  35455:149241

809.33667 3 timecourse_ATM_combo_4hr 809.33441 2.79 73.68 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 51.5 100 3.59E+06 EEEELSS#QMSSFNEAMTQIR 11.3 629 ‐1,0 0 0 0 0 Kinesin‐like protein KIF2C  35453:156521

809.3376 3 timecourse_ATM_ctrl1 809.33441 3.94 71.47 KIF2C  KIF2C_HUMAN 5 K.EEEELS#SQMSSFNEAMTQIR.E 18.0 100 9.98E+05 EEEELS#SQMSSFNEAMTQIR 13.3 628 0 0 0 0 Kinesin‐like protein KIF2C  35449:160299

809.33699 3 timecourse_ATM_combo_4hr 809.33441 3.19 70.01 KIF2C  KIF2C_HUMAN 5 K.EEEELS#SQMSSFNEAMTQIR.E 44.8 100 3.88E+06 EEEELSS#QMSSFNEAMTQIR 24.8 629 0 0 0 0 Kinesin‐like protein KIF2C  35452:153670

809.33638 3 timecourse_ATM_ctrl2 809.33441 2.43 65.86 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 10.6 100 6.31E+05 EEEELSS#QMSSFNEAMTQIR 4.3 629 ‐1,0 0 0 0 0 Kinesin‐like protein KIF2C  35447:146203

809.33701 3 timecourse_ATM_combo_1hr 809.33441 3.21 64.98 KIF2C  KIF2C_HUMAN 5 K.EEEELS#SQMSSFNEAMTQIR.E 15.2 100 1.36E+06 EEEELSS#QMSSFNEAMTQIR 24.8 629 0 0 0 0 Kinesin‐like protein KIF2C  35456:159757

809.33713 3 timecourse_ATM_ctrl1 809.33441 3.36 63.18 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 14.4 100 1.07E+06 EEEELSS#QMSSFNEAMTQIR 8.7 629 ‐1,0 0 0 0 0 Kinesin‐like protein KIF2C  35448:157920

809.33742 3 timecourse_ATM_combo_8hr 809.33441 3.72 53.09 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 72.4 100 6.38E+06 EEEELSS#QMSSFNEAMTQIR 30.8 629 0 0 0 0 Kinesin‐like protein KIF2C  35450:158060

809.33626 3 timecourse_ATM_combo_2hr 809.33441 2.29 49.09 KIF2C  KIF2C_HUMAN 5 K.EEEELS#SQMSSFNEAMTQIR.E 18.8 100 1.14E+06 EEEELSS#QMSSFNEAMTQIR 13.2 629 0 0 0 0 Kinesin‐like protein KIF2C  35455:149231

809.33714 3 timecourse_ATM_ctrl2 809.33441 3.37 46.21 KIF2C  KIF2C_HUMAN 5 K.EEEELS#SQMSSFNEAMTQIR.E 10.3 100 6.14E+05 EEEELS#SQMSSFNEAMTQIR 10.3 628 0,1 0 0 0 0 Kinesin‐like protein KIF2C  35446:143472

1213.50207 2 timecourse_ATM_combo_1hr 1213.49798 3.37 44.02 KIF2C  KIF2C_HUMAN 5 K.EEEELSS#QMSSFNEAMTQIR.E 8.8 100 6.62E+05 EEEELSS#QMSSFNEAMTQIR 0 629 ‐1,0 0 0 0 0 Kinesin‐like protein KIF2C  35456:159767

809.33801 3 combeffx_ATM_comboi 809.33441 4.45 32.71 KIF2C  KIF2C_HUMAN 5 K.EEEELS#SQMSSFNEAMTQIR.E 11.2 100 7.64E+05 EEEELSS#QMSSFNEAMTQIR 0 629 0,4 0 0 0 0 Kinesin‐like protein KIF2C  35301:66639

979.98998 2 timecourse_ATM_ctrl1 979.98646 3.59 73.22 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 6.6 100 5.68E+05 VLYLLSQLQQS#QMAEK 51.6 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35448:132620

979.9902 2 timecourse_ATM_ctrl2 979.98646 3.82 72.51 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 7.3 100 4.56E+05 VLYLLSQLQQS#QMAEK 46.4 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35447:120586

987.98718 2 combeffx_ATM_MEKi 987.98392 3.3 68.52 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QM*AEK.Q 3.7 92 1.18E+05 VLYLLSQLQQS#QM*AEK 77.4 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35297:44572

979.99092 2 timecourse_ATM_combo_1hr 979.98646 4.55 64.47 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 6.9 100 5.30E+05 VLYLLSQLQQS#QMAEK 48.8 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35456:134549

979.99006 2 timecourse_ATM_ctrl2 979.98646 3.67 62.15 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 6.0 100 4.31E+05 VLYLLSQLQQS#QMAEK 42.8 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35446:118319

979.99017 2 timecourse_ATM_combo_1hr 979.98646 3.79 61.51 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 7.3 100 4.85E+05 VLYLLSQLQQS#QMAEK 42.8 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35457:134798

979.99105 2 timecourse_ATM_ctrl1 979.98646 4.68 57.18 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 9.6 100 5.30E+05 VLYLLSQLQQS#QMAEK 48.8 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35449:134881

979.99255 2 timecourse_ATM_combo_8hr 979.98646 6.21 56.84 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 7.0 100 3.59E+05 VLYLLSQLQQS#QMAEK 60 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35451:133152

653.66307 3 timecourse_ATM_combo_1hr 653.66007 4.59 54.63 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 4.1 100 2.39E+05 VLYLLSQLQQS#QMAEK 84 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35457:134808

653.66239 3 timecourse_ATM_ctrl2 653.66007 3.55 52.1 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 3.8 100 2.66E+05 VLYLLSQLQQS#QMAEK 131.7 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35446:118309

979.99209 2 timecourse_ATM_combo_8hr 979.98646 5.75 46.84 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 5.3 100 2.17E+05 VLYLLSQLQQS#QMAEK 42.6 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35450:131683

653.66269 3 timecourse_ATM_combo_1hr 653.66007 4.01 45.34 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 3.5 100 2.15E+05 VLYLLSQLQQS#QMAEK 84.1 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35456:134539

653.66282 3 timecourse_ATM_ctrl1 653.66007 4.21 44.67 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 4.9 100 3.45E+05 VLYLLSQLQQS#QMAEK 66.4 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35448:132630

979.99117 2 timecourse_ATM_combo_4hr 979.98646 4.81 42.36 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 5.6 100 2.69E+05 VLYLLSQLQQS#QMAEK 24.3 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35452:128828

979.99176 2 timecourse_ATM_combo_4hr 979.98646 5.41 38.42 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 5.9 100 2.84E+05 VLYLLSQLQQS#QMAEK 39.3 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35453:131285

979.99269 2 timecourse_ATM_combo_8hr 979.98646 6.36 37.63 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 7.2 100 3.59E+05 VLYLLSQLQQS#QMAEK 42.1 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35451:133162

653.66349 3 timecourse_ATM_combo_8hr 653.66007 5.25 36.49 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 3.6 100 2.51E+05 VLYLLSQLQQS#QMAEK 67 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35450:131673

653.6625 3 timecourse_ATM_ctrl1 653.66007 3.72 35.78 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 4.4 100 3.11E+05 VLYLLSQLQQS#QMAEK 51.6 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35449:134871

979.99106 2 timecourse_ATM_combo_2hr 979.98646 4.69 23.86 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 4.7 100 1.64E+05 VLYLLSQLQQS#QMAEK 42.1 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35455:125060

979.99042 2 timecourse_ATM_combo_2hr 979.98646 4.04 23.37 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 3.9 100 1.40E+05 VLYLLSQLQQS#QMAEK 48.8 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35454:124845

653.66355 3 timecourse_ATM_ctrl1 653.66007 5.32 22.65 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 6.3 100 3.45E+05 VLYLLSQLQQS#QMAEK 30.2 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35448:132660

653.66329 3 timecourse_ATM_combo_2hr 653.66007 4.93 16.06 KIF4A  KIF4A_HUMAN 3 K.VLYLLSQLQQS#QMAEK.Q 2.7 100 9.59E+04 VLYLLSQLQQS#QMAEK 33.3 941 0 0 0 0 Chromosome‐associated kinesin KIF4A  35455:125070

596.79149 2 combeffx_ATM_MEKi 596.78972 2.97 53.85 KIFC1  KIFC1_HUMAN 3 K.APS#QLPLSGSR.L 10.7 100 1.01E+06 APS#QLPLSGSR 89.3 26 0 0 0 0 Kinesin‐like protein KIFC1  35296:17434

596.79197 2 combeffx_ATM_MEKi 596.78972 3.77 51.97 KIFC1  KIFC1_HUMAN 3 K.APS#QLPLSGSR.L 10.9 100 7.66E+05 APS#QLPLSGSR 80.7 26 0 0 0 0 Kinesin‐like protein KIFC1  35297:16279

596.79234 2 timecourse_ATM_combo_2hr 596.78972 4.39 36.66 KIFC1  KIFC1_HUMAN 3 K.APS#QLPLSGSR.L 13.8 100 4.68E+05 APS#QLPLSGSR 63.9 26 0 0 0 0 Kinesin‐like protein KIFC1  35455:45034

596.79203 2 timecourse_ATM_combo_1hr 596.78972 3.87 31.63 KIFC1  KIFC1_HUMAN 3 K.APS#QLPLSGSR.L 27.8 100 1.52E+06 APS#QLPLSGSR 73.4 26 0 0 0 0 Kinesin‐like protein KIFC1  35457:48594

596.79202 2 timecourse_ATM_ctrl1 596.78972 3.85 28.78 KIFC1  KIFC1_HUMAN 3 K.APS#QLPLSGSR.L 14.3 100 9.21E+05 APS#QLPLSGSR 70.2 26 0 0 0 0 Kinesin‐like protein KIFC1  35449:49401

596.79258 2 timecourse_ATM_combo_8hr 596.78972 4.79 27.19 KIFC1  KIFC1_HUMAN 3 K.APS#QLPLSGSR.L 8.9 100 5.98E+05 APS#QLPLSGSR 65.4 26 0 0 0 0 Kinesin‐like protein KIFC1  35451:48082

596.79266 2 timecourse_ATM_combo_8hr 596.78972 4.93 25.16 KIFC1  KIFC1_HUMAN 3 K.APS#QLPLSGSR.L 9.7 100 5.64E+05 APS#QLPLSGSR 65.4 26 0 0 0 0 Kinesin‐like protein KIFC1  35450:48089

596.79325 2 timecourse_ATM_combo_1hr 596.78972 5.92 21.19 KIFC1  KIFC1_HUMAN 3 K.APS#QLPLSGSR.L 25.4 100 1.57E+06 APS#QLPLSGSR 65.7 26 0 0 0 0 Kinesin‐like protein KIFC1  35456:48210

1182.51856 3 combeffx_ATM_MEKi 1182.51378 4.04 68.76 KIRREL  KIRR1_HUMAN 3 R.GPASDYGPEPTPPGPAAPAGTDTT#SQLSYENYEK.F 4.8 100 2.75E+05 GPASDYGPEPTPPGPAAPAGTDTTS#QLSYENYEK 6.4 680 ‐2,0 0 0 0 0 Kin of IRRE‐like protein 1  35297:57448

1182.51744 3 combeffx_ATM_PI3Ki 1182.51378 3.1 53.84 KIRREL  KIRR1_HUMAN 3 R.GPASDYGPEPTPPGPAAPAGTDTTS#QLSYENYEK.F 5.2 100 9.26E+05 GPASDYGPEPTPPGPAAPAGTDTTS#QLSYENYEK 29 680 0 0 0 0 Kin of IRRE‐like protein 1  35298:74376

1182.51801 3 timecourse_ATM_ctrl1 1182.51378 3.58 37.77 KIRREL  KIRR1_HUMAN 3 R.GPASDYGPEPTPPGPAAPAGTDTTS#QLSYENYEK.F 17.1 100 1.32E+06 GPASDYGPEPTPPGPAAPAGTDTTS#QLSYENYEK 0 680 ‐4,4 0 0 0 0 Kin of IRRE‐like protein 1  35449:181509

1182.52115 3 timecourse_ATM_ctrl2 1182.51378 6.23 35 KIRREL  KIRR1_HUMAN 3 R.GPASDYGPEPTPPGPAAPAGTDTT#SQLSYENYEK.F 19.0 100 1.18E+06 GPASDYGPEPTPPGPAAPAGTDTT#SQLSYENYEK 7 679 ‐3,4 0 0 0 0 Kin of IRRE‐like protein 1  35447:169413

1182.51864 3 timecourse_ATM_combo_8hr 1182.51378 4.11 28.88 KIRREL  KIRR1_HUMAN 3 R.GPASDYGPEPTPPGPAAPAGT#DTTSQLSYENYEK.F 73.3 100 9.10E+06 GPASDYGPEPTPPGPAAPAGTDTTS#QLSYENYEK 5.5 680 ‐4,4 0 0 0 0 Kin of IRRE‐like protein 1  35451:184920

1182.51765 3 timecourse_ATM_combo_4hr 1182.51378 3.27 22.6 KIRREL  KIRR1_HUMAN 3 R.GPASDYGPEPTPPGPAAPAGTDTTS#QLSYENYEK.F 52.6 100 5.64E+06 GPASDYGPEPTPPGPAAPAGTDTTS#QLSYENYEK 3.1 680 0,7 0 0 0 0 Kin of IRRE‐like protein 1  35453:180691

1182.52005 3 timecourse_ATM_combo_2hr 1182.51378 5.3 22.52 KIRREL  KIRR1_HUMAN 3 R.GPASDYGPEPTPPGPAAPAGTDTT#SQLSYENYEK.F 33.9 100 2.09E+06 GPASDYGPEPTPPGPAAPAGTDTTSQLS#YENYEK 5.8 683 ‐7,0 0 0 0 0 Kin of IRRE‐like protein 1  35454:170051

1182.5192 3 timecourse_ATM_combo_4hr 1182.51378 4.58 18.54 KIRREL  KIRR1_HUMAN 3 R.GPASDYGPEPTPPGPAAPAGT#DTTSQLSYENYEK.F 53.9 100 5.95E+06 GPASDYGPEPTPPGPAAPAGT#DTTSQLSYENYEK 3.4 676 0,11 0 0 0 0 Kin of IRRE‐like protein 1  35452:177150

990.96647 2 timecourse_ATM_ctrl1 990.96036 6.17 88.88 KPNA2  IMA2_HUMAN 4 K.GINSSNVENQLQAT#QAAR.K 15.4 100 3.67E+05 GINSSNVENQLQAT#QAAR 117.3 97 0 0 0 0 Importin subunit alpha‐2  35448:134320

990.96508 2 timecourse_ATM_combo_1hr 990.96036 4.76 70.34 KPNA2  IMA2_HUMAN 4 K.GINSSNVENQLQAT#QAAR.K 10.7 100 2.95E+05 GINSSNVENQLQAT#QAAR 114.8 97 0 0 0 0 Importin subunit alpha‐2  35457:136608

990.96552 2 timecourse_ATM_combo_2hr 990.96036 5.21 61.79 KPNA2  IMA2_HUMAN 4 K.GINSSNVENQLQAT#QAAR.K 10.3 100 1.85E+05 GINSSNVENQLQAT#QAAR 99.1 97 0 0 0 0 Importin subunit alpha‐2  35455:126770

990.96683 2 timecourse_ATM_combo_1hr 990.96036 6.53 57.91 KPNA2  IMA2_HUMAN 4 K.GINSSNVENQLQAT#QAAR.K 10.4 100 2.91E+05 GINSSNVENQLQAT#QAAR 150.6 97 0 0 0 0 Importin subunit alpha‐2  35456:136179

990.96651 2 timecourse_ATM_ctrl2 990.96036 6.21 55.21 KPNA2  IMA2_HUMAN 4 K.GINSSNVENQLQAT#QAAR.K 9.3 100 2.10E+05 GINSSNVENQLQAT#QAAR 150.6 97 0 0 0 0 Importin subunit alpha‐2  35447:122486

990.96597 2 timecourse_ATM_combo_4hr 990.96036 5.66 54.6 KPNA2  IMA2_HUMAN 4 K.GINSSNVENQLQAT#QAAR.K 6.2 100 2.01E+05 GINSSNVENQLQAT#QAAR 144.5 97 0 0 0 0 Importin subunit alpha‐2  35452:130478

990.96703 2 timecourse_ATM_ctrl2 990.96036 6.73 53.61 KPNA2  IMA2_HUMAN 4 K.GINSSNVENQLQAT#QAAR.K 10.3 100 1.69E+05 GINSSNVENQLQAT#QAAR 137.2 97 0 0 0 0 Importin subunit alpha‐2  35446:120139

613.67506 3 combeffx_ATM_comboi 613.67242 4.3 32.07 KPNB1  IMB1_HUMAN 3 K.GALQYLVPILT#QTLTK.Q 6.6 100 3.07E+05 GALQYLVPILT#QTLTK 10.4 327 0,2 0 0 0 0 Importin subunit beta‐1  35301:51562

613.67512 3 combeffx_ATM_comboi 613.67242 4.4 28.83 KPNB1  IMB1_HUMAN 3 K.GALQYLVPILTQT#LTK.Q 5.8 100 4.72E+05 GALQYLVPILT#QTLTK 10.4 327 0,2 0 0 0 0 Importin subunit beta‐1  35300:56477

868.37767 2 timecourse_ATM_combo_4hr 868.37473 3.39 76.99 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 51.0 100 1.68E+06 LQETSS#QSYVEEQK 22.9 156 0 0 0 0 Protein KRI1 homolog  35453:112583

868.37914 2 combeffx_ATM_comboi 868.37473 5.08 72.62 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 42.5 100 2.60E+06 LQETSS#QSYVEEQK 21.5 156 0 0 0 0 Protein KRI1 homolog  35300:51976

868.37817 2 timecourse_ATM_combo_4hr 868.37473 3.96 69.94 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 62.8 100 1.59E+06 LQETSS#QSYVEEQK 9.3 156 ‐1,0 0 0 0 0 Protein KRI1 homolog  35452:110423

868.37811 2 timecourse_ATM_combo_8hr 868.37473 3.89 67.76 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 70.8 100 2.81E+06 LQETSS#QSYVEEQK 20.4 156 0 0 0 0 Protein KRI1 homolog  35450:112810

868.37743 2 timecourse_ATM_combo_8hr 868.37473 3.11 66.72 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 64.7 100 3.09E+06 LQETSS#QSYVEEQK 19.3 156 0 0 0 0 Protein KRI1 homolog  35451:113812

868.37916 2 combeffx_ATM_comboi 868.37473 5.1 64.04 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 32.1 100 1.67E+06 LQETSS#QSYVEEQK 21.5 156 0 0 0 0 Protein KRI1 homolog  35301:47435

868.37958 2 timecourse_ATM_combo_2hr 868.37473 5.59 55.69 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 21.1 100 5.51E+05 LQETSS#QSYVEEQK 20.4 156 0 0 0 0 Protein KRI1 homolog  35454:107018

868.37827 2 timecourse_ATM_combo_1hr 868.37473 4.08 54.15 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 13.4 100 3.99E+05 LQETSSQS#YVEEQK 8.7 158 ‐2,0 0 0 0 0 Protein KRI1 homolog  35456:115391

868.37805 2 timecourse_ATM_combo_2hr 868.37473 3.82 53.22 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 27.1 100 4.96E+05 LQETSS#QSYVEEQK 18.4 156 0 0 0 0 Protein KRI1 homolog  35455:106695

868.37695 2 timecourse_ATM_combo_1hr 868.37473 2.56 49.49 KRI1  KRI1_HUMAN 5 R.LQETSS#QSYVEEQK.Q 15.0 100 3.81E+05 LQETSS#QSYVEEQK 5.9 156 0,3 0 0 0 0 Protein KRI1 homolog  35457:114942

1291.17656 3 timecourse_ATM_combo_8hr 1291.16847 6.27 44.11 KRI1  KRI1_HUMAN 4 D.GPEQEGDWS#QQELHCEDPNFNMDADYDPSQPR.K 12.9 100 6.58E+05 GPEQEGDWS#QQELHCEDPNFNMDADYDPSQPR 77.2 447 0 0 0 0 Protein KRI1 homolog  35450:183800

1291.17608 3 timecourse_ATM_combo_4hr 1291.16847 5.89 41.7 KRI1  KRI1_HUMAN 4 D.GPEQEGDWS#QQELHCEDPNFNMDADYDPSQPR.K 5.7 100 3.00E+05 GPEQEGDWS#QQELHCEDPNFNMDADYDPSQPR 70.8 447 0 0 0 0 Protein KRI1 homolog  35453:182851

1291.1767 3 timecourse_ATM_combo_8hr 1291.16847 6.37 35.19 KRI1  KRI1_HUMAN 4 D.GPEQEGDWS#QQELHCEDPNFNMDADYDPSQPR.K 12.0 100 7.10E+05 GPEQEGDWS#QQELHCEDPNFNMDADYDPSQPR 55.2 447 0 0 0 0 Protein KRI1 homolog  35451:186850

1125.55931 2 timecourse_ATM_combo_8hr 1125.55304 5.57 79.06 LARP1  LARP1_HUMAN 1 R.FSHLTSLPQQLPS#QQLMSK.D 11.0 100 3.98E+05 FSHLTSLPQQLPS#QQLMSK 68.2 591 0 0 0 0 La‐related protein 1  35451:152460

938.7786 3 timecourse_ATM_combo_4hr 938.77361 5.32 61.79 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 71.8 100 1.40E+07 CPSQS#SSRPAAMISQPPTPPTGQPVR 9.4 1058 0,2 0 0 0 0 La‐related protein 1  35453:170271

938.77943 3 timecourse_ATM_ctrl2 938.77361 6.2 60.63 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 114.9 100 1.80E+07 CPSQS#SSRPAAMISQPPTPPTGQPVR 3.6 1058 0,2 0 0 0 0 La‐related protein 1  35447:158873

784.35225 2 timecourse_ATM_combo_8hr 784.34867 4.56 60.55 LARP1  LARP1_HUMAN 0 K.WTSQHSNT#QTLGK.‐ 9.5 100 1.70E+05 WTSQHSNT#QTLGK 51.6 1091 0 0 0 0 La‐related protein 1  35451:97113

938.77953 3 timecourse_ATM_ctrl2 938.77361 6.31 60.17 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 115.3 100 1.75E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 7.5 1056 0,2 0 0 0 0 La‐related protein 1  35446:155822

938.7759 3 timecourse_ATM_ctrl1 938.77361 2.44 59.99 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 190.5 100 3.82E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 26.5 1056 0 0 0 0 La‐related protein 1  35449:172069

938.77807 3 timecourse_ATM_ctrl1 938.77361 4.75 59.04 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 179.6 94 2.93E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 17 1056 0 0 0 0 La‐related protein 1  35449:172089

843.89236 2 combeffx_ATM_comboi 843.88911 3.85 58.79 LARP1  LARP1_HUMAN 1 D.FS#QLLNCPEFVPR.Q 30.2 100 2.53E+06 FS#QLLNCPEFVPR 1000 497 0 0 0 0 La‐related protein 1  35301:45244

944.11085 3 timecourse_ATM_combo_1hr 944.10525 5.93 58.29 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVR.E 6.1 100 8.50E+05 CPS#QSSSRPAAM*ISQPPTPPTGQPVR 21.3 1056 0 0 0 0 La‐related protein 1  35456:172697

843.89221 2 combeffx_ATM_comboi 843.88911 3.67 56.79 LARP1  LARP1_HUMAN 1 D.FS#QLLNCPEFVPR.Q 28.1 100 3.77E+06 FS#QLLNCPEFVPR 1000 497 0 0 0 0 La‐related protein 1  35300:49529

1086.51232 3 timecourse_ATM_combo_2hr 1086.50747 4.46 56.61 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 34.4 100 3.74E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 21.3 1056 0 0 0 0 La‐related protein 1  35455:168641

1125.55988 2 timecourse_ATM_combo_8hr 1125.55304 6.08 56.27 LARP1  LARP1_HUMAN 1 R.FSHLTSLPQQLPS#QQLMSK.D 9.1 100 3.08E+05 FSHLTSLPQQLPS#QQLMSK 49.9 591 0 0 0 0 La‐related protein 1  35450:150550

938.779 3 timecourse_ATM_combo_4hr 938.77361 5.75 56.05 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 85.2 100 1.39E+07 CPSQSSS#RPAAMISQPPTPPTGQPVR 0 1060 ‐2,0 0 0 0 0 La‐related protein 1  35453:170281

938.77925 3 timecourse_ATM_combo_2hr 938.77361 6.01 55.58 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 81.1 100 9.63E+06 CPS#QSSSRPAAMISQPPTPPTGQPVR 8.7 1056 0,2 0 0 0 0 La‐related protein 1  35454:160881

938.7793 3 timecourse_ATM_combo_1hr 938.77361 6.06 55.23 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 122.2 100 1.93E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 17 1056 0 0 0 0 La‐related protein 1  35456:172397

679.76953 2 timecourse_ATM_ctrl1 679.76506 6.58 54.88 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 37.7 100 2.74E+06 CPS#QSSSRPAAM 26.5 1056 0 0 0 0 La‐related protein 1  35448:72906

938.77711 3 combeffx_ATM_PI3Ki 938.77361 3.73 54.59 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 6.0 100 1.24E+06 CPS#QSSSRPAAMISQPPTPPTGQPVR 11.3 1056 0,4 0 0 0 0 La‐related protein 1  35298:70896

938.7784 3 timecourse_ATM_combo_2hr 938.77361 5.1 54.24 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 93.2 100 9.71E+06 CPSQS#SSRPAAMISQPPTPPTGQPVR 0 1058 ‐2,0 0 0 0 0 La‐related protein 1  35455:161851

938.77724 3 timecourse_ATM_ctrl1 938.77361 3.87 53.38 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 203.7 100 3.70E+07 CPSQS#SSRPAAMISQPPTPPTGQPVR 0 1058 0,2 0 0 0 0 La‐related protein 1  35448:169260

750.70871 3 timecourse_ATM_combo_4hr 750.70446 5.66 52.99 LARP1  LARP1_HUMAN 1 R.FSHLTSLPQQLPS#QQLMSK.D 40.4 100 1.57E+06 FSHLTSLPQQLPS#QQLMSK 28.8 591 0 0 0 0 La‐related protein 1  35453:149141

938.77906 3 timecourse_ATM_combo_4hr 938.77361 5.81 52.65 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 66.7 100 1.31E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 7.5 1056 0,3 0 0 0 0 La‐related protein 1  35452:167250

938.77963 3 timecourse_ATM_combo_1hr 938.77361 6.41 52.59 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 104.5 100 1.93E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 7.5 1056 0,4 0 0 0 0 La‐related protein 1  35456:172417

944.1108 3 timecourse_ATM_ctrl1 944.10525 5.88 52.18 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVR.E 11.2 100 1.51E+06 CPSQS#SSRPAAM*ISQPPTPPTGQPVR 0 1058 0,1 0 0 0 0 La‐related protein 1  35448:169540

944.11108 3 timecourse_ATM_ctrl2 944.10525 6.18 52.08 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVR.E 8.9 100 7.37E+05 CPS#QSSSRPAAM*ISQPPTPPTGQPVR 8.7 1056 0,2 0 0 0 0 La‐related protein 1  35447:159123

938.77984 3 timecourse_ATM_ctrl1 938.77361 6.64 51.53 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 195.6 100 3.75E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 18.9 1056 0 0 0 0 La‐related protein 1  35448:169290

938.77812 3 timecourse_ATM_combo_8hr 938.77361 4.8 51.24 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 49.5 100 1.20E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 14.2 1056 0 0 0 0 La‐related protein 1  35450:172130

750.70886 3 timecourse_ATM_combo_8hr 750.70446 5.86 50.41 LARP1  LARP1_HUMAN 1 R.FSHLTSLPQQLPS#QQLMSK.D 141.1 100 6.14E+06 FSHLTSLPQQLPS#QQLMSK 31.9 591 0 0 0 0 La‐related protein 1  35450:150540

938.77865 3 timecourse_ATM_combo_4hr 938.77361 5.37 50.13 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 75.3 100 1.31E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 12.1 1056 0,3 0 0 0 0 La‐related protein 1  35452:167230

938.77846 3 timecourse_ATM_combo_2hr 938.77361 5.17 50.01 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 75.0 100 9.35E+06 CPS#QSSSRPAAMISQPPTPPTGQPVR 8.7 1056 0,2 0 0 0 0 La‐related protein 1  35455:161861

938.77815 3 timecourse_ATM_ctrl1 938.77361 4.84 49.87 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 245.8 100 2.93E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 12 1056 0,3 0 0 0 0 La‐related protein 1  35449:172099

1086.51236 3 timecourse_ATM_ctrl2 1086.50747 4.5 49.44 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 75.6 100 1.21E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 21.3 1056 0 0 0 0 La‐related protein 1  35447:166323

938.77667 3 timecourse_ATM_combo_8hr 938.77361 3.26 48.97 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 56.0 100 1.36E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 6.6 1056 0,4 0 0 0 0 La‐related protein 1  35451:174460

938.77943 3 timecourse_ATM_ctrl1 938.77361 6.2 48.78 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 262.9 100 3.46E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 12.2 1056 0,2 0 0 0 0 La‐related protein 1  35448:169270

990.81318 3 timecourse_ATM_combo_4hr 990.80731 5.92 48.02 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVR.E 2.0 89 4.36E+05 RCPSQS#SSRPAAMISQPPTPPTGQPVR 6.4 1058 ‐2,0 0 0 0 0 La‐related protein 1  35452:169830

815.13508 4 combeffx_ATM_ctrl 815.13243 3.25 47.28 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPVREDAK.W 43.4 100 1.27E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 6.5 1056 0,4 0 0 0 0 La‐related protein 1  35294:77114

990.81085 3 timecourse_ATM_ctrl1 990.80731 3.57 46.26 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVR.E 8.6 100 1.23E+06 RCPS#QSSSRPAAMISQPPTPPTGQPVR 16.8 1056 0 0 0 0 La‐related protein 1  35449:174799

938.77873 3 timecourse_ATM_combo_8hr 938.77361 5.45 45.53 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 59.3 100 1.36E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 15.5 1056 0 0 0 0 La‐related protein 1  35451:174470

965.43391 3 timecourse_ATM_ctrl1 965.42905 5.03 45.03 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVR.E 11.6 100 3.49E+06 CPS#QSSSRPAAMISQPPT#PPTGQPVR 7.5 1056 0,2 34.5 1071 0 0 La‐related protein 1  35448:170890

750.70869 3 timecourse_ATM_combo_8hr 750.70446 5.63 44.3 LARP1  LARP1_HUMAN 1 R.FSHLTSLPQQLPS#QQLMSK.D 160.6 100 6.47E+06 FSHLTSLPQQLPS#QQLMSK 33.3 591 0 0 0 0 La‐related protein 1  35451:152470

750.70923 3 timecourse_ATM_combo_4hr 750.70446 6.35 43.78 LARP1  LARP1_HUMAN 1 R.FSHLTSLPQQLPS#QQLMSK.D 41.3 100 1.65E+06 FSHLTSLPQQLPS#QQLMSK 31.9 591 0 0 0 0 La‐related protein 1  35452:146560

990.81325 3 timecourse_ATM_ctrl2 990.80731 6 43.43 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVR.E 4.3 100 6.04E+05 RCPS#QSSSRPAAMISQPPTPPTGQPVR 5.1 1056 0,3 0 0 0 0 La‐related protein 1  35446:158712

944.10946 3 timecourse_ATM_ctrl1 944.10525 4.46 43.06 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVR.E 11.3 100 1.53E+06 CPS#QSSSRPAAM*ISQPPTPPTGQPVR 13.2 1056 0 0 0 0 La‐related protein 1  35449:172379

938.77888 3 timecourse_ATM_combo_8hr 938.77361 5.61 43.02 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 63.8 100 1.21E+07 CPSQS#SSRPAAMISQPPTPPTGQPVR 0 1058 0,2 0 0 0 0 La‐related protein 1  35450:172140

679.76833 2 timecourse_ATM_ctrl1 679.76506 4.81 42.96 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 34.8 100 2.92E+06 CPS#QSSSRPAAM 38.7 1056 0 0 0 0 La‐related protein 1  35449:73896

679.76925 2 timecourse_ATM_ctrl2 679.76506 6.16 42.88 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 24.7 94 7.49E+05 CPS#QSSSRPAAM 37.4 1056 0 0 0 0 La‐related protein 1  35446:62635



965.43222 3 timecourse_ATM_ctrl1 965.42905 3.28 42.32 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVR.E 17.1 100 3.60E+06 CPS#QSSSRPAAMISQPPT#PPTGQPVR 9.5 1056 0,3 22.9 1071 0 0 La‐related protein 1  35449:173689

815.13496 4 combeffx_ATM_ctrl 815.13243 3.1 41.96 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVREDAK.W 41.9 100 1.13E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 13.8 1056 0 0 0 0 La‐related protein 1  35295:74557

965.43288 3 timecourse_ATM_ctrl1 965.42905 3.97 41.64 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVR.E 15.0 100 3.86E+06 CPS#QSSSRPAAMISQPPT#PPTGQPVR 9.5 1056 0,4 50.7 1071 0 0 La‐related protein 1  35448:170880

679.76885 2 timecourse_ATM_combo_8hr 679.76506 5.58 41.39 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 12.2 100 5.94E+05 CPS#QSSSRPAAM 24.8 1056 0 0 0 0 La‐related protein 1  35450:72027

784.35232 2 timecourse_ATM_combo_8hr 784.34867 4.65 41.26 LARP1  LARP1_HUMAN 0 K.WTSQHSNT#QTLGK.‐ 8.0 100 1.44E+05 WTSQHSNT#QTLGK 0 1091 ‐2,0 0 0 0 0 La‐related protein 1  35450:96207

938.77843 3 timecourse_ATM_combo_1hr 938.77361 5.13 41.2 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 105.1 100 1.94E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 18.9 1056 0 0 0 0 La‐related protein 1  35457:172535

1113.1699 3 timecourse_ATM_ctrl2 1113.16292 6.28 40.73 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 20.1 100 2.60E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVREDAK 16.2 1058 37.1 1071 0 0 La‐related protein 1  35446:164002

938.77952 3 timecourse_ATM_ctrl2 938.77361 6.31 40.18 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 157.8 100 1.59E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 9.3 1056 0,2 0 0 0 0 La‐related protein 1  35446:155812

990.81274 3 timecourse_ATM_ctrl2 990.80731 5.48 40.05 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVR.E 5.4 100 8.39E+05 RCPS#QSSSRPAAMISQPPTPPTGQPVR 19.2 1056 0 0 0 0 La‐related protein 1  35447:161853

815.13534 4 combeffx_ATM_ctrl 815.13243 3.57 40.01 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPVREDAK.W 40.4 100 1.27E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 16.2 1056 0 0 0 0 La‐related protein 1  35294:77124

815.13606 4 combeffx_ATM_comboi 815.13243 4.45 39.51 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVREDAK.W 24.2 100 8.08E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 9.5 1056 0,4 0 0 0 0 La‐related protein 1  35301:75189

704.33499 4 timecourse_ATM_ctrl1 704.33203 4.2 39.17 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVR.E 12.5 100 2.91E+06 CPSQSSS#RPAAMISQPPTPPTGQPVR 15.5 1060 0 0 0 0 La‐related protein 1  35449:172079

815.13649 4 timecourse_ATM_ctrl1 815.13243 4.98 38.44 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 214.3 100 4.62E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 12.1 1056 0,2 0 0 0 0 La‐related protein 1  35449:178759

815.13764 4 timecourse_ATM_combo_1hr 815.13243 6.39 38.13 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 131.6 100 2.60E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 10.7 1056 0,2 0 0 0 0 La‐related protein 1  35456:179106

1086.51233 3 timecourse_ATM_combo_4hr 1086.50747 4.47 37.93 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 25.8 100 5.57E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 28.5 1056 0 0 0 0 La‐related protein 1  35452:174250

990.81243 3 timecourse_ATM_combo_1hr 990.80731 5.17 37.62 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVR.E 3.4 100 7.52E+05 RCPSQS#SSRPAAMISQPPTPPTGQPVR 11.6 1058 ‐2,0 0 0 0 0 La‐related protein 1  35456:175126

679.76928 2 timecourse_ATM_combo_4hr 679.76506 6.21 37.43 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 13.3 100 5.51E+05 CPS#QSSSRPAAM 30.8 1056 0 0 0 0 La‐related protein 1  35452:70333

679.76896 2 timecourse_ATM_combo_1hr 679.76506 5.74 36.99 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 16.8 100 1.29E+06 CPS#QSSSRPAAM 30.8 1056 0 0 0 0 La‐related protein 1  35456:73078

990.81017 3 timecourse_ATM_combo_1hr 990.80731 2.89 36.84 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVR.E 2.9 100 6.53E+05 RCPS#QSSSRPAAMISQPPTPPTGQPVR 9.4 1056 0,2 0 0 0 0 La‐related protein 1  35457:175495

835.12889 4 timecourse_ATM_ctrl2 835.12401 5.84 36.78 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 28.6 100 6.04E+06 CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK 8.5 1056 0,3 10.5 1074 ‐3,0 0 0 La‐related protein 1  35447:167433

679.76937 2 timecourse_ATM_ctrl2 679.76506 6.34 36.56 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 28.8 100 8.85E+05 CPS#QSSSRPAAM 33.7 1056 0 0 0 0 La‐related protein 1  35446:62645

835.12899 4 timecourse_ATM_combo_4hr 835.12401 5.96 36.55 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 5.2 100 1.38E+06 CPS#QSSSRPAAMISQPPT#PPTGQPVREDAK 4.1 1056 0,11 19.2 1071 0 0 La‐related protein 1  35452:175230

815.13548 4 timecourse_ATM_combo_8hr 815.13243 3.74 36.44 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVREDAK.W 30.8 100 9.92E+06 CPSQS#SSRPAAMISQPPTPPTGQPVREDAK 8.8 1058 0,2 0 0 0 0 La‐related protein 1  35450:179100

679.76834 2 timecourse_ATM_combo_1hr 679.76506 4.83 36.32 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 18.1 100 1.15E+06 CPS#QSSSRPAAM 28.5 1056 0 0 0 0 La‐related protein 1  35457:73270

835.12908 4 timecourse_ATM_ctrl1 835.12401 6.07 35.79 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 29.3 100 7.67E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVREDAK 4.5 1058 ‐2,9 13.6 1071 0 0 La‐related protein 1  35448:177020

704.33625 4 timecourse_ATM_ctrl2 704.33203 5.99 35.62 LARP1  LARP1_HUMAN 0 R.CPSQS#SSRPAAMISQPPTPPTGQPVR.E 10.6 100 1.65E+06 CPSQSS#SRPAAMISQPPTPPTGQPVR 0 1059 ‐3,8 0 0 0 0 La‐related protein 1  35446:155802

1091.84427 3 combeffx_ATM_ctrl 1091.83911 4.73 35.6 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK.W 14.8 100 3.75E+06 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 18.9 1056 0 0 0 0 La‐related protein 1  35294:77214

1091.84402 3 combeffx_ATM_ctrl 1091.83911 4.5 35.53 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK.W 11.9 100 2.86E+06 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 48.9 1056 0 0 0 0 La‐related protein 1  35295:74637

854.16248 4 timecourse_ATM_combo_4hr 854.15770 5.6 35.44 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 10.3 100 1.99E+06 RCPS#QSSSRPAAMISQPPTPPTGQPVREDAK 3.9 1056 0,4 0 0 0 0 La‐related protein 1  35452:176040

965.43321 3 timecourse_ATM_ctrl2 965.42905 4.31 35.4 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVR.E 11.9 94 1.22E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVR 0 1058 0,2 59.1 1071 0 0 La‐related protein 1  35446:157532

679.76885 2 timecourse_ATM_ctrl2 679.76506 5.58 35.3 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 24.0 100 1.47E+06 CPS#QSSSRPAAM 37.4 1056 0 0 0 0 La‐related protein 1  35447:63595

679.76905 2 timecourse_ATM_combo_8hr 679.76506 5.87 35.07 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 11.1 100 8.75E+05 CPS#QSSSRPAAM 21.3 1056 0 0 0 0 La‐related protein 1  35450:72037

944.11044 3 timecourse_ATM_combo_2hr 944.10525 5.5 34.78 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVR.E 6.1 100 4.40E+05 CPS#QSSSRPAAM*ISQPPTPPTGQPVR 14.2 1056 0 0 0 0 La‐related protein 1  35454:161161

843.892 2 combeffx_ATM_PI3Ki 843.88911 3.42 34.78 LARP1  LARP1_HUMAN 1 D.FS#QLLNCPEFVPR.Q 5.8 100 2.73E+05 FS#QLLNCPEFVPR 1000 497 0 0 0 0 La‐related protein 1  35299:43180

815.13477 4 timecourse_ATM_combo_2hr 815.13243 2.87 34.55 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 74.1 100 1.10E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 17.9 1056 0 0 0 0 La‐related protein 1  35455:168631

1086.51138 3 combeffx_ATM_PI3Ki 1086.50747 3.6 33.94 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 16.4 100 3.17E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 21.3 1056 0 0 0 0 La‐related protein 1  35298:73296

965.43351 3 timecourse_ATM_ctrl2 965.42905 4.62 33.74 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVR.E 12.2 100 1.52E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVR 0 1058 0,1 59.1 1071 0 0 La‐related protein 1  35447:160653

815.13494 4 combeffx_ATM_MEKi 815.13243 3.08 33.54 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVREDAK.W 17.1 100 2.41E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 6.3 1056 0,3 0 0 0 0 La‐related protein 1  35296:62138

815.13527 4 combeffx_ATM_PI3Ki 815.13243 3.48 33.51 LARP1  LARP1_HUMAN 0 R.CPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 58.5 100 1.30E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 12.1 1056 0,2 0 0 0 0 La‐related protein 1  35299:69164

965.43241 3 timecourse_ATM_ctrl1 965.42905 3.48 33.44 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVR.E 15.4 100 3.67E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVR 0 1058 ‐2,0 49 1071 0 0 La‐related protein 1  35449:173699

815.13648 4 timecourse_ATM_combo_1hr 815.13243 4.97 33.18 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 138.6 100 2.74E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 0 1056 0,4 0 0 0 0 La‐related protein 1  35457:179905

819.13387 4 combeffx_ATM_MEKi 819.13115 3.32 33.14 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK.W 37.5 100 6.26E+06 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 19.8 1056 0 0 0 0 La‐related protein 1  35296:62168

815.13544 4 timecourse_ATM_combo_4hr 815.13243 3.69 32.82 LARP1  LARP1_HUMAN 0 R.CPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 65.4 100 1.84E+07 CPSQS#SSRPAAMISQPPTPPTGQPVREDAK 5.1 1058 0,2 0 0 0 0 La‐related protein 1  35452:174240

784.353 2 timecourse_ATM_combo_4hr 784.34867 5.52 32.78 LARP1  LARP1_HUMAN 0 K.WTSQHSNT#QTLGK.‐ 4.9 100 5.53E+04 WTSQHSNT#QTLGK 0 1091 ‐2,0 0 0 0 0 La‐related protein 1  35453:95782

938.77931 3 timecourse_ATM_ctrl2 938.77361 6.07 32.75 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 153.3 100 1.77E+07 CPS#QSSSRPAAMISQPPTPPTGQPVR 8 1056 0,3 0 0 0 0 La‐related protein 1  35447:158863

1086.51246 3 combeffx_ATM_comboi 1086.50747 4.59 32.64 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 4.4 100 1.37E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 22 1056 0 0 0 0 La‐related protein 1  35300:82941

1086.51273 3 timecourse_ATM_combo_1hr 1086.50747 4.84 32.42 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 67.3 100 8.51E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 17 1056 0 0 0 0 La‐related protein 1  35457:179895

704.33612 4 timecourse_ATM_ctrl2 704.33203 5.81 32.38 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPVR.E 8.8 100 1.59E+06 CPSQS#SSRPAAMISQPPTPPTGQPVR 5.8 1058 ‐2,9 0 0 0 0 La‐related protein 1  35447:158853

1086.51416 3 timecourse_ATM_ctrl2 1086.50747 6.16 31.6 LARP1  LARP1_HUMAN 0 R.CPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 80.7 100 1.22E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 8.7 1056 0,2 0 0 0 0 La‐related protein 1  35447:166333

819.13437 4 combeffx_ATM_ctrl 819.13115 3.93 31.42 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK.W 69.9 100 2.35E+07 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 22 1056 0 0 0 0 La‐related protein 1  35294:77204

854.16143 4 timecourse_ATM_ctrl2 854.15770 4.37 31.18 LARP1  LARP1_HUMAN 0 K.RCPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 24.0 100 4.43E+06 RCPS#QSSSRPAAMISQPPTPPTGQPVREDAK 8.1 1056 0,2 0 0 0 0 La‐related protein 1  35446:164732

815.13578 4 timecourse_ATM_ctrl1 815.13243 4.11 31.16 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVREDAK.W 190.8 100 4.42E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 16.4 1056 0 0 0 0 La‐related protein 1  35448:175980

815.13495 4 combeffx_ATM_ctrl 815.13243 3.09 31.04 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 40.8 100 1.12E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 7 1056 0,4 0 0 0 0 La‐related protein 1  35295:74547

854.1625 4 timecourse_ATM_ctrl2 854.15770 5.62 30.8 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 31.0 100 4.56E+06 RCPSQSSS#RPAAMISQPPTPPTGQPVREDAK 0 1060 ‐4,7 0 0 0 0 La‐related protein 1  35446:164742

965.4331 3 timecourse_ATM_combo_2hr 965.42905 4.2 30.6 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVR.E 3.3 94 2.44E+05 CPS#QSSSRPAAMISQPPT#PPTGQPVR 10.3 1056 0,2 18.3 1071 0 0 La‐related protein 1  35455:163461

679.76902 2 timecourse_ATM_combo_4hr 679.76506 5.83 30.5 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 12.3 100 7.29E+05 CPS#QSSSRPAAM 33.7 1056 0 0 0 0 La‐related protein 1  35452:70323

944.11083 3 timecourse_ATM_ctrl2 944.10525 5.91 30.44 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVR.E 9.6 100 7.73E+05 CPS#QSSSRPAAM*ISQPPTPPTGQPVR 36.8 1056 0 0 0 0 La‐related protein 1  35446:156062

854.16104 4 combeffx_ATM_PI3Ki 854.15770 3.91 30.3 LARP1  LARP1_HUMAN 0 K.RCPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 6.7 100 1.91E+06 RCPSQS#SSRPAAMISQPPTPPTGQPVREDAK 8.1 1058 ‐2,0 0 0 0 0 La‐related protein 1  35298:73886

815.13491 4 combeffx_ATM_PI3Ki 815.13243 3.04 30.01 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPVREDAK.W 61.8 100 1.30E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 4.5 1056 0,4 0 0 0 0 La‐related protein 1  35299:69154

815.1362 4 combeffx_ATM_comboi 815.13243 4.62 29.81 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 30.7 100 1.35E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 8.1 1056 0,4 0 0 0 0 La‐related protein 1  35300:82951

854.16254 4 timecourse_ATM_ctrl2 854.15770 5.67 29.73 LARP1  LARP1_HUMAN 0 K.RCPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 33.7 100 4.83E+06 RCPSQS#SSRPAAMISQPPTPPTGQPVREDAK 0 1058 ‐2,0 0 0 0 0 La‐related protein 1  35447:168273

704.33565 4 timecourse_ATM_combo_4hr 704.33203 5.14 29.66 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPVR.E 6.4 100 9.79E+05 CPSQSSS#RPAAMISQPPTPPTGQPVR 4.3 1060 ‐4,7 0 0 0 0 La‐related protein 1  35453:170251

843.89446 2 timecourse_ATM_combo_8hr 843.88911 6.35 29.64 LARP1  LARP1_HUMAN 1 D.FS#QLLNCPEFVPR.Q 17.7 100 1.15E+06 FS#QLLNCPEFVPR 1000 497 0 0 0 0 La‐related protein 1  35451:109685

815.13772 4 timecourse_ATM_ctrl2 815.13243 6.49 29.62 LARP1  LARP1_HUMAN 0 R.CPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 197.3 100 3.68E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 9.5 1056 0,4 0 0 0 0 La‐related protein 1  35447:166343

819.13533 4 combeffx_ATM_comboi 819.13115 5.1 29.62 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAM*ISQPPTPPTGQPVREDAK.W 15.6 100 6.37E+06 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 31 1056 0 0 0 0 La‐related protein 1  35300:83041

815.13767 4 timecourse_ATM_ctrl2 815.13243 6.43 29.36 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVREDAK.W 190.9 100 3.66E+07 CPSQS#SSRPAAMISQPPTPPTGQPVREDAK 5.9 1058 0,2 0 0 0 0 La‐related protein 1  35446:162902

1086.51097 3 timecourse_ATM_combo_1hr 1086.50747 3.22 29.34 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 49.8 100 8.55E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 13.3 1056 0 0 0 0 La‐related protein 1  35457:179885

990.81164 3 timecourse_ATM_ctrl1 990.80731 4.37 29.3 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVR.E 7.7 100 1.51E+06 RCPS#QSSSRPAAMISQPPTPPTGQPVR 27.1 1056 0 0 0 0 La‐related protein 1  35448:172000

819.13421 4 combeffx_ATM_PI3Ki 819.13115 3.74 29.12 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK.W 28.4 100 6.55E+06 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 16.4 1056 0 0 0 0 La‐related protein 1  35299:69204

835.12874 4 timecourse_ATM_combo_2hr 835.12401 5.66 29.03 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 7.4 100 1.03E+06 CPS#QSSSRPAAMISQPPT#PPTGQPVREDAK 41.2 1056 18.2 1071 0 0 La‐related protein 1  35454:168231

835.12901 4 timecourse_ATM_ctrl2 835.12401 5.99 29.01 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 37.6 100 7.06E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVREDAK 4 1058 ‐2,9 38.5 1071 0 0 La‐related protein 1  35446:163982

679.76819 2 timecourse_ATM_ctrl1 679.76506 4.6 28.74 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 43.0 100 1.95E+06 CPS#QSSSRPAAM 38.7 1056 0 0 0 0 La‐related protein 1  35449:73886

815.13451 4 timecourse_ATM_combo_4hr 815.13243 2.55 28.56 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPVREDAK.W 77.5 100 1.83E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 6.3 1056 0,3 0 0 0 0 La‐related protein 1  35453:177501

1086.51192 3 combeffx_ATM_ctrl 1086.50747 4.1 28.39 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 10.0 100 1.75E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 15.5 1056 0 0 0 0 La‐related protein 1  35295:74577

679.7692 2 timecourse_ATM_combo_8hr 679.76506 6.09 28.31 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 13.4 100 8.30E+05 CPS#QSSSRPAAM 21.3 1056 0 0 0 0 La‐related protein 1  35451:72566

815.13427 4 timecourse_ATM_combo_1hr 815.13243 2.26 28.28 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 114.8 100 2.73E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 17.9 1056 0 0 0 0 La‐related protein 1  35457:179875

815.13602 4 combeffx_ATM_comboi 815.13243 4.4 28.24 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 30.7 100 1.35E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 7.7 1056 0,4 0 0 0 0 La‐related protein 1  35300:82931

704.33489 4 timecourse_ATM_combo_8hr 704.33203 4.06 28.23 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 4.0 100 9.81E+05 CPSQS#SSRPAAMISQPPTPPTGQPVR 3.4 1058 0,9 0 0 0 0 La‐related protein 1  35450:172120

815.13617 4 timecourse_ATM_combo_8hr 815.13243 4.59 28 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVREDAK.W 35.2 100 9.79E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 9.5 1056 0,4 0 0 0 0 La‐related protein 1  35451:181960

819.13394 4 combeffx_ATM_PI3Ki 819.13115 3.41 27.88 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK.W 34.4 100 8.45E+06 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 37.8 1056 0 0 0 0 La‐related protein 1  35298:73346

704.33647 4 timecourse_ATM_combo_1hr 704.33203 6.3 27.64 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPVR.E 8.5 100 1.72E+06 CPSQS#SSRPAAMISQPPTPPTGQPVR 10.7 1058 ‐2,9 0 0 0 0 La‐related protein 1  35456:172407

1113.16967 3 timecourse_ATM_ctrl2 1113.16292 6.06 27.47 LARP1  LARP1_HUMAN 0 R.CPSQSSSRPAAMIS#QPPT#PPTGQPVREDAK.W 19.3 100 2.79E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVREDAK 13.2 1058 12.6 1071 ‐12,0 0 0 La‐related protein 1  35447:167463

835.12905 4 timecourse_ATM_ctrl2 835.12401 6.04 27.46 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 34.1 100 7.50E+06 CPS#QSSSRPAAMISQPPT#PPTGQPVREDAK 16.2 1056 19.2 1071 0 0 La‐related protein 1  35447:167453

815.13504 4 combeffx_ATM_ctrl 815.13243 3.2 27.44 LARP1  LARP1_HUMAN 0 R.CPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 43.1 100 1.13E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 5.4 1056 0,4 0 0 0 0 La‐related protein 1  35295:74567

1091.84393 3 combeffx_ATM_PI3Ki 1091.83911 4.41 27.12 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK.W 5.4 100 8.77E+05 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 37.4 1056 0 0 0 0 La‐related protein 1  35299:69214

679.7682 2 timecourse_ATM_combo_2hr 679.76506 4.62 27.05 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 13.4 100 6.52E+05 CPS#QSSSRPAAM 21.3 1056 0 0 0 0 La‐related protein 1  35455:68121

679.76907 2 timecourse_ATM_combo_4hr 679.76506 5.9 26.7 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 15.2 100 6.40E+05 CPS#QSSSRPAAM 13.3 1056 0 0 0 0 La‐related protein 1  35453:71866

1113.16825 3 timecourse_ATM_ctrl1 1113.16292 4.79 26.59 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 17.3 100 3.23E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVREDAK 8.7 1058 ‐2,0 26.9 1071 0 0 La‐related protein 1  35449:179739

819.13446 4 combeffx_ATM_MEKi 819.13115 4.04 26.19 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK.W 41.4 100 4.87E+06 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 17.9 1056 0 0 0 0 La‐related protein 1  35297:56898

743.3615 4 timecourse_ATM_ctrl1 743.35730 5.65 26.13 LARP1  LARP1_HUMAN 0 K.RCPS#QSSSRPAAMISQPPTPPTGQPVR.E 14.2 100 2.11E+06 RCPS#QSSSRPAAMISQPPTPPTGQPVR 4.5 1056 0,11 0 0 0 0 La‐related protein 1  35448:172010

815.13781 4 timecourse_ATM_ctrl1 815.13243 6.6 26.08 LARP1  LARP1_HUMAN 0 R.CPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 198.9 100 4.43E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 4.5 1056 0,4 0 0 0 0 La‐related protein 1  35448:176010

835.12882 4 timecourse_ATM_combo_4hr 835.12401 5.76 25.78 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 6.1 100 1.48E+06 CPS#QSSSRPAAMISQPPT#PPTGQPVREDAK 7 1056 0,3 21.1 1071 0 0 La‐related protein 1  35453:178541

679.76853 2 timecourse_ATM_combo_2hr 679.76506 5.1 25.67 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 15.0 100 5.63E+05 CPS#QSSSRPAAM 21.3 1056 0 0 0 0 La‐related protein 1  35455:68131

679.76954 2 timecourse_ATM_ctrl1 679.76506 6.59 25.58 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 42.3 100 1.52E+06 CPS#QSSSRPAAM 38.7 1056 0 0 0 0 La‐related protein 1  35448:72916

944.10988 3 timecourse_ATM_combo_4hr 944.10525 4.9 25.54 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVR.E 4.0 100 4.60E+05 CPS#QSSSRPAAM*ISQPPTPPTGQPVR 10.3 1056 0,2 0 0 0 0 La‐related protein 1  35452:167530

679.76908 2 timecourse_ATM_ctrl2 679.76506 5.91 25.13 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 28.0 100 1.03E+06 CPS#QSSSRPAAM 21.3 1056 0 0 0 0 La‐related protein 1  35447:63605

938.77937 3 timecourse_ATM_combo_2hr 938.77361 6.14 25.05 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 100.2 100 9.63E+06 CPSQSSS#RPAAMISQPPTPPTGQPVR 6.7 1060 ‐2,0 0 0 0 0 La‐related protein 1  35454:160891

704.33644 4 timecourse_ATM_ctrl1 704.33203 6.26 24.94 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVR.E 14.3 100 3.20E+06 CPSQSSS#RPAAMISQPPTPPTGQPVR 7.5 1060 ‐4,7 0 0 0 0 La‐related protein 1  35448:169280

944.10962 3 timecourse_ATM_combo_1hr 944.10525 4.63 24.78 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVR.E 8.5 100 9.54E+05 CPS#QSSSRPAAM*ISQPPTPPTGQPVR 5.4 1056 0,4 0 0 0 0 La‐related protein 1  35457:172805

854.15911 4 timecourse_ATM_ctrl1 854.15770 1.65 24.72 LARP1  LARP1_HUMAN 0 K.RCPSQSSS#RPAAMISQPPTPPTGQPVREDAK.W 24.7 100 5.74E+06 RCPSQS#SSRPAAMISQPPTPPTGQPVREDAK 8.5 1058 0,2 0 0 0 0 La‐related protein 1  35449:180479

679.76886 2 timecourse_ATM_combo_4hr 679.76506 5.59 24.68 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 13.3 100 5.22E+05 CPS#QSSSRPAAM 24.8 1056 0 0 0 0 La‐related protein 1  35453:71856

815.13514 4 timecourse_ATM_combo_1hr 815.13243 3.32 24.59 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 106.6 100 2.59E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 5.4 1056 0,3 0 0 0 0 La‐related protein 1  35456:179076

815.13635 4 combeffx_ATM_comboi 815.13243 4.81 24.55 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPVREDAK.W 23.2 100 8.08E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 4.5 1056 0,4 0 0 0 0 La‐related protein 1  35301:75199

704.3354 4 timecourse_ATM_combo_1hr 704.33203 4.78 24.42 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPVR.E 7.6 100 1.72E+06 CPSQSS#SRPAAMISQPPTPPTGQPVR 0 1059 ‐3,8 0 0 0 0 La‐related protein 1  35457:172525

704.33525 4 timecourse_ATM_combo_2hr 704.33203 4.57 24.41 LARP1  LARP1_HUMAN 0 R.CPSQS#SSRPAAMISQPPTPPTGQPVR.E 5.1 100 6.95E+05 CPSQS#SSRPAAMISQPPTPPTGQPVR 6.5 1058 ‐2,9 0 0 0 0 La‐related protein 1  35455:161841

743.36008 4 timecourse_ATM_ctrl1 743.35730 3.74 24.37 LARP1  LARP1_HUMAN 0 K.RCPSQSSSRPAAMIS#QPPTPPTGQPVR.E 12.0 100 2.29E+06 RCPSQSSSRPAAMIS#QPPTPPTGQPVR 5.4 1067 ‐9,0 0 0 0 0 La‐related protein 1  35449:174809

679.76918 2 timecourse_ATM_combo_2hr 679.76506 6.06 23.94 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 14.5 100 5.94E+05 CPS#QSSSRPAAM 21.3 1056 0 0 0 0 La‐related protein 1  35454:68661

938.77778 3 timecourse_ATM_combo_1hr 938.77361 4.44 23.83 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 138.7 100 1.91E+07 CPSQSSS#RPAAMISQPPTPPTGQPVR 10.3 1060 ‐4,0 0 0 0 0 La‐related protein 1  35457:172515

679.76927 2 timecourse_ATM_combo_2hr 679.76506 6.19 23.06 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 12.6 94 4.63E+05 CPS#QSSSRPAAM 13.3 1056 0 0 0 0 La‐related protein 1  35454:68671

1086.51405 3 timecourse_ATM_combo_1hr 1086.50747 6.06 22.91 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 62.7 100 8.71E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 30.7 1056 0 0 0 0 La‐related protein 1  35456:179096

835.1287 4 timecourse_ATM_ctrl2 835.12401 5.62 22.78 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 31.3 100 6.56E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVREDAK 3 1058 ‐2,9 19.2 1071 0 0 La‐related protein 1  35446:163972

1086.51362 3 timecourse_ATM_ctrl2 1086.50747 5.66 22.69 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 79.7 100 1.08E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 10.3 1056 0,2 0 0 0 0 La‐related protein 1  35446:162892

815.13543 4 timecourse_ATM_ctrl2 815.13243 3.68 22.17 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMISQPPTPPTGQPVREDAK.W 200.6 100 3.13E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 5.4 1056 0,11 0 0 0 0 La‐related protein 1  35446:162872

854.16249 4 timecourse_ATM_ctrl1 854.15770 5.61 21.97 LARP1  LARP1_HUMAN 0 K.RCPSQS#SSRPAAMISQPPTPPTGQPVREDAK.W 25.0 100 5.83E+06 RCPS#QSSSRPAAMISQPPTPPTGQPVREDAK 6.5 1056 0,2 0 0 0 0 La‐related protein 1  35448:177710

1091.84582 3 timecourse_ATM_ctrl2 1091.83911 6.15 21.83 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK.W 5.4 100 2.84E+05 CPS#QSSSRPAAM*ISQPPTPPTGQPVREDAK 10.3 1056 0,2 0 0 0 0 La‐related protein 1  35446:163052

743.36061 4 timecourse_ATM_combo_4hr 743.35730 4.45 21.31 LARP1  LARP1_HUMAN 0 K.RCPSQSSS#RPAAMISQPPTPPTGQPVR.E 4.2 100 8.39E+05 RCPSQS#SSRPAAMISQPPTPPTGQPVR 6.6 1058 ‐2,9 0 0 0 0 La‐related protein 1  35453:173081

1086.51238 3 combeffx_ATM_ctrl 1086.50747 4.53 20.36 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 11.8 100 2.43E+06 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 33.7 1056 0 0 0 0 La‐related protein 1  35294:77134

835.12896 4 timecourse_ATM_ctrl2 835.12401 5.93 19.87 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 40.2 100 7.17E+06 CPS#QSSSRPAAMISQPPT#PPTGQPVREDAK 4.5 1056 0,4 19.2 1071 0 0 La‐related protein 1  35447:167443

835.12903 4 timecourse_ATM_ctrl1 835.12401 6.01 19.81 LARP1  LARP1_HUMAN 0 R.CPSQSSS#RPAAMIS#QPPTPPTGQPVREDAK.W 31.6 100 7.32E+06 CPSQS#SSRPAAMISQPPT#PPTGQPVREDAK 4.8 1058 ‐2,9 19.2 1071 0 0 La‐related protein 1  35448:177010

679.76835 2 timecourse_ATM_combo_1hr 679.76506 4.84 19.8 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAM.I 18.0 100 1.06E+06 CPS#QSSSRPAAM 13.3 1056 0 0 0 0 La‐related protein 1  35457:73280

938.77565 3 timecourse_ATM_combo_1hr 938.77361 2.17 19.79 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVR.E 107.7 100 1.88E+07 CPSQS#SSRPAAMISQPPTPPTGQPVR 17.4 1058 0 0 0 0 La‐related protein 1  35457:172505

886.74416 3 timecourse_ATM_ctrl1 886.73991 4.79 18.58 LARP1  LARP1_HUMAN 0 R.CPSQSS#SRPAAMISQPPTPPTGQPV.R 5.3 100 6.16E+05 CPS#QSSSRPAAMISQPPTPPTGQPV 8.7 1056 0,4 0 0 0 0 La‐related protein 1  35449:167979

750.70782 3 combeffx_ATM_comboi 750.70446 4.48 18.35 LARP1  LARP1_HUMAN 1 R.FSHLTSLPQQLPS#QQLMSK.D 13.9 100 2.24E+06 FSHLTSLPQQLPS#QQLMSK 11.2 591 0,5 0 0 0 0 La‐related protein 1  35300:69111

1086.51103 3 timecourse_ATM_combo_4hr 1086.50747 3.28 17.58 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 44.1 100 6.23E+06 CPSQSS#SRPAAMISQPPTPPTGQPVREDAK 0 1059 ‐1,0 0 0 0 0 La‐related protein 1  35453:177511

1113.17001 3 timecourse_ATM_ctrl2 1113.16292 6.37 17.48 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPT#GQPVREDAK.W 16.8 100 2.95E+06 CPS#QSSSRPAAMISQPPT#PPTGQPVREDAK 10.7 1056 0,3 35.3 1071 0 0 La‐related protein 1  35447:167473

1086.51208 3 timecourse_ATM_ctrl1 1086.50747 4.24 16.51 LARP1  LARP1_HUMAN 0 R.CPS#QSSSRPAAMISQPPTPPTGQPVREDAK.W 95.8 100 1.64E+07 CPS#QSSSRPAAMISQPPTPPTGQPVREDAK 33.7 1056 0 0 0 0 La‐related protein 1  35449:178749

523.23775 3 timecourse_ATM_combo_8hr 523.23487 5.5 15.73 LARP1  LARP1_HUMAN 0 K.WTSQHS#NTQTLGK.‐ 21.3 100 5.10E+05 WTSQHSNT#QTLGK 0 1091 ‐6,2 0 0 0 0 La‐related protein 1  35450:96227

523.23761 3 timecourse_ATM_combo_8hr 523.23487 5.24 15.71 LARP1  LARP1_HUMAN 0 K.WTSQHSNT#QTLGK.‐ 20.7 100 4.60E+05 WTSQHSNT#QTLGK 15 1091 0 0 0 0 La‐related protein 1  35451:97123

1161.0107 2 timecourse_ATM_combo_8hr 1161.00546 4.52 65.43 LARP4  LARP4_HUMAN 2 N.MSTSSPCAAELTALSTT#QQEK.D 5.4 100 2.31E+05 MSTSSPCAAELTALSTT#QQEK 28.9 558 0 0 0 0 La‐related protein 4  35451:155650

691.86001 2 timecourse_ATM_combo_8hr 691.85558 6.4 65.76 LASP1  LASP1_HUMAN 4 I.KKT#QDQISNIK.Y 15.6 100 3.14E+05 KKT#QDQISNIK 53.9 113 0 0 0 0 LIM and SH3 domain protein 1  35451:75507

677.59574 3 combeffx_ATM_comboi 677.59083 7.25 63.52 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 30.5 94 1.25E+06 M*GPSGGEGMEPERRDS#QD 35.6 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58434

672.26248 3 timecourse_ATM_combo_8hr 672.25919 4.89 63.45 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1715.4 94 4.02E+07 MGPSGGEGMEPERRDS#QD 55.4 146 0 0 0 0 LIM and SH3 domain protein 1  35451:137611

677.59531 3 combeffx_ATM_comboi 677.59083 6.61 62.13 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 456.2 100 2.81E+07 M*GPSGGEGMEPERRDS#QD 54.4 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63813

691.85973 2 timecourse_ATM_combo_1hr 691.85558 6 60.71 LASP1  LASP1_HUMAN 4 I.KKT#QDQISNIK.Y 6.8 100 1.05E+05 KKT#QDQISNIK 53.9 113 0 0 0 0 LIM and SH3 domain protein 1  35456:75928

1007.89199 2 combeffx_ATM_comboi 1007.88515 6.79 60.11 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 152.7 100 1.76E+07 MGPSGGEGMEPERRDS#QD 104.8 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63158

672.26194 3 combeffx_ATM_PI3Ki 672.25919 4.09 59.1 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 318.8 100 2.45E+07 MGPSGGEGMEPERRDS#QD 53 146 0 0 0 0 LIM and SH3 domain protein 1  35299:53967

672.263 3 combeffx_ATM_comboi 672.25919 5.67 58.9 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 870.5 100 1.65E+08 MGPSGGEGMEPERRDS#QD 51.4 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63148

672.26263 3 combeffx_ATM_comboi 672.25919 5.12 58.23 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1036.6 100 1.19E+08 MGPSGGEGMEPERRDS#QD 44 146 0 0 0 0 LIM and SH3 domain protein 1  35301:57632

1007.88985 2 combeffx_ATM_PI3Ki 1007.88515 4.66 58.1 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 50.7 100 2.26E+06 MGPSGGEGMEPERRDS#QD 79.7 146 0 0 0 0 LIM and SH3 domain protein 1  35299:53997

691.85986 2 timecourse_ATM_combo_4hr 691.85558 6.19 57.66 LASP1  LASP1_HUMAN 4 I.KKT#QDQISNIK.Y 8.1 100 1.41E+05 KKT#QDQISNIK 57.4 113 0 0 0 0 LIM and SH3 domain protein 1  35452:73189

672.26283 3 combeffx_ATM_comboi 672.25919 5.41 57.48 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1020.9 100 1.22E+08 MGPSGGEGMEPERRDS#QD 51.9 146 0 0 0 0 LIM and SH3 domain protein 1  35301:57652

1007.89083 2 combeffx_ATM_comboi 1007.88515 5.64 56.66 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 154.6 100 1.68E+07 MGPSGGEGMEPERRDS#QD 109.6 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63138

677.59457 3 combeffx_ATM_PI3Ki 677.59083 5.52 55.43 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 181.3 100 5.52E+06 M*GPSGGEGMEPERRDS#QD 51.6 146 0 0 0 0 LIM and SH3 domain protein 1  35298:57521

762.38629 2 timecourse_ATM_combo_1hr 762.38250 4.97 55.37 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 9.6 100 4.01E+05 LKQQSELQS#QVR 83.5 82 0 0 0 0 LIM and SH3 domain protein 1  35456:93025

677.59514 3 combeffx_ATM_comboi 677.59083 6.36 54.86 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 21.8 100 2.48E+06 M*GPSGGEGMEPERRDS#QD 66.6 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63793

748.40185 2 timecourse_ATM_combo_8hr 748.39761 5.67 54.2 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 26.0 100 6.12E+05 IKKT#QDQISNIK 113.2 113 0 0 0 0 LIM and SH3 domain protein 1  35450:88533

677.59453 3 combeffx_ATM_PI3Ki 677.59083 5.46 54.02 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 5.0 94 7.05E+05 M*GPSGGEGMEPERRDS#QD 65.1 146 0 0 0 0 LIM and SH3 domain protein 1  35299:54551

1015.89103 2 combeffx_ATM_comboi 1015.88261 8.29 53.66 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 14.3 100 3.89E+05 M*GPSGGEGMEPERRDS#QD 107.5 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58454

748.40216 2 timecourse_ATM_ctrl2 748.39761 6.08 53.56 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 9.8 100 1.44E+05 IKKT#QDQISNIK 81.7 113 0 0 0 0 LIM and SH3 domain protein 1  35447:78257

748.40171 2 timecourse_ATM_combo_8hr 748.39761 5.48 52.73 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 31.1 100 7.50E+05 IKKT#QDQISNIK 81.7 113 0 0 0 0 LIM and SH3 domain protein 1  35451:89392

1007.88931 2 combeffx_ATM_PI3Ki 1007.88515 4.13 52.69 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 45.5 100 2.82E+06 MGPSGGEGMEPERRDS#QD 107.5 146 0 0 0 0 LIM and SH3 domain protein 1  35298:56982

677.59459 3 combeffx_ATM_comboi 677.59083 5.55 52.57 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 484.2 100 2.84E+07 M*GPSGGEGMEPERRDS#QD 51.6 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63753

672.26274 3 combeffx_ATM_comboi 672.25919 5.28 52.51 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 959.4 100 1.64E+08 MGPSGGEGMEPERRDS#QD 63.3 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63118

677.59653 3 combeffx_ATM_comboi 677.59083 8.41 52.31 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 13.5 94 1.43E+06 M*GPSGGEGMEPERRDS#QD 54.4 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58464

672.26247 3 combeffx_ATM_comboi 672.25919 4.88 51.82 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 41.4 94 2.16E+06 MGPSGGEGMEPERRDS#QD 46.5 146 0 0 0 0 LIM and SH3 domain protein 1  35301:57602

672.26189 3 combeffx_ATM_PI3Ki 672.25919 4.02 51.78 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 300.7 100 2.88E+07 MGPSGGEGMEPERRDS#QD 36.4 146 0 0 0 0 LIM and SH3 domain protein 1  35298:56962

1015.88998 2 combeffx_ATM_comboi 1015.88261 7.25 50.49 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 139.0 100 3.72E+06 M*GPSGGEGMEPERRDS#QD 113 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63833

1007.89035 2 combeffx_ATM_comboi 1007.88515 5.16 50.43 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 143.1 100 1.25E+07 MGPSGGEGMEPERRDS#QD 64.8 146 0 0 0 0 LIM and SH3 domain protein 1  35301:57642

748.40225 2 timecourse_ATM_ctrl1 748.39761 6.2 50.05 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 11.8 100 2.45E+05 IKKT#QDQISNIK 99.2 113 0 0 0 0 LIM and SH3 domain protein 1  35448:89010

677.59499 3 combeffx_ATM_comboi 677.59083 6.14 49.85 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 23.0 100 2.45E+06 M*GPSGGEGMEPERRDS#QD 29.1 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63783

691.85942 2 timecourse_ATM_combo_4hr 691.85558 5.55 49.81 LASP1  LASP1_HUMAN 4 I.KKT#QDQISNIK.Y 9.0 100 1.66E+05 KKT#QDQISNIK 82 113 0 0 0 0 LIM and SH3 domain protein 1  35453:74889

677.59472 3 combeffx_ATM_PI3Ki 677.59083 5.74 49.61 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 11.2 100 7.14E+05 M*GPSGGEGMEPERRDS#QD 45.6 146 0 0 0 0 LIM and SH3 domain protein 1  35299:54561

672.26229 3 timecourse_ATM_combo_2hr 672.25919 4.61 49.17 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 500.3 100 1.83E+07 MGPSGGEGMEPERRDS#QD 51.9 146 0 0 0 0 LIM and SH3 domain protein 1  35455:129210

672.26304 3 timecourse_ATM_combo_8hr 672.25919 5.73 49.16 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 2443.5 100 2.15E+08 MGPSGGEGMEPERRDS#QD 36.4 146 0 0 0 0 LIM and SH3 domain protein 1  35450:135823

762.3857 2 timecourse_ATM_combo_4hr 762.38250 4.2 48.99 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 14.1 100 4.69E+05 LKQQSELQS#QVR 76.7 82 0 0 0 0 LIM and SH3 domain protein 1  35453:91392

677.59492 3 combeffx_ATM_comboi 677.59083 6.04 48.96 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 19.1 100 2.32E+06 M*GPSGGEGMEPERRDS#QD 51.6 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58314

748.40191 2 timecourse_ATM_combo_4hr 748.39761 5.75 48.88 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 24.1 100 4.62E+05 IKKT#QDQISNIK 80.7 113 0 0 0 0 LIM and SH3 domain protein 1  35452:86481

677.59541 3 combeffx_ATM_comboi 677.59083 6.76 48.61 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 118.8 100 1.59E+07 M*GPSGGEGMEPERRDS#QD 51.6 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58384

677.59571 3 combeffx_ATM_comboi 677.59083 7.2 48.51 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 22.2 94 1.25E+06 M*GPSGGEGMEPERRDS#QD 51.6 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58414

672.26317 3 timecourse_ATM_combo_4hr 672.25919 5.92 48.48 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1498.2 100 9.06E+07 MGPSGGEGMEPERRDS#QD 29.9 146 0 0 0 0 LIM and SH3 domain protein 1  35452:132928

508.59312 3 timecourse_ATM_combo_1hr 508.59076 4.64 48.33 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 13.4 100 4.87E+05 LKQQSELQS#QVR 123.5 82 0 0 0 0 LIM and SH3 domain protein 1  35456:93015

672.26279 3 timecourse_ATM_combo_1hr 672.25919 5.36 48.28 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 157.8 100 8.30E+06 MGPSGGEGMEPERRDS#QD 60.1 146 0 0 0 0 LIM and SH3 domain protein 1  35456:138839

677.5938 3 timecourse_ATM_combo_2hr 677.59083 4.4 48.01 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 32.7 100 6.75E+05 M*GPSGGEGMEPERRDS#QD 51.6 146 0 0 0 0 LIM and SH3 domain protein 1  35455:130450

682.92709 3 combeffx_ATM_comboi 682.92247 6.76 47.79 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGM*EPERRDS#QD.G 24.6 100 7.68E+05 M*GPSGGEGM*EPERRDS#QD 50.6 146 0 0 0 0 LIM and SH3 domain protein 1  35301:59034

677.59572 3 combeffx_ATM_comboi 677.59083 7.22 47.65 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 50.8 94 1.55E+06 M*GPSGGEGMEPERRDS#QD 54.4 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58424

677.59522 3 combeffx_ATM_comboi 677.59083 6.48 47.37 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 101.5 100 1.59E+07 M*GPSGGEGMEPERRDS#QD 29.1 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58354

672.26138 3 combeffx_ATM_PI3Ki 672.25919 3.26 47.29 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 321.1 100 2.87E+07 MGPSGGEGMEPERRDS#QD 36.3 146 0 0 0 0 LIM and SH3 domain protein 1  35298:56942

677.59471 3 combeffx_ATM_comboi 677.59083 5.73 47.19 LASP1  LASP1_HUMAN 5 R.MGPSGGEGM*EPERRDS#QD.G 481.8 100 2.84E+07 MGPSGGEGM*EPERRDS#QD 72.3 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63763

672.26257 3 combeffx_ATM_comboi 672.25919 5.03 46.98 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 990.6 100 1.63E+08 MGPSGGEGMEPERRDS#QD 55.4 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63098

762.38518 2 timecourse_ATM_combo_1hr 762.38250 3.52 46.93 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 11.3 100 4.16E+05 LKQQSELQS#QVR 82.9 82 0 0 0 0 LIM and SH3 domain protein 1  35457:93089

677.59516 3 combeffx_ATM_comboi 677.59083 6.39 46.89 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 20.7 100 2.48E+06 M*GPSGGEGMEPERRDS#QD 42.3 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63803

672.26271 3 combeffx_ATM_comboi 672.25919 5.24 46.88 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 890.8 100 1.65E+08 MGPSGGEGMEPERRDS#QD 43.1 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63108

762.38514 2 timecourse_ATM_ctrl1 762.38250 3.48 46.76 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 7.9 100 4.35E+05 LKQQSELQS#QVR 65 82 0 0 0 0 LIM and SH3 domain protein 1  35449:93652

677.59582 3 combeffx_ATM_comboi 677.59083 7.36 46.66 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 82.6 94 2.43E+06 M*GPSGGEGMEPERRDS#QD 43.6 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58444

748.40104 2 timecourse_ATM_combo_1hr 748.39761 4.58 46.58 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 13.7 100 2.72E+05 IKKT#QDQISNIK 65.4 113 0 0 0 0 LIM and SH3 domain protein 1  35457:89743

762.38549 2 timecourse_ATM_combo_4hr 762.38250 3.92 45.6 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 13.9 100 4.88E+05 LKQQSELQS#QVR 59.1 82 0 0 0 0 LIM and SH3 domain protein 1  35452:89721

677.59486 3 combeffx_ATM_comboi 677.59083 5.95 45.15 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 463.5 100 2.84E+07 M*GPSGGEGMEPERRDS#QD 75.4 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63773

677.59516 3 combeffx_ATM_comboi 677.59083 6.39 44.95 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 100.3 100 1.59E+07 M*GPSGGEGMEPERRDS#QD 43.6 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58334

677.59409 3 combeffx_ATM_PI3Ki 677.59083 4.81 44.55 LASP1  LASP1_HUMAN 5 R.MGPSGGEGM*EPERRDS#QD.G 33.2 100 1.41E+06 MGPSGGEGM*EPERRDS#QD 37.3 146 0 0 0 0 LIM and SH3 domain protein 1  35298:57511

1007.89095 2 timecourse_ATM_combo_4hr 1007.88515 5.75 44.4 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 323.0 100 1.43E+07 MGPSGGEGMEPERRDS#QD 83.6 146 0 0 0 0 LIM and SH3 domain protein 1  35453:135615

762.38591 2 timecourse_ATM_ctrl1 762.38250 4.47 43.7 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 6.4 100 4.07E+05 LKQQSELQS#QVR 77.3 82 0 0 0 0 LIM and SH3 domain protein 1  35448:92425

672.26205 3 combeffx_ATM_PI3Ki 672.25919 4.25 43.52 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 311.9 100 2.45E+07 MGPSGGEGMEPERRDS#QD 27.1 146 0 0 0 0 LIM and SH3 domain protein 1  35299:53987

1007.8902 2 combeffx_ATM_comboi 1007.88515 5.01 42.7 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 145.6 100 1.24E+07 MGPSGGEGMEPERRDS#QD 77 146 0 0 0 0 LIM and SH3 domain protein 1  35301:57622

672.26255 3 combeffx_ATM_comboi 672.25919 5 42.61 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 883.4 100 1.48E+08 MGPSGGEGMEPERRDS#QD 36.3 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63088

641.79677 2 timecourse_ATM_combo_8hr 641.79299 5.89 42.43 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 61.0 100 1.32E+06 QQSELQS#QVR 55.9 82 0 0 0 0 LIM and SH3 domain protein 1  35451:62522

691.85988 2 timecourse_ATM_combo_8hr 691.85558 6.22 42.43 LASP1  LASP1_HUMAN 4 I.KKT#QDQISNIK.Y 13.2 100 2.90E+05 KKT#QDQISNIK 61.7 113 0 0 0 0 LIM and SH3 domain protein 1  35450:74927

672.26144 3 combeffx_ATM_PI3Ki 672.25919 3.35 42.35 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 310.3 100 2.87E+07 MGPSGGEGMEPERRDS#QD 36.7 146 0 0 0 0 LIM and SH3 domain protein 1  35298:56952

677.59516 3 combeffx_ATM_PI3Ki 677.59083 6.41 42.3 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 121.3 100 3.47E+06 M*GPSGGEGMEPERRDS#QD 26.3 146 0 0 0 0 LIM and SH3 domain protein 1  35299:54591

641.79694 2 timecourse_ATM_ctrl1 641.79299 6.15 42.18 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 66.9 100 1.28E+06 QQSELQS#QVR 49 82 0 0 0 0 LIM and SH3 domain protein 1  35448:63095

672.26305 3 combeffx_ATM_comboi 672.25919 5.74 42.08 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1048.6 100 1.20E+08 MGPSGGEGMEPERRDS#QD 43.7 146 0 0 0 0 LIM and SH3 domain protein 1  35301:57682

677.59456 3 combeffx_ATM_comboi 677.59083 5.5 41.66 LASP1  LASP1_HUMAN 5 R.MGPSGGEGM*EPERRDS#QD.G 116.6 100 9.16E+06 MGPSGGEGM*EPERRDS#QD 51.9 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63743

748.40135 2 timecourse_ATM_ctrl1 748.39761 5 41.39 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 16.0 100 2.63E+05 IKKT#QDQISNIK 63.9 113 0 0 0 0 LIM and SH3 domain protein 1  35449:90359

672.26192 3 combeffx_ATM_PI3Ki 672.25919 4.06 41.2 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 304.8 100 2.45E+07 MGPSGGEGMEPERRDS#QD 45.1 146 0 0 0 0 LIM and SH3 domain protein 1  35299:53957

672.26305 3 timecourse_ATM_combo_4hr 672.25919 5.74 41.19 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1511.4 100 9.05E+07 MGPSGGEGMEPERRDS#QD 27.4 146 0 0 0 0 LIM and SH3 domain protein 1  35453:135605

691.85891 2 timecourse_ATM_ctrl1 691.85558 4.81 40.98 LASP1  LASP1_HUMAN 4 I.KKT#QDQISNIK.Y 8.2 100 1.10E+05 KKT#QDQISNIK 63.9 113 0 0 0 0 LIM and SH3 domain protein 1  35449:76869

672.26285 3 combeffx_ATM_comboi 672.25919 5.44 40.94 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1015.3 100 1.22E+08 MGPSGGEGMEPERRDS#QD 62.8 146 0 0 0 0 LIM and SH3 domain protein 1  35301:57662

677.59546 3 combeffx_ATM_comboi 677.59083 6.83 40.53 LASP1  LASP1_HUMAN 5 R.MGPSGGEGM*EPERRDS#QD.G 8.1 94 1.18E+06 MGPSGGEGM*EPERRDS#QD 30.9 146 0 0 0 0 LIM and SH3 domain protein 1  35301:58394

672.26203 3 combeffx_ATM_PI3Ki 672.25919 4.22 40.23 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 312.4 100 2.45E+07 MGPSGGEGMEPERRDS#QD 36.4 146 0 0 0 0 LIM and SH3 domain protein 1  35299:53977

672.26255 3 combeffx_ATM_comboi 672.25919 5 39.94 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1121.2 100 1.19E+08 MGPSGGEGMEPERRDS#QD 69.3 146 0 0 0 0 LIM and SH3 domain protein 1  35301:57612

508.59322 3 combeffx_ATM_comboi 508.59076 4.84 39.9 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 26.1 100 1.44E+06 LKQQSELQS#QVR 109.6 82 0 0 0 0 LIM and SH3 domain protein 1  35300:40036

1007.88953 2 timecourse_ATM_combo_8hr 1007.88515 4.35 39.88 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 477.5 100 3.56E+07 MGPSGGEGMEPERRDS#QD 87.9 146 0 0 0 0 LIM and SH3 domain protein 1  35450:135783

762.38677 2 combeffx_ATM_comboi 762.38250 5.6 39.87 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 4.7 100 2.79E+05 LKQQSELQS#QVR 91.4 82 0 0 0 0 LIM and SH3 domain protein 1  35301:36922

762.38639 2 combeffx_ATM_ctrl 762.38250 5.1 39.74 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 7.7 100 3.75E+05 LKQQSELQS#QVR 46.7 82 0 0 0 0 LIM and SH3 domain protein 1  35294:39398

1007.89056 2 combeffx_ATM_comboi 1007.88515 5.37 39.64 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 153.6 100 1.76E+07 MGPSGGEGMEPERRDS#QD 69 146 0 0 0 0 LIM and SH3 domain protein 1  35300:63128

508.5928 3 timecourse_ATM_combo_4hr 508.59076 4.01 39.54 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 18.8 100 6.01E+05 LKQQSELQS#QVR 122 82 0 0 0 0 LIM and SH3 domain protein 1  35453:91382

762.38552 2 timecourse_ATM_combo_8hr 762.38250 3.96 39.21 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 8.2 100 3.96E+05 LKQQSELQS#QVR 86.1 82 0 0 0 0 LIM and SH3 domain protein 1  35451:92745

672.26192 3 combeffx_ATM_PI3Ki 672.25919 4.06 38.97 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 302.2 100 2.88E+07 MGPSGGEGMEPERRDS#QD 14.9 146 0 0 0 0 LIM and SH3 domain protein 1  35298:56972

641.79667 2 timecourse_ATM_combo_8hr 641.79299 5.73 38.95 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 61.9 100 1.37E+06 QQSELQS#QVR 55.1 82 0 0 0 0 LIM and SH3 domain protein 1  35450:62453

672.26195 3 timecourse_ATM_combo_1hr 672.25919 4.11 38.93 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 155.6 100 8.19E+06 MGPSGGEGMEPERRDS#QD 60.9 146 0 0 0 0 LIM and SH3 domain protein 1  35457:139188

677.59382 3 timecourse_ATM_combo_8hr 677.59083 4.41 38.68 LASP1  LASP1_HUMAN 5 R.MGPSGGEGM*EPERRDS#QD.G 154.8 100 5.65E+06 MGPSGGEGM*EPERRDS#QD 30.4 146 0 0 0 0 LIM and SH3 domain protein 1  35451:138891

691.85949 2 timecourse_ATM_combo_2hr 691.85558 5.65 38.55 LASP1  LASP1_HUMAN 4 I.KKT#QDQISNIK.Y 6.0 100 7.64E+04 KKT#QDQISNIK 42.1 113 0 0 0 0 LIM and SH3 domain protein 1  35455:70807

748.4023 2 timecourse_ATM_combo_1hr 748.39761 6.27 38.23 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 11.3 100 2.82E+05 IKKT#QDQISNIK 72.1 113 0 0 0 0 LIM and SH3 domain protein 1  35456:89539

641.79664 2 timecourse_ATM_ctrl2 641.79299 5.7 37.79 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 47.0 100 5.98E+05 QQSELQS#QVR 63.8 82 0 0 0 0 LIM and SH3 domain protein 1  35446:54278

672.26296 3 timecourse_ATM_combo_2hr 672.25919 5.61 37.13 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 514.4 100 1.94E+07 MGPSGGEGMEPERRDS#QD 36.7 146 0 0 0 0 LIM and SH3 domain protein 1  35454:129035

677.59393 3 timecourse_ATM_combo_4hr 677.59083 4.58 37.13 LASP1  LASP1_HUMAN 5 R.MGPSGGEGM*EPERRDS#QD.G 73.9 100 2.31E+06 MGPSGGEGM*EPERRDS#QD 30.9 146 0 0 0 0 LIM and SH3 domain protein 1  35453:136857

762.3857 2 timecourse_ATM_ctrl2 762.38250 4.2 36.62 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 5.2 100 2.55E+05 LKQQSELQS#QVR 63.8 82 0 0 0 0 LIM and SH3 domain protein 1  35447:81267

762.38578 2 timecourse_ATM_combo_8hr 762.38250 4.3 35.33 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 7.5 100 3.16E+05 LKQQSELQS#QVR 59.3 82 0 0 0 0 LIM and SH3 domain protein 1  35450:91835

1007.89118 2 timecourse_ATM_combo_2hr 1007.88515 5.98 35.27 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 100.3 100 2.79E+06 MGPSGGEGMEPERRDS#QD 58.9 146 0 0 0 0 LIM and SH3 domain protein 1  35454:129045

508.59282 3 timecourse_ATM_ctrl1 508.59076 4.05 35.23 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 10.8 100 4.96E+05 LKQQSELQS#QVR 105.7 82 0 0 0 0 LIM and SH3 domain protein 1  35448:92415

1007.88924 2 timecourse_ATM_combo_8hr 1007.88515 4.06 34.76 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 602.9 100 4.53E+07 MGPSGGEGMEPERRDS#QD 79.8 146 0 0 0 0 LIM and SH3 domain protein 1  35451:137581

672.26301 3 combeffx_ATM_comboi 672.25919 5.68 34.54 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1158.2 100 1.17E+08 MGPSGGEGMEPERRDS#QD 27.1 146 0 0 0 0 LIM and SH3 domain protein 1  35301:57672

508.59278 3 timecourse_ATM_combo_2hr 508.59076 3.97 34.23 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 9.2 100 2.35E+05 LKQQSELQS#QVR 113.4 82 0 0 0 0 LIM and SH3 domain protein 1  35455:86525

682.92644 3 combeffx_ATM_comboi 682.92247 5.81 34.05 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGM*EPERRDS#QD.G 84.5 100 2.71E+06 M*GPSGGEGM*EPERRDS#QD 53.4 146 0 0 0 0 LIM and SH3 domain protein 1  35301:59024

641.79684 2 timecourse_ATM_combo_2hr 641.79299 6 33.74 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 59.6 100 7.48E+05 QQSELQS#QVR 77.3 82 0 0 0 0 LIM and SH3 domain protein 1  35454:59632

508.59233 3 combeffx_ATM_MEKi 508.59076 3.09 33.7 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 17.2 100 5.77E+05 LKQQSELQS#QVR 106.2 82 0 0 0 0 LIM and SH3 domain protein 1  35296:32905

641.79672 2 timecourse_ATM_combo_4hr 641.79299 5.81 33.53 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 62.3 100 1.05E+06 QQSELQS#QVR 49 82 0 0 0 0 LIM and SH3 domain protein 1  35453:62232

1015.88829 2 timecourse_ATM_combo_4hr 1015.88261 5.59 32.69 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 15.1 100 1.87E+05 M*GPSGGEGMEPERRDS#QD 79.7 146 0 0 0 0 LIM and SH3 domain protein 1  35452:134218



672.26154 3 combeffx_ATM_PI3Ki 672.25919 3.5 32.38 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 336.4 100 2.27E+07 MGPSGGEGMEPERRDS#QD 27.1 146 0 0 0 0 LIM and SH3 domain protein 1  35299:53947

641.79655 2 timecourse_ATM_combo_4hr 641.79299 5.55 31.75 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 63.4 100 1.18E+06 QQSELQS#QVR 49 82 0 0 0 0 LIM and SH3 domain protein 1  35452:60793

508.59334 3 combeffx_ATM_comboi 508.59076 5.07 31.55 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 20.4 100 1.07E+06 LKQQSELQS#QVR 132.1 82 0 0 0 0 LIM and SH3 domain protein 1  35301:36912

677.59385 3 timecourse_ATM_combo_8hr 677.59083 4.46 31.48 LASP1  LASP1_HUMAN 5 R.MGPSGGEGM*EPERRDS#QD.G 151.0 100 5.76E+06 MGPSGGEGM*EPERRDS#QD 24.4 146 0 0 0 0 LIM and SH3 domain protein 1  35450:136973

1015.88784 2 timecourse_ATM_combo_8hr 1015.88261 5.16 30.49 LASP1  LASP1_HUMAN 5 R.MGPSGGEGM*EPERRDS#QD.G 23.8 100 6.41E+05 MGPSGGEGM*EPERRDS#QD 42.9 146 0 0 0 0 LIM and SH3 domain protein 1  35451:138901

641.79643 2 timecourse_ATM_ctrl2 641.79299 5.36 30.27 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 48.6 100 6.37E+05 QQSELQS#QVR 46.7 82 0 0 0 0 LIM and SH3 domain protein 1  35447:55210

691.85944 2 timecourse_ATM_ctrl2 691.85558 5.58 30.15 LASP1  LASP1_HUMAN 4 I.KKT#QDQISNIK.Y 8.1 100 9.12E+04 KKT#QDQISNIK 60 113 0 0 0 0 LIM and SH3 domain protein 1  35447:66146

641.79611 2 timecourse_ATM_combo_1hr 641.79299 4.86 30.13 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 61.5 100 1.21E+06 QQSELQS#QVR 46.7 82 0 0 0 0 LIM and SH3 domain protein 1  35457:63195

508.59268 3 combeffx_ATM_PI3Ki 508.59076 3.78 29.74 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 15.9 100 6.21E+05 LKQQSELQS#QVR 115 82 0 0 0 0 LIM and SH3 domain protein 1  35298:36797

641.79599 2 timecourse_ATM_ctrl1 641.79299 4.67 29.46 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 72.1 100 1.35E+06 QQSELQS#QVR 46.7 82 0 0 0 0 LIM and SH3 domain protein 1  35449:63808

1015.88839 2 timecourse_ATM_combo_8hr 1015.88261 5.69 29.44 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 35.2 100 6.82E+05 M*GPSGGEGMEPERRDS#QD 83.6 146 0 0 0 0 LIM and SH3 domain protein 1  35451:138911

499.27033 3 combeffx_ATM_comboi 499.26750 5.67 29.17 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 18.8 100 8.84E+05 IKKT#QDQISNIK 60.4 113 0 0 0 0 LIM and SH3 domain protein 1  35301:35472

508.59317 3 timecourse_ATM_combo_2hr 508.59076 4.74 28.39 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 8.0 100 2.23E+05 LKQQSELQS#QVR 133.4 82 0 0 0 0 LIM and SH3 domain protein 1  35454:87039

641.7968 2 combeffx_ATM_comboi 641.79299 5.94 27.96 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 7.9 100 2.54E+05 QQSELQS#QVR 31.5 82 0 0 0 0 LIM and SH3 domain protein 1  35301:24486

508.59284 3 combeffx_ATM_PI3Ki 508.59076 4.09 27.62 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 14.4 100 5.22E+05 LKQQSELQS#QVR 109.6 82 0 0 0 0 LIM and SH3 domain protein 1  35299:35545

641.79672 2 timecourse_ATM_combo_1hr 641.79299 5.81 27.35 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 59.5 100 1.16E+06 QQSELQS#QVR 46.7 82 0 0 0 0 LIM and SH3 domain protein 1  35456:63035

677.59379 3 timecourse_ATM_combo_8hr 677.59083 4.38 27.15 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 194.2 100 6.28E+06 M*GPSGGEGMEPERRDS#QD 25.3 146 0 0 0 0 LIM and SH3 domain protein 1  35451:138881

641.79533 2 combeffx_ATM_MEKi 641.79299 3.65 26.81 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 8.5 100 1.86E+05 QQSELQS#QVR 63.8 82 0 0 0 0 LIM and SH3 domain protein 1  35296:22486

677.59424 3 timecourse_ATM_combo_4hr 677.59083 5.03 25.01 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 88.2 100 2.22E+06 M*GPSGGEGMEPERRDS#QD 20.4 146 0 0 0 0 LIM and SH3 domain protein 1  35453:136867

672.26255 3 timecourse_ATM_combo_8hr 672.25919 5 24.44 LASP1  LASP1_HUMAN 5 R.MGPSGGEGMEPERRDS#QD.G 1563.8 100 3.60E+07 MGPSGGEGMEPERRDS#QD 26.9 146 0 0 0 0 LIM and SH3 domain protein 1  35450:135803

461.57504 3 timecourse_ATM_combo_1hr 461.57281 4.83 23.85 LASP1  LASP1_HUMAN 4 I.KKT#QDQISNIK.Y 45.8 100 7.49E+05 KKT#QDQISNIK 42.6 113 0 0 0 0 LIM and SH3 domain protein 1  35457:76138

641.7962 2 combeffx_ATM_PI3Ki 641.79299 5 23.7 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 7.5 100 2.18E+05 QQSELQS#QVR 46.7 82 0 0 0 0 LIM and SH3 domain protein 1  35298:24184

641.79691 2 combeffx_ATM_comboi 641.79299 6.11 23.44 LASP1  LASP1_HUMAN 4 K.QQSELQS#QVR.Y 6.8 100 4.07E+05 QQSELQS#QVR 46.7 82 0 0 0 0 LIM and SH3 domain protein 1  35300:26751

499.27072 3 timecourse_ATM_ctrl2 499.26750 6.45 23.06 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 82.9 100 1.31E+06 IKKT#QDQISNIK 60.4 113 0 0 0 0 LIM and SH3 domain protein 1  35447:78267

1015.8889 2 timecourse_ATM_combo_4hr 1015.88261 6.19 21.4 LASP1  LASP1_HUMAN 5 R.M*GPSGGEGMEPERRDS#QD.G 15.5 100 2.39E+05 M*GPSGGEGMEPERRDS#QD 59.1 146 0 0 0 0 LIM and SH3 domain protein 1  35453:136887

508.59296 3 combeffx_ATM_ctrl 508.59076 4.33 20.07 LASP1  LASP1_HUMAN 4 R.LKQQSELQS#QVR.Y 22.9 100 9.96E+05 LKQQSELQS#QVR 71.1 82 0 0 0 0 LIM and SH3 domain protein 1  35294:39388

499.27 3 combeffx_ATM_comboi 499.26750 5.03 19.93 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 20.0 100 1.57E+06 IKKT#QDQISNIK 40.6 113 0 0 0 0 LIM and SH3 domain protein 1  35300:38435

499.26995 3 combeffx_ATM_ctrl 499.26750 4.91 17.21 LASP1  LASP1_HUMAN 4 R.IKKT#QDQISNIK.Y 5.2 100 3.47E+05 IKKT#QDQISNIK 56.8 113 0 0 0 0 LIM and SH3 domain protein 1  35295:36149

681.29923 2 timecourse_ATM_combo_8hr 681.29589 4.9 41.77 LBR  LBR_HUMAN 1 R.NDAPHKNT#QEK.F 31.6 100 7.24E+04 NDAPHKNT#QEK 1000 149 0 0 0 0 Lamin‐B receptor  35450:72417

771.70714 3 timecourse_ATM_combo_4hr 771.70187 6.83 33.27 LBR  LBR_HUMAN 1 K.FSLS#QESSYIATQYSLRPR.R 10.6 100 3.23E+05 FSLS#QESSYIATQYSLRPR 11.7 156 0,3 0 0 0 0 Lamin‐B receptor  35452:149140

771.70697 3 timecourse_ATM_combo_8hr 771.70187 6.61 32.12 LBR  LBR_HUMAN 1 K.FSLS#QESSYIATQYSLRPR.R 21.3 100 9.84E+05 FSLS#QESSYIATQYSLRPR 11.7 156 0,3 0 0 0 0 Lamin‐B receptor  35450:153230

1016.10592 3 timecourse_ATM_combo_8hr 1016.10041 5.42 30.77 LBR  LBR_HUMAN 1 R.NDAPHKNT#QEKFSLS#QESSYIATQY.S 10.5 100 7.25E+05 NDAPHKNT#QEKFSLSQES#SYIATQY 25.8 149 5 159 ‐3,0 0 0 Lamin‐B receptor  35451:178470

681.29878 2 timecourse_ATM_combo_8hr 681.29589 4.24 28.24 LBR  LBR_HUMAN 1 R.NDAPHKNT#QEK.F 12.1 100 6.74E+04 NDAPHKNT#QEK 1000 149 0 0 0 0 Lamin‐B receptor  35451:72936

771.70745 3 timecourse_ATM_combo_8hr 771.70187 7.23 24.6 LBR  LBR_HUMAN 1 K.FSLS#QESSYIATQYSLRPR.R 22.3 100 1.09E+06 FSLS#QESSYIATQYSLRPR 9.6 156 0,3 0 0 0 0 Lamin‐B receptor  35451:155300

771.7068 3 timecourse_ATM_combo_4hr 771.70187 6.39 21.5 LBR  LBR_HUMAN 1 K.FSLS#QESSYIATQYSLRPR.R 9.6 100 3.35E+05 FSLS#QESSYIATQYSLRPR 8.7 156 0,5 0 0 0 0 Lamin‐B receptor  35453:151791

807.83874 2 timecourse_ATM_combo_4hr 807.83578 3.66 61.98 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 35.8 100 5.03E+05 STPAEDDSRDS#QVK 53.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35453:100802

807.83847 2 timecourse_ATM_combo_4hr 807.83578 3.33 53.97 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 47.3 100 4.38E+05 STPAEDDSRDS#QVK 46.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35452:98811

807.83809 2 timecourse_ATM_combo_8hr 807.83578 2.86 52.42 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 53.1 100 1.05E+06 STPAEDDSRDS#QVK 53.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35451:102063

807.83832 2 timecourse_ATM_combo_8hr 807.83578 3.14 49.34 LIMA1  LIMA1_HUMAN 6 R.STPAEDDS#RDSQVK.S 54.7 100 9.55E+05 STPAEDDSRDS#QVK 53.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35450:101227

807.83774 2 timecourse_ATM_combo_1hr 807.83578 2.43 47.37 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 28.0 100 2.39E+05 STPAEDDSRDS#QVK 46.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35457:102502

807.83925 2 timecourse_ATM_combo_1hr 807.83578 4.31 43.76 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 27.5 100 2.67E+05 STPAEDDSRDS#QVK 53.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35456:102784

807.83954 2 timecourse_ATM_ctrl1 807.83578 4.65 37.63 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 24.1 100 2.69E+05 STPAEDDSRDS#QVK 53.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35448:101751

807.83814 2 timecourse_ATM_ctrl1 807.83578 2.92 36.76 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 23.8 100 2.44E+05 STPAEDDSRDS#QVK 53.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35449:103327

807.8388 2 timecourse_ATM_combo_2hr 807.83578 3.74 35.17 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 27.0 100 1.65E+05 STPAEDDSRDS#QVK 53.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35455:95190

807.83934 2 timecourse_ATM_ctrl2 807.83578 4.41 28.91 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 21.1 100 1.52E+05 STPAEDDSRDS#QVK 11.6 346 ‐3,0 0 0 0 0 LIM domain and actin‐binding protein 1  35447:89954

807.83945 2 timecourse_ATM_combo_2hr 807.83578 4.54 23.33 LIMA1  LIMA1_HUMAN 6 R.STPAEDDSRDS#QVK.S 23.9 92 1.81E+05 STPAEDDSRDS#QVK 24.2 346 0 0 0 0 LIM domain and actin‐binding protein 1  35454:95530

901.48871 3 combeffx_ATM_ctrl 901.48539 3.68 67.44 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 12.1 100 8.49E+05 KVADVS#QFKDLPDEIPLPLVIGTK 160.9 207 0 0 0 0 Protein lin‐9 homolog  35294:73884

901.48861 3 combeffx_ATM_MEKi 901.48539 3.57 65.63 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 32.8 100 8.27E+05 KVADVS#QFKDLPDEIPLPLVIGTK 182.5 207 0 0 0 0 Protein lin‐9 homolog  35296:59578

901.48871 3 combeffx_ATM_ctrl 901.48539 3.68 63.25 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 19.6 100 7.69E+05 KVADVS#QFKDLPDEIPLPLVIGTK 174.8 207 0 0 0 0 Protein lin‐9 homolog  35295:71597

901.48943 3 combeffx_ATM_MEKi 901.48539 4.48 62.93 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 18.7 100 6.17E+05 KVADVS#QFKDLPDEIPLPLVIGTK 130.1 207 0 0 0 0 Protein lin‐9 homolog  35297:54428

901.49327 3 timecourse_ATM_ctrl1 901.48539 8.74 57.23 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 20.5 100 2.76E+06 KVADVS#QFKDLPDEIPLPLVIGTK 130.1 207 0 0 0 0 Protein lin‐9 homolog  35448:166610

901.49331 3 timecourse_ATM_ctrl2 901.48539 8.79 53.7 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 11.4 100 1.52E+06 KVADVS#QFKDLPDEIPLPLVIGTK 95.6 207 0 0 0 0 Protein lin‐9 homolog  35446:152902

901.49257 3 timecourse_ATM_ctrl2 901.48539 7.96 51.3 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 12.2 100 1.56E+06 KVADVS#QFKDLPDEIPLPLVIGTK 150.1 207 0 0 0 0 Protein lin‐9 homolog  35447:155993

901.49287 3 timecourse_ATM_combo_4hr 901.48539 8.3 50.42 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 10.9 100 1.54E+06 KVADVS#QFKDLPDEIPLPLVIGTK 114.3 207 0 0 0 0 Protein lin‐9 homolog  35453:167201

901.49167 3 timecourse_ATM_combo_2hr 901.48539 6.97 50.11 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 12.9 100 1.49E+06 KVADVS#QFKDLPDEIPLPLVIGTK 163.1 207 0 0 0 0 Protein lin‐9 homolog  35455:159131

901.48841 3 combeffx_ATM_PI3Ki 901.48539 3.35 47.37 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 15.8 100 1.20E+06 KVADVS#QFKDLPDEIPLPLVIGTK 105.4 207 0 0 0 0 Protein lin‐9 homolog  35298:69556

901.48881 3 combeffx_ATM_PI3Ki 901.48539 3.79 47.31 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 11.0 100 7.83E+05 KVADVS#QFKDLPDEIPLPLVIGTK 144.8 207 0 0 0 0 Protein lin‐9 homolog  35299:65814

901.49194 3 timecourse_ATM_ctrl1 901.48539 7.27 47.29 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 20.1 100 2.34E+06 KVADVS#QFKDLPDEIPLPLVIGTK 163.1 207 0 0 0 0 Protein lin‐9 homolog  35449:169219

901.49187 3 timecourse_ATM_combo_1hr 901.48539 7.19 46.07 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 16.8 100 2.67E+06 KVADVS#QFKDLPDEIPLPLVIGTK 119.7 207 0 0 0 0 Protein lin‐9 homolog  35457:169665

901.49291 3 timecourse_ATM_combo_4hr 901.48539 8.34 38.79 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 12.3 100 1.51E+06 KVADVS#QFKDLPDEIPLPLVIGTK 121.6 207 0 0 0 0 Protein lin‐9 homolog  35452:164270

901.49286 3 timecourse_ATM_combo_1hr 901.48539 8.29 38.63 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 15.5 100 2.39E+06 KVADVS#QFKDLPDEIPLPLVIGTK 96.8 207 0 0 0 0 Protein lin‐9 homolog  35456:169557

901.49201 3 timecourse_ATM_combo_2hr 901.48539 7.34 36.63 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 10.0 100 1.21E+06 KVADVS#QFKDLPDEIPLPLVIGTK 116.7 207 0 0 0 0 Protein lin‐9 homolog  35454:158231

858.78976 3 combeffx_ATM_MEKi 858.78707 3.13 34.83 LIN9  LIN9_HUMAN 6 K.VADVS#QFKDLPDEIPLPLVIGTK.V 14.4 92 3.35E+05 VADVS#QFKDLPDEIPLPLVIGTK 119.7 207 0 0 0 0 Protein lin‐9 homolog  35296:58078

858.7913 3 combeffx_ATM_comboi 858.78707 4.93 33.73 LIN9  LIN9_HUMAN 6 K.VADVS#QFKDLPDEIPLPLVIGTK.V 7.4 100 5.33E+05 VADVS#QFKDLPDEIPLPLVIGTK 119.7 207 0 0 0 0 Protein lin‐9 homolog  35301:69049

901.48974 3 combeffx_ATM_comboi 901.48539 4.83 32.45 LIN9  LIN9_HUMAN 6 R.KVADVS#QFKDLPDEIPLPLVIGTK.V 6.1 100 1.02E+06 KVADVS#QFKDLPDEIPLPLVIGTK 87.4 207 0 0 0 0 Protein lin‐9 homolog  35300:78161

858.78996 3 combeffx_ATM_MEKi 858.78707 3.37 29.88 LIN9  LIN9_HUMAN 6 K.VADVS#QFKDLPDEIPLPLVIGTK.V 8.8 100 1.62E+05 VADVS#QFKDLPDEIPLPLVIGTK 81.7 207 0 0 0 0 Protein lin‐9 homolog  35297:53048

858.78976 3 combeffx_ATM_PI3Ki 858.78707 3.13 14.03 LIN9  LIN9_HUMAN 6 K.VADVS#QFKDLPDEIPLPLVIGTK.V 9.9 100 4.28E+05 VADVS#QFKDLPDEIPLPLVIGTK 47.9 207 0 0 0 0 Protein lin‐9 homolog  35298:67576

918.10262 3 timecourse_ATM_combo_1hr 918.09820 4.81 37.97 LMAN1  LMAN1_HUMAN 2 R.LVSGMQHPGSAGGVYETT#QHFIDIK.E 3.0 94 1.53E+05 LVSGMQHPGSAGGVYET#TQHFIDIK 13.3 432 0 0 0 0 Protein ERGIC‐53  35456:170987

764.32993 2 timecourse_ATM_ctrl2 764.32540 5.93 100.56 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 181.8 100 1.52E+06 SSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35447:81627

764.33113 2 timecourse_ATM_combo_1hr 764.32540 7.5 92.64 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 437.7 100 2.03E+06 SSHSS#QTQGGGSVTK 38.4 407 0 0 0 0 Prelamin‐A/C  35456:93465

764.32898 2 timecourse_ATM_ctrl1 764.32540 4.68 90.67 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 265.3 100 1.90E+06 SSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35449:94082

764.33048 2 timecourse_ATM_ctrl2 764.32540 6.65 88.95 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 213.1 100 1.16E+06 SSHSS#QTQGGGSVTK 32.4 407 0 0 0 0 Prelamin‐A/C  35446:80436

764.32913 2 timecourse_ATM_combo_1hr 764.32540 4.88 88.66 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 246.3 100 2.07E+06 SSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35457:93519

799.84926 2 timecourse_ATM_ctrl2 799.84395 6.64 88.28 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 2185.4 100 1.00E+07 ASSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35446:86927

764.32955 2 timecourse_ATM_combo_2hr 764.32540 5.43 86.99 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 351.1 100 1.45E+06 SSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35455:86915

799.8484 2 timecourse_ATM_combo_8hr 799.84395 5.56 85.52 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 2014.6 100 9.95E+06 ASSHSS#QTQGGGSVTK 30.7 407 0 0 0 0 Prelamin‐A/C  35451:100333

799.85007 2 combeffx_ATM_comboi 799.84395 7.65 85.35 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 9.3 92 2.70E+05 ASSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35301:40318

799.84885 2 timecourse_ATM_combo_4hr 799.84395 6.13 85.15 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 2651.4 100 1.17E+07 ASSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35452:97171

799.84879 2 timecourse_ATM_combo_8hr 799.84395 6.06 83.45 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 1603.8 100 7.62E+06 ASSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35450:99467

799.84796 2 combeffx_ATM_ctrl 799.84395 5.03 82.56 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 77.5 100 1.75E+06 ASSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35295:41239

764.32939 2 timecourse_ATM_combo_8hr 764.32540 5.22 82.49 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 478.8 100 2.02E+06 SSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35450:92245

799.84916 2 timecourse_ATM_ctrl1 799.84395 6.53 82 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 982.3 100 9.67E+06 ASSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35448:99984

764.32959 2 timecourse_ATM_combo_8hr 764.32540 5.48 80.96 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 289.9 100 1.68E+06 SSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35451:93185

799.8484 2 timecourse_ATM_combo_4hr 799.84395 5.56 79.41 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 1432.3 100 8.57E+06 ASSHSS#QTQGGGSVTK 24.8 407 0 0 0 0 Prelamin‐A/C  35453:98982

799.84881 2 timecourse_ATM_ctrl2 799.84395 6.08 78.93 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 1795.3 100 9.78E+06 ASSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35447:88394

799.84914 2 timecourse_ATM_combo_2hr 799.84395 6.49 78.9 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 2139.3 100 9.38E+06 ASSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35454:93960

799.84786 2 timecourse_ATM_combo_1hr 799.84395 4.89 78.67 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 1577.8 100 1.34E+07 ASSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35457:100712

764.3307 2 timecourse_ATM_combo_2hr 764.32540 6.93 78.24 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 445.0 100 1.58E+06 SSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35454:87419

799.84838 2 timecourse_ATM_combo_1hr 799.84395 5.54 76.29 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 45.9 94 8.67E+05 ASSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35456:100904

764.33048 2 timecourse_ATM_combo_4hr 764.32540 6.65 74.87 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 201.1 100 8.45E+05 SSHSS#QTQGGGSVTK 32.4 407 0 0 0 0 Prelamin‐A/C  35452:90131

799.84729 2 timecourse_ATM_ctrl1 799.84395 4.18 73.3 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 44.7 94 8.05E+05 ASSHSS#QTQGGGSVTK 30.7 407 0 0 0 0 Prelamin‐A/C  35449:101463

764.32952 2 timecourse_ATM_combo_4hr 764.32540 5.39 71.71 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 223.2 100 1.20E+06 SSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35453:91852

799.84921 2 timecourse_ATM_ctrl1 799.84395 6.58 69.41 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 810.8 100 9.71E+06 ASSHSS#QTQGGGSVTK 24.8 407 0 0 0 0 Prelamin‐A/C  35448:99994

735.80014 2 timecourse_ATM_combo_4hr 735.79648 4.97 65.72 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 79.6 100 8.07E+05 ASSHSS#QTQGGGSVT 22.9 407 0 0 0 0 Prelamin‐A/C  35452:83161

799.84803 2 timecourse_ATM_combo_1hr 799.84395 5.1 65.33 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 1808.6 100 1.34E+07 ASSHSS#QTQGGGSVTK 22.9 407 0 0 0 0 Prelamin‐A/C  35457:100752

755.88359 2 timecourse_ATM_combo_8hr 755.87926 5.73 64.8 LMNA  LMNA_HUMAN 12 R.IDSLSAQLS#QLQK.Q 20.0 100 1.26E+06 IDSLSAQLS#QLQK 54.6 307 0 0 0 0 Prelamin‐A/C  35451:91207

764.33044 2 timecourse_ATM_ctrl1 764.32540 6.59 64.27 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 223.9 100 1.30E+06 SSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35448:92825

735.80025 2 timecourse_ATM_combo_8hr 735.79648 5.12 63.6 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 200.4 100 1.83E+06 ASSHSS#QTQGGGSVT 11.5 407 ‐1,0 0 0 0 0 Prelamin‐A/C  35450:85268

799.84719 2 timecourse_ATM_ctrl1 799.84395 4.05 63.52 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 15.5 94 1.23E+05 ASSHSS#QTQGGGSVTK 18.9 407 0 0 0 0 Prelamin‐A/C  35449:101453

946.39238 2 timecourse_ATM_combo_2hr 946.38840 4.21 61.86 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVTK.K 102.0 100 4.66E+05 GRAS#SHSS#QTQGGGSVTK 28.9 403 10.3 407 0,2 0 0 Prelamin‐A/C  35455:119186

755.88318 2 combeffx_ATM_comboi 755.87926 5.19 61.58 LMNA  LMNA_HUMAN 12 R.IDSLSAQLS#QLQK.Q 10.6 100 1.29E+06 IDSLSAQLS#QLQK 49 307 0 0 0 0 Prelamin‐A/C  35300:39115

839.83216 2 timecourse_ATM_ctrl2 839.82712 6 61.43 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 1894.1 100 1.04E+07 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 13.3 407 0 0 Prelamin‐A/C  35446:95175

799.84758 2 timecourse_ATM_combo_8hr 799.84395 4.54 60.92 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 23.3 94 6.42E+05 ASSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35451:100263

946.39333 2 timecourse_ATM_ctrl2 946.38840 5.21 60.28 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVTK.K 78.2 100 3.79E+05 GRASS#HSS#QTQGGGSVTK 13.3 404 6.6 407 0,2 0 0 Prelamin‐A/C  35447:114743

735.79941 2 timecourse_ATM_combo_8hr 735.79648 3.98 59.35 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 105.1 100 1.83E+06 ASSHSS#QTQGGGSVT 22.9 407 0 0 0 0 Prelamin‐A/C  35451:86076

799.84869 2 timecourse_ATM_combo_1hr 799.84395 5.93 58.33 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 25.6 100 2.44E+05 ASSHSS#QTQGGGSVTK 20.4 407 0 0 0 0 Prelamin‐A/C  35456:100914

799.84797 2 timecourse_ATM_combo_8hr 799.84395 5.03 57.47 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 12.8 100 1.74E+05 ASSHS#SQTQGGGSVTK 0 406 0,1 0 0 0 0 Prelamin‐A/C  35451:100283

775.78502 2 timecourse_ATM_ctrl1 775.77964 6.93 56.63 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVT.K 66.0 100 1.16E+06 ASS#HSS#QTQGGGSVT 0 404 ‐1,0 21.5 407 0 0 Prelamin‐A/C  35448:95227

735.80061 2 timecourse_ATM_combo_2hr 735.79648 5.61 55.6 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 169.6 100 9.57E+05 ASSHSS#QTQGGGSVT 20.4 407 0 0 0 0 Prelamin‐A/C  35454:80778

799.84817 2 timecourse_ATM_ctrl1 799.84395 5.28 55.58 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 14.1 94 1.29E+05 ASSHSS#QTQGGGSVTK 22.9 407 0 0 0 0 Prelamin‐A/C  35448:99934

839.82942 2 timecourse_ATM_combo_1hr 839.82712 2.74 54.63 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 69.8 94 1.42E+06 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 13.3 407 0 0 Prelamin‐A/C  35457:109685

839.82952 2 timecourse_ATM_ctrl1 839.82712 2.86 54.56 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 816.3 94 8.05E+06 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 13.3 407 0 0 Prelamin‐A/C  35449:110394

799.848 2 timecourse_ATM_combo_8hr 799.84395 5.06 54.11 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 18.5 100 2.54E+05 ASSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35451:100293

799.84833 2 timecourse_ATM_combo_2hr 799.84395 5.48 53.95 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 651.4 100 5.28E+06 ASSHSS#QTQGGGSVTK 13.2 407 0 0 0 0 Prelamin‐A/C  35455:93675

799.84717 2 timecourse_ATM_ctrl1 799.84395 4.03 53.62 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 17.8 94 1.74E+05 ASSHSS#QTQGGGSVTK 21.3 407 0 0 0 0 Prelamin‐A/C  35449:101443

735.80018 2 timecourse_ATM_combo_4hr 735.79648 5.03 52.24 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 64.7 100 9.13E+05 ASSHSS#QTQGGGSVT 19.3 407 0 0 0 0 Prelamin‐A/C  35453:84880

799.84812 2 timecourse_ATM_combo_4hr 799.84395 5.21 51.8 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 13.1 100 1.37E+05 ASSHSS#QTQGGGSVTK 24.4 407 0 0 0 0 Prelamin‐A/C  35453:98952

946.39196 2 timecourse_ATM_combo_4hr 946.38840 3.76 51.3 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVTK.K 66.0 100 3.78E+05 GRAS#SHSS#QTQGGGSVTK 26.4 403 16.2 407 0 0 Prelamin‐A/C  35452:123044

946.3939 2 timecourse_ATM_combo_2hr 946.38840 5.81 50.83 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVTK.K 142.5 100 5.10E+05 GRAS#SHSS#QTQGGGSVTK 26.4 403 16.2 407 0 0 Prelamin‐A/C  35454:119111

839.83157 2 timecourse_ATM_combo_8hr 839.82712 5.3 50.56 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGS#VTK.K 317.3 100 3.29E+06 ASSHSSQT#QGGGS#VTK 0 409 ‐2,0 21.3 414 0 0 Prelamin‐A/C  35451:108973

946.39113 2 timecourse_ATM_combo_1hr 946.38840 2.88 50.08 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVTK.K 219.3 100 1.42E+06 GRAS#SHSS#QTQGGGSVTK 16.2 403 11.5 407 ‐1,0 0 0 Prelamin‐A/C  35457:128526

735.80083 2 timecourse_ATM_ctrl2 735.79648 5.91 49.71 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 132.6 100 9.34E+05 ASSHSS#QTQGGGSVT 22.9 407 0 0 0 0 Prelamin‐A/C  35446:74038

735.80065 2 timecourse_ATM_ctrl2 735.79648 5.67 49.62 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 100.4 100 1.01E+06 ASSHSS#QTQGGGSVT 18.4 407 0 0 0 0 Prelamin‐A/C  35447:75231

735.79899 2 timecourse_ATM_combo_1hr 735.79648 3.41 49.57 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 68.4 100 1.57E+06 ASSHSS#QTQGGGSVT 26.4 407 0 0 0 0 Prelamin‐A/C  35457:86241

775.7849 2 timecourse_ATM_ctrl2 775.77964 6.78 49.34 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVT.K 42.7 100 5.60E+05 ASS#HSS#QTQGGGSVT 0 404 ‐1,0 24.4 407 0 0 Prelamin‐A/C  35446:82510

863.89715 2 timecourse_ATM_combo_2hr 863.89143 6.62 49.26 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 62.5 92 2.39E+05 ASSHSS#QTQGGGSVTKK 26.4 407 0 0 0 0 Prelamin‐A/C  35454:106231

799.84838 2 timecourse_ATM_combo_4hr 799.84395 5.54 48.96 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 19.3 100 1.61E+05 ASSHSS#QTQGGGSVTK 9.3 407 ‐1,0 0 0 0 0 Prelamin‐A/C  35452:97111

799.84832 2 timecourse_ATM_ctrl1 799.84395 5.46 48.96 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 19.1 100 2.86E+05 ASSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35448:99944

775.78402 2 timecourse_ATM_combo_8hr 775.77964 5.65 48.8 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVT.K 16.7 100 2.52E+05 ASS#HSS#QTQGGGSVT 0 404 ‐1,0 21.5 407 0 0 Prelamin‐A/C  35450:94557

576.2661 3 timecourse_ATM_ctrl1 576.26338 4.72 48.6 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 178.7 100 1.39E+06 ASSHS#SQTQGGGSVTKK 0 406 0,1 0 0 0 0 Prelamin‐A/C  35449:114895

755.88339 2 timecourse_ATM_combo_8hr 755.87926 5.46 48.44 LMNA  LMNA_HUMAN 12 R.IDSLSAQLS#QLQK.Q 17.7 100 1.07E+06 IDSLSAQLS#QLQK 40.5 307 0 0 0 0 Prelamin‐A/C  35450:90213

735.80101 2 timecourse_ATM_combo_1hr 735.79648 6.16 48.36 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 187.9 100 1.83E+06 ASSHSS#QTQGGGSVT 24.4 407 0 0 0 0 Prelamin‐A/C  35456:86078

576.26717 3 timecourse_ATM_combo_1hr 576.26338 6.58 47.94 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 266.6 100 1.88E+06 ASSHSSQT#QGGGSVTKK 0 409 ‐6,0 0 0 0 0 Prelamin‐A/C  35456:114596

839.83206 2 timecourse_ATM_ctrl2 839.82712 5.88 47.85 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 1864.0 100 1.24E+07 ASSHSS#QT#QGGGSVTK 72.1 407 25.9 409 0 0 Prelamin‐A/C  35447:96875

946.39169 2 timecourse_ATM_combo_8hr 946.38840 3.48 47.84 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVTK.K 87.6 100 4.87E+05 GRAS#SHSS#QTQGGGSVTK 26.4 403 16.2 407 0 0 Prelamin‐A/C  35450:125818

799.8483 2 timecourse_ATM_ctrl2 799.84395 5.44 47.44 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 21.1 94 1.85E+05 ASSHSS#QTQGGGSVTK 30.7 407 0 0 0 0 Prelamin‐A/C  35447:88344

799.84804 2 timecourse_ATM_ctrl2 799.84395 5.11 47.04 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 19.0 100 2.15E+05 ASSHSS#QTQGGGSVTK 32.4 407 0 0 0 0 Prelamin‐A/C  35446:86877

946.39284 2 timecourse_ATM_combo_4hr 946.38840 4.69 46.94 LMNA  LMNA_HUMAN 13 R.GRASSHSS#QT#QGGGSVTK.K 87.0 100 4.64E+05 GRAS#SHSS#QTQGGGSVTK 16.2 403 13.2 407 0 0 Prelamin‐A/C  35453:125421

799.84967 2 timecourse_ATM_combo_1hr 799.84395 7.15 46.89 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 30.4 94 2.27E+05 ASSHSS#QTQGGGSVTK 24.8 407 0 0 0 0 Prelamin‐A/C  35456:101014

560.22261 3 timecourse_ATM_combo_8hr 560.22050 3.77 46.89 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 124.6 100 2.03E+06 ASS#HSS#QTQGGGSVTK 5.4 404 0,2 6.6 407 ‐4,0 0 0 Prelamin‐A/C  35451:108963

799.84759 2 timecourse_ATM_combo_8hr 799.84395 4.55 45.32 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 17.7 100 2.08E+05 ASSHSS#QTQGGGSVTK 8.7 407 0,2 0 0 0 0 Prelamin‐A/C  35450:99387

799.84854 2 timecourse_ATM_combo_4hr 799.84395 5.74 44.53 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 16.6 94 1.29E+05 ASSHSS#QTQGGGSVTK 24.4 407 0 0 0 0 Prelamin‐A/C  35452:97131

735.79923 2 timecourse_ATM_ctrl1 735.79648 3.74 44.35 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 81.1 100 1.77E+06 ASSHSS#QTQGGGSVT 21.5 407 0 0 0 0 Prelamin‐A/C  35449:87074

839.83134 2 timecourse_ATM_combo_1hr 839.82712 5.02 43.78 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 213.1 94 2.80E+06 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 13.3 407 0 0 Prelamin‐A/C  35456:109927

526.74471 2 combeffx_ATM_comboi 526.74224 4.69 43.75 LMNA  LMNA_HUMAN 13 R.LSPSPTS#QR.S 67.9 100 3.13E+06 LSPSPTS#QR 10.3 395 ‐1,0 0 0 0 0 Prelamin‐A/C  35301:12553

799.84935 2 timecourse_ATM_combo_1hr 799.84395 6.75 43.68 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 11.7 100 1.17E+05 ASSHSS#QTQGGGSVTK 7.4 407 0,2 0 0 0 0 Prelamin‐A/C  35456:100964

799.84834 2 timecourse_ATM_combo_1hr 799.84395 5.49 43.43 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 11.6 94 5.78E+04 ASSHSSQT#QGGGSVTK 31.9 409 0 0 0 0 Prelamin‐A/C  35457:100772

799.84771 2 timecourse_ATM_combo_1hr 799.84395 4.7 43.18 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 22.8 100 2.37E+05 ASSHSS#QTQGGGSVTK 24.8 407 0 0 0 0 Prelamin‐A/C  35457:100702

701.32139 2 combeffx_ATM_comboi 701.31798 4.86 42.98 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 52.7 100 1.14E+07 LRLS#PSPTS#QR 32.4 390 28.9 395 0 0 Prelamin‐A/C  35300:33245

735.80009 2 timecourse_ATM_combo_2hr 735.79648 4.91 42.67 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVT.K 87.3 100 9.65E+05 ASSHSS#QTQGGGSVT 11.5 407 ‐1,0 0 0 0 0 Prelamin‐A/C  35455:80256

799.84759 2 timecourse_ATM_ctrl1 799.84395 4.55 42.51 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 2042.6 100 1.32E+07 ASSHSS#QTQGGGSVTK 11.5 407 0,2 0 0 0 0 Prelamin‐A/C  35449:101503

799.8489 2 timecourse_ATM_combo_1hr 799.84395 6.19 42.39 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 12.7 94 9.02E+04 ASSHSS#QTQGGGSVTK 26.5 407 0 0 0 0 Prelamin‐A/C  35456:100944

946.39339 2 timecourse_ATM_combo_1hr 946.38840 5.27 42.24 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVTK.K 180.1 100 1.28E+06 GRAS#SHSS#QTQGGGSVTK 19.3 403 11.5 407 0,2 0 0 Prelamin‐A/C  35456:128528

775.78237 2 timecourse_ATM_ctrl1 775.77964 3.52 42.2 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVT.K 22.2 100 8.71E+05 ASS#HSS#QTQGGGSVT 0 404 ‐1,0 20.4 407 0 0 Prelamin‐A/C  35449:96334

775.78412 2 timecourse_ATM_combo_4hr 775.77964 5.77 42.06 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVT.K 19.5 100 2.42E+05 AS#SHSS#QTQGGGSVT 10.8 403 0,1 6.9 407 ‐1,0 0 0 Prelamin‐A/C  35452:92361

799.8487 2 timecourse_ATM_combo_1hr 799.84395 5.94 41.92 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 24.5 100 2.90E+05 ASSHSS#QTQGGGSVTK 21.3 407 0 0 0 0 Prelamin‐A/C  35456:100924

799.84842 2 timecourse_ATM_combo_1hr 799.84395 5.59 41.63 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 9.6 94 2.23E+04 ASSHSS#QTQGGGSVTK 14.2 407 0 0 0 0 Prelamin‐A/C  35457:100782

799.84738 2 timecourse_ATM_combo_2hr 799.84395 4.29 41.43 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 573.7 100 5.27E+06 ASSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35455:93635

839.83108 2 timecourse_ATM_combo_4hr 839.82712 4.72 40.91 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 565.1 100 5.05E+06 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 13.3 407 0 0 Prelamin‐A/C  35453:107572

755.88232 2 timecourse_ATM_combo_2hr 755.87926 4.05 40.77 LMNA  LMNA_HUMAN 12 R.IDSLSAQLS#QLQK.Q 7.2 94 1.65E+05 IDSLSAQLS#QLQK 24.1 307 0 0 0 0 Prelamin‐A/C  35455:85025

839.83162 2 timecourse_ATM_ctrl1 839.82712 5.36 40.75 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 749.6 94 8.05E+06 ASS#HSSQT#QGGGSVTK 0 404 ‐1,0 0 409 ‐2,0 0 0 Prelamin‐A/C  35449:110454

775.78416 2 timecourse_ATM_ctrl2 775.77964 5.83 40.7 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVT.K 33.1 100 6.14E+05 ASS#HSS#QTQGGGSVT 0 404 ‐1,0 20.4 407 0 0 Prelamin‐A/C  35447:83859

946.39085 2 timecourse_ATM_combo_8hr 946.38840 2.59 40.59 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVTK.K 89.1 100 5.46E+05 GRAS#SHSS#QTQGGGSVTK 26.4 403 16.2 407 0 0 Prelamin‐A/C  35451:127297

839.83195 2 timecourse_ATM_ctrl1 839.82712 5.76 40.49 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 2828.2 100 1.67E+07 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 17 407 0 0 Prelamin‐A/C  35448:108708

775.78465 2 timecourse_ATM_combo_1hr 775.77964 6.46 40.42 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVT.K 53.7 100 8.66E+05 ASS#HSS#QTQGGGSVT 0 404 ‐1,0 21.5 407 0 0 Prelamin‐A/C  35456:95834

755.88299 2 timecourse_ATM_combo_4hr 755.87926 4.95 39.84 LMNA  LMNA_HUMAN 12 R.IDSLSAQLS#QLQK.Q 7.0 100 3.67E+05 IDSLSAQLS#QLQK 37.2 307 0 0 0 0 Prelamin‐A/C  35453:89872

799.84743 2 timecourse_ATM_ctrl1 799.84395 4.35 39.62 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 9.7 94 7.01E+04 ASSHSS#QTQGGGSVTK 24.4 407 0 0 0 0 Prelamin‐A/C  35449:101483

775.78444 2 timecourse_ATM_combo_2hr 775.77964 6.19 39.6 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVT.K 47.5 100 4.46E+05 ASS#HSS#QTQGGGSVT 0 404 ‐1,0 18.4 407 0 0 Prelamin‐A/C  35454:89519

701.32007 2 combeffx_ATM_PI3Ki 701.31798 2.98 39.59 LMNA  LMNA_HUMAN 13 R.LRLSPS#PTS#QR.S 53.6 100 5.75E+06 LRLS#PSPTS#QR 28.9 390 28.9 395 0 0 Prelamin‐A/C  35299:29806

560.22251 3 timecourse_ATM_combo_1hr 560.22050 3.59 39.55 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 1090.7 100 1.11E+07 ASS#HS#SQTQGGGSVTK 7 404 ‐1,0 0 406 0,1 0 0 Prelamin‐A/C  35456:109917

500.20941 2 timecourse_ATM_ctrl1 500.20582 7.18 39.49 LMNA  LMNA_HUMAN 13 R.SSFS#QHAR.T 149.5 100 1.63E+06 SSFS#QHAR 13.3 431 0 0 0 0 Prelamin‐A/C  35448:23539

701.32011 2 combeffx_ATM_PI3Ki 701.31798 3.04 39.44 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 56.0 100 7.17E+06 LRLS#PSPTS#QR 32.4 390 32.4 395 0 0 Prelamin‐A/C  35298:30632

863.89613 2 timecourse_ATM_combo_8hr 863.89143 5.44 39.21 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 71.6 100 2.67E+05 ASSHSS#QTQGGGSVTKK 26.4 407 0 0 0 0 Prelamin‐A/C  35450:111997

799.84749 2 timecourse_ATM_ctrl1 799.84395 4.43 39.04 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 13.3 94 1.09E+05 ASSHSS#QTQGGGSVTK 24.8 407 0 0 0 0 Prelamin‐A/C  35449:101493

735.80143 2 timecourse_ATM_ctrl1 735.79648 6.73 38.54 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVT.K 184.5 100 1.79E+06 ASSHSS#QTQGGGSVT 18.4 407 0 0 0 0 Prelamin‐A/C  35448:85732

839.83226 2 timecourse_ATM_combo_2hr 839.82712 6.12 38.12 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGS#VTK.K 649.7 100 4.61E+06 ASSHSSQT#QGGGS#VTK 0 409 ‐2,0 0 414 0,2 0 0 Prelamin‐A/C  35454:102186

799.84792 2 timecourse_ATM_combo_1hr 799.84395 4.96 38.11 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 13.4 94 1.18E+05 ASSHSS#QTQGGGSVTK 32.4 407 0 0 0 0 Prelamin‐A/C  35457:100732

701.32123 2 combeffx_ATM_comboi 701.31798 4.63 38.09 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 48.6 100 8.03E+06 LRLSPS#PTS#QR 0 392 ‐2,0 0 395 ‐5,0 0 0 Prelamin‐A/C  35301:30736

775.78351 2 timecourse_ATM_combo_2hr 775.77964 4.99 37.13 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVT.K 17.1 100 3.84E+05 ASS#HSS#QTQGGGSVT 0 404 ‐1,0 20.4 407 0 0 Prelamin‐A/C  35455:89145

839.8337 2 timecourse_ATM_combo_1hr 839.82712 7.83 36.76 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGS#VTK.K 2405.1 100 1.66E+07 ASSHSSQT#QGGGS#VTK 0 409 ‐2,0 15.5 414 0 0 Prelamin‐A/C  35456:110027

701.32078 2 timecourse_ATM_combo_1hr 701.31798 3.99 36.7 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 98.7 100 7.35E+06 LRLS#PSPTS#QR 28.9 390 26.4 395 0 0 Prelamin‐A/C  35456:78169

560.22305 3 timecourse_ATM_combo_4hr 560.22050 4.55 36.38 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 452.2 100 3.33E+06 ASS#HS#SQTQGGGSVTK 5.5 404 0,3 0 406 ‐3,0 0 0 Prelamin‐A/C  35452:105541

839.83159 2 timecourse_ATM_combo_2hr 839.82712 5.32 36.25 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 743.2 100 6.73E+06 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 6.6 407 0,2 0 0 Prelamin‐A/C  35455:101819

799.84835 2 timecourse_ATM_ctrl2 799.84395 5.5 36.14 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 14.8 100 1.19E+05 ASSHSS#QTQGGGSVTK 24.8 407 0 0 0 0 Prelamin‐A/C  35447:88354

755.88245 2 timecourse_ATM_combo_1hr 755.87926 4.22 36.04 LMNA  LMNA_HUMAN 12 R.IDSLSAQLS#QLQK.Q 8.7 100 4.50E+05 IDSLSAQLS#QLQK 32.1 307 0 0 0 0 Prelamin‐A/C  35457:91524

741.30446 2 timecourse_ATM_combo_1hr 741.30115 4.47 36.03 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 11.4 94 1.08E+06 LRLS#PS#PTS#QR 43.5 390 13.2 392 32.4 395 Prelamin‐A/C  35456:87588

946.39168 2 timecourse_ATM_ctrl1 946.38840 3.47 35.98 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVTK.K 22.1 100 2.32E+05 GRAS#SHSS#QTQGGGSVTK 28.9 403 16.2 407 0 0 Prelamin‐A/C  35449:128928

863.89589 2 timecourse_ATM_combo_1hr 863.89143 5.16 35.87 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 61.9 100 3.56E+05 ASSHSS#QTQGGGSVTKK 21.5 407 0 0 0 0 Prelamin‐A/C  35457:114153

799.84793 2 timecourse_ATM_combo_8hr 799.84395 4.98 35.79 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 9.6 100 9.29E+04 ASSHSS#QTQGGGSVTK 15.5 407 0 0 0 0 Prelamin‐A/C  35451:100273

576.26718 3 timecourse_ATM_ctrl2 576.26338 6.59 35.78 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTKK.R 331.6 100 1.99E+06 ASSHS#SQTQGGGSVTKK 4 406 ‐2,3 0 0 0 0 Prelamin‐A/C  35446:99215

701.3215 2 timecourse_ATM_combo_8hr 701.31798 5.02 35.47 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 83.1 100 6.35E+06 LRLSPS#PTS#QR 0 392 ‐2,0 0 395 ‐1,0 0 0 Prelamin‐A/C  35451:77920

533.56761 3 timecourse_ATM_ctrl1 533.56506 4.78 35.42 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 1885.8 100 8.08E+06 ASSHS#SQTQGGGSVTK 8.7 406 0,3 0 0 0 0 Prelamin‐A/C  35449:101523

839.8318 2 timecourse_ATM_combo_8hr 839.82712 5.57 35.34 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGS#VTK.K 526.6 100 2.80E+06 ASSHSSQT#QGGGS#VTK 0 409 ‐2,0 24.8 414 0 0 Prelamin‐A/C  35450:107957

799.84929 2 timecourse_ATM_combo_1hr 799.84395 6.68 35.14 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 38.1 94 8.67E+05 ASSHSS#QTQGGGSVTK 10.3 407 0,2 0 0 0 0 Prelamin‐A/C  35456:100954

576.26717 3 timecourse_ATM_combo_2hr 576.26338 6.58 35.07 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTKK.R 261.5 100 1.45E+06 ASSHS#SQTQGGGSVTKK 0 406 0,3 0 0 0 0 Prelamin‐A/C  35454:106221

799.84765 2 timecourse_ATM_combo_1hr 799.84395 4.63 35.04 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 15.0 94 1.18E+05 ASSHSS#QTQGGGSVTK 9.3 407 ‐1,0 0 0 0 0 Prelamin‐A/C  35457:100692

799.8485 2 timecourse_ATM_combo_4hr 799.84395 5.69 34.76 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 8.2 94 3.64E+04 ASSHSS#QTQGGGSVTK 13.2 407 0 0 0 0 Prelamin‐A/C  35452:97121

576.26686 3 timecourse_ATM_combo_4hr 576.26338 6.04 34.68 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 80.1 100 1.06E+06 ASSHS#SQTQGGGSVTKK 0 406 ‐3,0 0 0 0 0 Prelamin‐A/C  35453:111810

576.26678 3 timecourse_ATM_combo_8hr 576.26338 5.9 34.39 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTKK.R 275.5 100 1.78E+06 ASSHS#SQTQGGGSVTKK 4.1 406 ‐3,1 0 0 0 0 Prelamin‐A/C  35450:112007

741.30457 2 timecourse_ATM_combo_4hr 741.30115 4.61 34.27 LMNA  LMNA_HUMAN 13 R.LRLS#PS#PTS#QR.S 126.7 100 1.13E+07 LRLS#PS#PTS#QR 46.3 390 14.2 392 32.4 395 Prelamin‐A/C  35453:86240

903.88056 2 timecourse_ATM_ctrl2 903.87459 6.62 34.14 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTKK.R 43.5 100 2.83E+05 ASS#HSS#QTQGGGSVTKK 0 404 ‐1,0 13.2 407 0 0 Prelamin‐A/C  35446:105967

799.84837 2 timecourse_ATM_combo_2hr 799.84395 5.53 33.98 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 8.0 94 4.86E+04 ASSHSSQT#QGGGSVTK 10.3 409 ‐2,0 0 0 0 0 Prelamin‐A/C  35455:93685

799.84781 2 timecourse_ATM_combo_4hr 799.84395 4.83 33.88 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 1216.3 100 8.58E+06 ASSHSS#QTQGGGSVTK 11.5 407 ‐1,0 0 0 0 0 Prelamin‐A/C  35453:98942

576.26701 3 timecourse_ATM_combo_4hr 576.26338 6.3 33.86 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTKK.R 316.9 100 1.91E+06 ASSHS#SQTQGGGSVTKK 0 406 ‐3,3 0 0 0 0 Prelamin‐A/C  35452:109681

799.8477 2 timecourse_ATM_ctrl1 799.84395 4.69 33.81 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 14.6 100 1.63E+05 ASSHSS#QTQGGGSVTK 16.2 407 0 0 0 0 Prelamin‐A/C  35448:99924

657.921 3 timecourse_ATM_combo_1hr 657.91680 6.38 33.78 LMNA  LMNA_HUMAN 13 R.GRAS#S#HS#SQTQGGGSVTK.K 70.0 100 8.98E+05 GRAS#S#HSS#QTQGGGSVTK 30.9 403 32.1 404 18.9 407 Prelamin‐A/C  35456:135519

903.88017 2 timecourse_ATM_ctrl2 903.87459 6.17 33.43 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTKK.R 99.0 100 4.28E+05 AS#SHS#SQTQGGGSVTKK 0 403 0,4 6.6 406 ‐2,0 0 0 Prelamin‐A/C  35447:108106

799.84879 2 timecourse_ATM_combo_2hr 799.84395 6.05 33.2 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTK.K 15.0 100 1.54E+05 ASSHSS#QTQGGGSVTK 10.3 407 0,2 0 0 0 0 Prelamin‐A/C  35454:93930

701.3208 2 timecourse_ATM_combo_2hr 701.31798 4.02 33.15 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 76.8 100 3.73E+06 LRLS#PSPTS#QR 16.2 390 32.4 395 0 0 Prelamin‐A/C  35454:73465

863.8964 2 timecourse_ATM_combo_2hr 863.89143 5.75 33.12 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 38.0 100 1.80E+05 ASSHSS#QTQGGGSVTKK 16.2 407 0 0 0 0 Prelamin‐A/C  35455:105989

799.84764 2 timecourse_ATM_ctrl1 799.84395 4.61 33.02 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 12.8 100 1.44E+05 ASSHSS#QTQGGGSVTK 28.9 407 0 0 0 0 Prelamin‐A/C  35449:101513

701.32107 2 timecourse_ATM_combo_1hr 701.31798 4.42 32.98 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 100.8 100 7.01E+06 LRLS#PSPTS#QR 28.9 390 28.9 395 0 0 Prelamin‐A/C  35457:78496

839.83177 2 timecourse_ATM_ctrl2 839.82712 5.54 32.91 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 310.5 100 6.21E+06 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 13.3 407 0 0 Prelamin‐A/C  35447:96865

863.89666 2 timecourse_ATM_combo_4hr 863.89143 6.05 32.85 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 82.1 92 3.04E+05 ASSHSS#QTQGGGSVTKK 22.9 407 0 0 0 0 Prelamin‐A/C  35452:109671

657.91978 3 timecourse_ATM_combo_1hr 657.91680 4.53 32.82 LMNA  LMNA_HUMAN 13 R.GRAS#S#HS#SQTQGGGSVTK.K 47.5 100 7.68E+05 GRAS#S#HSS#QTQGGGSVTK 34.5 403 40.3 404 17 407 Prelamin‐A/C  35457:135878

903.87962 2 timecourse_ATM_combo_4hr 903.87459 5.56 32.72 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTKK.R 42.6 100 2.37E+05 ASSHS#S#QTQGGGSVTKK 7.8 406 ‐2,0 16.2 407 0 0 Prelamin‐A/C  35453:118825

799.84793 2 timecourse_ATM_combo_1hr 799.84395 4.98 32.64 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 20.3 94 1.83E+05 ASSHSSQT#QGGGSVTK 15.5 409 0 0 0 0 Prelamin‐A/C  35457:100742

533.56804 3 timecourse_ATM_combo_2hr 533.56506 5.59 32.6 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 649.9 100 7.02E+06 ASSHS#SQTQGGGSVTK 0 406 0,3 0 0 0 0 Prelamin‐A/C  35455:93695

799.84869 2 timecourse_ATM_combo_4hr 799.84395 5.93 32.4 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 7.4 94 3.93E+04 ASSHSS#QTQGGGSVTK 8.7 407 ‐4,2 0 0 0 0 Prelamin‐A/C  35452:97141

799.84934 2 timecourse_ATM_ctrl1 799.84395 6.74 32.27 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 8.7 100 8.92E+04 ASSHSS#QTQGGGSVTK 16.2 407 0 0 0 0 Prelamin‐A/C  35448:100034

533.56861 3 timecourse_ATM_ctrl2 533.56506 6.65 31.91 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 2141.3 100 1.43E+07 ASSHS#SQTQGGGSVTK 7.5 406 0,1 0 0 0 0 Prelamin‐A/C  35446:86937

799.8482 2 timecourse_ATM_combo_4hr 799.84395 5.31 31.89 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 16.6 94 1.46E+05 ASSHSSQT#QGGGSVTK 0 409 ‐3,0 0 0 0 0 Prelamin‐A/C  35453:98972

839.83124 2 timecourse_ATM_combo_1hr 839.82712 4.91 31.84 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 14.4 94 1.52E+05 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 7.5 407 0,2 0 0 Prelamin‐A/C  35457:109725

799.84907 2 timecourse_ATM_combo_4hr 799.84395 6.4 31.36 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 8.0 94 4.89E+04 ASSHSSQT#QGGGSVTK 23.6 409 0 0 0 0 Prelamin‐A/C  35452:97181

799.84959 2 timecourse_ATM_combo_1hr 799.84395 7.05 31.03 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 0.00E+00 ASSHSSQT#QGGGSVTK 8.7 409 ‐2,0 0 0 0 0 Prelamin‐A/C  35456:101004

701.32014 2 combeffx_ATM_PI3Ki 701.31798 3.08 30.98 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 54.9 100 7.17E+06 LRLS#PSPTS#QR 32.4 390 28.9 395 0 0 Prelamin‐A/C  35298:30642

602.9222 3 timecourse_ATM_ctrl2 602.91882 5.61 30.81 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTKK.R 343.3 100 2.55E+06 ASS#HSS#QTQGGGSVTKK 16.4 404 4.3 407 ‐1,0 0 0 Prelamin‐A/C  35447:108096

799.84767 2 timecourse_ATM_combo_8hr 799.84395 4.65 30.78 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 15.0 100 1.21E+05 ASSHSSQT#QGGGSVTK 0 409 ‐2,0 0 0 0 0 Prelamin‐A/C  35450:99397

755.88228 2 combeffx_ATM_comboi 755.87926 4 30.67 LMNA  LMNA_HUMAN 12 R.IDSLSAQLS#QLQK.Q 8.2 100 8.37E+05 IDSLSAQLS#QLQK 26.4 307 0 0 0 0 Prelamin‐A/C  35301:36132

701.32006 2 combeffx_ATM_PI3Ki 701.31798 2.97 30.49 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 55.7 100 5.75E+06 LRLSPS#PTS#QR 0 392 ‐2,0 0 395 ‐5,0 0 0 Prelamin‐A/C  35299:29796

560.22285 3 timecourse_ATM_ctrl2 560.22050 4.19 30.13 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 985.8 100 8.97E+06 ASS#HS#SQTQGGGSVTK 0 404 0,3 0 406 ‐3,0 0 0 Prelamin‐A/C  35447:96835

701.3214 2 timecourse_ATM_combo_8hr 701.31798 4.88 30.11 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 79.1 100 5.74E+06 LRLSPS#PTS#QR 0 392 ‐2,0 0 395 ‐5,0 0 0 Prelamin‐A/C  35450:77393

863.89567 2 timecourse_ATM_ctrl1 863.89143 4.92 29.88 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 27.0 100 1.82E+05 ASSHSS#QTQGGGSVTKK 20.4 407 0 0 0 0 Prelamin‐A/C  35449:114905

701.32155 2 combeffx_ATM_comboi 701.31798 5.09 29.38 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 50.1 100 1.14E+07 LRLSPS#PTS#QR 0 392 0,2 0 395 ‐5,0 0 0 Prelamin‐A/C  35300:33275

701.32098 2 timecourse_ATM_combo_4hr 701.31798 4.28 29.33 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 104.1 100 6.09E+06 LRLS#PSPTS#QR 28.9 390 26.4 395 0 0 Prelamin‐A/C  35453:77154

741.30403 2 timecourse_ATM_combo_1hr 741.30115 3.89 29.26 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 165.1 100 1.72E+07 LRLS#PS#PTS#QR 46.3 390 14.2 392 26.4 395 Prelamin‐A/C  35457:87779

799.84819 2 timecourse_ATM_combo_8hr 799.84395 5.3 29.24 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 8.0 100 7.01E+04 ASSHSS#QTQGGGSVTK 10.3 407 ‐4,0 0 0 0 0 Prelamin‐A/C  35451:100323



799.8488 2 timecourse_ATM_combo_4hr 799.84395 6.06 29.18 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 6.6 94 2.87E+04 ASSHSSQT#QGGGSVTK 18.9 409 0 0 0 0 Prelamin‐A/C  35453:99022

526.74388 2 combeffx_ATM_PI3Ki 526.74224 3.11 29.11 LMNA  LMNA_HUMAN 13 R.LSPSPTS#QR.S 42.4 100 2.25E+06 LSPSPTS#QR 11.5 395 ‐1,0 0 0 0 0 Prelamin‐A/C  35299:12350

576.26667 3 timecourse_ATM_combo_2hr 576.26338 5.71 28.98 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTKK.R 205.8 100 1.25E+06 ASSHS#SQTQGGGSVTKK 4.8 406 0,1 0 0 0 0 Prelamin‐A/C  35455:105979

576.26647 3 timecourse_ATM_combo_8hr 576.26338 5.36 28.83 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTKK.R 122.0 100 9.46E+05 ASSHS#SQTQGGGSVTKK 6 406 ‐3,1 0 0 0 0 Prelamin‐A/C  35451:113085

799.84893 2 timecourse_ATM_ctrl2 799.84395 6.23 28.8 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 7.4 100 7.11E+04 ASSHSS#QTQGGGSVTK 7.5 407 ‐4,0 0 0 0 0 Prelamin‐A/C  35447:88404

799.8494 2 timecourse_ATM_combo_2hr 799.84395 6.81 28.72 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 6.8 94 3.61E+04 ASSHS#SQTQGGGSVTK 0 406 0,3 0 0 0 0 Prelamin‐A/C  35454:93970

799.84884 2 timecourse_ATM_combo_4hr 799.84395 6.11 28.53 LMNA  LMNA_HUMAN 13 R.AS#SHSSQTQGGGSVTK.K 7.0 94 8.14E+03 ASSHS#SQTQGGGSVTK 0 406 ‐3,3 0 0 0 0 Prelamin‐A/C  35452:97161

839.83145 2 timecourse_ATM_combo_1hr 839.82712 5.16 28.35 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 12.8 100 1.21E+05 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 13.3 407 0 0 Prelamin‐A/C  35457:109755

839.83181 2 timecourse_ATM_ctrl1 839.82712 5.58 28.35 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 9.0 100 3.80E+05 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 8.6 407 ‐1,0 0 0 Prelamin‐A/C  35449:110474

799.84831 2 timecourse_ATM_combo_2hr 799.84395 5.45 28.34 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 9.7 94 2.84E+04 ASSHSS#QTQGGGSVTK 13.2 407 0 0 0 0 Prelamin‐A/C  35455:93665

741.30475 2 timecourse_ATM_combo_2hr 741.30115 4.86 28.31 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 175.2 100 1.00E+07 LRLS#PS#PTS#QR 61.1 390 24.8 392 24.4 395 Prelamin‐A/C  35454:82100

903.88122 2 timecourse_ATM_combo_1hr 903.87459 7.34 28.22 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTKK.R 170.3 100 7.52E+05 ASS#HSS#QTQGGGSVTKK 0 404 ‐1,0 13.2 407 0 0 Prelamin‐A/C  35456:121561

799.84859 2 timecourse_ATM_combo_4hr 799.84395 5.8 28.14 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 8.0 94 6.30E+04 ASSHSS#QTQGGGSVTK 13.2 407 0 0 0 0 Prelamin‐A/C  35453:99012

701.32022 2 combeffx_ATM_MEKi 701.31798 3.19 27.98 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 11.8 100 1.30E+06 LRLS#PSPTS#QR 28.9 390 28.9 395 0 0 Prelamin‐A/C  35296:27617

560.22379 3 timecourse_ATM_ctrl2 560.22050 5.87 27.96 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 1370.0 100 9.61E+06 ASSHS#S#QTQGGGSVTK 0 406 ‐3,0 4.5 407 ‐4,0 0 0 Prelamin‐A/C  35446:95155

560.22282 3 timecourse_ATM_combo_2hr 560.22050 4.14 27.91 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 413.5 100 4.89E+06 ASS#HS#SQTQGGGSVTK 7.7 404 ‐1,0 0 406 0,1 0 0 Prelamin‐A/C  35455:101809

467.88248 3 combeffx_ATM_PI3Ki 467.88108 2.99 27.88 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 39.9 100 4.18E+06 LRLS#PSPT#SQR 11 390 0,2 0 394 0,1 0 0 Prelamin‐A/C  35299:29816

741.30447 2 timecourse_ATM_combo_2hr 741.30115 4.48 27.69 LMNA  LMNA_HUMAN 13 R.LRLS#PS#PTS#QR.S 149.8 100 9.26E+06 LRLS#PS#PTS#QR 46.3 390 14.2 392 28.9 395 Prelamin‐A/C  35455:81635

566.72848 2 timecourse_ATM_combo_1hr 566.72540 5.43 27.65 LMNA  LMNA_HUMAN 13 R.LSPS#PTS#QR.S 246.0 100 1.06E+07 LSPS#PTS#QR 13.3 392 19.3 395 0 0 Prelamin‐A/C  35456:38154

839.8316 2 timecourse_ATM_combo_1hr 839.82712 5.33 27.64 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 4.9 94 1.12E+05 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 7.5 407 ‐1,0 0 0 Prelamin‐A/C  35457:109775

741.30482 2 timecourse_ATM_ctrl1 741.30115 4.95 27.44 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 24.8 100 2.83E+06 LRLS#PS#PTS#QR 31.9 390 5.3 392 0,2 18.4 395 Prelamin‐A/C  35448:87109

741.30425 2 timecourse_ATM_combo_4hr 741.30115 4.18 27.34 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 129.5 100 1.10E+07 LRLS#PS#PTS#QR 46.3 390 14.2 392 28.9 395 Prelamin‐A/C  35452:84541

741.30527 2 timecourse_ATM_combo_1hr 741.30115 5.56 27.31 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 196.4 100 1.92E+07 LRLS#PS#PTS#QR 46.3 390 14.2 392 28.9 395 Prelamin‐A/C  35456:87618

799.84794 2 timecourse_ATM_combo_8hr 799.84395 4.99 27.28 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTK.K 10.7 100 1.10E+05 ASSHS#SQTQGGGSVTK 13.2 406 0 0 0 0 Prelamin‐A/C  35450:99417

741.30479 2 timecourse_ATM_combo_8hr 741.30115 4.92 27.19 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 66.6 100 6.93E+06 LRLS#PS#PTS#QR 46.3 390 14.2 392 28.9 395 Prelamin‐A/C  35451:87411

903.87898 2 timecourse_ATM_combo_1hr 903.87459 4.86 27.18 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTKK.R 56.2 100 4.92E+05 ASS#HSS#QTQGGGSVTKK 0 404 ‐1,0 24.4 407 0 0 Prelamin‐A/C  35457:121333

631.26427 3 timecourse_ATM_combo_1hr 631.26136 4.61 26.93 LMNA  LMNA_HUMAN 13 R.GRASSHS#S#QTQGGGSVTK.K 693.9 100 6.97E+06 GRASSHS#S#QTQGGGSVTK 3.5 406 ‐2,0 7.5 407 ‐3,0 0 0 Prelamin‐A/C  35456:128518

602.92262 3 timecourse_ATM_ctrl2 602.91882 6.3 26.93 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTKK.R 177.4 100 1.99E+06 ASSHS#S#QTQGGGSVTKK 10.7 406 ‐2,0 26.3 407 0 0 Prelamin‐A/C  35446:105957

526.74425 2 combeffx_ATM_PI3Ki 526.74224 3.82 26.81 LMNA  LMNA_HUMAN 13 R.LSPSPTS#QR.S 43.4 100 3.29E+06 LSPSPTS#QR 11.5 395 ‐1,0 0 0 0 0 Prelamin‐A/C  35298:12626

701.32167 2 timecourse_ATM_combo_4hr 701.31798 5.26 26.79 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 103.1 100 6.03E+06 LRLSPS#PTS#QR 0 392 ‐2,0 0 395 ‐5,0 0 0 Prelamin‐A/C  35452:75616

882.34702 2 timecourse_ATM_combo_2hr 882.34092 6.91 26.63 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVT.K 7.9 100 5.93E+04 GRAS#SHSS#QTQGGGSVT 11.5 403 0,1 22 407 0 0 Prelamin‐A/C  35454:109408

533.56848 3 timecourse_ATM_combo_2hr 533.56506 6.41 26.57 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 1703.0 100 1.05E+07 ASSHS#SQTQGGGSVTK 0 406 ‐3,3 0 0 0 0 Prelamin‐A/C  35454:93950

839.83229 2 timecourse_ATM_ctrl2 839.82712 6.16 26.51 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 81.2 100 1.01E+06 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 5.9 407 ‐1,0 0 0 Prelamin‐A/C  35447:96905

839.83302 2 timecourse_ATM_combo_1hr 839.82712 7.03 26.4 LMNA  LMNA_HUMAN 13 R.ASSHSS#QT#QGGGSVTK.K 7.5 100 4.42E+05 ASS#HSS#QTQGGGSVTK 0 404 0,2 8.7 407 ‐1,0 0 0 Prelamin‐A/C  35456:110007

799.84958 2 timecourse_ATM_combo_1hr 799.84395 7.04 26.37 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 9.8 100 5.41E+04 ASSHSS#QTQGGGSVTK 11.5 407 ‐1,0 0 0 0 0 Prelamin‐A/C  35456:100994

741.30471 2 timecourse_ATM_combo_1hr 741.30115 4.8 26.37 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 178.5 100 1.91E+07 LRLS#PS#PTS#QR 46.3 390 14.2 392 28.9 395 Prelamin‐A/C  35456:87608

500.20921 2 timecourse_ATM_ctrl2 500.20582 6.78 26.26 LMNA  LMNA_HUMAN 13 R.SSFS#QHAR.T 96.8 100 8.22E+05 SSFS#QHAR 10.3 431 ‐3,0 0 0 0 0 Prelamin‐A/C  35447:20467

566.72749 2 combeffx_ATM_PI3Ki 566.72540 3.69 26.1 LMNA  LMNA_HUMAN 13 R.LSPS#PTS#QR.S 48.7 100 1.55E+06 LSPS#PTS#QR 13.3 392 7.4 395 ‐1,0 0 0 Prelamin‐A/C  35299:15182

604.60913 3 combeffx_ATM_ctrl 604.60592 5.31 25.77 LMNA  LMNA_HUMAN 13 R.GRASSHSS#QTQGGGSVTK.K 29.0 100 1.08E+06 GRASSHSS#QTQGGGSVTK 33.7 407 0 0 0 0 Prelamin‐A/C  35294:54119

741.3043 2 timecourse_ATM_combo_4hr 741.30115 4.25 25.74 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 123.3 100 1.08E+07 LRLS#PS#PTS#QR 61.1 390 24.8 392 28.9 395 Prelamin‐A/C  35453:86230

631.26354 3 timecourse_ATM_combo_4hr 631.26136 3.45 25.73 LMNA  LMNA_HUMAN 13 R.GRASSHS#S#QTQGGGSVTK.K 205.6 100 1.81E+06 GRAS#SHSS#QTQGGGSVTK 10.3 403 0,1 17 407 0 0 Prelamin‐A/C  35452:123034

631.26483 3 timecourse_ATM_ctrl2 631.26136 5.5 25.71 LMNA  LMNA_HUMAN 13 R.GRASSHS#S#QTQGGGSVTK.K 117.8 100 1.29E+06 GRASS#HSS#QTQGGGSVTK 10.3 404 ‐1,0 30.7 407 0 0 Prelamin‐A/C  35446:112581

500.20841 2 timecourse_ATM_combo_1hr 500.20582 5.18 25.66 LMNA  LMNA_HUMAN 13 R.SSFS#QHAR.T 61.7 100 1.04E+06 SSFS#QHAR 10.3 431 ‐3,0 0 0 0 0 Prelamin‐A/C  35457:23384

741.30423 2 timecourse_ATM_ctrl1 741.30115 4.15 25.54 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 17.9 100 2.56E+06 LRLS#PS#PTS#QR 58 390 23.3 392 26.4 395 Prelamin‐A/C  35449:88454

509.88971 3 timecourse_ATM_combo_1hr 509.88603 7.22 25.49 LMNA  LMNA_HUMAN 13 A.SSHS#SQTQGGGSVTK.K 203.3 100 1.49E+06 SSHS#SQTQGGGSVTK 0 406 ‐3,3 0 0 0 0 Prelamin‐A/C  35456:93455

799.84906 2 timecourse_ATM_ctrl2 799.84395 6.4 25.48 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 493.2 100 3.25E+06 ASSHSS#QTQGGGSVTK 10.3 407 0,2 0 0 0 0 Prelamin‐A/C  35447:88414

839.83221 2 timecourse_ATM_combo_4hr 839.82712 6.06 25.45 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGS#VTK.K 970.2 100 2.44E+06 ASSHSSQT#QGGGS#VTK 0 409 ‐3,0 15.5 414 0 0 Prelamin‐A/C  35452:105561

657.92075 3 timecourse_ATM_ctrl2 657.91680 6 25.4 LMNA  LMNA_HUMAN 13 R.GRAS#S#HS#SQTQGGGSVTK.K 27.3 100 2.40E+05 GRAS#S#HSS#QTQGGGSVTK 31.8 403 39.8 404 16.2 407 Prelamin‐A/C  35446:119189

741.30486 2 timecourse_ATM_ctrl2 741.30115 5 25.35 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 22.0 100 1.53E+06 LRLS#PS#PTS#QR 46.3 390 14.2 392 26.4 395 Prelamin‐A/C  35447:76451

863.89681 2 timecourse_ATM_ctrl1 863.89143 6.23 25.33 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTKK.R 30.6 100 1.73E+05 ASSHSS#QTQGGGSVTKK 9.3 407 0,2 0 0 0 0 Prelamin‐A/C  35448:113118

576.26631 3 timecourse_ATM_combo_1hr 576.26338 5.08 25.21 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTKK.R 342.7 100 2.52E+06 ASSHS#SQTQGGGSVTKK 0 406 ‐2,3 0 0 0 0 Prelamin‐A/C  35457:114143

839.83288 2 timecourse_ATM_ctrl1 839.82712 6.86 25.2 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 2921.4 100 1.67E+07 ASS#HS#SQTQGGGSVTK 0 404 ‐1,0 0 406 0,3 0 0 Prelamin‐A/C  35448:108778

566.72804 2 timecourse_ATM_combo_2hr 566.72540 4.66 25.04 LMNA  LMNA_HUMAN 13 R.LSPS#PTS#QR.S 174.9 100 5.50E+06 LSPS#PTS#QR 13.3 392 19.3 395 0 0 Prelamin‐A/C  35455:35379

701.32062 2 timecourse_ATM_combo_4hr 701.31798 3.76 24.99 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 91.2 100 5.97E+06 LRLS#PSPTS#QR 28.9 390 26.4 395 0 0 Prelamin‐A/C  35452:75596

903.87965 2 timecourse_ATM_combo_2hr 903.87459 5.61 24.81 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTKK.R 71.6 100 2.98E+05 ASS#HSS#QTQGGGSVTKK 0 404 ‐1,0 24.8 407 0 0 Prelamin‐A/C  35455:112760

701.32184 2 timecourse_ATM_ctrl1 701.31798 5.5 24.81 LMNA  LMNA_HUMAN 13 R.LRLSPS#PTS#QR.S 21.3 100 1.24E+06 LRLS#PSPTS#QR 28.9 390 27 395 0 0 Prelamin‐A/C  35448:78047

741.30462 2 timecourse_ATM_combo_1hr 741.30115 4.68 24.73 LMNA  LMNA_HUMAN 13 R.LRLS#PS#PTS#QR.S 171.6 100 1.71E+07 LRLS#PS#PTS#QR 37.5 390 11.3 392 0,2 24.4 395 Prelamin‐A/C  35457:87789

741.30471 2 timecourse_ATM_combo_8hr 741.30115 4.8 24.61 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 68.4 100 6.69E+06 LRLS#PS#PTS#QR 46.3 390 14.2 392 28.9 395 Prelamin‐A/C  35450:86638

839.83151 2 timecourse_ATM_ctrl2 839.82712 5.23 24.59 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 19.0 100 2.11E+05 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 13.2 407 0 0 Prelamin‐A/C  35446:95115

560.22324 3 timecourse_ATM_ctrl1 560.22050 4.89 24.58 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 0.00E+00 AS#SHSS#QTQGGGSVTK 0 403 0,3 5.3 407 ‐3,0 0 0 Prelamin‐A/C  35448:108698

701.32075 2 timecourse_ATM_combo_2hr 701.31798 3.95 24.55 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#SQR.S 77.5 100 3.57E+06 LRLS#PSPTS#QR 28.9 390 6.5 395 ‐1,0 0 0 Prelamin‐A/C  35455:72927

839.83282 2 timecourse_ATM_ctrl1 839.82712 6.79 24.55 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 10.2 100 4.09E+05 ASS#HSS#QTQGGGSVTK 0 404 0,2 14.2 407 0 0 Prelamin‐A/C  35448:108768

533.56857 3 timecourse_ATM_ctrl1 533.56506 6.58 24.53 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 1162.6 100 1.45E+07 ASSHS#SQTQGGGSVTK 9.5 406 ‐2,0 0 0 0 0 Prelamin‐A/C  35448:100004

602.92256 3 timecourse_ATM_combo_2hr 602.91882 6.2 24.38 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTKK.R 66.9 100 7.40E+05 ASS#HSS#QTQGGGSVTKK 7.7 404 ‐1,0 22 407 0 0 Prelamin‐A/C  35454:112848

533.56795 3 timecourse_ATM_ctrl2 533.56506 5.42 24.25 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 24.1 94 6.76E+05 ASS#HSSQTQGGGSVTK 15.9 404 0 0 0 0 Prelamin‐A/C  35447:88334

839.83163 2 timecourse_ATM_combo_1hr 839.82712 5.37 24.03 LMNA  LMNA_HUMAN 13 R.ASSHSS#QT#QGGGSVTK.K 883.2 94 6.71E+06 ASSHS#SQT#QGGGSVTK 14.2 406 8.7 409 ‐2,0 0 0 Prelamin‐A/C  35457:109785

799.84873 2 timecourse_ATM_combo_8hr 799.84395 5.98 23.93 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 7.4 94 4.05E+04 ASSHS#SQTQGGGSVTK 0 406 0,1 0 0 0 0 Prelamin‐A/C  35451:100343

741.30534 2 timecourse_ATM_ctrl2 741.30115 5.65 23.6 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 20.1 100 1.35E+06 LRLS#PS#PTS#QR 34.5 390 15.5 392 28.9 395 Prelamin‐A/C  35446:75278

566.72842 2 timecourse_ATM_combo_4hr 566.72540 5.33 23.55 LMNA  LMNA_HUMAN 13 R.LSPS#PTS#QR.S 170.5 100 5.89E+06 LSPS#PTS#QR 13.3 392 18.4 395 0 0 Prelamin‐A/C  35452:37136

755.88313 2 timecourse_ATM_combo_4hr 755.87926 5.12 23.35 LMNA  LMNA_HUMAN 12 R.IDSLSAQLS#QLQK.Q 7.6 100 4.22E+05 IDSLSAQLS#QLQK 23.6 307 0 0 0 0 Prelamin‐A/C  35452:88161

799.84857 2 timecourse_ATM_ctrl1 799.84395 5.78 23.28 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTK.K 8.0 94 3.33E+04 ASSHSSQT#QGGGSVTK 13.3 409 0 0 0 0 Prelamin‐A/C  35448:99974

799.84867 2 timecourse_ATM_combo_2hr 799.84395 5.9 23.26 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 6.8 94 2.91E+04 ASSHS#SQTQGGGSVTK 0 406 0,3 0 0 0 0 Prelamin‐A/C  35454:93920

799.84833 2 timecourse_ATM_combo_8hr 799.84395 5.48 23.1 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 24.1 94 4.17E+05 ASSHSS#QTQGGGSVTK 7.4 407 ‐1,0 0 0 0 0 Prelamin‐A/C  35450:99437

566.72879 2 timecourse_ATM_combo_2hr 566.72540 5.98 23.08 LMNA  LMNA_HUMAN 13 R.LSPS#PTS#QR.S 193.7 100 6.04E+06 LSPS#PTS#QR 13.3 392 8.6 395 ‐1,0 0 0 Prelamin‐A/C  35454:36321

741.30478 2 timecourse_ATM_combo_4hr 741.30115 4.9 22.94 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 117.1 100 1.05E+07 LRLS#PS#PTS#QR 49.6 390 15.5 392 32.4 395 Prelamin‐A/C  35452:84551

839.83212 2 timecourse_ATM_ctrl2 839.82712 5.95 22.67 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 9.1 94 4.07E+04 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 6.6 407 0,2 0 0 Prelamin‐A/C  35446:95165

533.56786 3 timecourse_ATM_combo_8hr 533.56506 5.25 22.56 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 1535.6 100 1.12E+07 ASSHS#SQTQGGGSVTK 0 406 ‐2,3 0 0 0 0 Prelamin‐A/C  35451:100313

799.84861 2 timecourse_ATM_combo_2hr 799.84395 5.83 22.53 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 8.0 94 3.60E+04 ASSHS#SQTQGGGSVTK 8.6 406 0,3 0 0 0 0 Prelamin‐A/C  35455:93705

657.92023 3 timecourse_ATM_combo_4hr 657.91680 5.21 22.35 LMNA  LMNA_HUMAN 13 R.GRAS#S#HS#SQTQGGGSVTK.K 15.6 94 2.25E+05 GRAS#S#HSS#QTQGGGSVTK 31.8 403 39.8 404 15 407 Prelamin‐A/C  35453:132225

566.72853 2 timecourse_ATM_combo_4hr 566.72540 5.52 22.17 LMNA  LMNA_HUMAN 13 R.LSPS#PTS#QR.S 146.2 100 5.96E+06 LSPS#PT#SQR 11.6 392 0,3 0 394 0,1 0 0 Prelamin‐A/C  35453:37877

644.7794 2 timecourse_ATM_combo_2hr 644.77595 5.35 22.1 LMNA  LMNA_HUMAN 13 L.RLS#PSPTS#QR.S 36.2 100 8.60E+05 RLS#PSPTS#QR 37.4 390 13.2 395 0 0 Prelamin‐A/C  35455:59630

604.61241 3 combeffx_ATM_ctrl 604.60592 10.73 22.02 LMNA  LMNA_HUMAN 13 R.GRASSHSS#QTQGGGSVTK.K 2.1 92 3.35E+04 GRASSHSS#QTQGGGSVTK 21.8 407 0 0 0 0 Prelamin‐A/C  35294:54129

631.26451 3 timecourse_ATM_ctrl2 631.26136 4.99 21.97 LMNA  LMNA_HUMAN 13 R.GRASSHS#S#QTQGGGSVTK.K 270.5 100 2.12E+06 GRASS#HSS#QTQGGGSVTK 5.9 404 ‐1,0 30.7 407 0 0 Prelamin‐A/C  35447:114733

701.32232 2 timecourse_ATM_combo_1hr 701.31798 6.19 21.92 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 115.6 100 7.30E+06 LRLS#PSPTS#QR 19.3 390 8.6 395 ‐1,0 0 0 Prelamin‐A/C  35456:78189

560.22256 3 timecourse_ATM_combo_1hr 560.22050 3.68 21.83 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 424.3 100 9.56E+06 ASSHS#S#QTQGGGSVTK 6 406 ‐3,0 3.7 407 ‐3,0 0 0 Prelamin‐A/C  35457:109695

602.92178 3 timecourse_ATM_ctrl1 602.91882 4.91 21.79 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTKK.R 340.6 100 3.50E+06 ASS#HSSQT#QGGGSVTKK 7 404 0,2 9.6 409 ‐2,0 0 0 Prelamin‐A/C  35449:122022

903.88071 2 timecourse_ATM_ctrl1 903.87459 6.77 21.75 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTKK.R 170.3 100 7.56E+05 ASS#HSS#QTQGGGSVTKK 0 404 ‐1,0 13.2 407 0 0 Prelamin‐A/C  35448:120081

799.84914 2 timecourse_ATM_ctrl2 799.84395 6.49 21.45 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 7.0 94 4.12E+04 ASSHSSQT#QGGGSVTK 0 409 ‐6,0 0 0 0 0 Prelamin‐A/C  35447:88424

701.32131 2 timecourse_ATM_combo_1hr 701.31798 4.75 21.37 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 108.3 100 7.01E+06 LRLS#PSPTS#QR 28.9 390 20.4 395 0 0 Prelamin‐A/C  35457:78516

494.53847 3 timecourse_ATM_combo_2hr 494.53652 3.94 21.34 LMNA  LMNA_HUMAN 13 R.LRLS#PS#PTS#QR.S 27.3 100 1.60E+06 LRLS#PS#PTS#QR 52.6 390 63.8 392 13.2 395 Prelamin‐A/C  35455:81605

644.77955 2 timecourse_ATM_combo_8hr 644.77595 5.58 21.19 LMNA  LMNA_HUMAN 13 L.RLS#PSPTS#QR.S 30.3 100 1.21E+06 RLS#PSPTS#QR 37.4 390 22.9 395 0 0 Prelamin‐A/C  35450:63433

533.56736 3 timecourse_ATM_ctrl1 533.56506 4.31 21.16 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTK.K 10.0 100 6.22E+05 ASSHS#SQTQGGGSVTK 10.7 406 0,1 0 0 0 0 Prelamin‐A/C  35449:101473

701.32232 2 timecourse_ATM_ctrl2 701.31798 6.19 21.16 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 11.1 100 4.39E+05 LRLS#PSPTS#QR 28.9 390 21.5 395 0 0 Prelamin‐A/C  35446:67135

839.83258 2 timecourse_ATM_combo_1hr 839.82712 6.5 21.12 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 196.5 94 2.98E+06 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 10.3 407 ‐1,0 0 0 Prelamin‐A/C  35456:109967

799.84812 2 timecourse_ATM_ctrl2 799.84395 5.21 21.09 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTK.K 12.5 94 7.31E+04 ASSHS#SQTQGGGSVTK 0 406 0,3 0 0 0 0 Prelamin‐A/C  35446:86897

799.84897 2 timecourse_ATM_combo_2hr 799.84395 6.28 20.92 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 6.7 94 2.54E+04 ASSHSS#QTQGGGSVTK 16.2 407 0 0 0 0 Prelamin‐A/C  35454:93940

775.7822 2 timecourse_ATM_combo_1hr 775.77964 3.3 20.87 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVT.K 16.1 100 6.40E+05 ASS#HSS#QTQGGGSVT 0 404 ‐1,0 24.4 407 0 0 Prelamin‐A/C  35457:95889

882.34553 2 timecourse_ATM_combo_1hr 882.34092 5.22 20.86 LMNA  LMNA_HUMAN 13 R.GRAS#S#HSSQTQGGGSVT.K 9.9 100 1.09E+05 GRAS#SHSS#QTQGGGSVT 21.5 403 0 407 ‐1,0 0 0 Prelamin‐A/C  35457:117502

741.30321 2 timecourse_ATM_combo_1hr 741.30115 2.78 20.78 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 14.0 94 8.35E+05 LRLS#PS#PTS#QR 43.5 390 13.2 392 28.9 395 Prelamin‐A/C  35457:87759

701.32125 2 combeffx_ATM_comboi 701.31798 4.66 20.74 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 47.3 100 8.03E+06 LRLS#PSPTS#QR 16.2 390 20.4 395 0 0 Prelamin‐A/C  35301:30756

799.84831 2 timecourse_ATM_combo_1hr 799.84395 5.45 20.65 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTK.K 10.9 94 4.76E+04 ASSHSS#QTQGGGSVTK 11.5 407 ‐4,0 0 0 0 0 Prelamin‐A/C  35457:100762

741.30488 2 timecourse_ATM_combo_2hr 741.30115 5.03 20.61 LMNA  LMNA_HUMAN 13 R.LRLS#PS#PTS#QR.S 158.7 100 9.64E+06 LRLS#PS#PTS#QR 58 390 23.3 392 28.9 395 Prelamin‐A/C  35454:82110

741.30425 2 timecourse_ATM_combo_2hr 741.30115 4.18 20.41 LMNA  LMNA_HUMAN 13 R.LRLSPS#PT#S#QR.S 19.2 100 9.85E+05 LRLSPS#PT#S#QR 0 392 ‐2,0 0 394 ‐4,0 0 395 ‐5,0 Prelamin‐A/C  35455:81625

799.8484 2 timecourse_ATM_ctrl1 799.84395 5.56 20.27 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTK.K 12.1 100 1.23E+05 ASSHS#SQTQGGGSVTK 0 406 0,3 0 0 0 0 Prelamin‐A/C  35448:99954

657.92052 3 timecourse_ATM_ctrl2 657.91680 5.65 20.09 LMNA  LMNA_HUMAN 13 R.GRAS#S#HS#SQTQGGGSVTK.K 19.4 94 2.34E+05 GRAS#S#HSS#QTQGGGSVTK 38.5 403 31.5 404 5.3 407 ‐1,0 Prelamin‐A/C  35447:121556

799.84866 2 timecourse_ATM_combo_2hr 799.84395 5.89 19.94 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 12.4 100 1.10E+05 ASSHSS#QTQGGGSVTK 7.4 407 ‐1,0 0 0 0 0 Prelamin‐A/C  35454:93910

533.56763 3 timecourse_ATM_combo_1hr 533.56506 4.82 19.83 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 27.6 94 1.22E+06 ASSHS#SQTQGGGSVTK 7.5 406 ‐3,3 0 0 0 0 Prelamin‐A/C  35456:100894

839.83244 2 timecourse_ATM_ctrl1 839.82712 6.33 19.79 LMNA  LMNA_HUMAN 13 R.AS#SHSSQTQGGGSVT#K.K 3262.4 100 1.83E+07 ASSHSSQT#QGGGSVT#K 0 409 ‐6,0 6.4 416 ‐13,0 0 0 Prelamin‐A/C  35448:108718

839.83251 2 timecourse_ATM_ctrl1 839.82712 6.42 19.52 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 9.7 94 8.31E+04 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 0 407 ‐1,0 0 0 Prelamin‐A/C  35448:108738

799.8482 2 timecourse_ATM_combo_2hr 799.84395 5.31 19.44 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTK.K 10.4 100 8.42E+04 ASSHS#SQTQGGGSVTK 0 406 ‐3,0 0 0 0 0 Prelamin‐A/C  35455:93655

533.56671 3 timecourse_ATM_combo_1hr 533.56506 3.09 19.37 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 22.4 94 9.43E+05 ASSHS#SQTQGGGSVTK 5.9 406 ‐3,3 0 0 0 0 Prelamin‐A/C  35457:100672

799.84946 2 timecourse_ATM_combo_1hr 799.84395 6.89 19.26 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 9.6 94 1.20E+04 ASSHSS#QTQGGGSVTK 21.5 407 0 0 0 0 Prelamin‐A/C  35456:100974

839.83278 2 timecourse_ATM_ctrl1 839.82712 6.74 18.6 LMNA  LMNA_HUMAN 13 R.ASSHS#S#QTQGGGSVTK.K 9.2 94 2.64E+04 ASS#HSS#QTQGGGSVTK 0 404 0,2 11.5 407 ‐4,0 0 0 Prelamin‐A/C  35448:108748

879.81643 2 timecourse_ATM_ctrl2 879.81028 6.99 18.6 LMNA  LMNA_HUMAN 13 R.AS#S#HSSQTQGGGSVT#K.K 41.9 100 2.30E+05 AS#SHSS#QTQGGGS#VTK 0 403 0,1 11.5 407 ‐1,0 0 414 0,2 Prelamin‐A/C  35446:101977

799.84875 2 timecourse_ATM_ctrl2 799.84395 6 18.44 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 6.8 94 1.29E+04 ASSHSS#QTQGGGSVTK 13.2 407 0 0 0 0 Prelamin‐A/C  35446:86917

799.84847 2 timecourse_ATM_combo_4hr 799.84395 5.65 18.18 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 4.5 94 7.06E+03 ASSHSS#QTQGGGSVTK 10.3 407 0,2 0 0 0 0 Prelamin‐A/C  35453:98992

799.84814 2 timecourse_ATM_combo_8hr 799.84395 5.24 18.18 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 5.9 94 1.70E+04 ASSHSS#QTQGGGSVTK 9.3 407 ‐4,2 0 0 0 0 Prelamin‐A/C  35450:99427

673.96427 3 timecourse_ATM_combo_1hr 673.95968 6.81 18.05 LMNA  LMNA_HUMAN 13 R.GRASSHS#S#QTQGGGSVTKK.R 50.9 100 4.48E+05 GRASSHS#S#QTQGGGSVTKK 10.4 406 ‐3,0 20.8 407 0 0 Prelamin‐A/C  35456:139419

799.84855 2 timecourse_ATM_combo_4hr 799.84395 5.75 17.6 LMNA  LMNA_HUMAN 13 R.ASSHS#SQTQGGGSVTK.K 5.7 94 2.21E+04 ASSHS#SQTQGGGSVTK 7.9 406 0,3 0 0 0 0 Prelamin‐A/C  35453:99002

839.83133 2 timecourse_ATM_combo_1hr 839.82712 5.01 17.48 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 70.1 94 1.51E+06 ASS#HSS#QTQGGGSVTK 0 404 ‐1,0 7.5 407 0,2 0 0 Prelamin‐A/C  35457:109735

839.83257 2 timecourse_ATM_combo_1hr 839.82712 6.49 17.39 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 10.0 94 8.69E+04 ASS#HSS#QTQGGGSVTK 0 404 0,2 7.5 407 ‐4,0 0 0 Prelamin‐A/C  35456:109957

701.32198 2 timecourse_ATM_ctrl2 701.31798 5.7 17.22 LMNA  LMNA_HUMAN 13 R.LRLS#PSPTS#QR.S 12.0 100 5.22E+05 LRLS#PSPTS#QR 28.9 390 8.6 395 ‐1,0 0 0 Prelamin‐A/C  35447:68226

741.30515 2 timecourse_ATM_combo_4hr 741.30115 5.4 17.21 LMNA  LMNA_HUMAN 13 R.LRLS#PSPT#S#QR.S 12.2 100 8.76E+05 LRLS#PSPT#S#QR 28.9 390 8.7 394 ‐2,0 17.5 395 Prelamin‐A/C  35452:84571

764.32939 2 timecourse_ATM_ctrl2 764.32540 5.22 16.93 LMNA  LMNA_HUMAN 13 A.SSHSS#QTQGGGSVTK.K 4.8 94 3.46E+04 SSHSS#QTQGGGSVTK 16.2 407 0 0 0 0 Prelamin‐A/C  35447:81617

560.22292 3 timecourse_ATM_combo_4hr 560.22050 4.32 16.66 LMNA  LMNA_HUMAN 13 R.ASSHSS#QT#QGGGSVTK.K 231.7 100 3.47E+06 ASSHS#S#QTQGGGSVTK 17.8 406 24.4 407 0 0 Prelamin‐A/C  35453:107562

588.56634 3 timecourse_ATM_combo_2hr 588.56304 5.61 16.07 LMNA  LMNA_HUMAN 13 R.GRASS#HS#SQTQGGGSVT.K 5.1 100 5.04E+04 GRASS#HSS#QTQGGGSVT 8.5 404 ‐1,10 1.9 407 ‐1,7 0 0 Prelamin‐A/C  35455:109065

799.84806 2 timecourse_ATM_ctrl2 799.84395 5.14 14.79 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 9.6 94 2.15E+04 ASSHSS#QTQGGGSVTK 5.9 407 ‐4,0 0 0 0 0 Prelamin‐A/C  35446:86887

566.72859 2 timecourse_ATM_ctrl2 566.72540 5.63 14.11 LMNA  LMNA_HUMAN 13 R.LSPS#PTS#QR.S 45.0 100 1.17E+06 LSPS#PT#SQR 8.7 392 0,3 0 394 0,1 0 0 Prelamin‐A/C  35447:33285

799.84813 2 timecourse_ATM_ctrl1 799.84395 5.23 14.09 LMNA  LMNA_HUMAN 13 R.ASSHSS#QTQGGGSVTK.K 11.2 94 7.95E+04 ASSHSS#QTQGGGSVTK 6.9 407 ‐4,0 0 0 0 0 Prelamin‐A/C  35449:101533

839.83167 2 timecourse_ATM_combo_4hr 839.82712 5.42 13.55 LMNA  LMNA_HUMAN 13 R.ASS#HS#SQTQGGGSVTK.K 7.2 94 4.58E+04 ASS#HS#SQTQGGGSVTK 0 404 ‐1,0 0 406 0,3 0 0 Prelamin‐A/C  35453:107582

799.84928 2 timecourse_ATM_ctrl1 799.84395 6.66 13.54 LMNA  LMNA_HUMAN 13 R.ASSHSSQT#QGGGSVTK.K 7.5 94 1.27E+04 ASSHSS#QTQGGGSVTK 26.4 407 0 0 0 0 Prelamin‐A/C  35448:100014

879.81587 2 timecourse_ATM_ctrl2 879.81028 6.35 13.22 LMNA  LMNA_HUMAN 13 R.AS#S#HSSQTQGGGSVT#K.K 24.0 100 2.07E+05 AS#SHSS#QTQGGGS#VTK 0 403 0,1 11.5 407 ‐1,0 18.9 414 Prelamin‐A/C  35447:103978

763.87988 2 combeffx_ATM_comboi 763.87671 4.15 68.96 LMNB1  LMNB1_HUMAN 3 R.IESLSS#QLSNLQK.E 46.5 100 6.82E+06 IESLSS#QLSNLQK 11.5 305 ‐1,0 0 0 0 0 Lamin‐B1  35300:40226

763.87959 2 combeffx_ATM_comboi 763.87671 3.77 68.25 LMNB1  LMNB1_HUMAN 3 R.IESLSS#QLSNLQK.E 43.7 100 5.01E+06 IESLSS#QLSNLQK 13.2 305 0 0 0 0 Lamin‐B1  35301:37072

763.88195 2 timecourse_ATM_combo_8hr 763.87671 6.86 56.05 LMNB1  LMNB1_HUMAN 3 R.IESLSS#QLSNLQK.E 195.5 100 8.29E+06 IESLSS#QLSNLQK 11.5 305 ‐1,0 0 0 0 0 Lamin‐B1  35450:92205

763.87876 2 combeffx_ATM_PI3Ki 763.87671 2.68 50.49 LMNB1  LMNB1_HUMAN 3 R.IESLSS#QLSNLQK.E 7.4 100 5.32E+05 IESLSS#QLSNLQK 10.3 305 ‐1,0 0 0 0 0 Lamin‐B1  35299:35705

763.88159 2 timecourse_ATM_combo_8hr 763.87671 6.39 39.43 LMNB1  LMNB1_HUMAN 3 R.IESLSS#QLSNLQK.E 206.4 100 8.86E+06 IESLSS#QLSNLQK 10.3 305 ‐1,0 0 0 0 0 Lamin‐B1  35451:93155

803.86466 2 timecourse_ATM_combo_8hr 803.85987 5.96 29.01 LMNB1  LMNB1_HUMAN 3 R.IESLSS#QLS#NLQK.E 4.7 94 2.25E+05 IESLSS#QLS#NLQK 16.2 305 41.7 308 0 0 Lamin‐B1  35451:101223

1047.18291 3 combeffx_ATM_ctrl 1047.17846 4.25 95.87 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 81.0 100 8.59E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 23.2 1197 0 0 0 0 LIM domain only protein 7  35295:74077

1047.18168 3 combeffx_ATM_MEKi 1047.17846 3.08 87.08 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 114.3 100 7.70E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 59.8 1197 0 0 0 0 LIM domain only protein 7  35296:61788

1047.18284 3 combeffx_ATM_comboi 1047.17846 4.18 86.87 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 117.1 100 3.01E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 24.8 1197 0 0 0 0 LIM domain only protein 7  35300:82021

1047.18232 3 combeffx_ATM_ctrl 1047.17846 3.69 79.52 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 77.9 100 8.62E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 52.6 1197 0 0 0 0 LIM domain only protein 7  35294:76614

1047.18289 3 combeffx_ATM_MEKi 1047.17846 4.23 78.34 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 92.8 100 5.20E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 59.8 1197 0 0 0 0 LIM domain only protein 7  35297:56488

1047.18246 3 combeffx_ATM_ctrl 1047.17846 3.82 77.53 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 78.9 100 8.62E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 30.2 1197 0 0 0 0 LIM domain only protein 7  35294:76624

1047.18292 3 combeffx_ATM_ctrl 1047.17846 4.26 76.73 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 81.8 100 8.59E+06 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,0 0 0 0 0 LIM domain only protein 7  35295:74087

1047.18146 3 combeffx_ATM_PI3Ki 1047.17846 2.86 76.16 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 134.2 100 1.57E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 24.8 1197 0 0 0 0 LIM domain only protein 7  35298:72606

1047.18182 3 combeffx_ATM_MEKi 1047.17846 3.21 75.07 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 114.4 100 7.70E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 52.6 1197 0 0 0 0 LIM domain only protein 7  35296:61808

1047.18122 3 timecourse_ATM_combo_4hr 1047.17846 2.64 74.14 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 448.0 100 1.21E+08 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 42.3 1197 0 0 0 0 LIM domain only protein 7  35452:172170

1047.18188 3 timecourse_ATM_combo_1hr 1047.17846 3.27 73.69 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 357.2 100 7.44E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 32.9 1197 0 0 0 0 LIM domain only protein 7  35456:177076

1047.183 3 combeffx_ATM_comboi 1047.17846 4.34 73.02 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 116.7 100 2.06E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 36.2 1197 0 0 0 0 LIM domain only protein 7  35301:74479

1047.18118 3 timecourse_ATM_combo_4hr 1047.17846 2.6 72.59 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 546.2 100 1.43E+08 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 39 1197 0 0 0 0 LIM domain only protein 7  35453:175461

1047.18291 3 combeffx_ATM_MEKi 1047.17846 4.25 71.6 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 91.1 100 5.20E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 34 1197 0 0 0 0 LIM domain only protein 7  35297:56498

1047.18155 3 combeffx_ATM_PI3Ki 1047.17846 2.95 71.26 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 137.0 100 1.57E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 23.5 1197 0 0 0 0 LIM domain only protein 7  35298:72626

1047.18313 3 combeffx_ATM_comboi 1047.17846 4.46 69.63 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 113.0 100 2.06E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 46.9 1197 0 0 0 0 LIM domain only protein 7  35301:74489

1047.18132 3 timecourse_ATM_combo_8hr 1047.17846 2.73 68.65 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 517.7 100 1.32E+08 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 50.3 1197 0 0 0 0 LIM domain only protein 7  35451:179710

1047.18 3 timecourse_ATM_ctrl1 1047.17846 1.47 68.6 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 326.0 100 7.35E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 23.2 1197 0 0 0 0 LIM domain only protein 7  35449:176969

1047.18427 3 timecourse_ATM_combo_1hr 1047.17846 5.55 68.35 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 108.8 94 3.50E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 24.8 1197 0 0 0 0 LIM domain only protein 7  35457:177725

1047.18152 3 timecourse_ATM_ctrl1 1047.17846 2.92 68.01 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 185.2 94 1.51E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,0 0 0 0 0 LIM domain only protein 7  35448:174160

1047.18078 3 timecourse_ATM_combo_2hr 1047.17846 2.22 67.95 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 348.7 100 4.43E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 28.5 1197 0 0 0 0 LIM domain only protein 7  35454:165421

1047.18618 3 timecourse_ATM_combo_1hr 1047.17846 7.37 65.77 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 102.5 94 3.08E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 59.8 1197 0 0 0 0 LIM domain only protein 7  35456:177096

995.15098 3 timecourse_ATM_combo_8hr 995.14476 6.25 65.76 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 172.4 100 1.55E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPS 14.3 1197 0 0 0 0 LIM domain only protein 7  35450:174890

1047.18114 3 timecourse_ATM_ctrl2 1047.17846 2.56 64.3 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 420.6 100 3.98E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 30.2 1197 0 0 0 0 LIM domain only protein 7  35447:164453

1047.17964 3 timecourse_ATM_combo_8hr 1047.17846 1.13 63.59 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 354.6 100 6.28E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 4.8 1204 ‐7,0 0 0 0 0 LIM domain only protein 7  35450:177150

1047.18522 3 timecourse_ATM_ctrl2 1047.17846 6.46 62.31 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 475.9 94 1.92E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 36.2 1197 0 0 0 0 LIM domain only protein 7  35447:164473

1010.9469 2 timecourse_ATM_combo_8hr 1010.94166 5.18 61.45 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPD.L 59.2 100 3.88E+06 RRS#QFFEQGSSDSVVPD 71.1 1197 0 0 0 0 LIM domain only protein 7  35450:136413

1047.18073 3 timecourse_ATM_combo_2hr 1047.17846 2.17 59.75 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 394.1 100 4.53E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 23.2 1197 0 0 0 0 LIM domain only protein 7  35455:166641

995.15062 3 timecourse_ATM_combo_2hr 995.14476 5.89 59.73 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 67.7 100 5.10E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPS 29.3 1197 0 0 0 0 LIM domain only protein 7  35454:163601

1047.18585 3 timecourse_ATM_ctrl2 1047.17846 7.06 59.21 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGS#SDSVVPDLPVPTISAPSR.W 527.2 100 4.01E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 23.2 1197 0 0 0 0 LIM domain only protein 7  35446:160992

1047.18528 3 timecourse_ATM_combo_4hr 1047.17846 6.51 58.9 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 99.3 94 2.92E+06 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 11.3 1204 ‐7,0 0 0 0 0 LIM domain only protein 7  35453:175481

995.15178 3 timecourse_ATM_ctrl1 995.14476 7.05 58.86 LMO7  LMO7_HUMAN 8 R.RS#QFFEQGSSDSVVPDLPVPTISAPSR.W 7.6 100 4.07E+05 RSQFFEQGSS#DSVVPDLPVPTISAPSR 4.9 1205 ‐1,2 0 0 0 0 LIM domain only protein 7  35448:172170

1047.18222 3 combeffx_ATM_PI3Ki 1047.17846 3.59 57.57 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 100.1 100 1.01E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 25 1197 0 0 0 0 LIM domain only protein 7  35299:68574

995.15084 3 timecourse_ATM_combo_4hr 995.14476 6.11 56.96 LMO7  LMO7_HUMAN 8 R.RS#QFFEQGSSDSVVPDLPVPTISAPSR.W 15.2 100 1.17E+06 RSQFFEQGS#SDSVVPDLPVPTISAPSR 1.5 1204 0,3 0 0 0 0 LIM domain only protein 7  35453:173251

995.15067 3 timecourse_ATM_ctrl2 995.14476 5.94 56.55 LMO7  LMO7_HUMAN 8 R.RS#QFFEQGSSDSVVPDLPVPTISAPSR.W 6.2 100 3.36E+05 RS#QFFEQGSSDSVVPDLPVPTISAPSR 6 1197 0,10 0 0 0 0 LIM domain only protein 7  35447:162073

1010.94701 2 timecourse_ATM_combo_4hr 1010.94166 5.29 56.35 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPD.L 22.4 100 1.29E+06 RRS#QFFEQGSSDSVVPD 73.3 1197 0 0 0 0 LIM domain only protein 7  35452:133518

1047.18221 3 combeffx_ATM_PI3Ki 1047.17846 3.58 54.23 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 100.3 100 1.01E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 0,1 0 0 0 0 LIM domain only protein 7  35299:68564

1047.18466 3 timecourse_ATM_combo_2hr 1047.17846 5.92 53.4 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 432.8 94 1.55E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 14.9 1197 0 0 0 0 LIM domain only protein 7  35455:166661

1047.1811 3 timecourse_ATM_combo_8hr 1047.17846 2.53 52.89 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 515.8 100 1.05E+08 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 22.4 1197 0 0 0 0 LIM domain only protein 7  35450:177160

1047.18411 3 timecourse_ATM_ctrl1 1047.17846 5.4 52.76 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 525.1 100 5.07E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 0,1 0 0 0 0 LIM domain only protein 7  35449:176999

1010.94698 2 timecourse_ATM_combo_4hr 1010.94166 5.26 51.36 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPD.L 29.4 100 1.46E+06 RRS#QFFEQGSSDSVVPD 48.9 1197 0 0 0 0 LIM domain only protein 7  35453:136215

1047.18239 3 timecourse_ATM_ctrl2 1047.17846 3.75 51.26 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 379.1 100 3.17E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 39 1197 0 0 0 0 LIM domain only protein 7  35446:160972

995.15147 3 timecourse_ATM_combo_8hr 995.14476 6.74 49.81 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 181.5 100 1.58E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPS 27.7 1197 0 0 0 0 LIM domain only protein 7  35451:177330

1047.18456 3 timecourse_ATM_combo_2hr 1047.17846 5.83 49.73 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 568.4 100 4.03E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 13.3 1197 0 0 0 0 LIM domain only protein 7  35454:165441

1047.18087 3 timecourse_ATM_combo_1hr 1047.17846 2.3 48.52 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 339.2 100 7.98E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 32.9 1197 0 0 0 0 LIM domain only protein 7  35457:177695

1047.18561 3 timecourse_ATM_ctrl1 1047.17846 6.83 47.13 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 492.5 100 4.78E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,0 0 0 0 0 LIM domain only protein 7  35448:174190

995.15112 3 timecourse_ATM_combo_4hr 995.14476 6.39 46.8 LMO7  LMO7_HUMAN 8 R.RS#QFFEQGSSDSVVPDLPVPTISAPSR.W 10.9 100 9.95E+05 RS#QFFEQGSSDSVVPDLPVPTISAPSR 21.8 1197 0 0 0 0 LIM domain only protein 7  35452:169990

995.15083 3 timecourse_ATM_combo_4hr 995.14476 6.1 46.63 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 102.7 100 9.36E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPS 7.7 1197 0,7 0 0 0 0 LIM domain only protein 7  35452:169980

995.15053 3 timecourse_ATM_combo_1hr 995.14476 5.8 46.61 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 54.9 100 6.10E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPS 16.2 1197 0 0 0 0 LIM domain only protein 7  35457:175705

995.15126 3 timecourse_ATM_combo_8hr 995.14476 6.53 45.58 LMO7  LMO7_HUMAN 8 R.RS#QFFEQGSSDSVVPDLPVPTISAPSR.W 13.8 100 1.27E+06 RS#QFFEQGSSDSVVPDLPVPTISAPSR 15.8 1197 0 0 0 0 LIM domain only protein 7  35451:177320

1010.94713 2 timecourse_ATM_combo_8hr 1010.94166 5.41 42.73 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPD.L 75.7 100 4.68E+06 RRS#QFFEQGSSDSVVPD 58.6 1197 0 0 0 0 LIM domain only protein 7  35451:138241

1047.18018 3 timecourse_ATM_combo_8hr 1047.17846 1.64 42.53 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 406.7 100 7.14E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 19.7 1197 0 0 0 0 LIM domain only protein 7  35451:179700

1047.18534 3 timecourse_ATM_combo_4hr 1047.17846 6.57 42.3 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 39.8 94 9.68E+05 RRS#QFFEQGSSDSVVPDLPVPTISAPSR 18.7 1197 0 0 0 0 LIM domain only protein 7  35452:172200

995.15058 3 timecourse_ATM_combo_1hr 995.14476 5.85 41.83 LMO7  LMO7_HUMAN 8 R.RSQFFEQGSS#DSVVPDLPVPTISAPSR.W 7.0 100 5.08E+05 RS#QFFEQGSSDSVVPDLPVPTISAPSR 7.9 1197 0,10 0 0 0 0 LIM domain only protein 7  35457:175715

995.15053 3 timecourse_ATM_combo_2hr 995.14476 5.8 41.73 LMO7  LMO7_HUMAN 8 R.RSQFFEQGSSDS#VVPDLPVPTISAPSR.W 8.8 100 4.29E+05 RSQFFEQGSS#DSVVPDLPVPTISAPSR 6.6 1205 ‐8,2 0 0 0 0 LIM domain only protein 7  35455:164661

794.81611 2 timecourse_ATM_combo_1hr 794.81125 6.11 41.52 LMO7  LMO7_HUMAN 6 R.SHS#PSASQSGS#QLR.N 12.8 100 1.74E+05 SHS#PSASQSGS#QLR 42.6 1593 29.6 1601 0 0 LIM domain only protein 7  35456:99864

785.63792 4 combeffx_ATM_PI3Ki 785.63566 2.88 41.47 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 288.4 100 3.79E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 5.9 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35298:72616

785.63888 4 combeffx_ATM_comboi 785.63566 4.1 40.71 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGS#SDSVVPDLPVPTISAPSR.W 279.0 100 8.59E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 11.6 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35300:82001

785.6381 4 combeffx_ATM_MEKi 785.63566 3.11 39.94 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGS#SDSVVPDLPVPTISAPSR.W 225.4 100 1.77E+07 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 3 1205 ‐8,2 0 0 0 0 LIM domain only protein 7  35296:61798

785.6408 4 timecourse_ATM_combo_4hr 785.63566 6.54 38.3 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 154.3 94 3.31E+06 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 0 1205 ‐8,0 0 0 0 0 LIM domain only protein 7  35453:175491

995.15068 3 timecourse_ATM_combo_4hr 995.14476 5.95 38.02 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 109.4 100 1.02E+07 RRS#QFFEQGSSDSVVPDLPVPTISAPS 20.3 1197 0 0 0 0 LIM domain only protein 7  35453:173241

785.6379 4 combeffx_ATM_PI3Ki 785.63566 2.85 37.54 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGS#SDSVVPDLPVPTISAPSR.W 277.9 100 3.79E+07 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 0 1205 ‐8,2 0 0 0 0 LIM domain only protein 7  35298:72596

785.63898 4 combeffx_ATM_comboi 785.63566 4.23 36.45 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 282.6 100 8.60E+07 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 7 1205 ‐8,2 0 0 0 0 LIM domain only protein 7  35300:82031

995.15057 3 timecourse_ATM_ctrl1 995.14476 5.85 36.27 LMO7  LMO7_HUMAN 8 R.RSQFFEQGS#SDSVVPDLPVPTISAPSR.W 7.2 100 4.48E+05 RS#QFFEQGSSDSVVPDLPVPTISAPSR 9.8 1197 0,10 0 0 0 0 LIM domain only protein 7  35449:174999

785.63835 4 combeffx_ATM_PI3Ki 785.63566 3.42 35.99 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 264.0 100 2.64E+07 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 8.1 1205 ‐8,2 0 0 0 0 LIM domain only protein 7  35299:68554

785.64034 4 timecourse_ATM_combo_2hr 785.63566 5.96 35.98 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 501.9 94 1.25E+07 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 0 1205 ‐8,2 0 0 0 0 LIM domain only protein 7  35454:165451

785.63875 4 combeffx_ATM_ctrl 785.63566 3.93 35.88 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 197.1 100 2.16E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 2.7 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35295:74067

785.6383 4 combeffx_ATM_PI3Ki 785.63566 3.36 35.64 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 260.4 100 2.64E+07 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 0 1205 ‐8,2 0 0 0 0 LIM domain only protein 7  35299:68544

785.63758 4 timecourse_ATM_ctrl2 785.63566 2.44 35.4 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGS#SDSVVPDLPVPTISAPSR.W 541.3 94 4.21E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35447:164443

995.15108 3 timecourse_ATM_combo_1hr 995.14476 6.35 34.97 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 51.1 100 5.69E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPS 6.3 1197 0,7 0 0 0 0 LIM domain only protein 7  35456:175346

794.81676 2 timecourse_ATM_ctrl1 794.81125 6.93 34.3 LMO7  LMO7_HUMAN 6 R.SHS#PSAS#QSGSQLR.N 11.4 100 1.56E+05 SHS#PSASQSGS#QLR 24.2 1593 29.6 1601 0 0 LIM domain only protein 7  35448:98871

785.6377 4 timecourse_ATM_combo_2hr 785.63566 2.6 33.31 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 509.7 100 4.95E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35455:166651

785.6381 4 timecourse_ATM_ctrl1 785.63566 3.11 33.26 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 424.2 100 7.29E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35448:174170

995.15151 3 timecourse_ATM_ctrl2 995.14476 6.78 33.02 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 45.4 100 3.71E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPS 7.9 1197 0,10 0 0 0 0 LIM domain only protein 7  35446:158922

785.6376 4 timecourse_ATM_combo_1hr 785.63566 2.47 32.97 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 425.5 100 9.09E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 0,3 0 0 0 0 LIM domain only protein 7  35457:177705

995.15185 3 timecourse_ATM_combo_1hr 995.14476 7.12 32.47 LMO7  LMO7_HUMAN 8 R.RS#QFFEQGSSDSVVPDLPVPTISAPSR.W 8.7 100 5.38E+05 RSQFFEQGS#SDSVVPDLPVPTISAPSR 4.8 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35456:175356

794.81481 2 timecourse_ATM_combo_1hr 794.81125 4.48 32.43 LMO7  LMO7_HUMAN 6 R.SHS#PSAS#QSGSQLR.N 10.4 100 1.66E+05 SHS#PSASQSGS#QLR 30.7 1593 34.5 1601 0 0 LIM domain only protein 7  35457:99642

762.3217 2 timecourse_ATM_combo_8hr 762.31737 5.68 32.05 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSD.S 11.2 100 5.83E+05 RRS#QFFEQGSSD 60.5 1197 0 0 0 0 LIM domain only protein 7  35450:91715

785.638 4 timecourse_ATM_combo_8hr 785.63566 2.98 31.66 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 730.4 100 1.21E+08 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35450:177170

995.15141 3 timecourse_ATM_ctrl1 995.14476 6.68 31.41 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 61.1 100 5.97E+06 RRSQFFEQGS#SDSVVPDLPVPTISAPS 6.6 1204 ‐7,0 0 0 0 0 LIM domain only protein 7  35448:172160

785.63895 4 combeffx_ATM_comboi 785.63566 4.19 30.98 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 277.6 100 5.41E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 3.9 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35301:74459

1010.94717 2 timecourse_ATM_combo_2hr 1010.94166 5.45 30.95 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPD.L 6.6 100 1.89E+05 RRS#QFFEQGSSDSVVPD 70.6 1197 0 0 0 0 LIM domain only protein 7  35454:129635

785.63883 4 combeffx_ATM_MEKi 785.63566 4.03 30.73 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 189.7 100 1.27E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35297:56478

794.81638 2 timecourse_ATM_combo_2hr 794.81125 6.45 30.3 LMO7  LMO7_HUMAN 6 R.SHS#PSASQSGS#QLR.N 9.5 100 1.05E+05 SHS#PSASQSGS#QLR 30.7 1593 25.9 1601 0 0 LIM domain only protein 7  35454:92989

794.81597 2 timecourse_ATM_combo_2hr 794.81125 5.94 29.93 LMO7  LMO7_HUMAN 6 R.SHS#PSASQSGS#QLR.N 9.1 100 9.76E+04 SHS#PSASQSGS#QLR 24.2 1593 15.2 1601 0 0 LIM domain only protein 7  35455:92675

995.15177 3 timecourse_ATM_combo_2hr 995.14476 7.04 29.22 LMO7  LMO7_HUMAN 8 R.RS#QFFEQGSSDSVVPDLPVPTISAPSR.W 6.4 100 3.01E+05 RS#QFFEQGSSDSVVPDLPVPTISAPSR 11.6 1197 0,10 0 0 0 0 LIM domain only protein 7  35454:163611

785.64063 4 timecourse_ATM_combo_2hr 785.63566 6.34 28.91 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGS#SDSVVPDLPVPTISAPSR.W 599.2 94 1.70E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 5.9 1204 ‐7,0 0 0 0 0 LIM domain only protein 7  35455:166671

995.15133 3 timecourse_ATM_combo_8hr 995.14476 6.6 28.45 LMO7  LMO7_HUMAN 8 R.RSQFFEQGSS#DSVVPDLPVPTISAPSR.W 14.5 100 1.22E+06 RSQFFEQGSS#DSVVPDLPVPTISAPSR 4.3 1205 ‐8,2 0 0 0 0 LIM domain only protein 7  35450:174900

995.15049 3 timecourse_ATM_ctrl1 995.14476 5.76 28.37 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPS.R 55.0 100 5.77E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPS 9.4 1197 0,8 0 0 0 0 LIM domain only protein 7  35449:174989

785.63994 4 timecourse_ATM_combo_1hr 785.63566 5.45 27.89 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 792.7 100 7.29E+07 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 0 1205 ‐8,0 0 0 0 0 LIM domain only protein 7  35457:177715

785.6388 4 combeffx_ATM_MEKi 785.63566 4 27.85 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 191.8 100 1.27E+07 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 11.9 1205 ‐8,2 0 0 0 0 LIM domain only protein 7  35297:56468

785.6379 4 timecourse_ATM_combo_4hr 785.63566 2.85 27.64 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 681.0 100 1.48E+08 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 3.9 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35453:175471

1073.83972 3 timecourse_ATM_combo_4hr 1073.83390 5.42 27.2 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGS#S#DSVVPDLPVPTISAPSR.W 4.8 100 3.60E+05 RRSQFFEQGS#S#DSVVPDLPVPTISAPSR 0 1204 ‐7,0 0 1205 ‐8,0 0 0 LIM domain only protein 7  35452:173740

794.81651 2 timecourse_ATM_ctrl2 794.81125 6.62 27.02 LMO7  LMO7_HUMAN 6 R.SHS#PSAS#QSGSQLR.N 10.1 100 8.71E+04 SHS#PSASQSGS#QLR 14.5 1593 43.5 1601 0 0 LIM domain only protein 7  35446:85856

785.63836 4 combeffx_ATM_ctrl 785.63566 3.44 26.83 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 175.8 100 1.92E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35294:76604

785.63776 4 timecourse_ATM_combo_2hr 785.63566 2.67 26.56 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGS#SDSVVPDLPVPTISAPSR.W 516.2 100 5.00E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 4.4 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35454:165431

785.63696 4 timecourse_ATM_ctrl1 785.63566 1.65 25.98 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 522.8 100 6.69E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35449:176979

794.81613 2 timecourse_ATM_combo_4hr 794.81125 6.14 25.2 LMO7  LMO7_HUMAN 6 R.SHS#PSAS#QSGSQLR.N 6.6 100 9.20E+04 SHS#PSAS#QSGSQLR 14.5 1593 0 1597 ‐2,2 0 0 LIM domain only protein 7  35453:97912

785.64093 4 timecourse_ATM_ctrl2 785.63566 6.71 24.97 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 890.5 100 4.99E+07 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 4.4 1204 ‐7,0 0 0 0 0 LIM domain only protein 7  35446:160982



995.15047 3 timecourse_ATM_combo_2hr 995.14476 5.74 24.88 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 62.9 100 5.12E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPS 2.9 1197 0,10 0 0 0 0 LIM domain only protein 7  35455:164651

995.15119 3 timecourse_ATM_ctrl2 995.14476 6.46 24.08 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPS.R 50.7 100 4.01E+06 RRS#QFFEQGSSDSVVPDLPVPTISAPS 7.9 1197 0,8 0 0 0 0 LIM domain only protein 7  35447:162083

785.64009 4 timecourse_ATM_combo_4hr 785.63566 5.65 22.72 LMO7  LMO7_HUMAN 8 K.RRSQFFEQGSS#DSVVPDLPVPTISAPSR.W 66.6 94 1.51E+06 RRSQFFEQGS#SDSVVPDLPVPTISAPSR 0 1204 ‐7,3 0 0 0 0 LIM domain only protein 7  35452:172190

575.96271 3 combeffx_ATM_MEKi 575.96098 3 21.81 LMO7  LMO7_HUMAN 8 R.LTSVVTPRPFGSQT#R.G 10.4 94 6.50E+05 LTSVVTPRPFGS#QTR 4.8 919 0,2 0 0 0 0 LIM domain only protein 7  35297:38311

794.81615 2 timecourse_ATM_ctrl2 794.81125 6.17 21.05 LMO7  LMO7_HUMAN 6 R.SHS#PSAS#QSGSQLR.N 13.5 100 1.20E+05 SHS#PSAS#QSGSQLR 19.8 1593 0 1597 0,2 0 0 LIM domain only protein 7  35447:87297

785.63894 4 combeffx_ATM_comboi 785.63566 4.17 20.33 LMO7  LMO7_HUMAN 8 K.RRS#QFFEQGSSDSVVPDLPVPTISAPSR.W 282.3 100 5.41E+07 RRSQFFEQGSS#DSVVPDLPVPTISAPSR 2.7 1205 ‐8,0 0 0 0 0 LIM domain only protein 7  35301:74449

530.21285 3 timecourse_ATM_combo_2hr 530.20993 5.51 19.81 LMO7  LMO7_HUMAN 6 R.SHS#PSASQSGS#QLR.N 4.4 100 6.14E+04 SHS#PSASQSGS#QLR 2.2 1593 ‐2,4 10.9 1601 ‐2,0 0 0 LIM domain only protein 7  35455:92665

530.21361 3 timecourse_ATM_ctrl1 530.20993 6.94 17.39 LMO7  LMO7_HUMAN 6 R.SHSPS#ASQSGS#QLR.N 7.4 100 1.42E+05 SHS#PSASQSGS#QLR 2.2 1593 ‐2,0 15 1601 0 0 LIM domain only protein 7  35448:98881

683.34463 2 combeffx_ATM_MEKi 683.34231 3.4 37.13 LMTK2  LMTK2_HUMAN 0 R.TGPELS#QLTALR.S 4.5 100 1.71E+05 TGPELS#QLTALR 41.3 587 0 0 0 0 Serine/threonine‐protein kinase LMTK2  35297:24346

746.98094 3 timecourse_ATM_ctrl1 746.97886 2.78 53.52 LPAR3  LPAR3_HUMAN 0 R.S#DTGSQYIEDSISQGAVCNK.S 5.5 100 4.65E+05 SDTGS#QYIEDSISQGAVCNK 2.6 335 ‐4,0 0 0 0 0 Lysophosphatidic acid receptor 3  35449:152339

746.98291 3 timecourse_ATM_combo_2hr 746.97886 5.44 36.38 LPAR3  LPAR3_HUMAN 0 R.SDTGS#QYIEDSISQGAVCNK.S 7.1 100 3.25E+05 SDTGSQY#IEDSISQGAVCNK 0 337 ‐6,0 0 0 0 0 Lysophosphatidic acid receptor 3  35455:142021

499.75277 2 timecourse_ATM_combo_8hr 499.74952 6.5 46.9 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 656.3 100 1.54E+07 KS#QLDSLK 72.4 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35451:23302

499.75273 2 timecourse_ATM_combo_1hr 499.74952 6.42 37.47 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 494.9 100 1.15E+07 KS#QLDSLK 83.5 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35456:23346

577.80337 2 timecourse_ATM_combo_1hr 577.80008 5.69 35.86 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 227.7 100 4.63E+06 KS#QLDSLKR 65 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35456:41961

513.75553 2 timecourse_ATM_ctrl1 513.75260 5.7 33.56 LPIN1  LPIN1_HUMAN 6 K.S#QLDSLKR.D 955.8 100 1.99E+07 S#QLDSLKR 61.5 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35448:26347

513.75492 2 combeffx_ATM_comboi 513.75260 4.52 32.69 LPIN1  LPIN1_HUMAN 6 K.S#QLDSLKR.D 271.1 100 1.63E+07 S#QLDSLKR 50 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35300:12290

385.53782 3 timecourse_ATM_combo_1hr 385.53581 5.21 31.26 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 1215.9 100 2.09E+07 KS#QLDSLKR 67.6 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35457:42137

513.75411 2 combeffx_ATM_ctrl 513.75260 2.94 31.1 LPIN1  LPIN1_HUMAN 6 K.S#QLDSLKR.D 188.2 100 9.61E+06 S#QLDSLKR 59.2 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35294:11810

513.7552 2 combeffx_ATM_comboi 513.75260 5.06 30.99 LPIN1  LPIN1_HUMAN 6 K.S#QLDSLKR.D 251.0 100 1.12E+07 S#QLDSLKR 75.3 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35301:11278

577.80321 2 timecourse_ATM_ctrl2 577.80008 5.42 30.7 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 304.2 100 5.62E+06 KS#QLDSLKR 72.4 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35447:36773

513.7545 2 combeffx_ATM_ctrl 513.75260 3.7 30.64 LPIN1  LPIN1_HUMAN 6 K.S#QLDSLKR.D 135.2 100 7.76E+06 S#QLDSLKR 61.5 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35295:11183

499.75238 2 timecourse_ATM_combo_4hr 499.74952 5.72 29.69 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 421.4 100 8.11E+06 KS#QLDSLK 76.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35452:23121

499.75281 2 timecourse_ATM_ctrl1 499.74952 6.6 29.68 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 734.5 100 1.43E+07 KS#QLDSLK 76.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35448:23479

577.80342 2 timecourse_ATM_combo_1hr 577.80008 5.78 29.5 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 331.7 100 9.50E+06 RKS#QLDSLK 46.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35456:41971

577.80338 2 timecourse_ATM_combo_8hr 577.80008 5.71 29.5 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 341.4 100 9.56E+06 RKS#QLDSLK 40.3 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35451:41857

577.80378 2 timecourse_ATM_combo_8hr 577.80008 6.4 29.21 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 201.6 100 4.89E+06 KS#QLDSLKR 44.3 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35450:41891

577.80279 2 combeffx_ATM_PI3Ki 577.80008 4.69 28.69 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 16.0 100 1.78E+06 RKS#QLDSLK 31.5 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35298:16606

385.53825 3 timecourse_ATM_combo_1hr 385.53581 6.33 28.63 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 1194.5 100 2.03E+07 KS#QLDSLKR 82.2 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35456:42011

577.80353 2 timecourse_ATM_combo_2hr 577.80008 5.97 28.28 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 264.2 100 4.89E+06 RKS#QLDSLK 46.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35454:39970

385.5383 3 timecourse_ATM_ctrl2 385.53581 6.46 27.82 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 1732.1 100 2.54E+07 KS#QLDSLKR 82.2 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35446:36375

385.53809 3 timecourse_ATM_ctrl2 385.53581 5.91 27.13 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 1762.1 100 2.59E+07 KS#QLDSLKR 72 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35447:36803

385.53833 3 timecourse_ATM_ctrl1 385.53581 6.54 26.71 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 1351.6 100 2.36E+07 KS#QLDSLKR 69 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35448:42383

577.80257 2 combeffx_ATM_ctrl 577.80008 4.31 26.66 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 28.2 100 2.08E+06 RKS#QLDSLK 40.3 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35295:16589

385.5378 3 timecourse_ATM_ctrl1 385.53581 5.16 26.6 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 1474.8 100 2.43E+07 KS#QLDSLKR 61.9 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35449:43047

385.53822 3 timecourse_ATM_combo_8hr 385.53581 6.25 26.26 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 1161.9 100 2.37E+07 KS#QLDSLKR 76.8 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35450:41881

499.75253 2 timecourse_ATM_ctrl2 499.74952 6.02 25.61 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 940.9 100 1.46E+07 KS#QLDSLK 50.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35447:20367

385.53793 3 timecourse_ATM_combo_4hr 385.53581 5.5 25.38 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 923.7 100 1.91E+07 RKS#QLDSLK 38.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35453:41808

513.75466 2 timecourse_ATM_combo_4hr 513.75260 4.01 25.31 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSL.K 51.4 100 1.67E+06 RKS#QLDSL 46.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35453:26145

577.80257 2 combeffx_ATM_MEKi 577.80008 4.31 25.12 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 12.9 100 4.37E+05 RKS#QLDSLK 31.5 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35297:14938

385.53814 3 timecourse_ATM_combo_8hr 385.53581 6.04 25.04 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 1002.9 100 2.19E+07 RKS#QLDSLK 38.4 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35451:41867

385.53807 3 timecourse_ATM_combo_4hr 385.53581 5.86 24.98 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 974.9 100 1.94E+07 RKS#QLDSLK 43.8 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35452:40794

577.8037 2 timecourse_ATM_combo_4hr 577.80008 6.27 24.51 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 166.6 100 3.13E+06 KS#QLDSLKR 65 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35453:41828

513.7541 2 combeffx_ATM_ctrl 513.75260 2.92 24.16 LPIN1  LPIN1_HUMAN 6 K.S#QLDSLKR.D 189.2 100 9.61E+06 S#QLDSLKR 61.5 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35294:11800

499.75203 2 timecourse_ATM_combo_2hr 499.74952 5.02 24.11 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 406.6 100 6.48E+06 KS#QLDSLK 46.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35455:21590

499.75258 2 timecourse_ATM_combo_4hr 499.74952 6.12 23.86 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 387.0 100 7.30E+06 KS#QLDSLK 62.6 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35453:23287

385.53831 3 timecourse_ATM_combo_4hr 385.53581 6.48 23.7 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 1029.1 100 1.60E+07 KS#QLDSLKR 76.8 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35452:40834

513.75454 2 combeffx_ATM_PI3Ki 513.75260 3.78 23.63 LPIN1  LPIN1_HUMAN 6 K.S#QLDSLKR.D 163.6 100 5.90E+06 S#QLDSLKR 61.5 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35299:11161

499.75203 2 timecourse_ATM_ctrl1 499.74952 5.02 23.19 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 723.4 100 1.48E+07 KS#QLDSLK 47.3 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35449:23788

513.75477 2 timecourse_ATM_combo_2hr 513.75260 4.22 23.02 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSL.K 67.9 100 1.54E+06 RKS#QLDSL 46.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35455:24132

513.75504 2 timecourse_ATM_ctrl2 513.75260 4.75 22.86 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSL.K 65.6 100 1.69E+06 RKS#QLDSL 46.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35446:22711

385.53812 3 timecourse_ATM_ctrl2 385.53581 5.99 22.68 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 1092.9 100 1.57E+07 RKS#QLDSLK 43.8 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35446:36345

499.75265 2 timecourse_ATM_combo_2hr 499.74952 6.26 22.48 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 419.8 100 6.92E+06 KS#QLDSLK 50.7 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35454:22488

385.5382 3 timecourse_ATM_combo_4hr 385.53581 6.2 22.04 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 992.0 100 1.97E+07 RKS#QLDSLK 30.4 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35452:40824

385.53823 3 timecourse_ATM_ctrl1 385.53581 6.28 21.72 LPIN1  LPIN1_HUMAN 6 R.RKS#QLDSLK.R 1455.7 100 3.25E+07 RKS#QLDSLK 43.8 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35448:42373

499.75285 2 timecourse_ATM_ctrl2 499.74952 6.66 20.87 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 936.2 100 1.36E+07 KS#QLDSLK 59.3 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35446:20371

499.75225 2 timecourse_ATM_combo_1hr 499.74952 5.46 20.42 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLK.R 425.1 100 1.13E+07 KS#QLDSLK 62.6 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35457:23294

385.53781 3 timecourse_ATM_combo_2hr 385.53581 5.21 20.23 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 809.0 100 1.06E+07 KS#QLDSLKR 59.8 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35455:39154

385.53837 3 timecourse_ATM_combo_4hr 385.53581 6.67 19.28 LPIN1  LPIN1_HUMAN 6 R.KS#QLDSLKR.D 949.2 100 1.52E+07 KS#QLDSLKR 52.6 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35453:41838

513.75535 2 timecourse_ATM_ctrl2 513.75260 5.37 16.8 LPIN1  LPIN1_HUMAN 6 K.S#QLDSLKR.D 1102.3 100 1.74E+07 S#QLDSLKR 25.4 162 0 0 0 0 Phosphatidate phosphatase LPIN1  35447:22819

482.54993 3 timecourse_ATM_ctrl1 482.54754 4.95 64.42 LRCH3  LRCH3_HUMAN 4 L.RRES#QYQENR.G 87.7 100 5.58E+05 RRES#QYQENR 50.7 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35449:83952

645.26848 2 timecourse_ATM_combo_8hr 645.26713 2.09 54.56 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 11.3 100 1.22E+05 RES#QYQENR 38.7 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35451:63585

645.27029 2 timecourse_ATM_ctrl2 645.26713 4.9 51.92 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 62.2 100 3.16E+05 RES#QYQENR 37.4 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35446:55108

645.26888 2 timecourse_ATM_ctrl1 645.26713 2.71 50.79 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 111.0 100 7.42E+05 RES#QYQENR 43 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35449:64858

645.26953 2 timecourse_ATM_combo_2hr 645.26713 3.72 48.22 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 54.7 100 3.36E+05 RES#QYQENR 30.7 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35455:59760

645.27038 2 timecourse_ATM_ctrl1 645.26713 5.04 48.21 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 84.4 100 6.97E+05 RES#QYQENR 38.7 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35448:64110

645.27068 2 timecourse_ATM_combo_2hr 645.26713 5.5 47.24 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 73.2 100 3.68E+05 RES#QYQENR 30.8 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35454:60461

645.2686 2 timecourse_ATM_combo_1hr 645.26713 2.28 46.1 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 37.3 100 3.61E+05 RES#QYQENR 43 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35457:64185

645.26981 2 timecourse_ATM_combo_4hr 645.26713 4.15 41.14 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 17.6 100 1.30E+05 RES#QYQENR 33.7 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35452:61813

645.26978 2 timecourse_ATM_combo_1hr 645.26713 4.11 39.55 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 44.3 100 3.96E+05 RES#QYQENR 30.8 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35456:64084

645.26991 2 timecourse_ATM_ctrl2 645.26713 4.31 39.24 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 37.3 100 2.97E+05 RES#QYQENR 24.8 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35447:56000

645.2697 2 timecourse_ATM_combo_4hr 645.26713 4 34.38 LRCH3  LRCH3_HUMAN 4 R.RES#QYQENR.G 24.6 100 1.67E+05 RES#QYQENR 30.7 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35453:63192

520.24462 3 timecourse_ATM_ctrl1 520.24223 4.59 28.49 LRCH3  LRCH3_HUMAN 4 R.LRRES#QYQENR.G 259.8 100 2.93E+06 LRRES#QYQENR 47.3 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35449:97104

520.24486 3 timecourse_ATM_combo_4hr 520.24223 5.07 23.97 LRCH3  LRCH3_HUMAN 4 R.LRRES#QYQENR.G 45.1 92 5.77E+05 LRRES#QYQENR 31.3 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35452:93171

520.2456 3 timecourse_ATM_combo_2hr 520.24223 6.5 23.7 LRCH3  LRCH3_HUMAN 4 R.LRRES#QYQENR.G 86.3 92 7.80E+05 LRRES#QYQENR 35 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35455:89885

520.24567 3 timecourse_ATM_ctrl2 520.24223 6.61 23.63 LRCH3  LRCH3_HUMAN 4 R.LRRES#QYQENR.G 115.7 92 9.59E+05 LRRES#QYQENR 39.8 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35446:83300

520.24491 3 timecourse_ATM_combo_1hr 520.24223 5.15 18.49 LRCH3  LRCH3_HUMAN 4 R.LRRES#QYQENR.G 97.4 100 1.11E+06 LRRES#QYQENR 26.4 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35457:96649

779.86391 2 timecourse_ATM_combo_1hr 779.85971 5.39 14.95 LRCH3  LRCH3_HUMAN 4 R.LRRES#QYQENR.G 23.7 92 1.90E+05 LRRES#QYQENR 18.9 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35457:96659

779.86434 2 timecourse_ATM_combo_1hr 779.85971 5.94 11.82 LRCH3  LRCH3_HUMAN 4 R.LRRES#QYQENR.G 26.4 92 2.18E+05 LRRES#QYQENR 13.3 352 0 0 0 0 Leucine‐rich repeat and calponin homology domain‐containing protein 3  35456:96634

822.3894 2 timecourse_ATM_combo_4hr 822.38544 4.82 79.87 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 13.7 100 5.40E+05 RST#QESLTAGGTDLK 28.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35452:101631

822.38967 2 timecourse_ATM_combo_8hr 822.38544 5.14 78.58 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 19.3 100 9.07E+05 RST#QESLTAGGTDLK 32.4 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35450:104007

822.38937 2 timecourse_ATM_combo_8hr 822.38544 4.78 78.27 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 19.8 100 1.06E+06 RST#QESLTAGGTDLK 32.4 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35451:104963

822.38907 2 timecourse_ATM_combo_4hr 822.38544 4.41 72.43 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 10.9 100 4.78E+05 RST#QESLTAGGTDLK 22.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35453:103682

822.38891 2 timecourse_ATM_ctrl1 822.38544 4.22 68.42 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 20.1 100 7.73E+05 RST#QESLTAGGTDLK 28.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35448:104827

822.38904 2 timecourse_ATM_combo_2hr 822.38544 4.38 67.58 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 10.9 100 3.12E+05 RST#QESLTAGGTDLK 28.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35454:98318

600.62955 3 timecourse_ATM_ctrl1 600.62642 5.21 67.42 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 153.1 100 9.86E+06 RST#QESLTAGGTDLKR 22.3 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35448:119491

600.62937 3 timecourse_ATM_combo_1hr 600.62642 4.93 65.49 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 200.3 100 6.34E+06 RST#QESLTAGGTDLKR 18.3 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35457:120723

600.62867 3 combeffx_ATM_ctrl 600.62642 3.75 65.06 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 57.3 100 4.46E+06 RST#QESLTAGGTDLKR 14.5 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35295:51579

822.38858 2 timecourse_ATM_ctrl1 822.38544 3.82 63.16 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 17.2 100 6.62E+05 RST#QESLTAGGTDLK 26.4 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35449:106420

600.63035 3 timecourse_ATM_ctrl2 600.62642 6.54 59.72 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 139.7 100 6.40E+06 RST#QESLTAGGTDLKR 22.3 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35446:105367

600.62821 3 timecourse_ATM_ctrl1 600.62642 2.98 59.12 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 160.3 100 9.30E+06 RST#QESLTAGGTDLKR 22.1 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35449:121432

600.62927 3 combeffx_ATM_comboi 600.62642 4.75 58.09 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 119.3 100 9.91E+06 RST#QESLTAGGTDLKR 14.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35300:54646

900.44128 2 timecourse_ATM_combo_4hr 900.43599 5.87 57.77 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 9.1 100 2.07E+05 RST#QESLTAGGTDLKR 0 327 ‐1,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35452:116074

600.62862 3 combeffx_ATM_PI3Ki 600.62642 3.66 55.92 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 103.4 100 5.07E+06 RST#QESLTAGGTDLKR 15.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35299:47168

900.44154 2 timecourse_ATM_combo_1hr 900.43599 6.16 55.29 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 8.5 100 1.61E+05 RST#QESLTAGGTDLKR 16.2 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35456:120941

600.62974 3 timecourse_ATM_combo_2hr 600.62642 5.54 55.03 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 187.0 100 4.64E+06 RST#QESLTAGGTDLKR 14.5 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35454:112338

600.62964 3 timecourse_ATM_combo_4hr 600.62642 5.36 53.9 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 314.5 100 9.18E+06 RST#QESLTAGGTDLKR 14.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35453:118245

600.62941 3 timecourse_ATM_combo_2hr 600.62642 4.98 53.43 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 204.8 100 4.54E+06 RSTQES#LTAGGTDLKR 0 330 ‐4,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35455:112170

822.38829 2 timecourse_ATM_combo_1hr 822.38544 3.48 53.02 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 11.1 100 3.74E+05 RST#QESLTAGGTDLK 28.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35456:105837

600.62974 3 timecourse_ATM_combo_1hr 600.62642 5.53 52.91 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 199.8 100 6.36E+06 RST#QESLTAGGTDLKR 15.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35456:120931

600.62963 3 timecourse_ATM_combo_4hr 600.62642 5.34 52.01 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 288.9 100 9.15E+06 RST#QESLTAGGTDLKR 15.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35452:116054

900.44119 2 timecourse_ATM_combo_4hr 900.43599 5.78 50.46 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 14.2 100 2.29E+05 RST#QESLTAGGTDLKR 0 327 ‐1,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35453:118265

600.62985 3 timecourse_ATM_combo_8hr 600.62642 5.73 50.43 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 253.7 100 9.32E+06 RST#QESLTAGGTDLKR 18.3 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35451:119912

600.62931 3 combeffx_ATM_comboi 600.62642 4.81 49.45 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 98.7 100 7.30E+06 RST#QESLTAGGTDLKR 19.8 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35301:49982

600.62846 3 combeffx_ATM_PI3Ki 600.62642 3.4 47.57 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 119.3 100 7.01E+06 RST#QESLTAGGTDLKR 30.9 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35298:49377

600.62862 3 combeffx_ATM_ctrl 600.62642 3.66 47.54 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 77.7 100 5.58E+06 RSTQES#LTAGGTDLKR 9.6 330 ‐3,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35294:53675

600.62989 3 timecourse_ATM_combo_8hr 600.62642 5.78 47.36 LRRC41  LRC41_HUMAN 6 R.RSTQES#LTAGGTDLKR.E 251.9 100 9.19E+06 RST#QESLTAGGTDLKR 11.5 327 ‐1,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35450:118670

900.44177 2 timecourse_ATM_combo_8hr 900.43599 6.42 42.52 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 7.0 100 2.02E+05 RST#QESLTAGGTDLKR 11.5 327 ‐1,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35450:118690

600.62921 3 timecourse_ATM_ctrl2 600.62642 4.66 42.12 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 141.2 100 6.78E+06 RST#QESLTAGGTDLKR 14.7 327 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35447:107546

900.44195 2 timecourse_ATM_ctrl2 900.43599 6.62 35.25 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 1.9 89 8.87E+04 RST#QESLTAGGTDLKR 9.3 327 ‐1,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35446:105377

627.28478 3 timecourse_ATM_combo_4hr 627.28186 4.66 33.28 LRRC41  LRC41_HUMAN 6 R.RS#T#QESLTAGGTDLKR.E 8.1 100 3.81E+05 RS#T#QESLTAGGTDLKR 26.6 326 18.6 327 0 0 Leucine‐rich repeat‐containing protein 41  35453:124461

548.5952 3 timecourse_ATM_combo_8hr 548.59272 4.52 32.35 LRRC41  LRC41_HUMAN 6 R.RS#TQESLTAGGTDLK.R 28.7 100 1.38E+06 RSTQES#LTAGGTDLK 4.5 330 ‐4,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35451:104953

548.59544 3 timecourse_ATM_combo_8hr 548.59272 4.98 30.34 LRRC41  LRC41_HUMAN 6 R.RSTQES#LTAGGTDLK.R 33.9 100 1.39E+06 RSTQES#LTAGGTDLK 9.6 330 ‐3,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35450:103997

900.44126 2 timecourse_ATM_combo_8hr 900.43599 5.85 30.03 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 13.7 100 2.74E+05 RST#QESLTAGGTDLKR 0 327 ‐1,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35451:119922

548.5951 3 timecourse_ATM_combo_4hr 548.59272 4.34 29.72 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 19.3 100 6.71E+05 RST#QESLTAGGTDLK 5 327 0,3 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35453:103672

627.28494 3 timecourse_ATM_combo_4hr 627.28186 4.91 29.03 LRRC41  LRC41_HUMAN 6 R.RS#T#QESLTAGGTDLKR.E 8.1 100 3.89E+05 RS#T#QESLTAGGTDLKR 12.5 326 0,4 10.2 327 0,3 0 0 Leucine‐rich repeat‐containing protein 41  35452:122094

900.44098 2 timecourse_ATM_combo_2hr 900.43599 5.54 27.68 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 7.8 100 8.79E+04 RSTQES#LTAGGTDLKR 10.7 330 0,6 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35455:112180

548.59495 3 timecourse_ATM_combo_2hr 548.59272 4.06 26.04 LRRC41  LRC41_HUMAN 6 R.RSTQES#LTAGGTDLK.R 17.4 100 3.90E+05 RSTQES#LTAGGTDLK 6 330 ‐4,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35454:98308

900.44154 2 timecourse_ATM_combo_2hr 900.43599 6.16 23.93 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLKR.E 8.8 100 1.09E+05 RS#TQESLTAGGTDLKR 13.2 326 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35454:112348

548.59544 3 timecourse_ATM_combo_4hr 548.59272 4.96 22.22 LRRC41  LRC41_HUMAN 6 R.RST#QESLTAGGTDLK.R 20.9 100 6.73E+05 RSTQES#LTAGGTDLK 8.7 330 ‐4,0 0 0 0 0 Leucine‐rich repeat‐containing protein 41  35452:101641

627.28364 3 timecourse_ATM_combo_8hr 627.28186 2.84 21.41 LRRC41  LRC41_HUMAN 6 R.RST#QESLT#AGGTDLKR.E 15.6 100 8.83E+05 RSTQES#LT#AGGTDLKR 2.8 330 ‐4,0 10.5 332 ‐6,0 0 0 Leucine‐rich repeat‐containing protein 41  35451:126257

627.28509 3 timecourse_ATM_combo_8hr 627.28186 5.15 15.82 LRRC41  LRC41_HUMAN 6 R.RS#T#QESLTAGGTDLKR.E 8.0 100 3.47E+05 RS#T#QESLTAGGTDLKR 8.4 326 0,4 7.3 327 0,3 0 0 Leucine‐rich repeat‐containing protein 41  35450:124838

794.05591 3 timecourse_ATM_combo_2hr 794.05123 5.89 79.97 LRRC45  LRC45_HUMAN 0 K.AQDLGELLATAEQEQLSLS#QR.Q 10.2 100 3.39E+05 AQDLGELLATAEQEQLSLS#QR 26.3 337 0 0 0 0 Leucine‐rich repeat‐containing protein 45  35455:147481

794.05564 3 timecourse_ATM_combo_1hr 794.05123 5.57 75.57 LRRC45  LRC45_HUMAN 0 K.AQDLGELLATAEQEQLS#LSQR.Q 13.1 100 5.73E+05 AQDLGELLATAEQEQLSLS#QR 24.8 337 0 0 0 0 Leucine‐rich repeat‐containing protein 45  35457:158025

794.05757 3 timecourse_ATM_combo_8hr 794.05123 7.98 63.11 LRRC45  LRC45_HUMAN 0 K.AQDLGELLATAEQEQLSLS#QR.Q 7.2 100 2.78E+05 AQDLGELLATAEQEQLSLS#QR 34.1 337 0 0 0 0 Leucine‐rich repeat‐containing protein 45  35451:158180

794.05573 3 timecourse_ATM_combo_2hr 794.05123 5.67 60.84 LRRC45  LRC45_HUMAN 0 K.AQDLGELLATAEQEQLSLS#QR.Q 8.3 100 2.96E+05 AQDLGELLATAEQEQLSLS#QR 34.1 337 0 0 0 0 Leucine‐rich repeat‐containing protein 45  35454:147101

794.05657 3 timecourse_ATM_combo_4hr 794.05123 6.72 60.74 LRRC45  LRC45_HUMAN 0 K.AQDLGELLATAEQEQLSLS#QR.Q 7.3 100 3.22E+05 AQDLGELLATAEQEQLSLS#QR 35.9 337 0 0 0 0 Leucine‐rich repeat‐containing protein 45  35453:154631

794.05681 3 timecourse_ATM_combo_4hr 794.05123 7.03 60.48 LRRC45  LRC45_HUMAN 0 K.AQDLGELLATAEQEQLSLS#QR.Q 8.0 100 2.96E+05 AQDLGELLATAEQEQLSLS#QR 31 337 0 0 0 0 Leucine‐rich repeat‐containing protein 45  35452:151910

794.05643 3 timecourse_ATM_combo_1hr 794.05123 6.55 60.43 LRRC45  LRC45_HUMAN 0 K.AQDLGELLATAEQEQLSLS#QR.Q 10.9 100 4.65E+05 AQDLGELLATAEQEQLSLS#QR 26.3 337 0 0 0 0 Leucine‐rich repeat‐containing protein 45  35456:158077

794.05566 3 timecourse_ATM_ctrl1 794.05123 5.58 55.36 LRRC45  LRC45_HUMAN 0 K.AQDLGELLATAEQEQLSLS#QR.Q 4.7 100 1.71E+05 AQDLGELLATAEQEQLSLS#QR 13.8 337 0 0 0 0 Leucine‐rich repeat‐containing protein 45  35449:158589

794.05685 3 timecourse_ATM_combo_8hr 794.05123 7.08 55.28 LRRC45  LRC45_HUMAN 0 K.AQDLGELLATAEQEQLSLS#QR.Q 5.6 100 2.34E+05 AQDLGELLATAEQEQLSLS#QR 56.4 337 0 0 0 0 Leucine‐rich repeat‐containing protein 45  35450:156160

980.97336 2 timecourse_ATM_combo_8hr 980.96747 6 59.21 LRRC59  LRC59_HUMAN 1 R.RHEILQWVLQTDS#QQ.‐ 6.3 100 4.56E+05 RHEILQWVLQTDS#QQ 52.8 305 0 0 0 0 Leucine‐rich repeat‐containing protein 59  35450:131893

736.80223 2 timecourse_ATM_combo_1hr 736.79867 4.83 73.85 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 24.2 100 5.74E+05 SDQQGEALDSS#QK 32.4 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35457:86509

736.80269 2 timecourse_ATM_combo_8hr 736.79867 5.46 67.08 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 14.4 100 4.18E+05 SDQQGEALDSS#QK 28.9 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35451:86281

736.8028 2 timecourse_ATM_combo_2hr 736.79867 5.61 57.26 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 24.4 100 3.69E+05 SDQQGEALDSS#QK 28.9 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35455:80456

736.80317 2 timecourse_ATM_combo_2hr 736.79867 6.11 55.25 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 25.8 100 4.12E+05 SDQQGEALDSS#QK 28.9 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35454:81000

736.80272 2 timecourse_ATM_combo_8hr 736.79867 5.5 54.57 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 14.2 100 4.00E+05 SDQQGEALDSS#QK 28.9 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35450:85538

736.80288 2 timecourse_ATM_combo_1hr 736.79867 5.71 53.53 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 33.0 100 5.93E+05 SDQQGEALDSS#QK 32.4 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35456:86328

736.80225 2 timecourse_ATM_ctrl1 736.79867 4.86 44.3 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 5.1 100 9.80E+04 SDQQGEALDSS#QK 28.9 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35449:87284

736.80357 2 timecourse_ATM_ctrl1 736.79867 6.65 44.05 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 7.5 100 1.18E+05 SDQQGEALDSS#QK 28.9 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35448:85969

736.80272 2 timecourse_ATM_combo_4hr 736.79867 5.5 42.78 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 18.7 100 3.73E+05 SDQQGEALDSS#QK 32.4 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35452:83361

736.80273 2 timecourse_ATM_combo_4hr 736.79867 5.51 42.45 LRRFIP1  LRRF1_HUMAN 1 K.SDQQGEALDSS#QK.K 16.0 100 3.85E+05 SDQQGEALDSS#QK 28.9 565 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35453:85110

690.80946 2 timecourse_ATM_combo_8hr 690.80576 5.36 42.13 LRRFIP1  LRRF1_HUMAN 0 K.IDGAT#QSSPAEPK.S 9.7 100 2.44E+05 IDGAT#QSSPAEPK 30.7 711 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35451:75177

690.80968 2 timecourse_ATM_combo_8hr 690.80576 5.67 40.61 LRRFIP1  LRRF1_HUMAN 0 K.IDGAT#QSSPAEPK.S 10.4 100 2.54E+05 IDGAT#QSSPAEPK 30.7 711 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35450:74617

690.80984 2 timecourse_ATM_combo_4hr 690.80576 5.91 32.8 LRRFIP1  LRRF1_HUMAN 0 K.IDGAT#QSSPAEPK.S 5.0 100 1.07E+05 IDGAT#QSSPAEPK 30.7 711 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35453:74539

690.81013 2 timecourse_ATM_ctrl1 690.80576 6.33 29.51 LRRFIP1  LRRF1_HUMAN 0 K.IDGAT#QSSPAEPK.S 3.7 100 7.00E+04 IDGAT#QSSPAEPK 24.8 711 0 0 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35448:75446

730.7933 2 timecourse_ATM_combo_8hr 730.78892 5.99 22.85 LRRFIP1  LRRF1_HUMAN 0 K.IDGAT#QSS#PAEPK.S 8.4 100 1.70E+05 IDGAT#QSS#PAEPK 24.8 711 20.4 714 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35450:83889

730.79325 2 timecourse_ATM_combo_8hr 730.78892 5.93 20.66 LRRFIP1  LRRF1_HUMAN 0 K.IDGAT#QSS#PAEPK.S 8.2 100 1.98E+05 IDGAT#QSS#PAEPK 24.8 711 13.2 714 0 0 Leucine‐rich repeat flightless‐interacting protein 1  35451:84605

709.32255 3 timecourse_ATM_combo_4hr 709.31944 4.38 61.97 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYSQTST#WK.L 20.5 100 8.63E+05 SAVEDSTLSRYS#QTSTWK 2.2 254 0,4 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35453:143847

709.32303 3 timecourse_ATM_combo_8hr 709.31944 5.06 45.76 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYSQTST#WK.L 21.8 100 1.46E+06 SAVEDSTLSRYSQT#STWK 6 256 0,2 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35450:144823

709.32311 3 timecourse_ATM_combo_4hr 709.31944 5.17 41.55 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYS#QTSTWK.L 18.0 100 8.73E+05 SAVEDSTLSRYS#QTSTWK 14.2 254 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35452:141377

1063.48132 2 timecourse_ATM_combo_8hr 1063.47552 5.46 39.8 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYS#QTSTWK.L 9.2 100 3.04E+05 SAVEDSTLSRYS#QTSTWK 16.2 254 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35451:146931

709.32303 3 timecourse_ATM_combo_8hr 709.31944 5.06 34.56 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYS#QTSTWK.L 24.7 100 1.59E+06 SAVEDSTLSRYS#QTSTWK 2.6 254 ‐1,4 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35451:146921

709.32273 3 timecourse_ATM_ctrl1 709.31944 4.64 31.69 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYSQT#STWK.L 5.9 94 3.33E+05 SAVEDSTLSRYS#QTSTWK 13.3 254 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35449:147318

709.32378 3 timecourse_ATM_combo_1hr 709.31944 6.12 30.68 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYSQTST#WK.L 6.3 94 2.92E+05 SAVEDSTLSRYSQTST#WK 0 258 ‐5,0 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35456:147549

709.3226 3 timecourse_ATM_combo_2hr 709.31944 4.46 28.97 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYSQTST#WK.L 9.1 100 2.88E+05 SAVEDSTLSRYS#QTSTWK 10.4 254 0,4 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35455:137244

709.32339 3 timecourse_ATM_ctrl2 709.31944 5.57 25.27 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYSQTST#WK.L 8.8 100 2.34E+05 SAVEDSTLSRYSQTST#WK 10.3 258 ‐5,0 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35446:130621

709.32324 3 timecourse_ATM_ctrl2 709.31944 5.36 24.14 LSM11  LSM11_HUMAN 0 K.SAVEDSTLSRYS#QTSTWK.L 7.0 100 2.25E+05 SAVEDSTLSRYS#QTSTWK 11.5 254 0,3 0 0 0 0 U7 snRNA‐associated Sm‐like protein LSm11  35447:133137

807.8723 2 timecourse_ATM_combo_8hr 807.86804 5.27 27.48 LSM14A  LS14A_HUMAN 1 R.S#PVSTRPLPSAS#QK.A 5.0 100 2.54E+05 S#PVSTRPLPSAS#QK 24.8 216 13.3 227 0 0 Protein LSM14 homolog A  35451:102073

807.87187 2 timecourse_ATM_combo_2hr 807.86804 4.74 25.57 LSM14A  LS14A_HUMAN 1 R.S#PVSTRPLPSAS#QK.A 4.4 100 1.09E+05 S#PVSTRPLPSAS#QK 24.8 216 24.8 227 0 0 Protein LSM14 homolog A  35455:95200

690.99957 3 timecourse_ATM_ctrl2 690.99594 5.25 22.14 LSM14A  LS14A_HUMAN 0 K.TQLSQGRS#S#PQLDPLRK.S 23.4 100 9.41E+05 TQLS#QGRS#SPQLDPLRK 10.9 178 0,5 0 182 0,1 0 0 Protein LSM14 homolog A  35447:128977

807.87256 2 timecourse_ATM_combo_4hr 807.86804 5.59 20.9 LSM14A  LS14A_HUMAN 1 R.S#PVSTRPLPSAS#QK.A 4.9 100 1.76E+05 S#PVSTRPLPSAS#QK 37.4 216 26.5 227 0 0 Protein LSM14 homolog A  35453:100822

690.99935 3 combeffx_ATM_comboi 690.99594 4.93 18.25 LSM14A  LS14A_HUMAN 0 K.TQLS#QGRSS#PQLDPLRK.S 35.3 100 6.41E+06 TQLSQGRS#S#PQLDPLRK 7.5 182 ‐4,0 14.2 183 0 0 Protein LSM14 homolog A  35300:64995

807.87291 2 timecourse_ATM_combo_1hr 807.86804 6.03 15.63 LSM14A  LS14A_HUMAN 1 R.SPVS#TRPLPSAS#QK.A 5.5 100 2.50E+05 SPVS#TRPLPSAS#QK 0 219 ‐3,0 30.8 227 0 0 Protein LSM14 homolog A  35456:102804

1113.03427 2 timecourse_ATM_combo_8hr 1113.02791 5.71 117.75 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 44.5 100 2.71E+06 YVQLPADEVDT#QLLQDAAR 76 79 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35450:149670

1113.03497 2 timecourse_ATM_combo_8hr 1113.02791 6.34 102.43 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 52.9 100 3.29E+06 YVQLPADEVDT#QLLQDAAR 78.4 79 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35451:151660

1113.03444 2 timecourse_ATM_combo_4hr 1113.02791 5.87 98.96 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 13.3 100 6.07E+05 YVQLPADEVDT#QLLQDAAR 76 79 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35453:148311

1113.03443 2 timecourse_ATM_combo_4hr 1113.02791 5.86 93.15 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 12.2 100 5.23E+05 YVQLPADEVDT#QLLQDAAR 93.8 79 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35452:145816

742.35897 3 timecourse_ATM_combo_4hr 742.35437 6.2 67.68 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 18.0 100 8.18E+05 YVQLPADEVDT#QLLQDAAR 61.7 79 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35453:148321

742.35938 3 timecourse_ATM_combo_8hr 742.35437 6.75 66.99 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 72.5 100 4.01E+06 YVQLPADEVDT#QLLQDAAR 41.1 79 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35451:151670

742.35862 3 timecourse_ATM_combo_4hr 742.35437 5.72 64.04 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 19.5 100 8.79E+05 YVQLPADEVDT#QLLQDAAR 61.4 79 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35452:145806

742.35871 3 timecourse_ATM_combo_8hr 742.35437 5.85 55.15 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 74.4 100 4.07E+06 YVQLPADEVDT#QLLQDAAR 47.5 79 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35450:149680

742.35754 3 combeffx_ATM_comboi 742.35437 4.27 44.37 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 15.4 94 1.23E+06 YVQLPADEVDT#QLLQDAAR 50 79 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35301:62979

742.35768 3 combeffx_ATM_comboi 742.35437 4.46 19.27 LSM2  LSM2_HUMAN 1 R.YVQLPADEVDT#QLLQDAAR.K 17.3 94 2.39E+06 YVQLPADEVDT#QLLQDAAR 8.1 79 ‐10,0 0 0 0 0 U6 snRNA‐associated Sm‐like protein LSm2  35300:68681

897.92627 2 timecourse_ATM_combo_4hr 897.92272 3.95 104.91 LUC7L3  LC7L3_HUMAN 6 R.LALS#QNQQSSGAAGPTGK.N 7.5 100 2.80E+05 LALS#QNQQSSGAAGPTGK 70.2 110 0 0 0 0 Luc7‐like protein 3  35453:117785

1052.42702 2 timecourse_ATM_combo_4hr 1052.42113 5.6 80.41 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDT#QSN.‐ 45.7 100 5.97E+05 NEVNGTSEDIKSEGDT#QSN 34.3 429 0 0 0 0 Luc7‐like protein 3  35452:138697

897.92555 2 timecourse_ATM_combo_8hr 897.92272 3.15 78.58 LUC7L3  LC7L3_HUMAN 6 R.LALS#QNQQSSGAAGPTGK.N 8.4 100 4.92E+05 LALS#QNQQSSGAAGPTGK 72.1 110 0 0 0 0 Luc7‐like protein 3  35451:119462

897.92625 2 timecourse_ATM_combo_8hr 897.92272 3.93 78.45 LUC7L3  LC7L3_HUMAN 6 R.LALS#QNQQSSGAAGPTGK.N 8.1 100 3.88E+05 LALS#QNQQSSGAAGPTGK 72.1 110 0 0 0 0 Luc7‐like protein 3  35450:118250

1052.42766 2 timecourse_ATM_combo_8hr 1052.42113 6.2 75.51 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDT#QSN.‐ 108.8 100 1.82E+06 NEVNGTSEDIKSEGDT#QSN 34.3 429 0 0 0 0 Luc7‐like protein 3  35451:143791

1052.4283 2 timecourse_ATM_combo_8hr 1052.42113 6.81 65.38 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDTQS#N.‐ 86.5 100 1.55E+06 NEVNGTSEDIKSEGDT#QSN 8.6 429 0,2 0 0 0 0 Luc7‐like protein 3  35450:141713

897.92796 2 timecourse_ATM_combo_1hr 897.92272 5.84 64.06 LUC7L3  LC7L3_HUMAN 6 R.LALS#QNQQSSGAAGPTGK.N 1.5 81 3.75E+04 LALS#QNQQSSGAAGPTGK 31.3 110 0 0 0 0 Luc7‐like protein 3  35456:120501

1052.42739 2 timecourse_ATM_combo_4hr 1052.42113 5.95 61.05 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDT#QSN.‐ 52.3 100 6.39E+05 NEVNGTSEDIKSEGDT#QSN 7.7 429 0,2 0 0 0 0 Luc7‐like protein 3  35453:141297

897.92668 2 timecourse_ATM_combo_2hr 897.92272 4.41 56.65 LUC7L3  LC7L3_HUMAN 6 R.LALS#QNQQSSGAAGPTGK.N 2.8 100 6.90E+04 LALS#QNQQSSGAAGPTGK 55.5 110 0 0 0 0 Luc7‐like protein 3  35455:111745

897.92721 2 timecourse_ATM_combo_4hr 897.92272 5 56.51 LUC7L3  LC7L3_HUMAN 6 R.LALS#QNQQSSGAAGPTGK.N 6.1 100 2.62E+05 LALS#QNQQSSGAAGPTGK 42.1 110 0 0 0 0 Luc7‐like protein 3  35452:115644

897.92853 2 timecourse_ATM_combo_2hr 897.92272 6.48 53.63 LUC7L3  LC7L3_HUMAN 6 R.LALS#QNQQSSGAAGPTGK.N 2.3 100 5.32E+04 LALS#QNQQSSGAAGPTGK 63.9 110 0 0 0 0 Luc7‐like protein 3  35454:111968

888.70336 3 combeffx_ATM_comboi 888.69791 6.13 53.49 LUC7L3  LC7L3_HUMAN 1 K.ESDTKNEVNGTSEDIKSEGDT#QSN.‐ 12.1 100 9.22E+05 ESDTKNEVNGTSEDIKSEGDT#QSN 21.3 429 0 0 0 0 Luc7‐like protein 3  35300:77131

888.7032 3 timecourse_ATM_combo_8hr 888.69791 5.95 52.73 LUC7L3  LC7L3_HUMAN 1 K.ESDTKNEVNGTSEDIKSEGDT#QSN.‐ 31.5 100 9.71E+05 ESDTKNEVNGTSEDIKSEGDT#QSN 24.8 429 0 0 0 0 Luc7‐like protein 3  35450:167770

888.70257 3 timecourse_ATM_combo_4hr 888.69791 5.24 52.51 LUC7L3  LC7L3_HUMAN 1 K.ESDTKNEVNGTSEDIKSEGDT#QSN.‐ 37.9 100 8.40E+05 ESDTKNEVNGTSEDIKSEGDT#QSN 13.3 429 0 0 0 0 Luc7‐like protein 3  35453:165841

1092.41083 2 timecourse_ATM_combo_8hr 1092.40429 5.99 51.57 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKS#EGDT#QSN.‐ 17.3 100 6.57E+05 NEVNGTSEDIKS#EGDT#QSN 60 425 14.9 429 0 0 Luc7‐like protein 3  35450:147780

888.70295 3 timecourse_ATM_combo_4hr 888.69791 5.67 48.06 LUC7L3  LC7L3_HUMAN 1 K.ESDTKNEVNGTSEDIKSEGDT#QSN.‐ 37.2 100 8.56E+05 ESDTKNEVNGTSEDIKSEGDT#QSN 18.9 429 0 0 0 0 Luc7‐like protein 3  35452:162830

888.70301 3 timecourse_ATM_combo_8hr 888.69791 5.74 47.86 LUC7L3  LC7L3_HUMAN 1 K.ESDTKNEVNGTSEDIKSEGDT#QSN.‐ 33.4 100 1.12E+06 ESDTKNEVNGTSEDIKSEGDT#QSN 13.2 429 0 0 0 0 Luc7‐like protein 3  35451:169890

888.70256 3 timecourse_ATM_combo_2hr 888.69791 5.23 44.5 LUC7L3  LC7L3_HUMAN 1 K.ESDTKNEVNGTSEDIKSEGDT#QSN.‐ 8.1 100 1.20E+05 ESDTKNEVNGTSEDIKSEGDT#QSN 18.9 429 0 0 0 0 Luc7‐like protein 3  35455:157771

701.95387 3 timecourse_ATM_combo_8hr 701.94985 5.73 41.97 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDT#QSN.‐ 30.0 100 8.33E+05 NEVNGTSEDIKSEGDT#QSN 28.5 429 0 0 0 0 Luc7‐like protein 3  35451:143781

1052.42829 2 timecourse_ATM_combo_2hr 1052.42113 6.8 39.98 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDTQS#N.‐ 12.1 100 1.20E+05 NEVNGTSEDIKSEGDT#QSN 6.4 429 0,2 0 0 0 0 Luc7‐like protein 3  35454:134837

701.95429 3 timecourse_ATM_combo_8hr 701.94985 6.33 37.01 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDT#QSN.‐ 36.5 100 8.69E+05 NEVNGTSEDIKSEGDT#QSN 16.4 429 0 0 0 0 Luc7‐like protein 3  35450:141703

1052.42646 2 timecourse_ATM_combo_2hr 1052.42113 5.06 36.74 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDT#QSN.‐ 13.0 100 1.11E+05 NEVNGTSEDIKSEGDT#QSN 19.8 429 0 0 0 0 Luc7‐like protein 3  35455:134914

1092.41045 2 timecourse_ATM_combo_8hr 1092.40429 5.64 36.55 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKS#EGDT#QSN.‐ 20.2 100 7.95E+05 NEVNGTSEDIKS#EGDT#QSN 40.2 425 14.5 429 0 0 Luc7‐like protein 3  35451:149700

888.70353 3 timecourse_ATM_combo_2hr 888.69791 6.32 30.63 LUC7L3  LC7L3_HUMAN 1 K.ESDTKNEVNGTSEDIKSEGDT#QSN.‐ 6.4 100 1.26E+05 ESDTKNEVNGTSEDIKSEGDT#QSN 0 429 0,2 0 0 0 0 Luc7‐like protein 3  35454:157001

888.70247 3 timecourse_ATM_combo_1hr 888.69791 5.13 28.46 LUC7L3  LC7L3_HUMAN 1 K.ESDTKNEVNGTSEDIKSEGDT#QSN.‐ 6.0 100 1.50E+05 ESDTKNEVNGTSEDIKSEGDT#QSN 13.3 429 0 0 0 0 Luc7‐like protein 3  35457:168365

701.95343 3 timecourse_ATM_combo_4hr 701.94985 5.1 27.09 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDT#QSN.‐ 14.5 100 2.79E+05 NEVNGTSEDIKSEGDT#QSN 19.5 429 0 0 0 0 Luc7‐like protein 3  35452:138687

701.95355 3 timecourse_ATM_combo_4hr 701.94985 5.27 23.02 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKSEGDT#QSN.‐ 14.8 100 2.81E+05 NEVNGTSEDIKSEGDT#QSN 13.8 429 0 0 0 0 Luc7‐like protein 3  35453:141287

728.60957 3 timecourse_ATM_combo_8hr 728.60529 5.87 20.18 LUC7L3  LC7L3_HUMAN 1 K.NEVNGTSEDIKS#EGDT#QSN.‐ 6.1 100 3.89E+05 NEVNGTSEDIKS#EGDT#QSN 18.2 425 3 429 0,2 0 0 Luc7‐like protein 3  35450:147770

892.94784 2 combeffx_ATM_PI3Ki 892.94513 3.03 92.64 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 27.7 100 2.45E+06 SLPAFPTSSLLTQS#QK 52.8 2118 0 0 0 0 Lysosomal‐trafficking regulator  35298:48913

892.95031 2 timecourse_ATM_combo_2hr 892.94513 5.81 85.81 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 66.8 100 2.26E+06 SLPAFPTSSLLTQS#QK 48.9 2118 0 0 0 0 Lysosomal‐trafficking regulator  35454:111108

892.94939 2 combeffx_ATM_comboi 892.94513 4.77 82.2 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 18.2 100 2.62E+06 SLPAFPTSSLLTQS#QK 45.7 2118 0 0 0 0 Lysosomal‐trafficking regulator  35300:54046

892.9508 2 timecourse_ATM_ctrl1 892.94513 6.35 79.66 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 9.2 100 4.34E+05 SLPAFPTSSLLTQS#QK 33.7 2118 0 0 0 0 Lysosomal‐trafficking regulator  35448:118191

892.94868 2 combeffx_ATM_PI3Ki 892.94513 3.98 78.65 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 32.9 100 1.83E+06 SLPAFPTSSLLTQS#QK 30.8 2118 0 0 0 0 Lysosomal‐trafficking regulator  35299:46710

892.94869 2 combeffx_ATM_comboi 892.94513 3.99 78.14 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 15.8 100 1.75E+06 SLPAFPTSSLLTQS#QK 24.8 2118 0 0 0 0 Lysosomal‐trafficking regulator  35301:49363

892.95124 2 timecourse_ATM_combo_1hr 892.94513 6.84 73.24 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 76.1 100 4.03E+06 SLPAFPTSSLLTQS#QK 33.7 2118 0 0 0 0 Lysosomal‐trafficking regulator  35456:119681

892.95111 2 timecourse_ATM_combo_4hr 892.94513 6.7 67.37 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 47.1 100 2.59E+06 SLPAFPTSSLLTQS#QK 38.7 2118 0 0 0 0 Lysosomal‐trafficking regulator  35452:114804

892.95021 2 timecourse_ATM_combo_2hr 892.94513 5.69 63.8 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 69.2 100 2.41E+06 SLPAFPTSSLLTQS#QK 40.7 2118 0 0 0 0 Lysosomal‐trafficking regulator  35455:110875

892.94987 2 timecourse_ATM_combo_1hr 892.94513 5.32 62.62 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 80.0 100 4.08E+06 SLPAFPTSSLLTQS#QK 37.4 2118 0 0 0 0 Lysosomal‐trafficking regulator  35457:119413

892.94994 2 timecourse_ATM_ctrl1 892.94513 5.39 60.65 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 8.4 100 4.58E+05 SLPAFPTSSLLTQS#QK 28.5 2118 0 0 0 0 Lysosomal‐trafficking regulator  35449:120152

892.95063 2 timecourse_ATM_combo_8hr 892.94513 6.16 52.64 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 19.8 100 1.74E+06 SLPAFPTSSLLTQS#QK 43 2118 0 0 0 0 Lysosomal‐trafficking regulator  35451:118532

892.95082 2 timecourse_ATM_ctrl2 892.94513 6.37 52.08 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 5.8 100 1.87E+05 SLPAFPTSSLLTQS#QK 10.3 2118 ‐2,0 0 0 0 0 Lysosomal‐trafficking regulator  35446:104027

703.33556 3 timecourse_ATM_combo_2hr 703.33233 4.59 48.03 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 64.9 100 2.99E+06 SRS#LPAFPTSSLLTQS#QK 12.3 2105 ‐2,0 31 2118 0 0 Lysosomal‐trafficking regulator  35455:135174

932.92963 2 timecourse_ATM_combo_2hr 932.92830 1.43 46.96 LYST  LYST_HUMAN 0 R.S#LPAFPTSSLLTQS#QK.L 5.2 100 4.53E+05 S#LPAFPTSSLLTQS#QK 87.2 2105 24.8 2118 0 0 Lysosomal‐trafficking regulator  35455:117256

932.931 2 timecourse_ATM_combo_1hr 932.92830 2.89 45.92 LYST  LYST_HUMAN 0 R.S#LPAFPTSSLLTQS#QK.L 5.2 100 6.05E+05 S#LPAFPTSSLLTQS#QK 38.2 2105 15.5 2118 0 0 Lysosomal‐trafficking regulator  35456:126488

1054.49764 2 timecourse_ATM_combo_4hr 1054.49486 2.64 45.47 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 15.3 100 9.60E+05 SRS#LPAFPTSSLLTQS#QK 11.5 2105 ‐2,0 18.9 2118 0 0 Lysosomal‐trafficking regulator  35453:141547

703.3344 3 timecourse_ATM_combo_1hr 703.33233 2.94 44.73 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 57.4 100 4.45E+06 SRS#LPAFPTSSLLTQS#QK 9.4 2105 ‐2,0 28.5 2118 0 0 Lysosomal‐trafficking regulator  35457:145510

932.92942 2 timecourse_ATM_combo_1hr 932.92830 1.2 44.7 LYST  LYST_HUMAN 0 R.S#LPAFPTSSLLTQS#QK.L 5.0 100 6.59E+05 S#LPAFPTSSLLTQS#QK 42.8 2105 18.9 2118 0 0 Lysosomal‐trafficking regulator  35457:126276

1054.49758 2 timecourse_ATM_combo_1hr 1054.49486 2.58 43.56 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 19.4 100 1.28E+06 SRS#LPAFPTSSLLTQS#QK 11.5 2105 ‐2,0 30.8 2118 0 0 Lysosomal‐trafficking regulator  35457:145500

1054.49974 2 timecourse_ATM_combo_2hr 1054.49486 4.63 43.21 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 19.9 100 9.18E+05 SRS#LPAFPTSSLLTQS#QK 14.5 2105 21.3 2118 0 0 Lysosomal‐trafficking regulator  35455:135184

892.95067 2 timecourse_ATM_combo_4hr 892.94513 6.2 42.04 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 52.0 100 2.72E+06 SLPAFPTSSLLTQS#QK 24.8 2118 0 0 0 0 Lysosomal‐trafficking regulator  35453:116975

703.33489 3 timecourse_ATM_combo_8hr 703.33233 3.64 41.8 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 32.3 100 2.49E+06 SRS#LPAFPTSSLLTQS#QK 12.3 2105 ‐2,0 44.5 2118 0 0 Lysosomal‐trafficking regulator  35451:144091

1054.49884 2 timecourse_ATM_combo_8hr 1054.49486 3.77 39.81 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 9.4 100 5.81E+05 SRS#LPAFPTSSLLTQS#QK 11.5 2105 ‐2,0 21.3 2118 0 0 Lysosomal‐trafficking regulator  35450:141983

1054.49952 2 timecourse_ATM_combo_1hr 1054.49486 4.42 39.71 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 21.1 100 1.35E+06 SRS#LPAFPTSSLLTQS#QK 11.5 2105 ‐2,0 24.8 2118 0 0 Lysosomal‐trafficking regulator  35456:145199

703.33577 3 timecourse_ATM_combo_1hr 703.33233 4.89 39.15 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 53.6 100 4.23E+06 SRS#LPAFPTSSLLTQS#QK 12.3 2105 ‐2,0 31 2118 0 0 Lysosomal‐trafficking regulator  35456:145209

703.33576 3 combeffx_ATM_comboi 703.33233 4.88 38.62 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 16.0 100 2.90E+06 SRS#LPAFPTSSLLTQS#QK 12.3 2105 ‐2,0 33.5 2118 0 0 Lysosomal‐trafficking regulator  35300:66214

1054.49778 2 timecourse_ATM_combo_4hr 1054.49486 2.77 37.07 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 15.4 100 8.44E+05 SRS#LPAFPTSSLLTQS#QK 14.5 2105 24.8 2118 0 0 Lysosomal‐trafficking regulator  35452:138967

703.33488 3 timecourse_ATM_combo_8hr 703.33233 3.63 35.83 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 25.4 100 2.53E+06 SRS#LPAFPTSSLLTQS#QK 12.3 2105 ‐2,0 26.3 2118 0 0 Lysosomal‐trafficking regulator  35450:141973

1054.4997 2 timecourse_ATM_combo_2hr 1054.49486 4.59 34.26 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 18.7 100 7.95E+05 SRS#LPAFPTSSLLTQS#QK 14.5 2105 13.3 2118 0 0 Lysosomal‐trafficking regulator  35454:135107

595.6359 3 timecourse_ATM_combo_2hr 595.63252 5.67 33.91 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 15.3 100 4.25E+05 SLPAFPTSSLLTQS#QK 15 2118 0 0 0 0 Lysosomal‐trafficking regulator  35455:110885

595.63588 3 timecourse_ATM_combo_2hr 595.63252 5.64 32.95 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 14.4 100 4.26E+05 SLPAFPTSSLLTQS#QK 22.9 2118 0 0 0 0 Lysosomal‐trafficking regulator  35454:111098

703.33518 3 combeffx_ATM_comboi 703.33233 4.05 30.56 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 13.3 100 1.63E+06 SRS#LPAFPTSSLLTQS#QK 12.3 2105 ‐2,0 28.4 2118 0 0 Lysosomal‐trafficking regulator  35301:60811

595.63656 3 timecourse_ATM_combo_1hr 595.63252 6.78 30.46 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 18.1 100 7.55E+05 SLPAFPTSSLLTQS#QK 11 2118 ‐2,0 0 0 0 0 Lysosomal‐trafficking regulator  35456:119671

703.3355 3 timecourse_ATM_combo_2hr 703.33233 4.51 29.76 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 51.7 100 2.97E+06 SRS#LPAFPTSSLLTQS#QK 3.6 2105 ‐2,0 26.3 2118 0 0 Lysosomal‐trafficking regulator  35454:135097

703.33458 3 timecourse_ATM_combo_4hr 703.33233 3.2 27.75 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 46.0 100 3.29E+06 SRS#LPAFPTSSLLTQS#QK 13.5 2105 34.1 2118 0 0 Lysosomal‐trafficking regulator  35453:141557



595.63605 3 timecourse_ATM_combo_4hr 595.63252 5.93 27.69 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 9.8 100 4.28E+05 SLPAFPTSSLLTQS#QK 23.6 2118 0 0 0 0 Lysosomal‐trafficking regulator  35453:116965

1054.49872 2 timecourse_ATM_combo_8hr 1054.49486 3.66 27.06 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 11.4 100 7.34E+05 SRS#LPAFPTSSLLTQS#QK 14.5 2105 21.3 2118 0 0 Lysosomal‐trafficking regulator  35451:144101

703.33478 3 timecourse_ATM_combo_4hr 703.33233 3.48 24.55 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 47.6 100 3.43E+06 SRS#LPAFPTSSLLTQS#QK 12.3 2105 ‐2,0 26.3 2118 0 0 Lysosomal‐trafficking regulator  35452:138977

595.63628 3 timecourse_ATM_combo_4hr 595.63252 6.31 23.51 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 14.1 100 5.92E+05 SLPAFPTSSLLTQS#QK 11 2118 ‐2,0 0 0 0 0 Lysosomal‐trafficking regulator  35452:114794

595.63593 3 timecourse_ATM_combo_8hr 595.63252 5.72 22.04 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 4.3 100 3.08E+05 SLPAFPTSSLLTQS#QK 16.2 2118 0 0 0 0 Lysosomal‐trafficking regulator  35451:118522

703.33515 3 combeffx_ATM_PI3Ki 703.33233 4.01 22.04 LYST  LYST_HUMAN 0 R.S#RSLPAFPTSSLLTQS#QK.L 17.5 100 1.28E+06 SRS#LPAFPTSSLLTQS#QK 6.6 2105 ‐2,0 16.7 2118 0 0 Lysosomal‐trafficking regulator  35299:56641

595.63506 3 combeffx_ATM_PI3Ki 595.63252 4.26 21.5 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 13.8 100 7.96E+05 SLPAFPTSSLLTQS#QK 18 2118 0 0 0 0 Lysosomal‐trafficking regulator  35299:46720

595.63622 3 timecourse_ATM_combo_8hr 595.63252 6.21 20.98 LYST  LYST_HUMAN 0 R.SLPAFPTSSLLTQS#QK.L 7.8 100 3.46E+05 SLPAFPTSSLLTQS#QK 4.9 2118 ‐2,0 0 0 0 0 Lysosomal‐trafficking regulator  35450:117310

785.86522 2 combeffx_ATM_PI3Ki 785.86308 2.72 71.37 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 20.7 100 1.57E+06 SEDFFYIKVS#QK 72.4 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35299:37530

785.86464 2 combeffx_ATM_PI3Ki 785.86308 1.99 47.41 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 22.9 100 2.70E+06 SEDFFYIKVS#QK 55.1 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35298:38904

785.86843 2 timecourse_ATM_combo_1hr 785.86308 6.81 33.71 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 45.5 100 3.13E+06 SEDFFYIKVS#QK 28.3 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35456:97984

524.24581 3 combeffx_ATM_PI3Ki 524.24448 2.54 30.38 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 49.8 100 3.59E+06 SEDFFYIKVS#QK 32.3 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35299:37520

395.18308 2 timecourse_ATM_combo_1hr 395.18075 5.9 30.17 LZTS1  LZTS1_HUMAN 0 R.AS#QYKL.R 22.2 100 5.85E+05 AS#QYKL 36.8 21 0 0 0 0 Leucine zipper putative tumor suppressor 1  35456:3393

524.24658 3 combeffx_ATM_comboi 524.24448 4.01 25.73 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 41.4 100 6.90E+06 SEDFFYIKVS#QK 34.1 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35300:42664

524.24716 3 timecourse_ATM_combo_2hr 524.24448 5.11 25.13 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 50.8 100 1.68E+06 SEDFFYIKVS#QK 36.5 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35455:91095

524.24629 3 combeffx_ATM_MEKi 524.24448 3.45 24.74 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 18.7 100 7.89E+05 SEDFFYIKVS#QK 36.5 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35297:32250

524.24517 3 combeffx_ATM_PI3Ki 524.24448 1.32 24.57 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 53.2 100 5.32E+06 SEDFFYIKVS#QK 28.7 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35298:38894

524.24726 3 timecourse_ATM_combo_4hr 524.24448 5.3 24.26 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 30.7 100 1.37E+06 SEDFFYIKVS#QK 32.3 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35453:96242

524.24642 3 combeffx_ATM_comboi 524.24448 3.7 23.37 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 38.5 100 4.04E+06 SEDFFYIKVS#QK 43.4 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35301:39148

524.24695 3 timecourse_ATM_combo_1hr 524.24448 4.71 22.91 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 84.7 100 3.74E+06 SEDFFYIKVS#QK 56 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35457:97900

524.24757 3 timecourse_ATM_combo_8hr 524.24448 5.91 18.75 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 15.5 100 8.34E+05 SEDFFYIKVS#QK 23.7 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35450:96687

524.24686 3 timecourse_ATM_ctrl1 524.24448 4.54 15.89 LZTS1  LZTS1_HUMAN 0 K.SEDFFYIKVS#QK.A 10.8 100 4.66E+05 SEDFFYIKVS#QK 22.2 71 0 0 0 0 Leucine zipper putative tumor suppressor 1  35449:98500

850.8834 2 combeffx_ATM_comboi 850.87998 4.02 97.18 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 41.8 100 3.53E+06 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35301:45870

850.88415 2 combeffx_ATM_comboi 850.87998 4.9 81.21 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 39.3 100 4.74E+06 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35300:50211

850.88385 2 combeffx_ATM_PI3Ki 850.87998 4.55 77.31 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 9.8 100 7.12E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35299:43746

850.88281 2 combeffx_ATM_PI3Ki 850.87998 3.33 75.41 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 13.5 100 9.86E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35298:45545

850.88498 2 timecourse_ATM_ctrl2 850.87998 5.89 71.31 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 12.9 100 3.60E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35446:97085

850.88355 2 timecourse_ATM_combo_1hr 850.87998 4.2 66.49 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 20.0 100 5.98E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35457:111833

850.88499 2 timecourse_ATM_combo_8hr 850.87998 5.89 66.48 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 48.0 100 1.88E+06 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35450:109877

850.88454 2 timecourse_ATM_ctrl2 850.87998 5.36 65.61 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 13.7 100 3.61E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35447:98815

850.88452 2 timecourse_ATM_combo_2hr 850.87998 5.34 64.62 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 20.2 100 4.18E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35454:104091

850.8848 2 timecourse_ATM_combo_8hr 850.87998 5.68 64.2 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 43.9 100 2.06E+06 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35451:110875

850.88469 2 timecourse_ATM_combo_1hr 850.87998 5.54 63.74 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 19.8 100 5.59E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35456:112167

850.8839 2 timecourse_ATM_ctrl1 850.87998 4.61 63 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 14.6 100 5.33E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35449:112345

850.88462 2 timecourse_ATM_combo_4hr 850.87998 5.45 61.88 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 17.4 100 6.42E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35452:107501

693.31528 2 timecourse_ATM_combo_8hr 693.31341 2.7 57.98 MACF1  MACF1_HUMAN 1 K.SEIAT#QELTGEK.F 9.1 100 3.64E+05 SEIAT#QELTGEK 44.3 3236 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35451:75777

850.88481 2 timecourse_ATM_ctrl1 850.87998 5.68 56.3 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 16.7 100 6.03E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35448:110778

850.88385 2 timecourse_ATM_combo_2hr 850.87998 4.55 53.15 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 15.8 100 3.44E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35455:103829

850.88442 2 timecourse_ATM_combo_4hr 850.87998 5.22 52.78 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 18.4 100 6.17E+05 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35453:109492

680.65747 3 timecourse_ATM_combo_1hr 680.65376 5.45 51.82 MACF1  MACF1_HUMAN 6 R.MES#QLSASKPTGGLPETAR.E 4.1 94 3.24E+05 MES#QLSASKPTGGLPETAR 7 6353 0,3 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35456:140889

680.65681 3 timecourse_ATM_combo_4hr 680.65376 4.48 50.57 MACF1  MACF1_HUMAN 6 R.MES#QLSASKPTGGLPETAR.E 5.9 94 3.00E+05 MESQLS#ASKPTGGLPETAR 6.7 6356 ‐3,0 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35452:134777

693.31579 2 timecourse_ATM_combo_8hr 693.31341 3.43 48.48 MACF1  MACF1_HUMAN 1 K.SEIAT#QELTGEK.F 10.3 100 5.20E+05 SEIAT#QELTGEK 66.6 3236 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35450:75213

680.6568 3 timecourse_ATM_combo_1hr 680.65376 4.47 42.96 MACF1  MACF1_HUMAN 6 R.MESQLSAS#KPTGGLPETAR.E 5.4 94 3.46E+05 MESQLSAS#KPTGGLPETAR 4.5 6358 ‐2,0 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35457:141150

680.65776 3 timecourse_ATM_combo_8hr 680.65376 5.88 41.82 MACF1  MACF1_HUMAN 6 R.MES#QLSASKPTGGLPETAR.E 4.8 94 2.76E+05 MESQLS#ASKPTGGLPETAR 0 6356 ‐3,0 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35451:139541

567.59167 3 combeffx_ATM_comboi 567.58908 4.56 41.26 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 22.5 100 2.71E+06 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35300:50201

680.65686 3 timecourse_ATM_combo_4hr 680.65376 4.55 38.48 MACF1  MACF1_HUMAN 6 R.MES#QLSASKPTGGLPETAR.E 7.0 94 3.29E+05 MESQLS#ASKPTGGLPETAR 9.4 6356 ‐3,0 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35453:137477

567.5914 3 combeffx_ATM_comboi 567.58908 4.09 35.37 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQK.S 16.9 100 1.61E+06 LQS#QLQENEEFQK 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35301:45880

786.83703 2 timecourse_ATM_combo_8hr 786.83250 5.76 34.27 MACF1  MACF1_HUMAN 6 R.LQS#QLQENEEFQ.K 5.8 100 2.40E+05 LQS#QLQENEEFQ 1000 4836 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35451:97763

680.65655 3 timecourse_ATM_ctrl1 680.65376 4.1 33.53 MACF1  MACF1_HUMAN 6 R.MES#QLSASKPTGGLPETAR.E 5.4 94 3.12E+05 MES#QLSASKPTGGLPETAR 24.2 6353 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35449:140981

680.65661 3 timecourse_ATM_combo_2hr 680.65376 4.19 29.82 MACF1  MACF1_HUMAN 6 R.MES#QLSASKPTGGLPETAR.E 5.1 94 1.57E+05 MESQLS#ASKPTGGLPETAR 0 6356 0,2 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35455:131080

680.65745 3 timecourse_ATM_ctrl1 680.65376 5.42 28.38 MACF1  MACF1_HUMAN 6 R.MES#QLSASKPTGGLPETAR.E 7.1 94 3.57E+05 MES#QLSASKPTGGLPETAR 7 6353 0,3 0 0 0 0 Microtubule‐actin cross‐linking factor 1, isoforms 1/2/3/5  35448:138788

1147.8464 3 timecourse_ATM_combo_8hr 1147.84323 2.76 51.1 MAD2L1BP  MD2BP_HUMAN 1 K.SEETHAS#QIELLETSSTQEPLNASEAFCPR.D 9.6 100 1.92E+06 SEETHAS#QIELLETSSTQEPLNASEAFCPR 6 29 ‐6,0 0 0 0 0 MAD2L1‐binding protein  35451:183980

881.1302 4 timecourse_ATM_combo_4hr 881.12583 4.96 50.94 MAD2L1BP  MD2BP_HUMAN 1 K.SEETHAS#QIELLET#SSTQEPLNASEAFCPR.D 7.0 100 4.75E+05 S#EETHASQIELLETSS#TQEPLNASEAFCPR 11.7 23 0,6 7 38 ‐2,0 0 0 MAD2L1‐binding protein  35452:177000

1174.50391 3 timecourse_ATM_combo_4hr 1174.49868 4.45 44.93 MAD2L1BP  MD2BP_HUMAN 1 K.SEETHAS#QIELLET#SSTQEPLNASEAFCPR.D 16.6 100 2.35E+06 S#EETHASQIELLETSST#QEPLNASEAFCPR 14.2 23 5.3 39 ‐2,0 0 0 MAD2L1‐binding protein  35452:176990

1147.85009 3 timecourse_ATM_combo_4hr 1147.84323 5.98 44.58 MAD2L1BP  MD2BP_HUMAN 1 K.SEETHASQIELLETSST#QEPLNASEAFCPR.D 11.1 100 8.99E+05 SEETHASQIELLETSST#QEPLNASEAFCPR 6.1 39 ‐16,0 0 0 0 0 MAD2L1‐binding protein  35452:176250

1174.50189 3 timecourse_ATM_combo_2hr 1174.49868 2.73 43.41 MAD2L1BP  MD2BP_HUMAN 1 K.SEETHAS#QIELLET#SSTQEPLNASEAFCPR.D 7.5 100 5.15E+05 SEETHAS#QIELLETSST#QEPLNASEAFCPR 0 29 ‐3,0 4 39 ‐1,0 0 0 MAD2L1‐binding protein  35455:171381

1147.85089 3 timecourse_ATM_combo_8hr 1147.84323 6.67 41.97 MAD2L1BP  MD2BP_HUMAN 1 K.SEETHASQIELLETSST#QEPLNASEAFCPR.D 21.8 100 2.29E+06 SEETHASQIELLETSST#QEPLNASEAFCPR 23.3 39 0 0 0 0 MAD2L1‐binding protein  35451:183990

1174.50338 3 timecourse_ATM_combo_4hr 1174.49868 4 37.61 MAD2L1BP  MD2BP_HUMAN 1 K.SEETHAS#QIELLET#SSTQEPLNASEAFCPR.D 26.3 100 2.72E+06 SEETHAS#QIELLETSST#QEPLNASEAFCPR 11.3 29 ‐3,0 11.3 39 ‐2,0 0 0 MAD2L1‐binding protein  35453:180501

881.1307 4 timecourse_ATM_combo_8hr 881.12583 5.53 35.49 MAD2L1BP  MD2BP_HUMAN 1 K.S#EETHASQIELLETSSTQEPLNAS#EAFCPR.D 10.2 100 7.70E+05 S#EETHASQIELLETSS#TQEPLNASEAFCPR 16.2 23 0 38 ‐12,0 0 0 MAD2L1‐binding protein  35450:181730

1174.50391 3 timecourse_ATM_combo_8hr 1174.49868 4.45 33.57 MAD2L1BP  MD2BP_HUMAN 1 K.SEETHAS#QIELLET#SSTQEPLNASEAFCPR.D 31.8 100 3.73E+06 SEETHAS#QIELLETSST#QEPLNASEAFCPR 8.5 29 ‐6,0 14.2 39 0 0 MAD2L1‐binding protein  35450:181720

1174.50393 3 timecourse_ATM_combo_8hr 1174.49868 4.47 31.73 MAD2L1BP  MD2BP_HUMAN 1 K.SEETHAS#QIELLET#SSTQEPLNASEAFCPR.D 31.8 100 4.39E+06 SEETHAS#QIELLETSST#QEPLNASEAFCPR 1.9 29 ‐6,0 23.3 39 0 0 MAD2L1‐binding protein  35451:184780

965.47552 3 timecourse_ATM_combo_4hr 965.46923 6.51 132.99 MAF1  MAF1_HUMAN 3 K.LLENSSFEAINS#QLTVETGDAHIIGR.I 7.3 100 4.35E+05 LLENSSFEAINS#QLTVETGDAHIIGR 28.4 14 0 0 0 0 Repressor of RNA polymerase III transcription MAF1 homolog  35453:171861

965.47506 3 timecourse_ATM_combo_8hr 965.46923 6.04 109.12 MAF1  MAF1_HUMAN 3 K.LLENSSFEAINS#QLTVETGDAHIIGR.I 13.3 100 1.07E+06 LLENSSFEAINS#QLTVETGDAHIIGR 24.4 14 0 0 0 0 Repressor of RNA polymerase III transcription MAF1 homolog  35450:173670

965.47556 3 timecourse_ATM_combo_8hr 965.46923 6.56 97.73 MAF1  MAF1_HUMAN 3 K.LLENSSFEAINS#QLTVETGDAHIIGR.I 14.0 100 1.15E+06 LLENSSFEAINS#QLTVETGDAHIIGR 30.9 14 0 0 0 0 Repressor of RNA polymerase III transcription MAF1 homolog  35451:175950

965.47616 3 timecourse_ATM_combo_4hr 965.46923 7.18 83.43 MAF1  MAF1_HUMAN 3 K.LLENSSFEAINS#QLTVETGDAHIIGR.I 7.2 100 3.35E+05 LLENSSFEAINS#QLTVETGDAHIIGR 31.8 14 0 0 0 0 Repressor of RNA polymerase III transcription MAF1 homolog  35452:168760

965.47656 3 timecourse_ATM_combo_8hr 965.46923 7.59 40.47 MAF1  MAF1_HUMAN 3 K.LLENSSFEAINS#QLTVETGDAHIIGR.I 12.7 100 1.15E+06 LLENSSFEAINS#QLTVETGDAHIIGR 24.4 14 0 0 0 0 Repressor of RNA polymerase III transcription MAF1 homolog  35451:175960

1175.93271 2 timecourse_ATM_combo_2hr 1175.92647 5.31 59.12 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 28.2 100 2.94E+05 HLDGEEDGSS#DQS#QASGTTGGR 16.2 191 39.8 194 0 0 Melanoma‐associated antigen D2  35455:146421

1175.9341 2 timecourse_ATM_ctrl1 1175.92647 6.49 50.7 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 27.0 100 3.52E+05 HLDGEEDGSS#DQS#QASGTTGGR 24.4 191 24.1 194 0 0 Melanoma‐associated antigen D2  35448:154930

784.29193 3 timecourse_ATM_ctrl1 784.28674 6.62 49.89 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 106.9 100 2.08E+06 HLDGEEDGSS#DQS#QASGTTGGR 14.2 191 44.1 194 0 0 Melanoma‐associated antigen D2  35448:154940

1175.93187 2 timecourse_ATM_combo_1hr 1175.92647 4.59 44.44 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 42.6 100 5.81E+05 HLDGEEDGSS#DQS#QASGTTGGR 26.4 191 64.5 194 0 0 Melanoma‐associated antigen D2  35457:156875

1175.93365 2 timecourse_ATM_ctrl2 1175.92647 6.11 43.67 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#SDQS#QASGTTGGR.R 27.3 100 2.79E+05 HLDGEEDGSS#DQS#QASGTTGGR 9.3 191 ‐1,0 31.5 194 0 0 Melanoma‐associated antigen D2  35447:142893

1175.93325 2 timecourse_ATM_combo_4hr 1175.92647 5.77 41.12 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 30.8 100 4.01E+05 HLDGEEDGSS#DQS#QASGTTGGR 20.4 191 46.2 194 0 0 Melanoma‐associated antigen D2  35452:150750

1175.93267 2 timecourse_ATM_ctrl1 1175.92647 5.27 41.12 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 30.4 100 3.87E+05 HLDGEEDGSS#DQS#QASGTTGGR 9.3 191 ‐1,0 35.8 194 0 0 Melanoma‐associated antigen D2  35449:157409

1175.9338 2 timecourse_ATM_combo_8hr 1175.92647 6.23 38.78 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 25.1 100 3.59E+05 HLDGEEDGSS#DQS#QASGTTGGR 10.3 191 ‐1,0 20.1 194 0 0 Melanoma‐associated antigen D2  35450:154930

1175.93348 2 timecourse_ATM_combo_4hr 1175.92647 5.96 38.28 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 29.1 100 4.17E+05 HLDGEEDGSS#DQS#QASGTTGGR 24.4 191 28.3 194 0 0 Melanoma‐associated antigen D2  35453:153511

784.29167 3 timecourse_ATM_ctrl2 784.28674 6.29 37.79 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#SDQS#QASGTTGGR.R 113.5 100 1.46E+06 HLDGEEDGSS#DQS#QASGTTGGR 4.8 191 ‐1,0 39.7 194 0 0 Melanoma‐associated antigen D2  35446:140322

1175.9337 2 timecourse_ATM_combo_8hr 1175.92647 6.15 37.75 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 23.7 100 4.10E+05 HLDGEEDGSS#DQS#QASGTTGGR 26.4 191 38.7 194 0 0 Melanoma‐associated antigen D2  35451:156950

860.01251 3 timecourse_ATM_combo_2hr 860.00787 5.4 37.61 MAGED2  MAGD2_HUMAN 2 K.VKHLDGEEDGSS#DQS#QASGTTGGR.R 13.4 100 1.16E+05 VKHLDGEEDGSS#DQS#QASGTTGGR 7.5 191 ‐1,0 20.6 194 0 0 Melanoma‐associated antigen D2  35455:155231

757.63606 3 timecourse_ATM_combo_8hr 757.63130 6.28 36.16 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSSDQS#QASGTTGGR.R 9.3 100 1.51E+05 HLDGEEDGSSDQS#QASGTTGGR 34.5 194 0 0 0 0 Melanoma‐associated antigen D2  35450:151350

1175.93395 2 timecourse_ATM_combo_1hr 1175.92647 6.36 35.35 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 48.2 100 6.88E+05 HLDGEEDGSS#DQS#QASGTTGGR 24.4 191 44.3 194 0 0 Melanoma‐associated antigen D2  35456:156937

757.63584 3 timecourse_ATM_combo_8hr 757.63130 5.99 34.59 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSSDQS#QASGTTGGR.R 7.5 100 1.52E+05 HLDGEEDGSSDQS#QASGTTGGR 15 194 0 0 0 0 Melanoma‐associated antigen D2  35451:153340

810.94657 3 timecourse_ATM_combo_4hr 810.94218 5.41 34.44 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 27.1 100 1.51E+06 HLDGEEDGS#S#DQS#QASGTTGGR 34.6 190 38.9 191 15.6 194 Melanoma‐associated antigen D2  35452:153800

860.01317 3 timecourse_ATM_combo_4hr 860.00787 6.16 34.1 MAGED2  MAGD2_HUMAN 2 K.VKHLDGEEDGSS#DQSQASGT#TGGR.R 13.1 100 1.81E+05 VKHLDGEEDGSS#DQS#QASGTTGGR 14.2 191 20.6 194 0 0 Melanoma‐associated antigen D2  35453:163011

757.6353 3 timecourse_ATM_combo_2hr 757.63130 5.28 34.07 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSSDQS#QASGTTGGR.R 5.2 100 4.70E+04 HLDGEEDGSSDQS#QASGTTGGR 14.9 194 0 0 0 0 Melanoma‐associated antigen D2  35455:143181

836.32464 3 timecourse_ATM_combo_1hr 836.32044 5.02 33.97 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQSQASGTTGGRR.V 13.3 100 2.27E+05 HLDGEEDGSS#DQS#QASGTTGGRR 0 191 ‐1,0 18.8 194 0 0 Melanoma‐associated antigen D2  35457:163255

784.29069 3 timecourse_ATM_combo_2hr 784.28674 5.04 33.26 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 137.5 100 1.63E+06 HLDGEEDGSS#DQS#QASGTTGGR 4 191 ‐1,0 20.6 194 0 0 Melanoma‐associated antigen D2  35455:146411

784.29093 3 timecourse_ATM_combo_4hr 784.28674 5.34 33.18 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 114.3 100 2.09E+06 HLDGEEDGSS#DQS#QASGTTGGR 0 191 ‐1,0 17.4 194 0 0 Melanoma‐associated antigen D2  35452:150740

784.29146 3 timecourse_ATM_combo_1hr 784.28674 6.02 33.02 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 185.9 100 3.32E+06 HLDGEEDGSS#DQS#QASGTTGGR 4.8 191 ‐1,0 25.9 194 0 0 Melanoma‐associated antigen D2  35456:156927

1215.91771 2 timecourse_ATM_combo_1hr 1215.90964 6.64 32.97 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 14.2 100 5.37E+05 HLDGEEDGS#S#DQS#QASGTTGGR 34.5 190 27.2 191 20.9 194 Melanoma‐associated antigen D2  35456:159897

810.94646 3 timecourse_ATM_combo_2hr 810.94218 5.28 32.55 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 38.9 100 1.30E+06 HLDGEEDGS#S#DQS#QASGTTGGR 40.8 190 46.3 191 27.1 194 Melanoma‐associated antigen D2  35455:149341

784.29163 3 timecourse_ATM_combo_8hr 784.28674 6.24 31.78 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 95.7 100 2.06E+06 HLDGEEDGSS#DQS#QASGTTGGR 7.5 191 ‐1,0 34.5 194 0 0 Melanoma‐associated antigen D2  35451:156960

1175.93393 2 timecourse_ATM_ctrl2 1175.92647 6.34 30.45 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#SDQS#QASGTTGGR.R 23.8 100 2.08E+05 HLDGEEDGSS#DQS#QASGTTGGR 7.9 191 ‐1,0 16.2 194 0 0 Melanoma‐associated antigen D2  35446:140332

860.01337 3 timecourse_ATM_combo_4hr 860.00787 6.4 29.08 MAGED2  MAGD2_HUMAN 2 K.VKHLDGEEDGS#SDQS#QASGTTGGR.R 17.7 100 1.79E+05 VKHLDGEEDGSS#DQS#QASGTTGGR 5.3 191 ‐1,0 8.7 194 0,3 0 0 Melanoma‐associated antigen D2  35452:160080

757.63603 3 timecourse_ATM_combo_4hr 757.63130 6.26 28.98 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSSDQS#QASGTTGGR.R 7.0 100 1.02E+05 HLDGEEDGSSDQS#QASGTTGGR 20.6 194 0 0 0 0 Melanoma‐associated antigen D2  35453:149961

784.29042 3 timecourse_ATM_combo_1hr 784.28674 4.69 28.43 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 171.5 100 3.21E+06 HLDGEEDGS#SDQS#QASGTTGGR 5 190 0,7 9.6 194 ‐3,0 0 0 Melanoma‐associated antigen D2  35457:156885

784.29131 3 timecourse_ATM_ctrl2 784.28674 5.83 28.23 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 110.8 100 1.40E+06 HLDGEEDGSS#DQS#QASGTTGGR 12.2 191 ‐1,0 14.9 194 0 0 Melanoma‐associated antigen D2  35447:142883

810.94717 3 timecourse_ATM_ctrl2 810.94218 6.15 26.76 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 19.1 100 9.14E+05 HLDGEEDGS#S#DQS#QASGTTGGR 45.4 190 49.4 191 27.1 194 Melanoma‐associated antigen D2  35447:146363

784.29059 3 timecourse_ATM_ctrl1 784.28674 4.91 26.38 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 98.6 100 1.95E+06 HLDGEEDGSS#DQS#QASGTTGGR 8.7 191 ‐1,0 34.5 194 0 0 Melanoma‐associated antigen D2  35449:157399

836.32576 3 timecourse_ATM_combo_1hr 836.32044 6.36 25.78 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGRR.V 12.6 100 2.31E+05 HLDGEEDGS#S#DQSQASGTTGGRR 4.9 190 0,4 6.7 191 0,3 0 0 Melanoma‐associated antigen D2  35456:163237

810.94648 3 timecourse_ATM_ctrl1 810.94218 5.3 25.71 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 10.3 100 7.22E+05 HLDGEEDGS#S#DQS#QASGTTGGR 45.4 190 48.7 191 40.2 194 Melanoma‐associated antigen D2  35449:160449

886.66894 3 timecourse_ATM_combo_2hr 886.66331 6.35 24.78 MAGED2  MAGD2_HUMAN 2 K.VKHLDGEEDGS#S#DQS#QASGTTGGR.R 15.2 100 1.84E+05 VKHLDGEEDGS#S#DQS#QASGTTGGR 20.4 190 27.9 191 20.6 194 Melanoma‐associated antigen D2  35454:156931

784.29112 3 timecourse_ATM_combo_4hr 784.28674 5.58 23.95 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 112.5 100 2.13E+06 HLDGEEDGSS#DQS#QASGTTGGR 10.3 191 ‐1,0 14.9 194 0 0 Melanoma‐associated antigen D2  35453:153501

810.94675 3 timecourse_ATM_combo_2hr 810.94218 5.64 23.03 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 42.2 100 1.39E+06 HLDGEEDGS#S#DQS#QASGTTGGR 29.1 190 32.2 191 12.4 194 0,3 Melanoma‐associated antigen D2  35454:148801

810.94761 3 timecourse_ATM_ctrl2 810.94218 6.7 22.3 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 21.3 100 8.15E+05 HLDGEEDGS#S#DQS#QASGTTGGR 35.7 190 38.9 191 35.8 194 Melanoma‐associated antigen D2  35446:143582

862.98096 3 timecourse_ATM_ctrl2 862.97588 5.89 21.83 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGRR.V 20.3 100 1.83E+05 HLDGEEDGS#S#DQS#QASGTTGGRR 24.3 190 26.9 191 27.1 194 Melanoma‐associated antigen D2  35447:152343

810.94612 3 timecourse_ATM_combo_8hr 810.94218 4.86 21.72 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 17.1 100 1.11E+06 HLDGEEDGS#S#DQS#QASGTTGGR 57 190 61 191 27.1 194 Melanoma‐associated antigen D2  35451:160260

810.94737 3 timecourse_ATM_combo_1hr 810.94218 6.4 21.51 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 32.4 100 2.07E+06 HLDGEEDGS#S#DQS#QASGTTGGR 36 190 38.1 191 21.3 194 Melanoma‐associated antigen D2  35456:159887

784.29144 3 timecourse_ATM_combo_8hr 784.28674 5.99 21.43 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQSQAS#GTTGGR.R 103.0 100 2.15E+06 HLDGEEDGSS#DQS#QASGTTGGR 6.6 191 ‐1,0 20.6 194 0 0 Melanoma‐associated antigen D2  35450:154920

860.01375 3 timecourse_ATM_ctrl2 860.00787 6.84 21.2 MAGED2  MAGD2_HUMAN 2 K.VKHLDGEEDGSS#DQS#QASGTTGGR.R 17.0 100 1.25E+05 VKHLDGEEDGSS#DQS#QASGTTGGR 23.3 191 4.9 194 0,3 0 0 Melanoma‐associated antigen D2  35446:149282

1175.93421 2 timecourse_ATM_combo_2hr 1175.92647 6.58 20.43 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGR.R 33.4 100 3.28E+05 HLDGEEDGSS#DQS#QASGTTGGR 11.5 191 ‐1,0 28.3 194 0 0 Melanoma‐associated antigen D2  35454:145991

810.94679 3 timecourse_ATM_combo_8hr 810.94218 5.68 19.33 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 23.3 100 1.14E+06 HLDGEEDGS#S#DQS#QASGTTGGR 35.7 190 38.9 191 12.4 194 0,3 Melanoma‐associated antigen D2  35450:158210

886.66937 3 timecourse_ATM_ctrl1 886.66331 6.83 19.09 MAGED2  MAGD2_HUMAN 2 K.VKHLDGEEDGS#S#DQS#QASGTTGGR.R 5.4 100 1.27E+05 VKHLDGEEDGS#S#DQS#QASGTTGGR 30.1 190 31.8 191 20.6 194 Melanoma‐associated antigen D2  35448:165300

810.94709 3 timecourse_ATM_combo_4hr 810.94218 6.05 18.56 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 29.5 94 5.80E+05 HLDGEEDGS#S#DQS#QASGTTGGR 24.4 190 26.9 191 21.3 194 Melanoma‐associated antigen D2  35453:156621

886.66859 3 timecourse_ATM_combo_1hr 886.66331 5.95 18.44 MAGED2  MAGD2_HUMAN 2 K.VKHLDGEEDGS#S#DQS#QASGTTGGR.R 14.3 100 3.18E+05 VKHLDGEEDGS#S#DQS#QASGTTGGR 32.8 190 35.8 191 20.6 194 Melanoma‐associated antigen D2  35456:168177

836.32524 3 timecourse_ATM_combo_2hr 836.32044 5.74 17.15 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#SDQS#QASGTTGGRR.V 8.9 100 7.25E+04 HLDGEEDGSS#DQS#QASGTTGGRR 0 191 ‐1,0 12.6 194 ‐4,0 0 0 Melanoma‐associated antigen D2  35455:152521

886.66818 3 timecourse_ATM_combo_8hr 886.66331 5.49 17.02 MAGED2  MAGD2_HUMAN 2 K.VKHLDGEEDGS#S#DQS#QASGTTGGR.R 8.4 100 1.31E+05 VKHLDGEEDGS#S#DQS#QASGTTGGR 14.1 190 28.2 191 14.9 194 Melanoma‐associated antigen D2  35450:167690

810.94626 3 timecourse_ATM_combo_1hr 810.94218 5.03 15.5 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGS#S#DQS#QASGTTGGR.R 35.7 100 1.55E+06 HLDGEEDGS#S#DQS#QASGTTGGR 29.1 190 32.2 191 21.3 194 Melanoma‐associated antigen D2  35457:159845

836.32551 3 timecourse_ATM_combo_4hr 836.32044 6.06 14.41 MAGED2  MAGD2_HUMAN 2 K.HLDGEEDGSS#DQS#QASGTTGGRR.V 9.6 100 1.43E+05 HLDGEEDGSS#DQS#QASGTTGGRR 0 191 ‐1,0 9.5 194 ‐4,0 0 0 Melanoma‐associated antigen D2  35453:160021

941.72693 3 combeffx_ATM_comboi 941.72318 3.98 80.52 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 23.6 100 4.99E+06 DVMSDETNNEETESPS#QEFVNITK 26.4 1156 0 0 0 0 Microtubule‐associated protein 1B  35301:72829

1412.08852 2 timecourse_ATM_combo_4hr 1412.08114 5.23 68.11 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 11.9 100 7.48E+05 DVMSDETNNEETESPS#QEFVNITK 51.6 1156 0 0 0 0 Microtubule‐associated protein 1B  35453:170451

1021.79359 3 timecourse_ATM_combo_8hr 1021.78840 5.08 66.72 MAP1B  MAP1B_HUMAN 2 K.YESSLYSQEYS#KPADVTPLNGFSEGSK.T 12.2 100 8.40E+05 YESSLYS#QEYSKPADVTPLNGFSEGSK 11.5 1171 0,3 0 0 0 0 Microtubule‐associated protein 1B  35450:176300

941.72808 3 timecourse_ATM_combo_8hr 941.72318 5.2 64.26 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 195.0 100 2.36E+07 DVMSDETNNEETESPS#QEFVNITK 50.7 1156 0 0 0 0 Microtubule‐associated protein 1B  35451:174600

1412.08661 2 timecourse_ATM_combo_8hr 1412.08114 3.87 57.49 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 26.3 100 2.52E+06 DVMSDETNNEETESPS#QEFVNITK 42.6 1156 0 0 0 0 Microtubule‐associated protein 1B  35450:172300

1412.08772 2 timecourse_ATM_ctrl1 1412.08114 4.66 56.57 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 9.0 100 4.47E+05 DVMSDETNNEETESPS#QEFVNITK 42.6 1156 0 0 0 0 Microtubule‐associated protein 1B  35449:172219

947.05921 3 combeffx_ATM_comboi 947.05482 4.64 56.17 MAP1B  MAP1B_HUMAN 2 R.DVM*SDETNNEETESPS#QEFVNITK.Y 8.9 100 3.04E+06 DVM*SDETNNEETESPS#QEFVNITK 47.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35300:80171

941.72797 3 timecourse_ATM_combo_4hr 941.72318 5.09 55.27 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 67.7 100 6.42E+06 DVMSDETNNEETESPS#QEFVNITK 40.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35453:170441

947.06025 3 timecourse_ATM_combo_4hr 947.05482 5.73 52.12 MAP1B  MAP1B_HUMAN 2 R.DVM*SDETNNEETESPS#QEFVNITK.Y 4.2 100 2.74E+05 DVM*SDETNNEETESPS#QEFVNITK 46.7 1156 0 0 0 0 Microtubule‐associated protein 1B  35452:167700

941.7275 3 combeffx_ATM_comboi 941.72318 4.59 52.04 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 25.9 100 7.46E+06 DVMSDETNNEETESPS#QEFVNITK 54.6 1156 0 0 0 0 Microtubule‐associated protein 1B  35300:80051

941.72755 3 timecourse_ATM_combo_8hr 941.72318 4.64 51.08 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 183.5 100 2.25E+07 DVMSDETNNEETESPS#QEFVNITK 47.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35450:172310

1412.08766 2 timecourse_ATM_combo_4hr 1412.08114 4.62 50.66 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 12.2 100 6.13E+05 DVMSDETNNEETESPS#QEFVNITK 42.6 1156 0 0 0 0 Microtubule‐associated protein 1B  35452:167360

947.05843 3 timecourse_ATM_combo_8hr 947.05482 3.81 50.59 MAP1B  MAP1B_HUMAN 2 R.DVM*SDETNNEETESPS#QEFVNITK.Y 14.9 100 1.43E+06 DVM*SDETNNEETESPS#QEFVNITK 47.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35450:172630

1412.08902 2 timecourse_ATM_combo_2hr 1412.08114 5.58 49.02 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 6.6 100 3.25E+05 DVMSDETNNEETESPS#QEFVNITK 30.7 1156 0 0 0 0 Microtubule‐associated protein 1B  35454:160991

1068.14556 3 timecourse_ATM_combo_8hr 1068.14263 2.74 48.61 MAP1B  MAP1B_HUMAN 2 K.VSAEAEVAPVSPEVTQEVVEEHCAS#PEDK.T 11.8 100 1.84E+06 VSAEAEVAPVSPEVT#QEVVEEHCASPEDK 11.1 1302 0,10 0 0 0 0 Microtubule‐associated protein 1B  35451:181080

947.05877 3 combeffx_ATM_comboi 947.05482 4.17 48.38 MAP1B  MAP1B_HUMAN 2 R.DVM*SDETNNEETESPS#QEFVNITK.Y 9.9 100 1.78E+06 DVM*SDETNNEETESPS#QEFVNITK 31.5 1156 0 0 0 0 Microtubule‐associated protein 1B  35301:72939

941.72813 3 timecourse_ATM_combo_4hr 941.72318 5.26 48.35 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 68.0 100 6.44E+06 DVMSDETNNEETESPS#QEFVNITK 40.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35452:167370

941.72885 3 timecourse_ATM_ctrl2 941.72318 6.02 48.01 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 22.0 100 1.43E+06 DVMSDETNNEETESPS#QEFVNITK 54.6 1156 0 0 0 0 Microtubule‐associated protein 1B  35446:155942

941.72735 3 timecourse_ATM_combo_1hr 941.72318 4.43 47.56 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 30.7 100 2.75E+06 DVMSDETNNEETESPS#QEFVNITK 31.5 1156 0 0 0 0 Microtubule‐associated protein 1B  35457:172645

1094.80051 3 timecourse_ATM_combo_8hr 1094.79807 2.23 47.36 MAP1B  MAP1B_HUMAN 2 K.VSAEAEVAPVS#PEVT#QEVVEEHCASPEDK.T 3.5 94 2.38E+05 VSAEAEVAPVS#PEVT#QEVVEEHCASPEDK 21.4 1298 18.3 1302 0 0 Microtubule‐associated protein 1B  35450:179460

1412.08818 2 timecourse_ATM_combo_8hr 1412.08114 4.99 46.21 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 32.8 100 3.08E+06 DVMSDETNNEETESPS#QEFVNITK 33.7 1156 0 0 0 0 Microtubule‐associated protein 1B  35451:174590

947.05877 3 timecourse_ATM_combo_8hr 947.05482 4.17 46.05 MAP1B  MAP1B_HUMAN 2 R.DVM*SDETNNEETESPS#QEFVNITK.Y 13.6 100 1.42E+06 DVM*SDETNNEETESPS#QEFVNITK 59.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35451:174940

1068.14535 3 timecourse_ATM_combo_8hr 1068.14263 2.55 41.48 MAP1B  MAP1B_HUMAN 2 K.VSAEAEVAPVSPEVTQEVVEEHCAS#PEDK.T 11.8 100 1.73E+06 VSAEAEVAPVSPEVTQEVVEEHCAS#PEDK 20.4 1312 0 0 0 0 Microtubule‐associated protein 1B  35450:178290

941.72849 3 timecourse_ATM_combo_1hr 941.72318 5.64 41.45 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 28.3 100 2.89E+06 DVMSDETNNEETESPS#QEFVNITK 44.4 1156 0 0 0 0 Microtubule‐associated protein 1B  35456:172537

941.72798 3 timecourse_ATM_combo_2hr 941.72318 5.1 40.51 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 44.0 100 2.98E+06 DVMSDETNNEETESPS#QEFVNITK 40.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35455:161961

941.72842 3 timecourse_ATM_ctrl2 941.72318 5.56 39.42 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 19.9 100 1.29E+06 DVMSDETNNEETESPS#QEFVNITK 40.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35447:158983

941.72767 3 timecourse_ATM_ctrl1 941.72318 4.77 38.1 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 43.2 100 4.01E+06 DVMSDETNNEETESPS#QEFVNITK 40.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35449:172229

941.72788 3 timecourse_ATM_ctrl1 941.72318 4.99 37.65 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 48.0 100 4.09E+06 DVMSDETNNEETESPS#QEFVNITK 39.8 1156 0 0 0 0 Microtubule‐associated protein 1B  35448:169410

1094.80197 3 timecourse_ATM_combo_8hr 1094.79807 3.56 37.5 MAP1B  MAP1B_HUMAN 2 K.VSAEAEVAPVS#PEVT#QEVVEEHCASPEDK.T 7.0 100 1.69E+06 VSAEAEVAPVS#PEVT#QEVVEEHCASPEDK 29.4 1298 40.7 1302 0 0 Microtubule‐associated protein 1B  35451:182290

1412.08761 2 timecourse_ATM_ctrl1 1412.08114 4.58 36.67 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 8.6 100 4.92E+05 DVMSDETNNEETESPS#QEFVNITK 51.6 1156 0 0 0 0 Microtubule‐associated protein 1B  35448:169400

941.72848 3 timecourse_ATM_combo_2hr 941.72318 5.63 25.74 MAP1B  MAP1B_HUMAN 2 R.DVMSDETNNEETESPS#QEFVNITK.Y 45.4 100 3.06E+06 DVMSDETNNEETESPS#QEFVNITK 40.3 1156 0 0 0 0 Microtubule‐associated protein 1B  35454:161001

844.02428 3 timecourse_ATM_ctrl2 844.01914 6.09 52.14 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPAS#PGSSNDSSARS#QER.A 14.1 100 4.77E+05 AVPMAPAPAS#PGSSNDSSARS#QER 40.6 759 28.8 770 0 0 Microtubule‐associated protein 1S  35446:147522

844.02373 3 timecourse_ATM_ctrl1 844.01914 5.44 47.59 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPAS#PGSSNDSSARS#QER.A 8.6 100 4.20E+05 AVPMAPAPAS#PGSSNDSSARS#QER 8 759 0,8 46.3 770 0 0 Microtubule‐associated protein 1S  35448:161350

844.02321 3 timecourse_ATM_combo_4hr 844.01914 4.82 46.86 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPAS#PGSSNDSSARS#QER.A 9.4 100 3.34E+05 AVPMAPAPAS#PGSSNDSSARS#QER 3.5 759 0,8 32.1 770 0 0 Microtubule‐associated protein 1S  35453:161081

844.0239 3 timecourse_ATM_ctrl2 844.01914 5.64 44.93 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPAS#PGSSNDSSARS#QER.A 14.1 100 4.56E+05 AVPMAPAPAS#PGSSNDSSARS#QER 15 759 27.8 770 0 0 Microtubule‐associated protein 1S  35447:150283

886.72193 3 timecourse_ATM_ctrl2 886.71746 5.04 43.24 MAP1S  MAP1S_HUMAN 2 R.KAVPMAPAPAS#PGSSNDSSARS#QER.A 3.8 100 1.13E+05 KAVPMAPAPAS#PGSSNDSSARS#QER 31.8 759 3.4 770 ‐8,0 0 0 Microtubule‐associated protein 1S  35447:154723

817.36813 3 timecourse_ATM_ctrl2 817.36370 5.42 35.67 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPASPGSS#NDSSARSQER.A 4.8 100 1.82E+05 AVPMAPAPASPGSSNDSSARS#QER 3 770 ‐11,0 0 0 0 0 Microtubule‐associated protein 1S  35447:147183

844.02376 3 timecourse_ATM_combo_4hr 844.01914 5.47 34.84 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPASPGS#SNDSSARS#QER.A 6.1 100 3.23E+05 AVPMAPAPASPGS#SNDSSARS#QER 14.9 762 22.9 770 0 0 Microtubule‐associated protein 1S  35452:158230

844.02428 3 timecourse_ATM_combo_1hr 844.01914 6.09 30.32 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPAS#PGSSNDSSARS#QER.A 11.9 100 5.13E+05 AVPMAPAPAS#PGSSNDSSARS#QER 9.6 759 0,8 22.9 770 0 0 Microtubule‐associated protein 1S  35456:164117

844.0234 3 timecourse_ATM_ctrl1 844.01914 5.05 27.02 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPAS#PGS#SNDSSARSQER.A 8.6 100 3.92E+05 AVPMAPAPAS#PGSSNDSSARS#QER 2.8 759 0,3 27.1 770 0 0 Microtubule‐associated protein 1S  35449:163909

817.36852 3 timecourse_ATM_combo_2hr 817.36370 5.9 26.1 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPASPGSS#NDSSARSQER.A 4.9 100 1.67E+05 AVPMAPAPAS#PGSSNDSSARSQER 5.7 759 0,11 0 0 0 0 Microtubule‐associated protein 1S  35454:150021

844.02339 3 timecourse_ATM_combo_1hr 844.01914 5.04 24.76 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPASPGSS#NDSSARS#QER.A 13.7 100 5.57E+05 AVPMAPAPAS#PGSSNDSSARS#QER 2.2 759 0,8 27.1 770 0 0 Microtubule‐associated protein 1S  35457:164155

817.36761 3 timecourse_ATM_combo_2hr 817.36370 4.78 24.72 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPASPGSSNDSSARS#QER.A 4.7 100 1.56E+05 AVPMAPAPASPGSSNDSSARS#QER 11.4 770 ‐8,0 0 0 0 0 Microtubule‐associated protein 1S  35455:150461

817.36875 3 timecourse_ATM_combo_1hr 817.36370 6.18 22.98 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPASPGSSNDSSARS#QER.A 7.0 100 3.06E+05 AVPMAPAPASPGSSNDSSARS#QER 23.6 770 0 0 0 0 Microtubule‐associated protein 1S  35456:161037

817.36864 3 timecourse_ATM_combo_4hr 817.36370 6.04 20.25 MAP1S  MAP1S_HUMAN 2 K.AVPMAPAPASPGSSNDSSARS#QER.A 5.1 100 2.28E+05 AVPMAPAPASPGSSNDSSARS#QER 8.7 770 ‐11,0 0 0 0 0 Microtubule‐associated protein 1S  35452:155080

618.327 2 timecourse_ATM_combo_4hr 618.32339 5.84 17.94 MAP4  MAP4_HUMAN 7 K.TKPLATT#QPAK.T 13.5 100 3.53E+05 TKPLATT#QPAK 0 707 ‐1,0 0 0 0 0 Microtubule‐associated protein 4  35453:55038

1069.46758 3 timecourse_ATM_combo_2hr 1069.45996 7.13 56.9 MAPK4  MK04_HUMAN 4 R.IEDEIDDIVLM*AANQS#QLSNWDTCSSR.Y 11.5 100 8.29E+05 IEDEIDDIVLM*AANQS#QLSNWDTCSSR 17.9 345 0 0 0 0 Mitogen‐activated protein kinase 4  35454:166621

1069.46692 3 timecourse_ATM_combo_1hr 1069.45996 6.51 48 MAPK4  MK04_HUMAN 4 R.IEDEIDDIVLM*AANQS#QLSNWDTCSSR.Y 15.2 100 1.51E+06 IEDEIDDIVLM*AANQS#QLSNWDTCSSR 12.3 345 0,3 0 0 0 0 Mitogen‐activated protein kinase 4  35457:179135

1069.46779 3 timecourse_ATM_combo_2hr 1069.45996 7.32 47.11 MAPK4  MK04_HUMAN 4 R.IEDEIDDIVLM*AANQS#QLSNWDTCSSR.Y 10.8 94 3.83E+05 IEDEIDDIVLM*AANQS#QLSNWDTCSSR 6.3 345 0,3 0 0 0 0 Mitogen‐activated protein kinase 4  35455:168011

1069.46659 3 timecourse_ATM_ctrl1 1069.45996 6.2 41.33 MAPK4  MK04_HUMAN 4 R.IEDEIDDIVLM*AANQS#QLSNWDTCSSR.Y 12.7 100 1.19E+06 IEDEIDDIVLM*AANQS#QLSNWDTCSSR 25.2 345 0 0 0 0 Mitogen‐activated protein kinase 4  35449:178089

1069.46772 3 timecourse_ATM_ctrl2 1069.45996 7.26 38.04 MAPK4  MK04_HUMAN 4 R.IEDEIDDIVLM*AANQS#QLSNWDTCSSR.Y 8.2 100 5.61E+05 IEDEIDDIVLM*AANQS#QLSNWDTCSSR 16.2 345 0 0 0 0 Mitogen‐activated protein kinase 4  35447:165513

1069.46822 3 timecourse_ATM_ctrl1 1069.45996 7.72 36.37 MAPK4  MK04_HUMAN 4 R.IEDEIDDIVLM*AANQSQLS#NWDTCSSR.Y 10.3 100 1.04E+06 IEDEIDDIVLM*AANQS#QLSNWDTCSSR 8.6 345 0,3 0 0 0 0 Mitogen‐activated protein kinase 4  35448:175270

1069.46933 3 timecourse_ATM_combo_1hr 1069.45996 8.76 36.06 MAPK4  MK04_HUMAN 4 R.IEDEIDDIVLM*AANQS#QLSNWDTCSSR.Y 14.2 100 1.34E+06 IEDEIDDIVLM*AANQS#QLSNWDTCSSR 16.2 345 0 0 0 0 Mitogen‐activated protein kinase 4  35456:178316

1069.46853 3 timecourse_ATM_combo_4hr 1069.45996 8.01 28.97 MAPK4  MK04_HUMAN 4 R.IEDEIDDIVLM*AANQS#QLSNWDTCSSR.Y 8.8 100 9.60E+05 IEDEIDDIVLM*AANQS#QLSNWDTCSSR 16.2 345 0 0 0 0 Mitogen‐activated protein kinase 4  35453:176781

669.01504 3 timecourse_ATM_combo_1hr 669.01238 3.98 26.53 MAPRE1  MARE1_HUMAN 2 K.KPLTSSSAAPQRPIST#QR.T 15.2 100 8.28E+05 KPLTSSSAAPQRPIS#TQR 0 165 0,1 0 0 0 0 Microtubule‐associated protein RP/EB family member 1  35457:138588

669.01675 3 timecourse_ATM_combo_8hr 669.01238 6.53 21.8 MAPRE1  MARE1_HUMAN 2 K.KPLTSSSAAPQRPIST#QR.T 8.8 100 7.17E+05 KPLTSSSAAPQRPIST#QR 4.8 166 ‐1,0 0 0 0 0 Microtubule‐associated protein RP/EB family member 1  35450:135123

669.01654 3 timecourse_ATM_combo_2hr 669.01238 6.22 18.13 MAPRE1  MARE1_HUMAN 2 K.KPLTSSSAAPQRPIST#QR.T 10.0 100 4.40E+05 KPLTSSSAAPQRPIST#QR 4.8 166 ‐1,0 0 0 0 0 Microtubule‐associated protein RP/EB family member 1  35454:128345

669.01624 3 timecourse_ATM_ctrl1 669.01238 5.77 13.82 MAPRE1  MARE1_HUMAN 2 K.KPLTSSSAAPQRPIST#QR.T 16.8 100 8.85E+05 KPLTSSSAAPQRPIST#QR 8.7 166 ‐1,0 0 0 0 0 Microtubule‐associated protein RP/EB family member 1  35448:136280

713.84113 2 combeffx_ATM_ctrl 713.83793 4.5 76.61 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 12.9 100 8.26E+05 GRGTS#QLAEGATAK 13.2 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35295:32290

713.84121 2 combeffx_ATM_PI3Ki 713.83793 4.59 75.58 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 11.6 100 4.74E+05 GRGTS#QLAEGATAK 22.9 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35299:30945

713.84239 2 combeffx_ATM_comboi 713.83793 6.25 68.32 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 11.1 100 6.79E+05 GRGTS#QLAEGATAK 11.5 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35300:34534

713.84117 2 combeffx_ATM_ctrl 713.83793 4.54 65.89 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 15.4 100 8.24E+05 GRGTS#QLAEGATAK 11.5 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35294:33752

713.84119 2 combeffx_ATM_PI3Ki 713.83793 4.57 65.23 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 14.8 100 6.31E+05 GRGTS#QLAEGATAK 24.4 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35298:31809

713.84183 2 timecourse_ATM_ctrl2 713.83793 5.46 61.11 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 15.6 100 2.49E+05 GRGTS#QLAEGATAK 28.9 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35447:70706

713.84061 2 combeffx_ATM_MEKi 713.83793 3.75 59.11 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 13.7 100 3.88E+05 GRGTS#QLAEGATAK 28.9 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35296:28527

713.84196 2 timecourse_ATM_combo_4hr 713.83793 5.65 53.66 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 15.0 100 2.37E+05 GRGTS#QLAEGATAK 7.4 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35453:79834

713.84139 2 timecourse_ATM_combo_1hr 713.83793 4.85 52.05 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 15.3 100 3.10E+05 GRGTS#QLAEGATAK 38.4 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35457:81116

713.84168 2 timecourse_ATM_combo_4hr 713.83793 5.25 51.77 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 15.0 100 2.42E+05 GRGTS#QLAEGATAK 24.4 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35452:78176

713.84183 2 timecourse_ATM_combo_8hr 713.83793 5.46 49.34 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 7.0 100 1.35E+05 GRGTS#QLAEGATAK 16.2 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35450:80084

713.84206 2 timecourse_ATM_combo_8hr 713.83793 5.79 49.13 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 7.0 100 1.46E+05 GRGTS#QLAEGATAK 18.4 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35451:80720

607.28003 2 timecourse_ATM_combo_4hr 607.27664 5.58 49.11 MAST2  MAST2_HUMAN 2 R.GT#SQLAEGATAK.A 3.8 100 1.08E+05 GTS#QLAEGATAK 6.5 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35452:49973

713.84206 2 timecourse_ATM_combo_1hr 713.83793 5.79 49.02 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 15.7 100 2.92E+05 GRGTS#QLAEGATAK 21.5 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35456:80766

713.84159 2 timecourse_ATM_combo_2hr 713.83793 5.13 48.4 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 14.2 100 1.50E+05 GRGTS#QLAEGATAK 21.5 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35455:75407

607.27948 2 timecourse_ATM_combo_1hr 607.27664 4.68 47.91 MAST2  MAST2_HUMAN 2 R.GTS#QLAEGATAK.A 4.3 100 1.26E+05 GTS#QLAEGATAK 16.2 1007 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35457:51880

713.84224 2 timecourse_ATM_ctrl2 713.83793 6.04 47.32 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 15.7 100 2.16E+05 GRGT#SQLAEGATAK 0 1006 0,1 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35446:69645

713.84116 2 timecourse_ATM_ctrl1 713.83793 4.52 45.71 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 14.6 100 2.44E+05 GRGTS#QLAEGATAK 8.6 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35449:81854

713.84221 2 timecourse_ATM_ctrl1 713.83793 6 44.27 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 10.6 100 2.05E+05 GRGTS#QLAEGATAK 11.5 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35448:80607

713.8424 2 combeffx_ATM_comboi 713.83793 6.26 42.83 MAST2  MAST2_HUMAN 2 R.GRGT#SQLAEGATAK.A 8.0 100 3.43E+05 GRGT#SQLAEGATAK 9.3 1006 0,1 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35301:31921

607.27967 2 timecourse_ATM_combo_4hr 607.27664 5.01 42.5 MAST2  MAST2_HUMAN 2 R.GTS#QLAEGATAK.A 3.6 100 1.10E+05 GTS#QLAEGATAK 7.4 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35453:51049

607.27997 2 timecourse_ATM_ctrl2 607.27664 5.48 36.1 MAST2  MAST2_HUMAN 2 R.GTS#QLAEGATAK.A 3.1 100 7.22E+04 GTS#QLAEGATAK 6.5 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35447:45307

713.84245 2 timecourse_ATM_combo_2hr 713.83793 6.33 35.59 MAST2  MAST2_HUMAN 2 R.GRGTS#QLAEGATAK.A 11.5 100 1.49E+05 GRGTS#QLAEGATAK 7.4 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35454:76131

607.27985 2 timecourse_ATM_combo_8hr 607.27664 5.29 33.46 MAST2  MAST2_HUMAN 2 R.GTS#QLAEGATAK.A 2.8 100 1.19E+05 GTS#QLAEGATAK 9.3 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35450:51255

607.28021 2 combeffx_ATM_comboi 607.27664 5.88 31.07 MAST2  MAST2_HUMAN 2 R.GTS#QLAEGATAK.A 4.2 100 1.97E+05 GTS#QLAEGATAK 8.6 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35301:19819

1024.78191 3 timecourse_ATM_ctrl1 1024.77618 5.59 30.87 MAST2  MAST2_HUMAN 12 R.WSLASLPSSGYGTNTPSSTVSSSCSS#QEK.L 5.3 100 1.76E+05 WSLASLPSSGYGTNTPSSTVSSSCSS#QEK 7.4 254 ‐7,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35448:173420

607.28043 2 timecourse_ATM_combo_1hr 607.27664 6.24 25.03 MAST2  MAST2_HUMAN 2 R.GTS#QLAEGATAK.A 4.2 100 1.44E+05 GTS#QLAEGATAK 7.4 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35456:51583

1024.78293 3 timecourse_ATM_combo_1hr 1024.77618 6.59 23.04 MAST2  MAST2_HUMAN 12 R.WSLASLPSSGYGTNTPSSTVSSSCSS#QEK.L 5.3 100 2.35E+05 WSLASLPSSGYGTNTPSSTVSSSCS#SQEK 6.5 253 ‐7,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35456:176446

476.22943 3 combeffx_ATM_MEKi 476.22771 3.61 21.23 MAST2  MAST2_HUMAN 2 R.GRGT#SQLAEGATAK.A 11.3 100 2.70E+05 GRGT#SQLAEGATAK 10.3 1006 0,1 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35296:28517

607.28056 2 timecourse_ATM_ctrl1 607.27664 6.46 17.57 MAST2  MAST2_HUMAN 2 R.GTS#QLAEGATAK.A 2.8 100 9.64E+04 GTS#QLAEGATAK 0 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35448:51820

607.28041 2 timecourse_ATM_ctrl2 607.27664 6.21 14.02 MAST2  MAST2_HUMAN 2 R.GTS#QLAEGATAK.A 3.1 100 6.97E+04 GTS#QLAEGATAK 11.5 1007 ‐1,0 0 0 0 0 Microtubule‐associated serine/threonine‐protein kinase 2  35446:44781

896.76342 3 timecourse_ATM_combo_8hr 896.75900 4.93 91.52 MAT2B  MAT2B_HUMAN 1 R.RPDVVENQPDAAS#QLNVDASGNLAK.E 5.9 100 1.07E+06 RPDVVENQPDAAS#QLNVDASGNLAK 81.2 110 0 0 0 0 Methionine adenosyltransferase 2 subunit beta  35451:170820

896.76274 3 timecourse_ATM_combo_8hr 896.75900 4.17 84.11 MAT2B  MAT2B_HUMAN 1 R.RPDVVENQPDAAS#QLNVDASGNLAK.E 5.6 100 1.11E+06 RPDVVENQPDAAS#QLNVDASGNLAK 82.3 110 0 0 0 0 Methionine adenosyltransferase 2 subunit beta  35450:168700

769.86884 2 timecourse_ATM_combo_8hr 769.86413 6.12 42.31 MAT2B  MAT2B_HUMAN 1 D.AAS#QLNVDASGNLAK.E 2.9 100 1.38E+05 AAS#QLNVDASGNLAK 52.9 110 0 0 0 0 Methionine adenosyltransferase 2 subunit beta  35450:93587

769.86903 2 timecourse_ATM_combo_8hr 769.86413 6.36 40.48 MAT2B  MAT2B_HUMAN 1 D.AAS#QLNVDASGNLAK.E 2.7 100 9.20E+04 AAS#QLNVDASGNLAK 49 110 0 0 0 0 Methionine adenosyltransferase 2 subunit beta  35451:94470

775.84529 2 timecourse_ATM_ctrl2 775.84076 5.85 65.5 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 23.5 100 1.30E+06 MKS#QAFIEMETR 105.9 533 0 0 0 0 Matrin‐3  35447:83879

775.84508 2 timecourse_ATM_combo_1hr 775.84076 5.57 65.48 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 27.0 100 2.16E+06 MKS#QAFIEMETR 113.4 533 0 0 0 0 Matrin‐3  35456:95844

775.8449 2 timecourse_ATM_combo_2hr 775.84076 5.34 65.44 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 25.4 100 1.24E+06 MKS#QAFIEMETR 122 533 0 0 0 0 Matrin‐3  35454:89529

775.84498 2 timecourse_ATM_ctrl2 775.84076 5.44 63.21 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 22.2 100 1.21E+06 MKS#QAFIEMETR 123.1 533 0 0 0 0 Matrin‐3  35446:82530

775.84413 2 timecourse_ATM_combo_2hr 775.84076 4.34 63.05 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 26.2 100 1.23E+06 MKS#QAFIEMETR 109.6 533 0 0 0 0 Matrin‐3  35455:89155

775.8445 2 timecourse_ATM_combo_4hr 775.84076 4.82 60.78 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 30.0 100 2.25E+06 MKS#QAFIEMETR 113.4 533 0 0 0 0 Matrin‐3  35453:94152

775.8451 2 timecourse_ATM_ctrl1 775.84076 5.59 60.27 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 19.8 100 1.59E+06 MKS#QAFIEMETR 122 533 0 0 0 0 Matrin‐3  35448:95237

931.40732 3 timecourse_ATM_combo_4hr 931.40311 4.52 56.93 MATR3  MATR3_HUMAN 3 R.GPSLNPVLDYDHGS#RSQESGYYDR.M 23.9 100 1.23E+06 GPSLNPVLDYDHGS#RSQESGYYDR 6.3 206 0,2 0 0 0 0 Matrin‐3  35452:166780

775.84407 2 combeffx_ATM_comboi 775.84076 4.27 55.53 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 22.4 100 2.72E+06 MKS#QAFIEMETR 123.1 533 0 0 0 0 Matrin‐3  35301:38029

775.84542 2 timecourse_ATM_combo_8hr 775.84076 6.01 55.01 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 71.0 100 6.67E+06 MKS#QAFIEMETR 89.2 533 0 0 0 0 Matrin‐3  35450:94587

931.40767 3 timecourse_ATM_combo_8hr 931.40311 4.9 54.79 MATR3  MATR3_HUMAN 3 R.GPSLNPVLDYDHGSRSQES#GYYDR.M 32.0 100 2.22E+06 GPSLNPVLDYDHGS#RSQESGYYDR 0 206 0,2 0 0 0 0 Matrin‐3  35450:171630

775.84427 2 timecourse_ATM_combo_8hr 775.84076 4.52 54 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 58.5 100 6.66E+06 MKS#QAFIEMETR 122 533 0 0 0 0 Matrin‐3  35450:94577

775.84412 2 timecourse_ATM_combo_1hr 775.84076 4.33 53.96 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 25.9 100 2.15E+06 MKS#QAFIEMETR 106.2 533 0 0 0 0 Matrin‐3  35457:95899

931.40645 3 timecourse_ATM_combo_1hr 931.40311 3.59 53.89 MATR3  MATR3_HUMAN 3 R.GPSLNPVLDYDHGSRSQES#GYYDR.M 9.6 100 4.53E+05 GPSLNPVLDYDHGSRSQES#GYYDR 21.4 211 0 0 0 0 Matrin‐3  35457:172065

931.40734 3 timecourse_ATM_combo_8hr 931.40311 4.54 51.72 MATR3  MATR3_HUMAN 3 R.GPSLNPVLDYDHGSRSQES#GYYDR.M 39.7 100 2.95E+06 GPSLNPVLDYDHGS#RSQESGYYDR 4.1 206 0,7 0 0 0 0 Matrin‐3  35451:174030

775.84475 2 timecourse_ATM_combo_8hr 775.84076 5.14 51.38 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 69.2 100 7.86E+06 MKS#QAFIEMETR 106.2 533 0 0 0 0 Matrin‐3  35451:95460

697.79248 2 timecourse_ATM_combo_8hr 697.79020 3.27 50.55 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMET.R 31.3 100 3.24E+06 MKS#QAFIEMET 128 533 0 0 0 0 Matrin‐3  35450:76293

775.84497 2 timecourse_ATM_combo_4hr 775.84076 5.43 49.91 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 27.6 100 2.15E+06 MKS#QAFIEMETR 113.4 533 0 0 0 0 Matrin‐3  35452:92381

775.84425 2 timecourse_ATM_ctrl1 775.84076 4.5 49.64 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 23.2 100 1.64E+06 MKS#QAFIEMETR 130.5 533 0 0 0 0 Matrin‐3  35449:96354

931.4077 3 timecourse_ATM_combo_1hr 931.40311 4.93 47.66 MATR3  MATR3_HUMAN 3 R.GPSLNPVLDYDHGS#RSQESGYYDR.M 7.6 100 4.07E+05 GPSLNPVLDYDHGS#RSQESGYYDR 14.7 206 0 0 0 0 Matrin‐3  35456:171957

931.40717 3 timecourse_ATM_combo_4hr 931.40311 4.36 46.28 MATR3  MATR3_HUMAN 3 R.GPSLNPVLDYDHGS#RSQESGYYDR.M 25.8 100 1.26E+06 GPSLNPVLDYDHGS#RSQESGYYDR 4.1 206 0,5 0 0 0 0 Matrin‐3  35453:169811

775.84432 2 combeffx_ATM_comboi 775.84076 4.59 44.9 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 28.9 100 3.93E+06 MKS#QAFIEMETR 109.6 533 0 0 0 0 Matrin‐3  35300:41385

697.79229 2 timecourse_ATM_combo_8hr 697.79020 3 44.14 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMET.R 34.6 100 3.23E+06 MKS#QAFIEMET 139.1 533 0 0 0 0 Matrin‐3  35451:76784

767.82088 2 timecourse_ATM_combo_8hr 767.81706 4.98 41.57 MATR3  MATR3_HUMAN 9 K.T#DGSQKTESSTEGK.E 14.4 100 8.43E+04 T#DGSQKTESSTEGK 9.4 612 0,3 0 0 0 0 Matrin‐3  35451:94010

517.56525 3 timecourse_ATM_combo_2hr 517.56293 4.48 40.94 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 41.5 100 1.43E+06 MKS#QAFIEMETR 144 533 0 0 0 0 Matrin‐3  35455:89165

882.62887 4 timecourse_ATM_combo_8hr 882.62475 4.67 39.86 MATR3  MATR3_HUMAN 3 R.DSFDDRGPSLNPVLDYDHGSRSQESGYY#DR.M 24.5 100 2.01E+06 DSFDDRGPSLNPVLDYDHGS#RSQESGYYDR 13 206 0,2 0 0 0 0 Matrin‐3  35450:181750



517.565 3 combeffx_ATM_comboi 517.56293 4 39.55 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 96.6 100 1.08E+07 MKS#QAFIEMETR 116.8 533 0 0 0 0 Matrin‐3  35300:41375

931.40735 3 timecourse_ATM_combo_2hr 931.40311 4.55 38.99 MATR3  MATR3_HUMAN 3 R.GPSLNPVLDYDHGSRSQES#GYYDR.M 15.3 100 4.56E+05 GPSLNPVLDYDHGS#RSQESGYYDR 9.6 206 0,5 0 0 0 0 Matrin‐3  35455:161471

517.56521 3 timecourse_ATM_ctrl1 517.56293 4.41 38.04 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 37.0 100 1.85E+06 MKS#QAFIEMETR 109.4 533 0 0 0 0 Matrin‐3  35449:96344

517.56531 3 timecourse_ATM_combo_4hr 517.56293 4.6 37.81 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 52.6 100 2.84E+06 MKS#QAFIEMETR 116.8 533 0 0 0 0 Matrin‐3  35453:94142

517.56487 3 combeffx_ATM_comboi 517.56293 3.75 37.7 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 75.8 100 7.67E+06 MKS#QAFIEMETR 131 533 0 0 0 0 Matrin‐3  35301:38019

517.56578 3 timecourse_ATM_ctrl2 517.56293 5.51 37.5 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 37.7 100 1.46E+06 MKS#QAFIEMETR 117.4 533 0 0 0 0 Matrin‐3  35447:83869

528.22847 3 combeffx_ATM_comboi 528.22621 4.28 37.31 MATR3  MATR3_HUMAN 9 R.M*KS#QAFIEM*ETR.E 18.3 100 1.44E+06 M*KS#QAFIEM*ETR 78.6 533 0 0 0 0 Matrin‐3  35301:39638

517.5657 3 timecourse_ATM_combo_2hr 517.56293 5.35 37.23 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 42.7 100 1.47E+06 MKS#QAFIEMETR 132.2 533 0 0 0 0 Matrin‐3  35454:89539

517.56556 3 timecourse_ATM_combo_8hr 517.56293 5.08 36.91 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 103.8 100 9.40E+06 MKS#QAFIEMETR 130 533 0 0 0 0 Matrin‐3  35451:95450

528.22767 3 combeffx_ATM_MEKi 528.22621 2.76 36.71 MATR3  MATR3_HUMAN 9 R.M*KS#QAFIEM*ETR.E 16.0 100 7.30E+05 M*KS#QAFIEM*ETR 92.6 533 0 0 0 0 Matrin‐3  35296:35183

517.56583 3 timecourse_ATM_ctrl1 517.56293 5.6 35.59 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 29.3 100 1.85E+06 MKS#QAFIEMETR 116.8 533 0 0 0 0 Matrin‐3  35448:95247

517.56568 3 timecourse_ATM_ctrl2 517.56293 5.31 35.51 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 42.1 100 1.62E+06 MKS#QAFIEMETR 132.2 533 0 0 0 0 Matrin‐3  35446:82520

517.56525 3 timecourse_ATM_combo_1hr 517.56293 4.48 35.43 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 44.9 100 2.58E+06 MKS#QAFIEMETR 102.6 533 0 0 0 0 Matrin‐3  35457:95909

517.56505 3 timecourse_ATM_combo_8hr 517.56293 4.12 35.23 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 108.1 100 9.57E+06 MKS#QAFIEMETR 118.9 533 0 0 0 0 Matrin‐3  35450:94567

931.40726 3 timecourse_ATM_combo_2hr 931.40311 4.46 35.21 MATR3  MATR3_HUMAN 3 R.GPSLNPVLDYDHGS#RSQESGYYDR.M 10.1 100 3.61E+05 GPSLNPVLDYDHGS#RSQESGYYDR 4.9 206 0,5 0 0 0 0 Matrin‐3  35454:160451

882.62866 4 timecourse_ATM_combo_8hr 882.62475 4.43 35.1 MATR3  MATR3_HUMAN 3 R.DSFDDRGPSLNPVLDYDHGSRS#QESGYYDR.M 27.8 100 2.22E+06 DSFDDRGPSLNPVLDYDHGS#RSQESGYYDR 2.3 206 0,8 0 0 0 0 Matrin‐3  35451:184790

517.56467 3 combeffx_ATM_PI3Ki 517.56293 3.36 35.08 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 18.8 100 1.66E+06 MKS#QAFIEMETR 130.2 533 0 0 0 0 Matrin‐3  35299:36619

517.56571 3 timecourse_ATM_combo_4hr 517.56293 5.37 31.78 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 47.1 100 2.94E+06 MKS#QAFIEMETR 132.9 533 0 0 0 0 Matrin‐3  35452:92371

726.64401 3 timecourse_ATM_combo_8hr 726.64090 4.28 30.95 MATR3  MATR3_HUMAN 9 K.TDGS#QKTESSTEGKEQEEK.S 65.3 100 4.73E+05 TDGSQKTESS#TEGKEQEEK 10.3 621 ‐9,0 0 0 0 0 Matrin‐3  35450:147510

522.89668 3 combeffx_ATM_comboi 522.89457 4.04 30.88 MATR3  MATR3_HUMAN 9 R.M*KS#QAFIEMETR.E 12.1 100 1.48E+06 M*KS#QAFIEMETR 74.4 533 0 0 0 0 Matrin‐3  35301:38888

726.64395 3 timecourse_ATM_combo_4hr 726.64090 4.2 30.75 MATR3  MATR3_HUMAN 9 K.TDGS#QKTESSTEGKEQEEK.S 52.9 100 3.74E+05 TDGSQKTESS#TEGKEQEEK 0 621 ‐9,0 0 0 0 0 Matrin‐3  35453:146131

517.56593 3 timecourse_ATM_combo_1hr 517.56293 5.8 30.5 MATR3  MATR3_HUMAN 9 R.MKS#QAFIEMETR.E 37.9 100 2.60E+06 MKS#QAFIEMETR 130 533 0 0 0 0 Matrin‐3  35456:95854

875.3852 2 timecourse_ATM_combo_8hr 875.38055 5.31 29 MATR3  MATR3_HUMAN 9 K.SKTDGS#QKTESSTEGK.E 22.0 92 5.35E+04 SKTDGS#QKTESSTEGK 35.3 615 0 0 0 0 Matrin‐3  35450:114030

528.22793 3 combeffx_ATM_PI3Ki 528.22621 3.26 27.26 MATR3  MATR3_HUMAN 9 R.M*KS#QAFIEM*ETR.E 6.3 100 3.58E+05 M*KS#QAFIEM*ETR 78.6 533 0 0 0 0 Matrin‐3  35299:37980

882.62935 4 timecourse_ATM_combo_1hr 882.62475 5.21 26.72 MATR3  MATR3_HUMAN 3 R.DSFDDRGPSLNPVLDYDHGSRS#QESGYYDR.M 11.4 100 8.21E+05 DSFDDRGPSLNPVLDYDHGSRS#QESGYYDR 2.2 208 0,5 0 0 0 0 Matrin‐3  35456:181866

528.22767 3 combeffx_ATM_MEKi 528.22621 2.76 26.45 MATR3  MATR3_HUMAN 9 R.M*KS#QAFIEM*ETR.E 15.9 100 7.30E+05 M*KS#QAFIEM*ETR 86 533 0 0 0 0 Matrin‐3  35296:35193

522.89716 3 combeffx_ATM_comboi 522.89457 4.95 25.36 MATR3  MATR3_HUMAN 9 R.M*KS#QAFIEMETR.E 13.8 100 2.12E+06 M*KS#QAFIEMETR 103.8 533 0 0 0 0 Matrin‐3  35300:42384

528.22855 3 combeffx_ATM_comboi 528.22621 4.43 24.82 MATR3  MATR3_HUMAN 9 R.M*KS#QAFIEM*ETR.E 24.4 100 2.18E+06 M*KS#QAFIEM*ETR 101.5 533 0 0 0 0 Matrin‐3  35300:43247

583.92565 3 timecourse_ATM_combo_8hr 583.92279 4.9 21.17 MATR3  MATR3_HUMAN 9 K.SKTDGS#QKTESSTEGK.E 17.6 100 9.90E+04 SKTDGS#QKTESSTEGK 20.8 615 0 0 0 0 Matrin‐3  35451:115062

619.60912 3 timecourse_ATM_combo_2hr 619.60603 4.99 19.88 MATR3  MATR3_HUMAN 11 K.SFQQSSLSRDS#QGHGR.D 12.4 100 1.67E+05 SFQQSSLSRDS#QGHGR 20.6 14 0 0 0 0 Matrin‐3  35455:116696

583.92564 3 timecourse_ATM_combo_8hr 583.92279 4.88 17.83 MATR3  MATR3_HUMAN 9 K.SKTDGS#QKTESSTEGK.E 24.5 100 1.35E+05 SKTDGS#QKTESSTEGK 11.3 615 ‐5,0 0 0 0 0 Matrin‐3  35450:114020

1064.50805 3 combeffx_ATM_comboi 1064.50374 4.05 58.59 MBD1  MBD1_HUMAN 3 K.QEKADT#QDEWTPGTAVLTSPVLVPGCPSK.A 9.6 100 9.32E+05 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 23.1 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35301:74859

936.10997 3 timecourse_ATM_combo_2hr 936.10503 5.28 52.1 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 32.6 100 1.25E+06 ADT#QDEWTPGTAVLTSPVLVPGCPSK 22.7 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35454:160721

1064.50972 3 timecourse_ATM_ctrl1 1064.50374 5.62 51.05 MBD1  MBD1_HUMAN 3 K.QEKADT#QDEWTPGTAVLTSPVLVPGCPSK.A 13.2 100 7.91E+05 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 20.9 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35449:177869

936.10954 3 timecourse_ATM_combo_8hr 936.10503 4.82 49.71 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 36.9 100 2.64E+06 ADT#QDEWTPGTAVLTSPVLVPGCPSK 22.2 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35451:174350

936.10943 3 timecourse_ATM_combo_2hr 936.10503 4.7 46.55 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 29.9 100 1.23E+06 ADT#QDEWTPGTAVLTSPVLVPGCPSK 8 505 0,5 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35455:161721

936.1105 3 timecourse_ATM_ctrl1 936.10503 5.84 44.79 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 15.5 100 8.11E+05 ADT#QDEWTPGTAVLTSPVLVPGCPSK 14.2 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35448:169120

936.10911 3 timecourse_ATM_ctrl1 936.10503 4.36 44.63 MBD1  MBD1_HUMAN 3 K.ADTQDEWT#PGTAVLTSPVLVPGCPSK.A 13.7 100 8.37E+05 ADT#QDEWTPGTAVLTSPVLVPGCPSK 12.1 505 0,5 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35449:171919

936.11034 3 timecourse_ATM_combo_4hr 936.10503 5.67 42.84 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 25.7 100 1.51E+06 ADT#QDEWTPGTAVLTSPVLVPGCPSK 11.1 505 0,5 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35452:167050

1064.51033 3 timecourse_ATM_combo_8hr 1064.50374 6.19 40.05 MBD1  MBD1_HUMAN 3 K.QEKADT#QDEWTPGTAVLTSPVLVPGCPSK.A 19.1 100 1.75E+06 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 12.2 505 0,5 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35450:178130

1064.51051 3 timecourse_ATM_combo_1hr 1064.50374 6.36 39.23 MBD1  MBD1_HUMAN 3 K.QEKADT#QDEWTPGTAVLTSPVLVPGCPSK.A 29.9 100 1.91E+06 QEKADTQDEWTPGT#AVLTSPVLVPGCPSK 5.9 513 ‐8,0 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35457:178865

936.10894 3 timecourse_ATM_combo_4hr 936.10503 4.19 37.95 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 32.6 100 1.80E+06 ADT#QDEWTPGTAVLTSPVLVPGCPSK 13.6 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35453:170131

1064.51089 3 timecourse_ATM_combo_4hr 1064.50374 6.72 35.64 MBD1  MBD1_HUMAN 3 K.QEKADT#QDEWTPGTAVLTSPVLVPGCPSK.A 28.2 100 1.97E+06 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 14 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35452:173260

936.11195 3 timecourse_ATM_combo_1hr 936.10503 7.39 34.59 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 32.4 100 1.56E+06 ADT#QDEWTPGTAVLTSPVLVPGCPSK 15.2 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35456:172267

936.10966 3 timecourse_ATM_combo_1hr 936.10503 4.95 31.82 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 30.8 100 1.61E+06 ADT#QDEWTPGTAVLTSPVLVPGCPSK 13.6 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35457:172365

1064.50827 3 combeffx_ATM_PI3Ki 1064.50374 4.26 30.6 MBD1  MBD1_HUMAN 3 K.QEKADT#QDEWTPGTAVLTSPVLVPGCPSK.A 7.4 100 5.12E+05 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 20.8 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35299:68824

936.10903 3 timecourse_ATM_combo_8hr 936.10503 4.27 29.56 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 36.3 100 2.51E+06 ADT#QDEWTPGTAVLTSPVLVPGCPSK 26.2 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35450:171960

1064.50825 3 combeffx_ATM_comboi 1064.50374 4.24 28.57 MBD1  MBD1_HUMAN 3 K.QEKADT#QDEWTPGTAVLTSPVLVPGCPSK.A 10.5 100 1.76E+06 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 9.8 505 0,8 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35300:82521

1064.5113 3 timecourse_ATM_combo_1hr 1064.50374 7.1 27.82 MBD1  MBD1_HUMAN 3 K.QEKADT#QDEWTPGTAVLTSPVLVPGCPSK.A 28.8 100 1.76E+06 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 8.4 505 0,8 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35456:178086

1064.51065 3 timecourse_ATM_ctrl1 1064.50374 6.49 26.99 MBD1  MBD1_HUMAN 3 K.QEKADTQDEWT#PGTAVLTSPVLVPGCPSK.A 14.3 100 8.38E+05 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 8.4 505 0,5 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35448:175030

1064.51057 3 timecourse_ATM_combo_2hr 1064.50374 6.42 26.26 MBD1  MBD1_HUMAN 3 K.QEKADTQDEWT#PGTAVLTSPVLVPGCPSK.A 23.1 100 1.10E+06 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 2.6 505 0,8 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35455:167701

1064.51085 3 timecourse_ATM_combo_8hr 1064.50374 6.68 25.81 MBD1  MBD1_HUMAN 3 K.QEKADTQDEWT#PGTAVLTSPVLVPGCPSK.A 18.3 100 1.83E+06 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 20.8 505 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35451:180880

1064.51049 3 timecourse_ATM_combo_2hr 1064.50374 6.34 24.66 MBD1  MBD1_HUMAN 3 K.QEKADTQDEWT#PGTAVLTSPVLVPGCPSK.A 24.4 100 9.90E+05 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 4.9 505 0,5 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35454:166361

936.10984 3 timecourse_ATM_ctrl2 936.10503 5.14 24.09 MBD1  MBD1_HUMAN 3 K.ADT#QDEWTPGTAVLTSPVLVPGCPSK.A 7.8 100 3.65E+05 ADT#QDEWTPGTAVLTSPVLVPGCPSK 1.1 505 0,5 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35447:158733

1064.51012 3 timecourse_ATM_ctrl2 1064.50374 5.99 22.44 MBD1  MBD1_HUMAN 3 K.QEKADTQDEWTPGT#AVLTSPVLVPGCPSK.A 14.1 100 6.12E+05 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 10.1 505 0,5 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35447:165323

1064.51064 3 timecourse_ATM_combo_4hr 1064.50374 6.48 19.38 MBD1  MBD1_HUMAN 3 K.QEKADT#QDEWTPGTAVLTSPVLVPGCPSK.A 31.4 100 2.08E+06 QEKADT#QDEWTPGTAVLTSPVLVPGCPSK 3.3 505 0,8 0 0 0 0 Methyl‐CpG‐binding domain protein 1  35453:176571

912.87732 2 timecourse_ATM_ctrl1 912.87342 4.27 68.19 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 13.5 100 2.67E+05 S#ELSQSQHEVNEDSR 12.2 115 0,3 0 0 0 0 Colorectal mutant cancer protein  35449:123648

912.87761 2 timecourse_ATM_combo_2hr 912.87342 4.59 68.17 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 14.4 100 1.74E+05 SELS#QSQHEVNEDSR 16.8 118 0 0 0 0 Colorectal mutant cancer protein  35455:114170

912.8783 2 timecourse_ATM_ctrl2 912.87342 5.35 64.89 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 11.3 100 1.92E+05 SELS#QSQHEVNEDSR 0 118 ‐3,0 0 0 0 0 Colorectal mutant cancer protein  35447:109666

912.87794 2 timecourse_ATM_combo_4hr 912.87342 4.95 58.05 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 14.6 100 2.37E+05 SELS#QSQHEVNEDSR 4.5 118 ‐3,0 0 0 0 0 Colorectal mutant cancer protein  35453:120282

912.87888 2 timecourse_ATM_combo_1hr 912.87342 5.98 57.85 MCC  CRCM_HUMAN 4 R.SELSQS#QHEVNEDSR.S 10.0 100 9.99E+04 SELSQS#QHEVNEDSR 10.3 120 ‐5,0 0 0 0 0 Colorectal mutant cancer protein  35456:123171

912.87819 2 timecourse_ATM_ctrl1 912.87342 5.23 53.82 MCC  CRCM_HUMAN 4 R.S#ELSQSQHEVNEDSR.S 12.9 100 2.43E+05 SELS#QSQHEVNEDSR 0 118 ‐3,0 0 0 0 0 Colorectal mutant cancer protein  35448:121521

912.87847 2 timecourse_ATM_combo_1hr 912.87342 5.53 50.91 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 12.8 100 2.51E+05 SELS#QSQHEVNEDSR 4 118 ‐3,0 0 0 0 0 Colorectal mutant cancer protein  35456:123151

912.87886 2 timecourse_ATM_combo_8hr 912.87342 5.96 50.1 MCC  CRCM_HUMAN 4 R.SELSQS#QHEVNEDSR.S 13.6 100 1.95E+05 SELSQS#QHEVNEDSR 37.4 120 0 0 0 0 Colorectal mutant cancer protein  35451:121962

912.87763 2 timecourse_ATM_combo_1hr 912.87342 4.61 49.23 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 14.5 100 2.56E+05 SELS#QSQHEVNEDSR 0 118 ‐3,0 0 0 0 0 Colorectal mutant cancer protein  35457:122926

912.87851 2 timecourse_ATM_combo_2hr 912.87342 5.58 44.01 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 13.1 100 1.95E+05 SELS#QSQHEVNEDSR 13.3 118 0 0 0 0 Colorectal mutant cancer protein  35454:114178

912.87843 2 timecourse_ATM_combo_8hr 912.87342 5.49 43.61 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 11.8 100 2.05E+05 SELS#QSQHEVNEDSR 4.5 118 ‐3,0 0 0 0 0 Colorectal mutant cancer protein  35450:120750

912.87906 2 timecourse_ATM_ctrl2 912.87342 6.18 43.1 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 9.8 100 1.38E+05 SELS#QSQHEVNEDSR 9.4 118 ‐3,0 0 0 0 0 Colorectal mutant cancer protein  35446:107577

912.87843 2 timecourse_ATM_combo_4hr 912.87342 5.49 42.85 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 11.1 100 1.88E+05 SELS#QSQHEVNEDSR 0 118 ‐3,0 0 0 0 0 Colorectal mutant cancer protein  35452:118124

912.87895 2 timecourse_ATM_ctrl1 912.87342 6.06 40.73 MCC  CRCM_HUMAN 4 R.SELSQS#QHEVNEDSR.S 8.6 94 8.57E+04 SELSQS#QHEVNEDSR 13.3 120 0 0 0 0 Colorectal mutant cancer protein  35448:121531

912.87759 2 timecourse_ATM_combo_1hr 912.87342 4.58 40.51 MCC  CRCM_HUMAN 4 R.SELSQS#QHEVNEDSR.S 7.7 100 8.63E+04 SELSQS#QHEVNEDSR 15.5 120 0 0 0 0 Colorectal mutant cancer protein  35457:122916

912.87951 2 timecourse_ATM_combo_2hr 912.87342 6.67 36.96 MCC  CRCM_HUMAN 4 R.SELSQS#QHEVNEDSR.S 8.4 100 6.81E+04 SELSQS#QHEVNEDSR 13.3 120 0 0 0 0 Colorectal mutant cancer protein  35454:114188

912.87911 2 timecourse_ATM_combo_8hr 912.87342 6.23 30.05 MCC  CRCM_HUMAN 4 R.SELS#QSQHEVNEDSR.S 10.9 100 2.40E+05 SELS#QSQHEVNEDSR 6.6 118 ‐3,0 0 0 0 0 Colorectal mutant cancer protein  35451:121972

608.92108 3 timecourse_ATM_combo_2hr 608.91804 4.99 21.45 MCC  CRCM_HUMAN 4 R.SELSQS#QHEVNEDSR.S 26.8 100 3.11E+05 SELSQS#QHEVNEDSR 20.1 120 0 0 0 0 Colorectal mutant cancer protein  35455:114180

608.92146 3 timecourse_ATM_combo_1hr 608.91804 5.62 19.89 MCC  CRCM_HUMAN 4 R.SELSQS#QHEVNEDSR.S 29.3 100 4.62E+05 SELSQS#QHEVNEDSR 32.1 120 0 0 0 0 Colorectal mutant cancer protein  35456:123161

912.87855 2 timecourse_ATM_combo_8hr 912.87342 5.62 17.77 MCC  CRCM_HUMAN 4 R.SELSQS#QHEVNEDSR.S 13.5 100 1.63E+05 SELSQS#QHEVNEDSR 0 120 ‐5,0 0 0 0 0 Colorectal mutant cancer protein  35450:120760

1048.14197 3 combeffx_ATM_ctrl 1048.13775 4.04 91.78 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 97.8 100 6.81E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35294:76634

1048.14285 3 combeffx_ATM_comboi 1048.13775 4.87 91.34 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 40.7 100 2.60E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82051

1048.14364 3 combeffx_ATM_comboi 1048.13775 5.62 88.34 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 35.1 100 2.33E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82151

1048.14326 3 combeffx_ATM_comboi 1048.13775 5.26 85.87 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.0 94 1.67E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82111

1048.14281 3 combeffx_ATM_comboi 1048.13775 4.83 78.05 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 41.7 100 2.60E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82041

1048.14575 3 timecourse_ATM_combo_1hr 1048.13775 7.63 74.2 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 110.6 94 1.37E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177915

1048.14339 3 combeffx_ATM_comboi 1048.13775 5.38 73.3 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 16.5 94 4.54E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35301:74549

835.36648 3 timecourse_ATM_combo_8hr 835.36191 5.47 73.13 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 5.0 94 9.62E+05 AYEAEGLALDDEDVEELTAS#QR 51.6 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163560

1048.14328 3 combeffx_ATM_comboi 1048.13775 5.28 72.83 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 6.6 100 2.18E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35301:74529

1048.14549 3 timecourse_ATM_combo_2hr 1048.13775 7.38 72.73 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 70.1 100 1.19E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166821

1048.14639 3 timecourse_ATM_combo_2hr 1048.13775 8.24 69.09 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 26.0 94 4.87E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165581

1048.14326 3 combeffx_ATM_comboi 1048.13775 5.26 68.65 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 19.6 94 6.64E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82101

736.30457 2 timecourse_ATM_combo_1hr 736.30104 4.81 68.59 MCM2  MCM2_HUMAN 5 D.DEDVEELTAS#QR.E 6.7 100 3.13E+05 DEDVEELTAS#QR 64.8 108 0 0 0 0 DNA replication licensing factor MCM2  35457:86361

1048.14668 3 timecourse_ATM_combo_8hr 1048.13775 8.52 67.7 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 63.8 100 1.86E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177310

835.3669 3 timecourse_ATM_combo_8hr 835.36191 5.97 67.13 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 9.2 94 1.36E+06 AYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161440

1048.14928 3 timecourse_ATM_combo_4hr 1048.13775 11 67 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 82.3 58 3.98E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172400

1571.71403 2 timecourse_ATM_combo_1hr 1571.70299 7.02 66.19 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.1 94 5.29E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 14.4 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177805

835.3668 3 timecourse_ATM_combo_8hr 835.36191 5.85 64.07 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 13.3 94 3.67E+06 AYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163580

835.3663 3 timecourse_ATM_combo_8hr 835.36191 5.26 63.87 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 13.4 94 1.50E+06 AYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163550

835.36601 3 timecourse_ATM_combo_8hr 835.36191 4.91 63.33 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 8.1 94 1.77E+06 AYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161410

1571.71567 2 timecourse_ATM_combo_8hr 1571.70299 8.07 63.07 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.2 94 5.39E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 16.2 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179810

835.36613 3 timecourse_ATM_combo_8hr 835.36191 5.05 62.87 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 11.7 94 1.71E+06 AYEAEGLALDDEDVEELTAS#QR 21.3 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163540

1048.14946 3 timecourse_ATM_combo_1hr 1048.13775 11.17 62.84 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 66.4 58 3.00E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177306

1048.14551 3 timecourse_ATM_combo_2hr 1048.13775 7.4 61.51 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 126.6 100 2.17E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166831

1048.14626 3 timecourse_ATM_combo_8hr 1048.13775 8.12 61.4 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 30.0 100 1.35E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177270

1048.14673 3 timecourse_ATM_combo_1hr 1048.13775 8.57 61.29 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 56.4 100 1.11E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177246

736.30415 2 timecourse_ATM_combo_2hr 736.30104 4.22 61.24 MCM2  MCM2_HUMAN 5 D.DEDVEELTAS#QR.E 6.5 100 1.99E+05 DEDVEELTAS#QR 64.8 108 0 0 0 0 DNA replication licensing factor MCM2  35455:80336

1048.14538 3 timecourse_ATM_combo_1hr 1048.13775 7.28 61.2 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 147.9 94 2.20E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177865

1048.14642 3 timecourse_ATM_combo_4hr 1048.13775 8.27 60.76 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 140.4 94 1.60E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175631

1048.14704 3 timecourse_ATM_ctrl1 1048.13775 8.86 60.33 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 35.3 94 4.71E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174290

1048.14624 3 timecourse_ATM_combo_4hr 1048.13775 8.1 60.3 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 63.3 94 7.46E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172300

1048.14581 3 timecourse_ATM_combo_2hr 1048.13775 7.69 60.25 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 18.8 94 1.71E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166851

1048.14302 3 combeffx_ATM_comboi 1048.13775 5.03 60.23 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 20.4 94 1.28E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82061

1048.14702 3 timecourse_ATM_combo_8hr 1048.13775 8.84 59.88 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 113.8 94 2.17E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179940

835.36689 3 timecourse_ATM_combo_8hr 835.36191 5.96 59.55 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 9.8 94 2.86E+06 AYEAEGLALDDEDVEELTAS#QR 51.6 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161430

1048.14618 3 timecourse_ATM_combo_8hr 1048.13775 8.04 59.54 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 70.1 94 1.15E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177250

1048.14674 3 timecourse_ATM_combo_4hr 1048.13775 8.59 59.47 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 82.6 100 1.62E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175651

1048.14728 3 timecourse_ATM_ctrl1 1048.13775 9.09 59.43 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 32.2 94 3.77E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 23.3 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174320

1048.1487 3 timecourse_ATM_combo_2hr 1048.13775 10.45 59 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 180.6 78 8.59E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 26.5 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165681

1048.14685 3 timecourse_ATM_combo_8hr 1048.13775 8.68 58.95 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 136.2 100 3.13E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 21.3 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179900

1048.14702 3 timecourse_ATM_combo_4hr 1048.13775 8.84 58.85 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 59.6 100 1.54E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175671

835.36688 3 timecourse_ATM_combo_8hr 835.36191 5.95 58.85 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 11.9 100 4.62E+06 AYEAEGLALDDEDVEELTAS#QR 64.8 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163600

1048.14603 3 timecourse_ATM_combo_1hr 1048.13775 7.9 58.57 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 61.0 94 2.67E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 24.8 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177945

1048.14672 3 timecourse_ATM_combo_1hr 1048.13775 8.56 58.57 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 66.7 94 7.10E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177236

835.36654 3 timecourse_ATM_combo_8hr 835.36191 5.54 58.5 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 6.7 94 1.19E+06 AYEAEGLALDDEDVEELTAS#QR 42.6 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163570

1048.14267 3 combeffx_ATM_comboi 1048.13775 4.69 58.27 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 8.5 94 2.43E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35301:74499

1048.14488 3 timecourse_ATM_ctrl1 1048.13775 6.8 57.73 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 62.6 100 9.04E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177069

1048.1432 3 combeffx_ATM_comboi 1048.13775 5.21 57.5 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 41.1 100 3.13E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82091

835.36517 3 timecourse_ATM_combo_8hr 835.36191 3.9 57.28 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 4.2 94 1.92E+05 AYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161380

1048.14458 3 timecourse_ATM_combo_1hr 1048.13775 6.52 57.17 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 71.7 94 1.26E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177755

1571.71447 2 timecourse_ATM_combo_8hr 1571.70299 7.3 56.98 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.4 94 6.70E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 19.2 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179760

1048.14628 3 timecourse_ATM_combo_4hr 1048.13775 8.14 56.22 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 57.3 94 6.47E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172310

1048.14668 3 timecourse_ATM_combo_4hr 1048.13775 8.52 56.03 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 124.1 94 1.73E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175641

1048.14644 3 timecourse_ATM_combo_8hr 1048.13775 8.29 55.65 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 57.9 94 1.07E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177290

1048.14655 3 timecourse_ATM_combo_2hr 1048.13775 8.4 55.62 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 77.1 100 1.17E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165591

1048.14632 3 timecourse_ATM_ctrl2 1048.13775 8.18 55.39 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 45.8 94 4.28E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164573

1571.71542 2 timecourse_ATM_combo_4hr 1571.70299 7.91 55.37 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.0 94 2.47E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 19.2 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175591

1048.14589 3 timecourse_ATM_combo_8hr 1048.13775 7.77 55.2 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 12.4 94 4.96E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177240

1571.71372 2 timecourse_ATM_combo_2hr 1571.70299 6.83 54.63 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.5 100 9.48E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 12.2 108 ‐2,0 0 0 0 0 DNA replication licensing factor MCM2  35455:166731

1571.71392 2 timecourse_ATM_combo_1hr 1571.70299 6.95 54.22 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 12.5 94 1.18E+06 AIPELDAYEAEGLALDDEDVEELT#ASQR 0 106 0,2 0 0 0 0 DNA replication licensing factor MCM2  35457:177785

1048.14595 3 timecourse_ATM_combo_8hr 1048.13775 7.82 54.2 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 81.6 94 1.42E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179780

1048.14518 3 timecourse_ATM_combo_2hr 1048.13775 7.09 53.99 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 64.1 94 9.29E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166781

835.36681 3 timecourse_ATM_combo_8hr 835.36191 5.87 53.77 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 5.5 94 8.82E+05 AYEAEGLALDDEDVEELTAS#QR 64.8 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161420

1571.71322 2 timecourse_ATM_combo_2hr 1571.70299 6.51 53.69 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.4 94 8.29E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 16.2 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166711

1048.14648 3 timecourse_ATM_combo_1hr 1048.13775 8.33 53.55 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 44.8 100 1.22E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177965

1048.14552 3 timecourse_ATM_combo_4hr 1048.13775 7.41 53.53 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 30.3 100 1.15E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172250

1048.14839 3 timecourse_ATM_combo_4hr 1048.13775 10.15 53.01 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 6.9 72 1.68E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175721

1048.14898 3 timecourse_ATM_ctrl2 1048.13775 10.71 52.64 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 139.9 78 5.36E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161162

1048.14868 3 timecourse_ATM_combo_1hr 1048.13775 10.43 52.54 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 113.4 100 4.51E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35457:178005

1048.14551 3 timecourse_ATM_combo_1hr 1048.13775 7.4 51.86 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 153.5 100 3.70E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177885

835.36732 3 timecourse_ATM_combo_8hr 835.36191 6.48 51.84 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 6.4 94 2.57E+05 AYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163620

1048.14596 3 timecourse_ATM_combo_1hr 1048.13775 7.83 51.48 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 68.1 94 1.03E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177935

1048.14683 3 timecourse_ATM_combo_4hr 1048.13775 8.66 51.47 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 28.0 94 5.79E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175661

1048.14649 3 timecourse_ATM_combo_4hr 1048.13775 8.34 51.25 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 20.3 94 3.76E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172320

1048.14538 3 timecourse_ATM_combo_1hr 1048.13775 7.28 51.22 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.0 94 3.35E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177855

1048.14568 3 timecourse_ATM_ctrl1 1048.13775 7.57 51.21 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 28.5 94 3.02E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177109

1048.14658 3 timecourse_ATM_combo_1hr 1048.13775 8.42 50.91 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 25.7 100 9.30E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177206

835.36684 3 timecourse_ATM_combo_8hr 835.36191 5.9 50.71 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 10.2 94 1.17E+06 AYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163590

835.36496 3 timecourse_ATM_combo_8hr 835.36191 3.65 50.52 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 10.7 94 3.42E+06 AYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163530

1048.14657 3 timecourse_ATM_combo_4hr 1048.13775 8.41 50.23 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 48.2 94 9.37E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172340

835.36694 3 timecourse_ATM_combo_8hr 835.36191 6.02 50.18 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 5.2 94 5.63E+05 AYEAEGLALDDEDVEELTAS#QR 42.6 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161450

1048.14579 3 timecourse_ATM_combo_8hr 1048.13775 7.67 50.03 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 15.7 100 8.90E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177230

1048.14439 3 timecourse_ATM_combo_2hr 1048.13775 6.33 49.93 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 94.4 94 6.26E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166701

1048.14362 3 timecourse_ATM_ctrl1 1048.13775 5.6 49.88 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 62.0 94 7.92E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177029

1048.14622 3 timecourse_ATM_combo_8hr 1048.13775 8.08 49.87 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.6 94 1.45E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179830

1048.14857 3 timecourse_ATM_combo_8hr 1048.13775 10.32 49.86 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.5 72 3.77E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 42.6 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177370

835.366 3 timecourse_ATM_combo_8hr 835.36191 4.9 49.61 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 7.8 100 2.21E+06 AYEAEGLALDDEDVEELTAS#QR 42.6 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161400

835.36715 3 timecourse_ATM_combo_8hr 835.36191 6.27 49.37 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 6.0 94 5.36E+05 AYEAEGLALDDEDVEELTAS#QR 57.8 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163610

1048.1458 3 timecourse_ATM_combo_1hr 1048.13775 7.68 49.31 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 17.8 94 4.67E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 24.8 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177925

1048.14546 3 timecourse_ATM_combo_4hr 1048.13775 7.36 49.3 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 71.0 100 1.66E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172240

1048.14707 3 timecourse_ATM_combo_1hr 1048.13775 8.89 49.22 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 60.7 94 8.76E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177266

1048.1471 3 timecourse_ATM_combo_8hr 1048.13775 8.92 48.82 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 60.6 100 1.86E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179950

1048.14667 3 timecourse_ATM_combo_8hr 1048.13775 8.51 48.79 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 87.4 100 2.29E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179890

1048.14949 3 timecourse_ATM_combo_1hr 1048.13775 11.2 48.62 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.7 58 1.70E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177316

1048.14687 3 timecourse_ATM_combo_8hr 1048.13775 8.7 48.42 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 12.2 94 1.40E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177320

1048.15042 3 timecourse_ATM_combo_4hr 1048.13775 12.09 48.37 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 0.00E+00 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175761

1048.14552 3 timecourse_ATM_combo_1hr 1048.13775 7.41 48.27 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 8.6 94 8.45E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177895

1048.1493 3 timecourse_ATM_ctrl1 1048.13775 11.02 47.75 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 6.6 64 2.44E+04 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177129

1048.14791 3 timecourse_ATM_combo_2hr 1048.13775 9.69 47.66 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.8 94 4.23E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165651

1048.14644 3 timecourse_ATM_ctrl2 1048.13775 8.29 47.43 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 44.0 94 6.13E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164583

1048.14551 3 timecourse_ATM_combo_4hr 1048.13775 7.4 47.42 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 0.00E+00 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175551

1048.14625 3 timecourse_ATM_combo_8hr 1048.13775 8.11 47.41 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 25.3 94 8.52E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179840

1048.14615 3 timecourse_ATM_ctrl2 1048.13775 8.01 47.37 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 24.6 94 9.60E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164553

1571.71591 2 timecourse_ATM_combo_8hr 1571.70299 8.22 47.29 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.8 94 3.72E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 16.2 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179860

1048.14695 3 timecourse_ATM_combo_2hr 1048.13775 8.78 46.9 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 52.4 94 7.47E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165641

1048.14313 3 combeffx_ATM_comboi 1048.13775 5.13 46.86 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 14.3 100 9.67E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82081

1048.14596 3 timecourse_ATM_combo_4hr 1048.13775 7.83 46.8 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 59.8 100 1.21E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172260

1048.14862 3 timecourse_ATM_combo_2hr 1048.13775 10.37 46.4 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 92.5 100 4.98E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166921

835.36596 3 timecourse_ATM_combo_8hr 835.36191 4.85 46.26 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 13.7 94 1.37E+06 AYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161390

1571.71427 2 timecourse_ATM_combo_1hr 1571.70299 7.18 46.17 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 0.00E+00 AIPELDAYEAEGLALDDEDVEELTAS#QR 0 108 ‐2,0 0 0 0 0 DNA replication licensing factor MCM2  35457:177835

1048.14605 3 timecourse_ATM_combo_2hr 1048.13775 7.92 46.07 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 12.3 94 1.96E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165541

1048.14718 3 timecourse_ATM_combo_1hr 1048.13775 9 46 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 34.1 100 9.28E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177276

1048.14737 3 timecourse_ATM_combo_4hr 1048.13775 9.18 45.83 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 37.3 94 7.79E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175691

1048.1433 3 combeffx_ATM_comboi 1048.13775 5.3 45.6 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 18.4 100 1.54E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35301:74539

1048.14577 3 timecourse_ATM_combo_1hr 1048.13775 7.65 45.11 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 63.6 94 1.18E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177156

1048.1455 3 timecourse_ATM_ctrl1 1048.13775 7.39 45.02 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 48.2 94 4.77E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177099

1048.14555 3 timecourse_ATM_combo_8hr 1048.13775 7.44 45.01 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 90.8 100 2.88E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179770

1048.14672 3 timecourse_ATM_combo_1hr 1048.13775 8.56 44.99 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 79.2 100 1.80E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177226

786.36272 4 timecourse_ATM_combo_8hr 786.35513 9.65 44.97 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 84.1 100 1.70E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.8 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177340

1048.14841 3 timecourse_ATM_combo_4hr 1048.13775 10.17 44.87 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.4 94 1.19E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172380

835.36767 3 timecourse_ATM_combo_8hr 835.36191 6.9 44.87 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 5.4 94 6.15E+05 AYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163630

1048.14869 3 timecourse_ATM_combo_1hr 1048.13775 10.44 44.84 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.8 72 1.54E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177296

1048.14577 3 timecourse_ATM_combo_8hr 1048.13775 7.65 44.82 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 67.2 94 1.31E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177220

1048.14672 3 timecourse_ATM_ctrl1 1048.13775 8.56 44.66 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 33.5 100 6.55E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174260

1048.14666 3 timecourse_ATM_ctrl2 1048.13775 8.5 44.55 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 35.0 94 3.98E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164603

1048.1478 3 timecourse_ATM_ctrl2 1048.13775 9.59 44.48 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 98.1 100 4.48E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164623

1048.14508 3 timecourse_ATM_combo_2hr 1048.13775 6.99 44.4 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 75.9 100 4.81E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166761

1571.71407 2 timecourse_ATM_combo_1hr 1571.70299 7.05 44.38 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.4 94 3.14E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 16.2 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177815

1048.14615 3 timecourse_ATM_combo_2hr 1048.13775 8.02 43.99 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 67.0 100 7.30E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 28.5 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165561

1048.14545 3 timecourse_ATM_combo_4hr 1048.13775 7.35 43.91 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.9 94 1.46E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175541

1048.14711 3 timecourse_ATM_ctrl2 1048.13775 8.93 43.87 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 27.1 100 5.10E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164613

556.75607 2 timecourse_ATM_combo_8hr 556.75280 5.87 43.86 MCM2  MCM2_HUMAN 5 D.VEELTAS#QR.E 17.7 100 3.43E+05 VEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35451:35405

1048.14638 3 timecourse_ATM_combo_2hr 1048.13775 8.23 43.53 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 64.2 94 9.45E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165571

1048.14653 3 timecourse_ATM_ctrl2 1048.13775 8.38 43.46 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 32.4 94 4.62E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164593

1048.14508 3 timecourse_ATM_combo_1hr 1048.13775 6.99 43.45 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.8 94 8.56E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177126

1048.14601 3 timecourse_ATM_ctrl2 1048.13775 7.88 43.38 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 17.4 94 3.09E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164533

1048.14687 3 timecourse_ATM_combo_8hr 1048.13775 8.7 43.3 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.9 94 1.83E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179920

1048.1471 3 timecourse_ATM_combo_2hr 1048.13775 8.92 42.95 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 8.8 94 3.32E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166891

1048.14524 3 timecourse_ATM_combo_1hr 1048.13775 7.15 42.92 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.2 94 1.46E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 26.5 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177825

1048.14827 3 timecourse_ATM_combo_8hr 1048.13775 10.05 42.92 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.4 94 4.70E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177350

1048.14544 3 timecourse_ATM_combo_4hr 1048.13775 7.34 42.62 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 97.9 94 1.21E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175531

1048.14422 3 timecourse_ATM_combo_1hr 1048.13775 6.17 42.61 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 144.2 94 1.90E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177745

1048.14838 3 timecourse_ATM_combo_1hr 1048.13775 10.14 42.55 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 8.2 94 3.83E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 28.5 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177995

1048.14661 3 timecourse_ATM_combo_1hr 1048.13775 8.45 42.52 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 85.7 100 1.59E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177216

1048.1481 3 timecourse_ATM_combo_2hr 1048.13775 9.87 42.28 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 6.4 94 1.18E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165671

1048.14867 3 timecourse_ATM_combo_8hr 1048.13775 10.42 42.15 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.0 72 2.13E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179980

1048.14887 3 timecourse_ATM_combo_8hr 1048.13775 10.61 41.92 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 184.5 100 1.07E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179990

1048.14671 3 timecourse_ATM_combo_4hr 1048.13775 8.55 41.72 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 13.9 94 5.04E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172360

1048.14801 3 timecourse_ATM_combo_4hr 1048.13775 9.8 41.5 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.4 94 8.86E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172370

835.36717 3 timecourse_ATM_combo_8hr 835.36191 6.3 41.47 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 8.8 94 1.55E+06 AYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161470

1048.14618 3 timecourse_ATM_combo_8hr 1048.13775 8.04 41.46 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 38.3 100 1.48E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177260

1252.54855 2 timecourse_ATM_combo_8hr 1252.53922 7.45 41.41 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 4.7 94 5.26E+05 AYEAEGLALDDEDVEELTAS#QR 28.9 108 0 0 0 0 DNA replication licensing factor MCM2  35451:163650

1048.14819 3 timecourse_ATM_combo_1hr 1048.13775 9.96 41.38 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.6 94 1.96E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177975

1048.14694 3 timecourse_ATM_ctrl2 1048.13775 8.77 41.33 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 28.7 100 4.79E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161112

1048.14554 3 timecourse_ATM_combo_2hr 1048.13775 7.43 41.19 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.8 94 3.13E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165491

1048.14659 3 timecourse_ATM_combo_8hr 1048.13775 8.43 40.93 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELT#ASQR.E 12.8 94 4.78E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 24.8 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179880

1048.14638 3 timecourse_ATM_ctrl1 1048.13775 8.23 40.87 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.9 94 3.47E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177119

1048.14604 3 timecourse_ATM_combo_4hr 1048.13775 7.91 40.84 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.2 94 3.07E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172280

786.36196 4 timecourse_ATM_combo_2hr 786.35513 8.69 40.49 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 39.7 100 7.40E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 28.3 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165631

1048.14627 3 timecourse_ATM_ctrl2 1048.13775 8.13 40.41 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 37.5 94 4.37E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164563

1048.14596 3 timecourse_ATM_combo_2hr 1048.13775 7.83 40.34 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 39.7 94 3.71E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166871



1048.14589 3 timecourse_ATM_combo_2hr 1048.13775 7.77 40.15 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 51.3 100 4.18E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165521

1048.14689 3 timecourse_ATM_ctrl2 1048.13775 8.72 39.88 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 24.9 94 1.33E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161102

1048.14493 3 timecourse_ATM_combo_1hr 1048.13775 6.85 39.62 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 93.6 100 7.27E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177765

556.75604 2 timecourse_ATM_combo_8hr 556.75280 5.82 39.57 MCM2  MCM2_HUMAN 5 D.VEELTAS#QR.E 20.6 100 4.00E+05 VEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35450:35267

1048.14656 3 timecourse_ATM_ctrl2 1048.13775 8.41 39.47 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 8.3 100 3.30E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161082

1048.14916 3 timecourse_ATM_combo_4hr 1048.13775 10.89 39.46 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.1 72 8.27E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175741

1048.14651 3 timecourse_ATM_combo_8hr 1048.13775 8.36 39.24 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 57.9 94 7.24E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 24.8 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177300

1048.14608 3 timecourse_ATM_combo_4hr 1048.13775 7.95 39.05 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 75.6 100 1.74E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175601

1048.14484 3 timecourse_ATM_ctrl1 1048.13775 6.76 38.85 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 69.3 94 7.43E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177059

1048.14659 3 timecourse_ATM_combo_4hr 1048.13775 8.43 38.76 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.6 94 8.84E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 28.5 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172350

556.75603 2 timecourse_ATM_combo_4hr 556.75280 5.82 38.69 MCM2  MCM2_HUMAN 5 D.VEELTAS#QR.E 11.2 100 1.62E+05 VEELTAS#QR 42.6 108 0 0 0 0 DNA replication licensing factor MCM2  35453:35005

1048.14869 3 timecourse_ATM_combo_8hr 1048.13775 10.45 38.66 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 338.1 78 1.30E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177380

1048.14592 3 timecourse_ATM_combo_2hr 1048.13775 7.79 38.61 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 55.6 94 7.44E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166861

1048.14517 3 timecourse_ATM_combo_2hr 1048.13775 7.08 38.55 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 89.2 94 9.22E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166771

1048.14848 3 timecourse_ATM_combo_8hr 1048.13775 10.24 38.22 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.1 94 3.42E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177360

1048.14427 3 timecourse_ATM_ctrl2 1048.13775 6.22 38.09 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 5.0 86 2.08E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164513

1048.14675 3 timecourse_ATM_combo_2hr 1048.13775 8.59 38.07 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 38.4 100 7.71E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165611

1048.14602 3 timecourse_ATM_combo_4hr 1048.13775 7.89 38.06 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 64.7 100 1.60E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172270

1048.14319 3 timecourse_ATM_ctrl2 1048.13775 5.19 37.85 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 13.5 94 2.70E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 18.9 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164503

1048.14701 3 timecourse_ATM_ctrl1 1048.13775 8.83 37.56 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 41.3 100 7.03E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174280

1048.14458 3 timecourse_ATM_combo_4hr 1048.13775 6.52 37.26 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 58.7 100 5.49E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175511

1048.14678 3 timecourse_ATM_combo_2hr 1048.13775 8.62 36.51 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 68.9 94 7.74E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165621

1048.14603 3 timecourse_ATM_combo_2hr 1048.13775 7.9 36.35 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.6 94 1.42E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 24.8 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165531

556.75526 2 timecourse_ATM_combo_1hr 556.75280 4.42 36.34 MCM2  MCM2_HUMAN 5 D.VEELTAS#QR.E 12.1 100 2.09E+05 VEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35457:35265

1048.14525 3 timecourse_ATM_combo_8hr 1048.13775 7.16 36.27 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.3 94 2.58E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177190

1048.14611 3 timecourse_ATM_combo_2hr 1048.13775 7.98 36.17 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 6.5 86 2.16E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165551

1048.14658 3 timecourse_ATM_combo_2hr 1048.13775 8.42 36.03 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 19.5 94 5.02E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165601

1048.15153 3 timecourse_ATM_ctrl1 1048.13775 13.15 35.95 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 40.9 64 3.03E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174340

1048.14608 3 timecourse_ATM_combo_4hr 1048.13775 7.95 35.85 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 8.3 94 1.97E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 24.8 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175611

1048.14614 3 timecourse_ATM_combo_8hr 1048.13775 8 35.68 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 49.9 100 6.05E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 14.2 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179800

1048.14653 3 timecourse_ATM_combo_4hr 1048.13775 8.38 35.63 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 14.1 94 2.74E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172330

1048.14637 3 timecourse_ATM_combo_8hr 1048.13775 8.22 35.56 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 29.8 100 2.94E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177280

1048.14709 3 timecourse_ATM_ctrl1 1048.13775 8.91 35.14 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.3 94 2.13E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174300

835.36992 3 timecourse_ATM_combo_8hr 835.36191 9.59 35.13 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 5.8 94 4.80E+05 AYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161490

1048.14656 3 timecourse_ATM_ctrl2 1048.13775 8.41 34.94 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 15.6 94 2.73E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 38.7 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161072

1048.14713 3 timecourse_ATM_ctrl2 1048.13775 8.95 34.75 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 0.00E+00 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161122

1048.14879 3 timecourse_ATM_combo_4hr 1048.13775 10.53 34.68 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.0 94 1.31E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175731

1048.14785 3 timecourse_ATM_combo_2hr 1048.13775 9.64 34.61 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 12.9 94 5.88E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166911

1048.14562 3 timecourse_ATM_combo_2hr 1048.13775 7.51 34.47 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.0 94 2.93E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166841

1048.14885 3 timecourse_ATM_combo_4hr 1048.13775 10.59 34.4 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.5 72 4.41E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 42.6 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172390

1048.14687 3 timecourse_ATM_ctrl2 1048.13775 8.7 34.4 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 17.8 100 1.83E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161092

1048.14622 3 timecourse_ATM_combo_1hr 1048.13775 8.08 34.23 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 26.6 100 7.42E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177955

1048.14597 3 timecourse_ATM_combo_8hr 1048.13775 7.84 34.14 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 98.2 100 2.31E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179790

1048.14546 3 timecourse_ATM_ctrl1 1048.13775 7.36 34.14 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 23.6 94 3.50E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177089

1048.14837 3 timecourse_ATM_ctrl2 1048.13775 10.13 34.11 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 6.6 94 1.10E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161152

1048.14921 3 timecourse_ATM_combo_8hr 1048.13775 10.93 33.99 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 0.00E+00 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35451:180010

1048.14469 3 timecourse_ATM_ctrl1 1048.13775 6.62 33.93 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 45.5 100 3.80E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177049

1048.14571 3 timecourse_ATM_ctrl1 1048.13775 7.59 33.86 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 38.4 100 4.73E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174230

556.75568 2 timecourse_ATM_combo_2hr 556.75280 5.17 33.75 MCM2  MCM2_HUMAN 5 D.VEELTAS#QR.E 11.7 100 1.26E+05 VEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35455:32592

1048.14473 3 timecourse_ATM_combo_2hr 1048.13775 6.66 33.6 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.3 94 4.45E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166721

786.36268 4 timecourse_ATM_combo_8hr 786.35513 9.6 33.52 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 70.6 100 8.76E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 19.8 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179960

1048.14939 3 timecourse_ATM_combo_8hr 1048.13775 11.11 33.5 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 4.5 58 1.33E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35451:180020

1048.14807 3 timecourse_ATM_combo_2hr 1048.13775 9.85 33.42 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 8.3 94 3.71E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 28.5 108 0 0 0 0 DNA replication licensing factor MCM2  35454:165661

1048.14567 3 timecourse_ATM_combo_1hr 1048.13775 7.56 33.26 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 5.8 94 9.57E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177905

1048.14632 3 timecourse_ATM_combo_8hr 1048.13775 8.18 33.1 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 35.9 94 9.14E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179850

786.36148 4 timecourse_ATM_combo_8hr 786.35513 8.08 32.98 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 14.5 94 1.02E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 28.3 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179820

1048.14689 3 timecourse_ATM_combo_8hr 1048.13775 8.72 32.75 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.8 94 3.31E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179930

1048.1486 3 timecourse_ATM_combo_8hr 1048.13775 10.35 32.36 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 12.9 72 9.42E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179970

786.36057 4 timecourse_ATM_combo_1hr 786.35513 6.92 31.71 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.0 94 4.44E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 25.4 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177775

1048.14503 3 timecourse_ATM_combo_2hr 1048.13775 6.95 31.61 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 24.0 94 5.41E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 36.8 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166741

1048.14821 3 timecourse_ATM_combo_1hr 1048.13775 9.98 31.58 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 8.1 94 3.86E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35457:177985

1048.14315 3 combeffx_ATM_comboi 1048.13775 5.15 31.49 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 16.7 94 5.81E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 43 108 0 0 0 0 DNA replication licensing factor MCM2  35301:74509

1048.14737 3 timecourse_ATM_combo_4hr 1048.13775 9.18 31.44 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.5 94 1.92E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 52.8 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175681

1048.14505 3 timecourse_ATM_combo_2hr 1048.13775 6.96 31.25 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 133.0 100 1.73E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166751

1048.14372 3 combeffx_ATM_comboi 1048.13775 5.7 31.15 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 40.9 100 2.94E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82161

1048.14867 3 timecourse_ATM_combo_1hr 1048.13775 10.42 31.01 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 5.5 72 5.11E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 42.6 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177286

1048.14666 3 timecourse_ATM_combo_2hr 1048.13775 8.5 30.73 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 4.5 94 8.50E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 21.3 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166881

1048.14578 3 timecourse_ATM_ctrl2 1048.13775 7.66 30.39 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 5.4 86 1.75E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 24.8 108 0 0 0 0 DNA replication licensing factor MCM2  35447:164523

1048.14427 3 timecourse_ATM_combo_2hr 1048.13775 6.22 30.36 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.5 94 2.64E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 26.5 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166691

1048.14535 3 timecourse_ATM_combo_2hr 1048.13775 7.25 29.79 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.3 100 3.00E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166801

1048.14494 3 timecourse_ATM_ctrl1 1048.13775 6.86 29.78 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 29.8 94 3.13E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177079

1048.14535 3 timecourse_ATM_combo_8hr 1048.13775 7.25 29.45 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.7 94 4.92E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177200

1048.14944 3 timecourse_ATM_combo_4hr 1048.13775 11.15 29.39 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 0.00E+00 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175751

1048.14747 3 timecourse_ATM_ctrl2 1048.13775 9.27 29.14 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 6.2 94 1.55E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161142

556.75573 2 timecourse_ATM_combo_4hr 556.75280 5.26 29.13 MCM2  MCM2_HUMAN 5 D.VEELTAS#QR.E 13.0 100 2.31E+05 VEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35452:34434

1048.14307 3 combeffx_ATM_comboi 1048.13775 5.08 28.27 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 40.1 100 2.47E+07 AIPELDAYEAEGLALDDEDVEELTAS#QR 40.7 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82071

1048.14212 3 combeffx_ATM_MEKi 1048.13775 4.17 28.25 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 14.6 100 7.14E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35296:61818

1048.14532 3 timecourse_ATM_combo_8hr 1048.13775 7.23 27.83 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 8.2 100 7.53E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 24.8 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179740

1048.14363 3 combeffx_ATM_comboi 1048.13775 5.61 27.58 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.4 94 1.14E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.7 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82141

1048.14648 3 timecourse_ATM_combo_1hr 1048.13775 8.33 27.38 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 41.2 100 2.87E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177196

1048.14632 3 timecourse_ATM_combo_4hr 1048.13775 8.18 26.86 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.5 94 4.45E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 24.8 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175621

1048.14459 3 timecourse_ATM_ctrl1 1048.13775 6.53 26.56 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 4.8 94 1.31E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35449:177039

1048.14501 3 combeffx_ATM_comboi 1048.13775 6.93 26.18 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 6.0 94 4.14E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82181

1571.71665 2 timecourse_ATM_combo_8hr 1571.70299 8.69 26.05 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.6 94 4.19E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 19.2 108 0 0 0 0 DNA replication licensing factor MCM2  35451:179910

1048.14725 3 timecourse_ATM_ctrl1 1048.13775 9.06 25.64 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 18.5 94 3.48E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174310

1048.1469 3 timecourse_ATM_combo_8hr 1048.13775 8.73 24.7 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.2 94 4.00E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35450:177330

1048.14706 3 timecourse_ATM_combo_1hr 1048.13775 8.88 24.61 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 10.3 94 2.64E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 28.5 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177256

786.36118 4 timecourse_ATM_combo_4hr 786.35513 7.69 24.53 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 11.6 94 3.84E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 19.5 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175581

1048.14549 3 timecourse_ATM_combo_1hr 1048.13775 7.38 24.46 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.5 94 2.70E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177136

786.36048 4 timecourse_ATM_combo_4hr 786.35513 6.8 24.44 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.1 94 7.08E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 22 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175521

786.36099 4 timecourse_ATM_combo_8hr 786.35513 7.45 24.12 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 4.8 94 5.42E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 12.1 108 ‐2,0 0 0 0 0 DNA replication licensing factor MCM2  35450:177210

786.36311 4 timecourse_ATM_combo_4hr 786.35513 10.15 23.85 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 60.6 100 4.98E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 28.3 108 0 0 0 0 DNA replication licensing factor MCM2  35453:175711

1048.14646 3 timecourse_ATM_ctrl2 1048.13775 8.31 23.46 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 28.2 94 1.85E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 14.2 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161062

1048.14616 3 timecourse_ATM_combo_1hr 1048.13775 8.02 23.31 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 9.9 94 4.02E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35456:177166

1048.14723 3 timecourse_ATM_ctrl2 1048.13775 9.04 23.31 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 22.7 94 3.23E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 30.8 108 0 0 0 0 DNA replication licensing factor MCM2  35446:161132

1048.14958 3 timecourse_ATM_ctrl1 1048.13775 11.29 22.76 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 3.1 64 9.53E+04 AIPELDAYEAEGLALDDEDVEELTAS#QR 26.5 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174330

1048.1469 3 timecourse_ATM_ctrl1 1048.13775 8.73 22.67 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 24.2 100 5.15E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 48.9 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174270

835.36695 3 timecourse_ATM_combo_8hr 835.36191 6.03 22.29 MCM2  MCM2_HUMAN 5 D.AYEAEGLALDDEDVEELTAS#QR.E 4.7 94 1.56E+05 AYEAEGLALDDEDVEELTAS#QR 26.5 108 0 0 0 0 DNA replication licensing factor MCM2  35450:161460

1048.14749 3 timecourse_ATM_combo_2hr 1048.13775 9.29 22.09 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.8 94 3.82E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35455:166901

1048.14895 3 timecourse_ATM_combo_8hr 1048.13775 10.69 21.22 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELT#ASQR.E 2.4 86 1.69E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 33.7 108 0 0 0 0 DNA replication licensing factor MCM2  35451:180000

1048.14628 3 timecourse_ATM_ctrl1 1048.13775 8.14 20.75 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 6.4 94 1.97E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 37.4 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174250

1048.14614 3 timecourse_ATM_combo_4hr 1048.13775 8 20.13 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 43.4 100 3.68E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 18.9 108 0 0 0 0 DNA replication licensing factor MCM2  35452:172290

1048.14324 3 combeffx_ATM_comboi 1048.13775 5.24 19.16 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 16.4 100 7.01E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 22 108 0 0 0 0 DNA replication licensing factor MCM2  35301:74519

1048.14738 3 combeffx_ATM_comboi 1048.13775 9.19 18.91 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 7.5 94 5.27E+05 AIPELDAYEAEGLALDDEDVEELTAS#QR 45.7 108 0 0 0 0 DNA replication licensing factor MCM2  35300:82191

1048.14627 3 timecourse_ATM_ctrl1 1048.13775 8.13 15.55 MCM2  MCM2_HUMAN 5 R.AIPELDAYEAEGLALDDEDVEELTAS#QR.E 22.1 100 1.97E+06 AIPELDAYEAEGLALDDEDVEELTAS#QR 22 108 0 0 0 0 DNA replication licensing factor MCM2  35448:174240

798.39795 2 timecourse_ATM_combo_8hr 798.39508 3.61 28.37 MCM5  MCM5_HUMAN 6 R.FAIGS#QVSEHSIIK.D 6.2 100 3.47E+05 FAIGS#QVSEHSIIK 27 687 0 0 0 0 DNA replication licensing factor MCM5  35451:99973

1206.05721 2 combeffx_ATM_comboi 1206.05233 4.05 102.64 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 8.3 100 1.03E+06 ENLTDLVVDTDTLGEST#QPQR 24.4 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35301:66359

1206.0605 2 timecourse_ATM_ctrl2 1206.05233 6.77 80.32 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 13.0 100 5.54E+05 ENLTDLVVDTDTLGEST#QPQR 20.4 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35446:143012

698.01308 3 timecourse_ATM_ctrl2 698.00852 6.53 78.05 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 22.2 100 1.08E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35446:127732

1206.05987 2 timecourse_ATM_combo_8hr 1206.05233 6.25 78.01 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 40.0 100 2.90E+06 ENLTDLVVDTDTLGEST#QPQR 13.2 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35451:159570

1206.06 2 timecourse_ATM_ctrl1 1206.05233 6.36 74.72 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 16.0 100 7.81E+05 ENLTDLVVDTDTLGEST#QPQR 7.9 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35448:157420

1046.51558 2 timecourse_ATM_combo_8hr 1046.50915 6.14 74.58 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 6.7 100 4.99E+05 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35450:141103

1206.0592 2 timecourse_ATM_combo_1hr 1206.05233 5.7 73.29 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 15.3 100 7.89E+05 ENLTDLVVDTDTLGEST#QPQR 19.3 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35457:159175

1206.0598 2 timecourse_ATM_combo_4hr 1206.05233 6.19 71.98 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 32.0 100 2.05E+06 ENLTDLVVDTDTLGEST#QPQR 11.5 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35452:153140

1206.05908 2 timecourse_ATM_combo_4hr 1206.05233 5.6 70.33 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 44.2 100 2.43E+06 ENLTDLVVDTDTLGEST#QPQR 18.4 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35453:155921

698.01167 3 combeffx_ATM_comboi 698.00852 4.51 68.28 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 17.4 100 1.78E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35301:60377

1206.05962 2 timecourse_ATM_combo_8hr 1206.05233 6.04 66.9 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 28.1 100 2.43E+06 ENLTDLVVDTDTLGEST#QPQR 21.5 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35450:157460

1206.05958 2 timecourse_ATM_combo_2hr 1206.05233 6.02 66.03 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 18.1 100 8.12E+05 ENLTDLVVDTDTLGEST#QPQR 22.9 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35455:148701

804.37606 3 timecourse_ATM_combo_4hr 804.37064 6.74 64.88 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGES#TQPQR.E 211.4 100 8.26E+06 ENLTDLVVDTDTLGEST#QPQR 23.3 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35453:155931

698.01221 3 timecourse_ATM_ctrl1 698.00852 5.29 64.67 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 29.4 100 1.55E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35449:144491

1206.05962 2 timecourse_ATM_combo_2hr 1206.05233 6.04 62.37 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 16.6 100 7.10E+05 ENLTDLVVDTDTLGEST#QPQR 22.9 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35454:148261

1046.51637 2 timecourse_ATM_combo_4hr 1046.50915 6.9 61.34 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 9.1 100 4.41E+05 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35452:138077

1206.06068 2 timecourse_ATM_combo_1hr 1206.05233 6.92 61.13 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 14.2 100 8.38E+05 ENLTDLVVDTDTLGEST#QPQR 7.9 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35456:159257

1206.05999 2 timecourse_ATM_ctrl2 1206.05233 6.35 59.99 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 15.5 100 7.40E+05 ENLTDLVVDTDTLGEST#QPQR 10.3 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35447:145623

698.01229 3 timecourse_ATM_combo_1hr 698.00852 5.4 58.65 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 37.9 100 2.15E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35457:144530

804.37556 3 timecourse_ATM_combo_1hr 804.37064 6.13 56.71 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 30.3 100 1.87E+06 ENLTDLVVDTDTLGEST#QPQR 17 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35457:159185

698.01275 3 timecourse_ATM_combo_4hr 698.00852 6.06 55.6 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 50.0 100 3.14E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35453:140747

1206.05855 2 timecourse_ATM_ctrl1 1206.05233 5.16 54.88 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 16.0 100 7.99E+05 ENLTDLVVDTDTLGEST#QPQR 13.2 659 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35449:159779

698.01007 3 combeffx_ATM_PI3Ki 698.00852 2.23 51.54 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 9.6 100 6.59E+05 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35299:56221

698.01312 3 timecourse_ATM_combo_4hr 698.00852 6.59 51.25 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 55.2 100 3.27E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35452:138067

698.01106 3 combeffx_ATM_MEKi 698.00852 3.64 50.2 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 9.3 92 4.08E+05 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35296:51509

698.0132 3 timecourse_ATM_combo_1hr 698.00852 6.7 47.94 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 37.3 100 1.87E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35456:144279

698.01269 3 timecourse_ATM_combo_8hr 698.00852 5.97 47.38 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 39.4 100 3.51E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35451:143191

698.01259 3 timecourse_ATM_combo_2hr 698.00852 5.85 46.97 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 46.1 100 1.60E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35454:134165

698.01251 3 timecourse_ATM_combo_2hr 698.00852 5.72 46.8 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 41.3 100 1.70E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35455:134290

698.01317 3 timecourse_ATM_ctrl2 698.00852 6.66 45.84 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 22.6 100 1.14E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35447:130317

561.75388 2 timecourse_ATM_combo_4hr 561.75060 5.84 45.12 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 97.2 100 1.68E+06 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35452:35486

698.01309 3 timecourse_ATM_ctrl1 698.00852 6.55 45.03 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 30.7 100 1.49E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35448:142298

804.37562 3 timecourse_ATM_ctrl1 804.37064 6.19 44.78 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 40.7 100 1.87E+06 ENLTDLVVDTDTLGEST#QPQR 6.6 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35449:159789

698.01039 3 combeffx_ATM_ctrl 698.00852 2.68 44.66 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 5.6 100 4.81E+05 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35294:63981

698.01156 3 combeffx_ATM_MEKi 698.00852 4.36 44.39 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 9.6 100 3.37E+05 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35297:47212

698.01063 3 combeffx_ATM_PI3Ki 698.00852 3.02 44.26 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 10.7 100 1.04E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35298:59251

804.37811 3 timecourse_ATM_combo_2hr 804.37064 9.3 44.08 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 145.3 100 2.74E+06 ENLTDLVVDTDTLGEST#QPQR 7.5 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35454:148271

698.01274 3 timecourse_ATM_combo_8hr 698.00852 6.05 43.26 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 44.4 100 3.21E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35450:141093

561.75369 2 timecourse_ATM_combo_8hr 561.75060 5.5 41.59 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 154.6 100 3.29E+06 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35450:36360

1046.5157 2 timecourse_ATM_combo_8hr 1046.50915 6.26 40.68 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 8.4 100 6.11E+05 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35451:143201

982.46745 2 timecourse_ATM_combo_8hr 982.46167 5.88 38.6 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVL.K 8.6 100 6.67E+05 KS#QLPAEGDAGAEWAAAVL 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35450:132153

1046.51623 2 timecourse_ATM_combo_2hr 1046.50915 6.77 38.28 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 7.6 100 2.15E+05 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35454:134175

698.0121 3 combeffx_ATM_comboi 698.00852 5.13 37.62 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVLK.Q 22.7 100 3.35E+06 KS#QLPAEGDAGAEWAAAVLK 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35300:65715

804.37736 3 timecourse_ATM_ctrl2 804.37064 8.35 35.85 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGES#TQPQR.E 84.4 100 1.92E+06 ENLTDLVVDTDTLGEST#QPQR 0 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35447:145633

561.75425 2 timecourse_ATM_combo_2hr 561.75060 6.5 35.55 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 35.5 100 4.70E+05 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35454:34641

804.37544 3 timecourse_ATM_combo_2hr 804.37064 5.98 35.44 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 36.6 100 1.61E+06 ENLTDLVVDTDTLGEST#QPQR 7.5 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35455:148691

561.754 2 timecourse_ATM_ctrl2 561.75060 6.05 33.73 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 25.9 100 3.95E+05 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35447:31794

561.75412 2 timecourse_ATM_ctrl2 561.75060 6.27 33.37 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 26.3 100 3.39E+05 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35446:31391

804.37775 3 timecourse_ATM_ctrl1 804.37064 8.85 33.29 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGES#TQPQR.E 108.1 100 2.01E+06 ENLTDLVVDTDTLGEST#QPQR 0 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35448:157430

561.75426 2 timecourse_ATM_ctrl1 561.75060 6.52 32.71 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 24.5 100 4.26E+05 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35448:36871

982.46838 2 timecourse_ATM_combo_8hr 982.46167 6.83 27.78 MDC1  MDC1_HUMAN 7 R.KS#QLPAEGDAGAEWAAAVL.K 9.5 100 7.46E+05 KS#QLPAEGDAGAEWAAAVL 1000 598 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35451:133642

561.75404 2 timecourse_ATM_combo_1hr 561.75060 6.12 27.46 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 30.9 100 5.47E+05 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35456:36429

561.75338 2 timecourse_ATM_ctrl1 561.75060 4.95 26.87 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 18.5 100 3.94E+05 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35449:37067

804.37629 3 timecourse_ATM_combo_1hr 804.37064 7.02 25.82 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGEST#QPQR.E 41.6 100 9.56E+05 ENLTDLVVDTDTLGEST#QPQR 0 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35456:159267

561.75378 2 timecourse_ATM_combo_2hr 561.75060 5.66 25.6 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 30.0 100 5.03E+05 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35455:33712

804.3738 3 combeffx_ATM_comboi 804.37064 3.93 24.36 MDC1  MDC1_HUMAN 7 R.ENLTDLVVDTDTLGES#TQPQR.E 31.2 100 4.08E+06 ENLTDLVVDTDTLGEST#QPQR 5.3 659 ‐1,0 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35301:66349

561.75388 2 timecourse_ATM_combo_8hr 561.75060 5.84 23.58 MDC1  MDC1_HUMAN 11 R.VQGET#QPQR.L 138.2 100 3.27E+06 VQGET#QPQR 1000 157 0 0 0 0 Mediator of DNA damage checkpoint protein 1  35451:36446

870.39429 3 timecourse_ATM_combo_8hr 870.38982 5.14 53.78 MED1  MED1_HUMAN 2 K.GTVMVGKPSSHS#QYTSSGSVSSSGSK.S 8.4 100 4.23E+05 GTVMVGKPSSHS#QYTSSGSVSSSGSK 23.6 1081 0 0 0 0 Mediator of RNA polymerase II transcription subunit 1  35450:166030

870.39407 3 timecourse_ATM_combo_4hr 870.38982 4.88 53.11 MED1  MED1_HUMAN 2 K.GTVMVGKPSSHS#QYTSSGSVSSSGSK.S 7.6 100 2.53E+05 GTVMVGKPSSHS#QYTSSGSVSSSGSK 6.8 1081 ‐3,0 0 0 0 0 Mediator of RNA polymerase II transcription subunit 1  35452:161150

870.39381 3 timecourse_ATM_combo_8hr 870.38982 4.58 51.16 MED1  MED1_HUMAN 2 K.GTVMVGKPSSHS#QYTSSGSVSSSGSK.S 8.1 100 4.54E+05 GTVMVGKPSSHS#QYTSSGSVSSSGSK 8.7 1081 ‐3,7 0 0 0 0 Mediator of RNA polymerase II transcription subunit 1  35451:168160

681.30463 2 timecourse_ATM_combo_8hr 681.30085 5.55 43.01 MED1  MED1_HUMAN 2 K.SSSGLGSSGSLS#QK.T 13.3 100 2.63E+05 SSSGLGSSGSLS#QK 36.8 1256 0 0 0 0 Mediator of RNA polymerase II transcription subunit 1  35451:72946

1124.49284 3 timecourse_ATM_combo_4hr 1124.48864 3.73 44.59 MED13  MED13_HUMAN 1 K.T#PSTPQSQHFY#QMPTPDPLVPSKPMEDR.I 5.5 100 4.62E+05 T#PSTPQS#QHFYQMPTPDPLVPSKPMEDR 7.9 551 0,2 11.3 557 0,4 0 0 Mediator of RNA polymerase II transcription subunit 13  35453:178901

843.62167 4 timecourse_ATM_combo_1hr 843.61830 3.99 34.76 MED13  MED13_HUMAN 1 K.T#PSTPQS#QHFYQMPTPDPLVPSKPMEDR.I 3.8 100 4.05E+05 TPST#PQS#QHFYQMPTPDPLVPSKPMEDR 6.4 554 ‐3,7 6.4 557 0,4 0 0 Mediator of RNA polymerase II transcription subunit 13  35456:180486

1124.49248 3 timecourse_ATM_combo_4hr 1124.48864 3.41 31.64 MED13  MED13_HUMAN 1 K.T#PSTPQS#QHFYQMPTPDPLVPSKPMEDR.I 5.2 100 3.23E+05 T#PSTPQSQHFY#QMPTPDPLVPSKPMEDR 11.5 551 0,3 9.4 561 ‐4,0 0 0 Mediator of RNA polymerase II transcription subunit 13  35452:175580

843.62269 4 timecourse_ATM_ctrl2 843.61830 5.2 29.29 MED13  MED13_HUMAN 1 K.T#PSTPQS#QHFYQMPTPDPLVPSKPMEDR.I 4.7 100 2.84E+05 T#PSTPQS#QHFYQMPTPDPLVPSKPMEDR 20.9 551 8.8 557 ‐4,0 0 0 Mediator of RNA polymerase II transcription subunit 13  35447:167863

863.61474 4 timecourse_ATM_ctrl1 863.60988 5.63 24.69 MED13  MED13_HUMAN 1 K.TPST#PQS#QHFYQMPT#PDPLVPSKPMEDR.I 3.1 100 5.98E+05 TPS#TPQS#QHFYQMPT#PDPLVPSKPMEDR 0 553 ‐2,0 5.2 557 ‐6,0 17.4 565 Mediator of RNA polymerase II transcription subunit 13  35449:180789

836.37923 2 timecourse_ATM_combo_4hr 836.37670 3.02 38.05 METAP1  AMPM1_HUMAN 2 R.RLDSARPHFMS#QF.‐ 27.8 94 1.19E+06 RLDSARPHFMS#QF 80.3 384 0 0 0 0 Methionine aminopeptidase 1  35452:104871

836.37843 2 timecourse_ATM_combo_4hr 836.37670 2.07 35.72 METAP1  AMPM1_HUMAN 2 R.RLDSARPHFMS#QF.‐ 35.2 94 1.38E+06 RLDSARPHFMS#QF 36.8 384 0 0 0 0 Methionine aminopeptidase 1  35453:106846

487.18779 2 timecourse_ATM_combo_2hr 487.18552 4.66 32.94 METAP1  AMPM1_HUMAN 2 R.PHFMS#QF.‐ 74.4 100 2.30E+06 PHFMS#QF 1000 384 0 0 0 0 Methionine aminopeptidase 1  35455:19154

758.32953 2 timecourse_ATM_combo_4hr 758.32615 4.46 31.8 METAP1  AMPM1_HUMAN 2 R.LDSARPHFMS#QF.‐ 39.6 100 1.73E+06 LDSARPHFMS#QF 52.9 384 0 0 0 0 Methionine aminopeptidase 1  35453:90362

487.18826 2 timecourse_ATM_combo_1hr 487.18552 5.62 29.69 METAP1  AMPM1_HUMAN 2 R.PHFMS#QF.‐ 50.2 100 2.22E+06 PHFMS#QF 1000 384 0 0 0 0 Methionine aminopeptidase 1  35456:20728

758.32977 2 timecourse_ATM_combo_8hr 758.32615 4.77 29.38 METAP1  AMPM1_HUMAN 2 R.LDSARPHFMS#QF.‐ 58.1 100 2.96E+06 LDSARPHFMS#QF 52.9 384 0 0 0 0 Methionine aminopeptidase 1  35451:91786

836.37918 2 timecourse_ATM_combo_8hr 836.37670 2.97 28.96 METAP1  AMPM1_HUMAN 2 R.RLDSARPHFMS#QF.‐ 25.3 94 1.55E+06 RLDSARPHFMS#QF 71.8 384 0 0 0 0 Methionine aminopeptidase 1  35450:107237

836.37912 2 timecourse_ATM_combo_8hr 836.37670 2.89 26.38 METAP1  AMPM1_HUMAN 2 R.RLDSARPHFMS#QF.‐ 41.7 100 2.10E+06 RLDSARPHFMS#QF 34.5 384 0 0 0 0 Methionine aminopeptidase 1  35451:108273

836.37973 2 combeffx_ATM_comboi 836.37670 3.62 24.68 METAP1  AMPM1_HUMAN 2 R.RLDSARPHFMS#QF.‐ 22.7 100 1.83E+06 RLDSARPHFMS#QF 52.4 384 0 0 0 0 Methionine aminopeptidase 1  35301:44469

836.37999 2 combeffx_ATM_comboi 836.37670 3.93 24.52 METAP1  AMPM1_HUMAN 2 R.RLDSARPHFMS#QF.‐ 13.3 100 2.43E+06 RLDSARPHFMS#QF 20.6 384 0 0 0 0 Methionine aminopeptidase 1  35300:48620

836.37921 2 timecourse_ATM_combo_2hr 836.37670 3 23.54 METAP1  AMPM1_HUMAN 2 R.RLDSARPHFMS#QF.‐ 11.1 100 2.50E+05 RLDSARPHFMS#QF 44.1 384 0 0 0 0 Methionine aminopeptidase 1  35454:101496

487.188 2 timecourse_ATM_combo_4hr 487.18552 5.09 22.6 METAP1  AMPM1_HUMAN 2 R.PHFMS#QF.‐ 178.0 100 8.35E+06 PHFMS#QF 1000 384 0 0 0 0 Methionine aminopeptidase 1  35453:20652

487.18786 2 timecourse_ATM_combo_8hr 487.18552 4.8 20.43 METAP1  AMPM1_HUMAN 2 R.PHFMS#QF.‐ 390.9 100 2.26E+07 PHFMS#QF 1000 384 0 0 0 0 Methionine aminopeptidase 1  35450:20588

838.59038 5 timecourse_ATM_combo_4hr 838.58454 6.96 40.2 METTL1  TRMB_HUMAN 1 R.YPVKPEEMDWSELYPEFFAPLTQNQS#HDDPKDKK.E 10.7 100 1.20E+06 YPVKPEEMDWSELYPEFFAPLT#QNQSHDDPKDKK 6.8 58 0,4 0 0 0 0 tRNA (guanine‐N(7)‐)‐methyltransferase  35452:180240

838.591 5 timecourse_ATM_combo_4hr 838.58454 7.7 40.04 METTL1  TRMB_HUMAN 1 R.YPVKPEEMDWSELYPEFFAPLT#QNQSHDDPKDKK.E 12.4 100 1.38E+06 YPVKPEEMDWSELYPEFFAPLT#QNQSHDDPKDKK 8.1 58 0,4 0 0 0 0 tRNA (guanine‐N(7)‐)‐methyltransferase  35453:183931

838.59082 5 timecourse_ATM_combo_8hr 838.58454 7.49 32.87 METTL1  TRMB_HUMAN 1 R.YPVKPEEMDWSELYPEFFAPLT#QNQSHDDPKDKK.E 5.9 100 8.56E+05 YPVKPEEMDWSELYPEFFAPLT#QNQSHDDPKDKK 0 58 0,4 0 0 0 0 tRNA (guanine‐N(7)‐)‐methyltransferase  35450:184800

709.69524 3 timecourse_ATM_combo_4hr 709.69132 5.52 26.88 METTL1  TRMB_HUMAN 0 R.RIQDPVLQAVTSQT#SLPGH.‐ 14.1 100 9.29E+05 RIQDPVLQAVTS#QTSLPGH 3 269 ‐1,0 0 0 0 0 tRNA (guanine‐N(7)‐)‐methyltransferase  35453:143917

709.696 3 timecourse_ATM_combo_4hr 709.69132 6.61 22.39 METTL1  TRMB_HUMAN 0 R.RIQDPVLQAVTSQT#SLPGH.‐ 13.0 100 9.61E+05 RIQDPVLQAVTSQT#SLPGH 15 271 0 0 0 0 tRNA (guanine‐N(7)‐)‐methyltransferase  35452:141447

657.6605 3 combeffx_ATM_comboi 657.65762 4.38 22.09 METTL1  TRMB_HUMAN 0 R.IQDPVLQAVTS#QTSLPGH.‐ 12.9 100 3.72E+06 IQDPVLQAVTS#QTSLPGH 6.7 269 ‐1,2 0 0 0 0 tRNA (guanine‐N(7)‐)‐methyltransferase  35300:61162

775.86278 2 timecourse_ATM_combo_8hr 775.85853 5.48 39.11 METTL2B  MTL2B_HUMAN 2 K.TQTPPVEENVT#QK.I 13.3 100 6.43E+05 TQTPPVEENVT#QK 93.8 162 0 0 0 0 Methyltransferase‐like protein 2B  35451:95480

775.86275 2 timecourse_ATM_combo_4hr 775.85853 5.44 35.31 METTL2B  MTL2B_HUMAN 2 K.TQTPPVEENVT#QK.I 9.0 100 2.86E+05 TQTPPVEENVT#QK 126.6 162 0 0 0 0 Methyltransferase‐like protein 2B  35452:92421

775.86276 2 timecourse_ATM_combo_4hr 775.85853 5.45 33.9 METTL2B  MTL2B_HUMAN 2 K.TQTPPVEENVT#QK.I 7.8 100 2.79E+05 TQTPPVEENVT#QK 65.9 162 0 0 0 0 Methyltransferase‐like protein 2B  35453:94182

775.8629 2 timecourse_ATM_combo_8hr 775.85853 5.63 30.43 METTL2B  MTL2B_HUMAN 2 K.TQTPPVEENVT#QK.I 17.3 100 5.68E+05 TQTPPVEENVT#QK 60.1 162 0 0 0 0 Methyltransferase‐like protein 2B  35450:94617

775.86272 2 timecourse_ATM_combo_2hr 775.85853 5.4 22.75 METTL2B  MTL2B_HUMAN 2 K.TQTPPVEENVT#QK.I 4.7 100 1.05E+05 TQTPPVEENVT#QK 65.1 162 0 0 0 0 Methyltransferase‐like protein 2B  35454:89569

1070.04593 2 timecourse_ATM_combo_1hr 1070.04388 1.92 54.32 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 11.3 100 8.25E+05 VASAGSAISNASGERLS#QLLK 33.9 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35457:148200

1070.04692 2 timecourse_ATM_combo_8hr 1070.04388 2.84 53.99 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 17.2 100 9.69E+05 VASAGSAISNASGERLS#QLLK 38.2 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35450:145483

713.70044 3 combeffx_ATM_MEKi 713.69835 2.93 52.41 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 44.7 100 1.98E+06 VASAGSAISNASGERLS#QLLK 25.7 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35296:52509

713.70083 3 combeffx_ATM_ctrl 713.69835 3.47 50.1 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 32.2 100 2.61E+06 VASAGSAISNASGERLS#QLLK 17.1 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35295:63083

713.70167 3 combeffx_ATM_comboi 713.69835 4.65 50.04 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 51.0 100 7.48E+06 VASAGSAISNASGERLS#QLLK 16.2 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35300:67201

713.70128 3 combeffx_ATM_comboi 713.69835 4.11 44.02 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 44.5 100 4.81E+06 VASAGSAISNASGERLS#QLLK 20.6 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35301:61599

1070.04693 2 timecourse_ATM_combo_8hr 1070.04388 2.85 43.65 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 18.1 100 1.08E+06 VASAGSAISNASGERLS#QLLK 42.1 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35451:147541

713.70078 3 combeffx_ATM_ctrl 713.69835 3.4 42.92 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 47.6 100 3.31E+06 VASAGSAISNASGERLS#QLLK 18.1 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35294:65151

1070.0496 2 timecourse_ATM_ctrl2 1070.04388 5.35 42.91 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 14.1 100 5.08E+05 VASAGSAISNASGERLS#QLLK 39.3 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35446:131271

1006.00215 2 timecourse_ATM_combo_8hr 1005.99640 5.72 41.9 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLL.K 6.0 100 3.59E+05 VASAGSAISNASGERLS#QLL 41.7 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35451:137281

713.70158 3 timecourse_ATM_ctrl1 713.69835 4.53 41.27 MIB1  MIB1_HUMAN 1 K.VASAGSAISNAS#GERLSQLLK.K 52.6 100 2.55E+06 VASAGSAISNASGERLS#QLLK 25.1 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35449:147978

756.40081 3 timecourse_ATM_combo_2hr 756.39667 5.47 39.99 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 13.3 100 4.43E+05 VASAGSAISNASGERLS#QLLKK 16.5 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35454:142681

1006.00189 2 timecourse_ATM_combo_8hr 1005.99640 5.46 39.09 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLL.K 6.1 100 3.46E+05 VASAGSAISNASGERLS#QLL 37.2 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35450:135473

1070.04678 2 timecourse_ATM_combo_4hr 1070.04388 2.71 38.81 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 13.2 100 7.48E+05 VASAGSAISNASGERLS#QLLK 9.4 416 ‐5,0 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35453:144487

713.70238 3 timecourse_ATM_ctrl2 713.69835 5.65 37.02 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLK.K 41.7 100 2.11E+06 VASAGSAISNASGERLS#QLLK 16.2 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35447:133757

713.70041 3 timecourse_ATM_combo_8hr 713.69835 2.89 36.05 MIB1  MIB1_HUMAN 1 K.VASAGSAISNAS#GERLSQLLK.K 56.3 100 3.73E+06 VASAGSAISNASGERLS#QLLK 15.9 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35450:145493

756.40112 3 timecourse_ATM_ctrl2 756.39667 5.88 35.46 MIB1  MIB1_HUMAN 1 K.VASAGSAISNAS#GERLSQLLKK.L 25.2 100 1.02E+06 VASAGSAISNASGERLS#QLLKK 6.7 416 ‐8,0 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35446:136802

713.70069 3 timecourse_ATM_combo_8hr 713.69835 3.28 34.77 MIB1  MIB1_HUMAN 1 K.VASAGSAIS#NASGERLSQLLK.K 73.5 100 4.26E+06 VASAGSAISNASGERLS#QLLK 15.9 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35451:147551

567.55152 4 timecourse_ATM_combo_1hr 567.54932 3.88 32.41 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 7.3 100 3.28E+05 VASAGSAISNASGERLS#QLLKK 2 416 ‐5,0 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35457:153335

567.55233 4 timecourse_ATM_ctrl2 567.54932 5.3 32.34 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 10.6 100 3.43E+05 VASAGSAISNASGERLS#QLLKK 14.1 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35446:136792

756.39898 3 combeffx_ATM_ctrl 756.39667 3.05 31.03 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 18.0 100 1.66E+06 VASAGSAISNASGERLS#QLLKK 10.8 416 ‐8,0 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35294:67388

756.40107 3 timecourse_ATM_combo_1hr 756.39667 5.82 30.53 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 19.6 100 1.06E+06 VASAGSAISNASGERLS#QLLKK 16.2 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35456:153317

756.40013 3 combeffx_ATM_comboi 756.39667 4.57 30.2 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 10.5 100 1.04E+06 VASAGSAIS#NASGERLSQLLKK 7.5 408 0,3 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35301:63659

756.39972 3 timecourse_ATM_combo_4hr 756.39667 4.03 29.69 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 22.5 100 9.58E+05 VASAGSAISNASGERLS#QLLKK 21.8 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35453:149841

756.40095 3 timecourse_ATM_combo_8hr 756.39667 5.66 29.66 MIB1  MIB1_HUMAN 1 S.KVASAGSAISNASGERLS#QLLK.K 4.6 100 1.88E+05 KVASAGSAISNASGERLS#QLLK 22.7 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35451:153200

756.40055 3 timecourse_ATM_ctrl2 756.39667 5.13 27.18 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 25.2 100 9.58E+05 VASAGSAISNASGERLS#QLLKK 6.7 416 ‐8,0 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35447:139313

756.40109 3 timecourse_ATM_ctrl1 756.39667 5.84 26.59 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 20.4 100 1.03E+06 VASAGSAISNASGERLS#QLLKK 19.2 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35448:151020

713.70114 3 timecourse_ATM_combo_1hr 713.69835 3.91 25.2 MIB1  MIB1_HUMAN 1 K.VASAGSAIS#NASGERLSQLLK.K 50.4 100 3.05E+06 VASAGSAIS#NASGERLSQLLK 2 408 0,3 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35456:148229

756.3989 3 combeffx_ATM_ctrl 756.39667 2.95 25.12 MIB1  MIB1_HUMAN 1 K.VASAGSAISNAS#GERLSQLLKK.L 16.5 100 1.20E+06 VASAGSAISNASGERLS#QLLKK 5.1 416 ‐5,0 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35295:65417

567.55233 4 timecourse_ATM_ctrl2 567.54932 5.3 24.97 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 9.9 100 3.32E+05 VASAGSAISNASGERLS#QLLKK 6.6 416 ‐5,0 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35447:139323

756.3993 3 timecourse_ATM_combo_1hr 756.39667 3.48 22.34 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 21.4 100 1.10E+06 VASAGSAISNASGERLS#QLLKK 15.8 416 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35457:153325

567.55256 4 timecourse_ATM_combo_1hr 567.54932 5.71 17.91 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 9.0 100 3.23E+05 VASAGSAISNASGERLS#QLLKK 8.6 416 ‐5,0 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35456:153307

756.40039 3 timecourse_ATM_combo_2hr 756.39667 4.92 13.61 MIB1  MIB1_HUMAN 1 K.VASAGSAISNASGERLS#QLLKK.L 12.8 100 4.43E+05 VASAGSAISNASGERLS#QLLKK 6.7 416 ‐8,0 0 0 0 0 E3 ubiquitin‐protein ligase MIB1  35455:143041

899.91046 2 timecourse_ATM_combo_8hr 899.90568 5.31 60.71 MICAL1  MICA1_HUMAN 1 D.TGMPATGSAGT#QEELLR.W 6.8 100 3.01E+05 TGMPATGSAGT#QEELLR 41 510 0 0 0 0 NEDD9‐interacting protein with calponin homology and LIM domains  35451:119822

899.91005 2 timecourse_ATM_combo_8hr 899.90568 4.86 43.84 MICAL1  MICA1_HUMAN 1 D.TGMPATGSAGT#QEELLR.W 5.7 100 3.06E+05 TGMPATGSAGT#QEELLR 31.9 510 0 0 0 0 NEDD9‐interacting protein with calponin homology and LIM domains  35450:118570

753.83759 2 timecourse_ATM_ctrl1 753.83486 3.63 66.7 MICAL3  MICA3_HUMAN 1 K.NFS#QYSIDPVTR.Y 9.2 100 4.44E+05 NFS#QYSIDPVTR 43 461 0 0 0 0 Protein MICAL‐3  35449:91569

753.83831 2 timecourse_ATM_combo_2hr 753.83486 4.58 62.49 MICAL3  MICA3_HUMAN 1 K.NFS#QYSIDPVTR.Y 5.9 100 1.97E+05 NFS#QYSIDPVTR 37.4 461 0 0 0 0 Protein MICAL‐3  35455:84615

753.83856 2 timecourse_ATM_combo_2hr 753.83486 4.91 59.39 MICAL3  MICA3_HUMAN 1 K.NFS#QYSIDPVTR.Y 6.5 100 2.51E+05 NFS#QYSIDPVTR 40.7 461 0 0 0 0 Protein MICAL‐3  35454:85100

753.83835 2 timecourse_ATM_ctrl1 753.83486 4.63 49.09 MICAL3  MICA3_HUMAN 1 K.NFS#QYSIDPVTR.Y 8.5 100 4.20E+05 NFS#QYSIDPVTR 33.7 461 0 0 0 0 Protein MICAL‐3  35448:90241

753.83779 2 timecourse_ATM_combo_4hr 753.83486 3.89 47.73 MICAL3  MICA3_HUMAN 1 K.NFS#QYSIDPVTR.Y 5.5 100 2.66E+05 NFS#QYSIDPVTR 40.7 461 0 0 0 0 Protein MICAL‐3  35453:89411

753.83734 2 timecourse_ATM_combo_1hr 753.83486 3.3 43.12 MICAL3  MICA3_HUMAN 1 K.NFS#QYSIDPVTR.Y 11.3 100 4.32E+05 NFS#QYSIDPVTR 45.7 461 0 0 0 0 Protein MICAL‐3  35457:90993



1021.45897 2 timecourse_ATM_combo_2hr 1021.45440 4.47 47.12 MID1  TRI18_HUMAN 2 R.FTSQGS#YGVAGNVFIDSGR.H 4.5 94 1.53E+05 FT#SQGSYGVAGNVFIDSGR 13.2 523 0 0 0 0 Midline‐1  35455:131260

517.26555 2 timecourse_ATM_combo_8hr 517.26314 4.66 25.25 MID1  TRI18_HUMAN 5 R.HVITLS#QR.G 16.0 100 4.37E+05 HVIT#LSQR 13.3 64 0 0 0 0 Midline‐1  35450:27097

517.26476 2 timecourse_ATM_combo_1hr 517.26314 3.13 21.83 MID1  TRI18_HUMAN 5 R.HVIT#LSQR.G 15.7 100 4.07E+05 HVIT#LSQR 13.3 64 0 0 0 0 Midline‐1  35457:27189

517.2647 2 timecourse_ATM_combo_8hr 517.26314 3.02 21.81 MID1  TRI18_HUMAN 5 R.HVITLS#QR.G 11.8 100 4.17E+05 HVIT#LSQR 13.2 64 0 0 0 0 Midline‐1  35451:27309

1279.92784 3 combeffx_ATM_comboi 1279.92121 5.19 94.23 MKI67  KI67_HUMAN 1 K.AQPLEDLASFQELS#QTPGHTEELANGAADSFTSAPK.Q 5.5 100 8.29E+05 AQPLEDLASFQELS#QTPGHTEELANGAADSFTSAPK 9.7 2925 0,2 0 0 0 0 Antigen KI‐67  35301:76859

1085.51521 3 timecourse_ATM_combo_8hr 1085.50819 6.47 77.01 MKI67  KI67_HUMAN 1 K.EKAQPLEDLAGFTELSETSGHT#QESLTAGK.A 6.5 100 6.33E+05 EKAQPLEDLAGFTELSETSGHT#QESLTAGK 7.1 2692 ‐3,0 0 0 0 0 Antigen KI‐67  35451:181880

1279.92788 3 timecourse_ATM_combo_4hr 1279.92121 5.21 76.27 MKI67  KI67_HUMAN 1 K.AQPLEDLASFQELS#QTPGHTEELANGAADSFTSAPK.Q 29.5 100 2.66E+06 AQPLEDLASFQELSQT#PGHTEELANGAADSFTSAPK 11.2 2927 ‐2,0 0 0 0 0 Antigen KI‐67  35453:182751

1279.92997 3 timecourse_ATM_combo_2hr 1279.92121 6.85 66.55 MKI67  KI67_HUMAN 1 K.AQPLEDLASFQELS#QTPGHTEELANGAADSFTSAPK.Q 6.0 100 2.57E+05 AQPLEDLASFQELSQT#PGHTEELANGAADSFTSAPK 0 2927 ‐7,0 0 0 0 0 Antigen KI‐67  35454:171861

999.79826 3 timecourse_ATM_combo_4hr 999.79567 2.59 64.7 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELSETSGHT#QESLTAGK.A 37.7 100 4.80E+06 AQPLEDLAGFTELSETSGHTQES#LTAGK 6.5 2695 ‐9,0 0 0 0 0 Antigen KI‐67  35453:173531

1279.92981 3 timecourse_ATM_combo_8hr 1279.92121 6.72 64.65 MKI67  KI67_HUMAN 1 K.AQPLEDLASFQELS#QTPGHTEELANGAADSFTSAPK.Q 72.9 100 7.30E+06 AQPLEDLAS#FQELSQTPGHTEELANGAADSFTSAPK 3.7 2920 0,11 0 0 0 0 Antigen KI‐67  35451:186750

999.79776 3 timecourse_ATM_combo_8hr 999.79567 2.09 63.47 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELSETS#GHTQESLTAGK.A 49.8 100 1.04E+07 AQPLEDLAGFTELSET#SGHTQESLTAGK 13.3 2688 0 0 0 0 Antigen KI‐67  35450:175190

999.7999 3 combeffx_ATM_comboi 999.79567 4.23 62.87 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELSETSGHTQESLT#AGK.A 24.9 100 4.20E+06 AQPLEDLAGFTELSETS#GHTQESLTAGK 8 2689 0,8 0 0 0 0 Antigen KI‐67  35300:81381

983.10191 3 timecourse_ATM_combo_8hr 983.09579 6.23 55.7 MKI67  KI67_HUMAN 1 K.EEPSAVKFT#QTSGETTDADKEPAGEDK.G 10.9 100 7.37E+05 EEPSAVKFTQT#SGETTDADKEPAGEDK 7.5 2745 ‐2,0 0 0 0 0 Antigen KI‐67  35450:174500

1026.45596 3 timecourse_ATM_combo_8hr 1026.45111 4.72 53.39 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFT#ELSETSGHTQESLT#AGK.A 11.3 100 7.48E+05 AQPLEDLAGFTELS#ETS#GHTQESLTAGK 21.3 2686 2.3 2689 ‐1,8 0 0 Antigen KI‐67  35450:176410

999.80021 3 timecourse_ATM_combo_2hr 999.79567 4.54 50.41 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELSETSGHTQESLT#AGK.A 10.8 100 6.91E+05 AQPLEDLAGFTELSETS#GHTQESLTAGK 11.7 2689 ‐6,0 0 0 0 0 Antigen KI‐67  35455:164881

1279.92867 3 timecourse_ATM_combo_8hr 1279.92121 5.83 47.78 MKI67  KI67_HUMAN 1 K.AQPLEDLASFQELS#QTPGHTEELANGAADSFTSAPK.Q 72.3 100 6.28E+06 AQPLEDLASFQELS#QTPGHTEELANGAADSFTSAPK 3.9 2925 ‐5,0 0 0 0 0 Antigen KI‐67  35450:183690

999.80231 3 timecourse_ATM_ctrl2 999.79567 6.64 46.62 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELSETSGHTQES#LTAGK.A 10.8 100 5.26E+05 AQPLEDLAGFTELSETSGHTQES#LTAGK 5.5 2695 ‐9,0 0 0 0 0 Antigen KI‐67  35446:159112

1026.45624 3 timecourse_ATM_combo_4hr 1026.45111 5 45.3 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFT#ELSETSGHTQESLT#AGK.A 12.4 100 6.56E+05 AQPLEDLAGFTELS#ETS#GHTQESLTAGK 7.7 2686 0,9 2.4 2689 ‐1,6 0 0 Antigen KI‐67  35453:174691

1279.92907 3 timecourse_ATM_combo_4hr 1279.92121 6.14 45.19 MKI67  KI67_HUMAN 1 K.AQPLEDLASFQELSQTPGHT#EELANGAADSFTSAPK.Q 24.5 100 2.12E+06 AQPLEDLASFQELSQT#PGHTEELANGAADSFTSAPK 9.5 2927 0,4 0 0 0 0 Antigen KI‐67  35452:179090

999.79818 3 timecourse_ATM_combo_8hr 999.79567 2.51 45.12 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELSETSGHTQESLT#AGK.A 47.2 100 1.07E+07 AQPLEDLAGFTELSET#SGHTQESLTAGK 0 2688 ‐2,9 0 0 0 0 Antigen KI‐67  35451:177640

856.89111 2 timecourse_ATM_combo_8hr 856.88561 6.42 42.09 MKI67  KI67_HUMAN 1 K.TPVQYS#QQQNSPQK.H 5.0 100 8.05E+04 TPVQYS#QQQNSPQK 32.4 352 0 0 0 0 Antigen KI‐67  35450:110857

999.79854 3 timecourse_ATM_combo_4hr 999.79567 2.87 41 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELSETS#GHTQESLTAGK.A 35.0 100 4.15E+06 AQPLEDLAGFTELSETS#GHTQESLTAGK 12 2689 ‐3,6 0 0 0 0 Antigen KI‐67  35452:170230

983.10217 3 timecourse_ATM_combo_8hr 983.09579 6.49 39.85 MKI67  KI67_HUMAN 1 K.EEPSAVKFT#QTSGETTDADKEPAGEDK.G 10.3 100 8.30E+05 EEPSAVKFTQTS#GETTDADKEPAGEDK 14.9 2746 0 0 0 0 Antigen KI‐67  35451:176850

999.80197 3 timecourse_ATM_ctrl2 999.79567 6.31 36.41 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELSETS#GHTQESLTAGK.A 9.7 100 4.77E+05 AQPLEDLAGFTELS#ETSGHTQESLTAGK 0 2686 0,11 0 0 0 0 Antigen KI‐67  35447:162303

960.1981 4 timecourse_ATM_combo_8hr 960.19272 5.6 35.69 MKI67  KI67_HUMAN 1 K.AQPLEDLASFQELSQTPGHT#EELANGAADSFTSAPK.Q 46.3 100 4.16E+06 AQPLEDLASFQELSQTPGHT#EELANGAADSFTSAPK 2.6 2931 ‐6,0 0 0 0 0 Antigen KI‐67  35450:183680

960.1987 4 timecourse_ATM_combo_8hr 960.19272 6.23 35.06 MKI67  KI67_HUMAN 1 K.AQPLEDLAS#FQELSQTPGHTEELANGAADSFTSAPK.Q 47.5 100 4.07E+06 AQPLEDLASFQELS#QTPGHTEELANGAADSFTSAPK 5.2 2925 ‐5,2 0 0 0 0 Antigen KI‐67  35451:186740

1026.4564 3 timecourse_ATM_combo_4hr 1026.45111 5.15 33.43 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELS#ET#SGHTQESLTAGK.A 11.1 100 5.30E+05 AQPLEDLAGFTELS#ETSGHTQESLT#AGK 9.4 2686 0,3 7.1 2697 ‐8,0 0 0 Antigen KI‐67  35452:171450

770.3638 3 timecourse_ATM_ctrl1 770.36008 4.83 33.28 MKI67  KI67_HUMAN 1 K.KLT#QTSGETTHTDKVPGGEDK.S 6.7 100 1.42E+05 KLT#QTSGETTHTDKVPGGEDK 11.7 1411 0,3 0 0 0 0 Antigen KI‐67  35449:155369

1306.58536 3 timecourse_ATM_combo_8hr 1306.57665 6.67 32.73 MKI67  KI67_HUMAN 1 K.AQPLEDLASFQELSQTPGHT#EELANGAADS#FTSAPK.Q 13.2 100 1.01E+06 AQPLEDLASFQELS#QTPGHTEELANGAADS#FTSAPK 9.4 2925 0,2 10.3 2941 0,3 0 0 Antigen KI‐67  35451:186990

578.0247 4 timecourse_ATM_combo_2hr 578.02188 4.88 31.58 MKI67  KI67_HUMAN 1 K.KLT#QTSGETTHTDKVPGGEDK.S 38.3 100 7.20E+05 KLT#QTSGETTHTDKVPGGEDK 11.9 1411 0,3 0 0 0 0 Antigen KI‐67  35455:144631

562.73737 2 timecourse_ATM_combo_8hr 562.73462 4.89 31.37 MKI67  KI67_HUMAN 1 K.QLT#QTTHTD.K 11.9 100 2.27E+05 QLT#QTTHTD 28.5 2141 0 0 0 0 Antigen KI‐67  35451:36753

1026.45709 3 timecourse_ATM_combo_8hr 1026.45111 5.83 30.58 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFTELSETS#GHT#QESLTAGK.A 9.8 100 1.10E+06 AQPLEDLAGFTELSET#S#GHTQESLTAGK 6.2 2688 ‐5,9 6.9 2689 ‐6,8 0 0 Antigen KI‐67  35451:178840

578.02532 4 timecourse_ATM_ctrl1 578.02188 5.95 28.43 MKI67  KI67_HUMAN 1 K.KLT#QTSGETTHTDKVPGGEDK.S 29.2 100 7.65E+05 KLT#QTSGETTHTDKVPGGEDK 15.1 1411 0 0 0 0 Antigen KI‐67  35448:153010

1026.45617 3 timecourse_ATM_combo_8hr 1026.45111 4.93 28.25 MKI67  KI67_HUMAN 1 K.AQPLEDLAGFT#ELSETSGHTQESLT#AGK.A 14.3 100 8.34E+05 AQPLEDLAGFTELS#ETSGHTQESLT#AGK 1.3 2686 ‐3,9 12.8 2697 ‐9,0 0 0 Antigen KI‐67  35451:178830

578.02544 4 timecourse_ATM_combo_2hr 578.02188 6.16 26.05 MKI67  KI67_HUMAN 1 K.KLT#QTSGETTHTDKVPGGEDK.S 34.7 100 7.25E+05 KLTQT#SGETTHTDKVPGGEDK 3 1413 ‐2,0 0 0 0 0 Antigen KI‐67  35454:144211

578.02497 4 timecourse_ATM_combo_1hr 578.02188 5.35 24.35 MKI67  KI67_HUMAN 1 K.KLT#QTSGETTHTDKVPGGEDK.S 25.1 100 6.57E+05 KLT#QTSGETTHTDKVPGGEDK 3.1 1411 0,2 0 0 0 0 Antigen KI‐67  35456:155087

578.02519 4 timecourse_ATM_combo_8hr 578.02188 5.73 24.28 MKI67  KI67_HUMAN 1 K.KLT#QTSGETTHTDKVPGGEDK.S 56.7 100 1.57E+06 KLT#QTSGETTHTDKVPGGEDK 6.5 1411 0,2 0 0 0 0 Antigen KI‐67  35450:152930

578.025 4 timecourse_ATM_combo_4hr 578.02188 5.4 23.89 MKI67  KI67_HUMAN 1 K.KLT#QTSGETTHTDKVPGGEDK.S 40.2 100 1.03E+06 KLTQTSGETT#HTDKVPGGEDK 16 1418 0 0 0 0 Antigen KI‐67  35452:148840

578.02489 4 timecourse_ATM_combo_8hr 578.02188 5.21 21.82 MKI67  KI67_HUMAN 1 K.KLTQTS#GETTHTDKVPGGEDK.S 64.6 100 1.48E+06 KLTQT#SGETTHTDKVPGGEDK 0 1413 ‐2,0 0 0 0 0 Antigen KI‐67  35451:155000

578.02463 4 timecourse_ATM_ctrl1 578.02188 4.76 20.89 MKI67  KI67_HUMAN 1 K.KLT#QTSGETTHTDKVPGGEDK.S 36.8 100 7.64E+05 KLT#QTSGETTHTDKVPGGEDK 2.6 1411 0,3 0 0 0 0 Antigen KI‐67  35449:155359

578.02505 4 timecourse_ATM_ctrl2 578.02188 5.48 18.89 MKI67  KI67_HUMAN 1 K.KLT#QTSGETTHTDKVPGGEDK.S 19.8 100 4.88E+05 KLT#QTSGETTHTDKVPGGEDK 15.8 1411 0 0 0 0 Antigen KI‐67  35447:141203

664.97253 3 timecourse_ATM_combo_8hr 664.96852 6.03 17.94 MKI67  KI67_HUMAN 1 K.QLT#QTTHTDKVPGDEDK.G 15.6 100 5.66E+05 QLT#QTTHTDKVPGDEDK 38 2141 0 0 0 0 Antigen KI‐67  35450:134163

759.37464 4 timecourse_ATM_combo_8hr 759.37086 4.98 17.15 MKI67  KI67_HUMAN 1 K.EELLAVGKLT#QTSGETTHTDKEPVGEGK.G 61.4 100 4.24E+06 EELLAVGKLT#QTSGETTHTDKEPVGEGK 19.9 2862 0 0 0 0 Antigen KI‐67  35451:178360

578.02509 4 timecourse_ATM_combo_4hr 578.02188 5.55 17 MKI67  KI67_HUMAN 1 K.KLTQTS#GETTHTDKVPGGEDK.S 42.8 100 9.15E+05 KLT#QTSGETTHTDKVPGGEDK 1.1 1411 0,2 0 0 0 0 Antigen KI‐67  35453:151461

763.35312 3 timecourse_ATM_combo_4hr 763.34917 5.17 51.5 MKI67IP  MK67I_HUMAN 1 R.KS#QVAELNDDDKDDEIVFK.Q 12.0 100 6.04E+05 KS#QVAELNDDDKDDEIVFK 1000 247 0 0 0 0 MKI67 FHA domain‐interacting nucleolar phosphoprotein  35453:150761

763.35244 3 timecourse_ATM_combo_4hr 763.34917 4.28 38.55 MKI67IP  MK67I_HUMAN 1 R.KS#QVAELNDDDKDDEIVFK.Q 17.5 100 7.18E+05 KS#QVAELNDDDKDDEIVFK 1000 247 0 0 0 0 MKI67 FHA domain‐interacting nucleolar phosphoprotein  35452:148140

763.3513 3 timecourse_ATM_combo_8hr 763.34917 2.79 30.82 MKI67IP  MK67I_HUMAN 1 R.KS#QVAELNDDDKDDEIVFK.Q 22.4 100 1.06E+06 KS#QVAELNDDDKDDEIVFK 1000 247 0 0 0 0 MKI67 FHA domain‐interacting nucleolar phosphoprotein  35450:152200

763.35392 3 timecourse_ATM_ctrl1 763.34917 6.22 30.35 MKI67IP  MK67I_HUMAN 1 R.KS#QVAELNDDDKDDEIVFK.Q 4.8 100 2.23E+05 KS#QVAELNDDDKDDEIVFK 1000 247 0 0 0 0 MKI67 FHA domain‐interacting nucleolar phosphoprotein  35448:152130

763.35221 3 timecourse_ATM_combo_1hr 763.34917 3.98 29.15 MKI67IP  MK67I_HUMAN 1 R.KS#QVAELNDDDKDDEIVFK.Q 8.0 100 3.78E+05 KS#QVAELNDDDKDDEIVFK 1000 247 0 0 0 0 MKI67 FHA domain‐interacting nucleolar phosphoprotein  35457:154285

763.3531 3 timecourse_ATM_combo_1hr 763.34917 5.15 29.08 MKI67IP  MK67I_HUMAN 1 R.KS#QVAELNDDDKDDEIVFK.Q 11.4 100 4.53E+05 KS#QVAELNDDDKDDEIVFK 1000 247 0 0 0 0 MKI67 FHA domain‐interacting nucleolar phosphoprotein  35456:154327

748.35893 3 timecourse_ATM_ctrl1 748.35655 3.18 55.32 MLL  MLL1_HUMAN 1 R.VKT#QGQDSLEAQLSSLESSR.R 19.2 100 8.62E+05 VKT#QGQDSLEAQLSSLESSR 8.2 2791 0,5 0 0 0 0 Histone‐lysine N‐methyltransferase MLL  35449:152469

775.01611 3 timecourse_ATM_combo_8hr 775.01199 5.32 50.11 MLL  MLL1_HUMAN 1 R.VKT#QGQDS#LEAQLSSLESSR.R 20.7 100 1.22E+06 VKT#QGQDS#LEAQLSSLESSR 95.6 2791 94.7 2796 0 0 Histone‐lysine N‐methyltransferase MLL  35451:155740

775.01591 3 timecourse_ATM_combo_8hr 775.01199 5.06 48.24 MLL  MLL1_HUMAN 1 R.VKT#QGQDS#LEAQLSSLESSR.R 14.1 100 9.12E+05 VKT#QGQDS#LEAQLSSLESSR 69.7 2791 85.7 2796 0 0 Histone‐lysine N‐methyltransferase MLL  35450:153700

748.36013 3 timecourse_ATM_ctrl2 748.35655 4.78 47.34 MLL  MLL1_HUMAN 1 R.VKT#QGQDSLEAQLSSLESSR.R 13.3 100 4.43E+05 VKT#QGQDSLEAQLSSLESSR 15.2 2791 0 0 0 0 Histone‐lysine N‐methyltransferase MLL  35447:138263

748.36093 3 timecourse_ATM_ctrl2 748.35655 5.85 44.7 MLL  MLL1_HUMAN 1 R.VKTQGQDS#LEAQLSSLESSR.R 12.4 100 4.02E+05 VKT#QGQDSLEAQLSSLESSR 0.7 2791 0,5 0 0 0 0 Histone‐lysine N‐methyltransferase MLL  35446:135836

748.35987 3 timecourse_ATM_ctrl1 748.35655 4.44 37.73 MLL  MLL1_HUMAN 1 R.VKTQGQDS#LEAQLSSLESSR.R 19.2 100 8.72E+05 VKT#QGQDSLEAQLSSLESSR 4 2791 0,5 0 0 0 0 Histone‐lysine N‐methyltransferase MLL  35448:150070

775.01589 3 timecourse_ATM_combo_4hr 775.01199 5.03 37.64 MLL  MLL1_HUMAN 1 R.VKT#QGQDS#LEAQLSSLESSR.R 19.2 100 8.65E+05 VKT#QGQDS#LEAQLSSLESSR 63.7 2791 86.1 2796 0 0 Histone‐lysine N‐methyltransferase MLL  35453:152281

775.0162 3 timecourse_ATM_combo_4hr 775.01199 5.43 36.39 MLL  MLL1_HUMAN 1 R.VKT#QGQDS#LEAQLSSLESSR.R 19.5 100 8.74E+05 VKT#QGQDS#LEAQLSSLESSR 87.8 2791 103.6 2796 0 0 Histone‐lysine N‐methyltransferase MLL  35452:149590

1065.22266 4 timecourse_ATM_combo_8hr 1065.21613 6.13 33.06 MLL  MLL1_HUMAN 2 R.TSSSEAHIPDQETTSLTSGTGTPGAEAEQQDTASVEQSS#QK.E 8.9 100 1.06E+06 TSSSEAHIPDQETTSLTSGTGTPGAEAEQQDTASVEQS 0 3600 ‐1,0 0 0 0 0 Histone‐lysine N‐methyltransferase MLL  35451:188020

765.37386 2 combeffx_ATM_ctrl 765.37161 2.94 75.03 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 83.3 100 8.55E+06 LFS#QGQDVSNKVK 101.6 1799 0 0 0 0 Afadin  35294:39698

651.79307 2 timecourse_ATM_ctrl1 651.78992 4.83 66.35 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 701.5 100 2.61E+07 LFS#QGQDVSNK 65 1799 0 0 0 0 Afadin  35449:66565

651.79191 2 combeffx_ATM_ctrl 651.78992 3.05 60.51 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 72.4 100 8.32E+06 LFS#QGQDVSNK 73.7 1799 0 0 0 0 Afadin  35294:26590

651.7921 2 combeffx_ATM_ctrl 651.78992 3.36 60.49 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 64.9 100 6.23E+06 LFS#QGQDVSNK 65 1799 0 0 0 0 Afadin  35295:25305

651.79384 2 timecourse_ATM_ctrl1 651.78992 6.01 60.42 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 692.9 100 2.58E+07 LFS#QGQDVSNK 59.3 1799 0 0 0 0 Afadin  35448:65818

651.79213 2 combeffx_ATM_MEKi 651.78992 3.39 58.64 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 50.7 100 2.65E+06 LFS#QGQDVSNK 72.4 1799 0 0 0 0 Afadin  35297:21676

651.79172 2 combeffx_ATM_MEKi 651.78992 2.76 54.55 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 55.8 100 3.26E+06 LFS#QGQDVSNK 76.7 1799 0 0 0 0 Afadin  35296:23353

765.37598 2 timecourse_ATM_ctrl2 765.37161 5.72 53.8 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 42.3 100 1.44E+06 LFS#QGQDVSNKVK 71.8 1799 0 0 0 0 Afadin  35446:80746

510.58448 3 combeffx_ATM_ctrl 510.58350 1.92 53.02 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 85.4 100 7.76E+06 LFS#QGQDVSNKVK 58.9 1799 0 0 0 0 Afadin  35294:39688

765.37377 2 combeffx_ATM_ctrl 765.37161 2.82 52.58 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 85.7 100 7.94E+06 LFS#QGQDVSNKVK 84.4 1799 0 0 0 0 Afadin  35295:37859

651.79411 2 timecourse_ATM_ctrl2 651.78992 6.43 52.57 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 816.4 100 2.24E+07 LFS#QGQDVSNK 59.3 1799 0 0 0 0 Afadin  35446:56628

510.58426 3 combeffx_ATM_MEKi 510.58350 1.49 52.38 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 60.9 100 3.13E+06 LFS#QGQDVSNKVK 55.4 1799 0 0 0 0 Afadin  35296:33115

651.79403 2 timecourse_ATM_ctrl2 651.78992 6.31 50.44 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 863.9 100 2.31E+07 LFS#QGQDVSNK 54.6 1799 0 0 0 0 Afadin  35447:57515

651.79185 2 combeffx_ATM_PI3Ki 651.78992 2.96 49.14 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 12.4 100 1.07E+06 LFS#QGQDVSNK 31.5 1799 0 0 0 0 Afadin  35298:25320

765.37376 2 combeffx_ATM_MEKi 765.37161 2.81 47.94 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 65.9 100 3.43E+06 LFS#QGQDVSNKVK 72.8 1799 0 0 0 0 Afadin  35296:33125

765.37402 2 combeffx_ATM_MEKi 765.37161 3.15 44.71 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 78.6 100 2.77E+06 LFS#QGQDVSNKVK 45 1799 0 0 0 0 Afadin  35297:30800

651.79206 2 combeffx_ATM_PI3Ki 651.78992 3.28 42.71 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNK.V 10.7 100 8.60E+05 LFS#QGQDVSNK 39.8 1799 0 0 0 0 Afadin  35299:24896

765.37616 2 timecourse_ATM_ctrl2 765.37161 5.94 40.05 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 46.1 100 1.45E+06 LFS#QGQDVSNKVK 44.1 1799 0 0 0 0 Afadin  35447:81947

765.37384 2 combeffx_ATM_PI3Ki 765.37161 2.91 39.99 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 12.1 100 6.72E+05 LFS#QGQDVSNKVK 48.7 1799 0 0 0 0 Afadin  35299:35855

510.58427 3 combeffx_ATM_ctrl 510.58350 1.51 38.87 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 76.2 100 6.80E+06 LFS#QGQDVSNKVK 62.6 1799 0 0 0 0 Afadin  35295:37849

510.58439 3 combeffx_ATM_MEKi 510.58350 1.74 38.59 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 63.3 100 2.72E+06 LFS#QGQDVSNKVK 58.9 1799 0 0 0 0 Afadin  35297:30790

826.35776 4 timecourse_ATM_combo_2hr 826.35303 5.72 34.6 MLLT4  AFAD_HUMAN 6 R.KSDSDMWINQSSSLDSSTSS#QEHLNHSSK.S 8.1 100 3.39E+05 KSDSDMWINQSSSLDSSTS#SQEHLNHSSK 0 1317 ‐3,9 0 0 0 0 Afadin  35454:167771

826.35667 4 timecourse_ATM_ctrl1 826.35303 4.4 34.04 MLLT4  AFAD_HUMAN 6 R.KSDSDMWINQSSSLDSSTSS#QEHLNHSSK.S 9.8 100 4.36E+05 KSDSDMWINQSSSLDSS#TSSQEHLNHSSK 0 1315 ‐1,11 0 0 0 0 Afadin  35449:179209

510.58653 3 timecourse_ATM_ctrl2 510.58350 5.93 32.17 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 31.5 100 7.65E+05 LFS#QGQDVSNKVK 53.2 1799 0 0 0 0 Afadin  35447:81937

510.58594 3 timecourse_ATM_ctrl1 510.58350 4.78 31.09 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 5.9 100 2.75E+05 LFS#QGQDVSNKVK 52.4 1799 0 0 0 0 Afadin  35449:94402

765.37618 2 timecourse_ATM_ctrl1 765.37161 5.97 30.52 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 9.8 100 5.24E+05 LFS#QGQDVSNKVK 25.9 1799 0 0 0 0 Afadin  35448:93185

765.37519 2 timecourse_ATM_ctrl1 765.37161 4.68 29.83 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 11.8 100 5.31E+05 LFS#QGQDVSNKVK 60.9 1799 0 0 0 0 Afadin  35449:94392

794.33298 4 timecourse_ATM_combo_2hr 794.32929 4.65 29.22 MLLT4  AFAD_HUMAN 6 K.SDSDMWINQSSSLDSSTSS#QEHLNHSSK.S 9.1 100 2.20E+05 SDSDMWINQSSSLDSSTS#SQEHLNHSSK 0 1317 0,9 0 0 0 0 Afadin  35455:167381

510.58641 3 timecourse_ATM_ctrl2 510.58350 5.7 29.04 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 27.6 100 7.90E+05 LFS#QGQDVSNKVK 34.1 1799 0 0 0 0 Afadin  35446:80736

794.3341 4 timecourse_ATM_ctrl2 794.32929 6.06 26.65 MLLT4  AFAD_HUMAN 6 K.SDSDMWINQSSSLDSSTSS#QEHLNHSSK.S 6.4 100 2.32E+05 SDSDMWINQSSSLDSS#TSSQEHLNHSSK 4.4 1315 ‐1,11 0 0 0 0 Afadin  35446:161602

794.33389 4 timecourse_ATM_combo_2hr 794.32929 5.79 24.56 MLLT4  AFAD_HUMAN 6 K.SDSDMWINQSSSLDSSTSS#QEHLNHSSK.S 8.4 100 2.75E+05 SDSDMWINQSSSLDSSTS#SQEHLNHSSK 3.9 1317 ‐3,9 0 0 0 0 Afadin  35454:166091

510.58657 3 timecourse_ATM_ctrl1 510.58350 6.01 23.65 MLLT4  AFAD_HUMAN 4 R.LFS#QGQDVSNKVK.A 6.7 100 2.65E+05 LFS#QGQDVSNKVK 48.2 1799 0 0 0 0 Afadin  35448:93195

605.30557 3 combeffx_ATM_MEKi 605.30339 3.6 17.5 MLLT4  AFAD_HUMAN 4 R.QRLFS#QGQDVSNKVK.A 14.5 100 7.52E+05 QRLFS#QGQDVSNKVK 52.3 1799 0 0 0 0 Afadin  35296:44127

942.42983 2 combeffx_ATM_MEKi 942.42644 3.61 96.08 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 9.1 100 5.15E+05 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35296:45997

942.43144 2 timecourse_ATM_ctrl1 942.42644 5.32 92.24 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 502.8 100 2.24E+07 SES#QMDITDINTPKPK 5.4 6 ‐2,0 0 0 0 0 Neprilysin  35448:126087

942.42961 2 combeffx_ATM_ctrl 942.42644 3.36 91.82 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 22.4 100 1.89E+06 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35294:56795

942.4295 2 combeffx_ATM_ctrl 942.42644 3.25 87.89 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 20.1 100 1.44E+06 SES#QMDITDINTPKPK 7 6 ‐2,0 0 0 0 0 Neprilysin  35295:54689

1034.99038 2 timecourse_ATM_combo_1hr 1034.98466 5.54 85.17 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 147.2 100 7.88E+06 GKSES#QMDITDINTPKPK 26.5 6 0 0 0 0 Neprilysin  35456:142769

942.43101 2 combeffx_ATM_comboi 942.42644 4.86 82.02 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 12.3 100 1.84E+06 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35300:58032

829.85607 2 timecourse_ATM_ctrl1 829.85258 4.21 81.55 MME  NEP_HUMAN 6 K.SES#QMDITDINTPK.P 6.4 100 3.21E+05 SES#QMDITDINTPK 9.8 6 ‐2,0 0 0 0 0 Neprilysin  35449:108313

942.43127 2 timecourse_ATM_combo_4hr 942.42644 5.13 80.38 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 186.0 100 7.87E+06 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35452:122344

942.43241 2 timecourse_ATM_combo_8hr 942.42644 6.33 79.91 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 145.9 100 8.81E+06 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35450:125108

942.43214 2 timecourse_ATM_combo_2hr 942.42644 6.05 78.42 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 400.2 100 1.25E+07 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35454:118471

829.85657 2 timecourse_ATM_combo_2hr 829.85258 4.81 76.57 MME  NEP_HUMAN 6 K.SES#QMDITDINTPK.P 4.5 100 1.34E+05 SES#QMDITDINTPK 9.8 6 ‐2,0 0 0 0 0 Neprilysin  35455:99769

942.43123 2 timecourse_ATM_combo_1hr 942.42644 5.08 74.84 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 289.3 100 1.40E+07 SES#QMDITDINTPKPK 8.6 6 ‐2,0 0 0 0 0 Neprilysin  35457:127876

950.42795 2 combeffx_ATM_ctrl 950.42390 4.26 73.91 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 23.8 100 2.39E+06 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35294:57315

942.43227 2 timecourse_ATM_combo_1hr 942.42644 6.19 73.68 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 324.6 100 1.42E+07 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35456:127888

942.42948 2 combeffx_ATM_PI3Ki 942.42644 3.23 72.48 MME  NEP_HUMAN 6 K.S#ESQMDITDINTPKPK.K 24.4 100 1.89E+06 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35298:52365

942.43105 2 timecourse_ATM_ctrl1 942.42644 4.89 72.43 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 509.6 100 2.28E+07 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35449:128268

829.85711 2 timecourse_ATM_combo_2hr 829.85258 5.46 72.32 MME  NEP_HUMAN 6 K.SES#QMDITDINTPK.P 4.2 100 1.29E+05 SES#QMDITDINTPK 9.8 6 ‐2,0 0 0 0 0 Neprilysin  35454:100058

942.43225 2 timecourse_ATM_combo_8hr 942.42644 6.16 71.92 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 161.2 100 1.03E+07 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35451:126557

942.4308 2 combeffx_ATM_comboi 942.42644 4.63 71.05 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 14.5 100 1.20E+06 SES#QMDITDINTPKPK 7.7 6 ‐2,0 0 0 0 0 Neprilysin  35301:52829

942.42995 2 combeffx_ATM_PI3Ki 942.42644 3.72 70.93 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 19.3 100 1.43E+06 SES#QMDITDINTPKPK 7.7 6 ‐2,0 0 0 0 0 Neprilysin  35299:49842

690.32792 3 combeffx_ATM_ctrl 690.32553 3.46 70.87 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 186.3 100 2.46E+07 GKSES#QMDITDINTPKPK 19.8 6 0 0 0 0 Neprilysin  35295:61194

690.32815 3 combeffx_ATM_PI3Ki 690.32553 3.8 69.95 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 194.5 100 2.14E+07 GKSES#QMDITDINTPKPK 24.4 6 0 0 0 0 Neprilysin  35299:55581

942.43134 2 timecourse_ATM_combo_2hr 942.42644 5.2 69.14 MME  NEP_HUMAN 6 K.S#ESQMDITDINTPKPK.K 395.4 100 1.22E+07 SES#QMDITDINTPKPK 8.6 6 ‐2,0 0 0 0 0 Neprilysin  35455:118536

690.328 3 timecourse_ATM_ctrl1 690.32553 3.58 68.36 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 3140.1 100 2.44E+08 GKSES#QMDITDINTPKPK 3 6 ‐2,0 0 0 0 0 Neprilysin  35449:143031

942.43143 2 timecourse_ATM_combo_4hr 942.42644 5.29 67.27 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 174.5 100 8.04E+06 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35453:124761

1034.99051 2 timecourse_ATM_combo_2hr 1034.98466 5.65 67.11 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 154.1 100 5.83E+06 GKSES#QMDITDINTPKPK 21.3 6 0 0 0 0 Neprilysin  35454:132665

690.32918 3 timecourse_ATM_ctrl2 690.32553 5.29 66.85 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 2118.5 100 1.26E+08 GKSES#QMDITDINTPKPK 13.8 6 0 0 0 0 Neprilysin  35447:128867

950.42735 2 combeffx_ATM_MEKi 950.42390 3.64 66.34 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 16.2 100 1.03E+06 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35296:46367

1034.98899 2 timecourse_ATM_combo_2hr 1034.98466 4.18 64.51 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 194.7 100 5.65E+06 GKSES#QMDITDINTPKPK 21.3 6 0 0 0 0 Neprilysin  35455:132830

942.43189 2 timecourse_ATM_ctrl2 942.42644 5.79 64.31 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 219.4 100 7.21E+06 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35446:111941

1034.9897 2 timecourse_ATM_ctrl1 1034.98466 4.87 61.85 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 211.7 100 1.25E+07 GKSES#QMDITDINTPKPK 21.3 6 0 0 0 0 Neprilysin  35448:140798

695.66052 3 combeffx_ATM_comboi 695.65717 4.82 61.64 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 57.5 100 7.21E+06 GKSES#QM*DITDINTPKPK 15 6 0 0 0 0 Neprilysin  35301:60207

1034.99031 2 timecourse_ATM_ctrl2 1034.98466 5.46 61.15 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 124.4 100 5.53E+06 GKSES#QMDITDINTPKPK 8.7 6 ‐2,0 0 0 0 0 Neprilysin  35447:128877

1034.98835 2 timecourse_ATM_combo_1hr 1034.98466 3.57 59.98 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 138.1 100 6.62E+06 GKSES#QMDITDINTPKPK 21.3 6 0 0 0 0 Neprilysin  35457:143050

716.98496 3 timecourse_ATM_ctrl1 716.98097 5.57 59.35 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 44.9 100 3.14E+06 GKS#ES#QMDITDINTPKPK 85.4 4 75.1 6 0 0 Neprilysin  35448:146161

690.32963 3 timecourse_ATM_ctrl2 690.32553 5.94 59.16 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 2030.5 100 1.25E+08 GKSES#QMDITDINTPKPK 12.1 6 ‐2,0 0 0 0 0 Neprilysin  35446:126402

942.43238 2 timecourse_ATM_ctrl2 942.42644 6.3 58.84 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 199.0 100 7.53E+06 SES#QMDITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35447:114083

1034.99007 2 timecourse_ATM_combo_8hr 1034.98466 5.23 58.45 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 86.9 100 5.21E+06 GKSES#QMDITDINTPKPK 21.3 6 0 0 0 0 Neprilysin  35451:141591

690.32822 3 combeffx_ATM_PI3Ki 690.32553 3.9 58.4 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 213.8 100 2.11E+07 GKSES#QMDITDINTPKPK 26.3 6 0 0 0 0 Neprilysin  35299:55591

1034.98967 2 timecourse_ATM_combo_8hr 1034.98466 4.84 58.21 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 79.8 100 4.53E+06 GKSES#QMDITDINTPKPK 26.5 6 0 0 0 0 Neprilysin  35450:139643

690.32788 3 combeffx_ATM_ctrl 690.32553 3.4 57.65 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 177.0 100 2.46E+07 GKSES#QMDITDINTPKPK 9.5 6 ‐2,0 0 0 0 0 Neprilysin  35295:61174

1034.98795 2 timecourse_ATM_ctrl1 1034.98466 3.18 57.49 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 199.4 100 1.11E+07 GKSES#QMDITDINTPKPK 18.9 6 0 0 0 0 Neprilysin  35449:143021

695.65984 3 combeffx_ATM_MEKi 695.65717 3.84 57.43 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 177.4 100 1.16E+07 GKSES#QM*DITDINTPKPK 13.8 6 0 0 0 0 Neprilysin  35297:47062

695.65999 3 timecourse_ATM_combo_8hr 695.65717 4.05 57.23 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 13.8 100 1.36E+06 GKSES#QM*DITDINTPKPK 16.2 6 0 0 0 0 Neprilysin  35451:142701

628.62192 3 combeffx_ATM_ctrl 628.62005 2.97 56.95 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 52.9 100 6.01E+06 SES#QMDITDINTPKPK 12.3 6 ‐2,0 0 0 0 0 Neprilysin  35295:54679

950.42738 2 combeffx_ATM_MEKi 950.42390 3.66 56.65 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 13.8 100 8.30E+05 S#ESQM*DITDINTPKPK 10.3 4 0,2 0 0 0 0 Neprilysin  35297:42478

628.62337 3 timecourse_ATM_combo_4hr 628.62005 5.28 56.51 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 286.9 100 1.63E+07 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35453:124751

690.32802 3 combeffx_ATM_MEKi 690.32553 3.61 56.22 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 89.8 100 5.00E+06 GKSES#QMDITDINTPKPK 26.3 6 0 0 0 0 Neprilysin  35297:46822

690.3281 3 combeffx_ATM_ctrl 690.32553 3.72 56.11 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 176.0 100 2.85E+07 GKSES#QMDITDINTPKPK 31 6 0 0 0 0 Neprilysin  35294:63368

695.65984 3 combeffx_ATM_MEKi 695.65717 3.84 55.85 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 166.4 100 1.16E+07 GKSES#QM*DITDINTPKPK 10.9 6 ‐2,0 0 0 0 0 Neprilysin  35297:47072

690.32886 3 timecourse_ATM_ctrl1 690.32553 4.82 54.68 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 3054.6 100 2.44E+08 GKSES#QMDITDINTPKPK 8.1 6 ‐2,0 0 0 0 0 Neprilysin  35449:143041

950.42781 2 combeffx_ATM_ctrl 950.42390 4.11 54.65 MME  NEP_HUMAN 6 K.S#ESQM*DITDINTPKPK.K 15.2 100 1.59E+06 S#ESQM*DITDINTPKPK 10.3 4 0,2 0 0 0 0 Neprilysin  35295:55149

628.62273 3 combeffx_ATM_comboi 628.62005 4.26 54.46 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 51.1 100 5.08E+06 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35301:52819

695.65941 3 combeffx_ATM_PI3Ki 695.65717 3.22 54.38 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 97.3 100 9.15E+06 GKSES#QM*DITDINTPKPK 12.1 6 ‐2,0 0 0 0 0 Neprilysin  35299:56051

695.6596 3 combeffx_ATM_MEKi 695.65717 3.49 53.97 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 185.3 100 1.54E+07 GKSES#QM*DITDINTPKPK 19.8 6 0 0 0 0 Neprilysin  35296:51369

628.62204 3 combeffx_ATM_PI3Ki 628.62005 3.17 52.94 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 62.7 100 5.63E+06 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35299:49832

695.6596 3 combeffx_ATM_MEKi 695.65717 3.49 52.73 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 194.9 100 1.54E+07 GKSES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35296:51379

695.6595 3 combeffx_ATM_PI3Ki 695.65717 3.35 52.6 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 98.0 100 9.15E+06 GKSES#QM*DITDINTPKPK 19.8 6 0 0 0 0 Neprilysin  35299:56071

1034.9909 2 timecourse_ATM_ctrl2 1034.98466 6.03 52.24 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 116.5 100 5.00E+06 GKSES#QMDITDINTPKPK 17 6 0 0 0 0 Neprilysin  35446:126412

690.32897 3 timecourse_ATM_combo_4hr 690.32553 4.98 51.74 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 1888.8 100 1.19E+08 GKSES#QMDITDINTPKPK 8.1 6 ‐2,0 0 0 0 0 Neprilysin  35452:136627

690.328 3 combeffx_ATM_ctrl 690.32553 3.58 51.67 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 163.6 100 2.85E+07 GKSES#QMDITDINTPKPK 7.7 6 ‐2,0 0 0 0 0 Neprilysin  35294:63358

695.66077 3 combeffx_ATM_comboi 695.65717 5.17 51.54 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 54.3 100 9.83E+06 GKSES#QM*DITDINTPKPK 3.9 6 ‐2,0 0 0 0 0 Neprilysin  35300:65485

690.32766 3 combeffx_ATM_PI3Ki 690.32553 3.09 51.27 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 238.6 100 2.77E+07 GKSES#QMDITDINTPKPK 19.8 6 0 0 0 0 Neprilysin  35298:58661

628.62396 3 timecourse_ATM_combo_1hr 628.62005 6.24 51.22 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 456.4 100 2.66E+07 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35456:127898

695.65889 3 timecourse_ATM_combo_1hr 695.65717 2.47 51.16 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 25.8 100 2.13E+06 GKSES#QM*DITDINTPKPK 22.7 6 0 0 0 0 Neprilysin  35457:144070

695.65974 3 combeffx_ATM_ctrl 695.65717 3.71 50.55 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 257.3 100 3.83E+07 GKSES#QM*DITDINTPKPK 15 6 0 0 0 0 Neprilysin  35294:63808

690.32916 3 timecourse_ATM_combo_1hr 690.32553 5.26 50.32 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 2566.7 100 1.62E+08 GKSES#QMDITDINTPKPK 9.5 6 ‐2,0 0 0 0 0 Neprilysin  35456:142759

695.65943 3 timecourse_ATM_ctrl1 695.65717 3.25 50.14 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 27.1 100 2.63E+06 GKSES#QM*DITDINTPKPK 10.9 6 ‐2,0 0 0 0 0 Neprilysin  35448:141818

695.66072 3 combeffx_ATM_comboi 695.65717 5.1 49.86 MME  NEP_HUMAN 6 M.GKS#ESQM*DITDINTPKPK.K 51.3 100 9.83E+06 GKSES#QM*DITDINTPKPK 10.9 6 ‐2,0 0 0 0 0 Neprilysin  35300:65475

690.32842 3 combeffx_ATM_comboi 690.32553 4.19 49.83 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 147.7 100 1.92E+07 GKSES#QMDITDINTPKPK 13.8 6 0 0 0 0 Neprilysin  35301:59717

950.4281 2 timecourse_ATM_combo_2hr 950.42390 4.42 49.52 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 14.3 100 3.77E+05 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35455:119806

690.32889 3 combeffx_ATM_comboi 690.32553 4.87 49.5 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 118.1 100 2.53E+07 GKSES#QMDITDINTPKPK 24.4 6 0 0 0 0 Neprilysin  35300:64955

690.32888 3 timecourse_ATM_combo_1hr 690.32553 4.85 49.39 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 2657.7 100 1.64E+08 GKSES#QMDITDINTPKPK 5.4 6 ‐2,0 0 0 0 0 Neprilysin  35457:143070

695.65989 3 timecourse_ATM_combo_2hr 695.65717 3.91 49.28 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 125.3 100 5.11E+06 GKSES#QM*DITDINTPKPK 16.4 6 0 0 0 0 Neprilysin  35455:133860

695.66013 3 timecourse_ATM_combo_1hr 695.65717 4.25 49.13 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 94.2 100 5.85E+06 GKSES#QM*DITDINTPKPK 17.9 6 0 0 0 0 Neprilysin  35457:144080

628.62394 3 timecourse_ATM_combo_2hr 628.62005 6.19 49.04 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 559.3 100 2.25E+07 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35454:118481

950.42747 2 timecourse_ATM_ctrl1 950.42390 3.76 48.76 MME  NEP_HUMAN 6 K.S#ESQM*DITDINTPKPK.K 15.3 100 6.10E+05 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35449:129558

628.62397 3 timecourse_ATM_combo_8hr 628.62005 6.24 48.75 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 236.8 100 1.80E+07 SES#QMDITDINTPKPK 22.6 6 0 0 0 0 Neprilysin  35451:126567

695.66028 3 timecourse_ATM_combo_4hr 695.65717 4.47 48.6 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 56.5 100 3.18E+06 GKSES#QM*DITDINTPKPK 12.1 6 ‐2,0 0 0 0 0 Neprilysin  35452:137647

695.65999 3 timecourse_ATM_combo_2hr 695.65717 4.05 48.45 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 25.3 100 1.68E+06 GKS#ESQM*DITDINTPKPK 0 4 0,2 0 0 0 0 Neprilysin  35454:133675

695.65985 3 combeffx_ATM_ctrl 695.65717 3.85 48.21 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 261.6 100 3.49E+07 GKSES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35295:61634

695.65961 3 combeffx_ATM_PI3Ki 695.65717 3.51 48.19 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 102.1 100 1.17E+07 GKSES#QM*DITDINTPKPK 16.4 6 0 0 0 0 Neprilysin  35298:59111

633.95357 3 combeffx_ATM_PI3Ki 633.95169 2.97 48.16 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 22.9 100 3.41E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35298:52805

1034.98946 2 timecourse_ATM_combo_4hr 1034.98466 4.64 47.91 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 103.0 100 4.76E+06 GKSES#QMDITDINTPKPK 18.9 6 0 0 0 0 Neprilysin  35452:136607

690.32751 3 combeffx_ATM_PI3Ki 690.32553 2.87 47.66 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 217.1 100 2.78E+07 GKSES#QMDITDINTPKPK 13.8 6 0 0 0 0 Neprilysin  35298:58651

950.42777 2 timecourse_ATM_combo_1hr 950.42390 4.07 47.23 MME  NEP_HUMAN 6 K.S#ESQM*DITDINTPKPK.K 13.3 100 4.96E+05 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35457:129236

695.65987 3 timecourse_ATM_combo_4hr 695.65717 3.88 47.08 MME  NEP_HUMAN 6 M.GKS#ESQM*DITDINTPKPK.K 16.2 100 1.25E+06 GKSES#QM*DITDINTPKPK 10.9 6 ‐2,0 0 0 0 0 Neprilysin  35452:137637

695.65961 3 combeffx_ATM_PI3Ki 695.65717 3.51 46.91 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 102.3 100 1.17E+07 GKSES#QM*DITDINTPKPK 13.8 6 0 0 0 0 Neprilysin  35298:59121

695.66044 3 timecourse_ATM_ctrl1 695.65717 4.7 46.71 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 120.5 100 6.58E+06 GKSES#QM*DITDINTPKPK 17.9 6 0 0 0 0 Neprilysin  35449:143981

517.99868 4 timecourse_ATM_ctrl2 517.99597 5.23 46.53 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 163.6 100 6.96E+06 GKSES#QMDITDINTPKPK 13.2 6 0 0 0 0 Neprilysin  35446:126392

950.42997 2 timecourse_ATM_combo_1hr 950.42390 6.4 46.41 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 11.2 100 4.78E+05 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35456:129178

517.99868 4 timecourse_ATM_ctrl2 517.99597 5.23 46.28 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 154.2 100 6.29E+06 GKSES#QMDITDINTPKPK 6.7 6 ‐2,0 0 0 0 0 Neprilysin  35447:128857

1034.98874 2 timecourse_ATM_combo_4hr 1034.98466 3.95 46.26 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 93.2 100 4.78E+06 GKSES#QMDITDINTPKPK 24.8 6 0 0 0 0 Neprilysin  35453:139297

695.66028 3 timecourse_ATM_combo_1hr 695.65717 4.47 46.09 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 91.0 100 6.32E+06 GKSES#QM*DITDINTPKPK 8.1 6 ‐2,0 0 0 0 0 Neprilysin  35456:143809

695.66095 3 timecourse_ATM_ctrl2 695.65717 5.43 46.02 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 89.3 100 4.18E+06 GKSES#QM*DITDINTPKPK 10.9 6 ‐2,0 0 0 0 0 Neprilysin  35447:129877

633.95337 3 combeffx_ATM_MEKi 633.95169 2.65 45.99 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 78.9 100 6.05E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35296:46347

517.99795 4 combeffx_ATM_comboi 517.99597 3.82 45.96 MME  NEP_HUMAN 6 M.GKS#ESQMDITDINTPKPK.K 41.6 100 4.26E+06 GKSES#QMDITDINTPKPK 6.7 6 ‐2,0 0 0 0 0 Neprilysin  35301:59707

690.32775 3 combeffx_ATM_MEKi 690.32553 3.22 45.95 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 98.0 100 6.76E+06 GKSES#QMDITDINTPKPK 13.8 6 0 0 0 0 Neprilysin  35296:51079

628.62338 3 timecourse_ATM_combo_4hr 628.62005 5.3 45.73 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 299.4 100 1.64E+07 SES#QMDITDINTPKPK 22.6 6 0 0 0 0 Neprilysin  35452:122354

517.99835 4 combeffx_ATM_comboi 517.99597 4.59 45.63 MME  NEP_HUMAN 6 M.GKS#ESQMDITDINTPKPK.K 39.0 100 6.49E+06 GKSES#QMDITDINTPKPK 5.1 6 ‐2,0 0 0 0 0 Neprilysin  35300:64945

690.32779 3 combeffx_ATM_MEKi 690.32553 3.27 45.34 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 95.5 100 6.76E+06 GKSES#QMDITDINTPKPK 16.4 6 0 0 0 0 Neprilysin  35296:51089

633.95447 3 combeffx_ATM_comboi 633.95169 4.39 45.33 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 12.5 100 2.16E+06 SES#QM*DITDINTPKPK 29.9 6 0 0 0 0 Neprilysin  35301:53299

517.99777 4 combeffx_ATM_ctrl 517.99597 3.47 45.31 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 23.5 100 3.49E+06 GKSES#QMDITDINTPKPK 9.4 6 ‐2,0 0 0 0 0 Neprilysin  35294:63348

950.42804 2 timecourse_ATM_ctrl1 950.42390 4.36 45.29 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 15.6 100 5.80E+05 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35448:127407

628.62186 3 combeffx_ATM_ctrl 628.62005 2.88 45.11 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 59.8 100 6.70E+06 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35294:56785

633.95382 3 combeffx_ATM_ctrl 633.95169 3.36 44.98 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 75.6 100 9.54E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35295:55129

628.6233 3 timecourse_ATM_combo_2hr 628.62005 5.17 44.91 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 563.0 100 2.20E+07 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35455:118526

716.98507 3 timecourse_ATM_combo_1hr 716.98097 5.72 44.72 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 30.7 100 2.77E+06 GKS#ES#QMDITDINTPKPK 64.2 4 63.4 6 0 0 Neprilysin  35456:148665

695.66001 3 timecourse_ATM_combo_2hr 695.65717 4.08 44.51 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 115.3 100 5.41E+06 GKSES#QM*DITDINTPKPK 8.1 6 ‐2,0 0 0 0 0 Neprilysin  35454:133685

695.65866 3 timecourse_ATM_ctrl1 695.65717 2.14 44.29 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 39.4 100 3.61E+06 GKSES#QM*DITDINTPKPK 15 6 0 0 0 0 Neprilysin  35449:143971

690.32954 3 timecourse_ATM_combo_8hr 690.32553 5.81 44.13 MME  NEP_HUMAN 6 M.GKS#ESQMDITDINTPKPK.K 1395.4 100 1.07E+08 GKSES#QMDITDINTPKPK 13.8 6 0 0 0 0 Neprilysin  35451:141601

690.32862 3 timecourse_ATM_combo_2hr 690.32553 4.48 44 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 3000.9 100 1.29E+08 GKSES#QMDITDINTPKPK 22.7 6 0 0 0 0 Neprilysin  35455:132840

695.66039 3 timecourse_ATM_combo_8hr 695.65717 4.63 43.99 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 39.5 100 2.69E+06 GKSES#QM*DITDINTPKPK 15 6 0 0 0 0 Neprilysin  35450:140723

628.62368 3 timecourse_ATM_ctrl2 628.62005 5.77 43.95 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 348.2 100 1.45E+07 SES#QMDITDINTPKPK 22.6 6 0 0 0 0 Neprilysin  35446:111931

695.66047 3 timecourse_ATM_combo_8hr 695.65717 4.76 43.89 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 38.1 100 2.53E+06 GKSES#QM*DITDINTPKPK 16.4 6 0 0 0 0 Neprilysin  35451:142711

628.62181 3 combeffx_ATM_PI3Ki 628.62005 2.8 43.61 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 71.9 100 7.07E+06 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35298:52355

690.32879 3 timecourse_ATM_ctrl1 690.32553 4.72 43.43 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 3289.8 100 2.47E+08 GKSES#QMDITDINTPKPK 26.3 6 0 0 0 0 Neprilysin  35448:140788

695.66118 3 timecourse_ATM_ctrl2 695.65717 5.76 43.21 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 85.9 100 4.27E+06 GKSES#QM*DITDINTPKPK 13.8 6 0 0 0 0 Neprilysin  35446:127292

633.95403 3 combeffx_ATM_MEKi 633.95169 3.69 43.16 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 80.9 100 4.41E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35297:42488

517.99775 4 combeffx_ATM_ctrl 517.99597 3.44 43.15 MME  NEP_HUMAN 6 M.GKS#ESQMDITDINTPKPK.K 35.1 100 4.19E+06 GKS#ESQMDITDINTPKPK 9.9 4 0,2 0 0 0 0 Neprilysin  35295:61184

950.42904 2 timecourse_ATM_combo_2hr 950.42390 5.41 43.08 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 18.9 100 4.41E+05 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35454:119651

633.95394 3 timecourse_ATM_ctrl1 633.95169 3.56 42.96 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 33.2 100 1.57E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35449:129548

695.66012 3 timecourse_ATM_combo_1hr 695.65717 4.24 42.92 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 22.3 100 1.94E+06 GKSES#QM*DITDINTPKPK 10.9 6 ‐2,0 0 0 0 0 Neprilysin  35456:143799

695.66008 3 timecourse_ATM_ctrl2 695.65717 4.18 42.9 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 21.5 100 1.44E+06 GKSES#QM*DITDINTPKPK 7.7 6 ‐2,0 0 0 0 0 Neprilysin  35446:127282

695.65911 3 timecourse_ATM_combo_2hr 695.65717 2.79 42.77 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 31.1 100 1.69E+06 GKSES#QM*DITDINTPKPK 10.9 6 ‐2,0 0 0 0 0 Neprilysin  35455:133850

628.6231 3 timecourse_ATM_ctrl1 628.62005 4.85 42.74 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 766.6 100 3.99E+07 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35449:128258

716.98418 3 timecourse_ATM_combo_2hr 716.98097 4.48 42.65 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 42.2 100 2.14E+06 GKS#ES#QMDITDINTPKPK 62.2 4 51.3 6 0 0 Neprilysin  35455:138167

695.66014 3 timecourse_ATM_combo_4hr 695.65717 4.27 42.28 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 53.2 100 3.16E+06 GKSES#QM*DITDINTPKPK 17.9 6 0 0 0 0 Neprilysin  35453:140357

716.98409 3 timecourse_ATM_ctrl1 716.98097 4.35 42.18 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 41.3 100 2.86E+06 GKS#ES#QMDITDINTPKPK 80.3 4 93.7 6 0 0 Neprilysin  35449:148373

716.9843 3 timecourse_ATM_combo_4hr 716.98097 4.64 41.41 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 39.5 100 2.51E+06 GKS#ES#QMDITDINTPKPK 75.8 4 75.1 6 0 0 Neprilysin  35453:144857

517.99811 4 timecourse_ATM_combo_4hr 517.99597 4.13 41.09 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 111.3 100 5.37E+06 GKSES#QMDITDINTPKPK 16.4 6 0 0 0 0 Neprilysin  35453:139307

517.99854 4 timecourse_ATM_combo_4hr 517.99597 4.96 41.01 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 137.8 100 6.43E+06 GKSES#QMDITDINTPKPK 6.7 6 ‐2,0 0 0 0 0 Neprilysin  35452:136617

716.98516 3 timecourse_ATM_combo_8hr 716.98097 5.84 40.36 MME  NEP_HUMAN 6 M.GKS#ESQMDIT#DINTPKPK.K 22.9 100 2.05E+06 GKS#ES#QMDITDINTPKPK 59.7 4 68.1 6 0 0 Neprilysin  35451:148021

628.6233 3 timecourse_ATM_combo_1hr 628.62005 5.17 40.35 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 458.6 100 2.62E+07 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35457:127886

695.66081 3 timecourse_ATM_ctrl1 695.65717 5.23 40.35 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 109.6 100 6.83E+06 GKSES#QM*DITDINTPKPK 16.4 6 0 0 0 0 Neprilysin  35448:141828

633.95534 3 timecourse_ATM_ctrl2 633.95169 5.76 40.31 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 19.5 100 6.68E+05 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35446:113181

628.62295 3 combeffx_ATM_comboi 628.62005 4.61 40.3 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 53.1 100 8.03E+06 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35300:58022

695.65975 3 timecourse_ATM_ctrl2 695.65717 3.71 39.79 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 21.6 100 1.53E+06 GKSES#QM*DITDINTPKPK 8.5 6 ‐2,0 0 0 0 0 Neprilysin  35447:129867

695.66011 3 timecourse_ATM_combo_8hr 695.65717 4.23 39.36 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 11.4 100 1.09E+06 GKSES#QM*DITDINTPKPK 10.9 6 ‐2,0 0 0 0 0 Neprilysin  35450:140713

690.32939 3 timecourse_ATM_combo_8hr 690.32553 5.59 39.32 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 1359.2 100 1.05E+08 GKSES#QMDITDINTPKPK 12.1 6 ‐2,0 0 0 0 0 Neprilysin  35450:139663

633.95351 3 combeffx_ATM_MEKi 633.95169 2.87 39.25 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 80.0 100 6.05E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35296:46357

950.42918 2 timecourse_ATM_combo_4hr 950.42390 5.56 38.63 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 5.6 100 1.50E+05 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35452:123644

1074.97405 2 timecourse_ATM_combo_1hr 1074.96782 5.8 37.84 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 4.9 100 2.81E+05 GKS#ES#QMDITDINTPKPK 61.8 4 42.8 6 0 0 Neprilysin  35456:148675

690.32977 3 timecourse_ATM_ctrl2 690.32553 6.14 37.81 MME  NEP_HUMAN 6 M.GKS#ESQMDITDINTPKPK.K 2279.0 100 1.25E+08 GKSES#QMDITDINTPKPK 8.5 6 ‐2,0 0 0 0 0 Neprilysin  35446:126422

690.32983 3 timecourse_ATM_combo_4hr 690.32553 6.23 37.29 MME  NEP_HUMAN 6 M.GKS#ESQMDITDINTPKPK.K 1959.6 100 1.19E+08 GKS#ESQMDITDINTPKPK 8.1 4 0,2 0 0 0 0 Neprilysin  35452:136637



695.6595 3 timecourse_ATM_combo_4hr 695.65717 3.35 37.04 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 16.6 100 1.37E+06 GKS#ESQM*DITDINTPKPK 3.4 4 0,2 0 0 0 0 Neprilysin  35453:140347

517.99848 4 timecourse_ATM_combo_8hr 517.99597 4.85 36.58 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 70.4 100 4.54E+06 GKSES#QMDITDINTPKPK 16.2 6 0 0 0 0 Neprilysin  35451:141571

1042.98737 2 timecourse_ATM_ctrl1 1042.98211 5.04 35.95 MME  NEP_HUMAN 6 M.GKSES#QM*DITDINTPKPK.K 4.8 100 1.26E+05 GKSES#QM*DITDINTPKPK 14.2 6 0 0 0 0 Neprilysin  35449:143991

628.62359 3 timecourse_ATM_ctrl1 628.62005 5.63 35.77 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 677.1 100 3.98E+07 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35448:126107

628.62394 3 timecourse_ATM_combo_8hr 628.62005 6.19 35.76 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 245.1 100 1.84E+07 SES#QMDITDINTPKPK 22.6 6 0 0 0 0 Neprilysin  35450:125098

633.9549 3 timecourse_ATM_combo_2hr 633.95169 5.06 35.64 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 32.8 100 1.13E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35454:119641

633.95498 3 timecourse_ATM_combo_8hr 633.95169 5.19 35.42 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 10.7 100 6.06E+05 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35450:126288

517.99854 4 timecourse_ATM_combo_2hr 517.99597 4.96 35.38 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 170.0 100 6.27E+06 GKSES#QMDITDINTPKPK 9.4 6 ‐2,0 0 0 0 0 Neprilysin  35454:132655

690.32915 3 timecourse_ATM_combo_8hr 690.32553 5.24 35.36 MME  NEP_HUMAN 6 M.GKS#ESQMDITDINTPKPK.K 1340.8 100 1.05E+08 GKSES#QMDITDINTPKPK 17.9 6 0 0 0 0 Neprilysin  35450:139653

690.32846 3 timecourse_ATM_combo_4hr 690.32553 4.24 35.25 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 1874.5 100 1.17E+08 GKSES#QMDITDINTPKPK 9.5 6 ‐2,0 0 0 0 0 Neprilysin  35453:139317

716.98487 3 timecourse_ATM_ctrl2 716.98097 5.44 34.84 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 29.0 100 1.46E+06 GKS#ES#QMDITDINTPKPK 49.4 4 47.2 6 0 0 Neprilysin  35447:134149

633.95385 3 combeffx_ATM_ctrl 633.95169 3.41 34.42 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 72.8 100 9.54E+06 SES#QM*DITDINTPKPK 22.6 6 0 0 0 0 Neprilysin  35295:55139

633.95408 3 timecourse_ATM_combo_1hr 633.95169 3.77 34.36 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 30.4 100 1.29E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35457:129226

628.62345 3 timecourse_ATM_ctrl1 628.62005 5.41 34.36 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 805.3 100 3.98E+07 SES#QMDITDINTPKPK 22.6 6 0 0 0 0 Neprilysin  35448:126097

716.98447 3 timecourse_ATM_combo_4hr 716.98097 4.88 34.33 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 34.8 100 2.70E+06 GKS#ES#QMDITDINTPKPK 65.2 4 61.6 6 0 0 Neprilysin  35452:142450

690.32985 3 timecourse_ATM_combo_2hr 690.32553 6.26 34.24 MME  NEP_HUMAN 6 M.GKS#ESQMDITDINTPKPK.K 2723.4 100 1.32E+08 GKS#ESQMDITDINTPKPK 0 4 0,2 0 0 0 0 Neprilysin  35454:132685

628.62397 3 timecourse_ATM_ctrl2 628.62005 6.24 34.19 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 334.9 100 1.43E+07 SES#QMDITDINTPKPK 22.6 6 0 0 0 0 Neprilysin  35447:114073

1074.97247 2 timecourse_ATM_ctrl1 1074.96782 4.33 33.93 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 5.7 100 2.79E+05 GKS#ES#QMDITDINTPKPK 75.3 4 35.3 6 0 0 Neprilysin  35449:148363

628.6221 3 combeffx_ATM_MEKi 628.62005 3.26 33.73 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 27.0 100 1.73E+06 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35296:45987

690.32947 3 timecourse_ATM_ctrl1 690.32553 5.71 33.35 MME  NEP_HUMAN 6 M.GKS#ESQMDITDINTPKPK.K 3234.5 100 2.46E+08 GKS#ESQMDITDINTPKPK 5.4 4 0,2 0 0 0 0 Neprilysin  35448:140808

716.98422 3 timecourse_ATM_combo_1hr 716.98097 4.53 33.34 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 30.7 100 2.64E+06 GKS#ES#QMDITDINTPKPK 85.4 4 63.4 6 0 0 Neprilysin  35457:148615

517.99866 4 timecourse_ATM_combo_1hr 517.99597 5.19 32.86 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 170.6 100 8.13E+06 GKSES#QMDITDINTPKPK 6.9 6 ‐2,0 0 0 0 0 Neprilysin  35456:142749

633.9535 3 combeffx_ATM_PI3Ki 633.95169 2.86 32.54 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 23.5 100 2.56E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35299:50312

690.32945 3 timecourse_ATM_combo_2hr 690.32553 5.68 32.33 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 2799.5 100 1.32E+08 GKSES#QMDITDINTPKPK 24.4 6 0 0 0 0 Neprilysin  35454:132675

716.98461 3 timecourse_ATM_combo_2hr 716.98097 5.08 32.27 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 48.3 100 2.22E+06 GKS#ES#QMDITDINTPKPK 50.4 4 56.9 6 0 0 Neprilysin  35454:138221

633.95539 3 timecourse_ATM_combo_1hr 633.95169 5.84 32.25 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 33.9 100 1.41E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35456:129168

633.95433 3 timecourse_ATM_combo_2hr 633.95169 4.16 32.24 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 37.7 100 1.17E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35455:119796

633.95439 3 timecourse_ATM_ctrl1 633.95169 4.26 32.23 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 36.4 100 1.65E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35448:127397

716.98489 3 timecourse_ATM_combo_8hr 716.98097 5.47 32.18 MME  NEP_HUMAN 6 M.GKS#ES#QMDITDINTPKPK.K 23.1 100 1.89E+06 GKS#ES#QMDITDINTPKPK 54.8 4 51.3 6 0 0 Neprilysin  35450:145973

690.3283 3 timecourse_ATM_combo_1hr 690.32553 4.01 32.05 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 2632.4 100 1.64E+08 GKSES#QMDITDINTPKPK 15 6 0 0 0 0 Neprilysin  35457:143060

690.3289 3 timecourse_ATM_combo_2hr 690.32553 4.88 31.81 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 2989.5 100 1.29E+08 GKS#ESQMDITDINTPKPK 8.1 4 0,2 0 0 0 0 Neprilysin  35455:132850

633.95443 3 timecourse_ATM_ctrl1 633.95169 4.32 31.4 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 11.6 100 5.62E+05 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35449:129568

633.95401 3 combeffx_ATM_ctrl 633.95169 3.66 30.65 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 79.5 100 1.09E+07 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35294:57305

690.32898 3 timecourse_ATM_combo_8hr 690.32553 5 30.37 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 1443.3 100 1.08E+08 GKSES#QMDITDINTPKPK 8.1 6 ‐2,0 0 0 0 0 Neprilysin  35451:141581

950.42987 2 timecourse_ATM_ctrl2 950.42390 6.28 28.46 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 5.2 100 2.02E+05 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35446:113191

633.95455 3 combeffx_ATM_comboi 633.95169 4.51 28.46 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 18.9 100 3.42E+06 SES#QM*DITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35300:58482

950.4294 2 timecourse_ATM_ctrl2 950.42390 5.79 27.95 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 5.8 100 2.18E+05 SES#QM*DITDINTPKPK 0 6 ‐2,0 0 0 0 0 Neprilysin  35447:115323

690.32984 3 timecourse_ATM_combo_1hr 690.32553 6.24 27.52 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 2501.7 100 1.62E+08 GKS#ESQMDITDINTPKPK 8.1 4 0,2 0 0 0 0 Neprilysin  35456:142779

690.32912 3 timecourse_ATM_combo_4hr 690.32553 5.2 25.42 MME  NEP_HUMAN 6 M.GKSES#QMDITDINTPKPK.K 1841.4 100 1.17E+08 GKS#ESQMDITDINTPKPK 5.4 4 0,2 0 0 0 0 Neprilysin  35453:139327

633.95496 3 timecourse_ATM_ctrl2 633.95169 5.16 20.6 MME  NEP_HUMAN 6 K.SES#QM*DITDINTPKPK.K 15.6 100 6.19E+05 SES#QM*DITDINTPKPK 19.7 6 0 0 0 0 Neprilysin  35447:115313

628.62291 3 combeffx_ATM_comboi 628.62005 4.55 20.33 MME  NEP_HUMAN 6 K.SES#QMDITDINTPKPK.K 52.1 100 8.03E+06 SES#QMDITDINTPKPK 28.5 6 0 0 0 0 Neprilysin  35300:58012

1049.48372 2 timecourse_ATM_combo_8hr 1049.47976 3.77 78.07 MORC3  MORC3_HUMAN 4 R.CDQGNTAAT#QTEVPSLVVK.K 6.2 100 4.33E+05 CDQGNTAAT#QTEVPSLVVK 30.8 640 0 0 0 0 MORC family CW‐type zinc finger protein 3  35450:141373

1087.09941 3 combeffx_ATM_comboi 1087.09430 4.7 65.83 MORC3  MORC3_HUMAN 5 K.AECSQCS#NNESKSEMDEMAVQLDDVFR.Q 13.4 100 2.16E+06 AECSQCS#NNESKSEMDEMAVQLDDVFR 7.5 801 ‐3,0 0 0 0 0 MORC family CW‐type zinc finger protein 3  35300:82961

1049.48449 2 timecourse_ATM_combo_8hr 1049.47976 4.51 64.77 MORC3  MORC3_HUMAN 4 R.CDQGNTAAT#QTEVPSLVVK.K 6.5 100 4.92E+05 CDQGNTAAT#QTEVPSLVVK 30.8 640 0 0 0 0 MORC family CW‐type zinc finger protein 3  35451:143471

1087.10093 3 timecourse_ATM_combo_4hr 1087.09430 6.1 61.79 MORC3  MORC3_HUMAN 5 K.AECS#QCSNNESKSEMDEMAVQLDDVFR.Q 8.8 100 8.08E+05 AECS#QCSNNESKSEMDEMAVQLDDVFR 24.4 798 0 0 0 0 MORC family CW‐type zinc finger protein 3  35452:174270

1087.0991 3 timecourse_ATM_ctrl1 1087.09430 4.42 54.95 MORC3  MORC3_HUMAN 5 K.AECS#QCSNNESKSEMDEMAVQLDDVFR.Q 4.8 100 3.39E+05 AECS#QCSNNESKSEMDEMAVQLDDVFR 13.8 798 0 0 0 0 MORC family CW‐type zinc finger protein 3  35449:178789

1122.7617 4 timecourse_ATM_combo_8hr 1122.75445 6.47 45.98 MORC3  MORC3_HUMAN 2 R.LSSQFENSVY#KGDDDDEDVIILEENSTPKPAVDHDIDMK.S 5.9 100 3.78E+05 LSS#QFENSVYKGDDDDEDVIILEENSTPKPAVDHDID 11.4 561 0,7 0 0 0 0 MORC family CW‐type zinc finger protein 3  35450:185340

641.27497 2 timecourse_ATM_combo_8hr 641.27156 5.32 44.73 MORC3  MORC3_HUMAN 4 K.IHET#QETTDK.S 9.7 100 1.07E+05 IHET#QETTDK 35.8 681 0 0 0 0 MORC family CW‐type zinc finger protein 3  35451:62402

590.95238 3 timecourse_ATM_combo_8hr 590.94961 4.7 41.18 MORC3  MORC3_HUMAN 5 K.SEVELLEMEKS#QIR.S 30.9 100 1.61E+06 SEVELLEMEKS#QIR 56.4 845 0 0 0 0 MORC family CW‐type zinc finger protein 3  35451:117192

1122.76169 4 timecourse_ATM_combo_8hr 1122.75445 6.45 40.89 MORC3  MORC3_HUMAN 2 R.LSS#QFENSVYKGDDDDEDVIILEENSTPKPAVDHDIDMK.S 7.0 100 5.06E+05 LSS#QFENSVYKGDDDDEDVIILEENSTPKPAVDHDID 14.4 561 0 0 0 0 MORC family CW‐type zinc finger protein 3  35451:188540

641.27502 2 timecourse_ATM_combo_8hr 641.27156 5.4 40.72 MORC3  MORC3_HUMAN 4 K.IHET#QETTDK.S 16.9 100 1.44E+05 IHET#QETTDK 35.8 681 0 0 0 0 MORC family CW‐type zinc finger protein 3  35450:62343

699.99205 3 timecourse_ATM_combo_8hr 699.98893 4.46 33.98 MORC3  MORC3_HUMAN 4 R.CDQGNTAAT#QTEVPSLVVK.K 3.6 100 5.14E+05 CDQGNTAAT#QTEVPSLVVK 17.6 640 0 0 0 0 MORC family CW‐type zinc finger protein 3  35450:141383

945.62409 5 timecourse_ATM_combo_8hr 945.61850 5.91 32.78 MORC3  MORC3_HUMAN 2 R.RLS#S#QFENSVYKGDDDDEDVIILEENSTPKPAVDHDIDMK.S 7.6 100 5.47E+05 RLS#SQFENS#VYKGDDDDEDVIILEENSTPKPAVDHD 0 560 0,8 5.7 566 ‐5,0 0 0 MORC family CW‐type zinc finger protein 3  35450:185670

590.95201 3 timecourse_ATM_combo_4hr 590.94961 4.06 26.21 MORC3  MORC3_HUMAN 5 K.SEVELLEMEKS#QIR.S 26.2 100 1.07E+06 SEVELLEMEKS#QIR 79.2 845 0 0 0 0 MORC family CW‐type zinc finger protein 3  35453:115743

590.95224 3 timecourse_ATM_combo_8hr 590.94961 4.45 23.66 MORC3  MORC3_HUMAN 5 K.SEVELLEMEKS#QIR.S 33.0 100 1.62E+06 SEVELLEMEKS#QIR 62.8 845 0 0 0 0 MORC family CW‐type zinc finger protein 3  35450:116050

590.95275 3 timecourse_ATM_combo_2hr 590.94961 5.31 22.23 MORC3  MORC3_HUMAN 5 K.SEVELLEMEKS#QIR.S 21.4 100 5.72E+05 SEVELLEMEKS#QIR 62.8 845 0 0 0 0 MORC family CW‐type zinc finger protein 3  35455:109745

990.97838 2 timecourse_ATM_ctrl2 990.97171 6.73 70.54 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 28.2 100 8.98E+05 NGGT#QSVTLTHLFPLCR 21.3 160 0 0 0 0 Putative helicase MOV‐10  35446:120149

660.98546 3 combeffx_ATM_PI3Ki 660.98356 2.87 70.06 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 79.2 100 4.50E+06 NGGT#QSVTLTHLFPLCR 45.1 160 0 0 0 0 Putative helicase MOV‐10  35298:55682

990.97863 2 timecourse_ATM_combo_8hr 990.97171 6.98 67.67 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 38.0 100 1.70E+06 NGGT#QSVTLTHLFPLCR 41.3 160 0 0 0 0 Putative helicase MOV‐10  35451:134991

990.97808 2 timecourse_ATM_combo_4hr 990.97171 6.43 64.75 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 43.2 100 1.80E+06 NGGT#QSVTLTHLFPLCR 35.8 160 0 0 0 0 Putative helicase MOV‐10  35453:132955

990.97764 2 timecourse_ATM_combo_8hr 990.97171 5.98 63.5 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 31.2 100 1.40E+06 NGGT#QSVTLTHLFPLCR 26.5 160 0 0 0 0 Putative helicase MOV‐10  35450:133413

990.97763 2 timecourse_ATM_combo_2hr 990.97171 5.97 61.4 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 44.8 100 1.13E+06 NGGT#QSVTLTHLFPLCR 35.8 160 0 0 0 0 Putative helicase MOV‐10  35454:126475

990.9771 2 timecourse_ATM_ctrl1 990.97171 5.44 59.71 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 41.2 100 1.61E+06 NGGT#QSVTLTHLFPLCR 27 160 0 0 0 0 Putative helicase MOV‐10  35449:136591

912.92792 2 timecourse_ATM_combo_2hr 912.92116 7.4 58.34 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 63.1 100 1.80E+06 NGGT#QSVTLTHLFPLC 43 160 0 0 0 0 Putative helicase MOV‐10  35454:114208

912.92787 2 timecourse_ATM_combo_8hr 912.92116 7.35 58.19 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 76.2 100 3.13E+06 NGGT#QSVTLTHLFPLC 48.9 160 0 0 0 0 Putative helicase MOV‐10  35450:120780

990.9773 2 timecourse_ATM_combo_1hr 990.97171 5.64 56.49 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 49.4 100 2.13E+06 NGGT#QSVTLTHLFPLCR 27 160 0 0 0 0 Putative helicase MOV‐10  35457:136628

912.92706 2 timecourse_ATM_combo_2hr 912.92116 6.46 54.82 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 59.2 100 1.89E+06 NGGT#QSVTLTHLFPLC 48.9 160 0 0 0 0 Putative helicase MOV‐10  35455:114210

990.97863 2 timecourse_ATM_combo_1hr 990.97171 6.98 53.92 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 58.1 100 2.20E+06 NGGT#QSVTLTHLFPLCR 35.8 160 0 0 0 0 Putative helicase MOV‐10  35456:136199

912.928 2 timecourse_ATM_combo_4hr 912.92116 7.49 53.78 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 53.6 100 2.09E+06 NGGT#QSVTLTHLFPLC 33.7 160 0 0 0 0 Putative helicase MOV‐10  35453:120322

660.98533 3 combeffx_ATM_MEKi 660.98356 2.68 53.55 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 50.0 100 2.44E+06 NGGT#QSVTLTHLFPLCR 51 160 0 0 0 0 Putative helicase MOV‐10  35296:48716

912.92745 2 timecourse_ATM_combo_1hr 912.92116 6.89 50.86 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 62.0 100 2.53E+06 NGGT#QSVTLTHLFPLC 43 160 0 0 0 0 Putative helicase MOV‐10  35457:122956

912.92786 2 timecourse_ATM_ctrl2 912.92116 7.34 50.6 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 28.3 100 1.06E+06 NGGT#QSVTLTHLFPLC 15.5 160 0 0 0 0 Putative helicase MOV‐10  35447:109686

912.92805 2 timecourse_ATM_ctrl2 912.92116 7.55 50.37 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 28.0 100 9.41E+05 NGGT#QSVTLTHLFPLC 28.5 160 0 0 0 0 Putative helicase MOV‐10  35446:107587

660.98644 3 combeffx_ATM_comboi 660.98356 4.36 49.29 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 60.7 100 8.10E+06 NGGT#QSVTLTHLFPLCR 65.7 160 0 0 0 0 Putative helicase MOV‐10  35300:61491

660.98574 3 combeffx_ATM_MEKi 660.98356 3.3 49.05 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 53.0 100 1.62E+06 NGGT#QSVTLTHLFPLCR 55.5 160 0 0 0 0 Putative helicase MOV‐10  35297:44692

660.98802 3 timecourse_ATM_ctrl1 660.98356 6.75 48.21 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 287.4 100 9.56E+06 NGGT#QSVTLTHLFPLCR 75.5 160 0 0 0 0 Putative helicase MOV‐10  35448:134330

660.98618 3 combeffx_ATM_PI3Ki 660.98356 3.96 48.08 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 62.7 100 3.35E+06 NGGT#QSVTLTHLFPLCR 35.8 160 0 0 0 0 Putative helicase MOV‐10  35299:52757

912.92707 2 timecourse_ATM_ctrl1 912.92116 6.47 47.75 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 57.8 100 2.22E+06 NGGT#QSVTLTHLFPLC 33.7 160 0 0 0 0 Putative helicase MOV‐10  35449:123668

990.97794 2 timecourse_ATM_ctrl2 990.97171 6.29 47.54 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 33.9 100 1.14E+06 NGGT#QSVTLTHLFPLCR 61.1 160 0 0 0 0 Putative helicase MOV‐10  35447:122506

912.92819 2 timecourse_ATM_ctrl1 912.92116 7.7 47.31 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 64.2 100 2.29E+06 NGGT#QSVTLTHLFPLC 40.7 160 0 0 0 0 Putative helicase MOV‐10  35448:121551

912.92829 2 timecourse_ATM_combo_8hr 912.92116 7.81 47.19 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 73.5 100 3.44E+06 NGGT#QSVTLTHLFPLC 28.5 160 0 0 0 0 Putative helicase MOV‐10  35451:122002

660.98637 3 combeffx_ATM_comboi 660.98356 4.25 46.94 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 57.1 100 5.07E+06 NGGT#QSVTLTHLFPLCR 75.5 160 0 0 0 0 Putative helicase MOV‐10  35301:56228

660.98762 3 timecourse_ATM_combo_4hr 660.98356 6.14 46.57 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 285.6 100 1.06E+07 NGGT#QSVTLTHLFPLCR 46.4 160 0 0 0 0 Putative helicase MOV‐10  35453:132945

990.97814 2 timecourse_ATM_combo_4hr 990.97171 6.49 45.53 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 39.4 100 1.43E+06 NGGT#QSVTLTHLFPLCR 30.7 160 0 0 0 0 Putative helicase MOV‐10  35452:130498

660.98807 3 timecourse_ATM_ctrl2 660.98356 6.82 45.33 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 233.2 100 6.71E+06 NGGT#QSVTLTHLFPLCR 61.7 160 0 0 0 0 Putative helicase MOV‐10  35446:120159

990.97716 2 timecourse_ATM_combo_2hr 990.97171 5.5 45.1 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 42.6 100 1.24E+06 NGGT#QSVTLTHLFPLCR 30.7 160 0 0 0 0 Putative helicase MOV‐10  35455:126790

912.92879 2 timecourse_ATM_combo_1hr 912.92116 8.36 43.97 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLC.R 67.5 100 2.47E+06 NGGT#QSVTLTHLFPLC 30.8 160 0 0 0 0 Putative helicase MOV‐10  35456:123191

660.98557 3 combeffx_ATM_ctrl 660.98356 3.04 43.85 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 54.5 100 3.15E+06 NGGT#QSVTLTHLFPLCR 51 160 0 0 0 0 Putative helicase MOV‐10  35294:60407

990.97857 2 timecourse_ATM_ctrl1 990.97171 6.92 43.64 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 45.6 100 1.61E+06 NGGT#QSVTLTHLFPLCR 46.2 160 0 0 0 0 Putative helicase MOV‐10  35448:134340

660.98601 3 combeffx_ATM_ctrl 660.98356 3.71 41.89 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 55.8 100 3.12E+06 NGGT#QSVTLTHLFPLCR 61.7 160 0 0 0 0 Putative helicase MOV‐10  35295:58018

660.98717 3 timecourse_ATM_combo_1hr 660.98356 5.46 41.3 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 317.7 100 1.26E+07 NGGT#QSVTLTHLFPLCR 39.3 160 0 0 0 0 Putative helicase MOV‐10  35457:136618

750.71345 3 combeffx_ATM_PI3Ki 750.71195 2 41.29 MOV10  MOV10_HUMAN 2 R.LRNGGT#QSVTLTHLFPLCR.T 18.1 100 1.18E+06 LRNGGT#QSVTLTHLFPLCR 28.2 160 0 0 0 0 Putative helicase MOV‐10  35298:62106

660.9873 3 timecourse_ATM_combo_8hr 660.98356 5.66 39.56 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 225.6 100 8.90E+06 NGGT#QSVTLTHLFPLCR 20.9 160 0 0 0 0 Putative helicase MOV‐10  35450:133403

912.92828 2 timecourse_ATM_combo_4hr 912.92116 7.8 39.14 MOV10  MOV10_HUMAN 2 R.NGGTQS#VTLTHLFPLC.R 55.8 100 1.92E+06 NGGT#QSVTLTHLFPLC 30.8 160 0 0 0 0 Putative helicase MOV‐10  35452:118144

660.98815 3 timecourse_ATM_combo_1hr 660.98356 6.94 38.93 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 328.7 100 1.22E+07 NGGT#QSVTLTHLFPLCR 51 160 0 0 0 0 Putative helicase MOV‐10  35456:136189

660.98714 3 timecourse_ATM_ctrl1 660.98356 5.42 37.47 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 283.8 100 9.30E+06 NGGT#QSVTLTHLFPLCR 60 160 0 0 0 0 Putative helicase MOV‐10  35449:136581

750.71455 3 combeffx_ATM_MEKi 750.71195 3.46 36.86 MOV10  MOV10_HUMAN 2 R.LRNGGTQSVT#LTHLFPLCR.T 18.8 100 7.46E+05 LRNGGT#QSVTLTHLFPLCR 12.2 160 0,2 0 0 0 0 Putative helicase MOV‐10  35296:53789

563.28673 4 combeffx_ATM_PI3Ki 563.28578 1.69 35.99 MOV10  MOV10_HUMAN 2 R.LRNGGT#QSVTLTHLFPLCR.T 10.7 100 5.48E+05 LRNGGT#QSVTLTHLFPLCR 13.3 160 0 0 0 0 Putative helicase MOV‐10  35299:58984

660.98784 3 timecourse_ATM_combo_4hr 660.98356 6.48 35.01 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 307.0 100 1.05E+07 NGGT#QSVTLTHLFPLCR 22 160 0 0 0 0 Putative helicase MOV‐10  35452:130488

750.71358 3 combeffx_ATM_PI3Ki 750.71195 2.17 31.95 MOV10  MOV10_HUMAN 2 R.LRNGGTQSVT#LTHLFPLCR.T 17.3 100 1.08E+06 LRNGGTQS#VTLTHLFPLCR 6.5 162 ‐2,0 0 0 0 0 Putative helicase MOV‐10  35299:58994

660.98718 3 timecourse_ATM_combo_2hr 660.98356 5.48 30.96 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 284.7 100 7.30E+06 NGGT#QSVTLTHLFPLCR 38.2 160 0 0 0 0 Putative helicase MOV‐10  35455:126780

750.71444 3 combeffx_ATM_ctrl 750.71195 3.32 29.2 MOV10  MOV10_HUMAN 2 R.LRNGGT#QSVTLTHLFPLCR.T 18.7 100 1.33E+06 LRNGGT#QSVTLTHLFPLCR 11 160 0,2 0 0 0 0 Putative helicase MOV‐10  35294:67028

750.71497 3 combeffx_ATM_MEKi 750.71195 4.02 26.25 MOV10  MOV10_HUMAN 2 R.LRNGGT#QSVTLTHLFPLCR.T 13.2 100 4.76E+05 LRNGGT#QSVTLTHLFPLCR 9.8 160 0,2 0 0 0 0 Putative helicase MOV‐10  35297:49238

660.98799 3 timecourse_ATM_combo_8hr 660.98356 6.7 25.34 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 236.5 100 9.44E+06 NGGTQSVT#LTHLFPLCR 0 164 ‐2,0 0 0 0 0 Putative helicase MOV‐10  35451:134981

990.97861 2 timecourse_ATM_ctrl2 990.97171 6.96 24.01 MOV10  MOV10_HUMAN 2 R.NGGTQSVT#LTHLFPLCR.T 28.4 100 8.98E+05 NGGTQSVT#LTHLFPLCR 0 164 ‐4,0 0 0 0 0 Putative helicase MOV‐10  35446:120169

660.98731 3 timecourse_ATM_combo_2hr 660.98356 5.67 22.17 MOV10  MOV10_HUMAN 2 R.NGGT#QSVTLTHLFPLCR.T 284.7 100 7.26E+06 NGGT#QSVTLTHLFPLCR 42.6 160 0 0 0 0 Putative helicase MOV‐10  35454:126465

750.71443 3 combeffx_ATM_ctrl 750.71195 3.3 21.3 MOV10  MOV10_HUMAN 2 R.LRNGGTQSVT#LTHLFPLCR.T 13.5 100 1.06E+06 LRNGGT#QSVTLTHLFPLCR 2.6 160 0,2 0 0 0 0 Putative helicase MOV‐10  35295:64987

1192.21384 3 timecourse_ATM_ctrl1 1192.20713 5.63 78.55 MPDZ  MPDZ_HUMAN 7 R.RPSQS#SQVSEGSLSSFTFPLSGSSTSESLESSSK.K 97.4 100 6.75E+06 RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK 0 1818 0,3 0 0 0 0 Multiple PDZ domain protein  35449:181759

1192.21341 3 timecourse_ATM_ctrl2 1192.20713 5.27 77.72 MPDZ  MPDZ_HUMAN 7 R.RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK.K 56.7 100 4.33E+06 RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSK 4.4 1821 ‐1,0 0 0 0 0 Multiple PDZ domain protein  35447:169713

1234.91368 3 timecourse_ATM_ctrl1 1234.90545 6.66 76.45 MPDZ  MPDZ_HUMAN 7 R.RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSKK.N 6.3 100 4.36E+05 RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSKK 24.2 1818 0 0 0 0 Multiple PDZ domain protein  35448:179700

1192.21543 3 timecourse_ATM_combo_8hr 1192.20713 6.96 74.88 MPDZ  MPDZ_HUMAN 7 R.RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSK.K 35.8 100 3.65E+06 RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK 5.3 1818 0,3 0 0 0 0 Multiple PDZ domain protein  35451:185170

1192.21435 3 timecourse_ATM_ctrl1 1192.20713 6.06 74.64 MPDZ  MPDZ_HUMAN 7 R.RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK.K 82.1 100 6.72E+06 RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK 14.2 1818 0 0 0 0 Multiple PDZ domain protein  35448:178800

1218.87029 3 timecourse_ATM_ctrl2 1218.86257 6.33 64.45 MPDZ  MPDZ_HUMAN 7 R.RPSQS#S#QVSEGSLSSFTFPLSGSSTSESLESSSK.K 25.7 100 1.64E+06 RPSQS#S#QVSEGSLSSFTFPLSGSSTSESLESSSK 5.4 1820 0,9 5.5 1821 0,8 0 0 Multiple PDZ domain protein  35447:170413

926.43457 4 combeffx_ATM_comboi 926.43091 3.95 54.73 MPDZ  MPDZ_HUMAN 7 R.RPSQS#SQVSEGSLSSFTFPLSGSSTSESLESSSKK.N 10.2 100 1.72E+06 RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSKK 20.4 1818 0 0 0 0 Multiple PDZ domain protein  35301:76569

1192.21401 3 timecourse_ATM_ctrl2 1192.20713 5.77 52.33 MPDZ  MPDZ_HUMAN 7 R.RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK.K 48.2 100 3.87E+06 RPSQS#SQVSEGSLSSFTFPLSGSSTSESLESSSK 13.2 1820 0 0 0 0 Multiple PDZ domain protein  35446:166082

894.41292 4 timecourse_ATM_ctrl2 894.40717 6.43 51.98 MPDZ  MPDZ_HUMAN 7 R.RPSQS#SQVSEGSLSSFTFPLSGSSTSESLESSSK.K 9.5 100 5.24E+05 RPSQS#SQVSEGSLSSFTFPLSGSSTSESLESSSK 0 1820 ‐2,4 0 0 0 0 Multiple PDZ domain protein  35446:166092

1192.21344 3 timecourse_ATM_combo_1hr 1192.20713 5.29 51.87 MPDZ  MPDZ_HUMAN 7 R.RPSQS#SQVSEGSLSSFTFPLSGSSTSESLESSSK.K 27.5 100 1.97E+06 RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSK 0 1821 ‐3,3 0 0 0 0 Multiple PDZ domain protein  35457:183125

894.41242 4 timecourse_ATM_ctrl1 894.40717 5.87 48.92 MPDZ  MPDZ_HUMAN 7 R.RPSQSSQVS#EGSLSSFTFPLSGSSTSESLESSSK.K 9.5 100 6.19E+05 RPSQSSQVS#EGSLSSFTFPLSGSSTSESLESSSK 1.7 1824 ‐4,0 0 0 0 0 Multiple PDZ domain protein  35448:178790

1192.21477 3 timecourse_ATM_combo_1hr 1192.20713 6.41 47.81 MPDZ  MPDZ_HUMAN 7 R.RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK.K 20.9 100 2.02E+06 RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK 9.5 1818 0,2 0 0 0 0 Multiple PDZ domain protein  35456:182296

1192.21385 3 timecourse_ATM_combo_8hr 1192.20713 5.64 47.34 MPDZ  MPDZ_HUMAN 7 R.RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK.K 26.6 100 2.96E+06 RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK 0 1818 0,12 0 0 0 0 Multiple PDZ domain protein  35450:182110

926.43703 4 timecourse_ATM_ctrl2 926.43091 6.61 47.21 MPDZ  MPDZ_HUMAN 7 R.RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSKK.N 30.0 100 1.69E+06 RPSQS#SQVSEGSLSSFTFPLSGSSTSESLESSSKK 4 1820 ‐2,0 0 0 0 0 Multiple PDZ domain protein  35446:167162

926.43648 4 timecourse_ATM_ctrl1 926.43091 6.01 47.07 MPDZ  MPDZ_HUMAN 7 R.RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSKK.N 17.2 100 1.26E+06 RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSKK 8.7 1821 ‐3,6 0 0 0 0 Multiple PDZ domain protein  35448:179690

1192.2139 3 timecourse_ATM_combo_2hr 1192.20713 5.68 46.29 MPDZ  MPDZ_HUMAN 7 R.RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK.K 15.5 100 1.20E+06 RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK 6.6 1818 0,2 0 0 0 0 Multiple PDZ domain protein  35454:170341

1192.21382 3 timecourse_ATM_combo_4hr 1192.20713 5.61 43.86 MPDZ  MPDZ_HUMAN 7 R.RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSK.K 27.3 100 2.05E+06 RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSK 0 1821 ‐3,0 0 0 0 0 Multiple PDZ domain protein  35453:181001

1192.21378 3 timecourse_ATM_combo_2hr 1192.20713 5.58 40.73 MPDZ  MPDZ_HUMAN 7 R.RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSK.K 22.3 100 1.29E+06 RPSQSSQVS#EGSLSSFTFPLSGSSTSESLESSSK 3.8 1824 ‐6,8 0 0 0 0 Multiple PDZ domain protein  35455:171801

926.43655 4 timecourse_ATM_ctrl2 926.43091 6.09 38.78 MPDZ  MPDZ_HUMAN 7 R.RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSKK.N 27.8 100 1.75E+06 RPSQSS#QVSEGSLSSFTFPLSGSSTSESLESSSKK 5.3 1821 ‐3,3 0 0 0 0 Multiple PDZ domain protein  35447:170913

1218.87109 3 timecourse_ATM_combo_1hr 1218.86257 6.99 37.14 MPDZ  MPDZ_HUMAN 7 R.RPS#QS#SQVSEGSLSSFTFPLSGSSTSESLESSSK.K 8.6 100 4.59E+05 RPSQS#S#QVSEGSLSSFTFPLSGSSTSESLESSSK 13.3 1820 10.9 1821 0,3 0 0 Multiple PDZ domain protein  35456:182926

1218.87099 3 timecourse_ATM_ctrl2 1218.86257 6.91 33.17 MPDZ  MPDZ_HUMAN 7 R.RPSQS#S#QVSEGSLSSFTFPLSGSSTSESLESSSK.K 23.8 100 1.35E+06 RPS#QSS#QVSEGSLSSFTFPLSGSSTSESLESSSK 6.4 1818 0,6 6.4 1821 0,11 0 0 Multiple PDZ domain protein  35446:166712

894.41286 4 timecourse_ATM_combo_8hr 894.40717 6.36 30.7 MPDZ  MPDZ_HUMAN 7 R.RPSQS#SQVSEGSLSSFTFPLSGSSTSESLESSSK.K 4.3 100 3.45E+05 RPSQS#SQVSEGSLSSFTFPLSGSSTSESLESSSK 11.5 1820 ‐2,4 0 0 0 0 Multiple PDZ domain protein  35450:182120

894.41181 4 timecourse_ATM_ctrl2 894.40717 5.19 20.33 MPDZ  MPDZ_HUMAN 7 R.RPSQSSQVS#EGSLSSFTFPLSGSSTSESLESSSK.K 8.3 100 4.33E+05 RPS#QSSQVSEGSLSSFTFPLSGSSTSESLESSSK 4.2 1818 0,11 0 0 0 0 Multiple PDZ domain protein  35447:169703

544.24906 2 combeffx_ATM_comboi 544.24630 5.07 39.72 MRE11A  MRE11_HUMAN 2 K.IMSQS#QVSK.G 55.6 100 5.04E+06 IMS#QSQVSK 14.2 676 0 0 0 0 Double‐strand break repair protein MRE11A  35300:15277

544.24857 2 combeffx_ATM_PI3Ki 544.24630 4.17 37.65 MRE11A  MRE11_HUMAN 2 K.IMSQS#QVSK.G 14.4 94 5.09E+05 IMS#QSQVSK 17 676 0 0 0 0 Double‐strand break repair protein MRE11A  35299:13700

544.24929 2 combeffx_ATM_PI3Ki 544.24630 5.49 32.47 MRE11A  MRE11_HUMAN 2 K.IMSQS#QVSK.G 2.1 92 9.09E+04 IMSQS#QVSK 35.8 678 0 0 0 0 Double‐strand break repair protein MRE11A  35298:14085

544.24945 2 timecourse_ATM_combo_4hr 544.24630 5.79 32.43 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 79.9 100 3.37E+06 IMS#QSQVSK 10.3 676 0,2 0 0 0 0 Double‐strand break repair protein MRE11A  35453:32376

544.24931 2 timecourse_ATM_combo_8hr 544.24630 5.53 31.56 MRE11A  MRE11_HUMAN 2 K.IMSQS#QVSK.G 126.7 100 5.38E+06 IMS#QSQVSK 13.3 676 0 0 0 0 Double‐strand break repair protein MRE11A  35450:32538

544.249 2 combeffx_ATM_comboi 544.24630 4.96 29.21 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 47.3 100 3.40E+06 IMSQS#QVSK 10.3 678 ‐2,0 0 0 0 0 Double‐strand break repair protein MRE11A  35301:13935

544.24831 2 timecourse_ATM_combo_1hr 544.24630 3.69 28.66 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 23.2 100 1.43E+06 IMS#QSQVSK 13.3 676 0 0 0 0 Double‐strand break repair protein MRE11A  35457:32499

544.24871 2 combeffx_ATM_MEKi 544.24630 4.45 28.39 MRE11A  MRE11_HUMAN 2 K.IMSQS#QVSK.G 4.5 100 1.05E+05 IMSQS#QVSK 10.3 678 ‐2,0 0 0 0 0 Double‐strand break repair protein MRE11A  35297:12620

544.24953 2 timecourse_ATM_combo_4hr 544.24630 5.93 27.78 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 82.2 100 3.33E+06 IMS#QSQVSK 13.3 676 0 0 0 0 Double‐strand break repair protein MRE11A  35452:31853

544.24854 2 combeffx_ATM_PI3Ki 544.24630 4.12 27.51 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 11.9 94 6.16E+05 IMS#QSQVSK 13.3 676 0 0 0 0 Double‐strand break repair protein MRE11A  35298:14075

544.24974 2 timecourse_ATM_ctrl2 544.24630 6.32 26.28 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 15.9 100 7.22E+05 IMSQS#QVSK 8.7 678 ‐2,0 0 0 0 0 Double‐strand break repair protein MRE11A  35446:28075

544.24942 2 timecourse_ATM_combo_8hr 544.24630 5.73 25.68 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 123.1 100 5.54E+06 IMS#QSQVSK 10.3 676 0,2 0 0 0 0 Double‐strand break repair protein MRE11A  35451:32615

544.24922 2 timecourse_ATM_ctrl2 544.24630 5.37 22.27 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 18.1 100 9.05E+05 IMS#QSQVSK 0 676 0,2 0 0 0 0 Double‐strand break repair protein MRE11A  35447:28390

544.24907 2 combeffx_ATM_comboi 544.24630 5.09 21.56 MRE11A  MRE11_HUMAN 2 K.IMSQS#QVSK.G 54.8 100 5.04E+06 IMS#QSQVSK 15.5 676 0 0 0 0 Double‐strand break repair protein MRE11A  35300:15287

544.24889 2 timecourse_ATM_ctrl1 544.24630 4.76 20.93 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 24.4 100 1.44E+06 IMS#QSQVSK 11.3 676 0,2 0 0 0 0 Double‐strand break repair protein MRE11A  35448:32901

544.24808 2 timecourse_ATM_ctrl1 544.24630 3.27 20.23 MRE11A  MRE11_HUMAN 2 K.IMS#QSQVSK.G 28.3 100 1.57E+06 IMS#QSQVSK 13.3 676 0 0 0 0 Double‐strand break repair protein MRE11A  35449:33204

654.62716 3 timecourse_ATM_combo_4hr 654.62619 1.48 47.28 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 8.5 100 8.62E+05 RLDEYT#QEEIDAFPR 4.3 159 ‐1,0 0 0 0 0 39S ribosomal protein L13, mitochondrial  35453:131585

981.43684 2 timecourse_ATM_combo_1hr 981.43565 1.21 47.21 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 3.3 100 2.65E+05 RLDEYT#QEEIDAFPR 11.5 159 ‐1,0 0 0 0 0 39S ribosomal protein L13, mitochondrial  35457:135178

654.629 3 timecourse_ATM_ctrl2 654.62619 4.29 43.61 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 9.0 100 5.47E+05 RLDEYT#QEEIDAFPR 4.8 159 ‐1,0 0 0 0 0 39S ribosomal protein L13, mitochondrial  35446:118619

981.43724 2 timecourse_ATM_combo_2hr 981.43565 1.62 43.18 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 2.9 100 1.98E+05 RLDEYT#QEEIDAFPR 24.4 159 0 0 0 0 39S ribosomal protein L13, mitochondrial  35455:125400

654.62688 3 timecourse_ATM_combo_1hr 654.62619 1.05 40.88 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 11.1 100 1.22E+06 RLDEYT#QEEIDAFPR 13.2 159 0 0 0 0 39S ribosomal protein L13, mitochondrial  35457:135168

654.62894 3 timecourse_ATM_ctrl2 654.62619 4.2 38.91 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 8.5 100 5.63E+05 RLDEYT#QEEIDAFPR 5.3 159 ‐1,0 0 0 0 0 39S ribosomal protein L13, mitochondrial  35447:120936

654.62719 3 timecourse_ATM_combo_2hr 654.62619 1.53 37.76 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 12.2 100 9.62E+05 RLDEYT#QEEIDAFPR 0 159 ‐1,0 0 0 0 0 39S ribosomal protein L13, mitochondrial  35454:125175

654.62868 3 timecourse_ATM_ctrl1 654.62619 3.8 34.36 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 11.6 100 9.79E+05 RLDEYT#QEEIDAFPR 5.3 159 ‐1,0 0 0 0 0 39S ribosomal protein L13, mitochondrial  35449:135201

654.62818 3 timecourse_ATM_combo_1hr 654.62619 3.04 31.93 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 11.8 100 1.21E+06 RLDEYT#QEEIDAFPR 0 159 ‐1,0 0 0 0 0 39S ribosomal protein L13, mitochondrial  35456:134889

654.62741 3 timecourse_ATM_combo_4hr 654.62619 1.86 30.82 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 7.8 100 9.06E+05 RLDEYT#QEEIDAFPR 12.2 159 ‐1,0 0 0 0 0 39S ribosomal protein L13, mitochondrial  35452:129148

654.62679 3 timecourse_ATM_combo_2hr 654.62619 0.92 28.25 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 10.8 100 1.05E+06 RLDEYT#QEEIDAFPR 5.3 159 ‐1,0 0 0 0 0 39S ribosomal protein L13, mitochondrial  35455:125390

654.62785 3 timecourse_ATM_combo_8hr 654.62619 2.54 25.2 MRPL13  RM13_HUMAN 1 K.RLDEYT#QEEIDAFPR.L 7.7 100 7.03E+05 RLDEY#TQEEIDAFPR 8.7 158 0,1 0 0 0 0 39S ribosomal protein L13, mitochondrial  35451:133482

798.64216 4 timecourse_ATM_combo_8hr 798.63719 6.22 30.61 MRPS34  RT34_HUMAN 2 R.EQLNRPRDS#QLYAVDYETLTRPFSGR.R 52.9 100 6.42E+06 EQLNRPRDS#QLYAVDYETLTRPFSGR 29.9 31 0 0 0 0 28S ribosomal protein S34, mitochondrial  35451:180890

798.64067 4 combeffx_ATM_comboi 798.63719 4.36 25.64 MRPS34  RT34_HUMAN 2 R.EQLNRPRDS#QLYAVDYETLTRPFSGR.R 39.2 100 8.79E+06 EQLNRPRDS#QLYAVDYETLTRPFSGR 19.4 31 0 0 0 0 28S ribosomal protein S34, mitochondrial  35300:82531

850.3794 3 combeffx_ATM_PI3Ki 850.37791 1.75 36.96 MSH3  MSH3_HUMAN 3 K.DTTLFDLS#QFGSSNTSHENLQK.T 4.3 100 1.96E+05 DTTLFDLS#QFGSSNTSHENLQK 28.7 201 0 0 0 0 DNA mismatch repair protein Msh3  35299:63604

837.3991 3 combeffx_ATM_comboi 837.39478 5.16 49.43 MSH6  MSH6_HUMAN 5 R.IITKGT#QTYSVLEGDPSENYSK.Y 10.0 100 1.61E+06 IITKGTQTY#SVLEGDPSENYSK 8.7 524 ‐6,0 0 0 0 0 DNA mismatch repair protein Msh6  35300:74431

826.37827 3 timecourse_ATM_combo_8hr 826.37332 5.99 39.17 MSH6  MSH6_HUMAN 5 K.SSLSCSLQEGLIPGS#QFWDASK.T 11.3 100 5.75E+05 SSLSCSLQEGLIPGS#QFWDASK 58.8 625 0 0 0 0 DNA mismatch repair protein Msh6  35450:160470

837.39858 3 combeffx_ATM_comboi 837.39478 4.54 37.51 MSH6  MSH6_HUMAN 5 R.IITKGTQTYS#VLEGDPSENYSK.Y 7.5 100 9.55E+05 IITKGT#QTYSVLEGDPSENYSK 6.1 521 ‐3,4 0 0 0 0 DNA mismatch repair protein Msh6  35301:68079

826.37892 3 timecourse_ATM_combo_8hr 826.37332 6.78 32.55 MSH6  MSH6_HUMAN 5 K.SSLSCSLQEGLIPGS#QFWDASK.T 11.4 100 5.78E+05 SSLSCSLQEGLIPGS#QFWDASK 23.8 625 0 0 0 0 DNA mismatch repair protein Msh6  35451:162660

1014.21111 4 combeffx_ATM_comboi 1014.20644 4.6 29.52 MSH6  MSH6_HUMAN 5 R.AFSAPQNSES#QAHVSGGGDDSSRPTVWYHETLEWLK.E 10.1 100 1.61E+06 AFSAPQNSES#QAHVSGGGDDSSRPTVWYHETLEWL 14.7 348 0 0 0 0 DNA mismatch repair protein Msh6  35300:85171

790.99534 3 timecourse_ATM_combo_8hr 790.99093 5.58 29.34 MSH6  MSH6_HUMAN 5 R.AFSAPQNSES#QAHVSGGGDDSSR.P 10.6 100 3.95E+05 AFSAPQNSES#QAHVSGGGDDSSR 10.9 348 ‐2,0 0 0 0 0 DNA mismatch repair protein Msh6  35451:157930

1014.21311 4 timecourse_ATM_combo_4hr 1014.20644 6.58 26.08 MSH6  MSH6_HUMAN 5 R.AFSAPQNSES#QAHVSGGGDDSSRPTVWYHETLEWLK.E 18.9 100 1.58E+06 AFSAPQNSES#QAHVSGGGDDSSRPTVWYHETLEWL 39.7 348 0 0 0 0 DNA mismatch repair protein Msh6  35452:179890

710.86171 4 timecourse_ATM_ctrl2 710.85658 7.22 66.76 MSN  MOES_HUMAN 0 K.KTQEQLALEMAELTARIS#QLEMAR.Q 7.4 100 2.11E+05 KTQEQLALEMAELTARIS#QLEMAR 51.6 429 0 0 0 0 Moesin  35447:159443

514.23872 2 timecourse_ATM_ctrl1 514.23572 5.83 51.71 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 74.8 100 2.72E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35448:26397

514.23851 2 timecourse_ATM_combo_2hr 514.23572 5.43 50.22 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 57.5 100 1.42E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35455:24192

514.23876 2 timecourse_ATM_ctrl2 514.23572 5.91 49.86 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 59.3 100 1.66E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35447:22869

514.23811 2 timecourse_ATM_combo_1hr 514.23572 4.65 49.54 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 92.1 100 3.48E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35457:26307

514.23888 2 timecourse_ATM_combo_1hr 514.23572 6.14 47.14 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 100.9 100 3.56E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35456:26309

514.23875 2 timecourse_ATM_combo_4hr 514.23572 5.89 45.94 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 73.1 100 2.55E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35452:25944

514.23916 2 timecourse_ATM_ctrl2 514.23572 6.69 44.76 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 60.0 100 1.59E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35446:22821

514.23817 2 timecourse_ATM_ctrl1 514.23572 4.76 43.57 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 71.3 100 2.67E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35449:26817

514.2379 2 combeffx_ATM_comboi 514.23572 4.24 40.91 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 20.5 100 2.20E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35300:12313

514.23872 2 timecourse_ATM_combo_8hr 514.23572 5.83 40.81 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 59.4 100 2.34E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35450:26204

514.2383 2 timecourse_ATM_combo_4hr 514.23572 5.02 36.95 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 79.9 100 2.53E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35453:26195

514.23878 2 timecourse_ATM_combo_2hr 514.23572 5.95 36.41 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 55.2 100 1.47E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35454:25311

514.23842 2 timecourse_ATM_combo_8hr 514.23572 5.25 32.16 MSN  MOES_HUMAN 1 R.IS#QLEMAR.Q 54.9 100 2.39E+06 IS#QLEMAR 1000 429 0 0 0 0 Moesin  35451:26427

710.86424 4 timecourse_ATM_ctrl2 710.85658 10.78 28.47 MSN  MOES_HUMAN 0 K.KTQEQLALEMAELTARIS#QLEMAR.Q 4.9 100 1.35E+05 KTQEQLALEMAELTARIS#QLEMAR 41.8 429 0 0 0 0 Moesin  35446:156382

878.93202 2 combeffx_ATM_comboi 878.92949 2.88 97.23 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 639.7 100 1.01E+08 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:48235

878.93244 2 combeffx_ATM_comboi 878.92949 3.36 94.31 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 701.3 100 1.48E+08 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:52776

878.93098 2 combeffx_ATM_PI3Ki 878.92949 1.7 93.85 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 205.1 100 1.83E+07 LADFGVAGQLTDT#QIK 57.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35298:47861

878.93215 2 combeffx_ATM_comboi 878.92949 3.03 91.18 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 640.8 100 1.01E+08 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:48245

878.93167 2 combeffx_ATM_PI3Ki 878.92949 2.48 90.05 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 164.5 100 1.17E+07 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35299:45844

878.9335 2 timecourse_ATM_combo_1hr 878.92949 4.56 88.1 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 65.3 100 3.89E+06 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35457:116812

878.93174 2 combeffx_ATM_MEKi 878.92949 2.56 87.81 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 83.6 100 4.15E+06 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35296:42335

878.93199 2 combeffx_ATM_ctrl 878.92949 2.84 86.9 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 52.8 100 4.48E+06 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35294:52017

878.93232 2 combeffx_ATM_MEKi 878.92949 3.22 84.07 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 71.2 100 2.53E+06 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35297:39079

956.98451 2 combeffx_ATM_comboi 956.98005 4.66 84 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 96.2 100 3.62E+07 LADFGVAGQLTDT#QIKR 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:58952

878.93467 2 timecourse_ATM_combo_4hr 878.92949 5.89 83.47 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 111.4 100 7.73E+06 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35452:112343

878.932 2 combeffx_ATM_ctrl 878.92949 2.86 82.45 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 50.5 100 3.11E+06 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35295:49933

878.93349 2 combeffx_ATM_comboi 878.92949 4.55 81.27 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 23.9 94 8.93E+06 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:52826

586.29123 3 combeffx_ATM_comboi 586.28876 4.21 79.84 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 427.8 100 8.65E+07 LADFGVAGQLTDT#QIK 58.3 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:52806

878.93472 2 timecourse_ATM_combo_4hr 878.92949 5.95 78.9 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 154.0 100 8.85E+06 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35453:114413

586.29209 3 timecourse_ATM_combo_8hr 586.28876 5.68 78.49 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 187.2 100 1.24E+07 LADFGVAGQLTDT#QIK 37.5 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:115692

878.93404 2 timecourse_ATM_combo_8hr 878.92949 5.18 78.21 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 200.0 100 1.61E+07 LADFGVAGQLTDT#QIK 45.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:115682

586.29208 3 timecourse_ATM_combo_4hr 586.28876 5.68 77.69 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 32.2 100 1.41E+06 LADFGVAGQLTDT#QIK 49.6 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35453:114403

878.93429 2 timecourse_ATM_combo_8hr 878.92949 5.46 77.21 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 696.1 100 6.45E+07 LADFGVAGQLTDT#QIK 43 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:114620

586.29008 3 combeffx_ATM_PI3Ki 586.28876 2.25 77.07 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 88.9 100 7.66E+06 LADFGVAGQLTDT#QIK 53.5 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35298:47871

878.93282 2 combeffx_ATM_comboi 878.92949 3.79 76.82 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 650.1 100 1.02E+08 LADFGVAGQLTDT#QIK 37.4 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:48275

878.93467 2 timecourse_ATM_combo_8hr 878.92949 5.89 75.38 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 731.1 100 6.09E+07 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:114640

586.29052 3 combeffx_ATM_PI3Ki 586.28876 3 72.92 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 76.9 100 5.73E+06 LADFGVAGQLTDT#QIK 49.6 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35299:45854

956.98401 2 timecourse_ATM_ctrl1 956.98005 4.14 72.74 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 66.5 100 2.47E+06 LADFGVAGQLTDT#QIKR 38.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35448:128547

878.93383 2 timecourse_ATM_ctrl1 878.92949 4.94 70.82 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 60.4 100 3.41E+06 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35449:117511

956.98233 2 timecourse_ATM_combo_1hr 956.98005 2.38 70.76 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 55.0 100 2.28E+06 LADFGVAGQLTDT#QIKR 43 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35457:130386

956.98394 2 combeffx_ATM_comboi 956.98005 4.06 70.47 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 140.2 100 2.54E+07 LADFGVAGQLTDT#QIKR 45.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:53809

956.98289 2 combeffx_ATM_ctrl 956.98005 2.97 69.61 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 14.7 100 1.42E+06 LADFGVAGQLTDT#QIKR 40.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35295:55569

638.32422 3 combeffx_ATM_ctrl 638.32246 2.76 68.3 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 186.1 100 2.73E+07 LADFGVAGQLTDT#QIKR 12.7 172 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase MST4  35294:57775

956.98251 2 combeffx_ATM_PI3Ki 956.98005 2.57 67.63 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 41.1 100 3.96E+06 LADFGVAGQLTDT#QIKR 37.4 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35298:53255

956.98282 2 combeffx_ATM_MEKi 956.98005 2.89 67.45 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 40.5 100 1.51E+06 LADFGVAGQLTDT#QIKR 42.6 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35296:46747

878.93456 2 timecourse_ATM_combo_1hr 878.92949 5.77 66.95 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 53.7 100 3.86E+06 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35456:117201

878.9346 2 timecourse_ATM_combo_8hr 878.92949 5.81 66.23 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 922.6 100 7.09E+07 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:115702

878.93459 2 timecourse_ATM_ctrl1 878.92949 5.8 66.11 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 52.9 100 3.25E+06 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35448:115691

878.93442 2 timecourse_ATM_ctrl2 878.92949 5.61 65.88 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 84.3 100 4.29E+06 LADFGVAGQLTDT#QIK 43 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35447:103693

822.39043 2 timecourse_ATM_combo_8hr 822.38746 3.61 65.65 MST4  MST4_HUMAN 30 L.ADFGVAGQLTDT#QIK.R 4.1 100 5.02E+05 ADFGVAGQLTDT#QIK 57.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:104973

586.29218 3 timecourse_ATM_combo_8hr 586.28876 5.83 65.62 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 179.4 100 1.35E+07 LADFGVAGQLTDT#QIK 38.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:114630

586.29097 3 combeffx_ATM_comboi 586.28876 3.77 65.31 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 353.7 100 4.96E+07 LADFGVAGQLTDT#QIK 27.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:48265

586.29139 3 combeffx_ATM_comboi 586.28876 4.49 65.18 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 434.6 100 8.62E+07 LADFGVAGQLTDT#QIK 41.3 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:52816

638.32541 3 combeffx_ATM_comboi 638.32246 4.62 64.98 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 970.8 100 4.50E+08 LADFGVAGQLTDT#QIKR 49 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:58932

878.93482 2 timecourse_ATM_combo_8hr 878.92949 6.06 64.33 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 892.9 100 7.36E+07 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:115712

638.32487 3 combeffx_ATM_comboi 638.32246 3.78 63.77 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1421.7 100 3.10E+08 LADFGVAGQLTDT#QIKR 26.4 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:53789

956.98333 2 combeffx_ATM_PI3Ki 956.98005 3.43 63.44 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 18.4 100 1.87E+06 LADFGVAGQLTDT#QIKR 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35299:50662

956.98368 2 combeffx_ATM_comboi 956.98005 3.79 63.32 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 123.2 100 2.54E+07 LADFGVAGQLTDT#QIKR 42.6 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:53799

878.93406 2 timecourse_ATM_combo_8hr 878.92949 5.2 63.25 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 54.8 94 7.55E+06 LADFGVAGQLTDT#QIK 43 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:114600

956.98446 2 timecourse_ATM_ctrl2 956.98005 4.61 63.05 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 48.9 100 1.58E+06 LADFGVAGQLTDT#QIKR 40.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35446:114255

878.93298 2 combeffx_ATM_comboi 878.92949 3.97 62.83 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 23.9 94 8.93E+06 LADFGVAGQLTDT#QIK 52.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:52786

638.32523 3 combeffx_ATM_comboi 638.32246 4.34 61.97 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1174.6 100 4.54E+08 LADFGVAGQLTDT#QIKR 28.3 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:58912

956.98324 2 combeffx_ATM_ctrl 956.98005 3.33 61.8 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 20.1 100 2.27E+06 LADFGVAGQLTDT#QIKR 43 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35294:57785

878.93381 2 timecourse_ATM_combo_2hr 878.92949 4.92 61.55 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 49.5 100 1.89E+06 LADFGVAGQLTDT#QIK 48.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35455:108505

956.98364 2 timecourse_ATM_combo_8hr 956.98005 3.75 61.06 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 382.8 100 2.51E+07 LADFGVAGQLTDT#QIKR 38.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:129087

956.98293 2 timecourse_ATM_combo_4hr 956.98005 3.01 61.04 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 93.4 100 4.65E+06 LADFGVAGQLTDT#QIKR 36.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35453:127171

956.98364 2 timecourse_ATM_combo_1hr 956.98005 3.75 60.91 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 53.7 100 2.29E+06 LADFGVAGQLTDT#QIKR 37.4 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35456:130328

878.93406 2 timecourse_ATM_combo_2hr 878.92949 5.2 60.74 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 42.8 100 1.75E+06 LADFGVAGQLTDT#QIK 33.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35454:108808



586.29224 3 timecourse_ATM_combo_1hr 586.28876 5.94 59.81 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 12.7 100 6.53E+05 LADFGVAGQLTDT#QIK 38.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35456:117211

956.98382 2 timecourse_ATM_ctrl2 956.98005 3.95 59.75 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 63.9 100 1.98E+06 LADFGVAGQLTDT#QIKR 37.4 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35447:116394

586.29096 3 combeffx_ATM_comboi 586.28876 3.75 59.74 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 351.5 100 4.95E+07 LADFGVAGQLTDT#QIK 41.3 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:48255

956.98316 2 timecourse_ATM_ctrl1 956.98005 3.25 59.72 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 60.9 100 2.29E+06 LADFGVAGQLTDT#QIKR 38.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35449:130748

956.98288 2 timecourse_ATM_combo_2hr 956.98005 2.96 59.57 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 39.3 100 1.13E+06 LADFGVAGQLTDT#QIKR 37.4 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35455:120966

586.29273 3 timecourse_ATM_ctrl2 586.28876 6.77 59.48 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 14.7 100 8.03E+05 LADFGVAGQLTDT#QIK 34.5 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35446:101757

956.98358 2 timecourse_ATM_combo_8hr 956.98005 3.69 59.35 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 269.0 100 2.09E+07 LADFGVAGQLTDT#QIKR 36.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:127538

956.98312 2 timecourse_ATM_combo_2hr 956.98005 3.21 57.77 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 38.7 100 1.23E+06 LADFGVAGQLTDT#QIKR 30.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35454:120731

956.98316 2 timecourse_ATM_combo_4hr 956.98005 3.25 57.59 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 82.4 100 4.35E+06 LADFGVAGQLTDT#QIKR 42.6 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35452:124784

586.29071 3 combeffx_ATM_MEKi 586.28876 3.33 57.23 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 36.8 100 1.20E+06 LADFGVAGQLTDT#QIK 41.3 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35297:39089

586.29207 3 timecourse_ATM_combo_4hr 586.28876 5.65 56.72 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 31.9 100 1.60E+06 LADFGVAGQLTDT#QIK 24.2 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35452:112323

878.93672 2 timecourse_ATM_combo_8hr 878.92949 8.23 55.93 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 29.6 100 5.20E+06 LADFGVAGQLTDT#QIK 43 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:114650

878.93463 2 timecourse_ATM_combo_4hr 878.92949 5.85 55.42 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 109.8 100 7.82E+06 LADFGVAGQLTDT#QIK 37.4 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35452:112333

638.32413 3 combeffx_ATM_MEKi 638.32246 2.62 54.7 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 411.6 100 2.29E+07 LADFGVAGQLTDT#QIKR 31.3 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35296:46737

956.98468 2 combeffx_ATM_comboi 956.98005 4.84 54.51 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 105.7 100 3.75E+07 LADFGVAGQLTDT#QIKR 24.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:58962

878.9336 2 timecourse_ATM_combo_8hr 878.92949 4.68 53.74 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 6.6 94 5.61E+05 LADFGVAGQLTDT#QIK 40.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:114590

878.93543 2 timecourse_ATM_ctrl2 878.92949 6.76 53.29 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 69.8 100 3.89E+06 LADFGVAGQLTDT#QIK 43 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35446:101747

586.29185 3 timecourse_ATM_combo_2hr 586.28876 5.27 53.25 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIK.R 10.5 100 2.96E+05 LADFGVAGQLTDT#QIK 11.9 172 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase MST4  35454:108818

638.32484 3 combeffx_ATM_comboi 638.32246 3.73 52.11 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 1270.7 100 3.09E+08 LADFGVAGQLTDT#QIKR 29.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:53769

586.29136 3 timecourse_ATM_combo_1hr 586.28876 4.43 51.81 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 11.8 100 5.83E+05 LADFGVAGQLTDT#QIK 68.6 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35457:116802

638.32384 3 combeffx_ATM_PI3Ki 638.32246 2.16 51.57 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 222.8 100 3.01E+07 LADFGVAGQLTDT#QIKR 35 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35299:50642

638.3245 3 combeffx_ATM_MEKi 638.32246 3.2 50.35 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 372.3 100 1.54E+07 LADFGVAGQLTDT#QIKR 29.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35297:42798

878.934 2 timecourse_ATM_combo_8hr 878.92949 5.13 49.71 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 5.8 94 1.39E+06 LADFGVAGQLTDT#QIK 40.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:115672

638.32596 3 timecourse_ATM_combo_4hr 638.32246 5.48 48.67 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 661.7 100 3.57E+07 LADFGVAGQLT#DTQIKR 7.5 170 0,2 0 0 0 0 Serine/threonine‐protein kinase MST4  35452:124794

638.32394 3 combeffx_ATM_ctrl 638.32246 2.32 47.44 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 169.0 100 2.29E+07 LADFGVAGQLTDT#QIKR 39.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35295:55559

878.93425 2 timecourse_ATM_combo_4hr 878.92949 5.42 47.31 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 145.9 100 8.86E+06 LADFGVAGQLTDT#QIK 38.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35453:114393

586.2923 3 timecourse_ATM_ctrl1 586.28876 6.04 47.14 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 10.5 100 5.29E+05 LADFGVAGQLTDT#QIK 27 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35448:115701

878.93514 2 timecourse_ATM_ctrl2 878.92949 6.43 46.19 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 76.1 100 3.92E+06 LADFGVAGQLTDT#QIK 21.3 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35446:101737

956.98561 2 timecourse_ATM_combo_8hr 956.98005 5.81 45.53 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 368.6 100 2.53E+07 LADFGVAGQLTDT#QIKR 24.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:129137

638.32609 3 timecourse_ATM_combo_8hr 638.32246 5.69 44.55 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1934.7 100 1.49E+08 LADFGVAGQLTDT#QIKR 14.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:127578

600.63064 3 combeffx_ATM_comboi 600.62777 4.78 44.2 MST4  MST4_HUMAN 30 L.ADFGVAGQLTDT#QIKR.N 22.5 100 3.13E+06 ADFGVAGQLTDT#QIKR 14.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:54656

638.32512 3 combeffx_ATM_comboi 638.32246 4.17 44.2 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1101.4 100 4.39E+08 LADFGVAGQLTDT#QIKR 20.2 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:58892

586.29156 3 timecourse_ATM_ctrl1 586.28876 4.79 43.38 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 10.6 100 5.17E+05 LADFGVAGQLTDT#QIK 29.6 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35449:117501

638.32393 3 combeffx_ATM_PI3Ki 638.32246 2.3 43.01 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 299.9 100 3.03E+07 LADFGVAGQLTDT#QIKR 28.3 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35299:50652

638.32476 3 timecourse_ATM_combo_8hr 638.32246 3.6 42.52 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 1850.5 100 1.48E+08 LADFGVAGQLT#DTQIKR 4.9 170 0,2 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:127528

586.29155 3 timecourse_ATM_combo_2hr 586.28876 4.76 41.66 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 11.5 100 3.75E+05 LADFGVAGQLTDT#QIK 24.2 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35455:108495

638.32542 3 combeffx_ATM_comboi 638.32246 4.64 40.8 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1092.4 100 4.39E+08 LADFGVAGQLTDT#QIKR 21.8 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:58942

586.29226 3 timecourse_ATM_ctrl2 586.28876 5.97 39.43 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 17.2 100 7.35E+05 LADFGVAGQLTDT#QIK 41 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35447:103703

638.32614 3 timecourse_ATM_combo_8hr 638.32246 5.77 39.11 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1894.7 100 1.48E+08 LADFGVAGQLTDT#QIKR 14.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:129127

638.32485 3 combeffx_ATM_comboi 638.32246 3.74 37.7 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1480.3 100 3.10E+08 LADFGVAGQLTDT#QIKR 12.2 172 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:53779

638.3256 3 timecourse_ATM_combo_8hr 638.32246 4.92 37.45 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 2195.0 100 1.14E+08 LADFGVAGQLT#DTQIKR 10.4 170 0,2 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:129107

478.9956 4 timecourse_ATM_combo_8hr 478.99366 4.05 36.92 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 8.7 100 4.25E+05 LADFGVAGQLTDT#QIKR 16.2 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:127548

638.32524 3 combeffx_ATM_comboi 638.32246 4.36 36.92 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1526.4 100 3.10E+08 LADFGVAGQLTDT#QIKR 22.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:53819

638.32374 3 combeffx_ATM_PI3Ki 638.32246 2.01 36.88 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 323.7 100 3.96E+07 LADFGVAGQLTDT#QIKR 22.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35298:53235

600.63026 3 timecourse_ATM_combo_8hr 600.62777 4.15 36.75 MST4  MST4_HUMAN 30 L.ADFGVAGQLTDT#QIKR.N 28.8 100 1.48E+06 ADFGVAGQLTDT#QIKR 10.4 172 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:118680

638.32585 3 timecourse_ATM_combo_4hr 638.32246 5.31 36.05 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 697.7 100 3.40E+07 LADFGVAGQLTDT#QIKR 16.2 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35453:127181

638.32389 3 combeffx_ATM_ctrl 638.32246 2.24 36.02 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 191.4 100 2.29E+07 LADFGVAGQLTDT#QIKR 20.2 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35295:55549

638.32446 3 timecourse_ATM_combo_8hr 638.32246 3.13 35.29 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1944.5 100 1.47E+08 LADFGVAGQLTDT#QIKR 22.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35451:129077

878.9342 2 timecourse_ATM_combo_8hr 878.92949 5.36 34.34 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 4.0 94 6.39E+05 LADFGVAGQLTDT#QIK 15.5 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:114610

638.32495 3 timecourse_ATM_ctrl2 638.32246 3.9 33.81 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 369.4 100 1.41E+07 LADFGVAGQLT#DTQIKR 1.9 170 0,2 0 0 0 0 Serine/threonine‐protein kinase MST4  35446:114245

638.32377 3 combeffx_ATM_PI3Ki 638.32246 2.05 33.72 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 281.7 100 3.96E+07 LADFGVAGQLTDT#QIKR 29.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35298:53245

638.32533 3 combeffx_ATM_comboi 638.32246 4.5 33.49 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 1308.1 100 4.52E+08 LADFGVAGQLTDT#QIKR 14.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:58922

600.63059 3 combeffx_ATM_comboi 600.62777 4.7 32.94 MST4  MST4_HUMAN 30 L.ADFGVAGQLT#DTQIKR.N 18.7 100 1.85E+06 ADFGVAGQLT#DTQIKR 15 170 0 0 0 0 Serine/threonine‐protein kinase MST4  35301:49992

638.32423 3 timecourse_ATM_combo_4hr 638.32246 2.77 32.73 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 622.6 100 3.38E+07 LADFGVAGQLT#DTQIKR 4.9 170 0,2 0 0 0 0 Serine/threonine‐protein kinase MST4  35453:127161

638.32452 3 timecourse_ATM_combo_4hr 638.32246 3.23 29.98 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 593.3 100 3.55E+07 LADFGVAGQLTDT#QIKR 15 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35452:124774

638.32445 3 timecourse_ATM_combo_2hr 638.32246 3.12 29.65 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 249.1 100 9.30E+06 LADFGVAGQLTDT#QIKR 18 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35454:120721

586.29037 3 combeffx_ATM_ctrl 586.28876 2.75 29.51 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIK.R 22.3 100 1.79E+06 LADFGVAGQLTDT#QIK 20.9 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35294:52007

638.32471 3 timecourse_ATM_ctrl2 638.32246 3.52 28.79 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 380.6 100 1.44E+07 LADFGVAGQLTDT#QIKR 12.7 172 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase MST4  35447:116384

638.3244 3 timecourse_ATM_ctrl1 638.32246 3.04 28.51 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 381.9 100 1.73E+07 LADFGVAGQLT#DTQIKR 10.4 170 0,2 0 0 0 0 Serine/threonine‐protein kinase MST4  35449:130738

586.29112 3 combeffx_ATM_comboi 586.28876 4.03 28.11 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 429.0 100 8.65E+07 LADFGVAGQLTDT#QIK 27 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35300:52796

638.32414 3 combeffx_ATM_ctrl 638.32246 2.63 28 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 211.4 100 2.73E+07 LADFGVAGQLTDT#QIKR 14.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35294:57765

638.32406 3 timecourse_ATM_combo_2hr 638.32246 2.51 26.38 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 256.3 100 9.32E+06 LADFGVAGQLT#DTQIKR 3.5 170 0,2 0 0 0 0 Serine/threonine‐protein kinase MST4  35455:120956

638.32435 3 timecourse_ATM_combo_1hr 638.32246 2.96 25.92 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIKR.N 299.3 100 1.74E+07 LADFGVAGQLT#DTQIKR 10.4 170 0,2 0 0 0 0 Serine/threonine‐protein kinase MST4  35456:130318

878.93484 2 timecourse_ATM_ctrl2 878.92949 6.09 25.92 MST4  MST4_HUMAN 30 K.LADFGVAGQLT#DTQIK.R 80.6 100 4.33E+06 LADFGVAGQLTDT#QIK 4 172 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase MST4  35447:103713

586.29047 3 combeffx_ATM_MEKi 586.28876 2.92 21.7 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIK.R 33.5 100 1.60E+06 LADFGVAGQLTDT#QIK 27.7 172 0 0 0 0 Serine/threonine‐protein kinase MST4  35296:42345

864.92281 2 timecourse_ATM_combo_8hr 864.91946 3.87 21.23 MST4  MST4_HUMAN 30 A.DFGVAGQLTDT#QIKR.N 16.3 100 9.10E+05 DFGVAGQLTDT#QIKR 7.5 172 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:112200

638.32575 3 timecourse_ATM_combo_8hr 638.32246 5.15 20.16 MST4  MST4_HUMAN 30 K.LADFGVAGQLTDT#QIKR.N 2164.6 100 8.36E+07 LADFGVAGQLTDT#QIKR 12.2 172 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase MST4  35450:127568

823.73451 3 combeffx_ATM_comboi 823.73049 4.88 67.28 MTDH  LYRIC_HUMAN 1 K.LSS#QISAGEEKWNSVSPASAGKR.K 17.0 100 2.59E+06 LSS#QISAGEEKWNSVSPASAGKR 11.5 295 ‐1,0 0 0 0 0 Protein LYRIC  35301:67459

823.73454 3 combeffx_ATM_comboi 823.73049 4.92 61.53 MTDH  LYRIC_HUMAN 1 K.LSS#QISAGEEKWNSVSPASAGKR.K 20.1 100 4.13E+06 LSS#QISAGEEKWNSVSPASAGKR 13.2 295 0 0 0 0 Protein LYRIC  35300:73901

614.78016 2 combeffx_ATM_comboi 614.77646 6.02 57.58 MTDH  LYRIC_HUMAN 1 K.LSS#QISAGEEK.W 45.6 100 2.57E+06 LSS#QISAGEEK 28.9 295 0 0 0 0 Protein LYRIC  35301:20949

995.78232 3 timecourse_ATM_combo_8hr 995.77651 5.83 50.7 MTDH  LYRIC_HUMAN 0 R.SIFSGIGSTAEPVS#QSTTSDYQWDVSR.N 10.1 100 6.16E+05 SIFSGIGSTAEPVS#QSTTSDYQWDVSR 18 357 0 0 0 0 Protein LYRIC  35450:174930

614.7792 2 combeffx_ATM_comboi 614.77646 4.46 49.1 MTDH  LYRIC_HUMAN 1 K.LSS#QISAGEEK.W 65.7 100 4.31E+06 LSS#QISAGEEK 26.4 295 0 0 0 0 Protein LYRIC  35300:22647

751.30037 2 timecourse_ATM_combo_8hr 751.29577 6.12 48.05 MTDH  LYRIC_HUMAN 1 R.KTEPSAWS#QDTGD.A 17.1 100 1.49E+06 KTEPSAWS#QDTGD 58.3 323 0 0 0 0 Protein LYRIC  35450:89213

725.7999 2 timecourse_ATM_combo_4hr 725.79593 5.47 63.06 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 202.1 100 2.93E+06 VTSEYTDGS#QQR 46.2 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35452:80608

725.79902 2 timecourse_ATM_ctrl1 725.79593 4.26 60.96 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 113.2 100 2.09E+06 VTSEYTDGS#QQR 37.5 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35449:84437

725.79989 2 timecourse_ATM_combo_8hr 725.79593 5.46 59.34 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 161.7 100 3.10E+06 VTSEYTDGS#QQR 61.1 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35451:83365

725.80013 2 timecourse_ATM_combo_1hr 725.79593 5.79 57.99 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 158.5 100 2.42E+06 VTSEYTDGS#QQR 55.2 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35456:83311

725.80037 2 timecourse_ATM_combo_2hr 725.79593 6.12 57.62 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 141.7 100 1.69E+06 VTSEYTDGS#QQR 64.5 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35454:78308

725.79991 2 timecourse_ATM_combo_4hr 725.79593 5.48 57.37 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 178.0 100 2.98E+06 VTSEYTDGS#QQR 61.1 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35453:82264

725.80012 2 timecourse_ATM_combo_8hr 725.79593 5.77 56.88 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 168.6 100 2.88E+06 VTSEYTDGS#QQR 64.5 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35450:82629

725.79984 2 timecourse_ATM_ctrl2 725.79593 5.39 55.68 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 142.2 100 1.71E+06 VTSEYTDGS#QQR 64.5 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35447:72948

725.80045 2 timecourse_ATM_ctrl1 725.79593 6.24 54.54 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 137.6 100 2.28E+06 VTSEYTDGS#QQR 49.6 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35448:83126

725.79963 2 timecourse_ATM_combo_2hr 725.79593 5.1 52.97 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 127.1 100 1.52E+06 VTSEYTDGS#QQR 55.2 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35455:77758

725.80039 2 timecourse_ATM_combo_8hr 725.79593 6.14 48.01 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 5.8 94 9.36E+04 VTSEYTDGS#QQR 58.3 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35451:83375

725.80007 2 timecourse_ATM_ctrl2 725.79593 5.7 45.89 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 142.8 100 1.61E+06 VTSEYTDGS#QQR 61.1 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35446:71822

725.79872 2 timecourse_ATM_combo_1hr 725.79593 3.84 45.36 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 135.5 100 2.34E+06 VTSEYTDGS#QQR 68.6 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35457:83605

725.79998 2 timecourse_ATM_combo_8hr 725.79593 5.58 38.62 MTUS1  MTUS1_HUMAN 0 K.VTSEYTDGS#QQR.L 5.5 94 9.82E+04 VTSEYTDGS#QQR 25.9 279 0 0 0 0 Microtubule‐associated tumor suppressor 1  35450:82619

709.30738 2 timecourse_ATM_combo_4hr 709.30420 4.48 59.07 MYBBP1A  MBB1A_HUMAN 1 K.EIPSAT#QS#PISK.K 9.2 100 8.51E+05 EIPSAT#QS#PISK 24.8 1161 33.7 1163 0 0 Myb‐binding protein 1A  35453:78904

709.30796 2 timecourse_ATM_combo_8hr 709.30420 5.3 45.59 MYBBP1A  MBB1A_HUMAN 1 K.EIPSAT#QS#PISK.K 14.4 100 1.20E+06 EIPSAT#QS#PISK 24.8 1161 33.7 1163 0 0 Myb‐binding protein 1A  35450:79133

820.32757 2 timecourse_ATM_combo_4hr 820.32453 3.71 38.05 MYBBP1A  MBB1A_HUMAN 0 K.GNTAEGCVHET#QEK.Q 19.2 100 2.14E+05 GNTAEGCVHET#QEK 76.7 946 0 0 0 0 Myb‐binding protein 1A  35453:103312

604.80275 2 timecourse_ATM_combo_1hr 604.79975 4.96 37.82 MYBBP1A  MBB1A_HUMAN 2 K.KPTS#QIPETK.H 10.4 100 2.21E+05 KPTS#QIPETK 16.2 492 0 0 0 0 Myb‐binding protein 1A  35456:50883

709.30782 2 timecourse_ATM_combo_8hr 709.30420 5.12 36.55 MYBBP1A  MBB1A_HUMAN 1 K.EIPSAT#QS#PISK.K 13.5 100 1.20E+06 EIPSAT#QS#PISK 33.7 1161 43 1163 0 0 Myb‐binding protein 1A  35451:79640

820.32793 2 timecourse_ATM_combo_4hr 820.32453 4.14 33.58 MYBBP1A  MBB1A_HUMAN 0 K.GNTAEGCVHET#QEK.Q 15.5 100 2.07E+05 GNTAEGCVHET#QEK 79.5 946 0 0 0 0 Myb‐binding protein 1A  35452:101281

709.30798 2 timecourse_ATM_combo_4hr 709.30420 5.33 33.18 MYBBP1A  MBB1A_HUMAN 1 K.EIPSAT#QS#PISK.K 10.3 100 8.44E+05 EIPSAT#QS#PISK 24.8 1161 37.4 1163 0 0 Myb‐binding protein 1A  35452:77256

740.32697 3 timecourse_ATM_combo_8hr 740.32307 5.27 28.89 MYBBP1A  MBB1A_HUMAN 3 R.DPAQPMSPGEATQS#GARPADR.Y 9.8 100 4.30E+05 DPAQPMSPGEAT#QSGARPADR 9.6 16 0,2 0 0 0 0 Myb‐binding protein 1A  35451:151370

709.30736 2 timecourse_ATM_combo_2hr 709.30420 4.46 24.4 MYBBP1A  MBB1A_HUMAN 1 K.EIPSAT#QS#PISK.K 5.8 100 3.01E+05 EIPSAT#QS#PISK 28.5 1161 33.7 1163 0 0 Myb‐binding protein 1A  35455:74617

709.30757 2 timecourse_ATM_combo_1hr 709.30420 4.75 23.3 MYBBP1A  MBB1A_HUMAN 1 K.EIPSAT#QS#PISK.K 3.3 100 2.54E+05 EIPSAT#QS#PISK 18.9 1161 21.8 1163 0 0 Myb‐binding protein 1A  35457:80246

851.85203 2 timecourse_ATM_combo_8hr 851.84748 5.34 68.38 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 7.8 100 3.97E+05 IAECSS#QLAEEEEK 11.5 1013 ‐1,0 0 0 0 0 Myosin‐10  35451:111075

951.41821 2 timecourse_ATM_ctrl1 951.41351 4.94 59.62 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 14.8 100 3.18E+05 IAECSS#QLAEEEEKAK 13.2 1013 0 0 0 0 Myosin‐10  35449:129818

951.41911 2 timecourse_ATM_combo_4hr 951.41351 5.89 59.19 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 11.7 100 2.96E+05 IAECSS#QLAEEEEKAK 16.2 1013 0 0 0 0 Myosin‐10  35452:123854

951.41918 2 timecourse_ATM_ctrl1 951.41351 5.96 57.67 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 11.5 100 3.29E+05 IAECSS#QLAEEEEKAK 21.5 1013 0 0 0 0 Myosin‐10  35448:127617

951.41812 2 timecourse_ATM_combo_1hr 951.41351 4.85 56.85 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 15.9 100 4.04E+05 IAECSS#QLAEEEEKAK 13.2 1013 0 0 0 0 Myosin‐10  35457:129446

851.85198 2 timecourse_ATM_combo_2hr 851.84748 5.28 52.33 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 7.3 100 1.72E+05 IAECSS#QLAEEEEK 26.4 1013 0 0 0 0 Myosin‐10  35454:104261

851.85204 2 timecourse_ATM_ctrl1 851.84748 5.35 51.92 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 8.4 100 2.29E+05 IAECSS#QLAEEEEK 11.5 1013 ‐1,0 0 0 0 0 Myosin‐10  35449:112595

851.85192 2 timecourse_ATM_ctrl1 851.84748 5.21 51.75 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 7.8 100 2.05E+05 IAECSS#QLAEEEEK 10.3 1013 ‐1,0 0 0 0 0 Myosin‐10  35448:110978

951.41905 2 timecourse_ATM_ctrl2 951.41351 5.82 51.28 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 12.7 100 2.71E+05 IAECSS#QLAEEEEKAK 26.4 1013 0 0 0 0 Myosin‐10  35447:115517

951.41937 2 timecourse_ATM_combo_1hr 951.41351 6.16 50.92 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 16.0 100 4.40E+05 IAECSS#QLAEEEEKAK 16.2 1013 0 0 0 0 Myosin‐10  35456:129398

851.85197 2 timecourse_ATM_combo_1hr 851.84748 5.27 49.44 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 5.1 100 2.44E+05 IAECSS#QLAEEEEK 21.5 1013 0 0 0 0 Myosin‐10  35456:112417

951.41933 2 timecourse_ATM_combo_8hr 951.41351 6.12 49.09 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 8.8 100 2.96E+05 IAECSS#QLAEEEEKAK 20.4 1013 0 0 0 0 Myosin‐10  35450:126498

951.41833 2 timecourse_ATM_combo_8hr 951.41351 5.07 47.77 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 9.7 100 3.30E+05 IAECSS#QLAEEEEKAK 28.9 1013 0 0 0 0 Myosin‐10  35451:128007

851.8515 2 timecourse_ATM_combo_2hr 851.84748 4.72 46.7 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 5.4 100 1.52E+05 IAECSS#QLAEEEEK 11.5 1013 ‐1,0 0 0 0 0 Myosin‐10  35455:104049

951.41863 2 timecourse_ATM_combo_2hr 951.41351 5.38 46.59 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 9.9 100 1.76E+05 IAECSS#QLAEEEEKAK 13.2 1013 0 0 0 0 Myosin‐10  35455:120006

951.41849 2 timecourse_ATM_combo_4hr 951.41351 5.23 45.36 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 12.6 100 3.38E+05 IAECSS#QLAEEEEKAK 13.2 1013 0 0 0 0 Myosin‐10  35453:126241

851.85146 2 timecourse_ATM_combo_1hr 851.84748 4.67 42.1 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 5.0 100 2.20E+05 IAECSS#QLAEEEEK 11.5 1013 ‐1,0 0 0 0 0 Myosin‐10  35457:112053

851.85203 2 timecourse_ATM_combo_4hr 851.84748 5.34 41.68 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 4.6 100 2.04E+05 IAECSS#QLAEEEEK 11.5 1013 ‐1,0 0 0 0 0 Myosin‐10  35452:107711

851.8512 2 timecourse_ATM_combo_4hr 851.84748 4.37 41.08 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 5.8 100 2.04E+05 IAECSS#QLAEEEEK 9.3 1013 ‐1,0 0 0 0 0 Myosin‐10  35453:109722

634.61378 3 combeffx_ATM_MEKi 634.61143 3.72 41.05 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 44.3 100 2.05E+06 IAECSS#QLAEEEEKAK 10.3 1013 ‐1,0 0 0 0 0 Myosin‐10  35296:46397

851.85209 2 timecourse_ATM_combo_8hr 851.84748 5.42 40.76 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 10.5 100 3.90E+05 IAECSS#QLAEEEEK 11.5 1013 ‐1,0 0 0 0 0 Myosin‐10  35450:110057

634.61448 3 combeffx_ATM_comboi 634.61143 4.81 39.99 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 45.9 100 3.89E+06 IAECSS#QLAEEEEKAK 10.3 1013 ‐1,0 0 0 0 0 Myosin‐10  35301:53369

951.42 2 timecourse_ATM_ctrl2 951.41351 6.82 39.76 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 11.2 100 2.33E+05 IAECSS#QLAEEEEKAK 28.9 1013 0 0 0 0 Myosin‐10  35446:113355

634.61393 3 combeffx_ATM_MEKi 634.61143 3.94 35.59 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 53.2 100 1.76E+06 IAECSS#QLAEEEEKAK 11.3 1013 ‐1,0 0 0 0 0 Myosin‐10  35297:42518

634.61464 3 timecourse_ATM_combo_2hr 634.61143 5.06 34.58 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 43.8 100 1.03E+06 IAECSS#QLAEEEEKAK 23.3 1013 0 0 0 0 Myosin‐10  35455:119996

634.61414 3 combeffx_ATM_ctrl 634.61143 4.27 34.53 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 28.5 100 2.78E+06 IAECSS#QLAEEEEKAK 21.3 1013 0 0 0 0 Myosin‐10  35295:55169

634.6141 3 combeffx_ATM_ctrl 634.61143 4.21 34.5 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 27.9 100 2.80E+06 IAECSS#QLAEEEEKAK 17 1013 0 0 0 0 Myosin‐10  35294:57345

634.61456 3 timecourse_ATM_combo_4hr 634.61143 4.93 34.31 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 53.4 100 1.70E+06 IAECSS#QLAEEEEKAK 8.7 1013 ‐1,0 0 0 0 0 Myosin‐10  35453:126231

951.41892 2 timecourse_ATM_combo_2hr 951.41351 5.69 34.2 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 9.4 100 1.99E+05 IAECSS#QLAEEEEKAK 13.2 1013 0 0 0 0 Myosin‐10  35454:119821

634.61344 3 combeffx_ATM_PI3Ki 634.61143 3.17 34.11 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 48.2 100 3.52E+06 IAECSS#QLAEEEEKAK 18.9 1013 0 0 0 0 Myosin‐10  35298:52835

851.85172 2 timecourse_ATM_ctrl2 851.84748 4.98 33.4 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 5.9 100 1.05E+05 IAECSS#QLAEEEEK 0 1013 ‐1,0 0 0 0 0 Myosin‐10  35447:99065

851.85265 2 timecourse_ATM_ctrl2 851.84748 6.07 31.37 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEK.A 4.8 100 9.10E+04 IAECSS#QLAEEEEK 11.5 1013 ‐1,0 0 0 0 0 Myosin‐10  35446:97315

634.61432 3 timecourse_ATM_ctrl1 634.61143 4.55 31.31 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 47.5 100 1.43E+06 IAECSS#QLAEEEEKAK 13.2 1013 0 0 0 0 Myosin‐10  35449:129808

634.615 3 timecourse_ATM_ctrl2 634.61143 5.63 30.61 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 54.9 100 1.44E+06 IAECSS#QLAEEEEKAK 4.8 1013 ‐1,0 0 0 0 0 Myosin‐10  35447:115507

634.61364 3 combeffx_ATM_PI3Ki 634.61143 3.48 29.88 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 39.1 100 2.57E+06 IAECSS#QLAEEEEKAK 17 1013 0 0 0 0 Myosin‐10  35299:50332

634.61414 3 combeffx_ATM_comboi 634.61143 4.27 29.41 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 58.6 100 5.57E+06 IAECSS#QLAEEEEKAK 4.8 1013 ‐1,0 0 0 0 0 Myosin‐10  35300:58512

634.61425 3 timecourse_ATM_combo_1hr 634.61143 4.44 28.51 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 54.2 100 1.92E+06 IAECSS#QLAEEEEKAK 7.5 1013 ‐1,0 0 0 0 0 Myosin‐10  35457:129436

634.61494 3 timecourse_ATM_ctrl1 634.61143 5.53 28.38 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 46.0 100 1.52E+06 IAECSS#QLAEEEEKAK 6.6 1013 ‐1,0 0 0 0 0 Myosin‐10  35448:127607

634.61511 3 timecourse_ATM_combo_8hr 634.61143 5.8 28.25 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 40.5 100 1.64E+06 IAECSS#QLAEEEEKAK 11.3 1013 ‐1,0 0 0 0 0 Myosin‐10  35450:126488

634.61458 3 timecourse_ATM_combo_8hr 634.61143 4.96 26.02 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 45.1 100 1.80E+06 IAECSS#QLAEEEEKAK 11.3 1013 ‐1,0 0 0 0 0 Myosin‐10  35451:127997

634.61495 3 timecourse_ATM_combo_4hr 634.61143 5.55 25.91 MYH10  MYH10_HUMAN 6 R.IAECS#SQLAEEEEKAK.N 51.6 100 1.74E+06 IAECSS#QLAEEEEKAK 5.9 1013 ‐1,0 0 0 0 0 Myosin‐10  35452:123844

634.61512 3 timecourse_ATM_combo_1hr 634.61143 5.81 25.69 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 58.6 100 2.06E+06 IAECSS#QLAEEEEKAK 7.5 1013 ‐1,0 0 0 0 0 Myosin‐10  35456:129388

634.61551 3 timecourse_ATM_ctrl2 634.61143 6.43 23.68 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 51.2 100 1.35E+06 IAECSS#QLAEEEEKAK 5.9 1013 ‐1,0 0 0 0 0 Myosin‐10  35446:113345

634.61489 3 timecourse_ATM_combo_2hr 634.61143 5.45 21.71 MYH10  MYH10_HUMAN 6 R.IAECSS#QLAEEEEKAK.N 39.0 100 9.87E+05 IAECSS#QLAEEEEKAK 8.7 1013 ‐1,0 0 0 0 0 Myosin‐10  35454:119811

858.39005 3 timecourse_ATM_combo_4hr 858.38494 5.95 63.43 MYH9  MYH9_HUMAN 2 K.DFSALESQLQDT#QELLQEENR.Q 18.2 100 1.24E+06 DFSALESQLQDT#QELLQEENR 84.1 1313 0 0 0 0 Myosin‐9  35452:159890

858.38969 3 timecourse_ATM_combo_8hr 858.38494 5.55 62.42 MYH9  MYH9_HUMAN 2 K.DFSALESQLQDT#QELLQEENR.Q 27.0 100 2.37E+06 DFSALESQLQDT#QELLQEENR 46.9 1313 0 0 0 0 Myosin‐9  35451:166770

858.38974 3 timecourse_ATM_combo_8hr 858.38494 5.59 53.28 MYH9  MYH9_HUMAN 2 K.DFSALESQLQDT#QELLQEENR.Q 20.7 100 2.38E+06 DFSALESQLQDT#QELLQEENR 56.1 1313 0 0 0 0 Myosin‐9  35450:164710

858.38976 3 timecourse_ATM_combo_4hr 858.38494 5.62 49.04 MYH9  MYH9_HUMAN 2 K.DFSALESQLQDT#QELLQEENR.Q 20.5 100 1.41E+06 DFSALESQLQDT#QELLQEENR 47.5 1313 0 0 0 0 Myosin‐9  35453:162801

916.41868 2 combeffx_ATM_comboi 916.41448 4.58 46.38 MYH9  MYH9_HUMAN 4 R.LTEMETLQS#QLMAEK.L 36.7 100 5.01E+06 LTEMETLQS#QLMAEK 55.2 876 0 0 0 0 Myosin‐9  35301:51162

583.78865 4 timecourse_ATM_combo_8hr 583.78776 1.52 42.57 MYH9  MYH9_HUMAN 2 R.QKHS#QAVEELAEQLEQTKR.V 23.2 100 3.90E+06 QKHS#QAVEELAEQLEQTKR 83.8 1195 0 0 0 0 Myosin‐9  35451:156190

726.01804 3 timecourse_ATM_combo_8hr 726.01422 5.26 36.92 MYH9  MYH9_HUMAN 2 R.QKHS#QAVEELAEQLEQTK.R 33.6 100 2.18E+06 QKHS#QAVEELAEQLEQTK 141.5 1195 0 0 0 0 Myosin‐9  35451:149370

726.01806 3 timecourse_ATM_combo_8hr 726.01422 5.29 36.41 MYH9  MYH9_HUMAN 2 R.QKHS#QAVEELAEQLEQTK.R 29.4 100 2.09E+06 QKHS#QAVEELAEQLEQTK 120.6 1195 0 0 0 0 Myosin‐9  35450:147440

858.38949 3 timecourse_ATM_ctrl1 858.38494 5.3 33.45 MYH9  MYH9_HUMAN 2 K.DFSALESQLQDT#QELLQEENR.Q 6.8 100 2.70E+05 DFSALESQLQDT#QELLQEENR 25.8 1313 0 0 0 0 Myosin‐9  35449:165269

1053.49746 3 timecourse_ATM_combo_8hr 1053.49169 5.48 74.03 MYLK  MYLK_HUMAN 6 K.LESEEDVS#QAFLEAVAEEKPHVKPYFS.K 7.0 100 6.67E+05 LESEEDVS#QAFLEAVAEEKPHVKPYFS 67.8 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35451:180180

1161.56519 4 timecourse_ATM_combo_8hr 1161.55736 6.74 52.05 MYLK  MYLK_HUMAN 6 R.KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVKPYFS.K 3.6 100 3.17E+05 KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVK 14.7 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35450:185610

955.06957 5 combeffx_ATM_comboi 955.06633 3.39 52.01 MYLK  MYLK_HUMAN 6 R.KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 5.1 100 9.73E+05 KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVK 16.6 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35301:77299

822.39927 4 timecourse_ATM_combo_8hr 822.39433 6.01 49.54 MYLK  MYLK_HUMAN 6 K.LESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 13.2 100 1.32E+06 LESEEDVS#QAFLEAVAEEKPHVKPYFSK 29.1 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35450:179500

822.39988 4 timecourse_ATM_combo_8hr 822.39433 6.75 47.28 MYLK  MYLK_HUMAN 6 K.LESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 13.0 100 1.44E+06 LESEEDVS#QAFLEAVAEEKPHVKPYFSK 53.7 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35451:182330

822.39961 4 timecourse_ATM_combo_2hr 822.39433 6.42 45.29 MYLK  MYLK_HUMAN 6 K.LESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 6.3 100 3.35E+05 LESEEDVS#QAFLEAVAEEKPHVKPYFSK 38.6 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35455:168991

955.07156 5 timecourse_ATM_combo_8hr 955.06633 5.48 44.99 MYLK  MYLK_HUMAN 6 R.KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 9.4 100 1.16E+06 KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVK 6.6 1793 ‐15,0 0 0 0 0 Myosin light chain kinase, smooth muscle  35450:185720

822.39962 4 timecourse_ATM_combo_4hr 822.39433 6.43 41.06 MYLK  MYLK_HUMAN 6 K.LESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 9.2 100 7.48E+05 LESEEDVS#QAFLEAVAEEKPHVKPYFSK 34.6 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35453:177851

955.07198 5 timecourse_ATM_combo_4hr 955.06633 5.92 38.82 MYLK  MYLK_HUMAN 6 R.KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 8.9 100 1.01E+06 KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVK 5.4 1793 ‐21,0 0 0 0 0 Myosin light chain kinase, smooth muscle  35453:184951

822.39963 4 timecourse_ATM_combo_4hr 822.39433 6.46 35.02 MYLK  MYLK_HUMAN 6 K.LESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 8.9 100 6.53E+05 LESEEDVS#QAFLEAVAEEKPHVKPYFSK 53.7 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35452:174600

955.07218 5 timecourse_ATM_combo_8hr 955.06633 6.13 32.68 MYLK  MYLK_HUMAN 6 R.KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 7.5 100 1.46E+06 KSSTGSPTSPLNAEKLESEEDVS#QAFLEAVAEEKPHVK 12.2 1793 ‐5,0 0 0 0 0 Myosin light chain kinase, smooth muscle  35451:188940

822.4001 4 timecourse_ATM_ctrl1 822.39433 7.02 32.57 MYLK  MYLK_HUMAN 6 K.LESEEDVS#QAFLEAVAEEKPHVKPYFSK.T 4.2 94 2.52E+05 LESEEDVS#QAFLEAVAEEKPHVKPYFSK 18.6 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35448:176370

971.06613 5 timecourse_ATM_combo_4hr 971.05960 6.72 32.01 MYLK  MYLK_HUMAN 6 R.KSSTGSPTS#PLNAEKLES#EEDVSQAFLEAVAEEKPHVKPYFSK.T 11.6 100 8.83E+05 KSSTGS#PTSPLNAEKLESEEDVS#QAFLEAVAEEKPHV 9.4 1776 ‐4,12 11.1 1793 ‐21,0 0 0 Myosin light chain kinase, smooth muscle  35452:181370

790.37544 4 timecourse_ATM_combo_8hr 790.37059 6.14 24.19 MYLK  MYLK_HUMAN 6 K.LESEEDVS#QAFLEAVAEEKPHVKPYFS.K 4.8 100 4.12E+05 LESEEDVS#QAFLEAVAEEKPHVKPYFS 48.5 1793 0 0 0 0 Myosin light chain kinase, smooth muscle  35451:180190

514.2379 2 combeffx_ATM_PI3Ki 514.23573 4.22 31.87 MYO18A  MY18A_HUMAN 1 K.QNS#QMIVK.R 28.2 100 9.57E+05 QNS#QMIVK 1000 132 0 0 0 0 Myosin‐XVIIIa  35299:11206

514.23836 2 combeffx_ATM_comboi 514.23573 5.11 31.26 MYO18A  MY18A_HUMAN 1 K.QNS#QMIVK.R 45.0 100 2.29E+06 QNS#QMIVK 1000 132 0 0 0 0 Myosin‐XVIIIa  35300:12333

514.23856 2 timecourse_ATM_combo_8hr 514.23573 5.5 30.69 MYO18A  MY18A_HUMAN 1 K.QNS#QMIVK.R 117.0 100 2.72E+06 QNS#QMIVK 1000 132 0 0 0 0 Myosin‐XVIIIa  35450:26194

514.23814 2 timecourse_ATM_ctrl1 514.23573 4.69 30.42 MYO18A  MY18A_HUMAN 1 K.QNS#QMIVK.R 148.4 100 3.31E+06 QNS#QMIVK 1000 132 0 0 0 0 Myosin‐XVIIIa  35449:26807

847.38299 2 timecourse_ATM_combo_1hr 847.37775 6.18 52.2 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 13.2 100 5.90E+05 NQYVPYPHAPGS#QR 71.8 980 0 0 0 0 Myosin‐Ie  35456:111507

847.38162 2 timecourse_ATM_combo_4hr 847.37775 4.57 50.83 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 6.0 100 2.62E+05 NQYVPYPHAPGS#QR 52.1 980 0 0 0 0 Myosin‐Ie  35453:108902

847.38194 2 timecourse_ATM_combo_1hr 847.37775 4.94 50.7 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 12.7 100 6.02E+05 NQYVPYPHAPGS#QR 79.4 980 0 0 0 0 Myosin‐Ie  35457:111225

847.38165 2 timecourse_ATM_combo_2hr 847.37775 4.6 47.08 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 7.4 100 2.36E+05 NQYVPYPHAPGS#QR 57.7 980 0 0 0 0 Myosin‐Ie  35455:103169

847.38181 2 timecourse_ATM_ctrl1 847.37775 4.79 41.74 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 5.9 100 1.58E+05 NQYVPYPHAPGS#QR 50.6 980 0 0 0 0 Myosin‐Ie  35449:111765

847.38219 2 timecourse_ATM_combo_4hr 847.37775 5.24 40.77 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 6.0 100 2.47E+05 NQYVPYPHAPGS#QR 57.7 980 0 0 0 0 Myosin‐Ie  35452:106911

847.3822 2 timecourse_ATM_ctrl2 847.37775 5.25 38.57 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 4.1 100 1.27E+05 NQYVPYPHAPGS#QR 34.5 980 0 0 0 0 Myosin‐Ie  35447:98195

847.38268 2 timecourse_ATM_combo_2hr 847.37775 5.82 37.94 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 8.8 100 2.35E+05 NQYVPYPHAPGS#QR 57.7 980 0 0 0 0 Myosin‐Ie  35454:103506

565.25704 3 timecourse_ATM_combo_1hr 565.25426 4.92 37.87 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 51.3 100 1.98E+06 NQYVPYPHAPGS#QR 42.4 980 0 0 0 0 Myosin‐Ie  35457:111215

565.2568 3 timecourse_ATM_combo_4hr 565.25426 4.49 35.27 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 23.0 100 9.22E+05 NQYVPYPHAPGS#QR 26.7 980 0 0 0 0 Myosin‐Ie  35453:108892

565.25711 3 combeffx_ATM_comboi 565.25426 5.04 33.15 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 35.1 100 6.11E+06 NQYVPYPHAPGS#QR 9.8 980 ‐6,0 0 0 0 0 Myosin‐Ie  35300:49879

565.25779 3 timecourse_ATM_combo_8hr 565.25426 6.25 32.14 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 18.6 100 8.71E+05 NQYVPYPHAPGS#QR 23.2 980 0 0 0 0 Myosin‐Ie  35450:109307

565.25789 3 timecourse_ATM_combo_1hr 565.25426 6.42 30.21 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 47.2 100 2.04E+06 NQYVPYPHAPGS#QR 34.2 980 0 0 0 0 Myosin‐Ie  35456:111517

565.25745 3 timecourse_ATM_combo_4hr 565.25426 5.64 29.35 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 20.8 100 8.99E+05 NQYVPYPHAPGS#QR 30.3 980 0 0 0 0 Myosin‐Ie  35452:106921

565.25603 3 combeffx_ATM_ctrl 565.25426 3.13 28.93 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 23.6 100 2.65E+06 NQYVPYPHAPGS#QR 19.8 980 0 0 0 0 Myosin‐Ie  35295:47052

565.25668 3 timecourse_ATM_combo_2hr 565.25426 4.3 28.12 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 27.8 100 8.40E+05 NQYVPYPHAPGS#QR 23.4 980 0 0 0 0 Myosin‐Ie  35455:103159

565.25606 3 combeffx_ATM_PI3Ki 565.25426 3.18 28.12 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 52.1 100 5.14E+06 NQYVPYPHAPGS#QR 38 980 0 0 0 0 Myosin‐Ie  35298:45243

565.25751 3 timecourse_ATM_combo_2hr 565.25426 5.75 26.64 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 30.9 100 8.94E+05 NQYVPYPHAPGS#QR 26.7 980 0 0 0 0 Myosin‐Ie  35454:103496

565.25588 3 combeffx_ATM_MEKi 565.25426 2.87 26.43 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 24.8 100 1.56E+06 NQYVPYPHAPGS#QR 27.1 980 0 0 0 0 Myosin‐Ie  35296:40410

565.2576 3 timecourse_ATM_combo_8hr 565.25426 5.91 26.12 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 14.7 100 7.01E+05 NQYVPYPHAPGS#QR 15 980 0 0 0 0 Myosin‐Ie  35451:110255

565.25699 3 combeffx_ATM_comboi 565.25426 4.83 24.69 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 35.2 100 6.11E+06 NQYVPYPHAPGS#QR 16.5 980 0 0 0 0 Myosin‐Ie  35300:49869

565.2563 3 combeffx_ATM_PI3Ki 565.25426 3.61 24.03 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 43.7 100 3.94E+06 NQYVPYPHAPGS#QR 23.8 980 0 0 0 0 Myosin‐Ie  35299:43460

565.25772 3 timecourse_ATM_ctrl1 565.25426 6.12 19.68 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 14.2 100 6.10E+05 NQYVPYPHAPGS#QR 9.8 980 ‐6,0 0 0 0 0 Myosin‐Ie  35448:110178

847.38241 2 timecourse_ATM_combo_8hr 847.37775 5.5 19.65 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 4.8 100 2.24E+05 NQYVPYPHAPGS#QR 20.9 980 0 0 0 0 Myosin‐Ie  35451:110245

565.25634 3 combeffx_ATM_MEKi 565.25426 3.68 17.47 MYO1E  MYO1E_HUMAN 1 R.NQYVPYPHAPGS#QR.S 20.5 100 1.20E+06 NQYVPYPHAPGS#QR 18.1 980 0 0 0 0 Myosin‐Ie  35297:37223

905.46493 2 timecourse_ATM_combo_1hr 905.45894 6.62 76.23 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDKK.E 6.7 100 2.14E+05 RVT#QEQGVSLLEDKK 57.8 1183 0 0 0 0 Myosin‐IXb  35456:121901

841.41519 2 timecourse_ATM_combo_4hr 841.41146 4.43 69.69 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 9.9 100 4.77E+05 RVT#QEQGVSLLEDK 84.9 1183 0 0 0 0 Myosin‐IXb  35453:107912

841.41622 2 timecourse_ATM_ctrl2 841.41146 5.66 67.99 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 8.0 100 3.23E+05 RVT#QEQGVSLLEDK 72.8 1183 0 0 0 0 Myosin‐IXb  35446:95495

603.97808 3 timecourse_ATM_combo_1hr 603.97505 5.02 65.09 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDKK.E 199.8 100 6.67E+06 RVT#QEQGVSLLEDKK 83.6 1183 0 0 0 0 Myosin‐IXb  35457:121673

841.41545 2 timecourse_ATM_combo_4hr 841.41146 4.75 64.17 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 7.6 100 3.63E+05 RVT#QEQGVSLLEDK 68.1 1183 0 0 0 0 Myosin‐IXb  35452:105931

841.41572 2 timecourse_ATM_combo_2hr 841.41146 5.06 63.87 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 13.4 100 4.14E+05 RVT#QEQGVSLLEDK 72.8 1183 0 0 0 0 Myosin‐IXb  35455:102129

841.41497 2 timecourse_ATM_combo_1hr 841.41146 4.17 63.46 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 15.9 100 9.41E+05 RVT#QEQGVSLLEDK 80.3 1183 0 0 0 0 Myosin‐IXb  35457:110115

841.41393 2 timecourse_ATM_ctrl1 841.41146 2.94 63.46 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 18.1 100 8.12E+05 RVT#QEQGVSLLEDK 84.9 1183 0 0 0 0 Myosin‐IXb  35449:110704

603.9789 3 timecourse_ATM_combo_1hr 603.97505 6.37 63.06 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDKK.E 200.4 100 6.64E+06 RVT#QEQGVSLLEDKK 97.6 1183 0 0 0 0 Myosin‐IXb  35456:121891

841.41639 2 timecourse_ATM_combo_1hr 841.41146 5.86 63.01 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 17.9 100 9.77E+05 RVT#QEQGVSLLEDK 101.6 1183 0 0 0 0 Myosin‐IXb  35456:110347

841.41604 2 timecourse_ATM_ctrl1 841.41146 5.44 61.22 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 14.6 100 6.94E+05 RVT#QEQGVSLLEDK 79.4 1183 0 0 0 0 Myosin‐IXb  35448:109078

561.27908 3 timecourse_ATM_combo_4hr 561.27673 4.19 55.86 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 14.3 100 6.24E+05 RVT#QEQGVSLLEDK 123.7 1183 0 0 0 0 Myosin‐IXb  35453:107902

561.28015 3 timecourse_ATM_combo_2hr 561.27673 6.09 54.66 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 20.6 100 6.92E+05 RVT#QEQGVSLLEDK 109.6 1183 0 0 0 0 Myosin‐IXb  35454:102506

603.9783 3 timecourse_ATM_combo_2hr 603.97505 5.38 54.52 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDKK.E 134.0 100 3.21E+06 RVT#QEQGVSLLEDKK 95.2 1183 0 0 0 0 Myosin‐IXb  35454:113118

841.41639 2 timecourse_ATM_combo_2hr 841.41146 5.86 52.81 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 11.5 100 4.45E+05 RVT#QEQGVSLLEDK 84.9 1183 0 0 0 0 Myosin‐IXb  35454:102496

561.28018 3 timecourse_ATM_ctrl1 561.27673 6.15 52.15 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 17.6 100 9.62E+05 RVT#QEQGVSLLEDK 113 1183 0 0 0 0 Myosin‐IXb  35448:109088

561.28008 3 timecourse_ATM_combo_1hr 561.27673 5.97 51.09 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 22.5 94 1.42E+06 RVT#QEQGVSLLEDK 113 1183 0 0 0 0 Myosin‐IXb  35456:110357

603.97865 3 timecourse_ATM_ctrl1 603.97505 5.98 50.52 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDKK.E 134.0 100 4.67E+06 RVT#QEQGVSLLEDKK 97.6 1183 0 0 0 0 Myosin‐IXb  35448:120391

603.9776 3 timecourse_ATM_combo_2hr 603.97505 4.22 49.29 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDKK.E 133.3 100 3.10E+06 RVT#QEQGVSLLEDKK 69 1183 0 0 0 0 Myosin‐IXb  35455:113070

561.27916 3 timecourse_ATM_combo_1hr 561.27673 4.33 48.72 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 24.0 100 1.33E+06 RVT#QEQGVSLLEDK 109.6 1183 0 0 0 0 Myosin‐IXb  35457:110125

841.41617 2 timecourse_ATM_ctrl2 841.41146 5.6 48.35 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 7.4 100 3.13E+05 RVT#QEQGVSLLEDK 79.4 1183 0 0 0 0 Myosin‐IXb  35447:97195

841.4142 2 timecourse_ATM_combo_8hr 841.41146 3.26 45 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 6.9 100 3.80E+05 RVT#QEQGVSLLEDK 57.8 1183 0 0 0 0 Myosin‐IXb  35451:109245

561.27882 3 timecourse_ATM_ctrl1 561.27673 3.72 42.82 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 19.6 100 1.01E+06 RVT#QEQGVSLLEDK 126.6 1183 0 0 0 0 Myosin‐IXb  35449:110714

561.27933 3 timecourse_ATM_combo_4hr 561.27673 4.63 40.41 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 14.7 100 8.46E+05 RVT#QEQGVSLLEDK 116.3 1183 0 0 0 0 Myosin‐IXb  35452:105921

603.97791 3 timecourse_ATM_ctrl1 603.97505 4.74 40.2 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDKK.E 129.3 100 4.49E+06 RVT#QEQGVSLLEDKK 96.3 1183 0 0 0 0 Myosin‐IXb  35449:122382

561.28003 3 timecourse_ATM_combo_8hr 561.27673 5.88 39.83 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 9.7 100 3.65E+05 RVT#QEQGVSLLEDK 113 1183 0 0 0 0 Myosin‐IXb  35451:109255

561.27969 3 timecourse_ATM_combo_8hr 561.27673 5.27 39.76 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 10.0 100 4.85E+05 RVT#QEQGVSLLEDK 104.8 1183 0 0 0 0 Myosin‐IXb  35450:108257

561.28 3 timecourse_ATM_ctrl2 561.27673 5.83 39.66 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 11.2 94 4.17E+05 RVT#QEQGVSLLEDK 97.6 1183 0 0 0 0 Myosin‐IXb  35446:95505

561.27955 3 timecourse_ATM_combo_2hr 561.27673 5.02 37.87 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 19.3 100 6.79E+05 RVT#QEQGVSLLEDK 85.3 1183 0 0 0 0 Myosin‐IXb  35455:102119

561.28295 3 timecourse_ATM_ctrl2 561.27673 11.08 28.68 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDK.K 12.8 100 3.71E+05 RVT#QEQGVSLLEDK 83.6 1183 0 0 0 0 Myosin‐IXb  35447:97205

905.46347 2 timecourse_ATM_ctrl1 905.45894 5 24.41 MYO9B  MYO9B_HUMAN 2 R.RVT#QEQGVSLLEDKK.E 6.4 100 1.41E+05 RVT#QEQGVSLLEDKK 57.8 1183 0 0 0 0 Myosin‐IXb  35449:122392

645.81604 2 combeffx_ATM_MEKi 645.81372 3.59 54.48 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 19.6 100 9.55E+05 SLS#QIHEAAVR 15.9 731 0 0 0 0 Myoferlin  35296:22816

645.81742 2 timecourse_ATM_combo_1hr 645.81372 5.73 52.53 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 28.1 100 8.11E+05 SLS#QIHEAAVR 15.9 731 0 0 0 0 Myoferlin  35456:64214

645.81684 2 combeffx_ATM_MEKi 645.81372 4.83 51.54 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 22.0 100 6.83E+05 SLS#QIHEAAVR 7 731 ‐2,0 0 0 0 0 Myoferlin  35297:21146

645.81672 2 timecourse_ATM_combo_8hr 645.81372 4.65 49.77 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 27.2 100 9.43E+05 SLS#QIHEAAVR 18.3 731 0 0 0 0 Myoferlin  35451:63705

645.81677 2 combeffx_ATM_comboi 645.81372 4.72 48.21 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 30.2 100 2.93E+06 SLS#QIHEAAVR 17 731 0 0 0 0 Myoferlin  35300:27221

645.8161 2 combeffx_ATM_PI3Ki 645.81372 3.69 47.82 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 30.1 100 1.86E+06 SLS#QIHEAAVR 5.4 731 ‐2,0 0 0 0 0 Myoferlin  35299:24260

645.81611 2 timecourse_ATM_combo_1hr 645.81372 3.7 47.8 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 26.9 100 8.35E+05 SLS#QIHEAAVR 18.3 731 0 0 0 0 Myoferlin  35457:64325

645.81652 2 timecourse_ATM_combo_2hr 645.81372 4.34 47.15 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 17.3 100 3.10E+05 SLS#QIHEAAVR 5.8 731 ‐2,0 0 0 0 0 Myoferlin  35455:59920

645.81654 2 timecourse_ATM_combo_4hr 645.81372 4.37 47.1 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 28.8 100 8.18E+05 SLS#QIHEAAVR 19.8 731 0 0 0 0 Myoferlin  35453:63292

645.81715 2 timecourse_ATM_ctrl2 645.81372 5.31 46.71 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 27.5 100 6.24E+05 SLS#QIHEAAVR 21.8 731 0 0 0 0 Myoferlin  35447:56130

645.81749 2 timecourse_ATM_ctrl2 645.81372 5.85 45.36 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 24.4 100 5.04E+05 SLS#QIHEAAVR 19.8 731 0 0 0 0 Myoferlin  35446:55209

645.81663 2 combeffx_ATM_comboi 645.81372 4.51 42.35 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 25.1 100 2.05E+06 S#LSQIHEAAVR 5.4 729 0,2 0 0 0 0 Myoferlin  35301:24970

645.81687 2 timecourse_ATM_combo_4hr 645.81372 4.88 41.7 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 25.4 100 6.85E+05 SLS#QIHEAAVR 5.8 731 ‐2,0 0 0 0 0 Myoferlin  35452:61933



645.81558 2 combeffx_ATM_PI3Ki 645.81372 2.88 40.45 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 33.1 100 2.57E+06 SLS#QIHEAAVR 14.9 731 0 0 0 0 Myoferlin  35298:24669

645.81692 2 timecourse_ATM_combo_8hr 645.81372 4.96 40.38 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 25.2 100 9.73E+05 SLS#QIHEAAVR 0 731 ‐2,0 0 0 0 0 Myoferlin  35450:63603

645.81682 2 timecourse_ATM_ctrl1 645.81372 4.8 35.59 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 20.4 100 6.68E+05 SLS#QIHEAAVR 14 731 0 0 0 0 Myoferlin  35448:64250

645.81706 2 timecourse_ATM_combo_2hr 645.81372 5.17 35.48 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 19.7 100 3.53E+05 SLS#QIHEAAVR 8.6 731 ‐2,0 0 0 0 0 Myoferlin  35454:60631

645.81608 2 timecourse_ATM_ctrl1 645.81372 3.65 34.12 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 20.4 100 6.16E+05 SLS#QIHEAAVR 0 731 ‐2,0 0 0 0 0 Myoferlin  35449:65008

645.81613 2 combeffx_ATM_ctrl 645.81372 3.73 29.66 MYOF  MYOF_HUMAN 2 R.SLS#QIHEAAVR.M 24.7 100 1.97E+06 SLS#QIHEAAVR 7 731 ‐2,0 0 0 0 0 Myoferlin  35295:24692

847.90734 2 combeffx_ATM_comboi 847.90345 4.59 108.07 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 40.3 100 5.52E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35300:49979

847.90814 2 timecourse_ATM_combo_4hr 847.90345 5.53 99.66 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 60.0 100 3.12E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35453:109012

847.90694 2 combeffx_ATM_comboi 847.90345 4.12 96.93 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 39.7 100 4.11E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35301:45643

847.90768 2 timecourse_ATM_combo_1hr 847.90345 4.99 93.88 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 26.8 100 1.06E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35457:111345

847.90793 2 timecourse_ATM_ctrl1 847.90345 5.28 93.46 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 11.9 100 4.46E+05 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35449:111875

847.9086 2 timecourse_ATM_ctrl2 847.90345 6.07 93.39 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 12.7 100 4.20E+05 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35446:96615

847.90877 2 timecourse_ATM_combo_1hr 847.90345 6.27 91.4 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 27.9 100 1.11E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35456:111647

847.90879 2 timecourse_ATM_ctrl1 847.90345 6.3 89.6 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 13.1 100 4.87E+05 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35448:110278

847.90798 2 timecourse_ATM_combo_2hr 847.90345 5.34 89.15 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 18.2 100 5.80E+05 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35454:103596

847.90854 2 timecourse_ATM_combo_4hr 847.90345 6 86.71 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 52.5 100 2.91E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35452:107021

847.90855 2 timecourse_ATM_ctrl2 847.90345 6.01 77.11 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 12.1 100 4.11E+05 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35447:98315

847.90819 2 timecourse_ATM_combo_8hr 847.90345 5.59 74.95 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 113.9 100 6.56E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35450:109407

847.90603 2 combeffx_ATM_PI3Ki 847.90345 3.04 73.9 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 10.0 100 7.94E+05 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35298:45313

847.90842 2 timecourse_ATM_combo_8hr 847.90345 5.86 73.47 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 129.8 100 7.72E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35451:110365

847.90736 2 timecourse_ATM_combo_2hr 847.90345 4.61 72.04 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 20.1 100 5.61E+05 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35455:103289

565.6071 3 combeffx_ATM_comboi 565.60472 4.21 48.25 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 32.3 100 2.90E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35301:45653

657.32995 3 combeffx_ATM_comboi 657.32585 6.24 40.87 NACA  NACA_HUMAN 7 K.IEDLS#QQAQLAAAEKFK.V 22.5 100 4.36E+06 IEDLS#QQAQLAAAEKFK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35300:61122

565.6079 3 timecourse_ATM_combo_8hr 565.60472 5.62 35 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 47.7 100 1.76E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35451:110355

565.60761 3 timecourse_ATM_combo_8hr 565.60472 5.11 34.74 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 47.9 100 1.97E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35450:109397

657.32638 3 combeffx_ATM_comboi 657.32585 0.81 33.41 NACA  NACA_HUMAN 7 K.IEDLS#QQAQLAAAEKFK.V 20.4 100 3.32E+06 IEDLS#QQAQLAAAEKFK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35301:55858

565.60715 3 combeffx_ATM_comboi 565.60472 4.3 32.25 NACA  NACA_HUMAN 8 K.IEDLS#QQAQLAAAEK.F 30.9 100 4.08E+06 IEDLS#QQAQLAAAEK 1000 132 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35300:49969

771.35724 2 combeffx_ATM_MEKi 771.35509 2.79 24.39 NACA  NACA_HUMAN 6 K.DIELVMS#QANVSR.A 5.1 100 2.67E+05 DIELVMS#QANVSR 74.3 186 0 0 0 0 Nascent polypeptide‐associated complex subunit alpha  35296:33545

442.20675 2 combeffx_ATM_MEKi 442.20529 3.3 28.85 NAGK  B4DLZ5_HUMAN 1 R.TGS#QLAAR.E 10.2 100 1.73E+05 TGS#QLAAR 24.8 7 0 0 0 0 N‐acetylglucosamine kinase  35296:4064

641.83335 2 combeffx_ATM_PI3Ki 641.83138 3.07 49.35 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 33.9 100 2.42E+06 WNVISKS#QLK 38.7 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35298:24194

641.83351 2 combeffx_ATM_ctrl 641.83138 3.32 41.65 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 32.2 100 2.30E+06 WNVISKS#QLK 38.7 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35295:24234

641.83502 2 timecourse_ATM_combo_1hr 641.83138 5.67 39.64 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 28.0 100 1.76E+06 WNVISKS#QLK 28.5 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35456:63065

641.8344 2 timecourse_ATM_combo_2hr 641.83138 4.71 38.08 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 22.5 100 7.82E+05 WNVISKS#QLK 21.3 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35455:58920

548.79436 2 timecourse_ATM_combo_4hr 548.79172 4.81 36.81 NARS  SYNC_HUMAN 4 W.NVISKS#QLK.N 23.4 100 6.47E+05 NVISKS#QLK 28.5 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35453:33406

641.83323 2 combeffx_ATM_PI3Ki 641.83138 2.88 35.13 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 33.0 100 1.96E+06 WNVISKS#QLK 24.8 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35299:23830

641.83289 2 combeffx_ATM_MEKi 641.83138 2.35 35 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 33.4 100 1.19E+06 WNVISKS#QLK 26.5 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35296:22496

641.83465 2 timecourse_ATM_combo_4hr 641.83138 5.09 34.96 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 18.6 100 1.09E+06 WNVISKS#QLK 40.7 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35452:60843

641.83356 2 combeffx_ATM_MEKi 641.83138 3.4 33.87 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 23.9 100 8.51E+05 WNVISKS#QLK 33.7 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35297:20864

641.83423 2 timecourse_ATM_ctrl1 641.83138 4.44 33.43 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 32.5 100 1.30E+06 WNVIS#KSQLK 10.3 59 0,2 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35449:63838

641.8344 2 timecourse_ATM_combo_4hr 641.83138 4.72 33.24 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 22.0 100 1.07E+06 WNVISKS#QLK 30.8 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35453:62262

548.7946 2 timecourse_ATM_ctrl1 548.79172 5.25 32.91 NARS  SYNC_HUMAN 4 W.NVISKS#QLK.N 30.3 100 8.89E+05 NVISKS#QLK 17 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35448:33929

641.83502 2 timecourse_ATM_ctrl2 641.83138 5.69 32.21 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 14.3 100 4.82E+05 WNVISKS#QLK 17 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35446:54308

641.83434 2 timecourse_ATM_combo_1hr 641.83138 4.61 32.03 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 27.7 100 1.66E+06 WNVISKS#QLK 24.8 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35457:63255

641.83512 2 timecourse_ATM_ctrl1 641.83138 5.83 31.01 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 24.2 100 1.15E+06 WNVISKS#QLK 28.5 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35448:63145

548.79476 2 timecourse_ATM_combo_1hr 548.79172 5.54 30.48 NARS  SYNC_HUMAN 4 W.NVISKS#QLK.N 43.4 100 1.29E+06 NVISKS#QLK 18.9 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35456:33638

641.83332 2 combeffx_ATM_ctrl 641.83138 3.02 29.54 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 26.8 100 2.38E+06 WNVISKS#QLK 22 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35294:25430

641.83482 2 timecourse_ATM_combo_8hr 641.83138 5.36 29.49 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 7.9 100 5.82E+05 WNVISKS#QLK 14.2 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35451:62562

548.79445 2 timecourse_ATM_combo_8hr 548.79172 4.97 29.41 NARS  SYNC_HUMAN 4 W.NVISKS#QLK.N 15.0 100 5.67E+05 NVISKS#QLK 6.6 61 ‐2,0 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35450:33629

548.79487 2 timecourse_ATM_ctrl2 548.79172 5.74 27.62 NARS  SYNC_HUMAN 4 W.NVISKS#QLK.N 29.0 100 6.48E+05 NVISKS#QLK 12.2 61 ‐2,0 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35446:28950

548.79398 2 timecourse_ATM_ctrl1 548.79172 4.12 25.95 NARS  SYNC_HUMAN 4 W.NVISKS#QLK.N 29.5 100 9.41E+05 NVISKS#QLK 15.5 61 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35449:34189

428.22506 3 combeffx_ATM_MEKi 428.22335 3.99 17.56 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 61.6 100 8.85E+06 WNVISKS#QLK 3 61 ‐2,0 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35296:22506

428.22527 3 combeffx_ATM_comboi 428.22335 4.48 13.68 NARS  SYNC_HUMAN 4 R.WNVISKS#QLK.N 65.7 100 1.97E+07 WNVISKS#QLK 12.7 61 ‐2,0 0 0 0 0 Asparaginyl‐tRNA synthetase, cytoplasmic  35301:24516

1087.17656 3 combeffx_ATM_comboi 1087.17095 5.16 86.97 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 8.3 100 3.62E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 22 598 0 0 0 0 Nuclear autoantigenic sperm protein  35300:82971

1087.17769 3 timecourse_ATM_combo_8hr 1087.17095 6.2 70.07 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 20.8 94 2.58E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 12.1 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35450:179150

893.87397 2 timecourse_ATM_combo_8hr 893.86962 4.88 69.2 NASP  NASP_HUMAN 9 Y.GYNS#QYDEAVAQFSK.S 12.6 100 7.83E+05 GYNS#QYDEAVAQFSK 24.8 598 0 0 0 0 Nuclear autoantigenic sperm protein  35450:117420

992.92605 2 timecourse_ATM_combo_8hr 992.91950 6.6 68.74 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 81.1 100 2.98E+06 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35450:133703

992.92477 2 timecourse_ATM_combo_4hr 992.91950 5.31 67.78 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 37.2 100 9.59E+05 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35453:133255

1087.17784 3 timecourse_ATM_combo_4hr 1087.17095 6.34 66.04 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 8.4 100 1.26E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 10.9 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35452:174280

992.92428 2 timecourse_ATM_combo_2hr 992.91950 4.81 65.33 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 27.3 100 4.60E+05 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35455:127060

1087.17841 3 timecourse_ATM_combo_8hr 1087.17095 6.86 64.73 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNSQY#DEAVAQFSK.S 11.2 94 9.15E+05 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 4.5 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35451:182000

1056.9728 2 timecourse_ATM_combo_8hr 1056.96698 5.51 64.16 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 121.2 100 4.38E+06 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35451:144431

992.92483 2 timecourse_ATM_combo_4hr 992.91950 5.37 62.97 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 32.5 100 9.82E+05 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35452:130788

734.33026 2 timecourse_ATM_combo_1hr 734.32738 3.92 62.11 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 34.7 100 1.15E+06 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35457:85881

1056.97277 2 timecourse_ATM_combo_8hr 1056.96698 5.48 61.97 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 116.3 100 3.61E+06 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35450:142263

1087.17853 3 timecourse_ATM_combo_8hr 1087.17095 6.97 61.3 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 30.9 94 4.40E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 8.5 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35451:182010

1056.97321 2 timecourse_ATM_combo_1hr 1056.96698 5.89 60.35 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 27.4 100 7.59E+05 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35456:145509

992.92435 2 timecourse_ATM_combo_1hr 992.91950 4.88 59.98 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 14.6 100 3.65E+05 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35457:136948

1087.17772 3 timecourse_ATM_combo_8hr 1087.17095 6.23 59.27 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 19.0 94 2.62E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 8.1 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35450:179160

1087.17899 3 timecourse_ATM_combo_8hr 1087.17095 7.4 58.07 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 16.7 94 2.79E+06 LLAETHYQLGLAYGYNSQY#DEAVAQFSK 9.5 600 ‐2,0 0 0 0 0 Nuclear autoantigenic sperm protein  35451:182020

893.87392 2 timecourse_ATM_combo_8hr 893.86962 4.81 57.61 NASP  NASP_HUMAN 9 Y.GYNS#QYDEAVAQFSK.S 12.7 100 8.26E+05 GYNS#QYDEAVAQFSK 13.2 598 0 0 0 0 Nuclear autoantigenic sperm protein  35451:118642

1056.97242 2 timecourse_ATM_combo_1hr 1056.96698 5.15 57.44 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 23.3 100 6.92E+05 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35457:145750

1087.17728 3 timecourse_ATM_combo_8hr 1087.17095 5.82 57.31 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 18.8 100 2.80E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 10.9 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35450:179140

992.92571 2 timecourse_ATM_combo_8hr 992.91950 6.25 56.38 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 90.5 100 3.30E+06 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35451:135331

890.40213 3 timecourse_ATM_combo_8hr 890.39684 5.94 55.59 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 62.9 100 2.89E+06 SPEDKVQIAANEET#QEREEQMK 69.2 464 0 0 0 0 Nuclear autoantigenic sperm protein  35451:170040

992.92511 2 timecourse_ATM_combo_2hr 992.91950 5.65 54.38 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 24.6 100 4.74E+05 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35454:126825

1056.97295 2 timecourse_ATM_combo_4hr 1056.96698 5.65 54.38 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 71.7 100 2.05E+06 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35452:139277

1056.97331 2 timecourse_ATM_ctrl1 1056.96698 5.99 53.74 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 12.3 100 2.91E+05 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35448:143358

847.70363 3 timecourse_ATM_combo_8hr 847.69852 6.03 53.5 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQM.K 18.7 100 9.23E+05 SPEDKVQIAANEET#QEREEQM 102.3 464 0 0 0 0 Nuclear autoantigenic sperm protein  35450:163260

1087.17866 3 timecourse_ATM_combo_8hr 1087.17095 7.09 53.45 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 7.1 86 1.79E+05 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 24.4 598 0 0 0 0 Nuclear autoantigenic sperm protein  35450:179180

734.3305 2 timecourse_ATM_combo_1hr 734.32738 4.25 53.19 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 33.6 100 1.15E+06 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35456:85698

1056.97203 2 timecourse_ATM_combo_4hr 1056.96698 4.78 52.41 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 77.2 100 2.04E+06 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35453:141817

890.40099 3 timecourse_ATM_combo_2hr 890.39684 4.66 52.23 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 42.5 100 1.21E+06 SPEDKVQIAANEET#QEREEQMK 86.5 464 0 0 0 0 Nuclear autoantigenic sperm protein  35455:157951

992.9259 2 timecourse_ATM_combo_1hr 992.91950 6.45 51.53 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 14.6 100 3.59E+05 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35456:136519

734.33082 2 timecourse_ATM_combo_4hr 734.32738 4.68 51.49 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 105.7 100 3.43E+06 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35452:82851

704.98398 3 timecourse_ATM_combo_4hr 704.98041 5.06 50.74 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 793.3 100 3.25E+07 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35453:141827

1087.17804 3 timecourse_ATM_combo_8hr 1087.17095 6.52 50.5 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNSQY#DEAVAQFSK.S 11.7 94 1.16E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 6.5 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35450:179170

734.3307 2 timecourse_ATM_ctrl1 734.32738 4.52 50.18 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 10.6 100 4.32E+05 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35449:86744

1087.17755 3 timecourse_ATM_combo_4hr 1087.17095 6.07 50.15 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 12.4 94 1.24E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 12.1 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35453:177561

734.33153 2 timecourse_ATM_ctrl1 734.32738 5.65 49.82 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 8.1 100 4.10E+05 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35448:85412

734.33057 2 timecourse_ATM_combo_2hr 734.32738 4.34 49.71 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 55.7 100 1.11E+06 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35455:79966

1056.97252 2 timecourse_ATM_combo_2hr 1056.96698 5.24 49.25 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 36.7 100 6.86E+05 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35454:135367

1056.97254 2 timecourse_ATM_ctrl1 1056.96698 5.26 47.56 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 12.0 100 2.75E+05 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35449:145608

1087.17605 3 timecourse_ATM_combo_8hr 1087.17095 4.69 47.32 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 26.9 100 5.06E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 10.9 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35451:181990

890.40172 3 timecourse_ATM_combo_4hr 890.39684 5.48 46.94 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 88.7 100 3.68E+06 SPEDKVQIAANEET#QEREEQMK 78.6 464 0 0 0 0 Nuclear autoantigenic sperm protein  35452:163000

992.92586 2 timecourse_ATM_ctrl1 992.91950 6.41 46.84 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 6.2 100 1.68E+05 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35448:134640

890.40083 3 timecourse_ATM_combo_1hr 890.39684 4.48 46.39 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 43.0 100 1.57E+06 SPEDKVQIAANEET#QEREEQMK 69.2 464 0 0 0 0 Nuclear autoantigenic sperm protein  35457:168545

1087.17585 3 timecourse_ATM_combo_4hr 1087.17095 4.51 46.39 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNSQY#DEAVAQFSK.S 11.8 100 2.30E+06 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 10.9 598 0,2 0 0 0 0 Nuclear autoantigenic sperm protein  35453:177551

890.40232 3 timecourse_ATM_combo_1hr 890.39684 6.15 46.27 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 49.3 100 1.66E+06 SPEDKVQIAANEET#QEREEQMK 69.7 464 0 0 0 0 Nuclear autoantigenic sperm protein  35456:168397

734.33085 2 timecourse_ATM_combo_8hr 734.32738 4.73 46.24 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 160.5 100 6.03E+06 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35450:84960

734.33077 2 timecourse_ATM_combo_4hr 734.32738 4.62 45.02 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 112.4 100 3.36E+06 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35453:84530

675.30643 3 timecourse_ATM_combo_4hr 675.30378 3.92 44.87 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QER.E 15.0 100 6.00E+05 SPEDKVQIAANEET#QER 132.2 464 0 0 0 0 Nuclear autoantigenic sperm protein  35453:136505

1087.1773 3 timecourse_ATM_combo_2hr 1087.17095 5.84 44.21 NASP  NASP_HUMAN 9 R.LLAETHYQLGLAYGYNS#QYDEAVAQFSK.S 6.5 100 7.99E+05 LLAETHYQLGLAYGYNS#QYDEAVAQFSK 13.8 598 0 0 0 0 Nuclear autoantigenic sperm protein  35455:168701

662.28648 3 timecourse_ATM_combo_8hr 662.28209 6.63 43.27 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 42.2 100 1.54E+06 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35450:133713

734.3311 2 timecourse_ATM_combo_2hr 734.32738 5.08 42.83 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 55.7 100 1.17E+06 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35454:80438

706.82858 2 timecourse_ATM_combo_8hr 706.82447 5.81 42.64 NASP  NASP_HUMAN 8 R.EKIEDAKES#QR.S 17.5 100 1.87E+05 EKIEDAKES#QR 1000 659 0 0 0 0 Nuclear autoantigenic sperm protein  35450:78593

890.40087 3 timecourse_ATM_combo_4hr 890.39684 4.53 42.63 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 111.1 100 3.69E+06 SPEDKVQIAANEET#QEREEQMK 53.1 464 0 0 0 0 Nuclear autoantigenic sperm protein  35453:166031

890.40288 3 timecourse_ATM_combo_8hr 890.39684 6.78 41.39 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 58.1 100 2.49E+06 SPEDKVQIAANEET#QEREEQMK 107.7 464 0 0 0 0 Nuclear autoantigenic sperm protein  35450:167890

706.82868 2 timecourse_ATM_combo_8hr 706.82447 5.96 41.17 NASP  NASP_HUMAN 8 R.EKIEDAKES#QR.S 20.6 100 2.10E+05 EKIEDAKES#QR 1000 659 0 0 0 0 Nuclear autoantigenic sperm protein  35451:79130

1056.97193 2 timecourse_ATM_combo_2hr 1056.96698 4.68 41.12 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 31.1 100 6.43E+05 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35455:135424

847.70276 3 timecourse_ATM_combo_4hr 847.69852 5 40.84 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQM.K 20.4 100 7.53E+05 SPEDKVQIAANEET#QEREEQM 75.7 464 0 0 0 0 Nuclear autoantigenic sperm protein  35453:161451

734.33089 2 timecourse_ATM_ctrl2 734.32738 4.78 40.68 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 3.9 100 1.30E+05 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35447:74971

704.98416 3 timecourse_ATM_ctrl1 704.98041 5.32 40.37 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 136.5 100 4.80E+06 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35449:145618

675.30648 3 timecourse_ATM_combo_4hr 675.30378 4 40.29 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QER.E 16.1 100 6.49E+05 SPEDKVQIAANEET#QER 158 464 0 0 0 0 Nuclear autoantigenic sperm protein  35452:133838

847.70313 3 timecourse_ATM_combo_4hr 847.69852 5.44 40.16 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQM.K 17.3 100 6.63E+05 SPEDKVQIAANEET#QEREEQM 78.5 464 0 0 0 0 Nuclear autoantigenic sperm protein  35452:158570

734.33084 2 timecourse_ATM_combo_8hr 734.32738 4.71 39.6 NASP  NASP_HUMAN 5 K.VQIAANEET#QER.E 180.6 100 6.56E+06 VQIAANEET#QER 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35451:85692

890.40117 3 timecourse_ATM_ctrl1 890.39684 4.86 39.44 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 15.6 100 6.24E+05 SPEDKVQIAANEET#QEREEQMK 61.9 464 0 0 0 0 Nuclear autoantigenic sperm protein  35449:168159

992.92467 2 timecourse_ATM_ctrl1 992.91950 5.21 39 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 5.6 100 1.59E+05 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35449:136881

675.30674 3 timecourse_ATM_combo_8hr 675.30378 4.38 37.55 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QER.E 12.2 100 5.32E+05 SPEDKVQIAANEET#QER 139.4 464 0 0 0 0 Nuclear autoantigenic sperm protein  35450:136673

847.70293 3 timecourse_ATM_combo_8hr 847.69852 5.2 37.46 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQM.K 19.2 100 9.20E+05 SPEDKVQIAANEET#QEREEQM 102.5 464 0 0 0 0 Nuclear autoantigenic sperm protein  35451:165400

706.82897 2 timecourse_ATM_combo_4hr 706.82447 6.37 37.31 NASP  NASP_HUMAN 8 R.EKIEDAKES#QR.S 8.9 100 8.71E+04 EKIEDAKES#QR 1000 659 0 0 0 0 Nuclear autoantigenic sperm protein  35452:76746

890.40213 3 timecourse_ATM_ctrl1 890.39684 5.94 36.42 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 17.1 100 6.32E+05 SPEDKVQIAANEET#QEREEQMK 48.1 464 0 0 0 0 Nuclear autoantigenic sperm protein  35448:165470

710.3158 3 timecourse_ATM_combo_4hr 710.31205 5.28 35.59 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM*K.E 24.4 100 1.11E+06 VQIAANEET#QEREEQM*K 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35452:141497

704.98396 3 timecourse_ATM_combo_1hr 704.98041 5.04 35.41 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 290.3 100 1.17E+07 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35457:145740

710.31593 3 timecourse_ATM_combo_2hr 710.31205 5.46 35.36 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM*K.E 19.7 100 5.48E+05 VQIAANEET#QEREEQM*K 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35454:137367

675.30638 3 timecourse_ATM_combo_8hr 675.30378 3.85 35.13 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QER.E 12.1 100 5.40E+05 SPEDKVQIAANEET#QER 146.3 464 0 0 0 0 Nuclear autoantigenic sperm protein  35451:138501

847.7033 3 timecourse_ATM_combo_2hr 847.69852 5.64 34.96 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQM.K 13.6 100 3.21E+05 SPEDKVQIAANEET#QEREEQM 76.4 464 0 0 0 0 Nuclear autoantigenic sperm protein  35454:153171

662.28652 3 timecourse_ATM_combo_8hr 662.28209 6.69 32.13 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM.K 37.2 100 1.42E+06 VQIAANEET#QEREEQM 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35451:135341

706.82888 2 timecourse_ATM_combo_4hr 706.82447 6.24 32.01 NASP  NASP_HUMAN 8 R.EKIEDAKES#QR.S 9.5 100 8.61E+04 EKIEDAKES#QR 1000 659 0 0 0 0 Nuclear autoantigenic sperm protein  35453:78414

704.98412 3 combeffx_ATM_comboi 704.98041 5.26 31.08 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 4.4 92 3.81E+05 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35300:66434

704.98452 3 timecourse_ATM_combo_1hr 704.98041 5.83 30.97 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 285.4 100 1.24E+07 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35456:145499

704.98367 3 timecourse_ATM_combo_2hr 704.98041 4.62 30.31 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 363.1 100 1.07E+07 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35455:135414

710.31549 3 timecourse_ATM_combo_1hr 710.31205 4.84 29.81 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM*K.E 13.9 100 5.50E+05 VQIAANEET#QEREEQM*K 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35457:147640

710.31534 3 timecourse_ATM_combo_2hr 710.31205 4.63 29.63 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM*K.E 20.1 100 5.03E+05 VQIAANEET#QEREEQM*K 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35455:137334

704.98404 3 timecourse_ATM_ctrl2 704.98041 5.15 29.61 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 51.3 100 1.39E+06 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35447:131477

710.31562 3 timecourse_ATM_combo_4hr 710.31205 5.03 29.18 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM*K.E 24.0 100 1.05E+06 VQIAANEET#QEREEQM*K 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35453:143947

710.31593 3 timecourse_ATM_combo_8hr 710.31205 5.46 29.06 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM*K.E 25.4 100 1.59E+06 VQIAANEET#QEREEQM*K 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35451:147031

704.98441 3 timecourse_ATM_ctrl1 704.98041 5.67 28.65 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 130.9 100 4.66E+06 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35448:143348

704.98413 3 timecourse_ATM_combo_2hr 704.98041 5.28 27.98 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 429.3 100 1.13E+07 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35454:135377

710.31604 3 timecourse_ATM_combo_8hr 710.31205 5.63 25.99 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM*K.E 28.9 100 1.67E+06 VQIAANEET#QEREEQM*K 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35450:144903

890.40178 3 timecourse_ATM_combo_2hr 890.39684 5.55 25.89 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 51.9 100 1.31E+06 SPEDKVQIAANEET#QEREEQMK 49.7 464 0 0 0 0 Nuclear autoantigenic sperm protein  35454:157141

710.31595 3 timecourse_ATM_combo_1hr 710.31205 5.5 24.91 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQM*K.E 17.3 100 6.02E+05 VQIAANEET#QEREEQM*K 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35456:147649

704.98416 3 timecourse_ATM_combo_4hr 704.98041 5.32 20.25 NASP  NASP_HUMAN 5 K.VQIAANEET#QEREEQMK.E 757.8 100 3.26E+07 VQIAANEET#QEREEQMK 1000 464 0 0 0 0 Nuclear autoantigenic sperm protein  35452:139267

890.40256 3 timecourse_ATM_ctrl2 890.39684 6.42 19.38 NASP  NASP_HUMAN 5 K.SPEDKVQIAANEET#QEREEQMK.E 10.8 100 3.24E+05 SPEDKVQIAANEET#QEREEQMK 18.4 464 0 0 0 0 Nuclear autoantigenic sperm protein  35446:151872

1053.97622 2 timecourse_ATM_combo_4hr 1053.97059 5.34 89.31 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 135.3 100 5.13E+06 RLS#QISAGETEYNTQDSK 58.3 2679 0 0 0 0 Neurobeachin‐like protein 1  35453:141487

1053.97682 2 timecourse_ATM_combo_4hr 1053.97059 5.91 86.41 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 37.6 94 9.53E+05 RLS#QISAGETEYNTQDSK 53.2 2679 0 0 0 0 Neurobeachin‐like protein 1  35452:138917

1053.97743 2 timecourse_ATM_ctrl2 1053.97059 6.49 76.72 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 32.3 94 7.33E+05 RLS#QISAGETEYNTQDSK 53.2 2679 0 0 0 0 Neurobeachin‐like protein 1  35446:128491

1053.97582 2 timecourse_ATM_ctrl1 1053.97059 4.96 76.59 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 43.8 94 1.05E+06 RLS#QISAGETEYNTQDSK 44.7 2679 0 0 0 0 Neurobeachin‐like protein 1  35449:145298

946.41315 2 timecourse_ATM_combo_8hr 946.40709 6.4 76.55 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQD.S 29.8 100 1.60E+06 RLS#QISAGETEYNTQD 73.3 2679 0 0 0 0 Neurobeachin‐like protein 1  35451:127307

1053.97685 2 timecourse_ATM_combo_8hr 1053.97059 5.94 75.75 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 37.6 94 1.24E+06 RLS#QISAGETEYNTQDSK 26.8 2679 0 0 0 0 Neurobeachin‐like protein 1  35451:144001

702.98607 3 timecourse_ATM_combo_1hr 702.98282 4.62 75.09 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 422.0 100 2.28E+07 RLS#QISAGETEYNTQDSK 10.9 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35457:145410

1053.97704 2 timecourse_ATM_ctrl2 1053.97059 6.12 74.12 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 39.5 94 8.34E+05 RLS#QISAGETEYNTQDSK 35.8 2679 0 0 0 0 Neurobeachin‐like protein 1  35447:131147

1053.97691 2 timecourse_ATM_ctrl1 1053.97059 6 72.56 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 142.7 100 4.81E+06 RLS#QISAGETEYNTQDSK 41.3 2679 0 0 0 0 Neurobeachin‐like protein 1  35448:143048

1053.97684 2 timecourse_ATM_combo_2hr 1053.97059 5.93 71.27 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 24.3 94 4.91E+05 RLS#QISAGETEYNTQDSK 44.7 2679 0 0 0 0 Neurobeachin‐like protein 1  35454:135027

702.98528 3 combeffx_ATM_ctrl 702.98282 3.51 70.8 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 22.7 94 2.23E+06 RLS#QISAGETEYNTQDSK 9.7 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35295:62323

1053.97782 2 timecourse_ATM_combo_1hr 1053.97059 6.86 69.42 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 32.9 94 8.34E+05 RLS#QISAGETEYNTQDSK 65.2 2679 0 0 0 0 Neurobeachin‐like protein 1  35456:145139

1053.97581 2 timecourse_ATM_combo_2hr 1053.97059 4.95 67.55 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 24.0 94 4.27E+05 RLS#QISAGETEYNTQDSK 65.2 2679 0 0 0 0 Neurobeachin‐like protein 1  35455:135104

702.98613 3 timecourse_ATM_ctrl1 702.98282 4.71 66.84 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 139.5 94 5.29E+06 RLS#QISAGETEYNTQDSK 14.7 2679 0 0 0 0 Neurobeachin‐like protein 1  35449:145288

946.41343 2 timecourse_ATM_combo_8hr 946.40709 6.7 66.12 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQD.S 27.5 100 1.31E+06 RLS#QISAGETEYNTQD 53.5 2679 0 0 0 0 Neurobeachin‐like protein 1  35450:125828

702.98725 3 timecourse_ATM_combo_1hr 702.98282 6.3 65.92 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 112.7 94 3.98E+06 RLS#QISAGETEYNTQDSK 8.7 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35456:145129

702.9871 3 timecourse_ATM_ctrl2 702.98282 6.09 60.93 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 131.1 94 4.07E+06 RLSQIS#AGETEYNTQDSK 0 2682 ‐3,0 0 0 0 0 Neurobeachin‐like protein 1  35446:128481

946.41242 2 timecourse_ATM_combo_4hr 946.40709 5.63 60.33 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQD.S 9.7 100 3.25E+05 RLS#QISAGETEYNTQD 58.3 2679 0 0 0 0 Neurobeachin‐like protein 1  35453:125431

702.98658 3 timecourse_ATM_combo_2hr 702.98282 5.35 58.84 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 106.8 94 2.50E+06 RLS#QISAGETEYNTQDSK 5.4 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35454:135017

702.98692 3 timecourse_ATM_ctrl2 702.98282 5.85 58.63 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 145.1 94 4.24E+06 RLS#QISAGETEYNTQDSK 5.4 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35447:131137

702.98706 3 timecourse_ATM_combo_8hr 702.98282 6.03 58.39 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 271.8 100 2.09E+07 RLS#QISAGETEYNTQDSK 10.9 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35450:141883

946.41243 2 timecourse_ATM_combo_4hr 946.40709 5.64 58.29 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQD.S 7.8 100 3.04E+05 RLS#QISAGETEYNTQD 58.3 2679 0 0 0 0 Neurobeachin‐like protein 1  35452:123054

702.98654 3 timecourse_ATM_ctrl1 702.98282 5.29 56.68 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 303.7 100 1.74E+07 RLSQIS#AGETEYNTQDSK 0 2682 ‐3,0 0 0 0 0 Neurobeachin‐like protein 1  35448:143038

702.98617 3 timecourse_ATM_combo_2hr 702.98282 4.77 56.38 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 303.0 100 9.64E+06 RLS#QISAGETEYNTQDSK 5.4 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35455:135094

702.98644 3 timecourse_ATM_combo_4hr 702.98282 5.15 56.37 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 327.7 100 1.94E+07 RLS#QISAGETEYNTQDSK 8.7 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35453:141477

702.98673 3 timecourse_ATM_combo_8hr 702.98282 5.56 55.9 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 268.1 100 2.08E+07 RLSQIS#AGETEYNTQDSK 9.1 2682 ‐3,0 0 0 0 0 Neurobeachin‐like protein 1  35451:143991

702.98684 3 combeffx_ATM_comboi 702.98282 5.72 53.92 NBEAL1  NBEL1_HUMAN 2 K.RLSQIS#AGETEYNTQDSK.‐ 73.9 100 1.51E+07 RLS#QISAGETEYNTQDSK 0 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35300:66174

702.98679 3 timecourse_ATM_combo_4hr 702.98282 5.65 48.75 NBEAL1  NBEL1_HUMAN 2 K.RLS#QISAGETEYNTQDSK.‐ 156.7 94 5.28E+06 RLS#QISAGETEYNTQDSK 7.3 2679 0,3 0 0 0 0 Neurobeachin‐like protein 1  35452:138907

1052.47605 2 combeffx_ATM_MEKi 1052.47075 5.04 105.78 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 27.3 100 1.12E+06 RIS#QVSSGETEYNPTEAR 53.5 2739 0 0 0 0 Neurobeachin‐like protein 2  35297:47472

1052.47566 2 combeffx_ATM_ctrl 1052.47075 4.67 105.7 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 38.0 100 2.53E+06 RIS#QVSSGETEYNPTEAR 58.5 2739 0 0 0 0 Neurobeachin‐like protein 2  35295:62213

1052.47547 2 combeffx_ATM_PI3Ki 1052.47075 4.48 102.69 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 51.5 100 3.23E+06 RIS#QVSSGETEYNPTEAR 35.8 2739 0 0 0 0 Neurobeachin‐like protein 2  35299:56521

1052.47589 2 timecourse_ATM_combo_4hr 1052.47075 4.88 94.62 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 578.4 100 1.66E+07 RIS#QVSSGETEYNPTEAR 53.2 2739 0 0 0 0 Neurobeachin‐like protein 2  35453:141307

1052.47509 2 combeffx_ATM_ctrl 1052.47075 4.12 90.02 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 35.3 100 3.09E+06 RIS#QVSSGETEYNPTEAR 64.5 2739 0 0 0 0 Neurobeachin‐like protein 2  35294:64351

1052.47543 2 combeffx_ATM_PI3Ki 1052.47075 4.45 89.62 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 80.9 100 4.83E+06 RIS#QVSSGETEYNPTEAR 53.5 2739 0 0 0 0 Neurobeachin‐like protein 2  35298:59561

1052.47623 2 combeffx_ATM_comboi 1052.47075 5.21 83.52 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 60.2 100 5.38E+06 RIS#QVSSGETEYNPTEAR 58.3 2739 0 0 0 0 Neurobeachin‐like protein 2  35301:60701

1052.47786 2 timecourse_ATM_ctrl2 1052.47075 6.76 82.23 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 313.0 100 7.63E+06 RIS#QVSSGETEYNPTEAR 53.2 2739 0 0 0 0 Neurobeachin‐like protein 2  35446:128311

1052.47598 2 timecourse_ATM_ctrl1 1052.47075 4.97 81.39 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 540.1 100 1.56E+07 RIS#QVSSGETEYNPTEAR 49.6 2739 0 0 0 0 Neurobeachin‐like protein 2  35449:145098

1052.47731 2 timecourse_ATM_combo_1hr 1052.47075 6.23 76.16 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 753.9 100 2.35E+07 RIS#QVSSGETEYNPTEAR 79.1 2739 0 0 0 0 Neurobeachin‐like protein 2  35456:144949

1052.47591 2 timecourse_ATM_combo_1hr 1052.47075 4.9 70.72 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 790.9 100 2.31E+07 RIS#QVSSGETEYNPTEAR 35.8 2739 0 0 0 0 Neurobeachin‐like protein 2  35457:145190

1052.47632 2 timecourse_ATM_combo_8hr 1052.47075 5.29 70.49 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 495.8 100 1.98E+07 RIS#QVSSGETEYNPTEAR 73.3 2739 0 0 0 0 Neurobeachin‐like protein 2  35451:143801

1052.47588 2 timecourse_ATM_combo_2hr 1052.47075 4.87 70.24 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 561.3 100 1.22E+07 RIS#QVSSGETEYNPTEAR 64.5 2739 0 0 0 0 Neurobeachin‐like protein 2  35455:134924

974.42677 2 timecourse_ATM_ctrl1 974.42020 6.74 69.99 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 43.8 100 1.92E+06 RIS#QVSSGETEYNPTEA 73.3 2739 0 0 0 0 Neurobeachin‐like protein 2  35448:131810

1052.4762 2 combeffx_ATM_comboi 1052.47075 5.18 69.1 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 76.4 100 7.96E+06 RIS#QVSSGETEYNPTEAR 64.5 2739 0 0 0 0 Neurobeachin‐like protein 2  35300:66064

1052.47616 2 timecourse_ATM_combo_4hr 1052.47075 5.14 68.98 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 498.5 100 1.60E+07 RIS#QVSSGETEYNPTEAR 43.5 2739 0 0 0 0 Neurobeachin‐like protein 2  35452:138707

1052.47672 2 timecourse_ATM_combo_8hr 1052.47075 5.67 68.74 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 471.0 100 1.70E+07 RIS#QVSSGETEYNPTEAR 35.8 2739 0 0 0 0 Neurobeachin‐like protein 2  35450:141723

1052.47697 2 timecourse_ATM_ctrl2 1052.47075 5.91 68.59 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 355.7 100 8.59E+06 RIS#QVSSGETEYNPTEAR 65.2 2739 0 0 0 0 Neurobeachin‐like protein 2  35447:130967

1052.47687 2 timecourse_ATM_ctrl1 1052.47075 5.81 64.57 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 567.9 100 1.52E+07 RIS#QVSSGETEYNPTEAR 35.8 2739 0 0 0 0 Neurobeachin‐like protein 2  35448:142868

701.98669 3 timecourse_ATM_ctrl1 701.98293 5.36 63.82 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 1135.8 100 4.75E+07 RISQVSS#GETEYNPTEAR 15.5 2743 0 0 0 0 Neurobeachin‐like protein 2  35449:145108

974.42471 2 timecourse_ATM_combo_1hr 974.42020 4.63 62.6 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 69.5 100 2.59E+06 RIS#QVSSGETEYNPTEA 44.7 2739 0 0 0 0 Neurobeachin‐like protein 2  35457:133858

701.98597 3 combeffx_ATM_MEKi 701.98293 4.34 59.34 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 122.7 100 6.54E+06 RISQVSS#GETEYNPTEAR 24.8 2743 0 0 0 0 Neurobeachin‐like protein 2  35297:47452

701.98544 3 combeffx_ATM_MEKi 701.98293 3.58 58.91 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 149.9 100 8.68E+06 RIS#QVSSGETEYNPTEAR 10.5 2739 0,3 0 0 0 0 Neurobeachin‐like protein 2  35296:51749

1052.47648 2 timecourse_ATM_combo_2hr 1052.47075 5.44 58.15 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 615.1 100 1.28E+07 RIS#QVSSGETEYNPTEAR 65.2 2739 0 0 0 0 Neurobeachin‐like protein 2  35454:134847

974.42621 2 timecourse_ATM_combo_2hr 974.42020 6.18 57.63 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 63.5 100 1.58E+06 RIS#QVSSGETEYNPTEA 68.6 2739 0 0 0 0 Neurobeachin‐like protein 2  35454:124025

701.98629 3 combeffx_ATM_comboi 701.98293 4.79 56.88 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 285.0 100 3.32E+07 RIS#QVSSGETEYNPTEAR 12.4 2739 0,3 0 0 0 0 Neurobeachin‐like protein 2  35301:60691

701.98628 3 combeffx_ATM_comboi 701.98293 4.77 55.73 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 320.1 100 5.03E+07 RISQVSS#GETEYNPTEAR 6 2743 ‐4,0 0 0 0 0 Neurobeachin‐like protein 2  35300:66044

701.98566 3 combeffx_ATM_ctrl 701.98293 3.89 55.39 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 155.8 100 1.42E+07 RISQVSS#GETEYNPTEAR 9.5 2743 ‐4,0 0 0 0 0 Neurobeachin‐like protein 2  35295:62203

701.98676 3 timecourse_ATM_combo_4hr 701.98293 5.46 54.98 NBEAL2  NBEL2_HUMAN 2 R.RISQVS#SGETEYNPTEAR.‐ 1352.7 100 5.69E+07 RISQVS#SGETEYNPTEAR 0 2742 ‐3,0 0 0 0 0 Neurobeachin‐like protein 2  35452:138717

701.98733 3 timecourse_ATM_ctrl1 701.98293 6.27 54.44 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 1220.5 100 4.86E+07 RISQVSS#GETEYNPTEAR 4.9 2743 ‐4,0 0 0 0 0 Neurobeachin‐like protein 2  35448:142878

701.9858 3 combeffx_ATM_PI3Ki 701.98293 4.09 54.22 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 261.2 100 2.08E+07 RISQVSS#GETEYNPTEAR 18.9 2743 0 0 0 0 Neurobeachin‐like protein 2  35299:56511

974.42691 2 timecourse_ATM_ctrl2 974.42020 6.89 53.64 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 25.7 100 9.01E+05 RIS#QVSSGETEYNPTEA 49.6 2739 0 0 0 0 Neurobeachin‐like protein 2  35447:119666

701.98683 3 timecourse_ATM_combo_8hr 701.98293 5.56 53.25 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 1072.8 100 5.68E+07 RISQVSS#GETEYNPTEAR 13.3 2743 0 0 0 0 Neurobeachin‐like protein 2  35451:143811

701.98626 3 combeffx_ATM_comboi 701.98293 4.74 53.08 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 313.0 100 5.03E+07 RISQVSS#GETEYNPTEAR 7.5 2743 ‐4,0 0 0 0 0 Neurobeachin‐like protein 2  35300:66034

974.42678 2 timecourse_ATM_combo_8hr 974.42020 6.75 52.82 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 54.7 100 3.18E+06 RIS#QVSSGETEYNPTEA 44.7 2739 0 0 0 0 Neurobeachin‐like protein 2  35450:130843

701.98574 3 combeffx_ATM_PI3Ki 701.98293 4 52.57 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 295.4 100 2.51E+07 RISQVSS#GETEYNPTEAR 24.8 2743 0 0 0 0 Neurobeachin‐like protein 2  35298:59551

974.42643 2 timecourse_ATM_combo_1hr 974.42020 6.39 51.92 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 75.9 100 2.73E+06 RIS#QVSSGETEYNPTEA 53.5 2739 0 0 0 0 Neurobeachin‐like protein 2  35456:133719

701.98698 3 timecourse_ATM_combo_2hr 701.98293 5.77 51.59 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 1373.0 100 4.03E+07 RIS#QVSSGETEYNPTEAR 10.2 2739 0,3 0 0 0 0 Neurobeachin‐like protein 2  35454:134857

701.98764 3 timecourse_ATM_combo_1hr 701.98293 6.71 51.08 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 1824.6 100 7.53E+07 RISQVSS#GETEYNPTEAR 10.3 2743 ‐4,0 0 0 0 0 Neurobeachin‐like protein 2  35456:144959

701.98705 3 timecourse_ATM_combo_8hr 701.98293 5.87 50.73 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 1117.2 100 5.68E+07 RIS#QVSSGETEYNPTEAR 10.2 2739 0,3 0 0 0 0 Neurobeachin‐like protein 2  35450:141733

974.42713 2 timecourse_ATM_ctrl2 974.42020 7.11 49.87 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 24.5 100 8.42E+05 RIS#QVSSGETEYNPTEA 43.5 2739 0 0 0 0 Neurobeachin‐like protein 2  35446:117499

974.42513 2 timecourse_ATM_ctrl1 974.42020 5.06 49.81 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 46.9 100 1.88E+06 RIS#QVSSGETEYNPTEA 35.8 2739 0 0 0 0 Neurobeachin‐like protein 2  35449:134041

701.98717 3 timecourse_ATM_ctrl2 701.98293 6.04 49.32 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 889.2 100 3.01E+07 RIS#QVSSGETEYNPTEAR 14.7 2739 0 0 0 0 Neurobeachin‐like protein 2  35447:130977

701.98773 3 timecourse_ATM_ctrl2 701.98293 6.84 49.27 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 834.1 100 3.02E+07 RISQVSS#GETEYNPTEAR 30.8 2743 0 0 0 0 Neurobeachin‐like protein 2  35446:128321

974.42636 2 timecourse_ATM_combo_8hr 974.42020 6.32 48.96 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 72.5 100 3.61E+06 RIS#QVSSGETEYNPTEA 44.7 2739 0 0 0 0 Neurobeachin‐like protein 2  35451:132382

701.98567 3 combeffx_ATM_ctrl 701.98293 3.9 48.24 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 127.7 100 1.49E+07 RISQVSS#GETEYNPTEAR 12.6 2743 ‐4,0 0 0 0 0 Neurobeachin‐like protein 2  35294:64331

701.98647 3 timecourse_ATM_combo_2hr 701.98293 5.04 47.24 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 1333.3 100 3.92E+07 RIS#QVSSGETEYNPTEAR 11.5 2739 0,3 0 0 0 0 Neurobeachin‐like protein 2  35455:134934

974.42586 2 timecourse_ATM_combo_4hr 974.42020 5.81 47.04 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 44.4 100 1.85E+06 RIS#QVSSGETEYNPTEA 41.3 2739 0 0 0 0 Neurobeachin‐like protein 2  35452:128018

701.98676 3 timecourse_ATM_combo_1hr 701.98293 5.46 47.03 NBEAL2  NBEL2_HUMAN 2 R.RISQVS#SGETEYNPTEAR.‐ 1716.8 100 7.36E+07 RIS#QVSSGETEYNPTEAR 17.1 2739 0 0 0 0 Neurobeachin‐like protein 2  35457:145210

974.42486 2 timecourse_ATM_combo_2hr 974.42020 4.78 46.79 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 63.7 100 1.58E+06 RIS#QVSSGETEYNPTEA 41.3 2739 0 0 0 0 Neurobeachin‐like protein 2  35455:124230

701.98664 3 timecourse_ATM_combo_4hr 701.98293 5.29 42.91 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 1307.1 100 5.41E+07 RISQVSS#GETEYNPTEAR 10.3 2743 ‐4,0 0 0 0 0 Neurobeachin‐like protein 2  35453:141317

974.42568 2 timecourse_ATM_combo_4hr 974.42020 5.62 40.91 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEA.R 48.8 100 1.94E+06 RIS#QVSSGETEYNPTEA 44.7 2739 0 0 0 0 Neurobeachin‐like protein 2  35453:130485

636.78065 2 timecourse_ATM_combo_1hr 636.77701 5.72 34.87 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETE.Y 5.9 100 8.41E+04 RIS#QVSSGETE 46.3 2739 0 0 0 0 Neurobeachin‐like protein 2  35456:61811

701.98623 3 combeffx_ATM_comboi 701.98293 4.7 30.35 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETEYNPTEAR.‐ 273.4 100 3.32E+07 RIS#QVSSGETEYNPTEAR 25 2739 0 0 0 0 Neurobeachin‐like protein 2  35301:60681

636.77982 2 timecourse_ATM_ctrl1 636.77701 4.41 26.74 NBEAL2  NBEL2_HUMAN 2 R.RIS#QVSSGETE.Y 4.1 100 5.18E+04 RIS#QVSSGETE 29.6 2739 0 0 0 0 Neurobeachin‐like protein 2  35449:62623

701.98552 3 combeffx_ATM_ctrl 701.98293 3.69 24.26 NBEAL2  NBEL2_HUMAN 2 R.RISQVSS#GETEYNPTEAR.‐ 124.1 100 1.48E+07 RIS#QVSSGETEYNPTEAR 2.1 2739 0,4 0 0 0 0 Neurobeachin‐like protein 2  35294:64321

636.7805 2 timecourse_ATM_ctrl2 636.77701 5.48 22.97 NBEAL2  NBEL2_HUMAN 2 R.RISQVS#SGETE.Y 3.5 100 3.48E+04 RIS#QVSSGETE 20.9 2739 0 0 0 0 Neurobeachin‐like protein 2  35446:53272

891.91612 2 timecourse_ATM_ctrl1 891.91150 5.18 67.76 NBN  NBN_HUMAN 4 K.TTTPGPSLS#QGVSVDEK.L 7.2 100 3.95E+05 TTTPGPSLS#QGVSVDEK 13.3 343 0 0 0 0 Nibrin  35448:117981

891.91556 2 timecourse_ATM_combo_8hr 891.91150 4.55 67.71 NBN  NBN_HUMAN 4 K.TTTPGPSLS#QGVSVDEK.L 6.9 100 5.55E+05 TTTPGPSLS#QGVSVDEK 24.8 343 0 0 0 0 Nibrin  35450:117060

891.9153 2 timecourse_ATM_combo_4hr 891.91150 4.26 63.19 NBN  NBN_HUMAN 4 K.TTTPGPSLS#QGVSVDEK.L 6.0 100 3.75E+05 TTTPGPSLS#QGVSVDEK 30.7 343 0 0 0 0 Nibrin  35453:116745

891.91621 2 timecourse_ATM_ctrl2 891.91150 5.28 61.7 NBN  NBN_HUMAN 4 K.TTTPGPSLS#QGVSVDEK.L 4.7 100 2.02E+05 TTTPGPSLS#QGVSVDEK 13.3 343 0 0 0 0 Nibrin  35446:103817

891.91586 2 timecourse_ATM_combo_8hr 891.91150 4.89 61.55 NBN  NBN_HUMAN 4 K.TTTPGPSLS#QGVSVDEK.L 9.8 100 7.74E+05 TTTPGPSLS#QGVSVDEK 38.7 343 0 0 0 0 Nibrin  35451:118262

891.91609 2 timecourse_ATM_ctrl2 891.91150 5.15 50.82 NBN  NBN_HUMAN 4 K.TTTPGPSLS#QGVSVDEK.L 6.0 100 2.47E+05 TTTPGPSLS#QGVSVDEK 14.2 343 0 0 0 0 Nibrin  35447:105996

891.91539 2 timecourse_ATM_combo_2hr 891.91150 4.36 31.24 NBN  NBN_HUMAN 4 K.TTTPGPS#LSQGVSVDEK.L 6.4 100 2.03E+05 TTTPGPSLS#QGVSVDEK 0 343 ‐8,0 0 0 0 0 Nibrin  35455:110625

891.91553 2 timecourse_ATM_ctrl1 891.91150 4.52 29.25 NBN  NBN_HUMAN 4 K.TTTPGPSLS#QGVSVDEK.L 9.9 100 4.44E+05 TTTPGPSLS#QGVSVDEK 13.3 343 0 0 0 0 Nibrin  35449:119892

1035.48247 3 timecourse_ATM_combo_4hr 1035.47583 6.41 66.04 NBR1  NBR1_HUMAN 3 R.KAENIASVEEAEEDLSGT#QFVCETVIR.S 7.8 100 4.53E+05 KAENIASVEEAEEDLS#GTQFVCETVIR 6 644 0,2 0 0 0 0 Next to BRCA1 gene 1 protein  35453:174961



1035.48228 3 timecourse_ATM_combo_2hr 1035.47583 6.23 43.44 NBR1  NBR1_HUMAN 3 R.KAENIASVEEAEEDLSGT#QFVCETVIR.S 4.2 94 1.42E+05 KAENIASVEEAEEDLSGT#QFVCETVIR 13.8 646 0 0 0 0 Next to BRCA1 gene 1 protein  35454:164991

1035.48182 3 timecourse_ATM_combo_2hr 1035.47583 5.78 36.29 NBR1  NBR1_HUMAN 3 R.KAENIASVEEAEEDLSGT#QFVCETVIR.S 5.0 100 1.96E+05 KAENIASVEEAEEDLSGT#QFVCETVIR 26.3 646 0 0 0 0 Next to BRCA1 gene 1 protein  35455:166181

820.78843 3 combeffx_ATM_comboi 820.78397 5.43 100.07 NCAPD2  CND1_HUMAN 7 R.LLNILGLIFKGPAAST#QEKNPR.E 12.1 100 1.20E+06 LLNILGLIFKGPAAST#QEKNPR 8.7 577 ‐1,0 0 0 0 0 Condensin complex subunit 1  35300:73711

820.78613 3 combeffx_ATM_PI3Ki 820.78397 2.63 76.94 NCAPD2  CND1_HUMAN 7 R.LLNILGLIFKGPAAS#TQEKNPR.E 5.8 100 2.54E+05 LLNILGLIFKGPAAST#QEKNPR 8.7 577 ‐1,0 0 0 0 0 Condensin complex subunit 1  35298:65926

820.7875 3 combeffx_ATM_comboi 820.78397 4.3 76.16 NCAPD2  CND1_HUMAN 7 R.LLNILGLIFKGPAAST#QEKNPR.E 9.1 100 6.69E+05 LLNILGLIFKGPAAST#QEKNPR 8.7 577 ‐1,0 0 0 0 0 Condensin complex subunit 1  35301:67319

634.29088 2 combeffx_ATM_comboi 634.28753 5.28 52.85 NCAPD2  CND1_HUMAN 4 K.ELEIGQAGS#QR.A 17.5 100 1.69E+06 ELEIGQAGS#QR 1000 1310 0 0 0 0 Condensin complex subunit 1  35300:25630

634.28982 2 timecourse_ATM_combo_4hr 634.28753 3.61 48.12 NCAPD2  CND1_HUMAN 4 K.ELEIGQAGS#QR.A 32.3 100 1.60E+06 ELEIGQAGS#QR 1000 1310 0 0 0 0 Condensin complex subunit 1  35452:58872

634.29052 2 combeffx_ATM_comboi 634.28753 4.71 45.77 NCAPD2  CND1_HUMAN 4 K.ELEIGQAGS#QR.A 16.8 100 1.20E+06 ELEIGQAGS#QR 1000 1310 0 0 0 0 Condensin complex subunit 1  35301:23636

634.29022 2 timecourse_ATM_combo_8hr 634.28753 4.24 43.99 NCAPD2  CND1_HUMAN 4 K.ELEIGQAGS#QR.A 29.2 100 1.79E+06 ELEIGQAGS#QR 1000 1310 0 0 0 0 Condensin complex subunit 1  35450:60408

634.2905 2 timecourse_ATM_ctrl2 634.28753 4.68 39.3 NCAPD2  CND1_HUMAN 4 K.ELEIGQAGS#QR.A 7.3 100 3.13E+05 ELEIGQAGS#QR 1000 1310 0 0 0 0 Condensin complex subunit 1  35447:53282

668.30978 2 timecourse_ATM_combo_8hr 668.30626 5.27 37.37 NCAPD2  CND1_HUMAN 7 K.GPAAS#TQEKNPR.E 26.3 100 4.23E+05 GPAAS#TQEKNPR 7.4 576 0,1 0 0 0 0 Condensin complex subunit 1  35450:69426

634.29105 2 timecourse_ATM_ctrl1 634.28753 5.55 34.85 NCAPD2  CND1_HUMAN 4 K.ELEIGQAGS#QR.A 11.5 100 5.37E+05 ELEIGQAGS#QR 1000 1310 0 0 0 0 Condensin complex subunit 1  35448:61106

634.29109 2 timecourse_ATM_combo_2hr 634.28753 5.61 34.51 NCAPD2  CND1_HUMAN 4 K.ELEIGQAGS#QR.A 28.2 100 9.97E+05 ELEIGQAGS#QR 1000 1310 0 0 0 0 Condensin complex subunit 1  35454:57667

615.84258 4 combeffx_ATM_comboi 615.83980 4.51 31.95 NCAPD2  CND1_HUMAN 7 R.LLNILGLIFKGPAAS#TQEKNPR.E 36.7 100 1.88E+06 LLNILGLIFKGPAAS#TQEKNPR 4.4 576 0,1 0 0 0 0 Condensin complex subunit 1  35301:67329

558.76007 2 timecourse_ATM_combo_4hr 558.75654 6.32 31.2 NCAPD2  CND1_HUMAN 4 R.RHPNT#QQR.A 15.3 100 6.23E+04 RHPNT#QQR 1000 1352 0 0 0 0 Condensin complex subunit 1  35452:34817

615.84294 4 combeffx_ATM_comboi 615.83980 5.1 28.18 NCAPD2  CND1_HUMAN 7 R.LLNILGLIFKGPAAST#QEKNPR.E 37.0 100 2.98E+06 LLNILGLIFKGPAAS#TQEKNPR 3 576 0,1 0 0 0 0 Condensin complex subunit 1  35300:73701

634.2881 2 timecourse_ATM_combo_8hr 634.28753 0.9 28 NCAPD2  CND1_HUMAN 4 K.ELEIGQAGS#QR.A 32.8 100 1.96E+06 ELEIGQAGS#QR 1000 1310 0 0 0 0 Condensin complex subunit 1  35451:60405

668.30933 2 timecourse_ATM_combo_8hr 668.30626 4.59 27.91 NCAPD2  CND1_HUMAN 7 K.GPAAS#TQEKNPR.E 27.0 100 4.38E+05 GPAAST#QEKNPR 0 577 ‐1,0 0 0 0 0 Condensin complex subunit 1  35451:69746

615.8419 4 combeffx_ATM_PI3Ki 615.83980 3.41 27.73 NCAPD2  CND1_HUMAN 7 R.LLNILGLIFKGPAAST#QEKNPR.E 21.4 100 7.07E+05 LLNILGLIFKGPAAST#QEKNPR 0 577 ‐1,0 0 0 0 0 Condensin complex subunit 1  35298:65936

668.30976 2 timecourse_ATM_combo_4hr 668.30626 5.24 27.55 NCAPD2  CND1_HUMAN 7 K.GPAAST#QEKNPR.E 20.7 100 3.01E+05 GPAAST#QEKNPR 0 577 ‐1,0 0 0 0 0 Condensin complex subunit 1  35453:69140

558.76044 2 timecourse_ATM_combo_1hr 558.75654 6.98 21.39 NCAPD2  CND1_HUMAN 4 R.RHPNT#QQR.A 15.9 100 5.42E+04 RHPNT#QQR 1000 1352 0 0 0 0 Condensin complex subunit 1  35456:35718

615.84229 4 combeffx_ATM_MEKi 615.83980 4.04 17.03 NCAPD2  CND1_HUMAN 7 R.LLNILGLIFKGPAAST#QEKNPR.E 5.9 100 1.46E+05 LLNILGLIFKGPAAST#QEKNPR 0 577 ‐1,0 0 0 0 0 Condensin complex subunit 1  35296:56998

887.37521 2 timecourse_ATM_ctrl2 887.37028 5.56 35.23 NCAPG  CND3_HUMAN 1 K.ATQASKS#T#QLKT#NR.G 10.9 100 7.11E+04 ATQASKS#T#QLKT#NR 45.7 944 49.6 945 85.4 949 Condensin complex subunit 3  35447:105296

591.91861 3 timecourse_ATM_ctrl2 591.91595 4.49 28 NCAPG  CND3_HUMAN 1 K.ATQAS#KST#QLKT#NR.G 81.8 100 5.81E+05 ATQAS#KST#QLKT#NR 3.5 942 0,2 19.8 945 46.9 949 Condensin complex subunit 3  35446:103197

591.91847 3 timecourse_ATM_combo_2hr 591.91595 4.26 25.59 NCAPG  CND3_HUMAN 1 K.ATQAS#KS#TQLKT#NR.G 70.0 100 4.97E+05 ATQAS#KS#TQLKT#NR 8 942 0,3 6.6 944 0,1 53.8 949 Condensin complex subunit 3  35455:110005

887.37563 2 timecourse_ATM_combo_1hr 887.37028 6.03 23.35 NCAPG  CND3_HUMAN 1 K.ATQASKS#T#QLKT#NR.G 15.5 100 1.19E+05 ATQASKS#T#QLKT#NR 28.5 944 31.9 945 87.5 949 Condensin complex subunit 3  35456:118791

591.91809 3 timecourse_ATM_combo_8hr 591.91595 3.62 23.25 NCAPG  CND3_HUMAN 1 K.ATQASKS#T#QLKT#NR.G 32.6 100 3.35E+05 ATQASKS#T#QLKT#NR 12.2 944 ‐2,0 14.7 945 45.7 949 Condensin complex subunit 3  35450:116350

591.91908 3 timecourse_ATM_ctrl2 591.91595 5.29 22.08 NCAPG  CND3_HUMAN 1 K.ATQAS#KS#TQLKT#NR.G 66.5 100 5.96E+05 ATQAS#KST#QLKT#NR 6 942 0,2 5.4 945 ‐1,0 51 949 Condensin complex subunit 3  35447:105286

591.91801 3 timecourse_ATM_ctrl1 591.91595 3.48 21.95 NCAPG  CND3_HUMAN 1 K.ATQASKS#T#QLKT#NR.G 83.7 100 8.81E+05 ATQASKS#T#QLKT#NR 6.1 944 ‐2,0 9.1 945 ‐3,0 31.3 949 Condensin complex subunit 3  35449:119181

591.918 3 timecourse_ATM_combo_1hr 591.91595 3.46 19.77 NCAPG  CND3_HUMAN 1 K.ATQASKS#T#QLKT#NR.G 58.8 100 7.09E+05 ATQASKS#T#QLKT#NR 9.6 944 ‐2,0 14 945 41.3 949 Condensin complex subunit 3  35457:118493

591.91886 3 timecourse_ATM_combo_2hr 591.91595 4.92 19.12 NCAPG  CND3_HUMAN 1 K.ATQAS#KS#TQLKT#NR.G 63.0 100 4.02E+05 ATQASKS#T#QLKT#NR 7.5 944 ‐2,0 14.7 945 31.3 949 Condensin complex subunit 3  35454:110228

658.80109 2 timecourse_ATM_combo_8hr 658.79774 5.08 54.15 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 446.6 100 2.10E+07 FVQETELS#QR 79.1 492 0 0 0 0 Condensin‐2 complex subunit H2  35450:67176

658.80126 2 timecourse_ATM_combo_8hr 658.79774 5.34 52.7 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 453.8 100 2.16E+07 FVQETELS#QR 79.1 492 0 0 0 0 Condensin‐2 complex subunit H2  35451:67455

658.80071 2 combeffx_ATM_comboi 658.79774 4.51 51.55 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 128.8 100 1.46E+07 FVQETELS#QR 58 492 0 0 0 0 Condensin‐2 complex subunit H2  35301:26512

658.80058 2 timecourse_ATM_combo_2hr 658.79774 4.31 50.55 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 82.4 100 2.22E+06 FVQETELS#QR 73.3 492 0 0 0 0 Condensin‐2 complex subunit H2  35455:63507

658.80097 2 combeffx_ATM_comboi 658.79774 4.9 49.64 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 153.1 100 2.07E+07 FVQETELS#QR 58.3 492 0 0 0 0 Condensin‐2 complex subunit H2  35300:28786

658.80102 2 timecourse_ATM_combo_4hr 658.79774 4.98 47.24 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 204.7 100 8.14E+06 FVQETELS#QR 79.1 492 0 0 0 0 Condensin‐2 complex subunit H2  35453:66969

658.80136 2 timecourse_ATM_combo_4hr 658.79774 5.49 45.55 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 193.2 100 8.31E+06 FVQETELS#QR 79.1 492 0 0 0 0 Condensin‐2 complex subunit H2  35452:65535

658.80141 2 timecourse_ATM_combo_1hr 658.79774 5.57 39.15 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 41.0 100 2.00E+06 FVQETELS#QR 58.3 492 0 0 0 0 Condensin‐2 complex subunit H2  35456:67958

658.80007 2 combeffx_ATM_PI3Ki 658.79774 3.54 38.09 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 27.3 100 2.76E+06 FVQETELS#QR 58.3 492 0 0 0 0 Condensin‐2 complex subunit H2  35299:25656

658.79967 2 combeffx_ATM_PI3Ki 658.79774 2.93 36.78 NCAPH2  CNDH2_HUMAN 0 K.FVQETELS#QR.I 37.8 100 3.69E+06 FVQETELS#QR 64.5 492 0 0 0 0 Condensin‐2 complex subunit H2  35298:26159

764.38013 2 timecourse_ATM_combo_4hr 764.37635 4.95 81.4 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 285.1 100 9.85E+06 NLPYKVT#QDELK 35.8 405 0 0 0 0 Nucleolin  35453:91882

764.38007 2 combeffx_ATM_comboi 764.37635 4.87 81.3 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 31.3 100 4.08E+06 NLPYKVT#QDELK 44.7 405 0 0 0 0 Nucleolin  35300:40306

1100.53711 2 timecourse_ATM_combo_8hr 1100.53028 6.21 79.23 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 31.0 100 1.56E+06 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35450:148610

764.37946 2 combeffx_ATM_comboi 764.37635 4.07 75.77 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 24.0 100 2.69E+06 NLPYKVT#QDELK 65.2 405 0 0 0 0 Nucleolin  35301:37142

734.02578 3 combeffx_ATM_comboi 734.02261 4.32 75.76 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 86.1 100 1.03E+07 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35300:68241

764.37993 2 timecourse_ATM_combo_8hr 764.37635 4.68 75.32 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 1232.1 100 6.65E+07 NLPYKVT#QDELK 53.2 405 0 0 0 0 Nucleolin  35450:92285

1074.00565 2 timecourse_ATM_combo_4hr 1074.00083 4.49 74.82 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFED.A 10.2 100 6.90E+05 NLPYKVT#QDELKEVFED 73.3 405 0 0 0 0 Nucleolin  35453:144757

1074.00573 2 timecourse_ATM_combo_8hr 1074.00083 4.56 73.02 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFED.A 83.1 100 6.85E+06 NLPYKVT#QDELKEVFED 73.3 405 0 0 0 0 Nucleolin  35451:147911

764.3804 2 timecourse_ATM_combo_4hr 764.37635 5.3 72.95 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 278.0 100 1.01E+07 NLPYKVT#QDELK 35.8 405 0 0 0 0 Nucleolin  35452:90181

1344.15897 2 timecourse_ATM_combo_8hr 1344.15182 5.32 72.42 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 29.6 100 2.91E+06 NLPYKVT#QDELKEVFEDAAEIR 4 405 ‐3,0 0 0 0 0 Nucleolin  35450:168640

764.38036 2 timecourse_ATM_combo_8hr 764.37635 5.25 71.35 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 1436.1 100 7.45E+07 NLPYKVT#QDELK 35.8 405 0 0 0 0 Nucleolin  35451:93225

896.4401 3 combeffx_ATM_PI3Ki 896.43697 3.49 70.88 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 147.0 100 8.93E+06 NLPYKVT#QDELKEVFEDAAEIR 16.1 405 0 0 0 0 Nucleolin  35298:69166

764.37997 2 timecourse_ATM_combo_2hr 764.37635 4.74 68.89 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 83.3 100 1.89E+06 NLPYKVT#QDELK 35.8 405 0 0 0 0 Nucleolin  35455:86965

1074.00642 2 timecourse_ATM_combo_4hr 1074.00083 5.2 67.43 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFED.A 10.2 100 6.28E+05 NLPYKVT#QDELKEVFED 46.2 405 0 0 0 0 Nucleolin  35452:142330

1074.00511 2 timecourse_ATM_combo_8hr 1074.00083 3.99 66.28 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFED.A 73.3 100 5.99E+06 NLPYKVT#QDELKEVFED 26.8 405 0 0 0 0 Nucleolin  35450:145853

1100.53733 2 timecourse_ATM_combo_4hr 1100.53028 6.41 65.03 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 6.5 100 2.80E+05 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35453:147201

764.38056 2 timecourse_ATM_combo_2hr 764.37635 5.51 63.7 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 75.7 100 2.00E+06 NLPYKVT#QDELK 46.2 405 0 0 0 0 Nucleolin  35454:87449

734.0257 3 combeffx_ATM_comboi 734.02261 4.21 63.59 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 86.4 100 6.84E+06 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35301:62599

896.44016 3 combeffx_ATM_PI3Ki 896.43697 3.56 62.52 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 147.2 100 8.93E+06 NLPYKVT#QDELKEVFEDAAEIR 26.4 405 0 0 0 0 Nucleolin  35298:69176

896.44457 3 timecourse_ATM_combo_8hr 896.43697 8.48 62.45 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 1937.8 100 1.74E+08 NLPYKVT#QDELKEVFEDAAEIR 22.1 405 0 0 0 0 Nucleolin  35451:170800

1344.16088 2 timecourse_ATM_combo_8hr 1344.15182 6.74 61.24 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 33.5 100 3.77E+06 NLPYKVT#QDELKEVFEDAAEIR 19.2 405 0 0 0 0 Nucleolin  35451:170760

764.3799 2 timecourse_ATM_combo_1hr 764.37635 4.64 60.42 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 14.3 100 5.37E+05 NLPYKVT#QDELK 44.7 405 0 0 0 0 Nucleolin  35457:93559

896.44069 3 combeffx_ATM_comboi 896.43697 4.15 59.68 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 465.9 100 7.22E+07 NLPYKVT#QDELKEVFEDAAEIR 8.7 405 ‐3,0 0 0 0 0 Nucleolin  35300:77601

1100.53708 2 timecourse_ATM_combo_4hr 1100.53028 6.18 59.63 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 6.0 100 2.43E+05 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35452:144816

896.44014 3 combeffx_ATM_MEKi 896.43697 3.54 58.75 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 17.3 100 3.99E+05 NLPYKVT#QDELKEVFEDAAEIR 6.3 405 ‐3,0 0 0 0 0 Nucleolin  35297:54068

734.02689 3 timecourse_ATM_combo_2hr 734.02261 5.83 57.42 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 30.3 100 8.98E+05 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35454:140491

896.44037 3 combeffx_ATM_comboi 896.43697 3.79 56.68 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 490.5 100 4.81E+07 NLPYKVT#QDELKEVFEDAAEIR 19.9 405 0 0 0 0 Nucleolin  35301:70819

896.44366 3 timecourse_ATM_combo_8hr 896.43697 7.46 55.63 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 2133.8 100 9.99E+07 NLPYKVT#QDELKEVFEDAAEIR 3.8 405 ‐3,0 0 0 0 0 Nucleolin  35451:170790

896.44251 3 timecourse_ATM_combo_2hr 896.43697 6.18 55.35 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 234.9 100 1.07E+07 NLPYKVT#QDELKEVFEDAAEIR 14.7 405 0 0 0 0 Nucleolin  35455:158561

896.44064 3 combeffx_ATM_comboi 896.43697 4.09 54.83 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 482.9 100 7.22E+07 NLPYKVT#QDELKEVFEDAAEIR 5.4 405 ‐3,0 0 0 0 0 Nucleolin  35300:77591

896.44297 3 timecourse_ATM_combo_1hr 896.43697 6.69 54.56 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 54.4 100 3.27E+06 NLPYKVT#QDELKEVFEDAAEIR 5.4 405 ‐3,0 0 0 0 0 Nucleolin  35457:169165

896.44396 3 timecourse_ATM_combo_1hr 896.43697 7.8 54.09 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 59.9 100 2.91E+06 NLPYKVT#QDELKEVFEDAAEIR 9.7 405 ‐3,0 0 0 0 0 Nucleolin  35456:168967

1100.53814 2 timecourse_ATM_combo_8hr 1100.53028 7.14 53.42 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 33.3 100 1.91E+06 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35451:150610

764.38066 2 timecourse_ATM_combo_1hr 764.37635 5.64 53.23 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 18.2 100 5.76E+05 NLPYKVT#QDELK 53.2 405 0 0 0 0 Nucleolin  35456:93515

734.02738 3 timecourse_ATM_combo_4hr 734.02261 6.5 52.96 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 133.8 100 5.37E+06 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35452:144826

896.44377 3 timecourse_ATM_ctrl2 896.43697 7.59 52.8 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 34.8 100 1.53E+06 NLPYKVT#QDELKEVFEDAAEIR 0 405 ‐3,0 0 0 0 0 Nucleolin  35447:155413

896.44061 3 combeffx_ATM_comboi 896.43697 4.06 51.88 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 492.4 100 4.81E+07 NLPYKVT#QDELKEVFEDAAEIR 6.3 405 ‐3,0 0 0 0 0 Nucleolin  35301:70839

734.0273 3 timecourse_ATM_combo_4hr 734.02261 6.39 51.8 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 147.4 100 5.68E+06 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35453:147191

896.44328 3 timecourse_ATM_combo_4hr 896.43697 7.04 51.61 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 816.2 100 4.73E+07 NLPYKVT#QDELKEVFEDAAEIR 10.2 405 ‐3,0 0 0 0 0 Nucleolin  35452:163630

734.02683 3 timecourse_ATM_combo_8hr 734.02261 5.75 50.51 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 553.1 100 2.70E+07 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35450:148600

896.44014 3 combeffx_ATM_PI3Ki 896.43697 3.54 49.05 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 86.9 100 4.91E+06 NLPYKVT#QDELKEVFEDAAEIR 17.9 405 0 0 0 0 Nucleolin  35299:65414

896.44366 3 timecourse_ATM_combo_2hr 896.43697 7.46 48.89 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 230.8 100 9.31E+06 NLPYKVT#QDELKEVFEDAAEIR 8.7 405 ‐3,0 0 0 0 0 Nucleolin  35454:157701

820.73268 3 timecourse_ATM_combo_8hr 820.72797 5.74 48.78 NCL  NUCL_HUMAN 4 L.PYKVT#QDELKEVFEDAAEIR.L 14.1 100 8.62E+05 PYKVT#QDELKEVFEDAAEIR 28.4 405 0 0 0 0 Nucleolin  35451:162050

896.44027 3 combeffx_ATM_PI3Ki 896.43697 3.68 47.76 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 85.4 100 4.91E+06 NLPYKVT#QDELKEVFEDAAEIR 25.2 405 0 0 0 0 Nucleolin  35299:65424

896.44384 3 timecourse_ATM_combo_8hr 896.43697 7.66 45.66 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 2188.9 100 9.43E+07 NLPYKVT#QDELKEVFEDAAEIR 14.7 405 0 0 0 0 Nucleolin  35450:168680

896.44359 3 timecourse_ATM_combo_8hr 896.43697 7.38 45.55 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 1818.2 100 1.47E+08 NLPYKVT#QDELKEVFEDAAEIR 4.7 405 ‐3,0 0 0 0 0 Nucleolin  35450:168660

764.3807 2 timecourse_ATM_ctrl1 764.37635 5.69 45.26 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELK.E 5.4 100 2.03E+05 NLPYKVT#QDELK 11.6 405 ‐3,0 0 0 0 0 Nucleolin  35448:92855

820.73295 3 timecourse_ATM_combo_8hr 820.72797 6.07 44.52 NCL  NUCL_HUMAN 4 L.PYKVT#QDELKEVFEDAAEIR.L 13.2 94 5.02E+05 PYKVT#QDELKEVFEDAAEIR 26.9 405 0 0 0 0 Nucleolin  35450:159850

734.02674 3 timecourse_ATM_combo_2hr 734.02261 5.63 42.71 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 30.5 100 9.03E+05 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35455:140531

896.4404 3 combeffx_ATM_comboi 896.43697 3.83 41.84 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 487.1 100 4.81E+07 NLPYKVT#QDELKEVFEDAAEIR 0 405 ‐3,0 0 0 0 0 Nucleolin  35301:70829

896.44073 3 combeffx_ATM_comboi 896.43697 4.19 41.51 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 480.0 100 7.22E+07 NLPYKVT#QDELKEVFEDAAEIR 16.2 405 0 0 0 0 Nucleolin  35300:77611

734.02759 3 timecourse_ATM_combo_8hr 734.02261 6.78 41.27 NCL  NUCL_HUMAN 4 Y.KVT#QDELKEVFEDAAEIR.L 597.7 100 2.89E+07 KVT#QDELKEVFEDAAEIR 1000 405 0 0 0 0 Nucleolin  35451:150600

820.73203 3 combeffx_ATM_comboi 820.72797 4.95 40.85 NCL  NUCL_HUMAN 4 L.PYKVT#QDELKEVFEDAAEIR.L 6.5 100 7.29E+05 PYKVT#QDELKEVFEDAAEIR 19.9 405 0 0 0 0 Nucleolin  35300:73681

520.75781 2 timecourse_ATM_combo_2hr 520.75481 5.76 38.1 NCL  NUCL_HUMAN 4 Y.KVT#QDELK.E 15.4 100 1.93E+05 KVT#QDELK 1000 405 0 0 0 0 Nucleolin  35454:26546

672.58298 4 combeffx_ATM_comboi 672.57955 5.1 37.72 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 232.3 100 3.31E+07 NLPYKVT#QDELKEVFEDAAEIR 16.6 405 0 0 0 0 Nucleolin  35300:77621

896.44402 3 timecourse_ATM_ctrl1 896.43697 7.86 36.95 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 20.8 100 9.25E+05 NLPYKVT#QDELKEVFEDAAEIR 6.3 405 ‐3,0 0 0 0 0 Nucleolin  35448:166000

672.58206 4 combeffx_ATM_PI3Ki 672.57955 3.73 36.57 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 41.9 100 2.09E+06 NLPYKVT#QDELKEVFEDAAEIR 17.6 405 0 0 0 0 Nucleolin  35299:65434

896.44328 3 timecourse_ATM_combo_4hr 896.43697 7.05 35.77 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 922.0 100 5.78E+07 NLPYKVT#QDELKEVFEDAAEIR 17.9 405 0 0 0 0 Nucleolin  35453:166641

520.75775 2 timecourse_ATM_combo_8hr 520.75481 5.65 35.7 NCL  NUCL_HUMAN 4 Y.KVT#QDELK.E 634.1 100 1.13E+07 KVT#QDELK 1000 405 0 0 0 0 Nucleolin  35450:27676

520.75751 2 timecourse_ATM_combo_4hr 520.75481 5.18 34.92 NCL  NUCL_HUMAN 4 Y.KVT#QDELK.E 63.6 100 1.06E+06 KVT#QDELK 1000 405 0 0 0 0 Nucleolin  35453:27535

896.44395 3 timecourse_ATM_ctrl2 896.43697 7.79 34.85 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 35.8 100 1.46E+06 NLPYKVT#QDELKEVFEDAAEIR 4.8 405 ‐3,0 0 0 0 0 Nucleolin  35446:152402

520.75756 2 timecourse_ATM_combo_8hr 520.75481 5.28 34.7 NCL  NUCL_HUMAN 4 Y.KVT#QDELK.E 589.0 100 1.17E+07 KVT#QDELK 1000 405 0 0 0 0 Nucleolin  35451:27796

520.7575 2 timecourse_ATM_combo_2hr 520.75481 5.17 34.69 NCL  NUCL_HUMAN 4 Y.KVT#QDELK.E 14.7 100 1.83E+05 KVT#QDELK 1000 405 0 0 0 0 Nucleolin  35455:25422

520.75745 2 timecourse_ATM_combo_4hr 520.75481 5.07 34.26 NCL  NUCL_HUMAN 4 Y.KVT#QDELK.E 67.4 100 1.04E+06 KVT#QDELK 1000 405 0 0 0 0 Nucleolin  35452:27284

896.44352 3 timecourse_ATM_combo_4hr 896.43697 7.31 32.04 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 1072.0 100 4.63E+07 NLPYKVT#QDELKEVFEDAAEIR 9.1 405 ‐3,0 0 0 0 0 Nucleolin  35453:166651

672.58257 4 combeffx_ATM_comboi 672.57955 4.49 31.53 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 191.9 100 1.84E+07 NLPYKVT#QDELKEVFEDAAEIR 16.6 405 0 0 0 0 Nucleolin  35301:70859

672.58387 4 timecourse_ATM_combo_4hr 672.57955 6.42 31.52 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 206.6 100 1.14E+07 NLPYKVT#QDELKEVFEDAAEIR 17.6 405 0 0 0 0 Nucleolin  35453:166631

896.44302 3 timecourse_ATM_ctrl1 896.43697 6.75 28.98 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 17.9 100 8.91E+05 NLPYKVT#QDELKEVFEDAAEIR 6.3 405 ‐3,0 0 0 0 0 Nucleolin  35449:168669

672.58416 4 timecourse_ATM_combo_8hr 672.57955 6.85 26.7 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 442.0 100 3.41E+07 NLPYKVT#QDELKEVFEDAAEIR 12.1 405 ‐3,0 0 0 0 0 Nucleolin  35450:168650

672.58425 4 timecourse_ATM_combo_2hr 672.57955 6.99 26.62 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 56.1 100 1.81E+06 NLPYKVT#QDELKEVFEDAAEIR 17.6 405 0 0 0 0 Nucleolin  35454:157691

844.40991 3 timecourse_ATM_combo_8hr 844.40327 7.86 26.58 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEI.R 8.8 100 1.84E+06 NLPYKVT#QDELKEVFEDAAEI 8.8 405 ‐3,0 0 0 0 0 Nucleolin  35451:165030

672.58396 4 timecourse_ATM_combo_4hr 672.57955 6.56 25.92 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 201.1 100 1.11E+07 NLPYKVT#QDELKEVFEDAAEIR 13.4 405 0 0 0 0 Nucleolin  35452:163620

672.58438 4 timecourse_ATM_combo_8hr 672.57955 7.18 24.23 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 419.7 100 3.35E+07 NLPYKVT#QDELKEVFEDAAEIR 17.6 405 0 0 0 0 Nucleolin  35451:170770

672.5822 4 combeffx_ATM_PI3Ki 672.57955 3.94 22.88 NCL  NUCL_HUMAN 4 K.NLPYKVT#QDELKEVFEDAAEIR.L 57.1 100 2.67E+06 NLPYKVT#QDELKEVFEDAAEIR 7.3 405 ‐3,0 0 0 0 0 Nucleolin  35298:69186

723.30635 2 timecourse_ATM_combo_8hr 723.30253 5.28 64.4 NCOA4  NCOA4_HUMAN 6 K.MGNLS#QLSSGEDK.W 23.8 100 1.13E+06 MGNLS#QLSSGEDK 46.2 550 0 0 0 0 Nuclear receptor coactivator 4  35450:82219

723.30656 2 timecourse_ATM_combo_8hr 723.30253 5.57 60.7 NCOA4  NCOA4_HUMAN 6 K.MGNLS#QLSSGEDK.W 25.2 100 1.09E+06 MGNLS#QLSSGEDK 46.2 550 0 0 0 0 Nuclear receptor coactivator 4  35451:82915

723.30624 2 timecourse_ATM_combo_4hr 723.30253 5.13 59.51 NCOA4  NCOA4_HUMAN 6 K.MGNLS#QLSSGEDK.W 14.5 100 5.41E+05 MGNLS#QLSSGEDK 35.8 550 0 0 0 0 Nuclear receptor coactivator 4  35453:81824

723.30625 2 timecourse_ATM_combo_4hr 723.30253 5.14 50.32 NCOA4  NCOA4_HUMAN 6 K.MGNLS#QLSSGEDK.W 13.2 100 5.59E+05 MGNLS#QLSSGEDK 53.5 550 0 0 0 0 Nuclear receptor coactivator 4  35452:80177

671.98832 3 timecourse_ATM_combo_4hr 671.98696 2.02 43.33 NCOA4  NCOA4_HUMAN 6 K.MGNLS#QLSSGEDKWLLR.K 5.9 100 3.97E+05 MGNLS#QLSSGEDKWLLR 11.7 550 0,3 0 0 0 0 Nuclear receptor coactivator 4  35453:135505

671.9885 3 timecourse_ATM_combo_4hr 671.98696 2.29 30.34 NCOA4  NCOA4_HUMAN 6 K.MGNLS#QLSSGEDKWLLR.K 5.7 100 5.15E+05 MGNLS#QLSSGEDKWLLR 20.9 550 0 0 0 0 Nuclear receptor coactivator 4  35452:132848

723.30678 2 timecourse_ATM_combo_2hr 723.30253 5.88 28.24 NCOA4  NCOA4_HUMAN 6 K.MGNLS#QLSSGEDK.W 8.3 100 2.23E+05 MGNLS#QLSSGEDK 31.9 550 0 0 0 0 Nuclear receptor coactivator 4  35454:77940

723.3062 2 timecourse_ATM_combo_4hr 723.30253 5.07 27.22 NCOA4  NCOA4_HUMAN 6 K.MGNLS#QLSSGEDK.W 14.0 100 5.41E+05 MGNLS#QLSSGEDK 29.6 550 0 0 0 0 Nuclear receptor coactivator 4  35453:81814

688.81254 2 timecourse_ATM_combo_1hr 688.80830 6.16 64.94 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 22.1 100 7.79E+05 NS#QLGIFSSSEK 79.4 69 0 0 0 0 Kinetochore protein NDC80 homolog  35456:75148

688.81172 2 timecourse_ATM_ctrl1 688.80830 4.97 62.06 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 28.4 100 1.02E+06 NS#QLGIFSSSEK 72.8 69 0 0 0 0 Kinetochore protein NDC80 homolog  35449:76049

688.81233 2 timecourse_ATM_ctrl2 688.80830 5.85 59.38 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 15.0 100 4.98E+05 NS#QLGIFSSSEK 71.8 69 0 0 0 0 Kinetochore protein NDC80 homolog  35446:64365

688.81186 2 timecourse_ATM_combo_2hr 688.80830 5.17 59.22 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 15.0 100 4.36E+05 NS#QLGIFSSSEK 89.1 69 0 0 0 0 Kinetochore protein NDC80 homolog  35454:70671

688.81139 2 timecourse_ATM_combo_2hr 688.80830 4.49 55.08 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 14.5 100 3.92E+05 NS#QLGIFSSSEK 79.3 69 0 0 0 0 Kinetochore protein NDC80 homolog  35455:70097

688.81224 2 timecourse_ATM_ctrl2 688.80830 5.72 53.63 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 13.8 100 4.62E+05 NS#QLGIFSSSEK 79.3 69 0 0 0 0 Kinetochore protein NDC80 homolog  35447:65446

688.8119 2 timecourse_ATM_combo_4hr 688.80830 5.24 53.48 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 16.6 100 6.70E+05 NS#QLGIFSSSEK 79.3 69 0 0 0 0 Kinetochore protein NDC80 homolog  35453:74049

688.81231 2 timecourse_ATM_combo_4hr 688.80830 5.82 53.07 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 14.7 100 6.43E+05 NS#QLGIFSSSEK 79.3 69 0 0 0 0 Kinetochore protein NDC80 homolog  35452:72369

688.81211 2 timecourse_ATM_combo_8hr 688.80830 5.53 52.95 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 19.5 100 9.97E+05 NS#QLGIFSSSEK 71.8 69 0 0 0 0 Kinetochore protein NDC80 homolog  35451:74687

688.81193 2 timecourse_ATM_combo_8hr 688.80830 5.27 50.61 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 17.4 100 9.62E+05 NS#QLGIFSSSEK 79.4 69 0 0 0 0 Kinetochore protein NDC80 homolog  35450:74127

688.81247 2 timecourse_ATM_ctrl1 688.80830 6.05 50.11 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 26.6 100 1.10E+06 NS#QLGIFSSSEK 87.3 69 0 0 0 0 Kinetochore protein NDC80 homolog  35448:74997

686.98168 3 timecourse_ATM_combo_1hr 686.97953 3.14 47.19 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 533.8 100 2.34E+07 TSGHGSRNS#QLGIFSSSEK 13 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35457:142450

686.98192 3 timecourse_ATM_combo_4hr 686.97953 3.48 46.11 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 414.4 100 1.74E+07 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35453:138737

688.81168 2 timecourse_ATM_combo_1hr 688.80830 4.91 43.71 NDC80  NDC80_HUMAN 3 R.NS#QLGIFSSSEK.I 18.4 100 7.51E+05 NS#QLGIFSSSEK 79.3 69 0 0 0 0 Kinetochore protein NDC80 homolog  35457:75348

686.98183 3 timecourse_ATM_ctrl1 686.97953 3.35 43.27 NDC80  NDC80_HUMAN 3 R.TSGHGSRNS#QLGIFSSSEK.I 719.3 100 3.43E+07 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35449:142311

686.98185 3 timecourse_ATM_combo_4hr 686.97953 3.38 40.71 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 377.1 100 1.72E+07 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35452:136027

686.98303 3 timecourse_ATM_combo_8hr 686.97953 5.09 40.13 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 340.7 100 1.90E+07 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35450:139033

686.98252 3 timecourse_ATM_combo_8hr 686.97953 4.37 39.09 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 365.1 100 1.93E+07 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35451:140911

686.98284 3 timecourse_ATM_combo_1hr 686.97953 4.82 36.93 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 516.8 100 2.19E+07 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35456:142129

686.98218 3 combeffx_ATM_ctrl 686.97953 3.86 36.66 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 94.3 100 8.75E+06 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35295:60944

686.98206 3 timecourse_ATM_ctrl2 686.97953 3.68 36.45 NDC80  NDC80_HUMAN 3 R.TSGHGSRNS#QLGIFSSSEK.I 328.7 100 1.29E+07 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35447:128217

686.98201 3 combeffx_ATM_ctrl 686.97953 3.61 36.41 NDC80  NDC80_HUMAN 3 R.TSGHGSRNS#QLGIFSSSEK.I 83.7 100 9.83E+06 TSGHGSRNS#QLGIFSSSEK 10 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35294:63058

686.98229 3 combeffx_ATM_MEKi 686.97953 4.02 36.19 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 53.6 100 3.56E+06 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35296:50849

554.51417 4 timecourse_ATM_ctrl1 554.51174 4.38 35.88 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 29.7 100 1.70E+06 RTSGHGSRNS#QLGIFSSSEK 0 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35449:151359

686.98235 3 timecourse_ATM_ctrl1 686.97953 4.1 35.75 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 747.1 100 3.26E+07 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35448:140158

554.51475 4 timecourse_ATM_ctrl1 554.51174 5.43 34.91 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 20.5 100 1.59E+06 RTSGHGSRNS#QLGIFSSSEK 1.1 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35448:149120

554.51364 4 combeffx_ATM_ctrl 554.51174 3.43 34.44 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 11.5 100 1.70E+06 RTSGHGSRNS#QLGIFSSSEK 3 69 ‐7,0 0 0 0 0 Kinetochore protein NDC80 homolog  35294:66528

713.63955 3 timecourse_ATM_ctrl2 713.63497 6.42 31.54 NDC80  NDC80_HUMAN 3 R.TS#GHGS#RNSQLGIFSSSEK.I 22.8 100 9.40E+05 TS#GHGS#RNSQLGIFSSSEK 6.5 62 ‐1,0 8.8 66 0,3 0 0 Kinetochore protein NDC80 homolog  35446:131251

554.51456 4 timecourse_ATM_combo_8hr 554.51174 5.09 30.23 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 11.3 100 8.39E+05 RTSGHGSRNS#QLGIFSSSEK 0 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35451:151140

515.48857 4 combeffx_ATM_MEKi 515.48646 4.11 29.19 NDC80  NDC80_HUMAN 3 R.TS#GHGSRNSQLGIFSSSEK.I 11.6 100 6.01E+05 TSGHGSRNS#QLGIFSSSEK 1.1 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35296:50859

554.51499 4 timecourse_ATM_combo_8hr 554.51174 5.86 28.77 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 11.2 100 8.74E+05 RTSGHGSRNS#QLGIFSSSEK 0 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35450:149170

1029.97113 2 timecourse_ATM_ctrl2 1029.96565 5.32 28.19 NDC80  NDC80_HUMAN 3 R.TSGHGSRNS#QLGIFSSSEK.I 7.6 100 2.02E+05 TSGHGSRNS#QLGIFSSSEK 7 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35446:125742

686.9824 3 combeffx_ATM_MEKi 686.97953 4.18 27.61 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 49.9 100 2.94E+06 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35297:46602

686.98201 3 combeffx_ATM_PI3Ki 686.97953 3.61 27.53 NDC80  NDC80_HUMAN 3 R.TSGHGSRNS#QLGIFSSSEK.I 55.3 100 5.60E+06 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35298:58341

574.50539 4 combeffx_ATM_ctrl 574.50332 3.6 27.28 NDC80  NDC80_HUMAN 3 K.RTS#GHGS#RNSQLGIFSSSEK.I 65.6 100 6.65E+06 RTS#GHGSRNS#QLGIFSSSEK 7.9 62 0,4 0.5 69 ‐8,0 0 0 Kinetochore protein NDC80 homolog  35295:65977

686.98292 3 timecourse_ATM_ctrl2 686.97953 4.93 26.69 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 305.2 100 1.25E+07 TSGHGSRNS#QLGIFSSSEK 0 69 ‐3,0 0 0 0 0 Kinetochore protein NDC80 homolog  35446:125732

554.51414 4 timecourse_ATM_combo_4hr 554.51174 4.33 26.27 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 14.6 100 9.90E+05 RTSGHGSRNS#QLGIFSSSEK 0 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35453:147851

554.51398 4 combeffx_ATM_MEKi 554.51174 4.04 26.08 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 8.1 100 5.57E+05 RTSGHGSRNS#QLGIFSSSEK 1.4 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35296:53389

554.51456 4 timecourse_ATM_combo_4hr 554.51174 5.09 25.95 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 13.3 100 9.78E+05 RTSGHGSRNS#QLGIFSSSEK 3 69 ‐7,0 0 0 0 0 Kinetochore protein NDC80 homolog  35452:145396

554.51451 4 timecourse_ATM_combo_1hr 554.51174 5 25.28 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 16.3 100 1.26E+06 RTSGHGSRNS#QLGIFSSSEK 0.5 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35456:151467

515.48899 4 combeffx_ATM_comboi 515.48646 4.91 25.14 NDC80  NDC80_HUMAN 3 R.TSGHGSRNS#QLGIFSSSEK.I 13.1 100 1.52E+06 TSGHGSRNS#QLGIFSSSEK 0 69 ‐8,6 0 0 0 0 Kinetochore protein NDC80 homolog  35300:64613

554.51432 4 timecourse_ATM_combo_2hr 554.51174 4.65 24.21 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 11.4 100 5.30E+05 RTSGHGSRNS#QLGIFSSSEK 2.1 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35454:141011

1029.97017 2 timecourse_ATM_ctrl2 1029.96565 4.39 20.77 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 7.7 100 2.23E+05 T#SGHGSRNSQLGIFSSSEK 0 61 0,5 0 0 0 0 Kinetochore protein NDC80 homolog  35447:128227

713.63869 3 timecourse_ATM_combo_1hr 713.63497 5.21 20.52 NDC80  NDC80_HUMAN 3 R.TS#GHGS#RNSQLGIFSSSEK.I 22.4 100 1.37E+06 TS#GHGSRNS#QLGIFSSSEK 9.3 62 ‐1,0 14.9 69 0 0 Kinetochore protein NDC80 homolog  35457:148170

765.67265 3 timecourse_ATM_ctrl1 765.66867 5.2 19.62 NDC80  NDC80_HUMAN 3 K.RTS#GHGS#RNSQLGIFSSSEK.I 191.0 100 8.97E+06 RTS#GHGS#RNSQLGIFSSSEK 26.4 62 17.6 66 0 0 Kinetochore protein NDC80 homolog  35449:154779

515.48823 4 combeffx_ATM_ctrl 515.48646 3.43 19.34 NDC80  NDC80_HUMAN 3 R.TSGHGS#RNSQLGIFSSSEK.I 10.9 100 1.09E+06 TSGHGSRNS#QLGIFSSSEK 3 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35295:60924

765.67174 3 combeffx_ATM_PI3Ki 765.66867 4.01 18.58 NDC80  NDC80_HUMAN 3 K.RTS#GHGS#RNSQLGIFSSSEK.I 30.4 100 2.30E+06 RTS#GHGSRNS#QLGIFSSSEK 8.4 62 0,4 31.8 69 0 0 Kinetochore protein NDC80 homolog  35298:62926

765.67165 3 combeffx_ATM_MEKi 765.66867 3.89 18.52 NDC80  NDC80_HUMAN 3 K.RTS#GHGS#RNSQLGIFSSSEK.I 39.3 100 2.15E+06 RTS#GHGSRNS#QLGIFSSSEK 32.4 62 11.7 69 ‐3,0 0 0 Kinetochore protein NDC80 homolog  35296:54569

554.51501 4 timecourse_ATM_ctrl2 554.51174 5.9 18.29 NDC80  NDC80_HUMAN 3 K.RTSGHGSRNS#QLGIFSSSEK.I 17.5 100 9.02E+05 RTSGHGSRNS#QLGIFSSSEK 3.7 69 ‐8,0 0 0 0 0 Kinetochore protein NDC80 homolog  35446:134826

574.50562 4 combeffx_ATM_PI3Ki 574.50332 4 18.19 NDC80  NDC80_HUMAN 3 K.RTS#GHGS#RNSQLGIFSSSEK.I 31.2 100 2.86E+06 RTS#GHGS#RNSQLGIFSSSEK 8.7 62 0,7 1.3 66 0,3 0 0 Kinetochore protein NDC80 homolog  35299:59764

765.67169 3 combeffx_ATM_ctrl 765.66867 3.94 17.4 NDC80  NDC80_HUMAN 3 K.RTSGHGS#RNS#QLGIFSSSEK.I 48.5 100 4.74E+06 RTS#GHGSRNS#QLGIFSSSEK 13.6 62 20.9 69 0 0 Kinetochore protein NDC80 homolog  35295:65987

585.24863 2 timecourse_ATM_combo_8hr 585.24533 5.64 55.25 NDE1  NDE1_HUMAN 0 R.AENT#QEELR.E 58.2 100 9.80E+05 AENT#QEELR 1000 32 0 0 0 0 Nuclear distribution protein nudE homolog 1  35450:44389

585.24844 2 timecourse_ATM_combo_4hr 585.24533 5.31 50.29 NDE1  NDE1_HUMAN 0 R.AENT#QEELR.E 19.3 100 3.54E+05 AENT#QEELR 1000 32 0 0 0 0 Nuclear distribution protein nudE homolog 1  35453:44298

585.24855 2 timecourse_ATM_combo_4hr 585.24533 5.5 46.81 NDE1  NDE1_HUMAN 0 R.AENT#QEELR.E 22.6 100 3.60E+05 AENT#QEELR 1000 32 0 0 0 0 Nuclear distribution protein nudE homolog 1  35452:43283

585.24845 2 timecourse_ATM_combo_8hr 585.24533 5.33 44.04 NDE1  NDE1_HUMAN 0 R.AENT#QEELR.E 40.6 100 9.99E+05 AENT#QEELR 1000 32 0 0 0 0 Nuclear distribution protein nudE homolog 1  35451:44411

668.29146 3 timecourse_ATM_combo_4hr 668.28824 4.83 32.84 NDE1  NDE1_HUMAN 0 R.AENT#QEELREFQEGSR.E 12.0 100 4.78E+05 AENT#QEELREFQEGSR 114.2 32 0 0 0 0 Nuclear distribution protein nudE homolog 1  35453:134585

700.30698 2 timecourse_ATM_combo_8hr 700.30539 2.27 81.64 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 53.4 100 3.79E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35450:76993

700.30953 2 combeffx_ATM_comboi 700.30539 5.91 78.33 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 26.7 100 2.55E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35300:33155

700.3083 2 timecourse_ATM_combo_4hr 700.30539 4.16 76.86 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 57.2 94 6.19E+05 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35453:76824

700.30897 2 timecourse_ATM_combo_4hr 700.30539 5.11 76.64 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 83.8 100 4.01E+06 AAAMAAAAAETS#QR 32.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35452:75236

700.30901 2 timecourse_ATM_combo_1hr 700.30539 5.17 74.71 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 63.3 94 1.83E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35456:77821

700.30949 2 timecourse_ATM_combo_2hr 700.30539 5.85 74.57 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 75.4 100 3.00E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35454:73182

700.30795 2 timecourse_ATM_combo_1hr 700.30539 3.66 71.84 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 95.1 94 1.38E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35457:78158

700.30875 2 timecourse_ATM_combo_2hr 700.30539 4.8 71.25 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 31.1 100 1.24E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35454:73172

700.30639 2 timecourse_ATM_combo_8hr 700.30539 1.43 69.28 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 84.3 100 4.95E+06 AAAMAAAAAETS#QR 32.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35451:77494

700.30946 2 combeffx_ATM_comboi 700.30539 5.81 66.58 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 27.6 100 1.60E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35301:30616

664.7899 2 timecourse_ATM_combo_2hr 664.78683 4.62 66.47 NDFIP2  NFIP2_HUMAN 3 A.AAMAAAAAETS#QR.I 8.2 100 9.84E+04 AAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35455:65038

700.30773 2 timecourse_ATM_combo_1hr 700.30539 3.34 65.78 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 49.7 100 1.96E+06 AAAMAAAAAETS#QR 28.9 205 0 0 0 0 NEDD4 family‐interacting protein 2  35457:78148

629.27174 2 timecourse_ATM_combo_2hr 629.26828 5.5 65.34 NDFIP2  NFIP2_HUMAN 3 A.AMAAAAAETS#QR.I 3.5 100 3.69E+04 AMAAAAAETS#QR 32.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35454:56172

700.30755 2 timecourse_ATM_combo_8hr 700.30539 3.08 65.15 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 42.9 100 2.69E+06 AAAMAAAAAETS#QR 32.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35450:77013

700.30935 2 timecourse_ATM_combo_2hr 700.30539 5.65 64.38 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 103.9 100 3.29E+06 AAAMAAAAAETS#QR 32.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35455:72617

700.30787 2 timecourse_ATM_combo_4hr 700.30539 3.54 60.18 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 50.1 100 2.08E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35452:75226

700.30821 2 combeffx_ATM_PI3Ki 700.30539 4.03 53.69 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 50.8 100 2.57E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35298:30492

664.7911 2 timecourse_ATM_combo_2hr 664.78683 6.42 52.89 NDFIP2  NFIP2_HUMAN 3 A.AAMAAAAAETS#QR.I 9.3 100 1.15E+05 AAMAAAAAETS#QR 32.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35454:65601

700.30929 2 timecourse_ATM_ctrl2 700.30539 5.57 47.86 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 5.5 100 1.55E+05 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35447:67896

664.79077 2 timecourse_ATM_combo_1hr 664.78683 5.93 47.05 NDFIP2  NFIP2_HUMAN 3 A.AAMAAAAAETS#QR.I 4.1 100 8.74E+04 AAMAAAAAETS#QR 32.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35456:69638

467.20858 3 timecourse_ATM_combo_2hr 467.20602 5.48 45.09 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 15.3 100 4.18E+05 AAAMAAAAAET#SQR 13.3 204 0 0 0 0 NEDD4 family‐interacting protein 2  35455:72607

700.3105 2 timecourse_ATM_ctrl2 700.30539 7.3 41.65 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 5.8 100 1.50E+05 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35446:66835

629.272 2 timecourse_ATM_combo_8hr 629.26828 5.91 38.01 NDFIP2  NFIP2_HUMAN 3 A.AMAAAAAETS#QR.I 3.0 100 4.76E+04 AMAAAAAETS#QR 28.9 205 0 0 0 0 NEDD4 family‐interacting protein 2  35451:59025

467.20853 3 combeffx_ATM_comboi 467.20602 5.37 36.63 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 13.9 100 9.86E+05 AAAMAAAAAET#SQR 5.9 204 0,1 0 0 0 0 NEDD4 family‐interacting protein 2  35300:33145

467.20788 3 combeffx_ATM_PI3Ki 467.20602 3.98 36.56 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 13.6 100 7.23E+05 AAAMAAAAAETS#QR 0 205 ‐1,0 0 0 0 0 NEDD4 family‐interacting protein 2  35298:30482

700.30887 2 combeffx_ATM_PI3Ki 700.30539 4.97 34.77 NDFIP2  NFIP2_HUMAN 3 K.AAAMAAAAAETS#QR.I 36.6 100 1.68E+06 AAAMAAAAAETS#QR 38.4 205 0 0 0 0 NEDD4 family‐interacting protein 2  35299:29726

839.35333 3 timecourse_ATM_combo_2hr 839.34875 5.46 74.12 NDRG2  NDRG2_HUMAN 4 R.TLS#QSSESGTLSSGPPGHTMEVSC.‐ 17.5 100 9.52E+05 TLS#QSSESGTLSSGPPGHTMEVSC 17 350 0 0 0 0 Protein NDRG2  35454:152291

839.35365 3 timecourse_ATM_combo_4hr 839.34875 5.84 62.01 NDRG2  NDRG2_HUMAN 4 R.TLS#QSSESGTLSSGPPGHTMEVSC.‐ 12.4 100 1.09E+06 T#LSQSSESGTLSSGPPGHTMEVSC 19.3 348 0 0 0 0 Protein NDRG2  35452:157480

839.35353 3 timecourse_ATM_combo_4hr 839.34875 5.69 59.92 NDRG2  NDRG2_HUMAN 4 R.TLSQS#SESGTLSSGPPGHTMEVSC.‐ 17.7 100 1.27E+06 TLSQS#SESGTLSSGPPGHTMEVSC 0 352 ‐4,1 0 0 0 0 Protein NDRG2  35453:160401

947.05399 3 timecourse_ATM_ctrl2 947.04857 5.72 54.59 NDRG2  NDRG2_HUMAN 4 R.SRT#LS#QSSESGTLSSGPPGHTMEVSC.‐ 44.2 100 1.96E+06 SRT#LSQS#SESGTLSSGPPGHTMEVSC 0 348 0,5 0 352 ‐6,1 0 0 Protein NDRG2  35447:159353

947.05252 3 timecourse_ATM_ctrl1 947.04857 4.17 51.33 NDRG2  NDRG2_HUMAN 4 R.SRT#LS#QSSESGTLSSGPPGHTMEVSC.‐ 46.0 100 2.90E+06 SRT#LS#QSSESGTLSSGPPGHTMEVSC 0 348 ‐2,0 13.8 350 0 0 Protein NDRG2  35449:172589

839.35412 3 timecourse_ATM_combo_1hr 839.34875 6.4 50.55 NDRG2  NDRG2_HUMAN 4 R.TLSQS#SESGTLSSGPPGHTMEVSC.‐ 19.6 100 1.34E+06 TLS#QSSESGTLSSGPPGHTMEVSC 17 350 0 0 0 0 Protein NDRG2  35456:163617

839.35371 3 timecourse_ATM_combo_8hr 839.34875 5.91 48.74 NDRG2  NDRG2_HUMAN 4 R.TLS#QSSESGTLSSGPPGHTMEVSC.‐ 9.9 100 9.64E+05 TLS#QSSESGTLSSGPPGHTMEVSC 7.7 350 0,3 0 0 0 0 Protein NDRG2  35451:164180

839.35267 3 timecourse_ATM_combo_1hr 839.34875 4.67 47.15 NDRG2  NDRG2_HUMAN 4 R.T#LSQSSESGTLSSGPPGHTMEVSC.‐ 19.9 100 1.30E+06 TLSQS#SESGTLSSGPPGHTMEVSC 3.7 352 ‐2,0 0 0 0 0 Protein NDRG2  35457:163635

1258.52801 2 timecourse_ATM_combo_1hr 1258.51948 6.78 45.75 NDRG2  NDRG2_HUMAN 4 R.TLS#QSSESGTLSSGPPGHTMEVSC.‐ 7.0 100 3.55E+05 TLSQS#SESGTLSSGPPGHTMEVSC 0 352 ‐4,0 0 0 0 0 Protein NDRG2  35456:163627

947.05417 3 timecourse_ATM_ctrl1 947.04857 5.91 45.18 NDRG2  NDRG2_HUMAN 4 R.SRTLSQS#S#ESGTLSSGPPGHTMEVSC.‐ 45.9 100 2.85E+06 SRT#LS#QSSESGTLSSGPPGHTMEVSC 0 348 ‐2,0 19.8 350 0 0 Protein NDRG2  35448:169770

1258.52705 2 timecourse_ATM_combo_4hr 1258.51948 6.01 42 NDRG2  NDRG2_HUMAN 4 R.TLS#QSSESGTLSSGPPGHTMEVSC.‐ 6.6 100 2.90E+05 TLSQS#SESGTLSSGPPGHTMEVSC 11.6 352 ‐4,1 0 0 0 0 Protein NDRG2  35453:160411

947.05393 3 timecourse_ATM_ctrl2 947.04857 5.66 40.2 NDRG2  NDRG2_HUMAN 4 R.SRT#LS#QSSESGTLSSGPPGHTMEVSC.‐ 36.1 100 1.75E+06 SRT#LS#QSSESGTLSSGPPGHTMEVSC 0 348 ‐2,0 8.1 350 0,7 0 0 Protein NDRG2  35446:156302

839.35361 3 timecourse_ATM_combo_8hr 839.34875 5.79 39.03 NDRG2  NDRG2_HUMAN 4 R.TLS#QSSESGTLSSGPPGHTMEVSC.‐ 11.1 100 1.05E+06 TLS#QSSESGTLSSGPPGHTMEVSC 9.1 350 ‐2,16 0 0 0 0 Protein NDRG2  35450:162020

1258.5255 2 timecourse_ATM_combo_1hr 1258.51948 4.78 36.36 NDRG2  NDRG2_HUMAN 4 R.TLSQS#SESGTLSSGPPGHTMEVSC.‐ 8.2 100 3.96E+05 TLSQS#SESGTLSSGPPGHTMEVSC 7.4 352 ‐4,0 0 0 0 0 Protein NDRG2  35457:163645

1258.52579 2 timecourse_ATM_combo_2hr 1258.51948 5.01 35.61 NDRG2  NDRG2_HUMAN 4 R.TLS#QSSESGTLSSGPPGHTMEVSC.‐ 7.5 100 2.63E+05 TLSQS#SESGTLSSGPPGHTMEVSC 0 352 ‐4,0 0 0 0 0 Protein NDRG2  35455:152931

947.05391 3 timecourse_ATM_combo_1hr 947.04857 5.64 35.47 NDRG2  NDRG2_HUMAN 4 R.S#RT#LSQSSESGTLSSGPPGHTMEVSC.‐ 5.5 100 4.30E+05 SRT#LS#QSSESGTLSSGPPGHTMEVSC 0 348 0,9 0 350 0,7 0 0 Protein NDRG2  35456:172877

839.35276 3 timecourse_ATM_combo_2hr 839.34875 4.78 34.04 NDRG2  NDRG2_HUMAN 4 R.TLSQS#SESGTLSSGPPGHTMEVSC.‐ 16.2 100 8.14E+05 TLS#QSSESGTLSSGPPGHTMEVSC 8.7 350 ‐2,0 0 0 0 0 Protein NDRG2  35455:152921

947.05321 3 timecourse_ATM_combo_8hr 947.04857 4.9 32.17 NDRG2  NDRG2_HUMAN 4 R.S#RT#LSQSSESGTLSSGPPGHTMEVSC.‐ 4.2 100 4.17E+05 SRTLSQSS#ES#GTLSSGPPGHTMEVSC 0 353 ‐7,4 0 355 ‐9,2 0 0 Protein NDRG2  35451:174930

947.05287 3 timecourse_ATM_combo_1hr 947.04857 4.54 26.6 NDRG2  NDRG2_HUMAN 4 R.SRT#LS#QSSESGTLSSGPPGHTMEVSC.‐ 3.8 100 4.30E+05 SRT#LS#QSSESGTLSSGPPGHTMEVSC 0 348 ‐2,0 14.9 350 0 0 Protein NDRG2  35457:173015

831.00696 3 timecourse_ATM_combo_4hr 831.00240 5.49 67.08 NDRG3  NDRG3_HUMAN 5 R.SVTSNQSDGT#QESCESPDVLDR.H 14.6 100 5.11E+05 SVTSNQSDGT#QESCESPDVLDR 8.7 355 ‐3,0 0 0 0 0 Protein NDRG3  35452:156690

831.00755 3 timecourse_ATM_combo_8hr 831.00240 6.2 63.68 NDRG3  NDRG3_HUMAN 5 R.SVTSNQSDGT#QESCESPDVLDR.H 19.6 100 7.48E+05 SVTSNQS#DGTQESCESPDVLDR 11.3 352 0,3 0 0 0 0 Protein NDRG3  35450:160960

831.00729 3 timecourse_ATM_combo_4hr 831.00240 5.88 61.19 NDRG3  NDRG3_HUMAN 5 R.SVTSNQSDGT#QESCESPDVLDR.H 17.4 100 5.45E+05 SVTSNQS#DGTQESCESPDVLDR 2.3 352 ‐3,0 0 0 0 0 Protein NDRG3  35453:159611

1246.00724 2 timecourse_ATM_combo_8hr 1245.99997 5.83 51.64 NDRG3  NDRG3_HUMAN 5 R.SVTSNQSDGT#QESCESPDVLDR.H 6.0 100 1.59E+05 SVTSNQSDGT#QESCESPDVLDR 34.5 355 0 0 0 0 Protein NDRG3  35450:160950

831.00732 3 timecourse_ATM_combo_2hr 831.00240 5.92 46.65 NDRG3  NDRG3_HUMAN 5 R.SVTSNQSDGT#QESCESPDVLDR.H 6.4 100 1.41E+05 SVTSNQS#DGTQESCESPDVLDR 0 352 ‐6,3 0 0 0 0 Protein NDRG3  35454:151511

831.00637 3 timecourse_ATM_combo_1hr 831.00240 4.78 38.64 NDRG3  NDRG3_HUMAN 5 R.SVTSNQSDGT#QESCESPDVLDR.H 4.1 100 1.42E+05 SVTSNQS#DGTQESCESPDVLDR 9.6 352 ‐6,0 0 0 0 0 Protein NDRG3  35457:162805

857.6616 3 timecourse_ATM_combo_2hr 857.65785 4.37 35.82 NDRG3  NDRG3_HUMAN 5 R.SVTSNQS#DGT#QESCESPDVLDR.H 5.8 100 1.66E+05 SVTSNQS#DGT#QESCESPDVLDR 0 352 ‐6,0 10.8 355 ‐6,0 0 0 Protein NDRG3  35455:154921

831.00698 3 timecourse_ATM_combo_1hr 831.00240 5.51 35.03 NDRG3  NDRG3_HUMAN 5 R.SVTSNQSDGT#QESCESPDVLDR.H 4.0 100 1.10E+05 SVTSNQS#DGTQESCESPDVLDR 1.1 352 ‐3,0 0 0 0 0 Protein NDRG3  35456:162777

857.66304 3 timecourse_ATM_ctrl1 857.65785 6.05 32.82 NDRG3  NDRG3_HUMAN 5 R.SVTSNQS#DGT#QESCESPDVLDR.H 4.0 100 2.10E+05 SVTSNQS#DGT#QESCESPDVLDR 15.5 352 6.7 355 ‐6,0 0 0 Protein NDRG3  35448:162630

1016.19091 4 timecourse_ATM_combo_4hr 1016.18474 6.07 31.11 NEDD4L  NED4L_HUMAN 5 R.DDMEHGWEVVDSNDSAS#QHQEELPPPPLPPGWEEK.V 6.0 94 8.65E+05 DDMEHGWEVVDSNDSAS#QHQEELPPPPLPPGWEE 6 184 ‐2,0 0 0 0 0 E3 ubiquitin‐protein ligase NEDD4‐like  35453:183551

645.27026 2 combeffx_ATM_MEKi 645.26646 5.89 25.73 NEK2  NEK2_HUMAN 1 R.SENSES#QLTSK.S 5.6 92 5.78E+04 SENSES#QLTSK 21.3 402 0 0 0 0 Serine/threonine‐protein kinase Nek2  35296:22776

942.43994 2 combeffx_ATM_PI3Ki 942.43600 4.18 85.18 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 4.1 100 5.01E+05 WGPGSSVGSLQALSSS#QR 28.9 1452 0 0 0 0 Nestin  35299:49862

942.44051 2 combeffx_ATM_comboi 942.43600 4.79 85.01 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 20.8 100 4.94E+06 WGPGSSVGSLQALSSS#QR 28.9 1452 0 0 0 0 Nestin  35300:58062



942.43905 2 timecourse_ATM_combo_8hr 942.43600 3.24 83.08 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 440.7 100 4.25E+07 WGPGSSVGSLQALSSS#QR 21.5 1452 0 0 0 0 Nestin  35450:125128

942.4402 2 combeffx_ATM_comboi 942.43600 4.46 82.43 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 18.2 100 3.36E+06 WGPGSSVGSLQALSSS#QR 26.4 1452 0 0 0 0 Nestin  35301:52849

982.42512 2 timecourse_ATM_combo_8hr 982.41916 6.07 79.18 NES  NEST_HUMAN 4 R.WGPGSSVGS#LQALSSS#QR.G 62.2 100 7.59E+06 WGPGSSVGS#LQALSSS#QR 37.5 1445 10.3 1452 ‐1,0 0 0 Nestin  35451:133622

942.44046 2 timecourse_ATM_combo_1hr 942.43600 4.73 77.59 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 106.6 100 9.17E+06 WGPGSSVGSLQALSSS#QR 19.3 1452 0 0 0 0 Nestin  35457:127906

942.44062 2 timecourse_ATM_combo_2hr 942.43600 4.9 77.49 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 108.9 100 6.66E+06 WGPGSSVGSLQALSSS#QR 20.4 1452 0 0 0 0 Nestin  35454:118511

982.42415 2 timecourse_ATM_combo_4hr 982.41916 5.08 77.17 NES  NEST_HUMAN 4 R.WGPGSSVGS#LQALSSS#QR.G 26.9 100 1.88E+06 WGPGSSVGS#LQALSSS#QR 46.3 1445 21.5 1452 0 0 Nestin  35453:131675

942.43886 2 timecourse_ATM_combo_8hr 942.43600 3.03 75.2 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 470.4 100 4.81E+07 WGPGSSVGSLQALSS#SQR 9.3 1451 0,1 0 0 0 0 Nestin  35451:126587

942.44145 2 timecourse_ATM_ctrl1 942.43600 5.78 75.02 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 161.1 100 1.44E+07 WGPGSSVGSLQALSSS#QR 22.9 1452 0 0 0 0 Nestin  35448:126147

942.4389 2 timecourse_ATM_ctrl1 942.43600 3.08 73.88 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 151.9 100 1.44E+07 WGPGSSVGSLQALSSS#QR 28.9 1452 0 0 0 0 Nestin  35448:126127

942.44033 2 timecourse_ATM_ctrl1 942.43600 4.59 73.6 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 150.9 100 1.36E+07 WGPGSSVGSLQALSSS#QR 24.4 1452 0 0 0 0 Nestin  35449:128278

942.43816 2 combeffx_ATM_PI3Ki 942.43600 2.29 70.51 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 6.9 100 9.04E+05 WGPGSSVGSLQALSSS#QR 24.4 1452 0 0 0 0 Nestin  35298:52375

942.44164 2 timecourse_ATM_ctrl2 942.43600 5.98 65.84 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 75.4 100 4.57E+06 WGPGSSVGSLQALSSS#QR 19.3 1452 0 0 0 0 Nestin  35447:114103

692.29766 2 timecourse_ATM_combo_1hr 692.29301 6.72 65.66 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 703.3 100 6.31E+06 SPEEVDKES#QR 147.1 913 0 0 0 0 Nestin  35456:76048

942.4408 2 timecourse_ATM_combo_4hr 942.43600 5.09 65.65 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 155.9 100 1.33E+07 WGPGSSVGSLQALSSS#QR 22.9 1452 0 0 0 0 Nestin  35453:124781

982.42397 2 timecourse_ATM_combo_8hr 982.41916 4.9 64.85 NES  NEST_HUMAN 4 R.WGPGSS#VGSLQALSSS#QR.G 21.6 100 1.54E+06 WGPGSS#VGSLQALSSS#QR 11.5 1442 ‐1,0 22.9 1452 0 0 Nestin  35450:132123

692.29796 2 timecourse_ATM_ctrl1 692.29301 7.15 62.18 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 130.5 100 1.22E+06 SPEEVDKES#QR 132.3 913 0 0 0 0 Nestin  35448:75966

692.29762 2 timecourse_ATM_ctrl2 692.29301 6.66 60.83 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 146.1 100 1.13E+06 SPEEVDKES#QR 114.5 913 0 0 0 0 Nestin  35447:66246

982.42409 2 timecourse_ATM_combo_8hr 982.41916 5.02 60.71 NES  NEST_HUMAN 4 R.WGPGSS#VGSLQALSSS#QR.G 22.2 100 1.84E+06 WGPGSS#VGSLQALSSS#QR 10.3 1442 ‐1,0 10.3 1452 ‐1,0 0 0 Nestin  35451:133602

942.44191 2 timecourse_ATM_combo_1hr 942.43600 6.27 60.03 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 110.1 100 9.77E+06 WGPGSSVGSLQALSSS#QR 26.4 1452 0 0 0 0 Nestin  35456:127928

942.44132 2 timecourse_ATM_combo_4hr 942.43600 5.64 58.68 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 134.4 100 1.19E+07 WGPGSSVGSLQALSSS#QR 18.4 1452 0 0 0 0 Nestin  35452:122384

942.44063 2 timecourse_ATM_combo_2hr 942.43600 4.91 56.46 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 116.8 100 6.45E+06 WGPGSSVGSLQALSSS#QR 21.5 1452 0 0 0 0 Nestin  35455:118556

827.08915 3 timecourse_ATM_combo_1hr 827.08617 3.6 53.94 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 10.0 100 5.04E+05 EAVGQLKPTGKEDT#QTLQSLQK 15 622 0 0 0 0 Nestin  35457:162385

942.44177 2 timecourse_ATM_combo_8hr 942.43600 6.12 52.94 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 461.8 100 4.80E+07 WGPGSSVGSLQALSSS#QR 21.5 1452 0 0 0 0 Nestin  35451:126607

942.4389 2 timecourse_ATM_combo_4hr 942.43600 3.08 52.6 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 135.4 100 1.19E+07 WGPGSSVGSLQALSSS#QR 18.4 1452 0 0 0 0 Nestin  35452:122374

982.4246 2 timecourse_ATM_combo_8hr 982.41916 5.54 51.69 NES  NEST_HUMAN 4 R.WGPGSSVGS#LQALSSS#QR.G 57.9 100 7.14E+06 WGPGSSVGS#LQALSSS#QR 41 1445 20.4 1452 0 0 Nestin  35450:132133

942.4414 2 timecourse_ATM_combo_8hr 942.43600 5.73 51.27 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 422.2 100 4.23E+07 WGPGSSVGSLQALSSS#QR 20.4 1452 0 0 0 0 Nestin  35450:125138

692.29714 2 timecourse_ATM_combo_4hr 692.29301 5.97 50.29 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 562.7 100 6.26E+06 SPEEVDKES#QR 132.3 913 0 0 0 0 Nestin  35453:75009

655.28483 3 timecourse_ATM_combo_8hr 655.28187 4.52 50.07 NES  NEST_HUMAN 4 R.WGPGSSVGS#LQALSSS#QR.G 60.9 100 6.41E+06 WGPGSSVGS#LQALSSS#QR 8.8 1445 ‐4,0 13.3 1452 0 0 Nestin  35450:132113

692.29677 2 timecourse_ATM_combo_8hr 692.29301 5.43 48.55 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 381.9 100 7.91E+06 SPEEVDKES#QR 110.3 913 0 0 0 0 Nestin  35450:75047

692.29698 2 timecourse_ATM_combo_2hr 692.29301 5.73 47.95 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 491.2 100 3.63E+06 SPEEVDKES#QR 82.8 913 0 0 0 0 Nestin  35455:70927

982.42462 2 timecourse_ATM_combo_4hr 982.41916 5.56 47.73 NES  NEST_HUMAN 4 R.WGPGS#SVGSLQALSSS#QR.G 7.7 100 5.50E+05 WGPGSS#VGSLQALSSS#QR 9.3 1442 ‐1,0 10.3 1452 ‐1,0 0 0 Nestin  35452:129248

692.29655 2 timecourse_ATM_ctrl1 692.29301 5.11 46.78 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 84.8 100 1.40E+06 SPEEVDKES#QR 114.5 913 0 0 0 0 Nestin  35449:77019

827.08887 3 timecourse_ATM_ctrl1 827.08617 3.26 45.23 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 21.9 100 1.33E+06 EAVGQLKPTGKEDT#QTLQSLQK 31.5 622 0 0 0 0 Nestin  35449:162279

628.62908 3 combeffx_ATM_comboi 628.62643 4.22 44.78 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 25.8 100 4.40E+06 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35301:52839

827.08933 3 timecourse_ATM_combo_8hr 827.08617 3.82 44.2 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 17.9 100 1.40E+06 EAVGQLKPTGKEDT#QTLQSLQK 10.4 622 0,2 0 0 0 0 Nestin  35451:162800

879.7521 3 combeffx_ATM_comboi 879.74831 4.31 44.03 NES  NEST_HUMAN 1 R.SLGAWNLENLRSPEEVDKES#QR.N 10.2 100 2.07E+06 SLGAWNLENLRSPEEVDKES#QR 84.5 913 0 0 0 0 Nestin  35300:76641

628.62932 3 timecourse_ATM_ctrl1 628.62643 4.6 43.66 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 82.9 94 4.87E+06 WGPGSSVGSLQALSSS#QR 21.3 1452 0 0 0 0 Nestin  35449:128288

692.29769 2 combeffx_ATM_comboi 692.29301 6.76 43.19 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 12.0 92 2.99E+05 SPEEVDKES#QR 110.3 913 0 0 0 0 Nestin  35301:29916

628.62926 3 timecourse_ATM_combo_1hr 628.62643 4.5 43.16 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 62.8 94 3.21E+06 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35457:127896

628.63001 3 timecourse_ATM_combo_1hr 628.62643 5.7 42.87 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSS#SQR.G 66.5 100 6.21E+06 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35456:127918

683.32242 2 timecourse_ATM_combo_8hr 683.31850 5.74 42.17 NES  NEST_HUMAN 4 K.EIQDS#QVPLEK.E 28.6 100 1.06E+06 EIQDS#QVPLEK 1000 537 0 0 0 0 Nestin  35450:72837

906.40765 3 timecourse_ATM_combo_8hr 906.40376 4.29 41.75 NES  NEST_HUMAN 1 R.SLGAWNLENLRS#PEEVDKES#QR.N 55.0 100 5.00E+06 SLGAWNLENLRS#PEEVDKES#QR 41.7 905 112.6 913 0 0 Nestin  35450:169720

692.29798 2 timecourse_ATM_ctrl2 692.29301 7.18 41.71 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 92.6 100 8.45E+05 SPEEVDKES#QR 98.1 913 0 0 0 0 Nestin  35446:65195

628.62837 3 timecourse_ATM_combo_8hr 628.62643 3.09 41.03 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 286.3 100 2.38E+07 WGPGSSVGSLQALSSS#QR 23.3 1452 0 0 0 0 Nestin  35450:125118

827.08936 3 timecourse_ATM_combo_8hr 827.08617 3.86 41.02 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 20.3 100 1.37E+06 EAVGQLKPTGKEDT#QTLQSLQK 18.3 622 0 0 0 0 Nestin  35450:160570

827.08977 3 timecourse_ATM_combo_4hr 827.08617 4.35 40.85 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 11.8 100 7.02E+05 EAVGQLKPTGKEDT#QTLQSLQK 35 622 0 0 0 0 Nestin  35452:156300

628.62828 3 timecourse_ATM_combo_8hr 628.62643 2.94 40.65 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 266.5 100 2.83E+07 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35451:126577

692.29775 2 timecourse_ATM_combo_2hr 692.29301 6.85 40.45 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 377.4 100 3.74E+06 SPEEVDKES#QR 96.8 913 0 0 0 0 Nestin  35454:71481

827.09071 3 timecourse_ATM_ctrl2 827.08617 5.49 39.52 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 13.2 100 6.02E+05 EAVGQLKPTGKEDT#QTLQSLQK 15 622 0 0 0 0 Nestin  35447:148393

628.63018 3 timecourse_ATM_combo_8hr 628.62643 5.97 39.47 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 262.2 100 2.83E+07 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35451:126597

683.32208 2 timecourse_ATM_combo_8hr 683.31850 5.24 38.67 NES  NEST_HUMAN 4 K.EIQDS#QVPLEK.E 26.6 100 1.05E+06 EIQDS#QVPLEK 1000 537 0 0 0 0 Nestin  35451:73417

628.63004 3 timecourse_ATM_combo_8hr 628.62643 5.74 38.54 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 290.0 85 2.37E+07 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35450:125148

692.29634 2 timecourse_ATM_combo_1hr 692.29301 4.81 37.71 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 551.0 100 5.73E+06 SPEEVDKES#QR 111.4 913 0 0 0 0 Nestin  35457:76258

628.62941 3 timecourse_ATM_combo_2hr 628.62643 4.74 37.3 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 74.4 100 4.15E+06 WGPGSSVGSLQALSSS#QR 17 1452 0 0 0 0 Nestin  35455:118546

683.32186 2 timecourse_ATM_combo_4hr 683.31850 4.92 37.13 NES  NEST_HUMAN 4 K.EIQDS#QVPLEK.E 12.3 100 3.59E+05 EIQDS#QVPLEK 1000 537 0 0 0 0 Nestin  35452:71099

628.62964 3 timecourse_ATM_combo_4hr 628.62643 5.11 36.34 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 96.1 100 8.31E+06 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35453:124791

655.28486 3 timecourse_ATM_combo_8hr 655.28187 4.56 35.66 NES  NEST_HUMAN 4 R.WGPGSS#VGSLQALSSS#QR.G 10.1 100 7.77E+05 WGPGS#SVGSLQALSSS#QR 6.6 1441 0,4 13.3 1452 0 0 Nestin  35451:133592

537.20825 2 timecourse_ATM_combo_4hr 537.20535 5.4 35.23 NES  NEST_HUMAN 4 K.TALETES#QD.S 44.6 100 1.59E+06 TALETES#QD 43 1489 0 0 0 0 Nestin  35452:30056

879.75174 3 combeffx_ATM_comboi 879.74831 3.9 35.21 NES  NEST_HUMAN 1 R.SLGAWNLENLRSPEEVDKES#QR.N 8.8 100 1.20E+06 SLGAWNLENLRSPEEVDKES#QR 77 913 0 0 0 0 Nestin  35301:69979

906.4084 3 timecourse_ATM_combo_4hr 906.40376 5.12 35.01 NES  NEST_HUMAN 1 R.SLGAWNLENLRS#PEEVDKES#QR.N 38.5 100 3.13E+06 SLGAWNLENLRS#PEEVDKES#QR 67.7 905 112.6 913 0 0 Nestin  35452:164730

655.28498 3 timecourse_ATM_combo_4hr 655.28187 4.75 34.97 NES  NEST_HUMAN 4 R.WGPGSSVGS#LQALSSS#QR.G 18.9 100 1.41E+06 WGPGSSVGS#LQALSSS#QR 8.7 1445 ‐4,0 17 1452 0 0 Nestin  35453:131665

628.62847 3 combeffx_ATM_PI3Ki 628.62643 3.25 34.79 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 5.3 100 6.03E+05 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35299:49852

537.20871 2 timecourse_ATM_combo_2hr 537.20535 6.25 34.49 NES  NEST_HUMAN 4 K.TALETES#QD.S 28.8 100 7.26E+05 TALETES#QD 48.9 1489 0 0 0 0 Nestin  35454:29295

628.63031 3 timecourse_ATM_ctrl2 628.62643 6.17 34.32 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 48.2 100 3.21E+06 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35446:111961

827.09042 3 timecourse_ATM_ctrl1 827.08617 5.14 33.99 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 21.8 100 1.45E+06 EAVGQLKPTGKEDT#QTLQSLQK 18.3 622 0 0 0 0 Nestin  35448:159800

537.20804 2 timecourse_ATM_combo_8hr 537.20535 5.01 33.96 NES  NEST_HUMAN 4 K.TALETES#QD.S 48.8 100 2.88E+06 TALETES#QD 52.8 1489 0 0 0 0 Nestin  35451:30746

628.63007 3 timecourse_ATM_combo_4hr 628.62643 5.79 33.9 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 99.5 100 8.89E+06 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35452:122394

537.20818 2 timecourse_ATM_combo_1hr 537.20535 5.27 32.96 NES  NEST_HUMAN 4 K.TALETES#QD.S 29.4 100 1.16E+06 TALETES#QD 52.8 1489 0 0 0 0 Nestin  35456:30775

461.86694 3 timecourse_ATM_combo_8hr 461.86443 5.43 32.33 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 223.0 100 4.58E+06 SPEEVDKES#QR 96.9 913 0 0 0 0 Nestin  35451:75647

628.62935 3 timecourse_ATM_combo_2hr 628.62643 4.64 32.01 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 71.3 100 4.28E+06 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35454:118501

461.86756 3 timecourse_ATM_combo_1hr 461.86443 6.78 31.59 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 394.4 100 3.52E+06 SPEEVDKES#QR 80.9 913 0 0 0 0 Nestin  35456:76058

982.42454 2 timecourse_ATM_combo_4hr 982.41916 5.48 31.59 NES  NEST_HUMAN 4 R.WGPGSSVGS#LQALSSS#QR.G 17.7 100 1.62E+06 WGPGSSVGS#LQALSSS#QR 30.7 1445 22.9 1452 0 0 Nestin  35452:129238

461.867 3 timecourse_ATM_ctrl1 461.86443 5.56 31.51 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 45.9 100 8.04E+05 SPEEVDKES#QR 91.5 913 0 0 0 0 Nestin  35449:77029

628.62991 3 timecourse_ATM_ctrl2 628.62643 5.54 31.46 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 48.0 100 2.89E+06 WGPGSSVGSLQALSSS#QR 13.3 1452 0 0 0 0 Nestin  35447:114093

628.62974 3 timecourse_ATM_ctrl1 628.62643 5.27 31.28 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 102.9 100 8.79E+06 WGPGSSVGSLQALSSS#QR 30.7 1452 0 0 0 0 Nestin  35448:126137

803.73838 3 timecourse_ATM_combo_4hr 803.73364 5.9 30.97 NES  NEST_HUMAN 2 K.TSWAGAPVHLGQGQFLKFT#QR.E 9.5 100 6.38E+05 TSWAGAPVHLGQGQFLKFT#QR 67.6 1607 0 0 0 0 Nestin  35453:155841

827.09087 3 timecourse_ATM_ctrl2 827.08617 5.68 30.38 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 12.4 100 5.55E+05 EAVGQLKPTGKEDTQT#LQSLQK 15 624 0 0 0 0 Nestin  35446:145582

982.42416 2 timecourse_ATM_ctrl1 982.41916 5.09 29.92 NES  NEST_HUMAN 4 R.WGPGSSVGS#LQALSSS#QR.G 4.3 100 2.51E+05 WGPGSSVGS#LQALSSS#QR 17.1 1445 16.2 1452 0 0 Nestin  35449:135301

461.86702 3 timecourse_ATM_combo_4hr 461.86443 5.61 29.23 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 370.3 100 4.37E+06 SPEEVDKES#QR 72.4 913 0 0 0 0 Nestin  35452:73329

942.44169 2 timecourse_ATM_ctrl2 942.43600 6.04 29.17 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 69.1 100 4.37E+06 WGPGSSVGSLQALSSS#QR 7.9 1452 ‐1,0 0 0 0 0 Nestin  35446:111951

537.20856 2 timecourse_ATM_ctrl2 537.20535 5.98 28.86 NES  NEST_HUMAN 4 K.TALETES#QD.S 10.7 100 2.39E+05 TALETES#QD 37.4 1489 0 0 0 0 Nestin  35446:26487

906.40831 3 timecourse_ATM_combo_8hr 906.40376 5.02 28.69 NES  NEST_HUMAN 1 R.SLGAWNLENLRS#PEEVDKES#QR.N 57.0 100 5.70E+06 SLGAWNLENLRS#PEEVDKES#QR 53.1 905 97.1 913 0 0 Nestin  35451:171910

982.42424 2 timecourse_ATM_combo_4hr 982.41916 5.17 28.57 NES  NEST_HUMAN 4 R.WGPGSS#VGSLQALSSS#QR.G 8.9 100 5.73E+05 WGPGSS#VGSLQALSSS#QR 22.9 1442 11.5 1452 ‐2,0 0 0 Nestin  35453:131685

906.40855 3 timecourse_ATM_combo_2hr 906.40376 5.28 28.41 NES  NEST_HUMAN 1 R.SLGAWNLENLRS#PEEVDKES#QR.N 27.1 100 1.41E+06 SLGAWNLENLRS#PEEVDKES#QR 43.5 905 76.7 913 0 0 Nestin  35455:159551

537.20853 2 timecourse_ATM_combo_8hr 537.20535 5.92 28.16 NES  NEST_HUMAN 4 K.TALETES#QD.S 80.9 100 2.86E+06 TALETES#QD 33.7 1489 0 0 0 0 Nestin  35450:30705

461.86785 3 timecourse_ATM_ctrl1 461.86443 7.4 27.95 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 92.1 100 7.97E+05 SPEEVDKES#QR 69.8 913 0 0 0 0 Nestin  35448:75976

628.62825 3 timecourse_ATM_combo_4hr 628.62643 2.9 27.73 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 99.7 100 8.89E+06 WGPGSSVGSLQALSS#SQR 13.3 1451 0 0 0 0 Nestin  35452:122364

906.40887 3 timecourse_ATM_ctrl2 906.40376 5.64 27.05 NES  NEST_HUMAN 1 R.SLGAWNLENLRS#PEEVDKES#QR.N 3.3 100 2.82E+05 SLGAWNLENLRS#PEEVDKES#QR 46.8 905 49.2 913 0 0 Nestin  35447:156453

655.28565 3 timecourse_ATM_combo_4hr 655.28187 5.77 25.81 NES  NEST_HUMAN 4 R.WGPGSSVGS#LQALSSS#QR.G 15.6 100 1.49E+06 WGPGSSVGS#LQALSSS#QR 3.6 1445 ‐4,0 10.3 1452 ‐1,0 0 0 Nestin  35452:129258

537.20798 2 timecourse_ATM_combo_4hr 537.20535 4.9 25.74 NES  NEST_HUMAN 4 K.TALETES#QD.S 29.7 100 1.06E+06 TALETES#QD 40.7 1489 0 0 0 0 Nestin  35453:30512

628.62922 3 combeffx_ATM_comboi 628.62643 4.44 25.69 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 31.4 100 6.93E+06 WGPGSSVGSLQALSS#SQR 21.3 1451 0 0 0 0 Nestin  35300:58052

461.86716 3 timecourse_ATM_combo_2hr 461.86443 5.91 25.55 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 297.5 100 2.25E+06 SPEEVDKES#QR 69.8 913 0 0 0 0 Nestin  35455:70937

461.86687 3 timecourse_ATM_combo_8hr 461.86443 5.28 25.19 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 256.4 100 4.79E+06 SPEEVDKES#QR 82.3 913 0 0 0 0 Nestin  35450:75037

537.20758 2 timecourse_ATM_combo_2hr 537.20535 4.15 24.73 NES  NEST_HUMAN 4 K.TALETES#QD.S 16.3 100 5.42E+05 TALETES#QD 45.7 1489 0 0 0 0 Nestin  35455:28176

827.09016 3 timecourse_ATM_combo_2hr 827.08617 4.82 24.62 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 4.1 100 1.66E+05 EAVGQLKPTGKEDT#QTLQSLQK 15 622 0 0 0 0 Nestin  35455:151731

906.40818 3 timecourse_ATM_combo_4hr 906.40376 4.88 24.52 NES  NEST_HUMAN 1 R.SLGAWNLENLRS#PEEVDKES#QR.N 49.1 100 3.44E+06 SLGAWNLENLRS#PEEVDKES#QR 31.4 905 85 913 0 0 Nestin  35453:167671

692.2968 2 timecourse_ATM_combo_4hr 692.29301 5.47 24.44 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 569.8 100 6.51E+06 SPEEVDKES#QR 72 913 0 0 0 0 Nestin  35452:73319

537.20823 2 timecourse_ATM_combo_4hr 537.20535 5.36 24.34 NES  NEST_HUMAN 4 K.TALETES#QD.S 29.3 100 1.16E+06 TALETES#QD 43 1489 0 0 0 0 Nestin  35453:30522

461.86725 3 timecourse_ATM_combo_4hr 461.86443 6.11 22.35 NES  NEST_HUMAN 1 R.SPEEVDKES#QR.N 377.1 100 3.91E+06 SPEEVDKES#QR 65.2 913 0 0 0 0 Nestin  35453:75019

827.09112 3 timecourse_ATM_combo_2hr 827.08617 5.98 19.29 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 4.7 100 1.80E+05 EAVGQLKPTGKEDT#QTLQSLQK 10.4 622 0,2 0 0 0 0 Nestin  35454:151141

537.20741 2 timecourse_ATM_combo_1hr 537.20535 3.83 18.97 NES  NEST_HUMAN 4 K.TALETES#QD.S 15.6 100 7.36E+05 TALETES#QD 45.7 1489 0 0 0 0 Nestin  35457:30679

827.08955 3 timecourse_ATM_combo_4hr 827.08617 4.09 18.42 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 12.1 100 7.30E+05 EAVGQLKPTGKEDT#QTLQSLQK 15 622 0 0 0 0 Nestin  35453:159181

628.62807 3 timecourse_ATM_combo_4hr 628.62643 2.61 18.35 NES  NEST_HUMAN 4 R.WGPGSSVGSLQALSSS#QR.G 92.2 100 8.31E+06 WGPGSSVGSLQALSSS#QR 8.7 1452 ‐1,0 0 0 0 0 Nestin  35453:124771

537.20838 2 timecourse_ATM_combo_8hr 537.20535 5.64 17.73 NES  NEST_HUMAN 4 K.TALETES#QD.S 74.8 100 2.89E+06 TALETES#QD 45.7 1489 0 0 0 0 Nestin  35450:30695

537.2085 2 timecourse_ATM_combo_8hr 537.20535 5.86 16.37 NES  NEST_HUMAN 4 K.TALETES#QD.S 6.8 86 4.68E+04 TALETES#QD 38.7 1489 0 0 0 0 Nestin  35451:30756

620.5684 4 timecourse_ATM_ctrl1 620.56645 3.14 15.93 NES  NEST_HUMAN 1 K.EAVGQLKPTGKEDT#QTLQSLQK.E 13.4 100 8.24E+05 EAVGQLKPT#GKEDTQTLQSLQK 5.4 617 0,7 0 0 0 0 Nestin  35449:162269

874.05437 3 timecourse_ATM_combo_8hr 874.05103 3.82 63.46 NFIA  NFIA_HUMAN 8 R.SPGSGS#QSSGWHEVEPGMPSPTTLK.K 28.8 100 3.17E+06 SPGS#GSQSSGWHEVEPGMPSPTTLK 0 303 ‐3,4 0 0 0 0 Nuclear factor 1 A‐type  35450:166440

874.05426 3 timecourse_ATM_combo_8hr 874.05103 3.7 45.71 NFIA  NFIA_HUMAN 8 R.SPGSGSQSS#GWHEVEPGMPSPTTLK.K 31.4 100 3.64E+06 SPGSGS#QSSGWHEVEPGMPSPTTLK 16.5 305 0 0 0 0 Nuclear factor 1 A‐type  35451:168560

900.71198 3 timecourse_ATM_combo_1hr 900.70647 6.12 43.2 NFIA  NFIA_HUMAN 8 R.SPGS#GS#QSSGWHEVEPGMPSPTTLK.K 32.3 100 2.45E+06 S#PGSGS#QSSGWHEVEPGMPSPTTLK 29 300 25.9 305 0 0 Nuclear factor 1 A‐type  35456:169507

970.06483 3 timecourse_ATM_combo_4hr 970.06023 4.74 42.93 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LKK.S 9.3 100 9.65E+05 S#PGSGS#QSSGWHEVEPGMPS#PTTLKK 11.5 300 0,3 7.7 305 0,2 10.1 319 0,3 Nuclear factor 1 A‐type  35452:169010

943.40766 3 timecourse_ATM_combo_1hr 943.40479 3.04 41.73 NFIA  NFIA_HUMAN 8 R.SPGS#GS#QSSGWHEVEPGMPSPTTLKK.S 3.6 100 6.52E+05 S#PGSGS#QSSGWHEVEPGMPSPTTLKK 9.8 300 0,3 34.3 305 0 0 Nuclear factor 1 A‐type  35456:172627

874.05572 3 timecourse_ATM_combo_4hr 874.05103 5.37 40.26 NFIA  NFIA_HUMAN 8 R.SPGSGS#QSSGWHEVEPGMPSPTTLK.K 15.0 100 1.32E+06 SPGSGS#QSSGWHEVEPGMPSPTTLK 11.5 305 0,3 0 0 0 0 Nuclear factor 1 A‐type  35452:161560

900.71133 3 timecourse_ATM_combo_8hr 900.70647 5.4 39.07 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTTLK.K 21.8 100 1.74E+06 S#PGSGS#QSSGWHEVEPGMPSPTTLK 43.3 300 16.8 305 0 0 Nuclear factor 1 A‐type  35450:169240

970.06458 3 timecourse_ATM_ctrl1 970.06023 4.48 35.92 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LKK.S 11.1 100 7.93E+05 S#PGSGS#QSSGWHEVEPGMPS#PTTLKK 21.8 300 9.8 305 0,2 8.7 319 0,3 Nuclear factor 1 A‐type  35449:173939

970.06519 3 timecourse_ATM_ctrl1 970.06023 5.11 35.78 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LKK.S 11.1 100 7.94E+05 S#PGSGS#QSSGWHEVEPGMPS#PTTLKK 36.7 300 0 305 ‐2,0 10.7 319 0,3 Nuclear factor 1 A‐type  35448:171130

916.75435 3 timecourse_ATM_combo_4hr 916.74935 5.45 33.99 NFIA  NFIA_HUMAN 8 R.SPGSGS#QSSGWHEVEPGMPSPTTLKK.S 4.9 100 3.12E+05 SPGS#GSQSSGWHEVEPGMPSPTTLKK 5.3 303 0,5 0 0 0 0 Nuclear factor 1 A‐type  35453:168711

874.05528 3 timecourse_ATM_combo_2hr 874.05103 4.86 32.2 NFIA  NFIA_HUMAN 8 R.SPGSGS#QSSGWHEVEPGMPSPTTLK.K 7.7 100 3.57E+05 SPGSGS#QSSGWHEVEPGMPSPTTLK 0 305 ‐5,0 0 0 0 0 Nuclear factor 1 A‐type  35454:155911

900.71182 3 timecourse_ATM_combo_4hr 900.70647 5.94 30.91 NFIA  NFIA_HUMAN 8 R.SPGS#GS#QSSGWHEVEPGMPSPTTLK.K 29.6 100 2.24E+06 S#PGSGS#QSSGWHEVEPGMPSPTTLK 43.3 300 8.7 305 0,3 0 0 Nuclear factor 1 A‐type  35452:164230

874.05475 3 timecourse_ATM_combo_4hr 874.05103 4.26 30.76 NFIA  NFIA_HUMAN 8 R.SPGSGS#QSSGWHEVEPGMPSPTTLK.K 15.7 100 1.31E+06 SPGSGSQSS#GWHEVEPGMPSPTTLK 4.7 308 ‐5,0 0 0 0 0 Nuclear factor 1 A‐type  35453:164461

900.71055 3 timecourse_ATM_combo_1hr 900.70647 4.53 29.26 NFIA  NFIA_HUMAN 8 R.SPGS#GS#QSSGWHEVEPGMPSPTTLK.K 26.2 100 2.16E+06 S#PGSGS#QSSGWHEVEPGMPSPTTLK 48.6 300 19.7 305 0 0 Nuclear factor 1 A‐type  35457:169615

927.36662 3 timecourse_ATM_combo_1hr 927.36191 5.08 28.64 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LK.K 12.2 100 1.03E+06 S#PGSGS#QSSGWHEVEPGMPS#PTTLK 19.8 300 11.6 305 0,3 7 319 0,2 Nuclear factor 1 A‐type  35457:171815

900.71121 3 timecourse_ATM_combo_2hr 900.70647 5.26 26.93 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTTLK.K 31.0 100 1.54E+06 S#PGSGS#QSSGWHEVEPGMPSPTTLK 34.3 300 20.1 305 0 0 Nuclear factor 1 A‐type  35455:159081

970.06499 3 timecourse_ATM_combo_1hr 970.06023 4.91 26.19 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LKK.S 10.4 100 1.27E+06 S#PGSGS#QSSGWHEVEPGMPS#PTTLKK 7 300 0,3 34.3 305 20.1 319 Nuclear factor 1 A‐type  35456:174187

916.75456 3 timecourse_ATM_combo_4hr 916.74935 5.68 25.47 NFIA  NFIA_HUMAN 8 R.SPGSGS#QSSGWHEVEPGMPSPTTLKK.S 3.3 100 2.99E+05 SPGSGSQSS#GWHEVEPGMPSPTTLKK 0 308 ‐8,0 0 0 0 0 Nuclear factor 1 A‐type  35452:165770

970.06486 3 timecourse_ATM_ctrl2 970.06023 4.77 24.24 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LKK.S 10.4 100 5.68E+05 SPGS#GS#QSSGWHEVEPGMPS#PTTLKK 10.3 303 0,4 12.3 305 ‐5,3 5.9 319 0,3 Nuclear factor 1 A‐type  35446:157802

970.06531 3 timecourse_ATM_ctrl2 970.06023 5.24 24.12 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LKK.S 12.4 100 6.44E+05 S#PGS#GSQSSGWHEVEPGMPSPT#TLKK 11.7 300 0,7 0 303 0,5 11.9 321 0,1 Nuclear factor 1 A‐type  35447:160893

927.36722 3 timecourse_ATM_combo_2hr 927.36191 5.73 24.1 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LK.K 15.1 100 7.54E+05 S#PGSGS#QSSGWHEVEPGMPS#PTTLK 11.5 300 0,3 11.6 305 0,2 9.7 319 0,2 Nuclear factor 1 A‐type  35455:161231

900.71169 3 timecourse_ATM_ctrl2 900.70647 5.8 23.88 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTTLK.K 11.7 100 7.13E+05 S#PGSGS#QSSGWHEVEPGMPSPTTLK 24.2 300 17.5 305 0 0 Nuclear factor 1 A‐type  35446:152842

970.06453 3 timecourse_ATM_combo_2hr 970.06023 4.43 22.92 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LKK.S 9.6 100 7.48E+05 S#PGS#GSQSSGWHEVEPGMPS#PTTLKK 16.4 300 0 303 0,5 15.2 319 Nuclear factor 1 A‐type  35454:162641

900.71134 3 timecourse_ATM_combo_8hr 900.70647 5.41 22.75 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTTLK.K 23.6 100 1.71E+06 S#PGSGS#QSSGWHEVEPGMPSPTTLK 14.5 300 16.8 305 0 0 Nuclear factor 1 A‐type  35451:171420

900.71105 3 timecourse_ATM_combo_2hr 900.70647 5.08 22.74 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTTLK.K 30.9 100 1.64E+06 S#PGSGS#QSSGWHEVEPGMPSPTTLK 14.5 300 11.9 305 0,2 0 0 Nuclear factor 1 A‐type  35454:158191

900.71084 3 timecourse_ATM_ctrl1 900.70647 4.85 21.69 NFIA  NFIA_HUMAN 8 R.SPGS#GS#QSSGWHEVEPGMPSPTTLK.K 15.3 100 1.08E+06 S#PGSGS#QSSGWHEVEPGMPSPTTLK 19.8 300 13.4 305 0 0 Nuclear factor 1 A‐type  35449:169159

900.71155 3 timecourse_ATM_ctrl1 900.70647 5.64 21.56 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTTLK.K 15.9 100 1.09E+06 S#PGSGS#QSSGWHEVEPGMPSPTTLK 39.6 300 7.8 305 0,2 0 0 Nuclear factor 1 A‐type  35448:166560

927.36672 3 timecourse_ATM_ctrl1 927.36191 5.19 21.35 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LK.K 7.8 100 5.21E+05 S#PGSGS#QSSGWHEVEPGMPS#PTTLK 24.2 300 11.6 305 0,3 8.7 319 0,2 Nuclear factor 1 A‐type  35449:171399

970.0635 3 timecourse_ATM_combo_1hr 970.06023 3.37 20.01 NFIA  NFIA_HUMAN 8 R.S#PGS#GSQSSGWHEVEPGMPSPTT#LKK.S 14.0 100 1.21E+06 SPGS#GS#QSSGWHEVEPGMPS#PTTLKK 7.5 303 ‐3,0 15 305 7 319 0,3 Nuclear factor 1 A‐type  35457:174535

927.36731 3 timecourse_ATM_combo_4hr 927.36191 5.82 18.87 NFIA  NFIA_HUMAN 8 R.SPGSGSQS#S#GWHEVEPGMPS#PTTLK.K 15.7 100 9.70E+05 S#PGSGS#QSSGWHEVEPGMPS#PTTLK 14.5 300 13.5 305 17.5 319 Nuclear factor 1 A‐type  35453:169541

900.71082 3 timecourse_ATM_combo_4hr 900.70647 4.83 18.27 NFIA  NFIA_HUMAN 8 R.SPGS#GS#QSSGWHEVEPGMPSPTTLK.K 30.4 100 2.27E+06 SPGS#GS#QSSGWHEVEPGMPSPTTLK 0 303 ‐3,0 11.6 305 ‐5,0 0 0 Nuclear factor 1 A‐type  35453:167141

961.46415 4 timecourse_ATM_combo_8hr 961.45683 7.61 65.79 NGDN  NGDN_HUMAN 1 R.ANVMSS#QLHSLTHFSDISALTGGTVHLDEDQNPIK.K 11.9 100 9.46E+05 ANVMSS#QLHSLTHFSDISALTGGTVHLDEDQNPIK 12.6 267 ‐1,0 0 0 0 0 Neuroguidin  35451:186770

794.99183 5 timecourse_ATM_combo_8hr 794.98591 7.45 42.48 NGDN  NGDN_HUMAN 1 R.ANVMSSQLHSLT#HFSDISALTGGTVHLDEDQNPIKK.R 6.8 100 4.28E+05 ANVMSSQLHSLT#HFSDISALTGGTVHLDEDQNPIKK 13.6 273 0 0 0 0 Neuroguidin  35451:187210

1101.18593 4 combeffx_ATM_MEKi 1101.18293 2.72 116.26 NHSL1  NHSL1_HUMAN 3 R.HDGYRS#SQYYSQGPTFAANASPFCDDYQDEDEETDQK.C 12.7 100 1.04E+06 HDGYRSS#QYYSQGPTFAANASPFCDDYQDEDEETDQ 0 131 ‐3,2 0 0 0 0 NHS‐like protein 1  35296:63168

1258.48977 3 combeffx_ATM_comboi 1258.48423 4.4 108.8 NHSL1  NHSL1_HUMAN 3 R.S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK.C 43.3 100 7.79E+06 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 0 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35301:76729

1258.48829 3 combeffx_ATM_MEKi 1258.48423 3.23 107.32 NHSL1  NHSL1_HUMAN 3 R.S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK.C 49.1 100 3.48E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,3 0 0 0 0 NHS‐like protein 1  35296:62958

1258.49029 3 combeffx_ATM_comboi 1258.48423 4.82 106.77 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 46.5 100 1.16E+07 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 0 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35300:84781

1101.18907 4 combeffx_ATM_ctrl 1101.18293 5.58 98.55 NHSL1  NHSL1_HUMAN 3 R.HDGYRSS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 5.6 100 8.15E+05 HDGY#RSSQYYSQGPTFAANASPFCDDYQDEDEETDQ 5.4 128 0,5 0 0 0 0 NHS‐like protein 1  35294:78574

1258.48897 3 combeffx_ATM_ctrl 1258.48423 3.77 98.34 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 35.4 100 4.84E+06 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 0 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35294:78264

1101.18701 4 combeffx_ATM_MEKi 1101.18293 3.71 90.82 NHSL1  NHSL1_HUMAN 3 R.HDGY#RSSQYYSQGPTFAANASPFCDDYQDEDEETDQK.C 10.5 100 6.97E+05 HDGY#RSSQYYSQGPTFAANASPFCDDYQDEDEETDQ 2.2 128 0,6 0 0 0 0 NHS‐like protein 1  35297:57798

1101.18693 4 combeffx_ATM_ctrl 1101.18293 3.63 89.02 NHSL1  NHSL1_HUMAN 3 R.HDGYRSS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 12.2 100 1.50E+06 HDGY#RSSQYYSQGPTFAANASPFCDDYQDEDEETDQ 1.4 128 0,5 0 0 0 0 NHS‐like protein 1  35295:75947

1258.48845 3 combeffx_ATM_PI3Ki 1258.48423 3.35 78.86 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 26.1 100 3.28E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,3 0 0 0 0 NHS‐like protein 1  35299:70474

1258.48891 3 combeffx_ATM_ctrl 1258.48423 3.73 72.58 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 29.5 100 3.39E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,3 0 0 0 0 NHS‐like protein 1  35295:75757

1258.48983 3 combeffx_ATM_comboi 1258.48423 4.45 71.9 NHSL1  NHSL1_HUMAN 3 R.S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK.C 44.4 100 7.79E+06 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 0 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35301:76739

944.12109 4 timecourse_ATM_combo_1hr 944.11499 6.46 65.02 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 36.8 100 3.70E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,4 0 0 0 0 NHS‐like protein 1  35456:183706

1258.48902 3 timecourse_ATM_combo_8hr 1258.48423 3.81 62.94 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 117.4 100 1.67E+07 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 0 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35450:183390

1258.49211 3 timecourse_ATM_ctrl1 1258.48423 6.26 61.75 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 221.5 100 1.30E+07 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,3 0 0 0 0 NHS‐like protein 1  35448:180060

835.30953 3 timecourse_ATM_combo_8hr 835.30615 4.06 61.57 NHSL1  NHSL1_HUMAN 2 K.QEEPAENSADTGGDGESCLS#QQD.G 17.8 100 3.62E+06 QEEPAENSADTGGDGESCLS#QQD 28.4 1316 0 0 0 0 NHS‐like protein 1  35451:163500

1258.49035 3 timecourse_ATM_ctrl1 1258.48423 4.86 60.33 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 401.6 100 5.22E+07 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,5 0 0 0 0 NHS‐like protein 1  35449:183079

944.11979 4 timecourse_ATM_combo_1hr 944.11499 5.08 60.1 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 36.1 100 3.58E+06 SSQYY#SQGPTFAANASPFCDDYQDEDEETDQK 0 134 ‐4,0 0 0 0 0 NHS‐like protein 1  35457:184445

944.12095 4 timecourse_ATM_ctrl1 944.11499 6.31 58.2 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 59.0 100 6.41E+06 SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK 0 131 0,2 0 0 0 0 NHS‐like protein 1  35448:180070

944.12073 4 timecourse_ATM_combo_4hr 944.11499 6.08 57.35 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 34.9 100 3.00E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 6.5 130 0,1 0 0 0 0 NHS‐like protein 1  35453:182441

1258.49371 3 timecourse_ATM_combo_1hr 1258.48423 7.53 55.95 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 247.5 100 2.88E+07 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 0 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35456:183716

800.82413 2 timecourse_ATM_ctrl1 800.81940 5.91 55.62 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAAN.A 28.8 100 1.96E+06 SS#QYYSQGPTFAAN 0 131 ‐1,0 0 0 0 0 NHS‐like protein 1  35448:100294

944.11879 4 timecourse_ATM_combo_8hr 944.11499 4.02 53.19 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 19.1 100 1.95E+06 SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK 0 131 0,2 0 0 0 0 NHS‐like protein 1  35450:183400

835.31059 3 timecourse_ATM_combo_8hr 835.30615 5.32 53 NHSL1  NHSL1_HUMAN 2 K.QEEPAENSADTGGDGESCLS#QQD.G 13.9 100 2.44E+06 QEEPAENSADTGGDGESCLS#QQD 24.3 1316 0 0 0 0 NHS‐like protein 1  35450:161370

1235.23659 4 combeffx_ATM_ctrl 1235.23291 2.98 51.75 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQKCSLSSSEEER.F 12.0 100 1.62E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQKCSLS 16.2 130 0 0 0 0 NHS‐like protein 1  35295:75987

800.82222 2 timecourse_ATM_combo_8hr 800.81940 3.52 51.25 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAAN.A 9.1 100 7.08E+05 SS#QYYSQGPTFAAN 0 131 ‐1,0 0 0 0 0 NHS‐like protein 1  35450:99737

1258.49068 3 timecourse_ATM_combo_2hr 1258.48423 5.13 50.12 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 202.9 100 1.84E+07 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,1 0 0 0 0 NHS‐like protein 1  35454:171641

800.82325 2 timecourse_ATM_ctrl1 800.81940 4.81 49.98 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAAN.A 27.7 100 1.77E+06 SS#QYYSQGPTFAAN 0 131 ‐1,0 0 0 0 0 NHS‐like protein 1  35449:101813

944.12021 4 timecourse_ATM_combo_2hr 944.11499 5.53 49.47 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 28.8 100 2.25E+06 SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK 8.6 131 0,3 0 0 0 0 NHS‐like protein 1  35454:171651

944.12005 4 timecourse_ATM_combo_4hr 944.11499 5.36 47.83 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 36.0 100 3.85E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,4 0 0 0 0 NHS‐like protein 1  35452:178820

1258.49049 3 timecourse_ATM_ctrl1 1258.48423 4.97 47.06 NHSL1  NHSL1_HUMAN 3 R.SSQYY#SQGPTFAANASPFCDDYQDEDEETDQK.C 359.2 100 5.07E+07 SSQYYS#QGPTFAANASPFCDDYQDEDEETDQK 0 135 ‐5,4 0 0 0 0 NHS‐like protein 1  35448:180050

1258.49143 3 timecourse_ATM_combo_2hr 1258.48423 5.72 47.02 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 190.8 100 1.81E+07 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,3 0 0 0 0 NHS‐like protein 1  35454:171661

1258.49277 3 timecourse_ATM_ctrl2 1258.48423 6.79 46.69 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 231.9 100 2.52E+07 SSQYY#SQGPTFAANASPFCDDYQDEDEETDQK 0 134 ‐4,1 0 0 0 0 NHS‐like protein 1  35446:167682

944.12097 4 timecourse_ATM_ctrl2 944.11499 6.33 46.46 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 48.7 100 4.30E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,3 0 0 0 0 NHS‐like protein 1  35446:167672

944.11873 4 timecourse_ATM_ctrl1 944.11499 3.96 46.29 NHSL1  NHSL1_HUMAN 3 R.SSQYYS#QGPTFAANASPFCDDYQDEDEETDQK.C 61.3 100 5.76E+06 SSQYY#SQGPTFAANASPFCDDYQDEDEETDQK 13.3 134 0 0 0 0 NHS‐like protein 1  35449:183069

1258.49135 3 timecourse_ATM_combo_4hr 1258.48423 5.66 45.13 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 194.1 100 2.24E+07 SSQYYS#QGPTFAANASPFCDDYQDEDEETDQK 0 135 ‐5,4 0 0 0 0 NHS‐like protein 1  35452:178830

1258.49277 3 timecourse_ATM_ctrl2 1258.48423 6.79 44.81 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 277.8 100 2.81E+07 SSQYYS#QGPTFAANASPFCDDYQDEDEETDQK 0 135 ‐5,0 0 0 0 0 NHS‐like protein 1  35447:171483

1258.49202 3 timecourse_ATM_combo_4hr 1258.48423 6.2 43.89 NHSL1  NHSL1_HUMAN 3 R.SSQYY#SQGPTFAANASPFCDDYQDEDEETDQK.C 185.5 100 2.19E+07 SSQYY#SQGPTFAANASPFCDDYQDEDEETDQK 0 134 ‐4,0 0 0 0 0 NHS‐like protein 1  35452:178840

944.11993 4 timecourse_ATM_combo_2hr 944.11499 5.23 43.43 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 31.4 100 2.26E+06 SSQYY#SQGPTFAANASPFCDDYQDEDEETDQK 7.5 134 ‐4,1 0 0 0 0 NHS‐like protein 1  35455:173131

800.8228 2 timecourse_ATM_combo_8hr 800.81940 4.25 43.15 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAAN.A 8.4 100 7.98E+05 SS#QYYSQGPTFAAN 0 131 ‐1,0 0 0 0 0 NHS‐like protein 1  35451:100583

944.12077 4 timecourse_ATM_ctrl2 944.11499 6.12 42.48 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 44.8 100 3.74E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,3 0 0 0 0 NHS‐like protein 1  35447:171473

1258.49249 3 timecourse_ATM_combo_4hr 1258.48423 6.56 41.69 NHSL1  NHSL1_HUMAN 3 R.SSQYY#SQGPTFAANASPFCDDYQDEDEETDQK.C 227.3 100 2.45E+07 SSQYYS#QGPTFAANASPFCDDYQDEDEETDQK 0 135 ‐5,0 0 0 0 0 NHS‐like protein 1  35453:182451

1258.49057 3 timecourse_ATM_ctrl1 1258.48423 5.04 41.54 NHSL1  NHSL1_HUMAN 3 R.SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK.C 403.8 100 5.20E+07 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 10.3 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35449:183089

800.82427 2 timecourse_ATM_ctrl2 800.81940 6.08 40.8 NHSL1  NHSL1_HUMAN 3 R.S#SQYYSQGPTFAAN.A 10.0 100 5.42E+05 S#SQYYSQGPTFAAN 11.4 130 0,1 0 0 0 0 NHS‐like protein 1  35447:88614

944.11968 4 timecourse_ATM_combo_8hr 944.11499 4.97 40.3 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 16.3 100 2.11E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,3 0 0 0 0 NHS‐like protein 1  35451:186420

835.31067 3 timecourse_ATM_combo_8hr 835.30615 5.41 39.8 NHSL1  NHSL1_HUMAN 2 K.QEEPAENSADTGGDGESCLS#QQD.G 15.9 100 3.68E+06 QEEPAENSADTGGDGESCLS#QQD 28.4 1316 0 0 0 0 NHS‐like protein 1  35451:163520

1258.49116 3 timecourse_ATM_combo_8hr 1258.48423 5.51 38.92 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 122.0 100 1.80E+07 SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK 0 131 0,8 0 0 0 0 NHS‐like protein 1  35451:186430

1258.49121 3 timecourse_ATM_combo_1hr 1258.48423 5.55 38.78 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 269.4 100 2.96E+07 SSQYYS#QGPTFAANASPFCDDYQDEDEETDQK 0 135 ‐5,0 0 0 0 0 NHS‐like protein 1  35457:184455

1258.49106 3 timecourse_ATM_combo_2hr 1258.48423 5.43 38.32 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 243.6 100 2.04E+07 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQK 0 130 0,3 0 0 0 0 NHS‐like protein 1  35455:173141

1258.49132 3 timecourse_ATM_combo_2hr 1258.48423 5.63 35.97 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 244.2 100 2.01E+07 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 0 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35455:173151

1258.49158 3 timecourse_ATM_combo_4hr 1258.48423 5.84 33.12 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 248.9 100 2.52E+07 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 0 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35453:182431

1258.49313 3 timecourse_ATM_ctrl1 1258.48423 7.07 31.22 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 355.4 100 4.98E+07 SSQYYS#QGPTFAANASPFCDDYQDEDEETDQK 0 135 ‐5,4 0 0 0 0 NHS‐like protein 1  35448:180080

835.31016 3 timecourse_ATM_combo_4hr 835.30615 4.8 29.36 NHSL1  NHSL1_HUMAN 2 K.QEEPAENSADTGGDGESCLS#QQD.G 7.4 94 6.98E+05 QEEPAENSADTGGDGESCLS#QQD 15.2 1316 0 0 0 0 NHS‐like protein 1  35453:159881

835.31089 3 timecourse_ATM_combo_4hr 835.30615 5.67 28.28 NHSL1  NHSL1_HUMAN 2 K.QEEPAENSADTGGDGESCLS#QQD.G 4.2 100 8.90E+05 QEEPAENSADTGGDGESCLS#QQD 9.3 1316 ‐3,0 0 0 0 0 NHS‐like protein 1  35452:157000

1235.23811 4 combeffx_ATM_ctrl 1235.23291 4.21 27.8 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQKCSLSSSEEER.F 9.4 100 1.61E+06 S#SQYYSQGPTFAANASPFCDDYQDEDEETDQKCSLS 14.4 130 0 0 0 0 NHS‐like protein 1  35294:78674

1252.46119 2 timecourse_ATM_combo_8hr 1252.45558 4.48 22.58 NHSL1  NHSL1_HUMAN 2 K.QEEPAENSADTGGDGESCLS#QQD.G 9.5 100 1.15E+06 QEEPAENSADTGGDGESCLS#QQD 29.9 1316 0 0 0 0 NHS‐like protein 1  35451:163510

1258.49124 3 timecourse_ATM_ctrl2 1258.48423 5.57 21.59 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 231.9 100 2.85E+07 SSQY#YSQGPTFAANASPFCDDYQDEDEETDQK 0 133 ‐3,0 0 0 0 0 NHS‐like protein 1  35447:171463

1258.49213 3 timecourse_ATM_combo_1hr 1258.48423 6.28 17.9 NHSL1  NHSL1_HUMAN 3 R.SS#QYYSQGPTFAANASPFCDDYQDEDEETDQK.C 248.3 100 2.89E+07 SSQYY#SQGPTFAANASPFCDDYQDEDEETDQK 0 134 ‐4,11 0 0 0 0 NHS‐like protein 1  35456:183696

837.37021 2 timecourse_ATM_combo_8hr 837.36692 3.93 72.5 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIK.K 63.8 100 3.83E+06 VDS#QASITQDSDSIK 55.2 553 0 0 0 0 Nipped‐B‐like protein  35450:107407

837.36991 2 timecourse_ATM_combo_4hr 837.36692 3.57 67.74 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIK.K 25.6 100 1.21E+06 VDS#QASITQDSDSIK 44.7 553 0 0 0 0 Nipped‐B‐like protein  35452:105011

837.37119 2 timecourse_ATM_combo_2hr 837.36692 5.1 66.97 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIK.K 16.0 100 4.82E+05 VDS#QASITQDSDSIK 49.6 553 0 0 0 0 Nipped‐B‐like protein  35454:101656

800.05461 3 timecourse_ATM_combo_2hr 800.05101 4.5 66.05 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIKKPEEIK.Q 14.2 100 5.12E+05 VDS#QASITQDSDSIKKPEEIK 40.5 553 0 0 0 0 Nipped‐B‐like protein  35455:148201

837.36946 2 timecourse_ATM_combo_8hr 837.36692 3.03 64.84 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIK.K 65.6 100 3.96E+06 VDS#QASITQDSDSIK 58 553 0 0 0 0 Nipped‐B‐like protein  35451:108403

1220.87129 4 combeffx_ATM_comboi 1220.86547 4.77 63.8 NIPBL  NIPBL_HUMAN 3 K.TPITPQDINRPLNAAQCLS#QQEQTAFLPANQVPVLQQNTSVAAK.Q 8.7 100 2.64E+06 TPITPQDINRPLNAAQCLSQQEQT#AFLPANQVPVLQ 15.2 426 0 0 0 0 Nipped‐B‐like protein  35300:85481

837.36936 2 timecourse_ATM_combo_4hr 837.36692 2.91 63.72 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIK.K 24.9 100 1.27E+06 VDS#QASITQDSDSIK 44.7 553 0 0 0 0 Nipped‐B‐like protein  35453:107026

800.05605 3 timecourse_ATM_combo_8hr 800.05101 6.3 63.03 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIKKPEEIK.Q 40.3 100 2.24E+06 VDS#QASITQDSDSIKKPEEIK 46.7 553 0 0 0 0 Nipped‐B‐like protein  35451:159070

837.36971 2 timecourse_ATM_combo_1hr 837.36692 3.33 58.92 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIK.K 7.0 100 2.99E+05 VDS#QASITQDSDSIK 65.2 553 0 0 0 0 Nipped‐B‐like protein  35456:109337

800.05538 3 timecourse_ATM_combo_4hr 800.05101 5.46 55.54 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIKKPEEIK.Q 27.3 100 1.47E+06 VDS#QASITQDSDSIKKPEEIK 28.3 553 0 0 0 0 Nipped‐B‐like protein  35452:152660

800.05516 3 timecourse_ATM_combo_4hr 800.05101 5.19 49.66 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIKKPEEIK.Q 27.7 100 1.55E+06 VDS#QASITQDSDSIKKPEEIK 49 553 0 0 0 0 Nipped‐B‐like protein  35453:155421

837.36951 2 timecourse_ATM_combo_2hr 837.36692 3.09 49.61 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIK.K 14.3 100 4.69E+05 VDS#QASITQDSDSIK 44.7 553 0 0 0 0 Nipped‐B‐like protein  35455:101309

837.36935 2 timecourse_ATM_combo_1hr 837.36692 2.9 49.48 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIK.K 5.4 100 2.80E+05 VDS#QASITQDSDSIK 43.5 553 0 0 0 0 Nipped‐B‐like protein  35457:109150

800.05434 3 combeffx_ATM_comboi 800.05101 4.16 48.45 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIKKPEEIK.Q 10.7 100 1.30E+06 VDS#QASITQDSDSIKKPEEIK 31.5 553 0 0 0 0 Nipped‐B‐like protein  35301:66139

800.05569 3 timecourse_ATM_combo_2hr 800.05101 5.85 47.63 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIKKPEEIK.Q 14.2 100 5.33E+05 VDS#QASITQDSDSIKKPEEIK 44.3 553 0 0 0 0 Nipped‐B‐like protein  35454:147811

885.90366 2 timecourse_ATM_combo_8hr 885.89890 5.37 46.55 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELKQNESR.T 15.9 100 3.70E+05 VET#QTEELKQNESR 30.7 646 0 0 0 0 Nipped‐B‐like protein  35451:117152

885.90401 2 timecourse_ATM_combo_4hr 885.89890 5.77 42.38 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELKQNESR.T 9.1 100 1.30E+05 VET#QTEELKQNESR 0 646 0,2 0 0 0 0 Nipped‐B‐like protein  35453:115693

885.90428 2 timecourse_ATM_combo_8hr 885.89890 6.07 41.89 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELKQNESR.T 11.5 100 2.84E+05 VET#QTEELKQNESR 30.7 646 0 0 0 0 Nipped‐B‐like protein  35450:116010

1220.87013 4 combeffx_ATM_PI3Ki 1220.86547 3.82 38.97 NIPBL  NIPBL_HUMAN 3 K.TPITPQDINRPLNAAQCLS#QQEQTAFLPANQVPVLQQNTSVAAK.Q 3.0 100 4.72E+05 TPIT#PQDINRPLNAAQCLSQQEQTAFLPANQVPVLQ 4.3 406 0,20 0 0 0 0 Nipped‐B‐like protein  35298:75426

800.05623 3 timecourse_ATM_combo_8hr 800.05101 6.52 38.49 NIPBL  NIPBL_HUMAN 3 R.VDS#QASITQDSDSIKKPEEIK.Q 39.2 100 2.34E+06 VDS#QASITQDSDSIKKPEEIK 37.2 553 0 0 0 0 Nipped‐B‐like protein  35450:157020

590.93825 3 timecourse_ATM_combo_8hr 590.93503 5.45 37.23 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELKQNESR.T 29.6 100 1.08E+06 VET#QTEELKQNESR 35.8 646 0 0 0 0 Nipped‐B‐like protein  35450:116000

590.93807 3 timecourse_ATM_combo_8hr 590.93503 5.14 35.61 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELKQNESR.T 31.3 100 1.07E+06 VET#QTEELKQNESR 37.5 646 0 0 0 0 Nipped‐B‐like protein  35451:117142

590.93785 3 timecourse_ATM_combo_4hr 590.93503 4.77 32.87 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELKQNESR.T 13.6 100 4.04E+05 VET#QTEELKQNESR 27 646 0 0 0 0 Nipped‐B‐like protein  35452:113633

595.28097 2 timecourse_ATM_combo_1hr 595.27866 3.88 25.51 NIPBL  NIPBL_HUMAN 1 K.TTPS#QFSTLK.M 15.4 100 6.29E+05 TTPS#QFSTLK 5.9 1736 0,4 0 0 0 0 Nipped‐B‐like protein  35457:47954

885.90391 2 timecourse_ATM_combo_4hr 885.89890 5.66 25.34 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELKQNESR.T 7.9 100 1.29E+05 VET#QTEELKQNESR 0 646 0,2 0 0 0 0 Nipped‐B‐like protein  35452:113643

578.76357 2 timecourse_ATM_combo_8hr 578.76029 5.67 24.94 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELK.Q 13.6 100 2.76E+05 VET#QTEELK 24.8 646 0 0 0 0 Nipped‐B‐like protein  35451:42297

590.9381 3 combeffx_ATM_comboi 590.93503 5.2 22.91 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELKQNESR.T 9.2 100 5.78E+05 VET#QTEELKQNESR 22 646 0 0 0 0 Nipped‐B‐like protein  35301:48823

578.76325 2 timecourse_ATM_combo_8hr 578.76029 5.11 20.52 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELK.Q 15.8 100 2.55E+05 VET#QTEELK 30.7 646 0 0 0 0 Nipped‐B‐like protein  35450:42242

595.28116 2 combeffx_ATM_comboi 595.27866 4.2 20.1 NIPBL  NIPBL_HUMAN 1 K.TTPS#QFSTLK.M 18.8 100 2.13E+06 TTPS#QFSTLK 20.1 1736 0 0 0 0 Nipped‐B‐like protein  35300:19848

590.93861 3 combeffx_ATM_comboi 590.93503 6.06 14.47 NIPBL  NIPBL_HUMAN 2 K.VET#QTEELKQNESR.T 13.9 100 8.83E+05 VET#QTEELKQNESR 20.9 646 0 0 0 0 Nipped‐B‐like protein  35300:53466

535.59243 3 timecourse_ATM_combo_8hr 535.58954 5.4 49.58 NKAP  NKAP_HUMAN 2 R.NGLTHQLGGLSQGS#R.N 17.1 100 5.41E+05 NGLTHQLGGLSQGS#R 9.4 67 ‐3,0 0 0 0 0 NF‐kappa‐B‐activating protein  35451:101013

802.88523 2 timecourse_ATM_combo_8hr 802.88067 5.68 48.15 NKAP  NKAP_HUMAN 2 R.NGLTHQLGGLS#QGSR.N 7.6 100 2.52E+05 NGLTHQLGGLS#QGSR 46.2 64 0 0 0 0 NF‐kappa‐B‐activating protein  35450:100097

535.59176 3 combeffx_ATM_comboi 535.58954 4.14 46.78 NKAP  NKAP_HUMAN 2 R.NGLTHQLGGLS#QGSR.N 14.2 100 1.04E+06 NGLTHQLGGLS#QGSR 12.4 64 0,3 0 0 0 0 NF‐kappa‐B‐activating protein  35301:40628

535.59261 3 timecourse_ATM_combo_8hr 535.58954 5.73 45.52 NKAP  NKAP_HUMAN 2 R.NGLTHQLGGLS#QGSR.N 18.2 100 5.66E+05 NGLTHQLGGLS#QGSR 10.9 64 0,3 0 0 0 0 NF‐kappa‐B‐activating protein  35450:100107

535.59217 3 timecourse_ATM_combo_4hr 535.58954 4.91 43.5 NKAP  NKAP_HUMAN 2 R.NGLTHQLGGLSQGS#R.N 11.4 100 3.22E+05 NGLTHQLGGLS#QGSR 3.8 64 0,3 0 0 0 0 NF‐kappa‐B‐activating protein  35452:97771

802.88524 2 timecourse_ATM_combo_8hr 802.88067 5.69 42.37 NKAP  NKAP_HUMAN 2 R.NGLTHQLGGLS#QGSR.N 9.0 100 2.95E+05 NGLTHQLGGLS#QGSR 38.7 64 0 0 0 0 NF‐kappa‐B‐activating protein  35451:101023

535.59187 3 combeffx_ATM_comboi 535.58954 4.35 30.42 NKAP  NKAP_HUMAN 2 R.NGLTHQLGGLS#QGSR.N 14.3 100 1.49E+06 NGLTHQLGGLS#QGSR 6.3 64 0,3 0 0 0 0 NF‐kappa‐B‐activating protein  35300:44316

535.59234 3 timecourse_ATM_combo_4hr 535.58954 5.23 18.47 NKAP  NKAP_HUMAN 2 R.NGLTHQLGGLSQGS#R.N 12.4 100 3.00E+05 NGLTHQLGGLSQGS#R 9.4 67 ‐3,0 0 0 0 0 NF‐kappa‐B‐activating protein  35453:99642

527.28094 4 combeffx_ATM_ctrl 527.27931 3.09 32.09 NKTR  NKTR_HUMAN 2 R.KTAS#QLSENKPVKTEPLR.A 29.9 100 1.91E+06 KTAS#QLSENKPVKTEPLR 6 572 ‐2,0 0 0 0 0 NK‐tumor recognition protein  35295:62293

503.93006 3 timecourse_ATM_combo_8hr 503.92725 5.58 17.16 NKTR  NKTR_HUMAN 2 R.KTAS#QLSENKPVK.T 15.7 100 3.44E+05 KTAS#QLSENKPVK 2.6 572 0,3 0 0 0 0 NK‐tumor recognition protein  35451:91057

817.8578 2 combeffx_ATM_MEKi 817.85527 3.09 86.91 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 120.7 100 6.63E+06 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35296:37515



817.85755 2 combeffx_ATM_ctrl 817.85527 2.79 84.4 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 184.6 100 1.72E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35295:43580

817.85893 2 combeffx_ATM_comboi 817.85527 4.48 82.7 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 227.1 100 2.47E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35301:42214

817.85785 2 combeffx_ATM_PI3Ki 817.85527 3.15 80.77 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 278.6 100 2.62E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35298:41967

817.86038 2 timecourse_ATM_ctrl2 817.85527 6.25 80.66 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 744.3 100 3.33E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35446:90300

817.85782 2 combeffx_ATM_PI3Ki 817.85527 3.12 80.66 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 223.3 100 1.73E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35299:40450

817.85967 2 timecourse_ATM_combo_8hr 817.85527 5.38 80.55 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 251.4 100 1.30E+07 HMT#QEVVTQYYR 135.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35450:103027

817.86041 2 timecourse_ATM_ctrl1 817.85527 6.28 78.57 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 851.3 100 5.79E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35448:103737

817.8608 2 timecourse_ATM_ctrl2 817.85527 6.76 76.51 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 787.8 100 3.63E+07 HMT#QEVVTQYYR 135.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35447:91915

817.86033 2 timecourse_ATM_combo_1hr 817.85527 6.19 76.31 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 917.8 100 5.79E+07 HMT#QEVVTQYYR 135.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35456:104737

817.85896 2 combeffx_ATM_comboi 817.85527 4.51 75.77 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 218.9 100 2.47E+07 HMT#QEVVTQYYR 131.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35301:42224

817.86029 2 timecourse_ATM_combo_2hr 817.85527 6.14 75.3 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 790.4 100 3.02E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35454:97328

817.85913 2 timecourse_ATM_ctrl1 817.85527 4.72 75.09 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 932.6 100 5.90E+07 HMT#QEVVTQYYR 135.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35449:105369

817.85899 2 combeffx_ATM_comboi 817.85527 4.55 73.22 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 219.4 100 3.58E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35300:46125

817.85979 2 timecourse_ATM_combo_4hr 817.85527 5.53 73.07 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 683.7 100 3.61E+07 HMT#QEVVTQYYR 135.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35453:102742

817.86006 2 timecourse_ATM_combo_8hr 817.85527 5.86 73 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 282.3 100 1.41E+07 HMT#QEVVTQYYR 135.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35451:103933

817.85965 2 timecourse_ATM_combo_2hr 817.85527 5.36 72.89 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 918.2 100 3.00E+07 HMT#QEVVTQYYR 122.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35455:96979

817.85992 2 timecourse_ATM_combo_4hr 817.85527 5.69 72.83 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 606.9 100 3.48E+07 HMT#QEVVTQYYR 135.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35452:100621

817.85956 2 timecourse_ATM_combo_1hr 817.85527 5.25 70.04 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 889.2 100 5.80E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:104552

817.85775 2 combeffx_ATM_ctrl 817.85527 3.03 69.37 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 175.3 100 2.17E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35294:45333

817.85897 2 combeffx_ATM_comboi 817.85527 4.52 66.88 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 221.1 100 3.58E+07 HMT#QEVVTQYYR 144.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35300:46115

825.85728 2 timecourse_ATM_combo_8hr 825.85273 5.51 61.92 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 6.9 100 2.67E+05 HM*T#QEVVTQYYR 80.7 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35451:105803

550.90579 3 combeffx_ATM_PI3Ki 550.90424 2.81 57.06 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 145.5 100 1.08E+07 HM*T#QEVVTQYYR 108.8 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35299:41347

825.85507 2 combeffx_ATM_PI3Ki 825.85273 2.83 57.05 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 85.6 100 5.74E+06 HM*T#QEVVTQYYR 100.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35298:42911

825.85485 2 combeffx_ATM_MEKi 825.85273 2.57 56.87 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 146.2 100 7.65E+06 HM*T#QEVVTQYYR 93.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35296:38335

825.85656 2 combeffx_ATM_comboi 825.85273 4.64 56.48 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 64.1 100 6.79E+06 HM*T#QEVVTQYYR 113.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35300:47195

545.57434 3 combeffx_ATM_PI3Ki 545.57260 3.19 55.34 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 328.4 100 2.62E+07 HMT#QEVVTQYYR 93.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35299:40460

825.85691 2 timecourse_ATM_combo_4hr 825.85273 5.06 54.99 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 26.1 100 8.59E+05 HM*T#QEVVTQYYR 99.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35453:104442

864.72291 3 combeffx_ATM_MEKi 864.71938 4.08 54.5 NLK  NLK_HUMAN 0 R.VEELDESRHMT#QEVVTQYYR.A 4.3 100 2.86E+05 VEELDESRHMT#QEVVTQYYR 52.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35296:58258

825.85534 2 combeffx_ATM_ctrl 825.85273 3.17 54.44 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 104.9 100 9.15E+06 HM*T#QEVVTQYYR 113.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35295:44560

550.90674 3 combeffx_ATM_comboi 550.90424 4.54 53.03 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 141.7 100 1.57E+07 HM*T#QEVVTQYYR 94.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35300:47185

545.57421 3 combeffx_ATM_ctrl 545.57260 2.95 52.4 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 230.1 100 2.77E+07 HMT#QEVVTQYYR 79.7 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35294:45323

825.85706 2 timecourse_ATM_combo_2hr 825.85273 5.24 51.96 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 40.9 100 9.93E+05 HM*T#QEVVTQYYR 99.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35455:98719

825.85812 2 timecourse_ATM_combo_1hr 825.85273 6.53 51.08 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 55.2 100 1.94E+06 HM*T#QEVVTQYYR 99.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35456:106627

825.85748 2 timecourse_ATM_combo_4hr 825.85273 5.75 51.02 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 24.4 100 8.07E+05 HM*T#QEVVTQYYR 99.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35452:102451

825.8554 2 combeffx_ATM_MEKi 825.85273 3.23 50.52 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 136.8 100 5.24E+06 HM*T#QEVVTQYYR 113.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35297:35414

825.85537 2 combeffx_ATM_ctrl 825.85273 3.2 50.11 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 139.0 100 1.26E+07 HM*T#QEVVTQYYR 113.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35294:46363

545.57607 3 timecourse_ATM_ctrl1 545.57260 6.36 49.13 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 752.4 100 4.00E+07 HMT#QEVVTQYYR 86.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35448:103747

864.72291 3 combeffx_ATM_ctrl 864.71938 4.08 48.51 NLK  NLK_HUMAN 0 R.VEELDESRHMT#QEVVTQYYR.A 14.3 100 1.05E+06 VEELDESRHMT#QEVVTQYYR 15.8 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35294:72284

545.57411 3 combeffx_ATM_ctrl 545.57260 2.77 47.92 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 262.9 100 2.32E+07 HMT#QEVVTQYYR 81.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35295:43570

825.85619 2 combeffx_ATM_comboi 825.85273 4.19 47.61 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 54.3 100 4.89E+06 HM*T#QEVVTQYYR 99.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35301:43154

825.85749 2 timecourse_ATM_combo_2hr 825.85273 5.76 47.57 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 45.0 100 1.09E+06 HM*T#QEVVTQYYR 99.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35454:99058

545.57479 3 combeffx_ATM_MEKi 545.57260 4.03 47.54 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 180.3 100 7.52E+06 HMT#QEVVTQYYR 79.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35297:34765

825.85515 2 combeffx_ATM_ctrl 825.85273 2.93 47.48 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 103.7 100 9.15E+06 HM*T#QEVVTQYYR 100.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35295:44540

825.85783 2 timecourse_ATM_ctrl1 825.85273 6.19 47.32 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 42.2 100 1.44E+06 HM*T#QEVVTQYYR 89.3 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35448:105598

864.72317 3 combeffx_ATM_ctrl 864.71938 4.38 46.92 NLK  NLK_HUMAN 0 R.VEELDESRHMT#QEVVTQYYR.A 6.7 100 6.45E+05 VEELDESRHMT#QEVVTQYYR 47.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35295:70277

545.57497 3 combeffx_ATM_comboi 545.57260 4.34 46.74 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 308.2 100 3.58E+07 HMT#QEVVTQYYR 72 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35301:42204

857.84249 2 timecourse_ATM_ctrl1 857.83843 4.73 46.61 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYYR.A 5.5 100 2.46E+05 HMT#QEVVT#QYYR 139.1 298 33.7 303 0 0 Serine/threonine‐protein kinase NLK  35449:113835

550.90586 3 combeffx_ATM_ctrl 550.90424 2.94 46.01 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 259.9 100 2.65E+07 HM*T#QEVVTQYYR 107.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35294:46343

825.85522 2 combeffx_ATM_PI3Ki 825.85273 3.02 45.33 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 68.8 100 4.36E+06 HM*T#QEVVTQYYR 100.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35299:41367

545.57602 3 timecourse_ATM_combo_1hr 545.57260 6.29 45.2 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 873.1 100 4.20E+07 HMT#QEVVTQYYR 79.7 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35456:104747

545.57639 3 timecourse_ATM_ctrl2 545.57260 6.95 44.84 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 771.1 100 2.61E+07 HMT#QEVVTQYYR 81.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35447:91925

825.85718 2 timecourse_ATM_ctrl1 825.85273 5.39 44.43 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 39.9 100 1.47E+06 HM*T#QEVVTQYYR 99.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35449:107233

825.85793 2 timecourse_ATM_combo_8hr 825.85273 6.3 44 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 6.7 100 2.54E+05 HM*T#QEVVTQYYR 99.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35450:104787

825.85697 2 timecourse_ATM_combo_1hr 825.85273 5.13 43.99 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 56.2 100 1.81E+06 HM*T#QEVVTQYYR 93.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:106440

550.90604 3 combeffx_ATM_MEKi 550.90424 3.27 43.92 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 312.1 100 1.38E+07 HM*T#QEVVTQYYR 107.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35297:35434

550.90567 3 combeffx_ATM_MEKi 550.90424 2.6 43.24 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 323.0 100 1.79E+07 HM*T#QEVVTQYYR 93.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35296:38345

545.5761 3 timecourse_ATM_ctrl2 545.57260 6.42 42.61 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 773.6 100 2.59E+07 HMT#QEVVTQYYR 81.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35446:90310

545.57427 3 combeffx_ATM_PI3Ki 545.57260 3.06 42.54 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 324.5 100 3.17E+07 HMT#QEVVTQYYR 94.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35298:41957

545.57555 3 timecourse_ATM_combo_2hr 545.57260 5.41 42.16 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 812.4 100 2.12E+07 HMT#QEVVTQYYR 81.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35455:96989

545.57598 3 timecourse_ATM_combo_2hr 545.57260 6.2 41.93 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 749.3 100 2.15E+07 HMT#QEVVTQYYR 72 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35454:97338

739.80705 2 timecourse_ATM_combo_1hr 739.80472 3.15 41.58 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 169.3 86 2.43E+06 HMT#QEVVTQYY 89.3 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35456:87278

545.57494 3 combeffx_ATM_comboi 545.57260 4.29 41.58 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 297.8 100 4.88E+07 HMT#QEVVTQYYR 79.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35300:46105

825.85797 2 timecourse_ATM_ctrl2 825.85273 6.34 41.57 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 41.3 100 1.08E+06 HM*T#QEVVTQYYR 92.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35447:93805

739.8068 2 timecourse_ATM_combo_4hr 739.80472 2.81 41.24 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 12.4 86 1.40E+05 HMT#QEVVTQYY 72.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35452:84211

739.80596 2 timecourse_ATM_combo_1hr 739.80472 1.68 40.94 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1464.6 100 1.18E+08 HMT#QEVVTQYY 99.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:87459

739.80656 2 timecourse_ATM_combo_2hr 739.80472 2.49 40.54 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 65.5 86 4.62E+05 HMT#QEVVTQYY 70.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35455:81315

545.5752 3 timecourse_ATM_ctrl1 545.57260 4.77 40.46 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 810.3 100 3.92E+07 HMT#QEVVTQYYR 72 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35449:105379

550.90592 3 combeffx_ATM_ctrl 550.90424 3.05 40.11 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 209.8 100 2.21E+07 HM*T#QEVVTQYYR 107.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35295:44550

545.57554 3 timecourse_ATM_combo_8hr 545.57260 5.39 39.09 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 223.1 100 1.03E+07 HMT#QEVVTQYYR 72 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35450:103017

550.90693 3 timecourse_ATM_combo_2hr 550.90424 4.88 38.79 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 54.6 100 1.31E+06 HM*T#QEVVTQYYR 94.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35455:98709

550.90691 3 timecourse_ATM_combo_1hr 550.90424 4.86 38.67 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 78.2 100 2.50E+06 HM*T#QEVVTQYYR 107.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:106430

550.90694 3 timecourse_ATM_combo_4hr 550.90424 4.9 38.61 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 35.7 100 1.12E+06 HM*T#QEVVTQYYR 94.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35453:104432

747.80676 2 timecourse_ATM_combo_2hr 747.80218 6.12 38.06 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYY.R 146.3 100 5.22E+06 HM*T#QEVVTQYY 63.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35454:83700

825.85791 2 timecourse_ATM_ctrl2 825.85273 6.27 37.83 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 37.3 100 9.38E+05 HM*T#QEVVTQYYR 60 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35446:92130

545.57552 3 timecourse_ATM_combo_1hr 545.57260 5.35 37.7 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 824.2 100 4.15E+07 HMT#QEVVTQYYR 81.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:104562

550.90567 3 combeffx_ATM_PI3Ki 550.90424 2.6 35.79 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 147.9 100 1.29E+07 HM*T#QEVVTQYYR 107.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35298:42901

747.80719 2 timecourse_ATM_combo_1hr 747.80218 6.7 35.5 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYY.R 134.2 100 6.80E+06 HM*T#QEVVTQYY 77.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35456:89229

739.8069 2 timecourse_ATM_ctrl1 739.80472 2.95 35.48 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1011.2 94 1.95E+07 HMT#QEVVTQYY 89.3 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35449:88124

857.84386 2 timecourse_ATM_ctrl1 857.83843 6.33 35.39 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYYR.A 6.8 100 2.27E+05 HMT#QEVVT#QYYR 114.7 298 30.8 303 0 0 Serine/threonine‐protein kinase NLK  35448:112118

658.2759 2 timecourse_ATM_combo_1hr 658.27305 4.33 35.34 NLK  NLK_HUMAN 0 R.HMT#QEVVTQY.Y 37.9 100 1.12E+06 HMT#QEVVTQY 63.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:67911

739.80643 2 timecourse_ATM_combo_8hr 739.80472 2.31 35.11 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 556.2 100 6.01E+07 HMT#QEVVTQYY 65.7 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35450:86378

747.80703 2 timecourse_ATM_ctrl2 747.80218 6.49 35.1 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYY.R 92.6 100 3.46E+06 HM*T#QEVVTQYY 53.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35446:76709

658.27704 2 timecourse_ATM_ctrl2 658.27305 6.06 34.97 NLK  NLK_HUMAN 0 R.HMT#QEVVTQY.Y 16.2 100 4.88E+05 HMT#QEVVTQY 57.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35446:58180

550.9075 3 timecourse_ATM_ctrl1 550.90424 5.92 34.71 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 50.5 100 1.86E+06 HM*T#QEVVTQYYR 97.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35448:105588

857.84277 2 timecourse_ATM_combo_1hr 857.83843 5.06 34.59 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYYR.A 4.9 100 2.15E+05 HMT#QEVVT#QYYR 133.6 298 30.8 303 0 0 Serine/threonine‐protein kinase NLK  35457:113123

658.27667 2 timecourse_ATM_ctrl2 658.27305 5.5 34.41 NLK  NLK_HUMAN 0 R.HMT#QEVVTQY.Y 18.9 100 5.28E+05 HMT#QEVVTQY 48.8 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35447:59076

658.27695 2 timecourse_ATM_ctrl1 658.27305 5.92 33.9 NLK  NLK_HUMAN 0 R.HMT#QEVVTQY.Y 36.9 100 1.30E+06 HMT#QEVVTQY 57.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35448:67515

545.57571 3 timecourse_ATM_combo_8hr 545.57260 5.7 33.61 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 229.6 100 9.85E+06 HMT#QEVVTQYYR 81.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35451:103923

545.57575 3 timecourse_ATM_combo_4hr 545.57260 5.77 33.32 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 628.2 100 2.71E+07 HMT#QEVVTQYYR 64.5 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35453:102752

864.72377 3 combeffx_ATM_MEKi 864.71938 5.09 33.32 NLK  NLK_HUMAN 0 R.VEELDESRHMT#QEVVTQYYR.A 6.3 100 2.29E+05 VEELDESRHMT#QEVVTQYYR 10 298 ‐4,0 0 0 0 0 Serine/threonine‐protein kinase NLK  35297:53188

550.90785 3 timecourse_ATM_combo_1hr 550.90424 6.55 33.25 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 80.4 100 2.55E+06 HM*T#QEVVTQYYR 81.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35456:106637

739.80848 2 timecourse_ATM_ctrl1 739.80472 5.08 33.11 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1613.8 100 1.25E+08 HMT#QEVVTQYY 82 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35448:86809

739.80592 2 timecourse_ATM_combo_4hr 739.80472 1.62 33.04 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 923.1 100 7.24E+07 HMT#QEVVTQYY 80.7 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35453:85940

739.80811 2 timecourse_ATM_combo_2hr 739.80472 4.58 32.67 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1447.9 100 8.27E+07 HMT#QEVVTQYY 65.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35454:81790

857.84298 2 timecourse_ATM_combo_4hr 857.83843 5.3 32.4 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYYR.A 5.7 100 2.21E+05 HMT#QEVVT#QYYR 101 298 30.7 303 0 0 Serine/threonine‐protein kinase NLK  35453:110750

658.27615 2 timecourse_ATM_combo_4hr 658.27305 4.71 32.36 NLK  NLK_HUMAN 0 R.HMT#QEVVTQY.Y 21.1 100 6.98E+05 HMT#QEVVTQY 57.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35453:66719

739.80865 2 timecourse_ATM_ctrl2 739.80472 5.31 32.27 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1049.7 100 6.04E+07 HMT#QEVVTQYY 53.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35446:75018

747.806 2 timecourse_ATM_combo_1hr 747.80218 5.11 32.19 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYY.R 124.4 100 6.25E+06 HM*T#QEVVTQYY 72.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:89453

576.74408 2 timecourse_ATM_combo_1hr 576.74139 4.66 32 NLK  NLK_HUMAN 0 R.HMT#QEVVTQ.Y 8.4 100 1.48E+05 HMT#QEVVTQ 63.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:41657

747.80655 2 timecourse_ATM_combo_8hr 747.80218 5.84 31.72 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYY.R 52.0 100 2.72E+06 HM*T#QEVVTQYY 61.7 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35450:88243

545.57578 3 timecourse_ATM_combo_4hr 545.57260 5.83 31.7 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 631.0 100 2.84E+07 HMT#QEVVTQYYR 68.5 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35452:100631

658.27725 2 timecourse_ATM_combo_8hr 658.27305 6.38 31.67 NLK  NLK_HUMAN 0 R.HMT#QEVVTQY.Y 13.1 100 4.90E+05 HMT#QEVVTQY 48.8 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35450:66966

747.80544 2 timecourse_ATM_ctrl1 747.80218 4.36 31.62 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYY.R 135.4 100 6.06E+06 HM*T#QEVVTQYY 56.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35449:90039

658.27666 2 timecourse_ATM_combo_1hr 658.27305 5.48 31.6 NLK  NLK_HUMAN 0 R.HMT#QEVVTQY.Y 38.5 100 1.21E+06 HMT#QEVVTQY 53.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35456:67758

550.90714 3 timecourse_ATM_ctrl1 550.90424 5.26 31.37 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 49.4 100 1.72E+06 HM*T#QEVVTQYYR 97.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35449:107223

550.90584 3 combeffx_ATM_ctrl 550.90424 2.9 30.83 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 210.3 100 2.21E+07 HM*T#QEVVTQYYR 97.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35295:44530

739.80663 2 timecourse_ATM_combo_8hr 739.80472 2.58 30.11 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 687.4 100 6.47E+07 HMT#QEVVTQYY 65.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35451:87131

739.80854 2 timecourse_ATM_ctrl1 739.80472 5.16 29.46 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1572.8 100 1.25E+08 HMT#QEVVTQYY 51 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35448:86819

747.80643 2 timecourse_ATM_combo_4hr 747.80218 5.68 28.93 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYY.R 57.9 100 3.15E+06 HM*T#QEVVTQYY 63.9 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35452:86181

550.90731 3 timecourse_ATM_combo_4hr 550.90424 5.57 28.83 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 39.0 100 1.23E+06 HM*T#QEVVTQYYR 88.5 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35452:102441

576.74435 2 timecourse_ATM_combo_2hr 576.74139 5.13 28.59 NLK  NLK_HUMAN 0 R.HMT#QEVVTQ.Y 7.7 100 8.84E+04 HMT#QEVVTQ 57.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35455:38702

550.90759 3 timecourse_ATM_ctrl2 550.90424 6.08 28.37 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 57.7 100 1.42E+06 HM*T#QEVVTQYYR 94.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35446:92120

545.57424 3 combeffx_ATM_PI3Ki 545.57260 3.01 28.11 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYYR.A 316.7 100 3.17E+07 HMT#QEVVTQYYR 66.2 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35298:41947

550.90603 3 combeffx_ATM_MEKi 550.90424 3.25 27.85 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 312.7 100 1.38E+07 HM*T#QEVVTQYYR 97.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35297:35424

825.85794 2 timecourse_ATM_ctrl2 825.85273 6.31 27.6 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 2.4 94 1.01E+05 HM*T#QEVVTQYYR 57.4 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35447:93795

747.80583 2 timecourse_ATM_combo_2hr 747.80218 4.88 25.15 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYY.R 144.3 100 4.93E+06 HM*T#QEVVTQYY 82 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35455:83135

739.80799 2 timecourse_ATM_combo_2hr 739.80472 4.42 25 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1520.2 100 8.33E+07 HMT#QEVVTQYY 58.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35454:81780

739.80759 2 timecourse_ATM_combo_2hr 739.80472 3.88 24.3 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1584.6 100 7.05E+07 HMT#QEVVTQYY 51.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35455:81325

739.80737 2 timecourse_ATM_combo_1hr 739.80472 3.58 22.54 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1598.6 100 1.17E+08 HMT#QEVVTQYY 51 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:87469

857.84284 2 timecourse_ATM_combo_2hr 857.83843 5.14 22.28 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYYR.A 4.4 100 9.65E+04 HMT#QEVVT#QYYR 38.5 298 24.8 303 0 0 Serine/threonine‐protein kinase NLK  35455:105089

857.84336 2 timecourse_ATM_combo_4hr 857.83843 5.75 22.08 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYYR.A 4.5 100 2.00E+05 HMT#QEVVT#QYYR 93.2 298 27 303 0 0 Serine/threonine‐protein kinase NLK  35452:108711

550.90754 3 timecourse_ATM_ctrl2 550.90424 5.99 21.85 NLK  NLK_HUMAN 0 R.HM*T#QEVVTQYYR.A 59.7 100 1.43E+06 HM*T#QEVVTQYYR 72 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35447:93785

739.80787 2 timecourse_ATM_ctrl1 739.80472 4.26 21.76 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1622.8 100 1.25E+08 HMT#QEVVTQYY 51.6 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35449:88134

739.80822 2 timecourse_ATM_combo_4hr 739.80472 4.73 21.59 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 792.8 100 6.98E+07 HMT#QEVVTQYY 37.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35452:84221

512.71425 2 timecourse_ATM_combo_1hr 512.71210 4.19 21.36 NLK  NLK_HUMAN 0 R.HMT#QEVVT.Q 14.5 100 4.20E+05 HMT#QEVVT 42.8 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35457:25934

857.84362 2 timecourse_ATM_combo_1hr 857.83843 6.05 19.41 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYYR.A 6.2 100 2.43E+05 HMT#QEVVT#QYYR 101 298 28.5 303 0 0 Serine/threonine‐protein kinase NLK  35456:113566

739.80875 2 timecourse_ATM_ctrl2 739.80472 5.45 18.8 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 1052.8 100 6.21E+07 HMT#QEVVTQYY 48.8 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35447:76181

779.79205 2 timecourse_ATM_combo_2hr 779.78788 5.35 18.46 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYY.R 15.0 100 4.19E+05 HMT#QEVVT#QYY 93.8 298 51.6 303 0 0 Serine/threonine‐protein kinase NLK  35454:90179

779.79293 2 timecourse_ATM_ctrl1 779.78788 6.48 17.43 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYY.R 19.5 100 7.27E+05 HMT#QEVVT#QYY 109.5 298 42.6 303 0 0 Serine/threonine‐protein kinase NLK  35448:96017

739.80849 2 timecourse_ATM_ctrl2 739.80472 5.1 17.23 NLK  NLK_HUMAN 0 R.HMT#QEVVTQYY.R 994.1 100 6.04E+07 HMT#QEVVTQYY 37.1 298 0 0 0 0 Serine/threonine‐protein kinase NLK  35446:75008

779.79257 2 timecourse_ATM_ctrl2 779.78788 6.01 17.13 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYY.R 10.7 100 3.19E+05 HMT#QEVVT#QYY 109.5 298 51.6 303 0 0 Serine/threonine‐protein kinase NLK  35446:83290

779.79169 2 timecourse_ATM_ctrl1 779.78788 4.89 16.63 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYY.R 21.3 100 7.25E+05 HMT#QEVVT#QYY 114.7 298 43 303 0 0 Serine/threonine‐protein kinase NLK  35449:97094

779.7915 2 timecourse_ATM_combo_2hr 779.78788 4.64 16.19 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYY.R 11.6 100 3.45E+05 HMT#QEVVT#QYY 84.6 298 35.8 303 0 0 Serine/threonine‐protein kinase NLK  35455:89865

779.79228 2 timecourse_ATM_combo_1hr 779.78788 5.64 14.94 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYY.R 15.3 100 5.62E+05 HMT#QEVVT#QYY 101 298 42.6 303 0 0 Serine/threonine‐protein kinase NLK  35456:96614

779.79178 2 timecourse_ATM_combo_4hr 779.78788 5 13.59 NLK  NLK_HUMAN 0 R.HMT#QEVVT#QYY.R 15.4 100 5.94E+05 HMT#QEVVT#QYY 93.8 298 51.6 303 0 0 Serine/threonine‐protein kinase NLK  35452:93151

861.89659 2 timecourse_ATM_ctrl1 861.89203 5.29 70.18 NNT  NNTM_HUMAN 2 R.MAT#QASTLYSNNITK.L 6.8 100 2.25E+05 MAT#QASTLYSNNITK 88.3 382 0 0 0 0 NAD(P) transhydrogenase, mitochondrial  35448:112678

861.89539 2 timecourse_ATM_ctrl1 861.89203 3.9 58.34 NNT  NNTM_HUMAN 2 R.MAT#QASTLYSNNITK.L 6.7 100 2.54E+05 MAT#QASTLYSNNITK 79.1 382 0 0 0 0 NAD(P) transhydrogenase, mitochondrial  35449:114475

861.89657 2 timecourse_ATM_combo_2hr 861.89203 5.27 52.84 NNT  NNTM_HUMAN 2 R.MAT#QASTLYSNNITK.L 4.7 100 1.44E+05 MAT#QASTLYSNNITK 30.7 382 0 0 0 0 NAD(P) transhydrogenase, mitochondrial  35455:105609

861.89691 2 timecourse_ATM_combo_1hr 861.89203 5.66 22.83 NNT  NNTM_HUMAN 2 R.MAT#QASTLYSNNITK.L 4.6 100 1.87E+05 MAT#QASTLYSNNITK 40.3 382 0 0 0 0 NAD(P) transhydrogenase, mitochondrial  35457:113693

598.81565 2 combeffx_ATM_comboi 598.81299 4.44 40.54 NOB1  NOB1_HUMAN 1 R.FPQLRLS#QK.A 153.4 100 4.96E+07 FPQLRLS#QK 1000 352 0 0 0 0 RNA‐binding protein NOB1  35300:20158

598.81661 2 timecourse_ATM_combo_8hr 598.81299 6.05 34.63 NOB1  NOB1_HUMAN 1 R.FPQLRLS#QK.A 273.2 100 2.69E+07 FPQLRLS#QK 1000 352 0 0 0 0 RNA‐binding protein NOB1  35451:48682

598.8165 2 timecourse_ATM_combo_8hr 598.81299 5.86 30.97 NOB1  NOB1_HUMAN 1 R.FPQLRLS#QK.A 259.6 100 2.69E+07 FPQLRLS#QK 1000 352 0 0 0 0 RNA‐binding protein NOB1  35450:48629

878.78051 3 combeffx_ATM_PI3Ki 878.77777 3.12 24.34 NOB1  NOB1_HUMAN 1 K.YAINPHLTEDQRFPQLRLS#QK.A 47.7 100 3.91E+06 YAINPHLTEDQRFPQLRLS#QK 42.8 352 0 0 0 0 RNA‐binding protein NOB1  35299:64724

598.81617 2 timecourse_ATM_combo_8hr 598.81299 5.31 23.28 NOB1  NOB1_HUMAN 1 R.FPQLRLS#QK.A 261.9 100 2.68E+07 FPQLRLS#QK 1000 352 0 0 0 0 RNA‐binding protein NOB1  35450:48609

642.83558 2 timecourse_ATM_combo_1hr 642.83158 6.22 34.57 NOL7  NOL7_HUMAN 0 K.LTT#ASQTNIKK.S 9.8 100 2.36E+05 LTTAS#QTNIKK 18.9 126 0 0 0 0 Nucleolar protein 7  35456:63445

642.83582 2 timecourse_ATM_ctrl1 642.83158 6.6 33.71 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIKK.S 9.3 100 1.68E+05 LTTAS#QTNIKK 22 126 0 0 0 0 Nucleolar protein 7  35448:63485

578.78701 2 combeffx_ATM_PI3Ki 578.78410 5.03 29.24 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIK.K 15.6 100 5.02E+05 LTTAS#QTNIK 18.9 126 0 0 0 0 Nucleolar protein 7  35298:16776

578.78677 2 timecourse_ATM_ctrl1 578.78410 4.63 28.36 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIK.K 29.0 100 6.52E+05 LTTAS#QTNIK 17 126 0 0 0 0 Nucleolar protein 7  35449:43467

642.83584 2 timecourse_ATM_ctrl2 642.83158 6.63 27.16 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIKK.S 7.8 100 9.80E+04 LTTAS#QTNIKK 18.9 126 0 0 0 0 Nucleolar protein 7  35446:54628

642.83514 2 timecourse_ATM_combo_1hr 642.83158 5.54 25.95 NOL7  NOL7_HUMAN 0 K.LTT#ASQTNIKK.S 10.4 100 2.40E+05 LTTAS#QTNIKK 24.8 126 0 0 0 0 Nucleolar protein 7  35457:63625

642.83452 2 timecourse_ATM_combo_2hr 642.83158 4.59 23.61 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIKK.S 9.6 100 1.28E+05 LTTAS#QTNIKK 13.2 126 0 0 0 0 Nucleolar protein 7  35455:59220

578.78664 2 combeffx_ATM_PI3Ki 578.78410 4.39 23.53 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIK.K 9.0 100 3.92E+05 LTTAS#QTNIK 17 126 0 0 0 0 Nucleolar protein 7  35299:16387

578.78698 2 timecourse_ATM_combo_2hr 578.78410 4.98 21.28 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIK.K 23.4 100 3.65E+05 LTTAS#QTNIK 18.9 126 0 0 0 0 Nucleolar protein 7  35455:39574

578.78651 2 combeffx_ATM_MEKi 578.78410 4.16 19.78 NOL7  NOL7_HUMAN 0 K.LTTASQT#NIK.K 9.9 100 2.88E+05 LTTAS#QTNIK 22 126 0 0 0 0 Nucleolar protein 7  35296:16189

578.78776 2 timecourse_ATM_ctrl2 578.78410 6.32 18.58 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIK.K 16.9 100 2.78E+05 LTTAS#QTNIK 24.8 126 0 0 0 0 Nucleolar protein 7  35446:36725

578.78739 2 timecourse_ATM_combo_1hr 578.78410 5.68 16.99 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIK.K 37.7 100 7.53E+05 LTTAS#QTNIK 22 126 0 0 0 0 Nucleolar protein 7  35456:42441

578.7878 2 timecourse_ATM_ctrl1 578.78410 6.39 16.35 NOL7  NOL7_HUMAN 0 K.LTTAS#QTNIK.K 26.7 100 6.25E+05 LTTAS#QTNIK 10.3 126 ‐2,0 0 0 0 0 Nucleolar protein 7  35448:42893

741.35159 2 timecourse_ATM_combo_8hr 741.34781 5.1 37.9 NOP2  NOP2_HUMAN 1 K.GTDT#QTPAVLSPSK.T 7.8 100 6.92E+05 GTDT#QTPAVLSPSK 26.5 725 0 0 0 0 Putative ribosomal RNA methyltransferase NOP2  35450:86678

1103.86416 3 combeffx_ATM_comboi 1103.85850 5.13 89.6 NOP56  NOP56_HUMAN 3 R.LVAFCPFASS#QVALENANAVSEGVVHEDLR.L 9.4 100 1.07E+06 LVAFCPFASS#QVALENANAVSEGVVHEDLR 14.5 57 0 0 0 0 Nucleolar protein 56  35300:83231

521.20884 2 timecourse_ATM_ctrl2 521.20549 6.43 31.8 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 159.0 100 8.78E+05 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35446:23973

521.20888 2 timecourse_ATM_ctrl1 521.20549 6.5 30.97 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 282.3 100 1.53E+06 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35448:27942

521.20834 2 timecourse_ATM_ctrl2 521.20549 5.47 28.41 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 144.7 100 7.69E+05 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35447:24179

521.20886 2 timecourse_ATM_combo_4hr 521.20549 6.47 27.6 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 1406.5 100 1.07E+07 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35452:27334

521.20811 2 timecourse_ATM_ctrl1 521.20549 5.03 26.83 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 125.9 100 9.77E+05 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35449:28331

521.20889 2 timecourse_ATM_combo_2hr 521.20549 6.52 25.8 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 190.0 100 1.95E+06 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35454:26606

521.20788 2 timecourse_ATM_combo_1hr 521.20549 4.59 24.89 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 272.9 100 2.36E+06 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35457:27739

521.20857 2 timecourse_ATM_combo_8hr 521.20549 5.91 24.83 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 2652.0 100 1.86E+07 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35451:27866

521.20833 2 timecourse_ATM_combo_4hr 521.20549 5.45 24.03 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 923.6 100 8.73E+06 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35453:27595

521.2085 2 timecourse_ATM_combo_8hr 521.20549 5.78 19.94 NOP56  NOP56_HUMAN 2 K.FHKAS#QED.‐ 1863.6 100 1.34E+07 FHKAS#QED 1000 591 0 0 0 0 Nucleolar protein 56  35450:27746

718.80479 2 timecourse_ATM_combo_2hr 718.80067 5.73 37.23 NRP1  NRP1_HUMAN 7 K.DKLNTQS#TYSEA.‐ 4.5 100 8.59E+04 DKLNT#QSTYSEA 13.3 916 0 0 0 0 Neuropilin‐1  35454:77111

718.80405 2 timecourse_ATM_combo_1hr 718.80067 4.7 23.9 NRP1  NRP1_HUMAN 7 K.DKLNT#QSTYSEA.‐ 5.0 100 1.20E+05 DKLNT#QSTYSEA 36.8 916 0 0 0 0 Neuropilin‐1  35457:82236

718.80471 2 timecourse_ATM_combo_1hr 718.80067 5.62 22.41 NRP1  NRP1_HUMAN 7 K.DKLNTQS#TYSEA.‐ 5.8 100 1.49E+05 DKLNT#QSTYSEA 13.3 916 0 0 0 0 Neuropilin‐1  35456:81876

390.20171 3 timecourse_ATM_combo_1hr 390.19931 6.15 20.23 NSD1  NSD1_HUMAN 4 K.RRT#QGEITK.E 92.7 92 4.63E+05 RRT#QGEITK 22.9 2109 0 0 0 0 Histone‐lysine N‐methyltransferase, H3 lysine‐36 and H4 lysine‐20 specific  35456:44364

1159.44823 2 timecourse_ATM_combo_8hr 1159.44208 5.3 114.72 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 456.9 100 2.62E+07 VVDYS#QFQESDDADEDYGR 38.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:155450

1223.49639 2 timecourse_ATM_combo_2hr 1223.48955 5.59 102.48 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 31.0 100 7.76E+05 KVVDYS#QFQESDDADEDYGR 28.9 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:149811

1223.49518 2 combeffx_ATM_comboi 1223.48955 4.6 99.5 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 4.0 100 5.46E+05 KVVDYS#QFQESDDADEDYGR 32.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35300:73401

1070.10016 3 combeffx_ATM_comboi 1070.09377 5.97 98.9 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYGRDSGPPTK.K 28.5 100 2.92E+06 KVVDYS#QFQES#DDADEDYGRDSGPPTK 21.8 14 58.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:74979

1223.49525 2 timecourse_ATM_combo_8hr 1223.48955 4.66 85.26 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 126.5 100 8.73E+06 KVVDYS#QFQESDDADEDYGR 32.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:159200

1070.09883 3 combeffx_ATM_PI3Ki 1070.09377 4.73 85.06 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYGRDSGPPTK.K 12.0 100 1.18E+06 KVVDYS#QFQES#DDADEDYGRDSGPPTK 24.2 14 56.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35298:73036

1159.44829 2 timecourse_ATM_combo_8hr 1159.44208 5.36 84.22 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 374.7 100 2.10E+07 VVDYS#QFQESDDADEDYGR 32.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:153410

1223.49398 2 timecourse_ATM_combo_8hr 1223.48955 3.62 83.88 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 168.8 100 1.06E+07 KVVDYS#QFQESDDADEDYGR 32.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:161330

1223.49683 2 timecourse_ATM_combo_1hr 1223.48955 5.95 80.13 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 12.9 100 3.82E+05 KVVDYS#QFQESDDADEDYGR 32.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:160857

1145.44408 2 timecourse_ATM_combo_2hr 1145.43900 4.43 76.33 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYG.R 11.3 100 3.36E+05 KVVDYS#QFQESDDADEDYG 28.9 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:144071

1159.44801 2 timecourse_ATM_combo_1hr 1159.44208 5.11 75.64 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 22.4 100 7.94E+05 VVDY#SQFQESDDADEDYGR 6.5 13 0,1 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:155505

1223.49562 2 timecourse_ATM_combo_2hr 1223.48955 4.96 74.02 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 30.1 100 6.95E+05 KVVDYS#QFQESDDADEDYGR 32.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:150281

1070.09929 3 combeffx_ATM_comboi 1070.09377 5.16 72.97 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGRDSGPPTKK.I 17.9 100 2.69E+06 VVDYS#QFQES#DDADEDYGRDSGPPTKK 28.9 14 29.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:74969

1159.44799 2 timecourse_ATM_combo_2hr 1159.44208 5.1 72.36 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 77.3 100 1.80E+06 VVDYS#QFQESDDADEDYGR 13.2 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:145091

1223.49358 2 timecourse_ATM_combo_4hr 1223.48955 3.29 71.18 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 89.2 100 3.99E+06 KVVDYS#QFQESDDADEDYGR 28.9 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:157671

1263.47898 2 combeffx_ATM_comboi 1263.47272 4.95 70.74 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 28.7 100 4.69E+06 KVVDYS#QFQES#DDADEDYGR 32.4 14 95.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35300:74781

1223.49505 2 timecourse_ATM_combo_4hr 1223.48955 4.5 69.35 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 72.2 100 3.59E+06 KVVDYS#QFQESDDADEDYGR 28.9 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:154900

1159.44816 2 timecourse_ATM_combo_4hr 1159.44208 5.24 68.48 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 199.6 100 8.89E+06 VVDYS#QFQESDDADEDYGR 16.2 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:149320

1223.49539 2 timecourse_ATM_combo_1hr 1223.48955 4.77 68.28 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 13.0 100 3.79E+05 KVVDYS#QFQESDDADEDYGR 32.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:160895

773.30116 3 timecourse_ATM_combo_4hr 773.29714 5.2 67.99 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 136.0 100 6.57E+06 VVDYS#QFQESDDADEDYGR 13.2 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:149310

1096.75586 3 timecourse_ATM_combo_4hr 1096.74921 6.06 67.43 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYGRDSGPPT#K.K 13.8 100 1.11E+06 KVVDYS#QFQES#DDADEDYGRDS#GPPTK 14.5 14 15.9 19 26.4 30 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:174620

1159.44671 2 timecourse_ATM_ctrl1 1159.44208 3.99 67.12 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 12.5 100 3.85E+05 VVDYS#QFQESDDADEDYGR 16.2 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35449:155839

1159.44885 2 timecourse_ATM_combo_1hr 1159.44208 5.84 66.97 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 25.5 100 8.46E+05 VVDY#SQFQESDDADEDYGR 0 13 0,1 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:155507

1002.8662 2 timecourse_ATM_combo_8hr 1002.86018 6 66.89 NUCKS1  NUCKS_HUMAN 2 D.YS#QFQESDDADEDYGR.D 14.6 100 4.98E+05 Y#SQFQESDDADEDYGR 0 13 0,1 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:136811

1096.75414 3 timecourse_ATM_combo_4hr 1096.74921 4.5 66.67 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGRDSGPPT#K.K 15.1 100 1.21E+06 KVVDYS#QFQES#DDADEDYGRDS#GPPTK 21.8 14 70.2 19 17.2 30 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:177861

1159.44821 2 timecourse_ATM_combo_2hr 1159.44208 5.29 65.9 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 68.0 100 1.81E+06 VVDYS#QFQESDDADEDYGR 16.2 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:144691

815.99849 3 timecourse_ATM_combo_4hr 815.99546 3.71 65.9 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 346.7 100 2.07E+07 KVVDYS#QFQESDDADEDYGR 33.7 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:157681

1145.44481 2 timecourse_ATM_combo_4hr 1145.43900 5.08 65.83 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYG.R 21.1 100 1.34E+06 KVVDYS#QFQESDDADEDYG 38.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:148260

1159.44725 2 timecourse_ATM_combo_4hr 1159.44208 4.46 65.17 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 233.7 100 9.82E+06 VVDYS#QFQESDDADEDYGR 7.9 14 ‐1,0 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:151981

1002.86612 2 timecourse_ATM_combo_8hr 1002.86018 5.92 65.06 NUCKS1  NUCKS_HUMAN 2 D.YS#QFQESDDADEDYGR.D 14.6 100 4.86E+05 Y#SQFQESDDADEDYGR 0 13 0,1 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:135063

1070.09989 3 combeffx_ATM_comboi 1070.09377 5.72 64.41 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGRDSGPPTKK.I 23.5 100 4.13E+06 VVDYS#QFQES#DDADEDYGRDSGPPTKK 26.4 14 29.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35300:82631

802.82579 4 combeffx_ATM_comboi 802.82215 4.53 64.26 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGRDSGPPTKK.I 30.3 100 6.20E+06 VVDYS#QFQES#DDADEDYGRDSGPPTKK 18.9 14 20.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:74949

1263.47849 2 combeffx_ATM_comboi 1263.47272 4.57 63.57 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYGR.D 29.5 100 3.38E+06 KVVDYS#QFQES#DDADEDYGR 32.4 14 89.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:68359

1263.47834 2 timecourse_ATM_combo_2hr 1263.47272 4.45 63.42 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYGR.D 217.8 100 1.25E+07 KVVDYS#QFQES#DDADEDYGR 28.9 14 50.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:153361

1027.4005 3 combeffx_ATM_comboi 1027.39546 4.91 62.56 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGRDSGPPTK.K 21.3 100 4.66E+06 VVDYS#QFQES#DDADEDYGRDSGPPTK 26.4 14 47.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35300:81721

1199.42807 2 timecourse_ATM_combo_4hr 1199.42524 2.36 62.21 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 70.1 100 1.06E+07 VVDYS#QFQES#DDADEDYGR 26.4 14 107.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152520

1145.44384 2 timecourse_ATM_combo_4hr 1145.43900 4.23 62.02 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYG.R 24.4 100 1.57E+06 KVVDYS#QFQESDDADEDYG 38.4 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:150871

773.30084 3 timecourse_ATM_combo_4hr 773.29714 4.78 61.8 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 121.2 100 5.47E+06 VVDYS#QFQESDDADEDYGR 33.7 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:151991

1199.43064 2 combeffx_ATM_comboi 1199.42524 4.5 61.56 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 15.9 100 3.15E+06 VVDYS#QFQES#DDADEDYGR 38.4 14 107.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:66129

1145.44437 2 timecourse_ATM_combo_8hr 1145.43900 4.69 61.26 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYG.R 103.2 100 7.92E+06 KVVDYS#QFQESDDADEDYG 16.2 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:154360

1027.40035 3 timecourse_ATM_combo_4hr 1027.39546 4.76 59.87 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGRDSGPPT.K 11.5 100 1.06E+06 KVVDYS#QFQES#DDADEDYGRDSGPPT 18.3 14 35 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:174721

815.99907 3 timecourse_ATM_combo_8hr 815.99546 4.42 59.49 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 589.8 100 4.34E+07 KVVDYS#QFQESDDADEDYGR 18.9 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:161340

1263.4776 2 timecourse_ATM_combo_4hr 1263.47272 3.86 59.09 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 473.5 100 4.87E+07 KVVDYS#QFQES#DDADEDYGR 32.4 14 87.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:160871

1263.47881 2 timecourse_ATM_combo_4hr 1263.47272 4.82 58.52 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYGR.D 543.8 100 4.48E+07 KVVDYS#QFQES#DDADEDYGR 28.9 14 79.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:158040

1145.44154 2 timecourse_ATM_combo_8hr 1145.43900 2.22 56.89 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYG.R 84.2 100 7.07E+06 KVVDYS#QFQESDDADEDYG 10.3 14 ‐1,0 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:152310

842.65417 3 combeffx_ATM_comboi 842.65090 3.88 56.36 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 152.5 100 2.01E+07 KVVDYS#QFQES#DDADEDYGR 30.7 14 46 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:68349

1199.43082 2 timecourse_ATM_combo_4hr 1199.42524 4.65 55.66 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 93.9 100 2.46E+07 VVDYS#QFQES#DDADEDYGR 24.4 14 80.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152570

773.30145 3 timecourse_ATM_combo_8hr 773.29714 5.57 55.25 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 230.9 100 1.42E+07 VVDYS#QFQESDDADEDYGR 13.3 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:155460

1263.47873 2 timecourse_ATM_combo_4hr 1263.47272 4.76 54.44 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 418.7 100 4.45E+07 KVVDYS#QFQES#DDADEDYGR 32.4 14 71.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:158030

1199.4279 2 timecourse_ATM_combo_4hr 1199.42524 2.22 53.65 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 7.4 94 1.95E+05 VVDYS#QFQES#DDADEDYGR 16.2 14 57.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155291

1263.47875 2 timecourse_ATM_combo_1hr 1263.47272 4.77 53.25 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 94.3 100 7.53E+06 KVVDYS#QFQES#DDADEDYGR 28.9 14 89.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:163995

1199.43138 2 timecourse_ATM_combo_4hr 1199.42524 5.12 53.1 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 99.5 94 2.05E+07 VVDYS#QFQES#DDADEDYGR 16.2 14 52.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152600

842.65451 3 combeffx_ATM_MEKi 842.65090 4.28 52.63 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 13.2 100 5.07E+05 KVVDYS#QFQES#DDADEDYGR 24.8 14 36.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35297:52718

1070.09811 3 combeffx_ATM_PI3Ki 1070.09377 4.07 52.36 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGRDSGPPTKK.I 13.2 100 1.28E+06 VVDYS#QFQES#DDADEDYGRDSGPPTKK 11.5 14 ‐1,0 21.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35298:73026

1199.43084 2 timecourse_ATM_combo_8hr 1199.42524 4.67 52.06 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 22.4 100 4.04E+06 VVDYS#QFQES#DDADEDYGR 28.9 14 69.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:159040

842.65464 3 timecourse_ATM_ctrl1 842.65090 4.44 51.96 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 197.6 100 1.33E+07 KVVDYS#QFQES#DDADEDYGR 24.8 14 71.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35449:163749

815.9994 3 timecourse_ATM_combo_4hr 815.99546 4.83 51.71 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 287.4 100 1.84E+07 KVVDYS#QFQESDDADEDYGR 8.7 14 ‐1,0 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:154910

1199.43115 2 timecourse_ATM_combo_2hr 1199.42524 4.93 51.51 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 66.2 94 3.27E+06 VVDYS#QFQES#DDADEDYGR 28.9 14 80.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:148171

1199.432 2 timecourse_ATM_combo_8hr 1199.42524 5.64 51.45 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 6.2 94 8.66E+05 VVDY#SQFQES#DDADEDYGR 13.2 13 34.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156980

1199.42846 2 timecourse_ATM_combo_1hr 1199.42524 2.68 51.38 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 14.6 100 3.81E+06 VVDYS#QFQES#DDADEDYGR 26.4 14 84.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:158697

1199.43066 2 timecourse_ATM_combo_8hr 1199.42524 4.52 51.36 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 8.6 94 1.76E+06 VVDYS#QFQES#DDADEDYGR 28.9 14 74.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156900

842.6545 3 timecourse_ATM_combo_4hr 842.65090 4.27 50.57 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 2160.4 100 1.77E+08 KVVDYS#QFQES#DDADEDYGR 30.7 14 52.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:160881

1199.43269 2 timecourse_ATM_combo_4hr 1199.42524 6.21 50.43 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 18.9 94 3.46E+06 VVDYS#QFQES#DDADEDYGR 32.4 14 80.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152650

1263.47865 2 timecourse_ATM_ctrl1 1263.47272 4.69 50.24 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 66.1 100 3.80E+06 KVVDYS#QFQES#DDADEDYGR 28.9 14 79.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35449:163759



842.65444 3 combeffx_ATM_comboi 842.65090 4.2 50.19 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 150.5 100 2.95E+07 KVVDYS#QFQES#DDADEDYGR 30.7 14 62.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35300:74761

773.3012 3 timecourse_ATM_combo_8hr 773.29714 5.25 50.1 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 254.0 100 1.56E+07 VVDYS#QFQESDDADEDYGR 18.9 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:153400

1199.43064 2 timecourse_ATM_combo_1hr 1199.42524 4.5 49.59 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 36.9 100 6.32E+06 VVDYS#QFQES#DDADEDYGR 32.4 14 64.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:158635

1199.43295 2 timecourse_ATM_ctrl2 1199.42524 6.43 49.44 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 7.1 94 6.71E+05 VVDYS#QFQES#DDADEDYGR 28.9 14 64.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35446:142482

773.30115 3 timecourse_ATM_combo_2hr 773.29714 5.19 49.38 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYGR.D 33.5 100 9.60E+05 VVDYS#QFQESDDADEDYGR 17 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:144681

799.95586 3 timecourse_ATM_combo_4hr 799.95258 4.1 49.19 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 105.9 100 2.83E+07 VVDYS#QFQES#DDADEDYGR 24.8 14 96.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152550

799.95652 3 combeffx_ATM_comboi 799.95258 4.93 49.04 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 25.3 100 8.21E+06 VVDYS#QFQES#DDADEDYGR 24.8 14 71.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35300:72311

1199.43068 2 timecourse_ATM_combo_1hr 1199.42524 4.54 48.96 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 44.4 100 5.48E+06 VVDYS#QFQES#DDADEDYGR 16.2 14 64.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:158645

1199.43135 2 timecourse_ATM_combo_2hr 1199.42524 5.09 48.96 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 72.9 100 1.08E+07 VVDYS#QFQES#DDADEDYGR 38.4 14 64.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:148181

1263.47847 2 timecourse_ATM_combo_4hr 1263.47272 4.55 48.84 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#S#QFQESDDADEDYGR.D 741.3 100 4.89E+07 KVVDYS#QFQES#DDADEDYGR 32.4 14 95.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:160901

1199.4297 2 timecourse_ATM_combo_2hr 1199.42524 3.72 48.82 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 41.4 94 5.57E+06 VVDYS#QFQES#DDADEDYGR 38.4 14 84.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:147731

1263.47784 2 timecourse_ATM_combo_8hr 1263.47272 4.05 48.69 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYGR.D 414.4 100 5.66E+07 KVVDYS#QFQES#DDADEDYGR 28.9 14 91 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:164830

1263.48029 2 timecourse_ATM_ctrl1 1263.47272 5.99 48.68 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 72.4 100 4.02E+06 KVVDYS#QFQES#DDADEDYGR 28.9 14 65.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35448:161250

1199.43026 2 timecourse_ATM_combo_1hr 1199.42524 4.19 48.62 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 12.2 94 2.05E+06 VVDYS#QFQES#DDADEDYGR 38.4 14 74.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:158717

802.82496 4 combeffx_ATM_PI3Ki 802.82215 3.5 48 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGRDSGPPTKK.I 18.0 100 2.19E+06 VVDYS#QFQES#DDADEDYGRDSGPPTKK 17 14 59.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35298:73016

1199.43053 2 timecourse_ATM_ctrl1 1199.42524 4.41 47.49 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 13.2 100 3.18E+06 VVDYS#QFQES#DDADEDYGR 32.4 14 79.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35449:159209

1199.42699 2 timecourse_ATM_combo_4hr 1199.42524 1.46 47.3 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 17.8 100 4.89E+06 VVDYS#QFQES#DDADEDYGR 32.4 14 96.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155271

842.65465 3 timecourse_ATM_combo_2hr 842.65090 4.45 47.16 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1210.5 100 4.08E+07 KVVDYS#QFQES#DDADEDYGR 13.3 14 31.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:153351

842.65595 3 timecourse_ATM_combo_2hr 842.65090 5.99 47.09 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 775.7 100 4.91E+07 KVVDYS#QFQES#DDADEDYGR 24.8 14 52.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:152781

799.95657 3 timecourse_ATM_combo_4hr 799.95258 4.99 47.03 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 112.9 100 2.98E+07 VVDYS#QFQES#DDADEDYGR 30.7 14 69 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155371

1199.43202 2 timecourse_ATM_combo_8hr 1199.42524 5.66 47.02 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 47.4 94 1.13E+07 VVDYS#QFQES#DDADEDYGR 28.9 14 71.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156990

842.65463 3 timecourse_ATM_combo_4hr 842.65090 4.43 46.78 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1662.1 100 1.75E+08 KVVDYS#QFQES#DDADEDYGR 30.7 14 71.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:160891

842.65521 3 timecourse_ATM_combo_8hr 842.65090 5.11 46.76 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1549.6 100 1.82E+08 KVVDYS#QFQES#DDADEDYGR 30.7 14 43.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:164850

1199.43001 2 timecourse_ATM_combo_8hr 1199.42524 3.98 46.27 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 62.3 94 1.10E+07 VVDYS#QFQES#DDADEDYGR 9.3 14 ‐1,0 60.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156880

1199.4269 2 timecourse_ATM_combo_1hr 1199.42524 1.38 46.1 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 21.1 100 5.69E+06 VVDYS#QFQES#DDADEDYGR 16.2 14 40.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:158605

1263.47792 2 timecourse_ATM_combo_8hr 1263.47272 4.12 45.99 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 442.7 100 4.32E+07 KVVDYS#QFQES#DDADEDYGR 13.2 14 57.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:162640

1263.47994 2 timecourse_ATM_ctrl2 1263.47272 5.71 45.89 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 37.7 100 1.77E+06 KVVDYS#QFQES#DDADEDYGR 26.4 14 80.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35446:147422

1199.42691 2 timecourse_ATM_combo_2hr 1199.42524 1.39 45.87 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 21.7 100 4.07E+06 VVDYS#QFQES#DDADEDYGR 13.2 14 74.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:147701

1263.47996 2 timecourse_ATM_combo_1hr 1263.47272 5.73 45.86 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 122.0 100 8.32E+06 KVVDYS#QFQES#DDADEDYGR 22.9 14 65.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:163967

842.65611 3 timecourse_ATM_combo_8hr 842.65090 6.18 45.58 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 12.1 94 2.01E+06 KVVDYS#QFQES#DDADEDYGR 24.8 14 62.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:164870

842.65589 3 timecourse_ATM_ctrl1 842.65090 5.92 45.4 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 203.4 100 1.52E+07 KVVDYS#QFQES#DDADEDYGR 30.7 14 28.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35448:161240

799.95485 3 timecourse_ATM_combo_8hr 799.95258 2.84 45.16 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 24.5 100 9.32E+06 VVDYS#QFQES#DDADEDYGR 30.7 14 57.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:158940

1263.48028 2 timecourse_ATM_ctrl2 1263.47272 5.98 45.12 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 38.9 100 2.02E+06 KVVDYS#QFQES#DDADEDYGR 28.9 14 72.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35447:150173

799.95375 3 timecourse_ATM_combo_2hr 799.95258 1.46 45.1 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 18.0 100 4.07E+06 VVDYS#QFQES#DDADEDYGR 18.9 14 52.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:147711

1199.43156 2 timecourse_ATM_combo_8hr 1199.42524 5.27 45.07 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 10.2 94 1.76E+06 VVDYS#QFQES#DDADEDYGR 32.4 14 64.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156930

1145.44482 2 timecourse_ATM_combo_2hr 1145.43900 5.08 44.84 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYG.R 11.4 100 3.95E+05 KVVDYS#QFQESDDADEDYG 28.9 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:143671

842.65514 3 timecourse_ATM_combo_1hr 842.65090 5.03 44.74 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 410.2 100 3.11E+07 KVVDYS#QFQES#DDADEDYGR 13.3 14 53.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:164005

842.65546 3 timecourse_ATM_combo_4hr 842.65090 5.41 44.39 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 2162.4 100 6.57E+07 KVVDYS#QFQES#DDADEDYGR 21.3 14 65.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:160921

1199.43013 2 timecourse_ATM_combo_8hr 1199.42524 4.08 44.31 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 91.8 100 2.52E+07 VVDYS#QFQES#DDADEDYGR 16.2 14 52.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156890

1199.43017 2 timecourse_ATM_combo_8hr 1199.42524 4.11 44.27 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 112.5 100 3.85E+07 VVDYS#QFQES#DDADEDYGR 28.9 14 60.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:158990

799.9559 3 timecourse_ATM_combo_8hr 799.95258 4.15 44.08 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 82.6 100 2.47E+07 VVDYS#QFQES#DDADEDYGR 24.8 14 59.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:159000

1263.47952 2 timecourse_ATM_combo_2hr 1263.47272 5.38 43.94 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 235.4 100 1.27E+07 KVVDYS#QFQES#DDADEDYGR 28.9 14 64.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:152771

842.65489 3 timecourse_ATM_combo_4hr 842.65090 4.74 43.78 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 2080.6 100 1.83E+08 KVVDYS#QFQES#DDADEDYGR 30.7 14 52.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:158020

799.95577 3 timecourse_ATM_combo_2hr 799.95258 3.99 43.68 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 29.5 94 4.51E+06 VVDYS#QFQES#DDADEDYGR 24.8 14 66.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:147741

842.6549 3 combeffx_ATM_comboi 842.65090 4.75 43.57 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 152.8 100 2.95E+07 KVVDYS#QFQES#DDADEDYGR 30.7 14 37.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35300:74771

1185.42702 2 timecourse_ATM_combo_4hr 1185.42216 4.1 43.56 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 8.7 94 5.95E+05 KVVDYS#QFQES#DDADEDYG 38.4 14 72.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:154251

790.62186 3 timecourse_ATM_combo_4hr 790.61720 5.89 43.45 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 20.9 100 5.78E+06 KVVDYS#QFQES#DDADEDYG 18.9 14 35.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151550

842.65403 3 combeffx_ATM_comboi 842.65090 3.71 43.43 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 142.1 100 2.01E+07 KVVDYS#QFQES#DDADEDYGR 30.7 14 55.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:68339

842.65551 3 timecourse_ATM_combo_8hr 842.65090 5.47 43.39 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1980.8 100 1.82E+08 KVVDYS#QFQES#DDADEDYGR 30.7 14 36.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:162690

1199.42948 2 timecourse_ATM_combo_4hr 1199.42524 3.54 43.31 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 23.8 94 3.84E+06 VVDYS#QFQES#DDADEDYGR 32.4 14 65.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155311

842.65575 3 timecourse_ATM_combo_4hr 842.65090 5.76 43.31 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1520.8 100 5.25E+07 KVVDYS#QFQES#DDADEDYGR 30.7 14 58.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:158080

1199.43159 2 timecourse_ATM_combo_4hr 1199.42524 5.29 42.93 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 151.3 100 3.41E+07 VVDYS#QFQES#DDADEDYGR 28.9 14 79.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155391

842.65546 3 timecourse_ATM_combo_4hr 842.65090 5.41 42.91 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1583.2 100 1.80E+08 KVVDYS#QFQES#DDADEDYGR 30.7 14 58.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:158060

1199.43075 2 timecourse_ATM_combo_2hr 1199.42524 4.59 42.87 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 33.7 94 2.42E+06 VVDYS#QFQES#DDADEDYGR 38.4 14 60.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:148131

815.99974 3 timecourse_ATM_combo_8hr 815.99546 5.25 42.83 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYGR.D 599.8 100 4.48E+07 KVVDYS#QFQESDDADEDYGR 18.9 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:159210

1199.4318 2 timecourse_ATM_combo_2hr 1199.42524 5.47 42.81 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 51.7 100 4.58E+06 VVDYS#QFQES#DDADEDYGR 11.5 14 ‐1,0 69.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:147791

842.65554 3 timecourse_ATM_combo_4hr 842.65090 5.51 42.81 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 7.4 100 2.12E+06 KVVDYS#QFQES#DDADEDYGR 13.3 14 52.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:158070

842.65553 3 timecourse_ATM_ctrl2 842.65090 5.49 42.8 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 130.9 100 8.99E+06 KVVDYS#QFQES#DDADEDYGR 21.3 14 40 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35447:150163

799.95512 3 timecourse_ATM_combo_8hr 799.95258 3.18 42.75 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 13.1 94 3.34E+06 VVDYS#QFQES#DDADEDYGR 24.8 14 65.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:158970

1199.43228 2 timecourse_ATM_ctrl2 1199.42524 5.87 42.51 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 7.5 94 1.06E+06 VVDYS#QFQES#DDADEDYGR 13.2 14 24.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35447:145053

842.65362 3 combeffx_ATM_PI3Ki 842.65090 3.23 42.21 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 30.6 100 3.13E+06 KVVDYS#QFQES#DDADEDYGR 24.8 14 48.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35298:66926

842.65532 3 timecourse_ATM_combo_2hr 842.65090 5.25 41.97 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1037.0 100 4.93E+07 KVVDYS#QFQES#DDADEDYGR 30.7 14 53.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:152761

1199.43292 2 timecourse_ATM_ctrl2 1199.42524 6.4 41.9 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 9.6 94 9.79E+05 VVDYS#QFQES#DDADEDYGR 28.9 14 52.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35446:142472

799.95593 3 timecourse_ATM_ctrl1 799.95258 4.19 41.86 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 5.8 94 5.31E+05 VVDYS#QFQES#DDADEDYGR 30.7 14 48.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35448:156790

1199.43101 2 timecourse_ATM_ctrl1 1199.42524 4.81 41.85 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 6.7 94 6.22E+05 VVDYS#QFQES#DDADEDYGR 16.2 14 40.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35448:156800

1054.05669 3 timecourse_ATM_combo_4hr 1054.05090 5.49 41.79 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGRDS#GPPT.K 9.0 100 2.63E+06 KVVDYS#QFQES#DDADEDYGRDS#GPPT 33.7 14 71.9 19 27.1 30 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:175991

1199.42918 2 timecourse_ATM_combo_8hr 1199.42524 3.28 41.79 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 37.1 94 1.35E+07 VVDYS#QFQES#DDADEDYGR 16.2 14 50.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:158980

1263.47941 2 timecourse_ATM_combo_8hr 1263.47272 5.29 41.76 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 551.5 100 4.34E+07 KVVDYS#QFQES#DDADEDYGR 26.4 14 96.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:162670

1199.43123 2 timecourse_ATM_combo_4hr 1199.42524 4.99 41.69 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 150.4 100 4.38E+07 VVDYS#QFQES#DDADEDYGR 38.4 14 60.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155381

799.95575 3 timecourse_ATM_combo_4hr 799.95258 3.96 41.66 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 34.2 94 4.80E+06 VVDYS#QFQES#DDADEDYGR 30.7 14 64.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155321

1199.42886 2 timecourse_ATM_combo_8hr 1199.42524 3.02 41.23 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 63.5 100 3.02E+07 VVDYS#QFQES#DDADEDYGR 13.2 14 64.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:158960

1199.4326 2 timecourse_ATM_combo_1hr 1199.42524 6.14 41.17 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 15.8 100 1.98E+06 VVDYS#QFQES#DDADEDYGR 16.2 14 60.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:158727

790.6224 3 timecourse_ATM_combo_8hr 790.61720 6.58 41.13 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 34.6 100 7.70E+06 KVVDYS#QFQES#DDADEDYG 14.2 14 50.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155870

842.65551 3 timecourse_ATM_combo_8hr 842.65090 5.47 40.93 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1583.2 100 1.79E+08 KVVDYS#QFQES#DDADEDYGR 30.7 14 55.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:162700

1199.43164 2 timecourse_ATM_combo_2hr 1199.42524 5.34 40.88 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 37.2 100 4.25E+06 VVDYS#QFQES#DDADEDYGR 16.2 14 69.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:147771

1081.39591 2 timecourse_ATM_combo_8hr 1081.39152 4.06 40.86 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYG.R 11.4 94 1.68E+06 VVDYS#QFQESDDADEDYG 11.5 14 ‐1,0 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:148701

842.65585 3 timecourse_ATM_combo_8hr 842.65090 5.87 40.74 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1471.8 100 5.99E+07 KVVDYS#QFQES#DDADEDYGR 30.7 14 40.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:162720

1185.42907 2 timecourse_ATM_combo_2hr 1185.42216 5.83 40.72 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 22.6 100 2.56E+06 KVVDYS#QFQES#DDADEDYG 16.2 14 34.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:146771

1185.42716 2 timecourse_ATM_combo_1hr 1185.42216 4.22 40.66 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 9.6 94 6.25E+05 KVVDYS#QFQES#DDADEDYG 32.4 14 50.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:157715

842.6551 3 timecourse_ATM_combo_4hr 842.65090 4.98 40.61 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 34.4 100 4.55E+06 KVVDYS#QFQES#DDADEDYGR 18.9 14 40 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:158050

1199.43205 2 timecourse_ATM_combo_2hr 1199.42524 5.68 40.49 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 9.4 100 2.05E+06 VVDYS#QFQES#DDADEDYGR 16.2 14 64.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:148191

1199.43033 2 timecourse_ATM_combo_8hr 1199.42524 4.24 40.47 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 127.7 100 2.95E+07 VVDYS#QFQES#DDADEDYGR 13.2 14 74.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:159010

842.65489 3 timecourse_ATM_combo_2hr 842.65090 4.74 40.05 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 1019.2 100 4.72E+07 KVVDYS#QFQES#DDADEDYGR 24.8 14 26.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:153371

1199.43066 2 timecourse_ATM_combo_4hr 1199.42524 4.52 39.87 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 85.8 94 1.06E+07 VVDYS#QFQES#DDADEDYGR 13.2 14 44.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155341

1185.42596 2 timecourse_ATM_combo_8hr 1185.42216 3.21 39.69 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 49.7 94 1.29E+07 KVVDYS#QFQES#DDADEDYG 38.4 14 72.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157780

1096.75441 3 timecourse_ATM_combo_2hr 1096.74921 4.75 39.49 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGRDS#GPPTKK.I 19.6 100 7.49E+05 VVDYS#QFQES#DDADEDYGRDS#GPPTKK 16.2 14 29.9 19 21.6 30 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:169001

1199.4319 2 timecourse_ATM_combo_4hr 1199.42524 5.55 39.46 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 33.0 100 5.27E+06 VVDYS#QFQES#DDADEDYGR 13.2 14 40.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152630

1199.43079 2 timecourse_ATM_combo_4hr 1199.42524 4.63 39.38 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 58.4 80 8.57E+06 VVDYS#QFQES#DDADEDYGR 20.4 14 79.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152560

799.95739 3 timecourse_ATM_combo_4hr 799.95258 6.01 39.3 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 21.8 94 1.76E+06 VVDYS#QFQES#DDADEDYGR 30.7 14 87.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152640

1185.42918 2 timecourse_ATM_combo_8hr 1185.42216 5.92 39.03 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 73.3 100 2.84E+07 KVVDYS#QFQES#DDADEDYG 38.4 14 57.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155820

842.65498 3 timecourse_ATM_combo_8hr 842.65090 4.84 38.43 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 2123.0 100 1.82E+08 KVVDYS#QFQES#DDADEDYGR 24.8 14 60.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:164840

799.95557 3 timecourse_ATM_combo_4hr 799.95258 3.74 38.4 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 27.7 94 4.49E+06 VVDYS#QFQES#DDADEDYGR 30.7 14 71.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152540

842.65574 3 timecourse_ATM_combo_4hr 842.65090 5.74 38.23 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 43.7 100 4.32E+06 KVVDYS#QFQES#DDADEDYGR 10.3 14 ‐1,0 43.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:160931

1199.43191 2 timecourse_ATM_combo_8hr 1199.42524 5.56 38.22 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 61.2 94 1.68E+07 VVDYS#QFQES#DDADEDYGR 16.2 14 25.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156960

1199.43062 2 timecourse_ATM_combo_8hr 1199.42524 4.49 38.05 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 7.4 94 7.88E+05 VVDYS#QFQES#DDADEDYGR 11.5 14 ‐1,0 31.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:159030

1199.42807 2 timecourse_ATM_combo_8hr 1199.42524 2.36 37.89 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 14.9 94 2.15E+06 VVDYS#QFQES#DDADEDYGR 38.4 14 91 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:158930

799.95605 3 timecourse_ATM_combo_4hr 799.95258 4.34 37.77 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 64.1 94 8.74E+06 VVDYS#QFQES#DDADEDYGR 21.3 14 73.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155331

799.95709 3 timecourse_ATM_combo_8hr 799.95258 5.64 37.71 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 69.4 94 1.01E+07 VVDYS#QFQES#DDADEDYGR 14.2 14 62.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156970

799.95653 3 timecourse_ATM_combo_8hr 799.95258 4.94 37.38 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 0.00E+00 VVDYS#QFQES#DDADEDYGR 24.8 14 71.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:159050

1096.75512 3 timecourse_ATM_combo_4hr 1096.74921 5.39 37.33 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGRDS#GPPTKK.I 47.8 100 3.23E+06 VVDYS#QFQES#DDADEDYGRDS#GPPTKK 24.4 14 34.2 19 6.9 30 0,4 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:174610

790.61927 3 timecourse_ATM_combo_4hr 790.61720 2.62 37.32 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 17.0 100 3.77E+06 KVVDYS#QFQES#DDADEDYG 8.7 14 ‐1,0 27.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:154241

842.65552 3 timecourse_ATM_ctrl2 842.65090 5.48 37.1 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 127.7 100 8.81E+06 KVVDYS#QFQES#DDADEDYGR 30.7 14 40 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35446:147412

1199.42994 2 timecourse_ATM_combo_8hr 1199.42524 3.93 37.09 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 22.2 94 1.45E+06 VVDYS#QFQES#DDADEDYGR 26.4 14 84.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156860

1199.43204 2 timecourse_ATM_combo_8hr 1199.42524 5.67 37.06 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 16.3 94 3.43E+06 VVDYS#QFQES#DDADEDYGR 16.2 14 38.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:157000

790.62084 3 timecourse_ATM_combo_8hr 790.61720 4.6 36.89 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 30.7 100 1.14E+07 KVVDYS#QFQES#DDADEDYG 21.3 14 30.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157820

1199.43155 2 timecourse_ATM_combo_4hr 1199.42524 5.26 36.74 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 14.7 100 3.23E+06 VVDYS#QFQES#DDADEDYGR 26.4 14 45 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152620

799.95605 3 timecourse_ATM_combo_1hr 799.95258 4.34 36.5 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 23.7 100 5.93E+06 VVDYS#QFQES#DDADEDYGR 30.7 14 65.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:158625

842.65585 3 timecourse_ATM_combo_1hr 842.65090 5.87 36.2 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 441.6 100 3.47E+07 KVVDYS#QFQES#DDADEDYGR 30.7 14 52.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:163977

842.65534 3 timecourse_ATM_combo_2hr 842.65090 5.27 36.01 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 798.5 100 4.65E+07 KVVDYS#QFQES#DDADEDYGR 24.8 14 43.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:153381

1199.4305 2 timecourse_ATM_combo_8hr 1199.42524 4.39 35.49 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 9.9 94 1.91E+06 VVDYS#QFQES#DDADEDYGR 16.2 14 44.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:159020

1185.42884 2 timecourse_ATM_combo_4hr 1185.42216 5.64 35.42 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 54.8 100 1.60E+07 KVVDYS#QFQES#DDADEDYG 38.4 14 60.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:154321

799.95701 3 timecourse_ATM_combo_8hr 799.95258 5.54 35.36 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 73.0 100 1.26E+07 VVDYS#QFQES#DDADEDYGR 24.8 14 83.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156950

1199.43093 2 timecourse_ATM_combo_2hr 1199.42524 4.74 35.25 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 14.4 94 1.58E+06 VVDYS#QFQES#DDADEDYGR 9.3 14 ‐1,0 57.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:148161

799.95519 3 timecourse_ATM_combo_8hr 799.95258 3.26 35.23 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 60.3 94 1.59E+07 VVDYS#QFQES#DDADEDYGR 18.9 14 69 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156840

790.62152 3 timecourse_ATM_combo_2hr 790.61720 5.46 34.99 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 10.9 100 1.44E+06 KVVDYS#QFQES#DDADEDYG 13.3 14 38.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:146721

1185.42935 2 timecourse_ATM_combo_8hr 1185.42216 6.07 34.85 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 8.9 94 2.17E+06 KVVDYS#QFQES#DDADEDYG 32.4 14 56 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157910

799.95469 3 timecourse_ATM_combo_4hr 799.95258 2.64 34.72 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 9.0 94 2.79E+06 VVDYS#QFQES#DDADEDYGR 30.7 14 71.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155301

842.65541 3 timecourse_ATM_combo_8hr 842.65090 5.35 34.69 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 14.0 100 3.46E+06 KVVDYS#QFQES#DDADEDYGR 30.7 14 29.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:162680

799.95463 3 timecourse_ATM_combo_1hr 799.95258 2.56 34.51 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 12.4 100 4.23E+06 VVDYS#QFQES#DDADEDYGR 21.3 14 66.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:158687

799.95628 3 timecourse_ATM_combo_2hr 799.95258 4.63 34.27 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 48.3 100 1.01E+07 VVDYS#QFQES#DDADEDYGR 30.7 14 79.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:148141

1185.42893 2 timecourse_ATM_combo_8hr 1185.42216 5.71 34.18 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 71.3 94 2.21E+07 KVVDYS#QFQES#DDADEDYG 28.9 14 56 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157890

1185.4294 2 timecourse_ATM_combo_4hr 1185.42216 6.11 34.01 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 38.3 100 9.61E+06 KVVDYS#QFQES#DDADEDYG 26.4 14 64.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151600

1185.42824 2 timecourse_ATM_combo_4hr 1185.42216 5.13 33.55 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 31.0 100 8.13E+06 KVVDYS#QFQES#DDADEDYG 16.2 14 64.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:154271

842.65579 3 timecourse_ATM_ctrl2 842.65090 5.8 33.16 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYGR.D 151.8 100 8.81E+06 KVVDYS#QFQES#DDADEDYGR 24.8 14 32.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35446:147432

1185.42967 2 timecourse_ATM_combo_8hr 1185.42216 6.34 33.08 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 79.4 100 1.45E+07 KVVDYS#QFQES#DDADEDYG 16.2 14 56 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155850

1185.42886 2 timecourse_ATM_combo_8hr 1185.42216 5.65 32.91 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 79.3 100 1.98E+07 KVVDYS#QFQES#DDADEDYG 38.4 14 74.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157880

1185.42886 2 timecourse_ATM_combo_8hr 1185.42216 5.65 32.84 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 18.0 94 4.00E+06 KVVDYS#QFQES#DDADEDYG 32.4 14 56 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155800

1185.42867 2 timecourse_ATM_combo_4hr 1185.42216 5.49 32.82 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 46.8 100 1.53E+07 KVVDYS#QFQES#DDADEDYG 38.4 14 72.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:154311

799.95695 3 timecourse_ATM_combo_4hr 799.95258 5.46 32.6 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 114.7 100 3.76E+07 VVDYS#QFQES#DDADEDYGR 30.7 14 64.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155411

1185.42828 2 timecourse_ATM_combo_8hr 1185.42216 5.16 32.57 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 45.3 100 9.93E+06 KVVDYS#QFQES#DDADEDYG 13.2 14 44.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157850

799.95639 3 timecourse_ATM_combo_4hr 799.95258 4.76 32.18 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 88.0 100 2.30E+07 VVDYS#QFQES#DDADEDYGR 30.7 14 66.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152580

790.62074 3 timecourse_ATM_combo_8hr 790.61720 4.48 32.09 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 20.9 94 3.44E+06 KVVDYS#QFQES#DDADEDYG 24.8 14 21.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157810

1096.75472 3 timecourse_ATM_combo_8hr 1096.74921 5.02 31.91 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGRDS#GPPTKK.I 18.4 100 1.73E+06 VVDYS#QFQES#DDADEDYGRDS#GPPTKK 19.3 14 46.7 19 19.6 30 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:179520

790.62185 3 timecourse_ATM_combo_8hr 790.61720 5.89 31.89 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 33.5 100 1.24E+07 KVVDYS#QFQES#DDADEDYG 12.2 14 ‐1,0 46.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155810

1185.42802 2 timecourse_ATM_combo_2hr 1185.42216 4.94 31.84 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 26.3 100 3.45E+06 KVVDYS#QFQES#DDADEDYG 28.9 14 60.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:147161

1096.75606 3 timecourse_ATM_combo_4hr 1096.74921 6.25 31.64 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGRDS#GPPTKK.I 50.5 100 3.33E+06 VVDYS#QFQES#DDADEDYGRDS#GPPTKK 18.4 14 17.9 19 15.2 30 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:177881

799.95492 3 timecourse_ATM_combo_8hr 799.95258 2.93 31.53 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 64.6 100 3.27E+07 VVDYS#QFQES#DDADEDYGR 21.3 14 52.3 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:158950

1185.42872 2 timecourse_ATM_combo_2hr 1185.42216 5.53 31.51 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 28.8 100 4.66E+06 KVVDYS#QFQES#DDADEDYG 38.4 14 65.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:146741

1185.42907 2 timecourse_ATM_combo_2hr 1185.42216 5.84 31.48 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 28.2 100 4.31E+06 KVVDYS#QFQES#DDADEDYG 28.9 14 57.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:146781

790.622 3 timecourse_ATM_combo_8hr 790.61720 6.07 31.48 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 27.4 100 7.53E+06 KVVDYS#QFQES#DDADEDYG 7.5 14 ‐1,0 25.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155830

1185.42916 2 timecourse_ATM_combo_4hr 1185.42216 5.91 31.36 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 41.9 100 9.19E+06 KVVDYS#QFQES#DDADEDYG 28.9 14 57.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151560

799.9554 3 timecourse_ATM_ctrl1 799.95258 3.53 31.34 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 11.1 100 2.64E+06 VVDYS#QFQES#DDADEDYGR 13.3 14 71.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35449:159199

802.8262 4 combeffx_ATM_comboi 802.82215 5.04 30.62 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGRDSGPPTK.K 18.7 100 3.36E+06 KVVDYS#QFQES#DDADEDYGRDSGPPTK 22.6 14 33.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35300:82621

802.82624 4 combeffx_ATM_comboi 802.82215 5.09 30.19 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGRDSGPPTK.K 20.0 100 2.67E+06 KVVDYS#QFQES#DDADEDYGRDSGPPTK 9.4 14 ‐1,0 42.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:74959

1185.42982 2 timecourse_ATM_combo_8hr 1185.42216 6.46 30.09 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 77.7 100 2.67E+07 KVVDYS#QFQES#DDADEDYG 24.4 14 74.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155860

799.9554 3 timecourse_ATM_combo_1hr 799.95258 3.53 30 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 13.6 100 2.96E+06 VVDYS#QFQES#DDADEDYGR 21.3 14 73.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:158707

763.96455 3 timecourse_ATM_combo_8hr 763.96176 3.65 29.99 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYG.R 12.2 100 1.41E+06 KVVDYS#QFQESDDADEDYG 4.8 14 ‐1,0 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:154350

1199.43072 2 timecourse_ATM_combo_4hr 1199.42524 4.57 29.67 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 6.8 94 1.49E+06 VVDYS#QFQES#DDADEDYGR 9.3 14 ‐1,0 40.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155351

1185.42884 2 timecourse_ATM_combo_8hr 1185.42216 5.64 29.59 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#S#QFQESDDADEDYG.R 8.4 94 1.28E+06 KVVDYS#QFQES#DDADEDYG 22.9 14 52.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155790

1185.42876 2 timecourse_ATM_combo_8hr 1185.42216 5.57 29.53 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 64.3 100 2.31E+07 KVVDYS#QFQES#DDADEDYG 38.4 14 50.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155780

799.95628 3 timecourse_ATM_combo_2hr 799.95258 4.63 29.29 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 41.0 100 8.16E+06 VVDYS#QFQES#DDADEDYGR 24.8 14 55.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:148151

799.95605 3 combeffx_ATM_comboi 799.95258 4.34 29.19 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 15.3 100 4.50E+06 VVDYS#QFQES#DDADEDYGR 14.2 14 32.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:66109

799.95674 3 timecourse_ATM_combo_8hr 799.95258 5.2 29.13 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 69.9 94 2.38E+07 VVDYS#QFQES#DDADEDYGR 30.7 14 58.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156920

1185.42769 2 timecourse_ATM_combo_8hr 1185.42216 4.67 29.12 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 54.7 100 1.59E+07 KVVDYS#QFQES#DDADEDYG 38.4 14 45 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157840

1185.42834 2 timecourse_ATM_combo_8hr 1185.42216 5.21 28.33 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 16.9 94 2.25E+06 KVVDYS#QFQES#DDADEDYG 38.4 14 50.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157870

1185.42755 2 timecourse_ATM_combo_2hr 1185.42216 4.55 28.32 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 25.6 94 2.60E+06 KVVDYS#QFQES#DDADEDYG 38.4 14 60.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:147121

790.62131 3 timecourse_ATM_combo_4hr 790.61720 5.2 28.31 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 14.4 94 1.47E+06 KVVDYS#QFQES#DDADEDYG 8.7 14 ‐1,0 27.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:154281

799.95575 3 timecourse_ATM_combo_8hr 799.95258 3.96 28.2 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 76.3 100 1.80E+07 VVDYS#QFQES#DDADEDYGR 30.7 14 59.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156870

790.62134 3 timecourse_ATM_combo_4hr 790.61720 5.24 28.13 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 21.6 100 4.44E+06 KVVDYS#QFQES#DDADEDYG 18.9 14 27.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:154291

1185.42744 2 timecourse_ATM_combo_8hr 1185.42216 4.45 28 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 78.1 94 7.26E+06 KVVDYS#QFQES#DDADEDYG 32.4 14 65.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157800

799.95676 3 timecourse_ATM_combo_4hr 799.95258 5.23 27.94 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 37.4 100 5.51E+06 VVDYS#QFQES#DDADEDYGR 17 14 42.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152610

1081.39619 2 timecourse_ATM_combo_8hr 1081.39152 4.33 27.62 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYG.R 15.7 100 3.86E+06 VVDYS#QFQESDDADEDYG 13.2 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:148711

1185.42526 2 timecourse_ATM_combo_4hr 1185.42216 2.62 27.15 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 38.5 100 8.98E+06 KVVDYS#QFQES#DDADEDYG 16.2 14 25.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:154231

799.95606 3 timecourse_ATM_combo_2hr 799.95258 4.35 26.55 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 20.6 100 3.12E+06 VVDYS#QFQES#DDADEDYGR 13.3 14 55.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:148111

799.95719 3 timecourse_ATM_combo_8hr 799.95258 5.76 26.55 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 23.1 94 6.47E+06 VVDYS#QFQES#DDADEDYGR 18.9 14 66.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:157010

1185.42855 2 timecourse_ATM_combo_2hr 1185.42216 5.39 26.44 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 24.7 100 2.40E+06 KVVDYS#QFQES#DDADEDYG 28.9 14 31.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:147171

799.95361 3 timecourse_ATM_combo_1hr 799.95258 1.29 26.43 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 17.8 100 5.01E+06 VVDYS#QFQES#DDADEDYGR 21.3 14 44.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:158595

790.6218 3 timecourse_ATM_combo_8hr 790.61720 5.82 26.23 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 32.6 100 9.18E+06 KVVDYS#QFQES#DDADEDYG 10.3 14 ‐1,0 14.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157900

799.95643 3 timecourse_ATM_combo_4hr 799.95258 4.81 25.98 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 8.1 94 1.09E+06 VVDYS#QFQES#DDADEDYGR 14.2 14 26.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155361

799.95447 3 timecourse_ATM_combo_8hr 799.95258 2.36 25.97 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 31.3 94 1.30E+07 VVDYS#QFQES#DDADEDYGR 30.7 14 62.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:158920

1185.4289 2 timecourse_ATM_combo_4hr 1185.42216 5.69 25.35 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 15.5 94 2.68E+06 KVVDYS#QFQES#DDADEDYG 32.4 14 37.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151530

799.95621 3 timecourse_ATM_combo_2hr 799.95258 4.55 25.11 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 22.3 94 3.23E+06 VVDYS#QFQES#DDADEDYGR 7.5 14 ‐1,0 48.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:148121

763.96489 3 timecourse_ATM_combo_4hr 763.96176 4.1 25.05 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQESDDADEDYG.R 5.2 100 3.93E+05 KVVDY#SQFQESDDADEDYG 8.7 13 0,1 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:150861

790.62211 3 timecourse_ATM_combo_8hr 790.61720 6.21 24.52 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 35.2 100 1.31E+07 KVVDYS#QFQES#DDADEDYG 21.3 14 15.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155840

1185.42946 2 timecourse_ATM_combo_8hr 1185.42216 6.16 24.5 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 12.2 100 2.76E+06 KVVDYS#QFQES#DDADEDYG 16.2 14 52.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157920

822.81821 4 timecourse_ATM_combo_4hr 822.81373 5.44 24.31 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGRDSGPPT#KK.I 23.2 100 2.07E+06 VVDYS#QFQES#DDADEDYGRDS#GPPTKK 0 14 ‐1,0 18.2 19 11.1 30 0,4 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:177871

1185.42849 2 timecourse_ATM_combo_4hr 1185.42216 5.34 23.88 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 6.9 94 1.59E+06 KVVDYS#QFQES#DDADEDYG 24.4 14 33.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:154301

1185.42861 2 timecourse_ATM_combo_8hr 1185.42216 5.44 23.87 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 44.8 100 1.30E+07 KVVDYS#QFQES#DDADEDYG 38.4 14 40.8 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:155770

1185.4296 2 timecourse_ATM_combo_4hr 1185.42216 6.28 23.79 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 39.6 100 1.11E+07 KVVDYS#QFQES#DDADEDYG 16.2 14 40.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151620

1185.42932 2 timecourse_ATM_combo_1hr 1185.42216 6.04 23.73 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 8.9 100 2.10E+06 KVVDYS#QFQES#DDADEDYG 38.4 14 50.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35456:157777

799.95746 3 timecourse_ATM_ctrl2 799.95258 6.1 23.17 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 8.9 100 1.56E+06 VVDYS#QFQES#DDADEDYGR 18.9 14 35.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35446:142462

1199.43191 2 timecourse_ATM_combo_2hr 1199.42524 5.56 23.06 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 11.8 94 6.77E+05 VVDYS#QFQES#DDADEDYGR 16.2 14 34.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:147801

1185.428 2 timecourse_ATM_combo_2hr 1185.42216 4.93 22.8 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 23.9 94 3.37E+06 KVVDYS#QFQES#DDADEDYG 28.9 14 56 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:147151

1185.42869 2 timecourse_ATM_combo_2hr 1185.42216 5.51 22.22 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 10.2 100 1.27E+06 KVVDYS#QFQES#DDADEDYG 16.2 14 33.7 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:146731

1185.42925 2 timecourse_ATM_combo_4hr 1185.42216 5.98 22.21 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 28.7 100 5.60E+06 KVVDYS#QFQES#DDADEDYG 32.4 14 50.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151580

799.95629 3 timecourse_ATM_combo_2hr 799.95258 4.64 22.1 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 32.0 100 4.42E+06 VVDYS#QFQES#DDADEDYGR 15.5 14 44.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:147761

790.6217 3 timecourse_ATM_combo_4hr 790.61720 5.69 21.89 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 21.5 100 4.52E+06 KVVDYS#QFQES#DDADEDYG 13.2 14 30.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151540

790.62202 3 timecourse_ATM_combo_4hr 790.61720 6.1 21.86 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 7.3 94 8.69E+05 KVVDYS#QFQES#DDADEDYG 10.3 14 ‐1,0 15.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151590

1185.42922 2 timecourse_ATM_combo_4hr 1185.42216 5.96 21.7 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 42.9 100 4.91E+06 KVVDYS#QFQES#DDADEDYG 26.4 14 38.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151570

799.95618 3 combeffx_ATM_comboi 799.95258 4.5 20.77 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 15.2 100 4.50E+06 VVDYS#QFQES#DDADEDYGR 13.3 14 22.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35301:66119

1185.42883 2 timecourse_ATM_ctrl1 1185.42216 5.63 20.52 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 4.5 94 9.97E+05 KVVDYS#QFQES#DDADEDYG 38.4 14 56 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35448:155870

799.95454 3 timecourse_ATM_combo_4hr 799.95258 2.45 20.15 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 48.7 100 7.01E+06 VVDYS#QFQES#DDADEDYGR 15.5 14 47.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:152530

799.95649 3 timecourse_ATM_combo_8hr 799.95258 4.89 20.09 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 10.2 100 2.62E+06 VVDYS#QFQES#DDADEDYGR 15.5 14 36.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156910

790.62141 3 timecourse_ATM_combo_4hr 790.61720 5.33 19.66 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 22.0 100 2.97E+06 KVVDY#SQFQES#DDADEDYG 10.3 13 0,1 15.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151520

790.62131 3 timecourse_ATM_combo_8hr 790.61720 5.2 19.17 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 6.2 94 1.25E+06 KVVDYS#QFQES#DDADEDYG 14.2 14 49.5 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35451:157860

1185.43038 2 timecourse_ATM_ctrl2 1185.42216 6.93 18.85 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 7.5 100 1.39E+06 KVVDYS#QFQES#DDADEDYG 16.2 14 30.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35446:141292

842.65514 3 timecourse_ATM_combo_2hr 842.65090 5.03 17.41 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYGR.D 37.5 100 2.55E+06 KVVDYS#QFQES#DDADEDYGR 30.7 14 20 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:152751

1199.42933 2 timecourse_ATM_combo_2hr 1199.42524 3.41 17.41 NUCKS1  NUCKS_HUMAN 2 K.VVDY#SQFQES#DDADEDYGR.D 9.1 86 6.32E+04 VVDYS#QFQES#DDADEDYGR 0 14 ‐1,0 14.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:147721

799.95552 3 timecourse_ATM_combo_8hr 799.95258 3.68 17.19 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 9.3 94 2.21E+06 VVDYS#QFQES#DDADEDYGR 21.3 14 49.9 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:156850

799.95408 3 timecourse_ATM_combo_4hr 799.95258 1.88 16.87 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 5.4 94 1.12E+06 VVDYS#QFQES#DDADEDYGR 24.8 14 36.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155281

1185.42757 2 timecourse_ATM_combo_2hr 1185.42216 4.56 16.78 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 7.2 94 8.55E+05 KVVDYS#QFQES#DDADEDYG 20.4 14 44.1 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35455:147131

1081.39678 2 timecourse_ATM_combo_8hr 1081.39152 4.86 16.65 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYG.R 19.7 100 3.65E+06 VVDYS#QFQESDDADEDYG 13.2 14 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:146753

799.95689 3 timecourse_ATM_combo_4hr 799.95258 5.39 16.48 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQES#DDADEDYGR.D 4.5 94 8.58E+05 VVDYS#QFQES#DDADEDYGR 4.3 14 ‐1,0 32.4 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35453:155401

1081.39795 2 timecourse_ATM_combo_8hr 1081.39152 5.95 15.94 NUCKS1  NUCKS_HUMAN 2 K.VVDYS#QFQESDDADEDYG.R 19.2 100 3.56E+06 VVDYS#QFQESDDADEDYG 11.5 14 ‐1,0 0 0 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35450:146763

1185.42946 2 timecourse_ATM_combo_4hr 1185.42216 6.16 15.67 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 5.4 94 9.19E+05 KVVDYS#QFQES#DDADEDYG 32.4 14 20.6 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35452:151610

1185.42755 2 timecourse_ATM_combo_1hr 1185.42216 4.55 13.65 NUCKS1  NUCKS_HUMAN 2 R.KVVDYS#QFQES#DDADEDYG.R 6.8 100 1.81E+06 KVVDYS#QFQES#DDADEDYG 9.3 14 ‐1,0 45 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35457:157725

1185.42896 2 timecourse_ATM_combo_2hr 1185.42216 5.74 12.07 NUCKS1  NUCKS_HUMAN 2 R.KVVDY#SQFQES#DDADEDYG.R 25.1 100 2.86E+06 KVVDYS#QFQES#DDADEDYG 16.2 14 27.2 19 0 0 Nuclear ubiquitous casein and cyclin‐dependent kinases substrate  35454:146761

465.71067 2 timecourse_ATM_combo_2hr 465.70768 6.42 31.55 NUDT21  CPSF5_HUMAN 2 R.GVT#QFGNK.Y 9.3 100 9.85E+04 GVT#QFGNK 1000 18 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 5  35454:14980

465.70989 2 timecourse_ATM_combo_2hr 465.70768 4.75 29.18 NUDT21  CPSF5_HUMAN 2 R.GVT#QFGNK.Y 9.0 100 9.79E+04 GVT#QFGNK 1000 18 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 5  35455:14520

465.70953 2 timecourse_ATM_combo_1hr 465.70768 3.97 23.65 NUDT21  CPSF5_HUMAN 2 R.GVT#QFGNK.Y 8.9 94 1.59E+05 GVT#QFGNK 1000 18 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 5  35457:15641

465.71029 2 timecourse_ATM_combo_1hr 465.70768 5.6 21.91 NUDT21  CPSF5_HUMAN 2 R.GVT#QFGNK.Y 8.3 100 1.35E+05 GVT#QFGNK 1000 18 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 5  35456:15817

465.71033 2 timecourse_ATM_combo_4hr 465.70768 5.69 17.46 NUDT21  CPSF5_HUMAN 2 R.GVT#QFGNK.Y 6.2 100 1.01E+05 GVT#QFGNK 1000 18 0 0 0 0 Cleavage and polyadenylation specificity factor subunit 5  35453:15747

921.10374 3 combeffx_ATM_comboi 921.09898 5.17 57.75 NULL A8K5L5_HUMAN 1 K.GLMLPPPPALEDDMES#QLDGSLISR.R 6.8 100 1.30E+06 GLMLPPPPALEDDMES#QLDGSLISR 42.6 465 0 0 0 0 cDNA FLJ75689, highly similar to Homo sapiens poliovirus receptor‐related 2 (herpesvirus entry m35300:79261

921.10614 3 timecourse_ATM_combo_4hr 921.09898 7.77 35.59 NULL A8K5L5_HUMAN 1 K.GLMLPPPPALEDDMES#QLDGSLISR.R 7.7 100 1.04E+06 GLMLPPPPALEDDMES#QLDGSLISR 20.6 465 0 0 0 0 cDNA FLJ75689, highly similar to Homo sapiens poliovirus receptor‐related 2 (herpesvirus entry m35453:169061

921.10297 3 combeffx_ATM_comboi 921.09898 4.33 35.24 NULL A8K5L5_HUMAN 1 K.GLMLPPPPALEDDMES#QLDGSLISR.R 5.6 100 8.25E+05 GLMLPPPPALEDDMES#QLDGSLISR 45.6 465 0 0 0 0 cDNA FLJ75689, highly similar to Homo sapiens poliovirus receptor‐related 2 (herpesvirus entry m35301:72219

921.10245 3 combeffx_ATM_PI3Ki 921.09898 3.77 30.54 NULL A8K5L5_HUMAN 1 K.GLMLPPPPALEDDMES#QLDGSLISR.R 6.0 100 6.22E+05 GLMLPPPPALEDDMES#QLDGSLISR 42.6 465 0 0 0 0 cDNA FLJ75689, highly similar to Homo sapiens poliovirus receptor‐related 2 (herpesvirus entry m35299:66484

921.10658 3 timecourse_ATM_combo_8hr 921.09898 8.25 30.15 NULL A8K5L5_HUMAN 1 K.GLMLPPPPALEDDMES#QLDGSLISR.R 5.6 94 7.18E+05 GLMLPPPPALEDDMES#QLDGSLISR 27.3 465 0 0 0 0 cDNA FLJ75689, highly similar to Homo sapiens poliovirus receptor‐related 2 (herpesvirus entry m35450:170900

973.13671 3 combeffx_ATM_comboi 973.13268 4.14 22.65 NULL A8K5L5_HUMAN 1 K.GLMLPPPPALEDDMES#QLDGSLISRR.A 4.5 100 8.66E+05 GLMLPPPPALEDDMES#QLDGSLISRR 8.7 465 0,8 0 0 0 0 cDNA FLJ75689, highly similar to Homo sapiens poliovirus receptor‐related 2 (herpesvirus entry m35301:73549

926.43455 3 combeffx_ATM_PI3Ki 926.43062 4.24 19.33 NULL A8K5L5_HUMAN 1 K.GLM*LPPPPALEDDMES#QLDGSLISR.R 3.3 100 2.56E+05 GLM*LPPPPALEDDMES#QLDGSLISR 20.6 465 0 0 0 0 cDNA FLJ75689, highly similar to Homo sapiens poliovirus receptor‐related 2 (herpesvirus entry m35299:66654

931.76526 3 combeffx_ATM_MEKi 931.76226 3.22 14.88 NULL A8K5L5_HUMAN 1 K.GLM*LPPPPALEDDM*ES#QLDGSLISR.R 3.3 100 1.69E+05 GLM*LPPPPALEDDM*ES#QLDGSLISR 20.6 465 0 0 0 0 cDNA FLJ75689, highly similar to Homo sapiens poliovirus receptor‐related 2 (herpesvirus entry m35297:55328

861.73996 3 timecourse_ATM_combo_8hr 861.73515 5.58 60.14 NULL A8K7U3_HUMAN 2 K.FQKPLHQTQNSSNMVSTLLS#QD.‐ 38.2 100 2.42E+06 FQKPLHQTQNSSNMVSTLLS#QD 59.2 405 0 0 0 0 cDNA FLJ77788  35451:167170

861.73904 3 combeffx_ATM_comboi 861.73515 4.51 58.82 NULL A8K7U3_HUMAN 2 K.FQKPLHQTQNSSNMVSTLLS#QD.‐ 9.2 100 1.24E+06 FQKPLHQTQNSSNMVSTLLS#QD 42.7 405 0 0 0 0 cDNA FLJ77788  35300:75731

861.74026 3 timecourse_ATM_combo_4hr 861.73515 5.93 48.27 NULL A8K7U3_HUMAN 2 K.FQKPLHQTQNSSNMVSTLLS#QD.‐ 23.9 100 1.45E+06 FQKPLHQTQNSSNMVSTLLS#QD 67.9 405 0 0 0 0 cDNA FLJ77788  35452:160250

861.74038 3 timecourse_ATM_combo_8hr 861.73515 6.07 46.22 NULL A8K7U3_HUMAN 2 K.FQKPLHQTQNSSNMVSTLLS#QD.‐ 36.0 100 2.17E+06 FQKPLHQTQNSSNMVSTLLS#QD 67.9 405 0 0 0 0 cDNA FLJ77788  35450:165110

861.7399 3 timecourse_ATM_combo_2hr 861.73515 5.51 43.95 NULL A8K7U3_HUMAN 2 K.FQKPLHQTQNSSNMVSTLLS#QD.‐ 10.2 100 3.18E+05 FQKPLHQTQNSSNMVSTLLS#QD 67.9 405 0 0 0 0 cDNA FLJ77788  35454:154781

861.73925 3 combeffx_ATM_comboi 861.73515 4.76 43.89 NULL A8K7U3_HUMAN 2 K.FQKPLHQTQNSSNMVSTLLS#QD.‐ 7.4 100 1.07E+06 FQKPLHQTQNSSNMVSTLLS#QD 59.2 405 0 0 0 0 cDNA FLJ77788  35301:69189

861.74013 3 timecourse_ATM_combo_4hr 861.73515 5.78 42.83 NULL A8K7U3_HUMAN 2 K.FQKPLHQTQNSSNMVSTLLS#QD.‐ 27.2 100 1.44E+06 FQKPLHQTQNSSNMVSTLLS#QD 37.8 405 0 0 0 0 cDNA FLJ77788  35453:163221

861.73887 3 timecourse_ATM_combo_1hr 861.73515 4.32 40.16 NULL A8K7U3_HUMAN 2 K.FQKPLHQTQNSSNMVSTLLS#QD.‐ 5.7 100 3.73E+05 FQKPLHQTQNSSNMVSTLLS#QD 53.1 405 0 0 0 0 cDNA FLJ77788  35457:165955

861.73944 3 timecourse_ATM_combo_2hr 861.73515 4.98 33.16 NULL A8K7U3_HUMAN 2 K.FQKPLHQTQNSSNMVSTLLS#QD.‐ 9.3 100 4.05E+05 FQKPLHQTQNSSNMVSTLLS#QD 37.8 405 0 0 0 0 cDNA FLJ77788  35455:155421

903.71903 3 combeffx_ATM_ctrl 903.71592 3.44 73.19 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 8.8 100 6.39E+05 TDTAADGETTATEELEKT#QDDLM*K 46 434 0 0 0 0 cDNA FLJ77757  35295:71657

825.10439 4 combeffx_ATM_PI3Ki 825.10135 3.68 64.8 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTATEELEKT#QDDLM*K.H 9.2 100 9.09E+05 TDSERTDTAADGETTAT#EELEKTQDDLM*K 3.5 428 0,6 0 0 0 0 cDNA FLJ77757  35299:69234

903.72098 3 timecourse_ATM_ctrl1 903.71592 5.6 62.02 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 20.2 100 8.83E+05 TDTAADGETTATEELEKT#QDDLM*K 29.5 434 0 0 0 0 cDNA FLJ77757  35448:166820

825.1046 4 combeffx_ATM_ctrl 825.10135 3.94 61.87 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTATEELEKT#QDDLM*K.H 29.4 100 3.52E+06 TDSERTDTAADGETTATEELEKT#QDDLM*K 19.4 434 0 0 0 0 cDNA FLJ77757  35294:77254

898.38591 3 timecourse_ATM_combo_1hr 898.38428 1.81 61.11 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 294.3 100 1.77E+07 TDTAADGETTATEELEKT#QDDLMK 28.9 434 0 0 0 0 cDNA FLJ77757  35457:169455

898.38766 3 timecourse_ATM_combo_1hr 898.38428 3.76 59.95 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 264.3 100 1.77E+07 TDTAADGETTATEELEKT#QDDLMK 13.2 434 0 0 0 0 cDNA FLJ77757  35456:169307

903.71906 3 timecourse_ATM_combo_1hr 903.71592 3.47 59.63 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 25.2 100 1.15E+06 TDTAADGETTATEELEKT#QDDLM*K 53.4 434 0 0 0 0 cDNA FLJ77757  35457:169865

898.38821 3 timecourse_ATM_ctrl2 898.38428 4.37 58.66 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 217.3 100 1.15E+07 TDTAADGETTATEELEKT#QDDLMK 17.6 434 0 0 0 0 cDNA FLJ77757  35447:155673



821.10691 4 timecourse_ATM_combo_1hr 821.10262 5.22 57 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 28.1 100 1.41E+06 TDSERTDTAADGETTAT#EELEKTQDDLMK 16.1 428 0 0 0 0 cDNA FLJ77757  35457:180225

821.10761 4 timecourse_ATM_ctrl1 821.10262 6.08 56.53 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 19.1 100 9.27E+05 TDSERTDTAADGETTAT#EELEKTQDDLMK 9.7 428 ‐3,6 0 0 0 0 cDNA FLJ77757  35448:176300

903.72111 3 timecourse_ATM_ctrl2 903.71592 5.75 54.84 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 24.1 100 7.47E+05 TDTAADGETTATEELEKT#QDDLM*K 18.3 434 0 0 0 0 cDNA FLJ77757  35446:153132

825.1044 4 combeffx_ATM_MEKi 825.10135 3.7 54.65 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTATEELEKT#QDDLM*K.H 23.0 100 1.30E+06 TDSERTDTAADGETTAT#EELEKTQDDLM*K 3.9 428 0,6 0 0 0 0 cDNA FLJ77757  35297:56938

903.71878 3 combeffx_ATM_ctrl 903.71592 3.16 54.53 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 9.9 100 9.31E+05 TDTAADGETTATEELEKT#QDDLM*K 24.7 434 0 0 0 0 cDNA FLJ77757  35294:73954

898.38641 3 timecourse_ATM_combo_2hr 898.38428 2.37 54.17 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 225.2 100 7.52E+06 TDTAADGETTATEELEKT#QDDLMK 22.7 434 0 0 0 0 cDNA FLJ77757  35455:158831

1347.07612 2 timecourse_ATM_ctrl1 1347.07278 2.48 53.59 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 15.4 100 4.47E+05 TDTAADGETTATEELEKT#QDDLMK 52.6 434 0 0 0 0 cDNA FLJ77757  35449:168979

821.10744 4 timecourse_ATM_combo_4hr 821.10262 5.87 52.07 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTATEELEKT#QDDLMK.H 19.0 100 9.55E+05 TDSERTDTAADGETTAT#EELEKTQDDLMK 8.6 428 ‐3,6 0 0 0 0 cDNA FLJ77757  35453:177811

821.10545 4 combeffx_ATM_MEKi 821.10262 3.45 52.05 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 9.1 100 5.41E+05 TDSERTDTAADGETTAT#EELEKTQDDLMK 6.3 428 ‐3,6 0 0 0 0 cDNA FLJ77757  35296:62178

821.10786 4 timecourse_ATM_combo_1hr 821.10262 6.39 51.2 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 27.8 100 1.35E+06 TDSERTDTAADGETTAT#EELEKTQDDLMK 7.3 428 ‐3,6 0 0 0 0 cDNA FLJ77757  35456:179366

821.10657 4 timecourse_ATM_combo_2hr 821.10262 4.81 49.55 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 19.8 100 5.57E+05 TDSERTDTAADGETTAT#EELEKTQDDLMK 14.7 428 0 0 0 0 cDNA FLJ77757  35455:168951

821.10704 4 timecourse_ATM_combo_2hr 821.10262 5.38 49.49 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 16.9 100 5.10E+05 TDSERTDTAADGETTAT#EELEKTQDDLMK 15.6 428 0 0 0 0 cDNA FLJ77757  35454:167561

898.38686 3 timecourse_ATM_combo_8hr 898.38428 2.87 47.66 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 92.4 100 7.93E+06 TDTAADGETTATEELEKT#QDDLMK 12.7 434 ‐6,0 0 0 0 0 cDNA FLJ77757  35451:171110

821.10744 4 timecourse_ATM_ctrl2 821.10262 5.87 47.48 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 46.1 100 2.06E+06 TDSERTDTAADGETTAT#EELEKTQDDLMK 12.4 428 0,6 0 0 0 0 cDNA FLJ77757  35447:166713

925.04373 3 timecourse_ATM_ctrl1 925.03972 4.33 47 NULL A8K968_HUMAN 2 R.TDTAADGETT#ATEELEKT#QDDLMK.H 27.1 100 2.08E+06 TDTAADGETT#ATEELEKT#QDDLMK 21.3 426 36.3 434 0 0 cDNA FLJ77757  35449:171159

898.38952 3 timecourse_ATM_ctrl2 898.38428 5.83 46.33 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 179.6 100 1.10E+07 TDTAADGETTATEELEKT#QDDLMK 8.6 434 ‐6,0 0 0 0 0 cDNA FLJ77757  35446:152632

903.71996 3 timecourse_ATM_combo_2hr 903.71592 4.47 46.29 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 28.9 100 7.31E+05 TDTAADGETT#ATEELEKTQDDLM*K 0 426 ‐1,2 0 0 0 0 cDNA FLJ77757  35455:159341

898.3867 3 timecourse_ATM_ctrl1 898.38428 2.69 46.08 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 223.7 100 1.50E+07 TDTAADGETTATEELEKT#QDDLMK 20 434 0 0 0 0 cDNA FLJ77757  35449:168989

898.38691 3 timecourse_ATM_combo_8hr 898.38428 2.93 45.51 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 82.8 100 7.29E+06 TDTAADGETT#ATEELEKTQDDLMK 7.5 426 ‐1,0 0 0 0 0 cDNA FLJ77757  35450:168980

925.04488 3 timecourse_ATM_ctrl2 925.03972 5.59 45.24 NULL A8K968_HUMAN 2 R.TDTAADGET#TATEELEKT#QDDLMK.H 25.8 100 1.76E+06 TDTAADGET#TATEELEKT#QDDLMK 0 425 0,1 40 434 0 0 cDNA FLJ77757  35446:154902

903.72104 3 timecourse_ATM_combo_2hr 903.71592 5.67 44.46 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 27.6 100 7.47E+05 TDTAADGETTATEELEKT#QDDLM*K 24.7 434 0 0 0 0 cDNA FLJ77757  35454:158441

898.3884 3 timecourse_ATM_combo_4hr 898.38428 4.59 44.24 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 226.9 100 1.55E+07 TDTAADGETTATEELEKT#QDDLMK 10.9 434 ‐8,0 0 0 0 0 cDNA FLJ77757  35452:163980

903.72087 3 timecourse_ATM_combo_4hr 903.71592 5.48 43.52 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 13.9 100 8.15E+05 TDTAADGETTATEELEKT#QDDLM*K 23.6 434 0 0 0 0 cDNA FLJ77757  35452:164510

925.0441 3 timecourse_ATM_combo_4hr 925.03972 4.73 43.26 NULL A8K968_HUMAN 2 R.TDTAADGET#TATEELEKT#QDDLMK.H 21.4 100 1.98E+06 TDTAADGET#TATEELEKT#QDDLMK 5.9 425 0,1 29.1 434 0 0 cDNA FLJ77757  35453:169311

903.721 3 timecourse_ATM_ctrl2 903.71592 5.62 42.73 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 17.1 100 6.89E+05 TDTAADGETT#ATEELEKTQDDLM*K 0 426 0,8 0 0 0 0 cDNA FLJ77757  35447:156243

821.10743 4 timecourse_ATM_combo_4hr 821.10262 5.86 41.94 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 17.5 100 9.24E+05 TDSERTDTAADGETTAT#EELEKTQDDLMK 21.3 428 0 0 0 0 cDNA FLJ77757  35452:174540

821.10636 4 timecourse_ATM_ctrl1 821.10262 4.55 41.06 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 22.2 100 9.59E+05 TDSERTDTAADGETTAT#EELEKTQDDLMK 9.1 428 ‐3,6 0 0 0 0 cDNA FLJ77757  35449:179019

925.04475 3 timecourse_ATM_ctrl2 925.03972 5.44 39.82 NULL A8K968_HUMAN 2 R.TDTAADGET#TATEELEKT#QDDLMK.H 29.5 100 1.70E+06 TDTAADGET#TATEELEKT#QDDLMK 4.8 425 0,1 31.1 434 0 0 cDNA FLJ77757  35447:157933

925.04514 3 timecourse_ATM_ctrl1 925.03972 5.86 39.7 NULL A8K968_HUMAN 2 R.TDTAADGETT#ATEELEKT#QDDLMK.H 25.0 100 2.28E+06 TDTAADGETT#ATEELEKT#QDDLMK 8.7 426 ‐1,0 19 434 0 0 cDNA FLJ77757  35448:168350

903.72101 3 timecourse_ATM_combo_1hr 903.71592 5.63 39.69 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 31.3 100 1.30E+06 TDTAADGETTATEELEKT#QDDLM*K 13.6 434 0 0 0 0 cDNA FLJ77757  35456:169777

1094.47358 3 timecourse_ATM_combo_1hr 1094.46773 5.35 39.57 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTATEELEKT#QDDLMK.H 9.8 100 3.76E+05 TDSERTDTAADGETTATEELEKT#QDDLMK 64.9 434 0 0 0 0 cDNA FLJ77757  35457:180235

898.387 3 timecourse_ATM_combo_4hr 898.38428 3.03 39.53 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 259.2 100 1.52E+07 TDTAADGETTATEELEKT#QDDLMK 22.6 434 0 0 0 0 cDNA FLJ77757  35453:166941

821.10764 4 timecourse_ATM_ctrl2 821.10262 6.11 38.83 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTAT#EELEKTQDDLMK.H 51.6 100 2.17E+06 TDSERTDTAADGETTAT#EELEKTQDDLMK 22.1 428 0 0 0 0 cDNA FLJ77757  35446:163242

925.04361 3 timecourse_ATM_combo_1hr 925.03972 4.22 38.54 NULL A8K968_HUMAN 2 R.TDTAADGET#TATEELEKT#QDDLMK.H 26.2 100 2.13E+06 TDTAADGETT#ATEELEKT#QDDLMK 5.9 426 ‐1,0 19 434 0 0 cDNA FLJ77757  35457:171595

925.04481 3 timecourse_ATM_combo_2hr 925.03972 5.5 37.84 NULL A8K968_HUMAN 2 R.TDTAADGETT#ATEELEKT#QDDLMK.H 22.6 100 1.17E+06 TDTAADGETT#ATEELEKT#QDDLMK 17 426 25.6 434 0 0 cDNA FLJ77757  35454:159951

925.04484 3 timecourse_ATM_combo_4hr 925.03972 5.53 37.55 NULL A8K968_HUMAN 2 R.TDTAADGET#TATEELEKT#QDDLMK.H 21.0 100 2.02E+06 TDTAADGETT#ATEELEKT#QDDLMK 6.8 426 ‐1,0 32.7 434 0 0 cDNA FLJ77757  35452:166320

925.04486 3 timecourse_ATM_combo_1hr 925.03972 5.56 37.3 NULL A8K968_HUMAN 2 R.TDTAADGET#TATEELEKT#QDDLMK.H 22.9 100 2.02E+06 TDTAADGETT#ATEELEKT#QDDLMK 6.6 426 ‐1,0 31.1 434 0 0 cDNA FLJ77757  35456:171477

855.68861 3 timecourse_ATM_combo_8hr 855.68596 3.1 36.98 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM.K 11.1 100 1.84E+06 TDTAADGETTATEELEKT#QDDLM 49.9 434 0 0 0 0 cDNA FLJ77757  35451:166490

1094.47533 3 timecourse_ATM_combo_1hr 1094.46773 6.94 36.7 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTATEELEKT#QDDLMK.H 9.1 100 3.46E+05 TDSERTDTAADGETTATEELEKT#QDDLMK 24.1 434 0 0 0 0 cDNA FLJ77757  35456:179376

1347.0772 2 timecourse_ATM_combo_4hr 1347.07278 3.28 35.5 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 11.5 100 4.39E+05 TDTAADGETTATEELEKT#QDDLMK 20.2 434 0 0 0 0 cDNA FLJ77757  35452:163970

925.04378 3 timecourse_ATM_combo_8hr 925.03972 4.39 35.31 NULL A8K968_HUMAN 2 R.TDTAADGET#TATEELEKT#QDDLMK.H 3.9 100 5.13E+05 TDTAADGET#TATEELEKT#QDDLMK 0 425 0,1 28.9 434 0 0 cDNA FLJ77757  35450:171160

903.72026 3 timecourse_ATM_combo_4hr 903.71592 4.8 34.82 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLM*K.H 18.4 100 8.28E+05 TDTAADGETTATEELEKT#QDDLM*K 18.2 434 0 0 0 0 cDNA FLJ77757  35453:167431

925.04347 3 timecourse_ATM_combo_2hr 925.03972 4.05 33.64 NULL A8K968_HUMAN 2 R.TDTAADGET#TATEELEKT#QDDLMK.H 28.3 100 1.28E+06 TDTAADGETT#ATEELEKT#QDDLMK 5.3 426 ‐1,0 43.9 434 0 0 cDNA FLJ77757  35455:161011

1094.4738 3 timecourse_ATM_combo_4hr 1094.46773 5.55 31 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTATEELEKT#QDDLMK.H 6.5 100 1.96E+05 TDSERTDTAADGETTATEELEKT#QDDLMK 27.1 434 0 0 0 0 cDNA FLJ77757  35452:174530

898.39031 3 timecourse_ATM_combo_2hr 898.38428 6.71 28.7 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 177.7 94 2.71E+06 TDTAADGETT#ATEELEKTQDDLMK 0 426 0,8 0 0 0 0 cDNA FLJ77757  35454:157981

925.04385 3 timecourse_ATM_combo_8hr 925.03972 4.46 27.81 NULL A8K968_HUMAN 2 R.TDTAADGET#TATEELEKT#QDDLMK.H 6.2 100 7.10E+05 TDTAADGETT#ATEELEKT#QDDLMK 5.9 426 ‐1,0 15.8 434 0 0 cDNA FLJ77757  35451:173530

898.38899 3 combeffx_ATM_comboi 898.38428 5.24 25.05 NULL A8K968_HUMAN 2 R.TDTAADGETT#ATEELEKTQDDLMK.H 7.0 100 1.57E+06 TDTAADGETTATEELEKT#QDDLMK 4.8 434 ‐9,0 0 0 0 0 cDNA FLJ77757  35300:77971

898.38781 3 timecourse_ATM_ctrl1 898.38428 3.93 24.55 NULL A8K968_HUMAN 2 R.TDTAADGETTAT#EELEKTQDDLMK.H 229.9 100 1.56E+07 TDTAADGETT#ATEELEKTQDDLMK 10 426 ‐1,2 0 0 0 0 cDNA FLJ77757  35448:166400

1094.47306 3 timecourse_ATM_ctrl1 1094.46773 4.87 24.42 NULL A8K968_HUMAN 2 K.TDSERTDTAADGETTATEELEKT#QDDLMK.H 7.8 100 2.26E+05 TDSERTDTAADGETTATEELEKT#QDDLMK 56.5 434 0 0 0 0 cDNA FLJ77757  35449:179029

1347.078 2 timecourse_ATM_ctrl1 1347.07278 3.88 18.55 NULL A8K968_HUMAN 2 R.TDTAADGETTATEELEKT#QDDLMK.H 16.0 100 5.88E+05 TDTAADGETTATEELEKT#QDDLMK 24.4 434 0 0 0 0 cDNA FLJ77757  35448:166390

797.37152 3 timecourse_ATM_combo_8hr 797.36723 5.38 39.45 NULL A8KA09_HUMAN 1 R.SQLDQES#GAVIHPATQTSLQEA.‐ 6.7 94 6.55E+05 SQLDQES#GAVIHPATQTSLQEA 17.1 402 0 0 0 0 cDNA FLJ76973, highly similar to Homo sapiens tumor necrosis factor receptor superfamily, memb35451:158550

797.37401 3 timecourse_ATM_combo_8hr 797.36723 8.5 34.49 NULL A8KA09_HUMAN 1 R.SQLDQESGAVIHPAT#QTSLQEA.‐ 8.0 94 7.60E+05 SQLDQESGAVIHPATQT#SLQEA 10.4 412 ‐2,0 0 0 0 0 cDNA FLJ76973, highly similar to Homo sapiens tumor necrosis factor receptor superfamily, memb35450:156500

1097.0172 4 timecourse_ATM_combo_1hr 1097.01142 5.27 32.73 NULL A8KA09_HUMAN 1 R.YNNTLVESASTQDALTMRS#QLDQESGAVIHPATQTSLQEA.‐ 8.3 100 3.88E+05 YNNTLVESASTQDALTMRSQLDQES#GAVIHPATQTS 5.4 402 ‐9,0 0 0 0 0 cDNA FLJ76973, highly similar to Homo sapiens tumor necrosis factor receptor superfamily, memb35457:186455

1097.01874 4 timecourse_ATM_combo_1hr 1097.01142 6.67 20.74 NULL A8KA09_HUMAN 1 R.YNNTLVESASTQDALTMRS#QLDQESGAVIHPATQTSLQEA.‐ 4.6 100 3.00E+05 YNNTLVESASTQDALTMRSQLDQES#GAVIHPATQTS 12.8 402 ‐6,0 0 0 0 0 cDNA FLJ76973, highly similar to Homo sapiens tumor necrosis factor receptor superfamily, memb35456:185536

816.83185 2 timecourse_ATM_combo_1hr 816.82657 6.46 63.32 NULL B2R9R2_HUMAN 0 K.DSMPDES#SQTSLQK.E 9.9 100 3.11E+05 DSMPDES#SQTSLQK 26.4 426 0 0 0 0 cDNA, FLJ94517, highly similar to Homo sapiens baculoviral IAP repeat‐containing 4 (BIRC4), mRNA35456:104607

816.83157 2 timecourse_ATM_combo_2hr 816.82657 6.12 50.37 NULL B2R9R2_HUMAN 0 K.DSMPDESSQT#SLQK.E 10.8 100 1.39E+05 DSMPDES#SQTSLQK 16.2 426 0 0 0 0 cDNA, FLJ94517, highly similar to Homo sapiens baculoviral IAP repeat‐containing 4 (BIRC4), mRNA35454:97158

816.83074 2 timecourse_ATM_combo_1hr 816.82657 5.11 36.32 NULL B2R9R2_HUMAN 0 K.DSMPDESS#QTSLQK.E 11.9 94 3.22E+05 DSMPDESS#QTSLQK 11.5 427 ‐1,0 0 0 0 0 cDNA, FLJ94517, highly similar to Homo sapiens baculoviral IAP repeat‐containing 4 (BIRC4), mRNA35457:104392

816.83057 2 timecourse_ATM_combo_2hr 816.82657 4.9 36.02 NULL B2R9R2_HUMAN 0 K.DSMPDES#SQTSLQK.E 8.8 100 1.61E+05 DSMPDESS#QTSLQK 13.2 427 0 0 0 0 cDNA, FLJ94517, highly similar to Homo sapiens baculoviral IAP repeat‐containing 4 (BIRC4), mRNA35455:96769

816.83043 2 timecourse_ATM_combo_8hr 816.82657 4.73 33.71 NULL B2R9R2_HUMAN 0 K.DSMPDES#SQTSLQK.E 7.4 100 2.64E+05 DSMPDES#SQTSLQK 16.2 426 0 0 0 0 cDNA, FLJ94517, highly similar to Homo sapiens baculoviral IAP repeat‐containing 4 (BIRC4), mRNA35451:103733

747.32505 2 timecourse_ATM_combo_8hr 747.32071 5.81 53.03 NULL B2RDE1_HUMAN 11 K.CLSAAEEKYS#QK.E 188.2 100 4.25E+06 CLSAAEEKYS#QK 38.4 179 0 0 0 0 cDNA, FLJ96568, highly similar to Homo sapiens tropomyosin 3 (TPM3), mRNA  35450:88113

747.3247 2 timecourse_ATM_combo_8hr 747.32071 5.34 42.01 NULL B2RDE1_HUMAN 11 K.CLSAAEEKYS#QK.E 218.0 100 4.88E+06 CLSAAEEKYS#QK 32.4 179 0 0 0 0 cDNA, FLJ96568, highly similar to Homo sapiens tropomyosin 3 (TPM3), mRNA  35451:88962

498.5526 3 timecourse_ATM_combo_8hr 498.54956 6.1 24.74 NULL B2RDE1_HUMAN 11 K.CLSAAEEKYS#QK.E 554.5 100 1.09E+07 CLSAAEEKYS#QK 0 179 ‐1,0 0 0 0 0 cDNA, FLJ96568, highly similar to Homo sapiens tropomyosin 3 (TPM3), mRNA  35450:88123

610.22752 2 timecourse_ATM_ctrl1 610.22408 5.64 44.68 NULL B2RE15_HUMAN 3 R.NCSASTS#QER.S 59.5 100 4.86E+05 NCSASTS#QER 9.3 41 ‐1,0 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435448:53047

610.22808 2 timecourse_ATM_combo_2hr 610.22408 6.55 44.42 NULL B2RE15_HUMAN 3 R.NCSASTS#QER.S 75.8 100 3.81E+05 NCSASTS#QER 8.6 41 ‐1,0 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435454:50073

610.22824 2 timecourse_ATM_combo_1hr 610.22408 6.82 42.99 NULL B2RE15_HUMAN 3 R.NCSASTS#QER.S 86.3 100 6.26E+05 NCSASTS#QER 24.4 41 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435456:52843

610.22788 2 timecourse_ATM_combo_4hr 610.22408 6.23 41.98 NULL B2RE15_HUMAN 3 R.NCSASTS#QER.S 24.0 100 1.85E+05 NCSASTS#QER 24.4 41 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435452:51074

610.22724 2 timecourse_ATM_combo_2hr 610.22408 5.18 39.43 NULL B2RE15_HUMAN 3 R.NCSASTS#QER.S 26.9 100 3.17E+05 NCSASTS#QER 11.5 41 ‐1,0 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435455:49087

610.22765 2 timecourse_ATM_ctrl2 610.22408 5.85 37.75 NULL B2RE15_HUMAN 3 R.NCSASTS#QER.S 42.1 100 3.18E+05 NCSASTS#QER 26.4 41 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435447:46413

610.22735 2 timecourse_ATM_combo_4hr 610.22408 5.36 35.84 NULL B2RE15_HUMAN 3 R.NCSAS#TSQER.S 11.9 100 1.89E+05 NCSASTS#QER 22.9 41 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435453:52289

610.22778 2 timecourse_ATM_ctrl2 610.22408 6.06 34.89 NULL B2RE15_HUMAN 3 R.NCSASTS#QER.S 49.2 100 2.75E+05 NCSASTS#QER 24.4 41 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435446:45821

610.22656 2 timecourse_ATM_ctrl1 610.22408 4.06 33.22 NULL B2RE15_HUMAN 3 R.NCSAST#SQER.S 18.5 100 3.93E+05 NCSAST#SQER 11.5 40 0,1 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435449:53806

610.22706 2 timecourse_ATM_combo_1hr 610.22408 4.88 27.76 NULL B2RE15_HUMAN 3 R.NCSASTS#QER.S 24.9 100 5.84E+05 NCSASTS#QER 7.4 41 ‐1,0 0 0 0 0 cDNA, FLJ96871, highly similar to Homo sapiens ADP‐ribosylation‐like factor 6 interacting protein 435457:53015

925.10359 3 timecourse_ATM_combo_8hr 925.09913 4.82 68.32 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 80.7 100 8.76E+06 LPQEQS#QLPNPSEASTTFPESHLR 57.5 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35450:171170

925.10408 3 timecourse_ATM_combo_4hr 925.09913 5.35 67.06 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 55.0 100 4.79E+06 LPQEQS#QLPNPSEASTTFPESHLR 54.2 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35452:166330

925.10375 3 timecourse_ATM_combo_2hr 925.09913 4.99 56.47 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 18.8 100 1.19E+06 LPQEQS#QLPNPSEASTTFPESHLR 23.8 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35455:161021

925.105 3 timecourse_ATM_combo_1hr 925.09913 6.35 56.21 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 15.6 100 1.36E+06 LPQEQS#QLPNPSEASTTFPESHLR 38.9 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35456:171487

925.10415 3 timecourse_ATM_combo_4hr 925.09913 5.43 54.87 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 55.6 100 4.95E+06 LPQEQS#QLPNPSEASTTFPESHLR 51.4 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35453:169321

925.10308 3 timecourse_ATM_combo_1hr 925.09913 4.27 53.98 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 15.0 100 1.44E+06 LPQEQS#QLPNPSEASTTFPESHLR 61 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35457:171605

925.10361 3 timecourse_ATM_combo_8hr 925.09913 4.85 52.13 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 75.8 100 9.46E+06 LPQEQS#QLPNPSEASTTFPESHLR 42.4 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35451:173540

925.10342 3 combeffx_ATM_comboi 925.09913 4.64 50.62 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 6.8 100 2.16E+06 LPQEQS#QLPNPSEASTTFPESHLR 37.3 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35300:79431

925.10399 3 timecourse_ATM_combo_2hr 925.09913 5.25 50.11 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 15.9 100 1.16E+06 LPQEQS#QLPNPSEASTTFPESHLR 46 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35454:159961

925.10345 3 timecourse_ATM_ctrl1 925.09913 4.67 46.16 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 15.3 100 1.55E+06 LPQEQS#QLPNPSEASTTFPESHLR 41.4 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35449:171169

873.06827 3 timecourse_ATM_combo_8hr 873.06543 3.25 44.68 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHL.R 34.8 100 6.68E+06 LPQEQS#QLPNPSEASTTFPESHL 47.5 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35450:166310

1309.09925 2 timecourse_ATM_combo_8hr 1309.09451 3.62 41.82 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHL.R 8.0 100 7.95E+05 LPQEQS#QLPNPSEASTTFPESHL 57.8 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35451:168450

925.10452 3 timecourse_ATM_ctrl1 925.09913 5.83 40.71 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 17.2 100 1.47E+06 LPQEQS#QLPNPSEASTTFPESHLR 32.2 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35448:168360

925.10455 3 timecourse_ATM_ctrl2 925.09913 5.86 40.28 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 11.8 100 7.91E+05 LPQEQS#QLPNPSEASTTFPESHLR 34.2 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35447:157943

1309.09884 2 timecourse_ATM_combo_8hr 1309.09451 3.31 39.18 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHL.R 6.4 100 6.18E+05 LPQEQS#QLPNPSEASTTFPESHL 64.3 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35450:166320

925.1047 3 timecourse_ATM_ctrl2 925.09913 6.02 38.09 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHLR.T 9.4 100 7.16E+05 LPQEQS#QLPNPSEASTTFPESHLR 44.4 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35446:154912

873.06844 3 timecourse_ATM_ctrl1 873.06543 3.45 35.97 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHL.R 7.0 100 5.93E+05 LPQEQS#QLPNPSEASTTFPESHL 62.7 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35449:166719

873.06834 3 timecourse_ATM_combo_8hr 873.06543 3.33 32.55 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHL.R 41.1 100 7.14E+06 LPQEQS#QLPNPSEASTTFPESHL 48.2 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35451:168440

873.06874 3 timecourse_ATM_combo_4hr 873.06543 3.79 30.54 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHL.R 13.2 100 1.79E+06 LPQEQS#QLPNPSEASTTFPESHL 59.1 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35452:161470

873.06804 3 timecourse_ATM_combo_4hr 873.06543 2.99 23.88 NULL B4DJT8_HUMAN 1 K.LPQEQS#QLPNPSEASTTFPESHL.R 15.4 100 1.94E+06 LPQEQS#QLPNPSEASTTFPESHL 53.2 357 0 0 0 0 cDNA FLJ61295, highly similar to Gamma‐interferon‐inducible protein Ifi‐16  35453:164351

1040.97354 2 combeffx_ATM_ctrl 1040.96972 3.67 108.3 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 24.0 100 1.47E+06 SLAFEEGS#QSTTISSLSEK 24.8 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35295:61504

1040.97327 2 combeffx_ATM_MEKi 1040.96972 3.41 100.49 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 37.7 100 1.28E+06 SLAFEEGS#QSTTISSLSEK 23.3 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35297:46992

1040.97258 2 combeffx_ATM_MEKi 1040.96972 2.75 96.45 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 46.1 100 2.00E+06 SLAFEEGS#QSTTISSLSEK 36.8 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35296:51279

1040.97461 2 combeffx_ATM_comboi 1040.96972 4.7 89.28 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 27.9 100 2.71E+06 SLAFEEGS#QSTTISSLSEK 28.5 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35301:60087

1040.97347 2 combeffx_ATM_PI3Ki 1040.96972 3.6 87.24 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 43.7 100 2.48E+06 SLAFEEGS#QSTTISSLSEK 30.7 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35299:55951

1040.97316 2 combeffx_ATM_PI3Ki 1040.96972 3.3 86.98 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 41.3 100 3.30E+06 SLAFEEGS#QSTTISSLSEK 24.8 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35298:59001

1040.97486 2 timecourse_ATM_ctrl1 1040.96972 4.94 84.76 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 24.0 100 1.06E+06 SLAFEEGS#QSTTISSLSEK 24.8 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35448:141608

1040.97606 2 timecourse_ATM_combo_1hr 1040.96972 6.09 82.23 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 26.2 100 1.27E+06 SLAFEEGS#QSTTISSLSEK 13.3 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35456:143589

1040.9762 2 timecourse_ATM_ctrl2 1040.96972 6.22 79.95 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 17.8 100 6.65E+05 SLAFEEGS#QSTTISSLSEK 30.7 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35446:127092

1040.97397 2 timecourse_ATM_combo_1hr 1040.96972 4.08 76.17 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 24.7 100 1.21E+06 SLAFEEGS#QSTTISSLSEK 21.3 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35457:143850

1040.97551 2 combeffx_ATM_comboi 1040.96972 5.56 74.43 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 27.6 100 4.06E+06 SLAFEEGS#QSTTISSLSEK 14.2 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35300:65385

1040.97391 2 combeffx_ATM_ctrl 1040.96972 4.03 74.39 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 26.4 100 1.97E+06 SLAFEEGS#QSTTISSLSEK 13.3 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35294:63688

1040.97533 2 timecourse_ATM_combo_4hr 1040.96972 5.39 72.54 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 23.7 100 1.11E+06 SLAFEEGS#QSTTISSLSEK 24.8 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35452:137417

1040.97443 2 timecourse_ATM_combo_8hr 1040.96972 4.52 72.4 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 26.9 100 1.55E+06 SLAFEEGS#QSTTISSLSEK 13.3 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35451:142431

1040.97465 2 timecourse_ATM_combo_4hr 1040.96972 4.74 70.57 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 32.8 100 1.35E+06 SLAFEEGS#QSTTISSLSEK 30.7 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35453:140147

1040.97529 2 timecourse_ATM_combo_2hr 1040.96972 5.35 70.24 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 18.9 100 7.24E+05 SLAFEEGS#QSTTISSLSEK 30.7 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35454:133445

1040.97341 2 timecourse_ATM_ctrl1 1040.96972 3.54 67.53 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 19.3 100 9.00E+05 SLAFEEGS#QSTTISSLSEK 30.7 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35449:143771

1040.97449 2 timecourse_ATM_combo_2hr 1040.96972 4.58 59.29 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 20.7 100 7.85E+05 SLAFEEGS#QSTTISSLSEK 13.3 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35455:133610

1040.97518 2 timecourse_ATM_ctrl2 1040.96972 5.25 59.07 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 20.6 100 7.11E+05 SLAFEEGS#QSTTISSLSEK 37.4 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35447:129647

694.31769 3 combeffx_ATM_MEKi 694.31558 3.05 57.93 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 18.8 100 6.78E+05 SLAFEEGS#QSTTISSLSEK 18.3 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35297:46982

1040.97506 2 timecourse_ATM_combo_8hr 1040.96972 5.13 56.74 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 23.9 100 1.36E+06 SLAFEEGS#QSTTISSLSEK 24.8 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35450:140483

694.31903 3 combeffx_ATM_comboi 694.31558 4.97 48.8 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 16.3 100 1.55E+06 SLAFEEGS#QSTTISSLSEK 12.7 15 0,2 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35301:60097

694.31743 3 combeffx_ATM_MEKi 694.31558 2.66 47.84 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 20.8 100 9.49E+05 SLAFEEGS#QSTTISSLSEK 18.3 15 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35296:51269

694.31779 3 combeffx_ATM_PI3Ki 694.31558 3.18 47.3 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 18.3 100 1.24E+06 SLAFEEGS#QSTTISSLSEK 3 15 0,4 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35299:55941

694.31763 3 combeffx_ATM_ctrl 694.31558 2.95 44.81 NULL B4DSP3_HUMAN 1 R.SLAFEEGSQS#TTISSLSEK.S 10.9 100 8.46E+05 SLAFEEGS#QSTTISSLSEK 10.4 15 0,2 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35295:61494

694.31789 3 combeffx_ATM_PI3Ki 694.31558 3.33 39.07 NULL B4DSP3_HUMAN 1 R.SLAFEEGS#QSTTISSLSEK.S 14.4 100 1.29E+06 SLAFEEGS#QSTTISSLSEK 7.6 15 0,2 0 0 0 0 cDNA FLJ57034, highly similar to Serine‐protein kinase ATM (EC 2.7.11.1)  35298:59011

828.65119 4 timecourse_ATM_combo_8hr 828.64567 6.66 71.85 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 13.8 100 1.09E+06 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 15.8 431 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35450:179810

1104.53251 3 timecourse_ATM_ctrl2 1104.52513 6.68 68.47 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 10.5 100 5.97E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 6.3 431 ‐4,0 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35446:163622

1104.53279 3 timecourse_ATM_combo_8hr 1104.52513 6.94 67.28 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 47.0 100 4.50E+06 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 33.3 431 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35451:182650

1104.53075 3 timecourse_ATM_ctrl1 1104.52513 5.09 59.41 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 8.6 100 6.06E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 11.3 431 ‐4,0 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35449:179399

1104.53256 3 timecourse_ATM_combo_1hr 1104.52513 6.73 59.37 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 12.3 100 9.25E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 12.5 431 ‐4,0 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35456:179736

1104.53222 3 timecourse_ATM_ctrl2 1104.52513 6.42 56.63 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 10.4 100 6.47E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 6.4 431 0,5 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35447:167113

1104.5319 3 timecourse_ATM_ctrl1 1104.52513 6.13 55.63 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 9.4 100 4.96E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 24.4 431 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35448:176670

828.65108 4 timecourse_ATM_combo_4hr 828.64567 6.53 54.38 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 10.9 100 9.24E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 11.1 431 0,5 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35452:174940

1104.53265 3 timecourse_ATM_combo_4hr 1104.52513 6.81 51.99 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 37.4 100 2.95E+06 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 26.5 431 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35452:174950

828.65015 4 timecourse_ATM_combo_4hr 828.64567 5.42 49.93 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 12.6 100 9.57E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 6.2 431 0,8 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35453:178251

1104.53067 3 timecourse_ATM_combo_2hr 1104.52513 5.02 49.55 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 17.2 100 1.17E+06 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 13.6 431 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35455:169341

1104.53244 3 timecourse_ATM_combo_8hr 1104.52513 6.62 47.38 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 42.5 100 3.78E+06 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 26.6 431 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35450:179800

828.65146 4 timecourse_ATM_combo_8hr 828.64567 6.99 45.5 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 16.3 100 1.13E+06 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 13.3 431 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35451:182660

1104.53084 3 timecourse_ATM_combo_4hr 1104.52513 5.17 39.31 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMSQAEMSELS#VAQKPEK.L 44.2 100 3.43E+06 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 8.5 431 0,5 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35453:178241

1104.53067 3 timecourse_ATM_combo_1hr 1104.52513 5.02 37.61 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 13.0 100 9.26E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 5.4 431 ‐4,0 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35457:180615

1104.53124 3 timecourse_ATM_combo_2hr 1104.52513 5.53 36.93 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMSQAEMSELS#VAQKPEK.L 17.4 100 8.97E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 3.9 431 0,8 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35454:167961

1104.53212 3 timecourse_ATM_combo_8hr 1104.52513 6.33 32.4 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 2.7 86 4.68E+04 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 6.4 431 0,8 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35450:179790

828.64994 4 timecourse_ATM_combo_2hr 828.64567 5.15 30.42 NULL B4DZW7_HUMAN 2 R.LQIDPVMAETLQMS#QAEMSELSVAQKPEK.L 5.4 100 2.65E+05 LQIDPVMAETLQMS#QAEMSELSVAQKPEK 13.6 431 0 0 0 0 cDNA FLJ54768, highly similar to Homo sapiens nuclear protein UKp68 , transcript variant 2, mRNA35455:169351

896.45631 2 timecourse_ATM_combo_2hr 896.45364 2.98 73.76 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 24.7 100 7.77E+05 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35454:111718

896.45543 2 timecourse_ATM_combo_4hr 896.45364 2 73.37 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 77.3 100 3.41E+06 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:117535

896.45677 2 timecourse_ATM_combo_8hr 896.45364 3.49 73.36 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 126.3 100 7.88E+06 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:118000

597.97319 3 timecourse_ATM_combo_8hr 597.97152 2.79 66.64 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 74.1 100 4.31E+06 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35451:119212

771.70114 3 timecourse_ATM_combo_4hr 771.69679 5.64 63.91 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 363.5 100 2.46E+07 LSQLEEHLS#QLQDNPPQEK 34.7 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:149130

896.45617 2 timecourse_ATM_combo_1hr 896.45364 2.82 63.19 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 7.4 100 3.95E+05 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35456:120301

896.45615 2 timecourse_ATM_combo_4hr 896.45364 2.8 62.94 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 56.1 100 3.16E+06 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:115384

1157.04725 2 combeffx_ATM_comboi 1157.04154 4.93 62.29 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 20.0 100 2.26E+06 LSQLEEHLS#QLQDNPPQEK 80.3 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35301:64549

896.45536 2 timecourse_ATM_combo_1hr 896.45364 1.92 62.06 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 8.0 100 3.43E+05 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35457:120023

750.38981 2 timecourse_ATM_combo_1hr 750.38620 4.81 61.81 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 103.0 100 6.95E+06 RTT#QIINITMTK 28.9 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35456:90019

1157.0473 2 timecourse_ATM_combo_4hr 1157.04154 4.98 61.44 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 23.2 100 1.30E+06 LSQLEEHLS#QLQDNPPQEK 60.5 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:151771

896.45625 2 timecourse_ATM_combo_8hr 896.45364 2.91 60.77 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 142.3 100 8.76E+06 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35451:119222

1157.04724 2 timecourse_ATM_combo_8hr 1157.04154 4.93 60.33 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 61.6 100 3.62E+06 LSQLEEHLS#QLQDNPPQEK 50.6 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35451:155280

771.70083 3 timecourse_ATM_combo_4hr 771.69679 5.24 58.71 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 371.9 100 2.40E+07 LSQLEEHLS#QLQDNPPQEK 18.1 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:151781

597.97351 3 timecourse_ATM_combo_8hr 597.97152 3.33 58.69 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 80.3 100 4.46E+06 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:117990

750.38953 2 timecourse_ATM_combo_2hr 750.38620 4.44 58.65 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 98.3 100 4.14E+06 RTT#QIINITMTK 28.9 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35454:84450

750.38936 2 timecourse_ATM_combo_8hr 750.38620 4.21 58.13 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 33.1 100 4.19E+06 RTT#QIINITMTK 32.4 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:89013

1157.04777 2 timecourse_ATM_combo_4hr 1157.04154 5.38 57.83 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 19.2 100 1.18E+06 LSQLEEHLS#QLQDNPPQEK 80.3 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:149120

771.70143 3 timecourse_ATM_combo_1hr 771.69679 6.01 57.77 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 52.2 100 3.55E+06 LSQLEEHLS#QLQDNPPQEK 34.7 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35456:155327

771.70077 3 timecourse_ATM_combo_8hr 771.69679 5.16 56.62 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 749.8 100 5.59E+07 LSQLEEHLS#QLQDNPPQEK 27.6 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35451:155290

896.45586 2 timecourse_ATM_combo_2hr 896.45364 2.48 56.32 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 23.7 100 7.34E+05 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35455:111495

750.38917 2 timecourse_ATM_ctrl1 750.38620 3.96 56.02 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 98.5 100 6.84E+06 RTT#QIINITMTK 22.9 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35449:90858

771.7005 3 combeffx_ATM_comboi 771.69679 4.81 55.14 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 457.0 100 7.61E+07 LSQLEEHLS#QLQDNPPQEK 41.8 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35300:70491

771.70031 3 combeffx_ATM_comboi 771.69679 4.56 54.89 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 417.3 100 4.88E+07 LSQLEEHLS#QLQDNPPQEK 27.6 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35301:64529

771.69934 3 combeffx_ATM_PI3Ki 771.69679 3.3 54.68 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 64.4 100 5.73E+06 LSQLEEHLS#QLQDNPPQEK 27.6 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35299:60114

771.70103 3 timecourse_ATM_ctrl2 771.69679 5.49 54.45 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 13.1 100 5.37E+05 LSQLEEHLS#QLQDNPPQEK 27.6 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35447:141423

750.39014 2 timecourse_ATM_ctrl1 750.38620 5.25 54.33 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 93.2 100 6.40E+06 RTT#QIINITMTK 22.9 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35448:89530

750.38903 2 timecourse_ATM_combo_1hr 750.38620 3.77 53.91 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 103.1 100 6.66E+06 RTT#QIINITMTK 24.4 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35457:90243

771.70033 3 timecourse_ATM_combo_2hr 771.69679 4.59 53.89 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 115.1 100 5.04E+06 LSQLEEHLS#QLQDNPPQEK 27.6 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35455:144891

868.42446 2 timecourse_ATM_combo_4hr 868.41991 5.24 53.78 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 17.4 100 1.23E+06 RRT#T#QIINITMTK 110.2 1811 89.1 1812 0 0 Nuclear mitotic apparatus protein 1  35452:110463

939.45921 4 combeffx_ATM_PI3Ki 939.45528 4.18 52.95 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK.G 5.3 94 3.17E+05 CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK 40.8 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35298:74776

771.7001 3 timecourse_ATM_combo_1hr 771.69679 4.29 52.93 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 62.8 100 3.65E+06 LSQLEEHLS#QLQDNPPQEK 21.5 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35457:155305

750.38926 2 timecourse_ATM_ctrl2 750.38620 4.08 52.87 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 86.6 100 4.21E+06 RTT#QIINITMTK 26.4 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35446:77499

1157.0475 2 timecourse_ATM_combo_8hr 1157.04154 5.15 52.48 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 44.5 100 2.95E+06 LSQLEEHLS#QLQDNPPQEK 44.1 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:153210

750.38944 2 timecourse_ATM_combo_4hr 750.38620 4.32 52.3 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 77.4 100 5.96E+06 RTT#QIINITMTK 26.4 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:88651

1157.04753 2 combeffx_ATM_comboi 1157.04154 5.18 52.22 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 36.8 100 4.65E+06 LSQLEEHLS#QLQDNPPQEK 48 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35300:70501

750.38956 2 timecourse_ATM_combo_4hr 750.38620 4.48 51.96 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 83.2 100 5.96E+06 RTT#QIINITMTK 10.3 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:86991

1042.44551 2 timecourse_ATM_combo_2hr 1042.44030 5 51.54 NUMA1  NUMA1_HUMAN 6 R.TQPDGTSVPGEPAS#PIS#QR.L 5.1 100 1.51E+05 TQPDGTSVPGEPAS#PIS#QR 101.8 1757 87.5 1760 0 0 Nuclear mitotic apparatus protein 1  35455:133810

771.70092 3 timecourse_ATM_combo_8hr 771.69679 5.35 51.19 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 675.1 100 5.40E+07 LSQLEEHLS#QLQDNPPQEK 31.4 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:153220

750.3898 2 timecourse_ATM_combo_8hr 750.38620 4.8 50.52 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 34.8 100 4.76E+06 RTT#QIINITMTK 22.9 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35451:89937

771.70108 3 timecourse_ATM_ctrl1 771.69679 5.56 50.4 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 20.5 100 1.21E+06 LSQLEEHLS#QLQDNPPQEK 42.5 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35448:153270

771.69938 3 timecourse_ATM_combo_8hr 771.69679 3.36 49.54 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 24.2 100 3.45E+06 LS#QLEEHLSQLQDNPPQEK 15.9 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:153190

939.45987 4 combeffx_ATM_comboi 939.45528 4.89 49.36 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK.G 37.0 100 3.72E+06 CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK 39.2 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35301:76699

750.3898 2 timecourse_ATM_ctrl2 750.38620 4.8 48.94 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 98.6 100 4.54E+06 RTT#QIINITMTK 19.3 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35447:78747

771.7 3 timecourse_ATM_ctrl1 771.69679 4.16 47.6 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 21.7 100 1.22E+06 LSQLEEHLS#QLQDNPPQEK 21.5 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35449:155619

597.97319 3 timecourse_ATM_combo_4hr 597.97152 2.79 47.4 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 41.8 100 2.04E+06 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:115394

1032.51125 3 timecourse_ATM_combo_8hr 1032.50633 4.77 47.27 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLSQLQDNPPQEK.G 466.2 100 4.02E+07 NEILQGKLS#QLEEHLSQLQDNPPQEK 57 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35451:179010

597.97329 3 timecourse_ATM_combo_2hr 597.97152 2.96 46.28 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 13.7 100 3.89E+05 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35454:111708

771.69922 3 combeffx_ATM_PI3Ki 771.69679 3.16 45.69 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 92.0 100 8.69E+06 LSQLEEHLS#QLQDNPPQEK 34.7 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35298:63386

771.70114 3 timecourse_ATM_combo_2hr 771.69679 5.64 44.84 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 108.1 100 5.11E+06 LSQLEEHLS#QLQDNPPQEK 15.2 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35454:144501

1032.51084 3 timecourse_ATM_combo_2hr 1032.50633 4.37 44.67 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLSQLQDNPPQEK.G 9.2 100 4.32E+05 NEILQGKLS#QLEEHLSQLQDNPPQEK 39.2 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35454:164931

597.97296 3 timecourse_ATM_combo_4hr 597.97152 2.41 44.33 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 37.2 100 1.78E+06 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:117545

771.69931 3 combeffx_ATM_MEKi 771.69679 3.27 43.8 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 19.4 100 1.14E+06 LSQLEEHLS#QLQDNPPQEK 18.2 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35296:54839

771.70098 3 timecourse_ATM_ctrl2 771.69679 5.43 43.38 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 13.3 100 5.54E+05 LSQLEEHLS#QLQDNPPQEK 21.5 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35446:138842

959.45104 4 combeffx_ATM_comboi 959.44686 4.37 43.24 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK.G 84.3 100 1.58E+07 CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35300:84861

1157.04834 2 timecourse_ATM_combo_2hr 1157.04154 5.88 43.14 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 6.7 100 2.61E+05 LSQLEEHLS#QLQDNPPQEK 74.4 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35454:144511

1032.51022 3 timecourse_ATM_combo_4hr 1032.50633 3.77 42.69 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLSQLQDNPPQEK.G 42.8 100 3.02E+06 NEILQGKLS#QLEEHLSQLQDNPPQEK 59 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:174861

750.38896 2 timecourse_ATM_combo_2hr 750.38620 3.68 42.68 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 106.9 100 4.03E+06 RTT#QIINITMTK 13.2 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35455:83895

868.42507 2 timecourse_ATM_combo_1hr 868.41991 5.94 41.82 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 27.1 100 1.79E+06 RRT#T#QIINITMTK 120 1811 95.8 1812 0 0 Nuclear mitotic apparatus protein 1  35456:115441

771.69926 3 timecourse_ATM_combo_8hr 771.69679 3.2 40.67 NUMA1  NUMA1_HUMAN 6 K.LS#QLEEHLSQLQDNPPQEK.G 22.1 100 3.49E+06 LS#QLEEHLSQLQDNPPQEK 19 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35451:155270

1032.51186 3 combeffx_ATM_comboi 1032.50633 5.36 40.61 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLSQLQDNPPQEK.G 21.8 100 2.62E+06 NEILQGKLS#QLEEHLSQLQDNPPQEK 47.6 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35300:81801

868.42468 2 timecourse_ATM_combo_2hr 868.41991 5.49 40.49 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 18.8 100 8.96E+05 RRT#T#QIINITMTK 103.3 1811 68.1 1812 0 0 Nuclear mitotic apparatus protein 1  35454:107058

1157.04753 2 timecourse_ATM_combo_2hr 1157.04154 5.18 40.46 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 6.9 100 2.32E+05 LSQLEEHLS#QLQDNPPQEK 48.7 395 0 0 0 0 Nuclear mitotic apparatus protein 1  35455:144901

579.28578 3 timecourse_ATM_ctrl2 579.28237 5.89 39.37 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 100.2 100 5.68E+06 RRT#T#QIINITMTK 110.8 1811 110.6 1812 0 0 Nuclear mitotic apparatus protein 1  35446:99997

579.2857 3 timecourse_ATM_combo_1hr 579.28237 5.75 39.04 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 137.8 100 9.99E+06 RRT#T#QIINITMTK 100.8 1811 96.7 1812 0 0 Nuclear mitotic apparatus protein 1  35456:115431

868.42393 2 timecourse_ATM_combo_1hr 868.41991 4.63 38.05 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 28.7 100 1.78E+06 RRT#T#QIINITMTK 114.7 1811 89.1 1812 0 0 Nuclear mitotic apparatus protein 1  35457:114992

500.59524 3 timecourse_ATM_combo_1hr 500.59322 4.04 37.88 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 54.8 100 2.53E+06 RTT#QIINITMTK 10.3 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35457:90253

868.42519 2 timecourse_ATM_ctrl1 868.41991 6.08 37.8 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 24.3 100 1.66E+06 RRT#T#QIINITMTK 63.1 1811 68.1 1812 0 0 Nuclear mitotic apparatus protein 1  35448:113911

774.63564 4 combeffx_ATM_comboi 774.63157 5.27 37.69 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLSQLEEHLS#QLQDNPPQEK.G 55.0 100 6.58E+06 NEILQGKLS#QLEEHLSQLQDNPPQEK 1.6 388 0,7 0 0 0 0 Nuclear mitotic apparatus protein 1  35300:81781

794.62702 4 combeffx_ATM_comboi 794.62315 4.87 37.49 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 90.1 100 9.41E+06 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35301:74689

1059.1689 3 combeffx_ATM_comboi 1059.16177 6.73 37.34 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 56.5 100 6.87E+06 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35300:82331

500.59538 3 timecourse_ATM_combo_2hr 500.59322 4.31 37.28 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 51.7 100 1.55E+06 RTT#QIINITMTK 6.6 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35455:83905

939.46029 4 timecourse_ATM_combo_4hr 939.45528 5.33 37.25 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK.G 12.6 100 1.02E+06 CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK 26 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:182321

552.62861 3 combeffx_ATM_PI3Ki 552.62693 3.04 37.19 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITMTK.K 23.7 100 2.02E+06 RRT#TQIINITMTK 11.3 1811 0,1 0 0 0 0 Nuclear mitotic apparatus protein 1  35298:43421

798.35369 3 timecourse_ATM_combo_8hr 798.35223 1.83 37.07 NUMA1  NUMA1_HUMAN 6 K.LS#QLEEHLS#QLQDNPPQEK.G 28.0 100 4.73E+06 LS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35451:158780

597.97282 3 timecourse_ATM_combo_2hr 597.97152 2.17 36.62 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 10.7 100 3.59E+05 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35455:111475

868.42436 2 timecourse_ATM_combo_4hr 868.41991 5.12 36.33 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 18.4 100 1.40E+06 RRT#T#QIINITMTK 114.9 1811 106.9 1812 0 0 Nuclear mitotic apparatus protein 1  35453:112613

952.73868 4 timecourse_ATM_combo_4hr 952.73175 7.27 36.22 NUMA1  NUMA1_HUMAN 5 K.LS#QLEEHLSQLQDNPPQEKGEVLGDVLQLETLK.Q 23.5 100 1.28E+06 LSQLEEHLS#QLQDNPPQEKGEVLGDVLQLETLK 6.4 395 ‐7,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:182631

1059.16796 3 timecourse_ATM_combo_2hr 1059.16177 5.84 36.08 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 117.7 100 4.70E+06 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35455:167401

1059.16878 3 timecourse_ATM_combo_4hr 1059.16177 6.62 36.04 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 465.2 100 2.63E+07 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35453:176281

939.4602 4 timecourse_ATM_combo_8hr 939.45528 5.24 35.7 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK.G 35.7 100 3.59E+06 CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK 12.6 388 0,7 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:183240

579.28472 3 timecourse_ATM_combo_8hr 579.28237 4.06 35.08 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 58.6 100 6.18E+06 RRT#T#QIINITMTK 99.6 1811 97.6 1812 0 0 Nuclear mitotic apparatus protein 1  35450:112840

868.42477 2 timecourse_ATM_ctrl2 868.41991 5.6 35.06 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 15.3 100 9.44E+05 RRT#T#QIINITMTK 103.3 1811 84.4 1812 0 0 Nuclear mitotic apparatus protein 1  35447:101873

868.42393 2 timecourse_ATM_ctrl1 868.41991 4.63 35.01 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 22.3 100 1.35E+06 RRT#T#QIINITMTK 78.7 1811 68.1 1812 0 0 Nuclear mitotic apparatus protein 1  35449:115811

597.97344 3 timecourse_ATM_combo_2hr 597.97152 3.21 34.61 NUMA1  NUMA1_HUMAN 6 R.LQAQLNELQAQLS#QK.E 12.7 100 3.86E+05 LQAQLNELQAQLS#QK 1000 1601 0 0 0 0 Nuclear mitotic apparatus protein 1  35454:111728

579.28526 3 timecourse_ATM_combo_4hr 579.28237 4.99 34.46 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 96.9 100 8.22E+06 RRT#T#QIINITMTK 137.2 1811 124.4 1812 0 0 Nuclear mitotic apparatus protein 1  35452:110453

939.46104 4 timecourse_ATM_combo_8hr 939.45528 6.13 34.42 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK.G 38.2 100 4.14E+06 CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK 26.2 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35451:186270

959.45038 4 combeffx_ATM_PI3Ki 959.44686 3.67 34 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK.G 14.2 100 9.79E+05 CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35299:70524

1059.16784 3 combeffx_ATM_comboi 1059.16177 5.73 33.94 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 58.0 100 5.12E+06 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35301:74699

1032.51126 3 timecourse_ATM_combo_8hr 1032.50633 4.77 33.9 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLSQLQDNPPQEK.G 342.5 100 3.33E+07 NEILQGKLS#QLEEHLSQLQDNPPQEK 31.9 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:176560

500.5957 3 timecourse_ATM_combo_4hr 500.59322 4.95 33.11 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 51.0 100 2.86E+06 RTT#QIINITMTK 13.3 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:87001

828.44202 2 timecourse_ATM_ctrl1 828.43675 6.36 32.94 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITMTK.K 5.8 100 3.26E+05 RRT#TQIINITMTK 21.5 1811 0 0 0 0 Nuclear mitotic apparatus protein 1  35448:106428

557.96079 3 combeffx_ATM_MEKi 557.95857 3.98 32.34 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITM*TK.K 10.2 100 7.75E+05 RRT#TQIINITM*TK 0 1811 0,1 0 0 0 0 Nuclear mitotic apparatus protein 1  35297:36423

1059.16899 3 timecourse_ATM_combo_4hr 1059.16177 6.83 32 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 402.1 100 2.25E+07 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35452:172930

1032.51055 3 timecourse_ATM_combo_4hr 1032.50633 4.09 31.76 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLSQLQDNPPQEK.G 45.1 100 2.70E+06 NEILQGKLS#QLEEHLSQLQDNPPQEK 44.1 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:171610

828.44153 2 timecourse_ATM_combo_1hr 828.43675 5.77 31.58 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITMTK.K 6.0 100 3.51E+05 RRT#TQIINITMTK 0 1811 0,1 0 0 0 0 Nuclear mitotic apparatus protein 1  35456:107477

1059.16756 3 timecourse_ATM_combo_2hr 1059.16177 5.47 31.31 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 112.4 100 4.12E+06 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35454:166111

500.59544 3 timecourse_ATM_combo_8hr 500.59322 4.43 30.96 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 23.0 100 1.81E+06 RTT#QIINITMTK 10.3 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:89023

1059.16894 3 timecourse_ATM_combo_8hr 1059.16177 6.77 30.89 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 1178.7 100 8.24E+07 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35450:177800

557.96032 3 combeffx_ATM_ctrl 557.95857 3.14 30.86 NUMA1  NUMA1_HUMAN 6 R.RRTT#QIINITM*TK.K 9.4 100 1.43E+06 RRTT#QIINITM*TK 7.7 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35294:47851

771.69964 3 combeffx_ATM_ctrl 771.69679 3.69 30.52 NUMA1  NUMA1_HUMAN 6 K.LSQLEEHLS#QLQDNPPQEK.G 6.6 92 5.49E+05 LS#QLEEHLSQLQDNPPQEK 3.5 388 0,7 0 0 0 0 Nuclear mitotic apparatus protein 1  35294:68298



774.63534 4 timecourse_ATM_combo_4hr 774.63157 4.87 30.23 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLSQLQDNPPQEK.G 39.3 100 2.62E+06 NEILQGKLS#QLEEHLSQLQDNPPQEK 23.6 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:174871

579.28459 3 timecourse_ATM_combo_8hr 579.28237 3.83 30.19 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 35.7 94 2.56E+06 RRT#T#QIINITMTK 137.2 1811 138.8 1812 0 0 Nuclear mitotic apparatus protein 1  35451:113852

828.44032 2 timecourse_ATM_combo_1hr 828.43675 4.31 29.78 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITMTK.K 6.7 100 3.03E+05 RRT#TQIINITMTK 10.3 1811 0,1 0 0 0 0 Nuclear mitotic apparatus protein 1  35457:107290

868.42398 2 timecourse_ATM_combo_2hr 868.41991 4.69 29.55 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 17.9 100 8.76E+05 RRT#T#QIINITMTK 128.9 1811 110.5 1812 0 0 Nuclear mitotic apparatus protein 1  35455:106745

959.45271 4 timecourse_ATM_combo_2hr 959.44686 6.1 29.51 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK.G 21.4 100 1.12E+06 CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35455:173361

959.45305 4 timecourse_ATM_combo_4hr 959.44686 6.45 29.16 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK.G 93.0 100 5.67E+06 CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35453:182721

774.63565 4 combeffx_ATM_comboi 774.63157 5.27 29.04 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLSQLQDNPPQEK.G 55.9 100 6.58E+06 NEILQGKLS#QLEEHLSQLQDNPPQEK 9.1 388 0,7 0 0 0 0 Nuclear mitotic apparatus protein 1  35300:81791

557.96031 3 combeffx_ATM_MEKi 557.95857 3.12 28.73 NUMA1  NUMA1_HUMAN 6 R.RRTT#QIINITM*TK.K 11.7 100 8.67E+05 RRTT#QIINITM*TK 27.7 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35296:39501

828.43986 2 timecourse_ATM_ctrl1 828.43675 3.75 28.7 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITMTK.K 6.1 100 2.65E+05 RRT#TQIINITMTK 0 1811 0,1 0 0 0 0 Nuclear mitotic apparatus protein 1  35449:108003

959.45116 4 combeffx_ATM_comboi 959.44686 4.48 28.26 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK.G 84.9 100 1.04E+07 CLEEKNEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35301:76849

758.38703 2 timecourse_ATM_combo_1hr 758.38366 4.44 28.24 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITM*TK.K 4.1 100 3.26E+05 RTT#QIINITM*TK 7.4 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35457:92214

579.28559 3 timecourse_ATM_ctrl2 579.28237 5.56 28.24 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 96.7 100 5.57E+06 RRT#T#QIINITMTK 114.2 1811 99.7 1812 0 0 Nuclear mitotic apparatus protein 1  35447:101863

828.44085 2 timecourse_ATM_combo_4hr 828.43675 4.95 27.9 NUMA1  NUMA1_HUMAN 6 R.RRTT#QIINITMTK.K 5.1 100 3.19E+05 RRTT#QIINITMTK 9.3 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:103281

794.62821 4 timecourse_ATM_combo_2hr 794.62315 6.37 27.53 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 102.3 100 3.23E+06 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35455:167411

952.73671 4 combeffx_ATM_comboi 952.73175 5.21 27.22 NUMA1  NUMA1_HUMAN 5 K.LS#QLEEHLSQLQDNPPQEKGEVLGDVLQLETLK.Q 74.0 100 1.14E+07 LSQLEEHLS#QLQDNPPQEKGEVLGDVLQLETLK 1.5 395 ‐7,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35300:84831

500.59599 3 timecourse_ATM_ctrl1 500.59322 5.53 26.9 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 52.8 100 2.51E+06 RTT#QIINITMTK 10.3 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35448:89540

952.73884 4 timecourse_ATM_combo_4hr 952.73175 7.44 26.31 NUMA1  NUMA1_HUMAN 5 K.LSQLEEHLS#QLQDNPPQEKGEVLGDVLQLETLK.Q 20.0 100 1.21E+06 LSQLEEHLS#QLQDNPPQEKGEVLGDVLQLETLK 5.5 395 ‐7,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:179000

490.73482 2 timecourse_ATM_combo_8hr 490.73166 6.44 25.28 NUMA1  NUMA1_HUMAN 7 S.APAS#QASLR.A 10.6 100 1.81E+05 APAS#QASLR 26.4 1844 0 0 0 0 Nuclear mitotic apparatus protein 1  35450:21162

552.62946 3 timecourse_ATM_combo_1hr 552.62693 4.58 24.54 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITMTK.K 75.6 100 3.51E+06 RRT#TQIINITMTK 8.7 1811 0,1 0 0 0 0 Nuclear mitotic apparatus protein 1  35457:107300

557.96053 3 combeffx_ATM_ctrl 557.95857 3.51 24.38 NUMA1  NUMA1_HUMAN 6 R.RRTT#QIINITM*TK.K 10.4 100 1.26E+06 RRTT#QIINITM*TK 5.4 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35295:46045

552.62921 3 timecourse_ATM_ctrl1 552.62693 4.13 24.35 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITMTK.K 62.3 100 2.89E+06 RRT#TQIINITMTK 13.3 1811 0 0 0 0 Nuclear mitotic apparatus protein 1  35449:108013

579.02716 4 combeffx_ATM_comboi 579.02441 4.75 24.23 NUMA1  NUMA1_HUMAN 6 K.LS#QLEEHLSQLQDNPPQEK.G 18.4 100 2.06E+06 LS#QLEEHLSQLQDNPPQEK 2.7 388 0,7 0 0 0 0 Nuclear mitotic apparatus protein 1  35301:64539

579.28553 3 timecourse_ATM_ctrl1 579.28237 5.46 24.09 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 118.9 100 8.93E+06 RRT#T#QIINITMTK 111.7 1811 113 1812 0 0 Nuclear mitotic apparatus protein 1  35448:113901

828.44167 2 timecourse_ATM_ctrl2 828.43675 5.94 23.31 NUMA1  NUMA1_HUMAN 6 R.RRTT#QIINITMTK.K 5.5 100 1.87E+05 RRT#TQIINITMTK 0 1811 0,1 0 0 0 0 Nuclear mitotic apparatus protein 1  35446:92875

500.59577 3 timecourse_ATM_combo_8hr 500.59322 5.09 23.3 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 17.0 100 1.50E+06 RTT#QIINITMTK 7.5 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35451:89947

579.28475 3 timecourse_ATM_combo_1hr 579.28237 4.11 23.18 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 132.9 100 9.60E+06 RRT#T#QIINITMTK 82.2 1811 87.9 1812 0 0 Nuclear mitotic apparatus protein 1  35457:114982

868.42496 2 timecourse_ATM_ctrl2 868.41991 5.82 22.56 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 16.4 100 8.14E+05 RRT#T#QIINITMTK 102.3 1811 97.9 1812 0 0 Nuclear mitotic apparatus protein 1  35446:99987

758.3876 2 timecourse_ATM_combo_4hr 758.38366 5.2 21.91 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITM*TK.K 3.4 100 1.71E+05 RTT#QIINITM*TK 26.4 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:90512

758.38828 2 timecourse_ATM_ctrl2 758.38366 6.09 21.89 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITM*TK.K 3.8 100 1.70E+05 RTT#QIINITM*TK 26.4 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35447:80497

798.35422 3 timecourse_ATM_combo_8hr 798.35223 2.49 21.8 NUMA1  NUMA1_HUMAN 6 K.LS#QLEEHLS#QLQDNPPQEK.G 31.9 100 4.46E+06 LS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35450:156680

552.62836 3 combeffx_ATM_ctrl 552.62693 2.59 21.71 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITMTK.K 27.3 100 2.44E+06 RRT#TQIINITMTK 0 1811 0,1 0 0 0 0 Nuclear mitotic apparatus protein 1  35294:46913

939.46093 4 timecourse_ATM_combo_4hr 939.45528 6.01 21.66 NUMA1  NUMA1_HUMAN 6 K.CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK.G 11.2 100 9.06E+05 CLEEKNEILQGKLS#QLEEHLSQLQDNPPQEK 20.9 388 0 0 0 0 Nuclear mitotic apparatus protein 1  35452:178670

794.62872 4 timecourse_ATM_combo_4hr 794.62315 7.01 21.23 NUMA1  NUMA1_HUMAN 6 K.NEILQGKLS#QLEEHLS#QLQDNPPQEK.G 387.7 100 1.80E+07 NEILQGKLS#QLEEHLS#QLQDNPPQEK 1000 388 0 395 0 0 Nuclear mitotic apparatus protein 1  35453:176291

579.28559 3 timecourse_ATM_combo_2hr 579.28237 5.56 21.08 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 116.4 100 5.58E+06 RRT#T#QIINITMTK 100.1 1811 92.7 1812 0 0 Nuclear mitotic apparatus protein 1  35454:107068

552.62837 3 combeffx_ATM_PI3Ki 552.62693 2.61 20.91 NUMA1  NUMA1_HUMAN 6 R.RRTT#QIINITMTK.K 25.6 100 1.75E+06 RRTT#QIINITMTK 21.8 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35299:41857

500.59555 3 timecourse_ATM_ctrl2 500.59322 4.65 20.01 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITMTK.K 50.6 100 1.87E+06 RTT#QIINITMTK 13.3 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35446:77509

579.28484 3 timecourse_ATM_combo_4hr 579.28237 4.26 19.81 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 99.4 100 8.10E+06 RRT#T#QIINITMTK 89 1811 92.8 1812 0 0 Nuclear mitotic apparatus protein 1  35453:112603

579.28491 3 timecourse_ATM_combo_2hr 579.28237 4.38 19.75 NUMA1  NUMA1_HUMAN 6 R.RRT#T#QIINITMTK.K 114.7 100 5.56E+06 RRT#T#QIINITMTK 100.8 1811 96.7 1812 0 0 Nuclear mitotic apparatus protein 1  35455:106735

758.38728 2 timecourse_ATM_ctrl1 758.38366 4.77 19.75 NUMA1  NUMA1_HUMAN 6 R.RTT#QIINITM*TK.K 3.7 100 2.51E+05 RTT#QIINITM*TK 13.2 1812 0 0 0 0 Nuclear mitotic apparatus protein 1  35449:92771

952.73674 4 combeffx_ATM_comboi 952.73175 5.24 19.49 NUMA1  NUMA1_HUMAN 5 K.LS#QLEEHLSQLQDNPPQEKGEVLGDVLQLETLK.Q 54.9 100 5.88E+06 LSQLEEHLS#QLQDNPPQEKGEVLGDVLQLETLK 5.8 395 ‐7,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35301:76809

552.62937 3 timecourse_ATM_combo_4hr 552.62693 4.42 18.26 NUMA1  NUMA1_HUMAN 6 R.RRTT#QIINITMTK.K 84.7 100 3.58E+06 RRTT#QIINITMTK 7.7 1812 ‐1,0 0 0 0 0 Nuclear mitotic apparatus protein 1  35453:105252

552.62947 3 timecourse_ATM_combo_2hr 552.62693 4.6 18.2 NUMA1  NUMA1_HUMAN 6 R.RRT#TQIINITMTK.K 57.5 100 1.70E+06 RRT#TQIINITMTK 10.3 1811 0,1 0 0 0 0 Nuclear mitotic apparatus protein 1  35455:99519

725.82372 2 timecourse_ATM_ctrl1 725.81974 5.48 53.12 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 9.9 100 9.63E+04 SHSLS#QHTATSSK 26.8 219 0 0 0 0 Nuclear pore complex protein Nup153  35449:84477

725.82353 2 timecourse_ATM_combo_1hr 725.81974 5.22 42.78 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 11.9 100 1.04E+05 SHSLS#QHTATSSK 40.7 219 0 0 0 0 Nuclear pore complex protein Nup153  35457:83635

725.82465 2 timecourse_ATM_combo_1hr 725.81974 6.76 40.76 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 13.8 100 1.09E+05 SHSLS#QHTATSSK 30.8 219 0 0 0 0 Nuclear pore complex protein Nup153  35456:83331

725.82418 2 timecourse_ATM_combo_8hr 725.81974 6.12 38.55 NUP153  NU153_HUMAN 4 R.SHSLSQHT#ATSSK.K 8.6 100 9.26E+04 SHSLS#QHTATSSK 13.4 219 0 0 0 0 Nuclear pore complex protein Nup153  35451:83405

725.82402 2 timecourse_ATM_combo_8hr 725.81974 5.9 37.17 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 6.8 100 8.10E+04 SHSLS#QHTATSSK 18.5 219 0 0 0 0 Nuclear pore complex protein Nup153  35450:82659

725.82385 2 timecourse_ATM_combo_4hr 725.81974 5.66 34.22 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 9.5 100 7.86E+04 SHSLS#QHTATSSK 21.3 219 0 0 0 0 Nuclear pore complex protein Nup153  35453:82294

725.82511 2 timecourse_ATM_ctrl1 725.81974 7.4 31.72 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 12.3 100 8.50E+04 SHSLS#QHTATSSK 7 219 0,3 0 0 0 0 Nuclear pore complex protein Nup153  35448:83166

738.82861 2 timecourse_ATM_ctrl1 738.82396 6.29 31.05 NUP153  NU153_HUMAN 4 K.TS#QLGDSPFYPGK.T 7.7 100 3.88E+05 T#SQLGDSPFYPGK 0 251 0,1 0 0 0 0 Nuclear pore complex protein Nup153  35448:86549

725.82425 2 timecourse_ATM_combo_4hr 725.81974 6.21 29.68 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 8.3 100 7.09E+04 SHSLS#QHTATSSK 28.5 219 0 0 0 0 Nuclear pore complex protein Nup153  35452:80628

725.82481 2 timecourse_ATM_ctrl2 725.81974 6.99 28.6 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 7.4 100 4.99E+04 SHSLS#QHTATSSK 21.3 219 0 0 0 0 Nuclear pore complex protein Nup153  35446:71852

725.82377 2 timecourse_ATM_combo_2hr 725.81974 5.55 27.83 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 9.4 100 4.81E+04 SHSLS#QHTATSSK 4.3 219 ‐2,0 0 0 0 0 Nuclear pore complex protein Nup153  35455:77788

725.82492 2 timecourse_ATM_combo_2hr 725.81974 7.14 16.68 NUP153  NU153_HUMAN 4 R.SHSLS#QHTATSSK.K 8.3 100 5.60E+04 SHSLS#QHTATSSK 4.4 219 0,3 0 0 0 0 Nuclear pore complex protein Nup153  35454:78338

1051.43013 2 timecourse_ATM_combo_4hr 1051.42338 6.42 76.43 NUP205  NU205_HUMAN 4 R.HLEYYLLHCMPTDS#QD.S 8.2 100 3.70E+05 HLEYYLLHCMPTDS#QD 37.4 1920 0 0 0 0 Nuclear pore complex protein Nup205  35452:138587

1051.43026 2 timecourse_ATM_combo_4hr 1051.42338 6.54 65.14 NUP205  NU205_HUMAN 4 R.HLEYYLLHCMPTDS#QD.S 7.5 100 3.59E+05 HLEYYLLHCMPTDS#QD 24.8 1920 0 0 0 0 Nuclear pore complex protein Nup205  35453:141197

1051.42931 2 timecourse_ATM_combo_8hr 1051.42338 5.65 62.37 NUP205  NU205_HUMAN 4 R.HLEYYLLHCMPTDS#QD.S 24.4 100 2.01E+06 HLEYYLLHCMPT#DSQD 11.3 1918 0,2 0 0 0 0 Nuclear pore complex protein Nup205  35451:143621

1051.42927 2 timecourse_ATM_combo_8hr 1051.42338 5.6 62.06 NUP205  NU205_HUMAN 4 R.HLEYYLLHCMPTDS#QD.S 21.9 100 1.70E+06 HLEYYLLHCMPTDS#QD 24.8 1920 0 0 0 0 Nuclear pore complex protein Nup205  35450:141563

444.70392 2 combeffx_ATM_ctrl 444.70238 3.46 29.47 NUP214  NU214_HUMAN 3 R.SAFLS#QR.Y 33.0 100 1.98E+06 SAFLS#QR 50.7 974 0 0 0 0 Nuclear pore complex protein Nup214  35294:4333

444.70343 2 combeffx_ATM_PI3Ki 444.70238 2.36 28.7 NUP214  NU214_HUMAN 3 R.SAFLS#QR.Y 174.1 100 8.39E+06 SAFLS#QR 65 974 0 0 0 0 Nuclear pore complex protein Nup214  35298:4274

444.70344 2 combeffx_ATM_PI3Ki 444.70238 2.38 26.15 NUP214  NU214_HUMAN 3 R.SAFLS#QR.Y 174.0 100 6.68E+06 SAFLS#QR 44.3 974 0 0 0 0 Nuclear pore complex protein Nup214  35299:4271

527.28511 2 timecourse_ATM_combo_4hr 527.28186 6.16 38.73 NUP85  NUP85_HUMAN 6 K.SRKS#QLVR.V 117.0 100 1.05E+06 SRKS#QLVR 53.2 96 0 0 0 0 Nuclear pore complex protein Nup85  35453:28879

527.28517 2 timecourse_ATM_combo_1hr 527.28186 6.28 32.68 NUP85  NUP85_HUMAN 6 K.SRKS#QLVR.V 107.4 100 1.20E+06 SRKS#QLVR 37.5 96 0 0 0 0 Nuclear pore complex protein Nup85  35456:29047

527.28487 2 timecourse_ATM_combo_8hr 527.28186 5.71 32.33 NUP85  NUP85_HUMAN 6 K.SRKS#QLVR.V 69.7 100 7.94E+05 SRKS#QLVR 41.3 96 0 0 0 0 Nuclear pore complex protein Nup85  35451:29099

527.28504 2 timecourse_ATM_ctrl2 527.28186 6.03 31.19 NUP85  NUP85_HUMAN 6 K.SRKS#QLVR.V 92.8 100 7.18E+05 SRKS#QLVR 53.2 96 0 0 0 0 Nuclear pore complex protein Nup85  35447:25247

527.2848 2 timecourse_ATM_combo_2hr 527.28186 5.58 30.33 NUP85  NUP85_HUMAN 6 K.SRKS#QLVR.V 88.0 100 6.18E+05 SRKS#QLVR 53.2 96 0 0 0 0 Nuclear pore complex protein Nup85  35455:26720

661.31264 3 timecourse_ATM_combo_2hr 661.30909 5.37 35.12 NUP88  NUP88_HUMAN 1 R.LRGPSGGGEEPALS#QYQR.L 5.6 94 2.01E+05 LRGPSGGGEEPALS#QYQR 18 96 0 0 0 0 Nuclear pore complex protein Nup88  35454:126575

661.31305 3 timecourse_ATM_combo_1hr 661.30909 5.99 29.91 NUP88  NUP88_HUMAN 1 R.LRGPSGGGEEPALS#QYQR.L 9.4 94 4.05E+05 LRGPSGGGEEPALS#QYQR 28.3 96 0 0 0 0 Nuclear pore complex protein Nup88  35456:136269

1165.55498 3 combeffx_ATM_comboi 1165.55028 4.04 83.05 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 29.6 100 3.42E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 22.7 159 0 0 0 0 Nuclear pore complex protein Nup93  35301:76199

1023.45216 2 timecourse_ATM_combo_8hr 1023.44623 5.79 81.2 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 59.2 100 5.59E+06 FT#QESEPSYISDVGPPGR 39 159 0 0 0 0 Nuclear pore complex protein Nup93  35451:140201

1023.4521 2 timecourse_ATM_combo_8hr 1023.44623 5.74 81.01 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 53.4 100 4.64E+06 FT#QESEPSYISDVGPPGR 22.8 159 0 0 0 0 Nuclear pore complex protein Nup93  35450:138313

1023.45208 2 timecourse_ATM_combo_4hr 1023.44623 5.72 79.71 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 32.7 100 2.03E+06 FT#QESEPSYISDVGPPGR 22.6 159 0 0 0 0 Nuclear pore complex protein Nup93  35453:138087

1165.55443 3 combeffx_ATM_ctrl 1165.55028 3.57 78.14 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 22.3 100 1.67E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 47.8 159 0 0 0 0 Nuclear pore complex protein Nup93  35294:77854

1165.55341 3 combeffx_ATM_PI3Ki 1165.55028 2.69 74.67 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 39.8 100 4.29E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 32.1 159 0 0 0 0 Nuclear pore complex protein Nup93  35298:74206

1023.45315 2 timecourse_ATM_combo_4hr 1023.44623 6.76 70.73 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 27.5 100 1.79E+06 FT#QESEPSYISDVGPPGR 16.8 159 0 0 0 0 Nuclear pore complex protein Nup93  35452:135387

603.28934 2 combeffx_ATM_PI3Ki 603.28734 3.33 70.41 NUP93  NUP93_HUMAN 1 R.GLDISHIS#QR.L 84.3 100 4.90E+06 GLDISHIS#QR 58.3 75 0 0 0 0 Nuclear pore complex protein Nup93  35299:18745

1023.45196 2 timecourse_ATM_combo_2hr 1023.44623 5.6 70.01 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 8.4 100 3.68E+05 FT#QESEPSYISDVGPPGR 15 159 0 0 0 0 Nuclear pore complex protein Nup93  35454:131375

1165.55358 3 combeffx_ATM_PI3Ki 1165.55028 2.83 63.54 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 38.8 100 2.72E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 47.6 159 0 0 0 0 Nuclear pore complex protein Nup93  35299:69984

1165.558 3 timecourse_ATM_combo_2hr 1165.55028 6.62 63.29 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 139.0 100 7.33E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 47.8 159 0 0 0 0 Nuclear pore complex protein Nup93  35455:171081

1165.55635 3 combeffx_ATM_comboi 1165.55028 5.21 62.48 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 30.2 100 4.83E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 39.5 159 0 0 0 0 Nuclear pore complex protein Nup93  35300:84151

1165.55972 3 timecourse_ATM_combo_8hr 1165.55028 8.1 60.18 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 62.0 100 5.48E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 18.6 159 0 0 0 0 Nuclear pore complex protein Nup93  35451:184500

603.28997 2 combeffx_ATM_comboi 603.28734 4.36 54.15 NUP93  NUP93_HUMAN 1 R.GLDISHIS#QR.L 50.3 100 4.13E+06 GLDISHIS#QR 49.6 75 0 0 0 0 Nuclear pore complex protein Nup93  35301:19309

603.28983 2 combeffx_ATM_MEKi 603.28734 4.13 54.04 NUP93  NUP93_HUMAN 1 R.GLDISHIS#QR.L 25.7 100 8.12E+05 GLDISHIS#QR 65.2 75 0 0 0 0 Nuclear pore complex protein Nup93  35297:16922

1165.55952 3 timecourse_ATM_combo_4hr 1165.55028 7.93 53.75 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 121.2 100 8.22E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 53.4 159 0 0 0 0 Nuclear pore complex protein Nup93  35452:176740

603.28904 2 combeffx_ATM_MEKi 603.28734 2.82 52.08 NUP93  NUP93_HUMAN 1 R.GLDISHIS#QR.L 21.6 100 1.10E+06 GLDISHIS#QR 53.5 75 0 0 0 0 Nuclear pore complex protein Nup93  35296:18204

522.76227 2 timecourse_ATM_combo_8hr 522.75990 4.53 51.63 NUP93  NUP93_HUMAN 2 R.LTLS#QFQK.Q 19.1 100 1.66E+06 LTLS#QFQK 42.6 438 0 0 0 0 Nuclear pore complex protein Nup93  35450:28036

603.28905 2 combeffx_ATM_PI3Ki 603.28734 2.83 49.23 NUP93  NUP93_HUMAN 1 R.GLDISHIS#QR.L 76.9 100 5.73E+06 GLDISHIS#QR 68.6 75 0 0 0 0 Nuclear pore complex protein Nup93  35298:19248

993.78106 3 combeffx_ATM_MEKi 993.77786 3.22 48.7 NUP93  NUP93_HUMAN 2 K.LNQVCFDDDGTSSPQDRLT#LSQFQK.Q 5.8 100 2.69E+05 LNQVCFDDDGTSSPQDRLTLS#QFQK 25.9 438 0 0 0 0 Nuclear pore complex protein Nup93  35296:61418

682.63705 3 timecourse_ATM_combo_8hr 682.63325 5.57 46.89 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 37.2 100 3.58E+06 FT#QESEPSYISDVGPPGR 7.1 159 0,3 0 0 0 0 Nuclear pore complex protein Nup93  35450:138303

603.29004 2 combeffx_ATM_comboi 603.28734 4.48 46.68 NUP93  NUP93_HUMAN 1 R.GLDISHIS#QR.L 49.1 100 5.59E+06 GLDISHIS#QR 49.6 75 0 0 0 0 Nuclear pore complex protein Nup93  35300:21046

1165.55954 3 timecourse_ATM_combo_8hr 1165.55028 7.94 46.31 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFTQES#EPSYISDVGPPGR.S 60.4 100 4.48E+06 ILHTLLASGEDALDFTQES#EPSYISDVGPPGR 18.6 162 0 0 0 0 Nuclear pore complex protein Nup93  35450:181490

603.28922 2 combeffx_ATM_ctrl 603.28734 3.12 44.03 NUP93  NUP93_HUMAN 1 R.GLDISHIS#QR.L 15.3 100 1.46E+06 GLDISHIS#QR 58.3 75 0 0 0 0 Nuclear pore complex protein Nup93  35294:20010

1165.55934 3 timecourse_ATM_ctrl1 1165.55028 7.77 43.67 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 171.4 100 1.16E+07 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 12.2 159 ‐12,3 0 0 0 0 Nuclear pore complex protein Nup93  35448:178150

765.36742 2 timecourse_ATM_combo_1hr 765.36398 4.49 43.27 NUP93  NUP93_HUMAN 1 R.TLTRTS#QETADVK.A 13.4 100 2.56E+05 TLTRTS#QETADVK 19.3 52 0 0 0 0 Nuclear pore complex protein Nup93  35457:93829

522.7623 2 timecourse_ATM_combo_8hr 522.75990 4.59 43.14 NUP93  NUP93_HUMAN 2 R.LTLS#QFQK.Q 18.7 100 1.70E+06 LTLS#QFQK 42.6 438 0 0 0 0 Nuclear pore complex protein Nup93  35451:28126

1165.55938 3 timecourse_ATM_ctrl2 1165.55028 7.81 42.54 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 116.2 100 6.56E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 8.7 159 0,3 0 0 0 0 Nuclear pore complex protein Nup93  35446:165332

682.63711 3 timecourse_ATM_combo_4hr 682.63325 5.65 40.28 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 19.0 100 1.41E+06 FT#QESEPSYISDVGPPGR 7.1 159 0,3 0 0 0 0 Nuclear pore complex protein Nup93  35452:135377

682.63699 3 timecourse_ATM_combo_8hr 682.63325 5.48 40.16 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 28.5 100 3.14E+06 FT#QESEPSYISDVGPPGR 6.8 159 0,3 0 0 0 0 Nuclear pore complex protein Nup93  35451:140191

522.76254 2 timecourse_ATM_ctrl1 522.75990 5.05 39.94 NUP93  NUP93_HUMAN 2 R.LTLS#QFQK.Q 28.8 100 1.95E+06 LTLS#QFQK 42.6 438 0 0 0 0 Nuclear pore complex protein Nup93  35448:28232

1165.55918 3 timecourse_ATM_combo_4hr 1165.55028 7.64 39.74 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 131.2 100 9.47E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 7.3 159 0,3 0 0 0 0 Nuclear pore complex protein Nup93  35453:180281

1165.55792 3 timecourse_ATM_combo_1hr 1165.55028 6.55 37.8 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 173.0 100 1.29E+07 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 7.3 159 ‐12,0 0 0 0 0 Nuclear pore complex protein Nup93  35457:182375

765.36799 2 timecourse_ATM_ctrl2 765.36398 5.24 37 NUP93  NUP93_HUMAN 1 R.TLTRTS#QETADVK.A 9.3 100 1.09E+05 TLTRTS#QETADVK 21.5 52 0 0 0 0 Nuclear pore complex protein Nup93  35447:81867

765.36864 2 timecourse_ATM_ctrl1 765.36398 6.09 35.28 NUP93  NUP93_HUMAN 1 R.TLTRTS#QETADVK.A 12.4 100 2.09E+05 TLTRTS#QETADVK 32.4 52 0 0 0 0 Nuclear pore complex protein Nup93  35448:93115

682.63652 3 timecourse_ATM_combo_2hr 682.63325 4.79 35.06 NUP93  NUP93_HUMAN 2 D.FTQES#EPSYISDVGPPGR.S 6.1 100 2.40E+05 FTQES#EPSYISDVGPPGR 10.4 162 ‐3,0 0 0 0 0 Nuclear pore complex protein Nup93  35455:131660

874.4204 4 timecourse_ATM_combo_2hr 874.41453 6.71 34.22 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 30.5 100 1.53E+06 ILHTLLASGEDALDFTQES#EPSYISDVGPPGR 4.9 162 ‐11,4 0 0 0 0 Nuclear pore complex protein Nup93  35455:171091

1165.55968 3 timecourse_ATM_ctrl2 1165.55028 8.06 33.94 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 105.9 100 7.63E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 12.4 159 ‐8,0 0 0 0 0 Nuclear pore complex protein Nup93  35447:168943

765.36802 2 timecourse_ATM_combo_2hr 765.36398 5.28 33.01 NUP93  NUP93_HUMAN 1 R.TLTRTS#QETADVK.A 14.9 100 1.87E+05 TLTRTS#QETADVK 10.3 52 ‐1,0 0 0 0 0 Nuclear pore complex protein Nup93  35455:87215

603.28968 2 timecourse_ATM_combo_1hr 603.28734 3.88 32.89 NUP93  NUP93_HUMAN 1 R.GLDISHIS#QR.L 136.2 100 4.04E+06 GLDISHIS#QR 68.6 75 0 0 0 0 Nuclear pore complex protein Nup93  35457:50790

1165.55864 3 timecourse_ATM_combo_2hr 1165.55028 7.17 32.48 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 122.0 100 6.10E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 10.2 159 ‐8,0 0 0 0 0 Nuclear pore complex protein Nup93  35454:169631

682.63675 3 timecourse_ATM_combo_4hr 682.63325 5.13 32.03 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 16.4 100 1.21E+06 FT#QESEPSYISDVGPPGR 6 159 0,3 0 0 0 0 Nuclear pore complex protein Nup93  35453:138077

1165.55981 3 timecourse_ATM_combo_1hr 1165.55028 8.18 31.7 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 160.5 100 1.18E+07 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 17.9 159 0 0 0 0 Nuclear pore complex protein Nup93  35456:181576

765.36706 2 timecourse_ATM_ctrl1 765.36398 4.02 31.55 NUP93  NUP93_HUMAN 1 R.TLTRTS#QETADVK.A 12.4 100 2.24E+05 TLTRTS#QETADVK 16.2 52 0 0 0 0 Nuclear pore complex protein Nup93  35449:94332

765.36809 2 timecourse_ATM_combo_4hr 765.36398 5.37 31.38 NUP93  NUP93_HUMAN 1 R.TLTRTS#QETADVK.A 8.2 100 1.11E+05 TLTRTS#QETADVK 11.5 52 ‐1,0 0 0 0 0 Nuclear pore complex protein Nup93  35452:90401

874.42189 4 timecourse_ATM_combo_1hr 874.41453 8.42 31.2 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 36.6 100 2.34E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 3.3 159 0,7 0 0 0 0 Nuclear pore complex protein Nup93  35456:181586

603.29088 2 timecourse_ATM_combo_1hr 603.28734 5.87 30.01 NUP93  NUP93_HUMAN 1 R.GLDISHIS#QR.L 122.8 100 3.98E+06 GLDISHIS#QR 37.5 75 0 0 0 0 Nuclear pore complex protein Nup93  35456:50403

765.3688 2 timecourse_ATM_combo_2hr 765.36398 6.3 29.85 NUP93  NUP93_HUMAN 1 R.TLTRTS#QETADVK.A 17.4 100 2.00E+05 TLTRTS#QETADVK 0 52 ‐1,0 0 0 0 0 Nuclear pore complex protein Nup93  35454:87679

1165.55695 3 timecourse_ATM_ctrl1 1165.55028 5.72 28.13 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 178.3 100 1.28E+07 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 3.8 159 ‐8,0 0 0 0 0 Nuclear pore complex protein Nup93  35449:181099

765.3682 2 timecourse_ATM_combo_1hr 765.36398 5.51 27.77 NUP93  NUP93_HUMAN 1 R.TLTRTS#QETADVK.A 14.1 100 2.29E+05 TLTRTS#QETADVK 28.9 52 0 0 0 0 Nuclear pore complex protein Nup93  35456:93755

522.76205 2 timecourse_ATM_combo_1hr 522.75990 4.11 27.62 NUP93  NUP93_HUMAN 2 R.LTLS#QFQK.Q 32.9 100 2.07E+06 LTLS#QFQK 42.6 438 0 0 0 0 Nuclear pore complex protein Nup93  35457:28039

765.36877 2 timecourse_ATM_ctrl2 765.36398 6.26 26.02 NUP93  NUP93_HUMAN 1 R.TLTRTS#QETADVK.A 8.5 100 8.46E+04 TLTRTS#QETADVK 22.9 52 0 0 0 0 Nuclear pore complex protein Nup93  35446:80666

682.63667 3 combeffx_ATM_comboi 682.63325 5.01 25.94 NUP93  NUP93_HUMAN 2 D.FT#QESEPSYISDVGPPGR.S 6.2 100 9.48E+05 FT#QESEPSYISDVGPPGR 10.1 159 0,3 0 0 0 0 Nuclear pore complex protein Nup93  35301:59004

522.7619 2 timecourse_ATM_ctrl1 522.75990 3.83 25.69 NUP93  NUP93_HUMAN 2 R.LTLS#QFQK.Q 32.8 100 2.08E+06 LTLS#QFQK 42.6 438 0 0 0 0 Nuclear pore complex protein Nup93  35449:28622

522.762 2 combeffx_ATM_MEKi 522.75990 4.02 24.77 NUP93  NUP93_HUMAN 2 R.LTLS#QFQK.Q 25.8 100 9.11E+05 LTLS#QFQK 42.6 438 0 0 0 0 Nuclear pore complex protein Nup93  35297:10995

874.42107 4 timecourse_ATM_combo_2hr 874.41453 7.48 24.38 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFT#QESEPSYISDVGPPGR.S 28.3 100 1.40E+06 ILHTLLASGEDALDFTQES#EPSYISDVGPPGR 12.6 162 0,6 0 0 0 0 Nuclear pore complex protein Nup93  35454:169641

522.763 2 timecourse_ATM_combo_1hr 522.75990 5.93 22.52 NUP93  NUP93_HUMAN 2 R.LTLS#QFQK.Q 27.4 100 2.03E+06 LTLS#QFQK 42.6 438 0 0 0 0 Nuclear pore complex protein Nup93  35456:28049

874.42132 4 timecourse_ATM_ctrl2 874.41453 7.77 22.14 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFTQES#EPSYISDVGPPGR.S 35.0 100 1.79E+06 ILHTLLASGEDALDFT#QESEPSYISDVGPPGR 4.6 159 0,7 0 0 0 0 Nuclear pore complex protein Nup93  35446:165322

874.42058 4 timecourse_ATM_combo_1hr 874.41453 6.92 20.03 NUP93  NUP93_HUMAN 2 R.ILHTLLASGEDALDFTQES#EPSYISDVGPPGR.S 49.3 100 2.90E+06 ILHTLLASGEDALDFTQES#EPSYISDVGPPGR 6.7 162 ‐3,3 0 0 0 0 Nuclear pore complex protein Nup93  35457:182385

655.8112 2 timecourse_ATM_ctrl1 655.80864 3.9 18.62 NUP93  NUP93_HUMAN 2 R.VIEDRDS#QLR.S 4.5 100 7.04E+04 VIEDRDS#QLR 1000 783 0 0 0 0 Nuclear pore complex protein Nup93  35449:67785

672.27227 2 timecourse_ATM_combo_1hr 672.26849 5.62 45.35 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 106.6 100 3.60E+06 ADTS#QEICSPR 32.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35456:71378

672.27228 2 timecourse_ATM_ctrl2 672.26849 5.64 43.56 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 78.8 100 1.88E+06 ADTS#QEICSPR 26.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35447:62015

672.27258 2 timecourse_ATM_combo_8hr 672.26849 6.08 37.66 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 53.8 100 1.63E+06 ADTS#QEICSPR 32.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35451:70746

672.2724 2 timecourse_ATM_combo_4hr 672.26849 5.83 37.14 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 75.3 100 2.09E+06 ADTS#QEICSPR 28.9 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35453:70127

672.27235 2 timecourse_ATM_combo_8hr 672.26849 5.74 34.89 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 45.8 100 1.59E+06 ADTS#QEICSPR 32.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35450:70296

672.27275 2 timecourse_ATM_ctrl1 672.26849 6.34 34.82 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 83.5 100 2.63E+06 ADTS#QEICSPR 32.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35448:71166

672.27233 2 timecourse_ATM_combo_4hr 672.26849 5.71 32.81 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 65.5 100 2.15E+06 ADTS#QEICSPR 32.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35452:68575

672.27187 2 timecourse_ATM_combo_1hr 672.26849 5.03 30.78 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 102.7 100 3.50E+06 ADTS#QEICSPR 32.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35457:71440

672.27191 2 timecourse_ATM_combo_2hr 672.26849 5.09 30.3 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 97.0 100 2.16E+06 ADTS#QEICSPR 32.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35455:66511

712.2563 2 timecourse_ATM_combo_1hr 712.25165 6.53 28.22 NUP98  NUP98_HUMAN 0 K.ADTS#QEICS#PR.L 16.6 100 5.62E+05 ADTS#QEICS#PR 32.4 1023 96.7 1028 0 0 Nuclear pore complex protein Nup98‐Nup96  35456:80526

672.27142 2 timecourse_ATM_ctrl1 672.26849 4.36 27.3 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 87.1 100 2.65E+06 ADTS#QEICSPR 32.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35449:72048

712.25517 2 timecourse_ATM_combo_1hr 712.25165 4.94 27.14 NUP98  NUP98_HUMAN 0 K.ADTS#QEICS#PR.L 11.8 100 4.35E+05 ADTS#QEICS#PR 16.2 1023 72.8 1028 0 0 Nuclear pore complex protein Nup98‐Nup96  35457:80846

712.25608 2 timecourse_ATM_combo_4hr 712.25165 6.22 23.64 NUP98  NUP98_HUMAN 0 K.ADTS#QEICS#PR.L 8.5 100 2.47E+05 ADTS#QEICS#PR 32.4 1023 89.1 1028 0 0 Nuclear pore complex protein Nup98‐Nup96  35453:79584

672.27254 2 timecourse_ATM_ctrl2 672.26849 6.02 23.56 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 70.9 100 1.72E+06 ADTS#QEICSPR 18.4 1023 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35446:61125

712.25545 2 timecourse_ATM_combo_2hr 712.25165 5.34 23.02 NUP98  NUP98_HUMAN 0 K.ADTS#QEICS#PR.L 14.1 100 3.42E+05 ADTS#QEICS#PR 16.2 1023 68.1 1028 0 0 Nuclear pore complex protein Nup98‐Nup96  35455:75167

712.25528 2 timecourse_ATM_ctrl1 712.25165 5.1 21.1 NUP98  NUP98_HUMAN 0 K.ADTS#QEICS#PR.L 8.5 100 3.42E+05 ADTS#QEICS#PR 28.9 1023 95.8 1028 0 0 Nuclear pore complex protein Nup98‐Nup96  35449:81614

712.25581 2 timecourse_ATM_combo_4hr 712.25165 5.84 20.08 NUP98  NUP98_HUMAN 0 K.ADTS#QEICS#PR.L 11.3 100 2.85E+05 ADTS#QEICS#PR 28.9 1023 65.6 1028 0 0 Nuclear pore complex protein Nup98‐Nup96  35452:77886

712.25656 2 timecourse_ATM_ctrl1 712.25165 6.89 19.42 NUP98  NUP98_HUMAN 0 K.ADTS#QEICS#PR.L 11.6 100 4.07E+05 ADTS#QEICS#PR 28.9 1023 64.3 1028 0 0 Nuclear pore complex protein Nup98‐Nup96  35448:80387

672.27264 2 timecourse_ATM_combo_2hr 672.26849 6.17 19.37 NUP98  NUP98_HUMAN 0 K.ADTS#QEICSPR.L 102.6 100 2.17E+06 ADTS#QEICSPR 6.9 1023 ‐1,0 0 0 0 0 Nuclear pore complex protein Nup98‐Nup96  35454:67101

806.34274 2 timecourse_ATM_combo_4hr 806.33826 5.56 59.78 NUSAP1  NUSAP_HUMAN 4 R.GRLS#VAST#PIS#QR.R 14.8 100 8.54E+05 GRLS#VAST#PIS#QR 73.3 240 10.3 244 ‐1,0 65 247 Nucleolar and spindle‐associated protein 1  35452:98531

806.34244 2 timecourse_ATM_combo_8hr 806.33826 5.18 53.03 NUSAP1  NUSAP_HUMAN 4 R.GRLS#VAST#PIS#QR.R 11.5 100 7.81E+05 GRLS#VAST#PIS#QR 64.5 240 11.5 244 ‐1,0 55.1 247 Nucleolar and spindle‐associated protein 1  35451:101803

806.34186 2 timecourse_ATM_combo_2hr 806.33826 4.46 51.57 NUSAP1  NUSAP_HUMAN 4 R.GRLS#VAST#PIS#QR.R 21.7 100 8.66E+05 GRLS#VAST#PIS#QR 73.3 240 11.5 244 ‐1,0 49 247 Nucleolar and spindle‐associated protein 1  35455:94950

806.34214 2 timecourse_ATM_combo_1hr 806.33826 4.81 47.35 NUSAP1  NUSAP_HUMAN 4 R.GRLS#VAST#PIS#QR.R 19.5 100 1.23E+06 GRLS#VAST#PIS#QR 68.6 240 11.5 244 ‐1,0 55.1 247 Nucleolar and spindle‐associated protein 1  35457:102232

806.34283 2 timecourse_ATM_combo_1hr 806.33826 5.67 45.05 NUSAP1  NUSAP_HUMAN 4 R.GRLS#VAST#PIS#QR.R 17.6 100 1.07E+06 GRLS#VAST#PIS#QR 73.3 240 11.5 244 ‐1,0 55.1 247 Nucleolar and spindle‐associated protein 1  35456:102494

693.31689 2 timecourse_ATM_combo_4hr 693.31016 9.71 43.67 NUSAP1  NUSAP_HUMAN 4 R.SCGPAS#QSTLGLK.G 5.4 100 1.98E+05 SCGPAS#QSTLGLK 13.4 260 0 0 0 0 Nucleolar and spindle‐associated protein 1  35452:73469

806.34216 2 timecourse_ATM_combo_4hr 806.33826 4.84 41.12 NUSAP1  NUSAP_HUMAN 4 R.GRLS#VAST#PIS#QR.R 16.1 100 8.62E+05 GRLS#VAST#PIS#QR 73.3 240 11.5 244 ‐1,0 59.3 247 Nucleolar and spindle‐associated protein 1  35453:100502

806.34241 2 timecourse_ATM_combo_2hr 806.33826 5.15 33.4 NUSAP1  NUSAP_HUMAN 4 R.GRLS#VAST#PIS#QR.R 25.8 100 8.93E+05 GRLS#VAST#PIS#QR 58.3 240 13.2 244 55.1 247 Nucleolar and spindle‐associated protein 1  35454:95270

659.79642 2 timecourse_ATM_combo_2hr 659.79381 3.96 32.03 NUSAP1  NUSAP_HUMAN 4 R.LSVAST#PIS#QR.R 16.7 100 4.23E+05 LSVAST#PIS#QR 16.2 244 35 247 0 0 Nucleolar and spindle‐associated protein 1  35455:63767

619.81351 2 timecourse_ATM_combo_1hr 619.81065 4.61 26.83 NUSAP1  NUSAP_HUMAN 4 R.LSVASTPIS#QR.R 9.6 100 3.96E+05 LSVASTPIS#QR 35.8 247 0 0 0 0 Nucleolar and spindle‐associated protein 1  35457:56365

659.7977 2 timecourse_ATM_combo_8hr 659.79381 5.9 25.97 NUSAP1  NUSAP_HUMAN 4 R.LSVAST#PIS#QR.R 10.7 100 3.85E+05 LSVAST#PIS#QR 16.2 244 39.8 247 0 0 Nucleolar and spindle‐associated protein 1  35450:67406

806.34203 2 timecourse_ATM_combo_8hr 806.33826 4.68 25.29 NUSAP1  NUSAP_HUMAN 4 R.GRLS#VAST#PIS#QR.R 12.0 100 6.53E+05 GRLS#VAST#PIS#QR 64.5 240 11.5 244 ‐1,0 39.8 247 Nucleolar and spindle‐associated protein 1  35450:100947

619.81449 2 timecourse_ATM_combo_1hr 619.81065 6.2 22.87 NUSAP1  NUSAP_HUMAN 4 R.LSVASTPIS#QR.R 8.0 100 3.65E+05 LSVASTPIS#QR 35.8 247 0 0 0 0 Nucleolar and spindle‐associated protein 1  35456:56101

619.81378 2 timecourse_ATM_combo_4hr 619.81065 5.05 21.69 NUSAP1  NUSAP_HUMAN 4 R.LSVASTPIS#QR.R 5.6 100 3.14E+05 LSVASTPIS#QR 20.9 247 0 0 0 0 Nucleolar and spindle‐associated protein 1  35452:54230

632.28159 2 timecourse_ATM_combo_2hr 632.27884 4.35 49.25 OCIAD1  OCAD1_HUMAN 2 R.ESYEVSLT#QK.T 16.6 100 4.22E+05 ESYEVSLT#QK 30.8 215 0 0 0 0 OCIA domain‐containing protein 1  35455:56179

632.28236 2 timecourse_ATM_ctrl2 632.27884 5.57 48.48 OCIAD1  OCAD1_HUMAN 2 R.ESYEVSLT#QK.T 9.7 100 3.10E+05 ESYEVSLT#QK 38.7 215 0 0 0 0 OCIA domain‐containing protein 1  35447:52702

632.28221 2 timecourse_ATM_ctrl1 632.27884 5.35 47.94 OCIAD1  OCAD1_HUMAN 2 R.ESYEVSLT#QK.T 23.5 100 8.42E+05 ESYEVSLT#QK 30.8 215 0 0 0 0 OCIA domain‐containing protein 1  35449:61136

632.28267 2 timecourse_ATM_ctrl1 632.27884 6.06 46.79 OCIAD1  OCAD1_HUMAN 2 R.ESYEVSLT#QK.T 25.0 100 8.86E+05 ESYEVSLT#QK 37.4 215 0 0 0 0 OCIA domain‐containing protein 1  35448:60426

632.28267 2 timecourse_ATM_combo_8hr 632.27884 6.06 45.64 OCIAD1  OCAD1_HUMAN 2 R.ESYEVSLT#QK.T 9.8 100 4.05E+05 ESYEVSLT#QK 33.7 215 0 0 0 0 OCIA domain‐containing protein 1  35451:59785

632.2824 2 timecourse_ATM_combo_2hr 632.27884 5.63 31.63 OCIAD1  OCAD1_HUMAN 2 R.ESYEVSLT#QK.T 14.6 100 3.96E+05 ESYEVSLT#QK 26.5 215 0 0 0 0 OCIA domain‐containing protein 1  35454:57017

632.28273 2 timecourse_ATM_ctrl2 632.27884 6.15 29.4 OCIAD1  OCAD1_HUMAN 2 R.ESYEVSLT#QK.T 10.3 100 2.96E+05 ESYEVSLT#QK 28.5 215 0 0 0 0 OCIA domain‐containing protein 1  35446:52064

632.28242 2 timecourse_ATM_combo_1hr 632.27884 5.66 28.52 OCIAD1  OCAD1_HUMAN 2 R.ESYEVSLT#QK.T 16.7 100 6.20E+05 ESYEVSLT#QK 33.7 215 0 0 0 0 OCIA domain‐containing protein 1  35456:60301

632.28241 2 timecourse_ATM_combo_8hr 632.27884 5.65 26.81 OCIAD1  OCAD1_HUMAN 2 R.ESYEVSLT#QK.T 8.3 100 3.94E+05 ESYEVSLT#QK 30.8 215 0 0 0 0 OCIA domain‐containing protein 1  35450:59798

891.43846 2 combeffx_ATM_comboi 891.43440 4.55 92.25 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 44.5 100 4.95E+06 IALNLEGCALS#QGSLR 64.5 420 0 0 0 0 Opioid growth factor receptor  35301:49243

891.43853 2 combeffx_ATM_comboi 891.43440 4.63 90.23 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 51.0 100 8.19E+06 IALNLEGCALS#QGSLR 73.3 420 0 0 0 0 Opioid growth factor receptor  35300:53906

891.43939 2 timecourse_ATM_combo_8hr 891.43440 5.6 87.83 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 24.6 100 1.34E+06 IALNLEGCALS#QGSLR 58.3 420 0 0 0 0 Opioid growth factor receptor  35450:117000

891.43713 2 combeffx_ATM_PI3Ki 891.43440 3.06 85.74 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 20.9 100 1.29E+06 IALNLEGCALS#QGSLR 64.5 420 0 0 0 0 Opioid growth factor receptor  35299:46610

891.43712 2 combeffx_ATM_PI3Ki 891.43440 3.05 77.35 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 25.7 100 1.95E+06 IALNLEGCALS#QGSLR 64.5 420 0 0 0 0 Opioid growth factor receptor  35298:48811

891.43945 2 timecourse_ATM_combo_8hr 891.43440 5.67 74.72 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 26.1 100 1.67E+06 IALNLEGCALS#QGSLR 58.3 420 0 0 0 0 Opioid growth factor receptor  35451:118202

891.43966 2 timecourse_ATM_combo_4hr 891.43440 5.9 71.59 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 33.3 100 1.47E+06 IALNLEGCALS#QGSLR 53.2 420 0 0 0 0 Opioid growth factor receptor  35453:116675

891.43861 2 timecourse_ATM_combo_1hr 891.43440 4.72 66.48 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 10.8 100 4.53E+05 IALNLEGCALS#QGSLR 49.6 420 0 0 0 0 Opioid growth factor receptor  35457:119143

594.62897 3 combeffx_ATM_comboi 594.62536 6.07 64.28 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 43.0 100 3.88E+06 IALNLEGCALS#QGSLR 25.9 420 0 0 0 0 Opioid growth factor receptor  35301:49253

891.43957 2 timecourse_ATM_combo_2hr 891.43440 5.8 64.06 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 11.6 100 3.60E+05 IALNLEGCALS#QGSLR 20.9 420 0 0 0 0 Opioid growth factor receptor  35454:110848

594.62816 3 combeffx_ATM_comboi 594.62536 4.71 60.1 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 44.6 100 6.83E+06 IALNLEGCALS#QGSLR 27.2 420 0 0 0 0 Opioid growth factor receptor  35300:53916

891.43896 2 timecourse_ATM_combo_2hr 891.43440 5.12 59.71 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 9.7 100 3.76E+05 IALNLEGCALS#QGSLR 53.2 420 0 0 0 0 Opioid growth factor receptor  35455:110585

891.43665 2 combeffx_ATM_MEKi 891.43440 2.52 59.44 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 13.4 100 6.40E+05 IALNLEGCALS#QGSLR 73.3 420 0 0 0 0 Opioid growth factor receptor  35296:43095

834.89534 2 timecourse_ATM_combo_8hr 834.89237 3.56 57.81 OGFR  OGFR_HUMAN 5 I.ALNLEGCALS#QGSLR.T 5.9 100 3.38E+05 ALNLEGCALS#QGSLR 46.3 420 0 0 0 0 Opioid growth factor receptor  35450:106787

891.44 2 timecourse_ATM_combo_4hr 891.43440 6.28 57.43 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 30.6 100 1.31E+06 IALNLEGCALS#QGSLR 53.5 420 0 0 0 0 Opioid growth factor receptor  35452:114524

1033.44194 2 timecourse_ATM_combo_4hr 1033.43589 5.86 55.95 OGFR  OGFR_HUMAN 4 R.TGT#QEVGGQDPGEAVQPCR.Q 5.5 100 1.79E+05 TGT#QEVGGQDPGEAVQPCR 0 428 ‐2,0 0 0 0 0 Opioid growth factor receptor  35453:139067

891.44065 2 timecourse_ATM_combo_1hr 891.43440 7.01 50.9 OGFR  OGFR_HUMAN 5 K.IALNLEGCALS#QGSLR.T 10.1 100 4.55E+05 IALNLEGCALS#QGSLR 53.2 420 0 0 0 0 Opioid growth factor receptor  35456:119431

689.29672 3 timecourse_ATM_combo_4hr 689.29302 5.37 49.73 OGFR  OGFR_HUMAN 4 R.TGT#QEVGGQDPGEAVQPCR.Q 7.2 100 2.46E+05 TGT#QEVGGQDPGEAVQPCR 0 428 ‐2,0 0 0 0 0 Opioid growth factor receptor  35452:136397

689.29656 3 timecourse_ATM_combo_4hr 689.29302 5.15 37.5 OGFR  OGFR_HUMAN 4 R.TGT#QEVGGQDPGEAVQPCR.Q 5.3 100 2.12E+05 TGT#QEVGGQDPGEAVQPCR 0 428 ‐2,0 0 0 0 0 Opioid growth factor receptor  35453:139057

762.30075 3 timecourse_ATM_combo_8hr 762.29668 5.34 25.13 OGFR  OGFR_HUMAN 5 R.KVEEEGS#PGDPDHEAST#QGR.T 3.8 100 6.31E+04 KVEEEGS#PGDPDHEAST#QGR 47.9 315 5.9 325 ‐1,0 0 0 Opioid growth factor receptor  35451:154070

735.64545 3 timecourse_ATM_combo_4hr 735.64124 5.74 15.24 OGFR  OGFR_HUMAN 5 R.KVEEEGSPGDPDHEAST#QGR.T 5.1 100 8.05E+04 KVEEEGSPGDPDHEAST#QGR 10.3 325 ‐1,0 0 0 0 0 Opioid growth factor receptor  35453:147371

773.3584 2 timecourse_ATM_ctrl1 773.35455 4.98 58.52 OLA1  OLA1_HUMAN 2 K.YLEANMT#QSALPK.I 8.8 100 3.93E+05 YLEANMT#QSALPK 24.8 288 0 0 0 0 Obg‐like ATPase 1  35449:95973

773.35847 2 timecourse_ATM_combo_2hr 773.35455 5.07 55.66 OLA1  OLA1_HUMAN 2 K.YLEANMT#QSALPK.I 8.4 100 2.57E+05 YLEANMT#QSALPK 40.7 288 0 0 0 0 Obg‐like ATPase 1  35455:88805

773.35794 2 timecourse_ATM_combo_1hr 773.35455 4.38 49.18 OLA1  OLA1_HUMAN 2 K.YLEANMT#QSALPK.I 6.1 100 3.71E+05 YLEANMT#QSALPK 17 288 0 0 0 0 Obg‐like ATPase 1  35457:95449

528.25347 3 timecourse_ATM_combo_1hr 528.25062 5.4 60.61 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 191.2 100 4.73E+06 AKS#QYSGQLHEVR 22 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35456:99294

528.25302 3 timecourse_ATM_combo_1hr 528.25062 4.54 56.89 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 181.4 100 4.61E+06 AKS#QYSGQLHEVR 19.8 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35457:99091

528.25306 3 combeffx_ATM_ctrl 528.25062 4.62 55.76 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 27.7 100 1.83E+06 AKS#QYSGQLHEVR 28.5 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35294:42115

528.25347 3 timecourse_ATM_combo_4hr 528.25062 5.4 53.68 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 83.3 100 1.89E+06 AKS#QYSGQLHEVR 34.1 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35453:97402

528.25326 3 timecourse_ATM_combo_4hr 528.25062 5 52.81 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 80.6 100 1.98E+06 AKS#QYSGQLHEVR 22.7 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35452:95591

528.25296 3 combeffx_ATM_ctrl 528.25062 4.43 52.08 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 30.6 100 1.69E+06 AKS#QYSGQLHEVR 33.5 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35295:40427

528.25291 3 combeffx_ATM_PI3Ki 528.25062 4.34 51.2 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 67.6 100 2.91E+06 AKS#QYSGQLHEVR 37.8 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35299:38000

528.25338 3 combeffx_ATM_comboi 528.25062 5.22 49.95 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 102.7 100 6.26E+06 AKS#QYSGQLHEVR 26.3 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35300:43267

528.25268 3 combeffx_ATM_PI3Ki 528.25062 3.9 49.31 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 81.6 100 3.93E+06 AKS#QYSGQLHEVR 22 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35298:39324

528.25252 3 combeffx_ATM_comboi 528.25062 3.6 49.27 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 74.9 100 3.94E+06 AKS#QYSGQLHEVR 13.8 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35301:39648

528.25375 3 timecourse_ATM_combo_8hr 528.25062 5.93 46.58 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 96.3 100 2.60E+06 AKS#QYSGQLHEVR 28.3 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35450:97950

528.25301 3 timecourse_ATM_combo_2hr 528.25062 4.52 46.26 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 111.4 100 1.89E+06 AKS#QYSGQLHEVR 38.4 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35455:92175

528.25288 3 combeffx_ATM_MEKi 528.25062 4.28 45.89 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 12.9 100 3.42E+05 AKS#QYSGQLHEVR 31 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35297:32590

528.25394 3 timecourse_ATM_combo_2hr 528.25062 6.3 45.35 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 117.8 100 1.96E+06 AKS#QYSGQLHEVR 33.7 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35454:92519

528.25375 3 timecourse_ATM_ctrl1 528.25062 5.93 45.15 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 93.6 100 2.31E+06 AKS#QYSGQLHEVR 31 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35448:98410

528.25308 3 combeffx_ATM_ctrl 528.25062 4.66 44.04 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 28.1 100 1.83E+06 AKS#QYSGQLHEVR 34.1 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35294:42125

791.87609 2 timecourse_ATM_combo_1hr 791.87230 4.79 42.42 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 8.5 94 1.80E+05 AKS#QYSGQLHEVR 13.3 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35457:99101

528.25267 3 combeffx_ATM_MEKi 528.25062 3.88 42.28 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 9.6 100 4.03E+05 AKS#QYSGQLHEVR 26.3 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35296:35203

791.87682 2 timecourse_ATM_combo_1hr 791.87230 5.71 39.52 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 10.6 94 2.17E+05 AKS#QYSGQLHEVR 51.6 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35456:99304

528.25301 3 timecourse_ATM_ctrl1 528.25062 4.52 39.02 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 97.6 100 2.26E+06 AKS#QYSGQLHEVR 22 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35449:99773

692.31073 2 timecourse_ATM_combo_1hr 692.30626 6.47 38.55 OSBPL10  OSB10_HUMAN 2 K.S#QYSGQLHEVR.E 5.8 100 1.82E+05 S#QYSGQLHEVR 24.2 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35456:76078

528.25352 3 timecourse_ATM_combo_8hr 528.25062 5.49 36.62 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 94.9 100 2.53E+06 AKS#QYSGQLHEVR 17.9 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35451:98723

528.25308 3 combeffx_ATM_comboi 528.25062 4.66 36.44 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 74.1 100 3.94E+06 AKS#QYSGQLHEVR 31 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35301:39668

791.87608 2 timecourse_ATM_combo_2hr 791.87230 4.77 34.65 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 6.2 94 6.58E+04 AKS#QYSGQLHEVR 24.8 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35455:92185

528.25336 3 timecourse_ATM_ctrl2 528.25062 5.19 32.84 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 45.0 100 7.94E+05 AKS#QYSGQLHEVR 28.5 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35447:86846

435.4673 4 combeffx_ATM_comboi 435.46506 5.14 27.42 OSBPL10  OSB10_HUMAN 2 R.RAKS#QYSGQLHEVR.E 41.2 100 1.59E+06 RAKS#QYSGQLHEVR 15 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35300:52086

791.87758 2 timecourse_ATM_combo_2hr 791.87230 6.67 27.29 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 7.8 100 9.42E+04 AKS#QYSGQLHEVR 21.3 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35454:92529

504.57463 3 timecourse_ATM_combo_2hr 504.57159 6.02 26.92 OSBPL10  OSB10_HUMAN 2 A.KS#QYSGQLHEVR.E 27.5 100 3.43E+05 KS#QYSGQLHEVR 28.3 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35454:85670

528.25363 3 timecourse_ATM_ctrl2 528.25062 5.7 26.68 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 41.7 100 7.29E+05 AKS#QYSGQLHEVR 19.8 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35446:85389

435.4672 4 combeffx_ATM_PI3Ki 435.46506 4.94 25.75 OSBPL10  OSB10_HUMAN 2 R.RAKS#QYSGQLHEVR.E 50.2 100 1.16E+06 RAKS#QYSGQLHEVR 25.9 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35299:45274

435.46713 4 combeffx_ATM_PI3Ki 435.46506 4.75 24.97 OSBPL10  OSB10_HUMAN 2 R.RAKS#QYSGQLHEVR.E 59.9 100 1.75E+06 RAKS#QYSGQLHEVR 22.2 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35298:47231

504.57455 3 timecourse_ATM_combo_1hr 504.57159 5.87 22.63 OSBPL10  OSB10_HUMAN 2 A.KS#QYSGQLHEVR.E 33.8 100 6.11E+05 KS#QYSGQLHEVR 24.8 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35456:91449

791.87729 2 timecourse_ATM_combo_8hr 791.87230 6.3 19.8 OSBPL10  OSB10_HUMAN 2 R.AKS#QYSGQLHEVR.E 6.6 94 1.11E+05 AKS#QYSGQLHEVR 28.5 232 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35451:98733

435.46785 4 combeffx_ATM_comboi 435.46506 6.41 19.11 OSBPL10  OSB10_HUMAN 2 R.RAKS#QYSGQLHEVR.E 44.6 100 1.15E+06 RAKS#QYSGQLHEVR 6.7 232 0,3 0 0 0 0 Oxysterol‐binding protein‐related protein 10  35301:47575

934.94664 2 combeffx_ATM_PI3Ki 934.94379 3.05 94.77 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 49.2 100 7.60E+06 RPS#QNAISFFNVGHSK 74.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35299:49352

934.9466 2 combeffx_ATM_PI3Ki 934.94379 3.01 82.97 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 49.2 100 9.66E+06 RPS#QNAISFFNVGHSK 80.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35298:51805

934.94639 2 combeffx_ATM_ctrl 934.94379 2.78 82.14 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 26.8 100 4.65E+06 RPS#QNAISFFNVGHSK 120.1 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35294:56155

934.94632 2 timecourse_ATM_combo_1hr 934.94379 2.71 82.02 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 26.6 100 5.11E+06 RPS#QNAISFFNVGHSK 80.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35456:126688

934.94702 2 combeffx_ATM_PI3Ki 934.94379 3.45 81.56 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 53.9 100 9.68E+06 RPS#QNAISFFNVGHSK 80.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35298:51855

870.90014 2 timecourse_ATM_combo_1hr 870.89631 4.4 81.05 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 25.3 100 1.57E+06 RPS#QNAISFFNVGHS 87.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35457:115312

934.94797 2 combeffx_ATM_comboi 934.94379 4.47 80.26 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 42.8 100 1.91E+07 RPS#QNAISFFNVGHSK 108.9 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35300:57412

934.94723 2 combeffx_ATM_MEKi 934.94379 3.68 77.32 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 21.9 100 1.49E+06 RPS#QNAISFFNVGHSK 89.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35296:45557

934.94657 2 timecourse_ATM_ctrl2 934.94379 2.97 76.76 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 25.4 100 4.35E+06 RPS#QNAISFFNVGHSK 74.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35446:110785



623.6331 3 combeffx_ATM_PI3Ki 623.63162 2.37 75.97 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 1374.3 100 2.58E+08 RPS#QNAISFFNVGHSK 68.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35299:49322

623.63322 3 combeffx_ATM_PI3Ki 623.63162 2.57 75.22 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 1105.4 100 3.03E+08 RPS#QNAISFFNVGHSK 81.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35298:51795

870.90106 2 timecourse_ATM_combo_4hr 870.89631 5.45 74.5 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 26.4 100 1.33E+06 RPS#QNAISFFNVGHS 77.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35453:112953

623.63224 3 timecourse_ATM_combo_1hr 623.63162 0.99 73.28 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 576.5 94 1.08E+08 RPS#QNAISFFNVGHSK 71 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35457:126596

623.63355 3 combeffx_ATM_PI3Ki 623.63162 3.09 73.23 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 1319.2 100 3.02E+08 RPS#QNAISFFNVGHSK 67.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35298:51815

870.90121 2 timecourse_ATM_combo_1hr 870.89631 5.63 72.3 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 24.6 100 1.48E+06 RPS#QNAISFFNVGHS 60 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35456:115821

870.90135 2 timecourse_ATM_combo_8hr 870.89631 5.79 72.3 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 47.1 100 3.25E+06 RPS#QNAISFFNVGHS 81.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35450:113220

934.9481 2 combeffx_ATM_comboi 934.94379 4.61 72.29 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 43.8 100 1.91E+07 RPS#QNAISFFNVGHSK 113.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35300:57432

934.94684 2 combeffx_ATM_MEKi 934.94379 3.26 72.07 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 17.7 100 8.70E+05 RPS#QNAISFFNVGHSK 100.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35297:41828

934.94695 2 timecourse_ATM_combo_1hr 934.94379 3.38 69.49 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 32.5 100 6.48E+06 RPS#QNAISFFNVGHSK 60 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35456:126728

623.63339 3 combeffx_ATM_MEKi 623.63162 2.85 69.42 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 881.7 100 5.09E+07 RPS#QNAISFFNVGHSK 90.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35297:41808

934.94631 2 combeffx_ATM_ctrl 934.94379 2.7 68.43 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 27.6 100 4.35E+06 RPS#QNAISFFNVGHSK 108.9 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35295:54079

623.63323 3 combeffx_ATM_ctrl 623.63162 2.58 67.42 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 705.6 100 1.89E+08 RPS#QNAISFFNVGHSK 84 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35294:56135

623.63441 3 combeffx_ATM_comboi 623.63162 4.47 67.1 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 755.5 100 3.81E+08 RPS#QNAISFFNVGHSK 79.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35301:52339

870.90094 2 timecourse_ATM_ctrl1 870.89631 5.32 66.72 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 43.7 100 2.24E+06 RPS#QNAISFFNVGHS 87.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:114301

623.63324 3 combeffx_ATM_PI3Ki 623.63162 2.6 66.4 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 1175.2 100 2.58E+08 RPS#QNAISFFNVGHSK 87.6 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35299:49332

623.63353 3 combeffx_ATM_MEKi 623.63162 3.06 66.24 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 853.8 100 7.35E+07 RPS#QNAISFFNVGHSK 84 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35296:45527

623.63366 3 combeffx_ATM_PI3Ki 623.63162 3.27 66.2 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 1479.4 94 1.73E+08 RPS#QNAISFFNVGHSK 68.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35298:51845

623.63241 3 timecourse_ATM_ctrl1 623.63162 1.27 65.3 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 703.7 100 1.05E+08 RPS#QNAISFFNVGHSK 84.1 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35449:127058

623.63353 3 timecourse_ATM_combo_8hr 623.63162 3.06 65.29 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 796.0 100 2.09E+08 RPS#QNAISFFNVGHSK 81.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35451:125457

870.90067 2 timecourse_ATM_combo_2hr 870.89631 5.01 65.06 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 26.7 100 1.09E+06 RPS#QNAISFFNVGHS 81.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35454:107458

870.90036 2 timecourse_ATM_ctrl1 870.89631 4.65 64.66 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 37.4 100 2.13E+06 RPS#QNAISFFNVGHS 87.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35449:116221

623.63267 3 timecourse_ATM_combo_2hr 623.63162 1.68 64.18 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 616.3 100 9.45E+07 RPS#QNAISFFNVGHSK 68.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35455:117486

623.63352 3 timecourse_ATM_combo_1hr 623.63162 3.05 63.95 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 504.1 100 1.60E+08 RPS#QNAISFFNVGHSK 104.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35456:126708

934.94827 2 combeffx_ATM_comboi 934.94379 4.79 63.13 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 30.8 100 1.21E+07 RPS#QNAISFFNVGHSK 72.1 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35301:52369

623.63321 3 combeffx_ATM_ctrl 623.63162 2.55 62.98 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 668.1 100 1.89E+08 RPS#QNAISFFNVGHSK 67.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35294:56125

623.63422 3 timecourse_ATM_ctrl1 623.63162 4.19 62.84 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 950.3 100 1.58E+08 RPS#QNAISFFNVGHSK 71 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35449:127098

623.63296 3 combeffx_ATM_ctrl 623.63162 2.15 61.84 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 1116.9 100 1.78E+08 RPS#QNAISFFNVGHSK 54 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35295:54039

934.94501 2 timecourse_ATM_combo_4hr 934.94379 1.3 61.77 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 27.3 100 5.69E+06 RPS#QNAISFFNVGHSK 72.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35453:123651

934.94511 2 timecourse_ATM_combo_2hr 934.94379 1.41 60.98 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 23.8 100 3.57E+06 RPS#QNAISFFNVGHSK 65.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35455:117476

623.6343 3 combeffx_ATM_comboi 623.63162 4.3 60.57 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 917.0 100 5.13E+08 RPS#QNAISFFNVGHSK 61.1 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35300:57392

623.6333 3 timecourse_ATM_combo_2hr 623.63162 2.69 60.51 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 605.0 100 9.55E+07 RPS#QNAISFFNVGHSK 67.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35454:117424

870.90098 2 timecourse_ATM_combo_2hr 870.89631 5.36 59.78 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 23.2 100 1.03E+06 RPS#QNAISFFNVGHS 60 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35455:107115

623.63325 3 timecourse_ATM_ctrl1 623.63162 2.61 59.75 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 647.0 100 9.96E+07 RPS#QNAISFFNVGHSK 74.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:124957

623.63418 3 combeffx_ATM_comboi 623.63162 4.11 59.64 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 955.5 100 4.11E+08 RPS#QNAISFFNVGHSK 56.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35300:57372

623.63339 3 combeffx_ATM_MEKi 623.63162 2.84 59.21 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 903.6 100 5.09E+07 RPS#QNAISFFNVGHSK 67.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35297:41798

623.63221 3 timecourse_ATM_combo_4hr 623.63162 0.95 58.84 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 570.0 94 7.92E+07 RPS#QNAISFFNVGHSK 81.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35453:123631

623.63355 3 timecourse_ATM_combo_4hr 623.63162 3.09 58.57 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 149.5 100 1.12E+07 RPS#QNAISFFNVGHSK 62.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35452:121364

623.63433 3 combeffx_ATM_comboi 623.63162 4.35 58.11 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 681.1 100 3.81E+08 RPS#QNAISFFNVGHSK 58.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35301:52319

623.63313 3 combeffx_ATM_ctrl 623.63162 2.42 57.74 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 1032.8 100 1.78E+08 RPS#QNAISFFNVGHSK 67.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35295:54049

623.6336 3 combeffx_ATM_PI3Ki 623.63162 3.17 57.63 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 1024.9 100 2.58E+08 RPS#QNAISFFNVGHSK 67.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35299:49392

623.63441 3 combeffx_ATM_comboi 623.63162 4.47 57.51 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 778.9 100 5.13E+08 RPS#QNAISFFNVGHSK 68.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35300:57422

934.94673 2 combeffx_ATM_PI3Ki 934.94379 3.14 57.48 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 54.7 100 7.62E+06 RPS#QNAISFFNVGHSK 74.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35299:49382

623.6349 3 timecourse_ATM_ctrl1 623.63162 5.26 56.68 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 787.6 94 5.55E+07 RPS#QNAISFFNVGHSK 67.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:124997

623.63326 3 timecourse_ATM_ctrl2 623.63162 2.63 56.24 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 572.9 100 8.21E+07 RPS#QNAISFFNVGHSK 58.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35446:110765

623.63271 3 timecourse_ATM_combo_8hr 623.63162 1.75 56.1 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 92.8 94 1.36E+07 RPS#QNAISFFNVGHSK 71 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35451:125447

870.90104 2 timecourse_ATM_combo_8hr 870.89631 5.44 56.1 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 58.3 100 3.97E+06 RPS#QNAISFFNVGHS 72.1 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35451:114242

934.94562 2 timecourse_ATM_ctrl1 934.94379 1.96 55.96 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 39.1 100 6.28E+06 RPS#QNAISFFNVGHSK 63.9 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35449:127068

623.63246 3 timecourse_ATM_combo_2hr 623.63162 1.35 55.94 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 473.2 100 4.50E+07 RPS#QNAISFFNVGHSK 67.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35454:117394

934.94648 2 timecourse_ATM_ctrl2 934.94379 2.88 55.56 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 26.8 100 4.91E+06 RPS#QNAISFFNVGHSK 63.9 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35447:112863

623.63463 3 timecourse_ATM_ctrl2 623.63162 4.83 55.29 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 807.0 100 1.30E+08 RPS#QNAISFFNVGHSK 81.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35446:110805

623.63426 3 combeffx_ATM_comboi 623.63162 4.23 54.86 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 848.1 100 5.13E+08 RPS#QNAISFFNVGHSK 67 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35300:57382

934.94814 2 combeffx_ATM_comboi 934.94379 4.65 54.85 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 34.4 100 1.21E+07 RPS#QNAISFFNVGHSK 28.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35301:52359

827.38423 2 timecourse_ATM_ctrl1 827.38030 4.75 54.62 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 20.9 94 1.48E+06 RPS#QNAISFFNVGH 75.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35449:107643

623.63436 3 combeffx_ATM_comboi 623.63162 4.39 53.47 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 863.8 100 3.81E+08 RPS#QNAISFFNVGHSK 71 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35301:52329

623.63314 3 combeffx_ATM_ctrl 623.63162 2.44 53.41 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 763.5 100 1.89E+08 RPS#QNAISFFNVGHSK 67.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35294:56115

870.90174 2 timecourse_ATM_combo_4hr 870.89631 6.24 53.14 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 18.9 100 1.06E+06 RPS#QNAISFFNVGHS 56.6 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35452:110833

623.63357 3 combeffx_ATM_MEKi 623.63162 3.13 52.6 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 838.3 100 7.34E+07 RPS#QNAISFFNVGHSK 55.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35296:45537

934.94655 2 combeffx_ATM_ctrl 934.94379 2.96 52.58 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 24.6 100 4.65E+06 RPS#QNAISFFNVGHSK 65.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35294:56165

623.63429 3 combeffx_ATM_comboi 623.63162 4.28 52.53 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 922.2 100 3.81E+08 RPS#QNAISFFNVGHSK 58.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35301:52309

934.94779 2 combeffx_ATM_comboi 934.94379 4.28 52.48 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 35.3 100 1.21E+07 RPS#QNAISFFNVGHSK 65.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35301:52299

580.93668 3 timecourse_ATM_ctrl1 580.93330 5.84 52.09 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 63.8 100 2.81E+06 RPS#QNAISFFNVGHS 56.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:114311

580.93657 3 timecourse_ATM_combo_2hr 580.93330 5.63 51.82 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 51.4 100 1.71E+06 RPS#QNAISFFNVGHS 54 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35454:107468

580.93661 3 timecourse_ATM_combo_8hr 580.93330 5.7 51.62 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 92.6 100 4.91E+06 RPS#QNAISFFNVGHS 68.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35451:114252

580.93652 3 timecourse_ATM_combo_2hr 580.93330 5.54 51.3 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 53.1 100 1.63E+06 RPS#QNAISFFNVGHS 54.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35455:107135

623.63294 3 timecourse_ATM_combo_4hr 623.63162 2.12 51 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 572.1 100 8.38E+07 RPS#QNAISFFNVGHSK 79.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35452:121344

623.63287 3 timecourse_ATM_combo_8hr 623.63162 2 50.95 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 666.2 100 1.77E+08 RPS#QNAISFFNVGHSK 79.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35450:124028

623.63447 3 timecourse_ATM_ctrl2 623.63162 4.57 50.43 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 838.2 94 6.87E+07 RPS#QNAISFFNVGHSK 81.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35447:112893

934.94622 2 timecourse_ATM_combo_4hr 934.94379 2.6 50.37 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 25.7 100 4.73E+06 RPS#QNAISFFNVGHSK 74.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35452:121354

580.93677 3 timecourse_ATM_ctrl2 580.93330 5.97 50.03 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 50.7 100 1.71E+06 RPS#QNAISFFNVGHS 54.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35447:102253

934.94671 2 timecourse_ATM_ctrl1 934.94379 3.12 49.81 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 31.1 100 6.28E+06 RPS#QNAISFFNVGHSK 82 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:124967

580.93603 3 timecourse_ATM_combo_1hr 580.93330 4.7 49.71 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 43.0 100 2.06E+06 RPS#QNAISFFNVGHS 65.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35457:115322

623.63323 3 timecourse_ATM_combo_4hr 623.63162 2.58 49.7 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 85.0 100 6.53E+06 RPS#QNAISFFNVGHSK 67 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35453:123671

623.63294 3 timecourse_ATM_combo_1hr 623.63162 2.12 49.66 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 203.6 100 8.28E+06 RPS#QNAISFFNVGHSK 47.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35457:126626

623.63285 3 timecourse_ATM_combo_4hr 623.63162 1.97 49.61 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 538.5 100 1.48E+08 RPS#QNAISFFNVGHSK 67.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35452:121334

623.6335 3 timecourse_ATM_combo_8hr 623.63162 3.01 49.06 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 104.7 100 1.23E+07 RPS#QNAISFFNVGHSK 78.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35450:124058

827.38492 2 timecourse_ATM_combo_8hr 827.38030 5.58 48.63 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 35.2 94 2.97E+06 RPS#QNAISFFNVGH 65.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35451:106263

623.63392 3 timecourse_ATM_combo_8hr 623.63162 3.69 48.62 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 56.8 100 6.23E+06 RPS#QNAISFFNVGHSK 90.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35451:125487

934.94792 2 timecourse_ATM_combo_2hr 934.94379 4.42 47.97 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 33.2 100 2.46E+06 RPS#QNAISFFNVGHSK 28.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35454:117444

623.63233 3 timecourse_ATM_combo_4hr 623.63162 1.14 46.52 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 588.7 100 1.01E+08 RPS#QNAISFFNVGHSK 68.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35453:123641

580.93609 3 timecourse_ATM_ctrl1 580.93330 4.8 45.44 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 63.0 100 2.82E+06 RPS#QNAISFFNVGHS 66.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35449:116231

934.94495 2 timecourse_ATM_combo_1hr 934.94379 1.24 44.87 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 30.9 100 5.65E+06 RPS#QNAISFFNVGHSK 77.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35457:126616

580.93678 3 timecourse_ATM_combo_8hr 580.93330 5.99 44.2 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 87.9 100 5.00E+06 RPS#QNAISFFNVGHS 65.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35450:113230

827.38488 2 timecourse_ATM_combo_8hr 827.38030 5.54 43.75 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 29.1 94 2.47E+06 RPS#QNAISFFNVGH 65.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35450:105207

623.63227 3 timecourse_ATM_combo_1hr 623.63162 1.04 43.42 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 576.3 100 1.01E+08 RPS#QNAISFFNVGHSK 54 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35457:126606

580.93707 3 timecourse_ATM_combo_1hr 580.93330 6.49 43.15 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 42.4 100 2.18E+06 RPS#QNAISFFNVGHS 79.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35456:115831

623.63297 3 timecourse_ATM_combo_2hr 623.63162 2.16 43.06 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 535.2 100 6.00E+07 RPS#QNAISFFNVGHSK 71 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35455:117496

934.94486 2 timecourse_ATM_combo_2hr 934.94379 1.14 42.77 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 17.9 100 3.46E+06 RPS#QNAISFFNVGHSK 56.6 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35454:117384

827.38509 2 timecourse_ATM_ctrl1 827.38030 5.79 42.38 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 24.0 94 1.49E+06 RPS#QNAISFFNVGH 63.9 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:106038

580.9371 3 timecourse_ATM_combo_4hr 580.93330 6.54 42.22 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 40.5 100 1.81E+06 RPS#QNAISFFNVGHS 54.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35452:110853

580.93676 3 timecourse_ATM_combo_4hr 580.93330 5.96 42.1 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 40.4 100 1.61E+06 RPS#QNAISFFNVGHS 66.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35453:112963

623.63383 3 timecourse_ATM_combo_1hr 623.63162 3.54 41.66 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 507.5 100 2.47E+07 RPS#QNAISFFNVGHSK 55.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35456:126738

623.63435 3 timecourse_ATM_ctrl2 623.63162 4.38 41.6 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 352.6 100 1.25E+07 RPS#QNAISFFNVGHSK 66.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35446:110795

623.63325 3 timecourse_ATM_combo_8hr 623.63162 2.61 41.27 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 784.5 100 2.05E+08 RPS#QNAISFFNVGHSK 58.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35450:124038

623.63334 3 timecourse_ATM_combo_1hr 623.63162 2.76 40.13 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 447.9 100 6.13E+07 RPS#QNAISFFNVGHSK 81.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35456:126698

623.63323 3 combeffx_ATM_ctrl 623.63162 2.58 39.29 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 945.7 100 1.78E+08 RPS#QNAISFFNVGHSK 45.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35295:54069

870.90214 2 timecourse_ATM_ctrl2 870.89631 6.69 38.68 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 29.1 100 1.11E+06 RPS#QNAISFFNVGHS 51 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35446:100417

623.63351 3 timecourse_ATM_ctrl1 623.63162 3.03 38.24 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 180.0 100 8.60E+06 RPS#QNAISFFNVGHSK 61 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35449:127088

467.97684 4 combeffx_ATM_PI3Ki 467.97553 2.8 37.5 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 37.6 100 5.52E+06 RPS#QNAISFFNVGHSK 81.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35299:49342

623.63301 3 timecourse_ATM_ctrl2 623.63162 2.23 36.56 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 589.6 100 9.42E+07 RPS#QNAISFFNVGHSK 55.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35447:112853

827.38571 2 timecourse_ATM_ctrl2 827.38030 6.54 36.25 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 14.2 94 6.00E+05 RPS#QNAISFFNVGH 42.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35446:92520

623.63456 3 timecourse_ATM_ctrl1 623.63162 4.71 35.98 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 131.0 100 6.68E+06 RPS#QNAISFFNVGHSK 61.1 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:124987

870.90064 2 timecourse_ATM_ctrl2 870.89631 4.98 35.49 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 32.1 100 1.38E+06 RPS#QNAISFFNVGHS 60 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35447:102243

580.93713 3 timecourse_ATM_ctrl2 580.93330 6.59 34.56 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHS.K 44.9 100 1.66E+06 RPS#QNAISFFNVGHS 65.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35446:100407

623.63425 3 timecourse_ATM_combo_2hr 623.63162 4.22 34.36 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 253.7 100 6.81E+06 RPS#QNAISFFNVGHSK 41.6 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35454:117434

934.94672 2 timecourse_ATM_combo_8hr 934.94379 3.13 32.41 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 43.8 100 1.03E+07 RPS#QNAISFFNVGHSK 37.1 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35451:125467

623.63338 3 combeffx_ATM_MEKi 623.63162 2.82 32.2 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 893.0 100 7.35E+07 RPS#QNAISFFNVGHSK 33.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35296:45517

934.94529 2 timecourse_ATM_combo_4hr 934.94379 1.62 30.29 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 28.6 100 5.11E+06 RPS#QNAISFFNVGHSK 35.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35453:123661

551.92588 3 timecourse_ATM_combo_4hr 551.92263 5.89 28.86 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 24.5 100 1.06E+06 RPS#QNAISFFNVGH 56.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35452:102881

623.63441 3 timecourse_ATM_combo_2hr 623.63162 4.47 28.68 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 155.7 100 3.39E+06 RPS#QNAISFFNVGHSK 55.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35455:117506

551.92559 3 timecourse_ATM_combo_8hr 551.92263 5.36 27.77 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 50.3 100 2.84E+06 RPS#QNAISFFNVGH 54.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35450:105197

551.9259 3 timecourse_ATM_combo_4hr 551.92263 5.92 27.31 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 19.0 100 9.01E+05 RPS#QNAISFFNVGH 65.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35453:104842

467.97755 4 timecourse_ATM_ctrl1 467.97553 4.32 26.44 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 7.8 100 1.06E+06 RPS#QNAISFFNVGHSK 85 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:124977

934.94665 2 timecourse_ATM_combo_8hr 934.94379 3.06 25.93 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 37.0 100 8.74E+06 RPS#QNAISFFNVGHSK 28.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35450:124068

623.6341 3 combeffx_ATM_comboi 623.63162 3.99 25.69 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 700.2 100 3.80E+08 RPS#QNAISFFNVGHSK 23.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35301:52289

467.97733 4 combeffx_ATM_comboi 467.97553 3.85 25 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 35.1 100 1.73E+07 RPS#QNAISFFNVGHSK 81.4 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35300:57362

934.94868 2 timecourse_ATM_ctrl2 934.94379 5.23 24.94 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 34.0 100 4.06E+06 RPS#QNAISFFNVGHSK 17.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35446:110815

551.92593 3 timecourse_ATM_combo_1hr 551.92263 5.98 24.9 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 22.0 100 1.02E+06 RPS#QNAISFFNVGH 52.6 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35456:107037

551.92538 3 timecourse_ATM_combo_2hr 551.92263 4.98 24.59 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 22.6 100 7.40E+05 RPS#QNAISFFNVGH 52.6 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35454:99488

467.97767 4 combeffx_ATM_comboi 467.97553 4.57 23.4 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 28.2 100 1.00E+07 RPS#QNAISFFNVGHSK 42 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35301:52349

551.92614 3 timecourse_ATM_ctrl2 551.92263 6.36 23.25 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 17.1 100 5.98E+05 RPS#QNAISFFNVGH 52.6 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35446:92510

623.78798 2 timecourse_ATM_ctrl1 623.78444 5.67 22.8 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFF.N 11.9 100 6.40E+05 RPS#QNAISFF 22.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:57647

623.78735 2 timecourse_ATM_combo_8hr 623.78444 4.67 21.69 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFF.N 17.1 100 1.19E+06 RPS#QNAISFF 35.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35451:57058

623.63358 3 timecourse_ATM_combo_1hr 623.63162 3.14 20.55 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 3.6 94 1.12E+05 RPS#QNAISFFNVGHSK 32.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35457:126636

551.92518 3 timecourse_ATM_ctrl1 551.92263 4.62 19.92 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 29.6 100 1.34E+06 RPS#QNAISFFNVGH 52.6 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35449:107633

551.92503 3 timecourse_ATM_combo_1hr 551.92263 4.37 19.91 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 23.4 100 1.03E+06 RPS#QNAISFFNVGH 54 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35457:106890

551.92589 3 timecourse_ATM_ctrl1 551.92263 5.91 19.04 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 32.5 100 1.28E+06 RPS#QNAISFFNVGH 54.8 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35448:106048

623.7877 2 timecourse_ATM_combo_2hr 623.78444 5.23 18.96 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFF.N 9.9 100 3.45E+05 RPS#QNAISFF 28.7 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35454:54462

623.63309 3 combeffx_ATM_PI3Ki 623.63162 2.36 17.43 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 1061.3 100 3.03E+08 RPS#QNAISFFNVGHSK 20.2 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35298:51785

551.92561 3 timecourse_ATM_combo_8hr 551.92263 5.4 16.37 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGH.S 44.8 100 2.72E+06 RPS#QNAISFFNVGH 54 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35451:106253

623.63324 3 combeffx_ATM_ctrl 623.63162 2.61 15.11 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFFNVGHSK.L 723.2 100 1.89E+08 RPS#QNAISFFNVGHSK 33.3 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35294:56145

623.78738 2 timecourse_ATM_combo_1hr 623.78444 4.71 14.93 OSBPL11  OSB11_HUMAN 0 R.RPS#QNAISFF.N 6.9 100 4.87E+05 RPS#QNAISFF 30.5 189 0 0 0 0 Oxysterol‐binding protein‐related protein 11  35457:57615

789.3809 2 timecourse_ATM_combo_8hr 789.37602 6.18 18.26 PA2G4  PA2G4_HUMAN 2 K.ALLQSS#ASRKT#QK.K 7.1 100 1.35E+05 ALLQSS#ASRKT#QK 0 361 0,2 37.5 366 0 0 Proliferation‐associated protein 2G4  35450:97300

499.93366 3 timecourse_ATM_combo_4hr 499.93100 5.32 17.31 PA2G4  PA2G4_HUMAN 2 K.ALLQSSAS#RKTQK.K 16.5 100 2.35E+05 ALLQSSASRKT#QK 6.7 366 ‐6,0 0 0 0 0 Proliferation‐associated protein 2G4  35452:86781

861.40351 3 timecourse_ATM_combo_2hr 861.39965 4.48 43.58 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSS#SQTEIGSLNSK.G 17.5 100 7.45E+05 LKPFFEGMSQSSS#QTEIGSLNSK 4.3 411 ‐1,0 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35454:154761

861.40423 3 timecourse_ATM_ctrl2 861.39965 5.32 43.25 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSS#SQTEIGSLNSK.G 15.1 100 1.03E+06 LKPFFEGMSQSSS#QTEIGSLNSK 13.2 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35447:152263

861.40356 3 timecourse_ATM_combo_8hr 861.39965 4.54 41.51 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 17.8 100 1.77E+06 LKPFFEGMSQSSS#QTEIGSLNSK 12.2 411 ‐1,0 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35451:167160

861.40283 3 timecourse_ATM_ctrl1 861.39965 3.69 41.3 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 23.5 100 1.52E+06 LKPFFEGMSQSSS#QTEIGSLNSK 15.5 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35448:163050

861.40312 3 timecourse_ATM_combo_1hr 861.39965 4.04 39.21 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 9.3 100 8.72E+05 LKPFFEGMSQSSS#QTEIGSLNSK 14.2 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35457:165945

861.40346 3 timecourse_ATM_combo_4hr 861.39965 4.42 38.57 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSS#SQTEIGSLNSK.G 14.5 100 1.15E+06 LKPFFEGMSQSSS#QTEIGSLNSK 13.3 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35453:163201

861.40379 3 timecourse_ATM_combo_2hr 861.39965 4.81 38.14 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 13.8 100 7.97E+05 LKPFFEGMSQSSS#QTEIGSLNSK 21.3 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35455:155411

861.4032 3 timecourse_ATM_ctrl1 861.39965 4.12 37.57 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 18.5 100 1.56E+06 LKPFFEGMSQSSS#QTEIGSLNSK 12.7 411 0,2 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35449:165649

861.4031 3 timecourse_ATM_combo_8hr 861.39965 4.01 37.44 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 17.3 100 1.75E+06 LKPFFEGMSQSSS#QTEIGSLNSK 18.9 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35450:165090

861.40276 3 timecourse_ATM_combo_4hr 861.39965 3.61 35.97 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 16.0 100 1.20E+06 LKPFFEGMSQSSS#QTEIGSLNSK 17 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35452:160240

861.40424 3 combeffx_ATM_comboi 861.39965 5.33 34.01 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 10.5 100 1.85E+06 LKPFFEGMSQSS#SQTEIGSLNSK 7.5 410 0,1 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35300:75721

861.40195 3 combeffx_ATM_PI3Ki 861.39965 2.67 32.82 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 5.3 92 3.78E+05 LKPFFEGMSQSSS#QTEIGSLNSK 14.2 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35298:67696

861.40424 3 timecourse_ATM_combo_1hr 861.39965 5.33 30.39 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSS#SQTEIGSLNSK.G 12.2 100 9.35E+05 LKPFFEGMSQSSS#QTEIGSLNSK 15.5 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35456:165847

861.40295 3 combeffx_ATM_comboi 861.39965 3.83 28.59 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSS#SQTEIGSLNSK.G 7.7 100 1.06E+06 LKPFFEGMSQSSS#QTEIGSLNSK 7.5 411 ‐1,0 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35301:69179

861.4041 3 timecourse_ATM_ctrl2 861.39965 5.17 27.96 PACS1  PACS1_HUMAN 0 K.LKPFFEGMSQSSS#QTEIGSLNSK.G 18.8 100 1.09E+06 LKPFFEGMSQSSS#QTEIGSLNSK 24.8 411 0 0 0 0 Phosphofurin acidic cluster sorting protein 1  35446:149362

685.57947 4 timecourse_ATM_ctrl1 685.57761 2.71 41.55 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSS#SQTEIGSIHSAR.S 9.0 100 1.51E+06 LRPYFEGLSHSS#SQTEIGSIHSAR 0 330 0,3 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35448:167580

685.57965 4 timecourse_ATM_combo_8hr 685.57761 2.98 39.79 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSS#SQTEIGSIHSAR.S 4.9 100 1.10E+06 LRPYFEGLSHS#SSQTEIGSIHSAR 0 329 0,2 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35451:172530

685.5806 4 combeffx_ATM_comboi 685.57761 4.36 38.52 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSS#SQTEIGSIHSAR.S 19.7 100 2.84E+06 LRPYFEGLSHSS#SQTEIGSIHSAR 11.9 330 0,1 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35300:79001

685.57923 4 timecourse_ATM_combo_4hr 685.57761 2.36 35.94 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSSS#QTEIGSIHSAR.S 4.8 100 7.60E+05 LRPYFEGLSHSS#SQTEIGSIHSAR 10.7 330 0,3 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35452:165380

685.57961 4 timecourse_ATM_combo_8hr 685.57761 2.92 32.37 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSSS#QTEIGSIHSAR.S 5.8 100 1.13E+06 LRPYFEGLSHSS#SQTEIGSIHSAR 0 330 0,3 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35450:170330

685.58041 4 combeffx_ATM_ctrl 685.57761 4.08 31.68 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHS#SSQTEIGSIHSAR.S 10.3 100 1.26E+06 LRPYFEGLSHSS#SQTEIGSIHSAR 11.9 330 0,1 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35295:72007

685.57832 4 timecourse_ATM_combo_1hr 685.57761 1.04 30.46 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSSS#QTEIGSIHSAR.S 4.3 100 4.88E+05 LRPYFEGLSHSS#SQTEIGSIHSAR 0 330 0,3 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35457:170705

685.57913 4 timecourse_ATM_ctrl2 685.57761 2.22 28.71 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSSS#QTEIGSIHSAR.S 7.7 100 1.07E+06 LRPYFEGLSHSS#SQTEIGSIHSAR 12.3 330 ‐1,3 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35447:157133

685.57857 4 timecourse_ATM_ctrl1 685.57761 1.4 27.59 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSSS#QTEIGSIHSAR.S 9.7 100 1.51E+06 LRPYFEGLSHSS#SQTEIGSIHSAR 0 330 0,3 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35449:170299

685.57941 4 combeffx_ATM_ctrl 685.57761 2.63 24.47 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSSS#QTEIGSIHSAR.S 8.2 100 1.12E+06 LRPYFEGLSHS#SSQTEIGSIHSAR 0 329 0,4 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35294:74424

685.5801 4 combeffx_ATM_PI3Ki 685.57761 3.65 22.41 PACS2  PACS2_HUMAN 2 K.LRPYFEGLSHSS#SQTEIGSIHSAR.S 8.5 100 7.15E+05 LRPYFEGLSHS#SSQTEIGSIHSAR 0 329 0,4 0 0 0 0 Phosphofurin acidic cluster sorting protein 2  35299:66334

967.08447 3 timecourse_ATM_ctrl1 967.07860 6.07 19.57 PACS2  PACS2_HUMAN 2 K.LRPYFEGLS#HSSSQTEIGS#IHS#AR.S 6.1 100 3.32E+05 LRPYFEGLSHSS#SQTEIGS#IHS#AR 13.3 330 25.2 337 53.7 340 Phosphofurin acidic cluster sorting protein 2  35448:170950

1258.54609 3 combeffx_ATM_PI3Ki 1258.54219 3.1 115.43 PAGE1  GAGB1_HUMAN 0 K.TGCERGDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 4.9 100 1.07E+06 TGCERGDGPDVQELGLPNPEEVKTPEEDEGQS#QP 56.1 144 0 0 0 0 G antigen family B member 1  35299:70484

1057.46646 3 timecourse_ATM_combo_1hr 1057.46102 5.14 84.53 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 102.6 100 1.70E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 39.6 144 0 0 0 0 G antigen family B member 1  35456:177716

1057.46577 3 combeffx_ATM_comboi 1057.46102 4.49 82.57 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 12.1 100 3.65E+06 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 48.3 144 0 0 0 0 G antigen family B member 1  35301:74679

1057.4659 3 combeffx_ATM_comboi 1057.46102 4.61 81.01 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 16.9 100 5.62E+06 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 48.3 144 0 0 0 0 G antigen family B member 1  35300:82321

1057.46464 3 timecourse_ATM_ctrl2 1057.46102 3.42 79.45 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 11.7 100 2.52E+06 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 34.7 144 0 0 0 0 G antigen family B member 1  35447:165043

1057.46699 3 timecourse_ATM_combo_2hr 1057.46102 5.65 79.14 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 100.1 100 1.09E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 58.1 144 0 0 0 0 G antigen family B member 1  35454:166051

713.32331 3 timecourse_ATM_combo_1hr 713.31943 5.44 78.83 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 37.2 100 1.37E+06 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35456:148139

1057.46549 3 combeffx_ATM_PI3Ki 1057.46102 4.23 76.06 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 10.3 100 1.84E+06 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 72 144 0 0 0 0 G antigen family B member 1  35299:68694

1057.46452 3 timecourse_ATM_combo_1hr 1057.46102 3.31 73.41 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 105.2 100 1.85E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 34.7 144 0 0 0 0 G antigen family B member 1  35457:178485

1057.4662 3 timecourse_ATM_combo_8hr 1057.46102 4.9 72.11 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 100.0 100 1.59E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 36 144 0 0 0 0 G antigen family B member 1  35450:177700

1057.46652 3 timecourse_ATM_combo_2hr 1057.46102 5.2 69.52 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 106.9 100 1.17E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 43.6 144 0 0 0 0 G antigen family B member 1  35455:167321

713.32273 3 timecourse_ATM_combo_4hr 713.31943 4.63 68.58 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 31.2 100 9.87E+05 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35453:144417

1057.46564 3 timecourse_ATM_combo_1hr 1057.46102 4.37 68.19 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 116.0 100 1.70E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 56.8 144 0 0 0 0 G antigen family B member 1  35457:178495

865.04039 3 timecourse_ATM_ctrl1 865.03609 4.97 68.02 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 50.4 100 2.14E+06 EDEGASAAQGQEPEADS#QELVQPK 117.5 63 0 0 0 0 G antigen family B member 1  35449:165899

865.04071 3 timecourse_ATM_combo_4hr 865.03609 5.34 67.42 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 29.2 100 1.25E+06 EDEGASAAQGQEPEADS#QELVQPK 87.1 63 0 0 0 0 G antigen family B member 1  35452:160600

713.32369 3 timecourse_ATM_ctrl2 713.31943 5.97 66.6 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 13.9 100 3.02E+05 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35446:131191

865.04141 3 timecourse_ATM_ctrl1 865.03609 6.15 66.28 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 54.8 100 2.31E+06 EDEGASAAQGQEPEADS#QELVQPK 119.8 63 0 0 0 0 G antigen family B member 1  35448:163270

713.32274 3 timecourse_ATM_combo_2hr 713.31943 4.64 65.7 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 58.7 100 1.38E+06 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35455:137714

1057.46762 3 timecourse_ATM_combo_1hr 1057.46102 6.24 65.61 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 110.2 100 1.76E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 48.5 144 0 0 0 0 G antigen family B member 1  35456:177726

1057.46534 3 timecourse_ATM_combo_8hr 1057.46102 4.09 65.44 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 100.3 100 1.64E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 64.5 144 0 0 0 0 G antigen family B member 1  35451:180430

713.32368 3 timecourse_ATM_combo_8hr 713.31943 5.96 65.17 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 25.4 100 1.08E+06 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35450:145413

1057.46457 3 timecourse_ATM_combo_4hr 1057.46102 3.36 65.02 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 117.6 100 2.00E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 53.1 144 0 0 0 0 G antigen family B member 1  35452:172860

713.32333 3 timecourse_ATM_combo_8hr 713.31943 5.47 62.28 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 28.5 100 1.11E+06 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35451:147441

713.32306 3 timecourse_ATM_ctrl1 713.31943 5.09 62 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 41.1 100 1.45E+06 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35449:147888

865.04006 3 timecourse_ATM_combo_2hr 865.03609 4.59 59.37 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 54.1 100 1.57E+06 EDEGASAAQGQEPEADS#QELVQPK 108.4 63 0 0 0 0 G antigen family B member 1  35455:155671

713.32323 3 timecourse_ATM_combo_4hr 713.31943 5.33 59.29 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 30.1 100 9.87E+05 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35452:141927

1057.46542 3 timecourse_ATM_ctrl1 1057.46102 4.16 59.25 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 21.0 94 7.71E+05 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 53.6 144 0 0 0 0 G antigen family B member 1  35448:174720

713.32303 3 timecourse_ATM_combo_1hr 713.31943 5.05 57.77 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 44.1 100 1.46E+06 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35457:148110

1057.46397 3 timecourse_ATM_ctrl1 1057.46102 2.79 56.68 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 34.2 100 4.92E+06 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 53.8 144 0 0 0 0 G antigen family B member 1  35449:177539

865.04161 3 timecourse_ATM_ctrl2 865.03609 6.38 56.2 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 18.3 100 6.91E+05 EDEGASAAQGQEPEADS#QELVQPK 108.4 63 0 0 0 0 G antigen family B member 1  35446:149642

1057.46706 3 timecourse_ATM_combo_8hr 1057.46102 5.71 56.13 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 105.0 100 1.62E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 53.6 144 0 0 0 0 G antigen family B member 1  35450:177710

865.04114 3 timecourse_ATM_ctrl2 865.03609 5.84 55.98 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 18.9 100 7.46E+05 EDEGASAAQGQEPEADS#QELVQPK 79 63 0 0 0 0 G antigen family B member 1  35447:152543

713.32308 3 timecourse_ATM_combo_2hr 713.31943 5.12 55.53 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 58.9 100 1.35E+06 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35454:137777

865.04092 3 timecourse_ATM_combo_2hr 865.03609 5.58 54.75 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 54.3 100 1.73E+06 EDEGASAAQGQEPEADS#QELVQPK 123.8 63 0 0 0 0 G antigen family B member 1  35454:155011

713.32362 3 timecourse_ATM_ctrl1 713.31943 5.87 54.75 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 42.4 100 1.42E+06 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35448:145698

1297.05717 2 timecourse_ATM_ctrl1 1297.05049 5.15 54.55 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 5.9 100 1.48E+05 EDEGASAAQGQEPEADS#QELVQPK 102.1 63 0 0 0 0 G antigen family B member 1  35449:165909

1057.46712 3 timecourse_ATM_combo_2hr 1057.46102 5.77 53.35 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 101.6 100 1.14E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 35 144 0 0 0 0 G antigen family B member 1  35455:167331

713.32301 3 timecourse_ATM_ctrl2 713.31943 5.02 52.61 PAGE1  GAGB1_HUMAN 0 K.LPAEGPEPEADS#QEQVHPK.T 13.0 100 3.26E+05 LPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35447:133657

865.03997 3 timecourse_ATM_combo_1hr 865.03609 4.49 52.27 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 48.5 100 2.11E+06 EDEGASAAQGQEPEADS#QELVQPK 79 63 0 0 0 0 G antigen family B member 1  35457:166215

865.04153 3 timecourse_ATM_combo_1hr 865.03609 6.29 51.7 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 48.0 100 2.17E+06 EDEGASAAQGQEPEADS#QELVQPK 107.6 63 0 0 0 0 G antigen family B member 1  35456:166077

865.0418 3 timecourse_ATM_combo_8hr 865.03609 6.6 50.89 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 14.7 100 7.94E+05 EDEGASAAQGQEPEADS#QELVQPK 61.6 63 0 0 0 0 G antigen family B member 1  35450:165450

1057.46413 3 timecourse_ATM_combo_4hr 1057.46102 2.94 49.26 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 119.8 100 2.05E+07 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 39.6 144 0 0 0 0 G antigen family B member 1  35453:176171

865.04037 3 timecourse_ATM_combo_4hr 865.03609 4.95 46.32 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 26.5 100 1.19E+06 EDEGASAAQGQEPEADS#QELVQPK 59.5 63 0 0 0 0 G antigen family B member 1  35453:163551

1057.46531 3 timecourse_ATM_ctrl2 1057.46102 4.06 45.16 PAGE1  GAGB1_HUMAN 0 R.GDGPDVQELGLPNPEEVKTPEEDEGQS#QP.‐ 16.9 100 2.33E+06 GDGPDVQELGLPNPEEVKTPEEDEGQS#QP 36 144 0 0 0 0 G antigen family B member 1  35446:161552

966.43099 3 timecourse_ATM_combo_1hr 966.42680 4.34 38.38 PAGE1  GAGB1_HUMAN 0 R.NEEQMKLPAEGPEPEADS#QEQVHPK.T 4.9 100 3.03E+05 NEEQMKLPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35457:174245

865.04147 3 timecourse_ATM_combo_8hr 865.03609 6.22 38.31 PAGE1  GAGB1_HUMAN 0 R.EDEGASAAQGQEPEADS#QELVQPK.T 16.0 100 8.16E+05 EDEGASAAQGQEPEADS#QELVQPK 71.9 63 0 0 0 0 G antigen family B member 1  35451:167570

725.07617 4 timecourse_ATM_combo_1hr 725.07192 5.86 35.08 PAGE1  GAGB1_HUMAN 0 R.NEEQMKLPAEGPEPEADS#QEQVHPK.T 3.7 100 3.53E+05 NEEQMKLPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35456:173967

648.7387 2 timecourse_ATM_combo_8hr 648.73501 5.69 29.77 PAGE1  GAGB1_HUMAN 0 K.TPEEDEGQS#QP.‐ 6.2 100 3.10E+05 TPEEDEGQS#QP 69 144 0 0 0 0 G antigen family B member 1  35450:64308

725.07516 4 timecourse_ATM_combo_2hr 725.07192 4.47 28.58 PAGE1  GAGB1_HUMAN 0 R.NEEQMKLPAEGPEPEADS#QEQVHPK.T 7.6 100 3.33E+05 NEEQMKLPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35455:163491

725.07511 4 timecourse_ATM_combo_1hr 725.07192 4.4 27.46 PAGE1  GAGB1_HUMAN 0 R.NEEQMKLPAEGPEPEADS#QEQVHPK.T 5.1 100 3.60E+05 NEEQMKLPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35457:174255

725.07544 4 timecourse_ATM_combo_4hr 725.07192 4.85 23.42 PAGE1  GAGB1_HUMAN 0 R.NEEQMKLPAEGPEPEADS#QEQVHPK.T 3.9 100 3.23E+05 NEEQMKLPAEGPEPEADS#QEQVHPK 1000 105 0 0 0 0 G antigen family B member 1  35452:168790

650.31311 3 timecourse_ATM_combo_8hr 650.31034 4.26 22.44 PAPOLA  PAPOA_HUMAN 6 M.PFPVTT#QGSQQTQPPQK.H 4.3 100 2.27E+05 PFPVTT#QGSQQTQPPQK 23.3 7 0 0 0 0 Poly(A) polymerase alpha  35450:130913

887.3817 2 combeffx_ATM_ctrl 887.37845 3.66 39.84 PARD3  PARD3_HUMAN 7 R.TKQFS#DAS#QLDFVK.T 5.1 100 5.85E+05 TKQFS#DAS#QLDFVK 16.2 837 49.3 840 0 0 Partitioning defective 3 homolog  35295:50631

927.42808 3 timecourse_ATM_combo_8hr 927.42227 6.26 50.74 PARN  PARN_HUMAN 4 R.EQYDEKRS#QANGAGALSYVSPNTSK.C 5.4 100 4.16E+05 EQYDEKRS#QANGAGALSYVSPNTSK 18.4 151 0 0 0 0 Poly(A)‐specific ribonuclease PARN  35450:171390

927.42776 3 timecourse_ATM_combo_4hr 927.42227 5.92 22.93 PARN  PARN_HUMAN 4 R.EQYDEKRS#QANGAGALSYVSPNTSK.C 5.0 100 2.32E+05 EQY#DEKRSQANGAGALSYVSPNTSK 3.3 146 0,5 0 0 0 0 Poly(A)‐specific ribonuclease PARN  35452:166540

927.42835 3 timecourse_ATM_combo_1hr 927.42227 6.56 20.63 PARN  PARN_HUMAN 4 R.EQYDEKRS#QANGAGALSYVSPNTSK.C 3.7 100 1.77E+05 EQY#DEKRSQANGAGALSYVSPNTSK 1.6 146 0,5 0 0 0 0 Poly(A)‐specific ribonuclease PARN  35456:171707

1386.00561 3 timecourse_ATM_ctrl1 1385.99574 7.12 73.22 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 19.5 100 1.35E+06 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 26.8 667 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35449:184259

1386.00801 3 timecourse_ATM_ctrl2 1385.99574 8.85 68.2 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 10.7 100 5.70E+05 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 8.7 667 0,3 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35446:168922

1386.00536 3 timecourse_ATM_combo_1hr 1385.99574 6.94 61.49 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 15.1 100 1.69E+06 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 13.4 667 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35457:185945

1386.00671 3 timecourse_ATM_ctrl2 1385.99574 7.92 60.11 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 13.6 100 6.43E+05 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 11.6 667 0,3 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35447:172783

1386.00641 3 timecourse_ATM_combo_2hr 1385.99574 7.7 58.41 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 13.2 100 8.69E+05 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 11.6 667 0,3 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35454:172831

1386.00535 3 timecourse_ATM_combo_4hr 1385.99574 6.93 53.65 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 12.5 100 1.21E+06 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 27 667 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35453:183811

1386.00613 3 timecourse_ATM_combo_4hr 1385.99574 7.5 52.79 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 13.6 100 1.08E+06 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 34.5 667 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35452:180170

1386.00735 3 timecourse_ATM_ctrl1 1385.99574 8.38 52.7 PASK  PASK_HUMAN 5 K.EQLSQLS#LAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 18.2 100 1.37E+06 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 11.6 667 0,3 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35448:181230

1386.00512 3 timecourse_ATM_combo_2hr 1385.99574 6.77 48.78 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 16.3 100 1.07E+06 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 11.6 667 0,3 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35455:174491

1386.00634 3 timecourse_ATM_combo_1hr 1385.99574 7.65 46.53 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 21.1 100 1.80E+06 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 11.6 667 0,3 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35456:185086

1386.00586 3 timecourse_ATM_combo_8hr 1385.99574 7.31 39.89 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 6.7 100 6.28E+05 EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLG 11.6 667 0,3 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35450:184720

1386.00706 3 timecourse_ATM_combo_8hr 1385.99574 8.17 31.16 PASK  PASK_HUMAN 5 K.EQLS#QLSLAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 8.0 100 8.28E+05 EQLSQLSLAGALDVPHAELVPTECQAVT#APVSSCDLG 17.9 691 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35451:187860

1039.7576 4 timecourse_ATM_ctrl1 1039.74862 8.64 26.56 PASK  PASK_HUMAN 5 K.EQLSQLS#LAGALDVPHAELVPTECQAVTAPVSSCDLGGR.D 22.1 100 1.51E+06 EQLSQLSLAGALDVPHAELVPT#ECQAVTAPVSSCDLG 9.5 685 ‐18,0 0 0 0 0 PAS domain‐containing serine/threonine‐protein kinase  35448:181240

878.89051 2 timecourse_ATM_ctrl2 878.88547 5.73 79.01 PCCB  PCCB_HUMAN 16 K.SVTNEDVT#QEELGGAK.T 4.2 100 9.87E+04 SVTNEDVT#QEELGGAK 51 240 0 0 0 0 Propionyl‐CoA carboxylase beta chain, mitochondrial  35447:103663

554.28492 3 timecourse_ATM_combo_8hr 554.28170 5.81 38.65 PCF11  PCF11_HUMAN 0 K.VHEEVVLKT#QEAAK.E 51.3 100 2.74E+06 VHEEVVLKT#QEAAK 1000 1420 0 0 0 0 Pre‐mRNA cleavage complex 2 protein Pcf11  35450:106117

554.28496 3 timecourse_ATM_combo_2hr 554.28170 5.88 31.2 PCF11  PCF11_HUMAN 0 K.VHEEVVLKT#QEAAK.E 8.0 100 2.07E+05 VHEEVVLKT#QEAAK 1000 1420 0 0 0 0 Pre‐mRNA cleavage complex 2 protein Pcf11  35454:100298

554.28494 3 timecourse_ATM_combo_8hr 554.28170 5.85 30.64 PCF11  PCF11_HUMAN 0 K.VHEEVVLKT#QEAAK.E 57.5 100 2.94E+06 VHEEVVLKT#QEAAK 1000 1420 0 0 0 0 Pre‐mRNA cleavage complex 2 protein Pcf11  35451:107123

554.28414 3 timecourse_ATM_combo_4hr 554.28170 4.4 28.77 PCF11  PCF11_HUMAN 0 K.VHEEVVLKT#QEAAK.E 32.6 100 1.15E+06 VHEEVVLKT#QEAAK 1000 1420 0 0 0 0 Pre‐mRNA cleavage complex 2 protein Pcf11  35453:105692

554.28473 3 timecourse_ATM_combo_4hr 554.28170 5.47 28.32 PCF11  PCF11_HUMAN 0 K.VHEEVVLKT#QEAAK.E 27.3 100 1.18E+06 VHEEVVLKT#QEAAK 1000 1420 0 0 0 0 Pre‐mRNA cleavage complex 2 protein Pcf11  35452:103741

639.99765 3 timecourse_ATM_combo_8hr 639.99421 5.38 25.98 PCF11  PCF11_HUMAN 0 K.VHEEVVLKT#QEAAKEK.E 7.7 100 3.53E+05 VHEEVVLKT#QEAAKEK 1000 1420 0 0 0 0 Pre‐mRNA cleavage complex 2 protein Pcf11  35451:129657



554.28421 3 timecourse_ATM_combo_2hr 554.28170 4.53 22.27 PCF11  PCF11_HUMAN 0 K.VHEEVVLKT#QEAAK.E 7.8 100 1.97E+05 VHEEVVLKT#QEAAK 1000 1420 0 0 0 0 Pre‐mRNA cleavage complex 2 protein Pcf11  35455:100009

639.99723 3 timecourse_ATM_combo_4hr 639.99421 4.72 20.63 PCF11  PCF11_HUMAN 0 K.VHEEVVLKT#QEAAKEK.E 7.8 100 2.23E+05 VHEEVVLKT#QEAAKEK 1000 1420 0 0 0 0 Pre‐mRNA cleavage complex 2 protein Pcf11  35453:127691

639.99775 3 timecourse_ATM_combo_8hr 639.99421 5.53 18.61 PCF11  PCF11_HUMAN 0 K.VHEEVVLKT#QEAAKEK.E 7.7 100 3.10E+05 VHEEVVLKT#QEAAKEK 1000 1420 0 0 0 0 Pre‐mRNA cleavage complex 2 protein Pcf11  35450:128138

925.39639 2 timecourse_ATM_combo_8hr 925.39100 5.82 43.99 PCM1  PCM1_HUMAN 9 R.YMS#QMSVPEQAELEK.L 6.9 100 4.30E+05 YMS#QMSVPEQAELEK 14.5 90 0 0 0 0 Pericentriolar material 1 protein  35451:123947

1239.55665 3 timecourse_ATM_combo_8hr 1239.54932 5.91 41.35 PCM1  PCM1_HUMAN 5 K.SAQETPESSLAGSPDTESPVLVNDYEAESGNIS#QK.S 16.2 100 1.94E+06 SAQETPESSLAGSPDTESPVLVNDYEAES#GNISQK 9.9 1951 ‐4,0 0 0 0 0 Pericentriolar material 1 protein  35451:186010

925.39562 2 timecourse_ATM_combo_8hr 925.39100 4.99 39.44 PCM1  PCM1_HUMAN 9 R.YMS#QMSVPEQAELEK.L 5.2 100 3.21E+05 YMS#QMSVPEQAELEK 27.7 90 0 0 0 0 Pericentriolar material 1 protein  35450:122628

925.39539 2 timecourse_ATM_combo_4hr 925.39100 4.74 37.75 PCM1  PCM1_HUMAN 9 R.YMS#QMSVPEQAELEK.L 5.7 100 2.37E+05 YMS#QMSVPEQAELEK 14.5 90 0 0 0 0 Pericentriolar material 1 protein  35453:122251

1239.5549 3 timecourse_ATM_combo_1hr 1239.54932 4.5 33.26 PCM1  PCM1_HUMAN 5 K.SAQETPESSLAGSPDTESPVLVNDYEAESGNIS#QK.S 15.9 100 1.25E+06 SAQETPESSLAGSPDTESPVLVNDYEAESGNIS#QK 10.9 1955 ‐4,0 0 0 0 0 Pericentriolar material 1 protein  35457:184065

1239.55654 3 timecourse_ATM_combo_8hr 1239.54932 5.82 27.44 PCM1  PCM1_HUMAN 5 K.SAQETPESSLAGSPDTESPVLVNDYEAESGNIS#QK.S 18.3 100 1.78E+06 SAQETPESSLAGSPDTESPVLVNDYEAES#GNISQK 7.1 1951 ‐4,0 0 0 0 0 Pericentriolar material 1 protein  35450:183010

1239.5555 3 timecourse_ATM_combo_2hr 1239.54932 4.99 20.03 PCM1  PCM1_HUMAN 5 K.SAQETPESSLAGSPDTESPVLVNDYEAESGNIS#QK.S 12.6 100 7.38E+05 SAQETPESSLAGSPDTESPVLVNDYEAESGNIS#QK 33.5 1955 0 0 0 0 Pericentriolar material 1 protein  35455:172781

618.7902 2 timecourse_ATM_combo_1hr 618.78666 5.72 58.06 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 7.6 100 3.75E+05 FGFAIGS#QTTK 17 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35456:55801

618.7898 2 timecourse_ATM_combo_8hr 618.78666 5.07 49.38 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 13.0 100 8.87E+05 FGFAIGS#QTTK 17 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35451:55388

618.7897 2 timecourse_ATM_combo_2hr 618.78666 4.91 47.68 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 8.1 100 2.76E+05 FGFAIGS#QTTK 14.2 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35454:52879

618.78802 2 combeffx_ATM_PI3Ki 618.78666 2.2 46.14 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 8.9 100 8.71E+05 FGFAIGS#QTTK 18.9 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35298:21450

618.78961 2 timecourse_ATM_combo_8hr 618.78666 4.77 44.8 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 14.0 100 8.57E+05 FGFAIGS#QTTK 15.5 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35450:55417

618.78907 2 combeffx_ATM_comboi 618.78666 3.89 42.51 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 19.0 100 2.29E+06 FGFAIGS#QTTK 5.9 77 0,2 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35301:21609

618.78992 2 timecourse_ATM_combo_4hr 618.78666 5.27 42.1 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 17.2 100 8.40E+05 FGFAIGS#QTTK 13.2 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35453:55208

618.78995 2 timecourse_ATM_combo_4hr 618.78666 5.32 40.62 PCNP  PCNP_HUMAN 2 K.FGFAIGSQT#TK.K 16.1 100 8.31E+05 FGFAIGS#QTTK 17 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35452:53948

618.7893 2 combeffx_ATM_comboi 618.78666 4.27 36.98 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 18.5 100 3.28E+06 FGFAIGS#QTTK 14.2 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35300:23427

618.78922 2 timecourse_ATM_combo_1hr 618.78666 4.14 32.91 PCNP  PCNP_HUMAN 2 K.FGFAIGSQT#TK.K 10.7 100 4.41E+05 FGFAIGS#QTTK 13.2 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35457:56043

618.78975 2 timecourse_ATM_ctrl2 618.78666 4.99 32.49 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 5.0 100 2.12E+05 FGFAIGSQTT#K 8.7 80 ‐3,0 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35447:49035

618.7894 2 timecourse_ATM_ctrl1 618.78666 4.43 29.92 PCNP  PCNP_HUMAN 2 K.FGFAIGS#QTTK.K 7.0 100 3.47E+05 FGFAIGS#QTTK 22 77 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35449:56763

618.79013 2 timecourse_ATM_ctrl2 618.78666 5.61 26.85 PCNP  PCNP_HUMAN 2 K.FGFAIGSQT#TK.K 4.8 100 1.88E+05 FGFAIGS#QTTK 6.6 77 0,2 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35446:48417

682.83663 2 timecourse_ATM_combo_4hr 682.83413 3.66 17.68 PCNP  PCNP_HUMAN 2 K.FGFAIGSQTT#KK.A 5.7 94 2.55E+05 FGFAIGSQTT#KK 0 80 ‐3,0 0 0 0 0 PEST proteolytic signal‐containing nuclear protein  35452:71029

758.01785 3 timecourse_ATM_combo_4hr 758.01207 7.63 48.54 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 21.9 100 1.15E+06 CSS#QHSVFGFNQVSELLPR 6.3 136 ‐1,0 0 0 0 0 Pecanex‐like protein 3  35452:147400

758.01738 3 timecourse_ATM_combo_2hr 758.01207 7.01 45.67 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 17.6 100 6.96E+05 CSS#QHSVFGFNQVSELLPR 0 136 0,3 0 0 0 0 Pecanex‐like protein 3  35455:143211

758.018 3 timecourse_ATM_combo_8hr 758.01207 7.82 41.72 PCNXL3  PCX3_HUMAN 0 R.CSSQHS#VFGFNQVSELLPR.M 15.2 100 1.00E+06 CSS#QHSVFGFNQVSELLPR 0 136 0,3 0 0 0 0 Pecanex‐like protein 3  35451:153370

758.01783 3 timecourse_ATM_ctrl2 758.01207 7.6 39.26 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 14.0 100 7.92E+05 CSS#QHSVFGFNQVSELLPR 0 136 ‐1,0 0 0 0 0 Pecanex‐like protein 3  35446:136932

758.01749 3 timecourse_ATM_ctrl2 758.01207 7.15 39.2 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 17.1 100 8.16E+05 CSS#QHSVFGFNQVSELLPR 0 136 0,3 0 0 0 0 Pecanex‐like protein 3  35447:139443

758.01775 3 timecourse_ATM_combo_8hr 758.01207 7.49 39.12 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 16.3 100 8.86E+05 CSS#QHSVFGFNQVSELLPR 5 136 0,3 0 0 0 0 Pecanex‐like protein 3  35450:151380

758.01712 3 timecourse_ATM_combo_1hr 758.01207 6.66 39.07 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 19.7 100 1.34E+06 CSS#QHSVFGFNQVSELLPR 0 136 0,3 0 0 0 0 Pecanex‐like protein 3  35457:153445

758.01771 3 timecourse_ATM_ctrl1 758.01207 7.44 37.94 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 17.6 100 9.38E+05 CSS#QHSVFGFNQVSELLPR 0 136 0,3 0 0 0 0 Pecanex‐like protein 3  35448:151180

758.01796 3 timecourse_ATM_combo_1hr 758.01207 7.77 36.46 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 21.1 100 1.14E+06 CSS#QHSVFGFNQVSELLPR 0 136 0,3 0 0 0 0 Pecanex‐like protein 3  35456:153467

758.01659 3 timecourse_ATM_ctrl1 758.01207 5.96 35.1 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 20.8 100 9.37E+05 CSSQHS#VFGFNQVSELLPR 13.2 139 0 0 0 0 Pecanex‐like protein 3  35449:153639

758.01756 3 timecourse_ATM_combo_4hr 758.01207 7.24 26.66 PCNXL3  PCX3_HUMAN 0 R.CSSQHS#VFGFNQVSELLPR.M 24.9 100 1.38E+06 CSS#QHSVFGFNQVSELLPR 6.4 136 0,3 0 0 0 0 Pecanex‐like protein 3  35453:149981

758.0172 3 timecourse_ATM_combo_2hr 758.01207 6.77 25.53 PCNXL3  PCX3_HUMAN 0 R.CSS#QHSVFGFNQVSELLPR.M 18.0 100 6.88E+05 CSS#QHSVFGFNQVSELLPR 0 136 0,3 0 0 0 0 Pecanex‐like protein 3  35454:142831

647.3293 2 timecourse_ATM_combo_1hr 647.32614 4.88 54.8 PDAP1  HAP28_HUMAN 0 K.KVT#QLDLDGPK.E 46.3 100 2.01E+06 KVT#QLDLDGPK 1000 97 0 0 0 0 28 kDa heat‐ and acid‐stable phosphoprotein  35457:64735

647.32817 2 combeffx_ATM_PI3Ki 647.32614 3.14 52.01 PDAP1  HAP28_HUMAN 0 K.KVT#QLDLDGPK.E 13.5 100 1.14E+06 KVT#QLDLDGPK 1000 97 0 0 0 0 28 kDa heat‐ and acid‐stable phosphoprotein  35298:24830

647.33027 2 timecourse_ATM_combo_1hr 647.32614 6.38 46.28 PDAP1  HAP28_HUMAN 0 K.KVT#QLDLDGPK.E 49.2 100 1.95E+06 KVT#QLDLDGPK 1000 97 0 0 0 0 28 kDa heat‐ and acid‐stable phosphoprotein  35456:64594

647.32998 2 timecourse_ATM_ctrl1 647.32614 5.93 41.04 PDAP1  HAP28_HUMAN 0 K.KVT#QLDLDGPK.E 67.4 100 2.62E+06 KVT#QLDLDGPK 1000 97 0 0 0 0 28 kDa heat‐ and acid‐stable phosphoprotein  35448:64664

647.32877 2 combeffx_ATM_comboi 647.32614 4.06 40.96 PDAP1  HAP28_HUMAN 0 K.KVT#QLDLDGPK.E 11.3 100 1.14E+06 KVT#QLDLDGPK 1000 97 0 0 0 0 28 kDa heat‐ and acid‐stable phosphoprotein  35301:25110

647.33028 2 timecourse_ATM_ctrl2 647.32614 6.4 40.23 PDAP1  HAP28_HUMAN 0 K.KVT#QLDLDGPK.E 41.1 100 1.59E+06 KVT#QLDLDGPK 1000 97 0 0 0 0 28 kDa heat‐ and acid‐stable phosphoprotein  35446:55584

647.32908 2 combeffx_ATM_comboi 647.32614 4.54 30.04 PDAP1  HAP28_HUMAN 0 K.KVT#QLDLDGPK.E 12.8 100 1.53E+06 KVT#QLDLDGPK 1000 97 0 0 0 0 28 kDa heat‐ and acid‐stable phosphoprotein  35300:27453

506.24462 2 timecourse_ATM_combo_8hr 506.24154 6.08 23.2 PDAP1  HAP28_HUMAN 0 K.KVT#QLDLD.G 36.2 100 1.29E+06 KVT#QLDLD 1000 97 0 0 0 0 28 kDa heat‐ and acid‐stable phosphoprotein  35450:24290

660.30594 2 combeffx_ATM_MEKi 660.30320 4.15 64.09 PDCL  PHLP_HUMAN 2 K.SSVIGASS#QFTR.N 9.0 100 3.58E+05 SSVIGASS#QFTR 32.4 226 0 0 0 0 Phosducin‐like protein  35297:22466

591.79155 2 timecourse_ATM_combo_8hr 591.78866 4.88 41.78 PDE4D  PDE4D_HUMAN 3 K.RPMS#QISGVK.K 48.4 100 2.80E+06 RPMS#QISGVK 53.5 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35451:46043

591.79138 2 timecourse_ATM_ctrl1 591.78866 4.6 40.68 PDE4D  PDE4D_HUMAN 3 K.RPMS#QISGVK.K 27.7 100 1.26E+06 RPMS#QISGVK 43.5 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35449:47425

591.79162 2 timecourse_ATM_combo_4hr 591.78866 5 38.98 PDE4D  PDE4D_HUMAN 3 K.RPMS#QISGVK.K 43.0 100 1.80E+06 RPMS#QISGVK 55.2 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35453:46040

591.79182 2 timecourse_ATM_ctrl1 591.78866 5.34 37.89 PDE4D  PDE4D_HUMAN 3 K.RPMS#QISGVK.K 24.4 100 1.21E+06 RPMS#QISGVK 37.5 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35448:46742

591.79136 2 timecourse_ATM_combo_2hr 591.78866 4.56 37.83 PDE4D  PDE4D_HUMAN 3 K.RPMS#QISGVK.K 24.0 100 8.41E+05 RPMS#QISGVK 46.3 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35455:43201

591.79174 2 timecourse_ATM_combo_8hr 591.78866 5.2 34.11 PDE4D  PDE4D_HUMAN 3 K.RPMS#QISGVK.K 50.9 100 2.76E+06 RPMS#QISGVK 49.6 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35450:46075

591.79128 2 timecourse_ATM_combo_1hr 591.78866 4.43 32.7 PDE4D  PDE4D_HUMAN 3 K.RPMS#QISGVK.K 25.2 100 1.32E+06 RPMS#QISGVK 31.9 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35457:46459

591.79189 2 timecourse_ATM_combo_1hr 591.78866 5.47 31.75 PDE4D  PDE4D_HUMAN 3 K.RPMSQIS#GVK.K 25.0 100 1.25E+06 RPMS#QISGVK 37.5 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35456:46310

591.79166 2 timecourse_ATM_ctrl2 591.78866 5.07 31.28 PDE4D  PDE4D_HUMAN 3 K.RPMSQIS#GVK.K 36.5 100 1.29E+06 RPMS#QISGVK 41 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35447:40686

591.79209 2 timecourse_ATM_ctrl2 591.78866 5.8 29.27 PDE4D  PDE4D_HUMAN 3 K.RPMS#QISGVK.K 36.2 100 1.22E+06 RPMS#QISGVK 34.5 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35446:40108

591.79174 2 timecourse_ATM_combo_2hr 591.78866 5.2 28.69 PDE4D  PDE4D_HUMAN 3 K.RPMS#QISGVK.K 26.9 100 8.53E+05 RPMS#QISGVK 24.2 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35454:43967

437.56222 3 timecourse_ATM_combo_4hr 437.55985 5.42 25.11 PDE4D  PDE4D_HUMAN 3 K.KRPMS#QISGVK.K 30.8 100 8.31E+05 KRPMS#QISGVK 28.8 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35453:66109

437.56237 3 timecourse_ATM_combo_8hr 437.55985 5.76 24.36 PDE4D  PDE4D_HUMAN 3 K.KRPMS#QISGVK.K 29.5 100 1.02E+06 KRPMS#QISGVK 22.1 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35451:66514

437.56226 3 timecourse_ATM_combo_4hr 437.55985 5.51 22.17 PDE4D  PDE4D_HUMAN 3 K.KRPMS#QISGVK.K 36.1 100 9.11E+05 KRPMS#QISGVK 9.1 362 0,3 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35452:64675

591.79196 2 timecourse_ATM_combo_4hr 591.78866 5.58 21.79 PDE4D  PDE4D_HUMAN 3 K.RPMSQIS#GVK.K 42.2 100 1.91E+06 RPMS#QISGVK 37.5 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35452:44863

437.56237 3 timecourse_ATM_combo_8hr 437.55985 5.76 20.31 PDE4D  PDE4D_HUMAN 3 K.KRPMS#QISGVK.K 39.0 100 1.04E+06 KRPMS#QISGVK 15.6 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35450:66336

437.56192 3 combeffx_ATM_comboi 437.55985 4.73 19.43 PDE4D  PDE4D_HUMAN 3 K.KRPMS#QISGVK.K 18.8 100 1.44E+06 KRPMSQIS#GVK 8.7 365 ‐3,0 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35300:28452

437.56243 3 timecourse_ATM_combo_1hr 437.55985 5.9 16.86 PDE4D  PDE4D_HUMAN 3 K.KRPMS#QISGVK.K 19.9 94 4.90E+05 KRPMS#QISGVK 12.4 362 0,3 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35456:67084

437.56204 3 timecourse_ATM_combo_2hr 437.55985 5 14.03 PDE4D  PDE4D_HUMAN 3 K.KRPMS#QISGVK.K 11.2 100 2.24E+05 KRPMS#QISGVK 21.3 362 0 0 0 0 cAMP‐specific 3',5'‐cyclic phosphodiesterase 4D  35455:62637

480.21297 2 timecourse_ATM_combo_4hr 480.21038 5.39 22.15 PDIA4  PDIA4_HUMAN 0 R.AAT#QFWR.S 5.9 100 2.63E+05 AAT#QFWR 1000 431 0 0 0 0 Protein disulfide‐isomerase A4  35453:19109

480.21326 2 timecourse_ATM_ctrl1 480.21038 6 21.28 PDIA4  PDIA4_HUMAN 0 R.AAT#QFWR.S 5.1 100 2.29E+05 AAT#QFWR 1000 431 0 0 0 0 Protein disulfide‐isomerase A4  35448:19364

797.06031 3 timecourse_ATM_combo_1hr 797.05564 5.86 59.38 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQS#QTK.S 23.2 100 9.94E+05 TTNVLGAVNKPLSS#AGKQS#QTK 15.5 1140 10.3 1145 0,2 0 0 Sister chromatid cohesion protein PDS5 homolog B  35456:158327

770.40301 3 combeffx_ATM_comboi 770.40020 3.65 56.3 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQS#QTK.S 9.7 100 1.68E+06 TTNVLGAVNKPLSSAGKQS#QTK 5.9 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35300:70341

770.40244 3 timecourse_ATM_ctrl2 770.40020 2.91 55.84 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQS#QTK.S 11.2 100 7.51E+05 TTNVLGAVNKPLSSAGKQS#QTK 3 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35447:141243

770.40282 3 timecourse_ATM_combo_1hr 770.40020 3.4 50.55 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQSQT#K.S 24.2 100 1.91E+06 TTNVLGAVNKPLSSAGKQS#QTK 15.8 1145 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35456:155147

770.40305 3 timecourse_ATM_combo_2hr 770.40020 3.71 48.78 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQS#QTK.S 23.5 100 1.48E+06 TTNVLGAVNKPLSSAGKQS#QTK 5.9 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35454:144261

770.40212 3 timecourse_ATM_ctrl1 770.40020 2.49 47.3 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQS#QTK.S 13.9 100 1.21E+06 TTNVLGAVNKPLSSAGKQS#QTK 11.9 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35448:153060

770.40131 3 timecourse_ATM_ctrl1 770.40020 1.44 44.48 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQSQTK.S 15.7 100 1.29E+06 TTNVLGAVNKPLSSAGKQS#QTK 4.4 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35449:155419

770.40136 3 timecourse_ATM_combo_8hr 770.40020 1.51 42.94 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQS#QTK.S 52.1 100 6.33E+06 TTNVLGAVNKPLSSAGKQS#QTK 4.4 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35451:155050

770.40015 3 timecourse_ATM_combo_1hr 770.40020 ‐0.06 42.78 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQS#QTK.S 26.6 100 2.04E+06 TTNVLGAVNKPLSSAGKQS#QTK 11.9 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35457:155075

797.06026 3 timecourse_ATM_ctrl1 797.05564 5.8 42.49 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQSQT#K.S 20.3 100 8.24E+05 TTNVLGAVNKPLSS#AGKQS#QTK 4 1140 ‐1,0 4.5 1145 0,2 0 0 Sister chromatid cohesion protein PDS5 homolog B  35448:156450

770.40176 3 timecourse_ATM_combo_8hr 770.40020 2.02 40.8 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQS#QTK.S 45.4 100 5.65E+06 TTNVLGAVNKPLSSAGKQS#QTK 3.9 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35450:152970

797.0596 3 timecourse_ATM_combo_1hr 797.05564 4.97 38.2 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQS#QTK.S 24.8 100 1.07E+06 TTNVLGAVNKPLSS#AGKQS#QTK 8.7 1140 ‐1,0 7.8 1145 0,2 0 0 Sister chromatid cohesion protein PDS5 homolog B  35457:158325

770.402 3 timecourse_ATM_combo_4hr 770.40020 2.35 37.01 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQS#QTK.S 51.5 100 4.27E+06 TTNVLGAVNKPLSSAGKQS#QTK 9.7 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35453:151511

797.05946 3 timecourse_ATM_ctrl1 797.05564 4.79 36.19 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQSQT#K.S 17.8 100 7.19E+05 TTNVLGAVNKPLSS#AGKQS#QTK 13.2 1140 0 1145 0,2 0 0 Sister chromatid cohesion protein PDS5 homolog B  35449:158889

797.05998 3 timecourse_ATM_combo_4hr 797.05564 5.46 35.48 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQS#QTK.S 15.5 100 7.10E+05 TTNVLGAVNKPLSS#AGKQS#QTK 7.5 1140 ‐1,0 12.3 1145 ‐6,0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35452:152180

797.06022 3 timecourse_ATM_combo_2hr 797.05564 5.75 33.64 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLS#S#AGKQSQTK.S 17.8 100 5.53E+05 TTNVLGAVNKPLSS#AGKQS#QTK 0 1140 ‐1,0 0 1145 0,2 0 0 Sister chromatid cohesion protein PDS5 homolog B  35454:147391

797.05941 3 timecourse_ATM_combo_2hr 797.05564 4.73 33.38 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQS#QTK.S 19.3 100 5.14E+05 TTNVLGAVNKPLSS#AGKQS#QTK 14.2 1140 10.3 1145 0,2 0 0 Sister chromatid cohesion protein PDS5 homolog B  35455:147771

770.40149 3 timecourse_ATM_combo_2hr 770.40020 1.67 33.24 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQSQT#K.S 27.5 100 1.40E+06 TTNVLGAVNKPLSSAGKQS#QTK 8.1 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35455:144681

770.40219 3 timecourse_ATM_combo_4hr 770.40020 2.58 28.75 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSSAGKQS#QTK.S 46.4 100 4.42E+06 TTNVLGAVNKPLSSAGKQS#QTK 8.8 1145 0,2 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35452:148890

797.05974 3 timecourse_ATM_combo_4hr 797.05564 5.14 26.58 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQSQT#K.S 17.2 100 7.53E+05 TTNVLGAVNKPLSS#AGKQS#QTK 10.3 1140 ‐1,0 0 1145 0,2 0 0 Sister chromatid cohesion protein PDS5 homolog B  35453:154951

797.0602 3 timecourse_ATM_ctrl2 797.05564 5.73 25.54 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQSQT#K.S 15.7 100 4.22E+05 TTNVLGAVNKPLSS#AGKQS#QTK 0 1140 0,7 0 1145 ‐6,0 0 0 Sister chromatid cohesion protein PDS5 homolog B  35446:142072

797.06052 3 timecourse_ATM_ctrl2 797.05564 6.12 24.52 PDS5B  PDS5B_HUMAN 4 K.TTNVLGAVNKPLSS#AGKQSQT#K.S 11.5 100 3.93E+05 TTNVLGAVNKPLSS#AGKQS#QTK 0 1140 ‐1,0 0 1145 0,2 0 0 Sister chromatid cohesion protein PDS5 homolog B  35447:144683

722.31746 3 combeffx_ATM_ctrl 722.31469 3.83 61.29 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 45.4 100 6.18E+06 GVPHPEDDHS#QVEGPESLR 62.6 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35295:63438

722.31753 3 combeffx_ATM_MEKi 722.31469 3.95 58.52 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 36.7 100 2.31E+06 GVPHPEDDHS#QVEGPESLR 60.1 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35297:48368

722.31813 3 combeffx_ATM_comboi 722.31469 4.76 54.52 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 43.4 100 6.13E+06 GVPHPEDDHS#QVEGPESLR 45.4 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35301:62079

722.31701 3 combeffx_ATM_PI3Ki 722.31469 3.21 50.94 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 66.1 100 6.75E+06 GVPHPEDDHS#QVEGPESLR 65.7 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35298:60809

722.31774 3 combeffx_ATM_PI3Ki 722.31469 4.22 49.78 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 42.8 100 4.69E+06 GVPHPEDDHS#QVEGPESLR 56.8 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35299:57744

722.31785 3 timecourse_ATM_combo_1hr 722.31469 4.37 48.83 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 138.5 100 7.63E+06 GVPHPEDDHS#QVEGPESLR 65.7 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35457:149275

722.31814 3 timecourse_ATM_combo_2hr 722.31469 4.78 48.16 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 86.0 100 3.26E+06 GVPHPEDDHS#QVEGPESLR 44.3 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35455:138887

722.3172 3 combeffx_ATM_MEKi 722.31469 3.47 47.96 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 38.9 100 3.03E+06 GVPHPEDDHS#QVEGPESLR 57.4 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35296:52789

722.31757 3 combeffx_ATM_ctrl 722.31469 3.99 47.63 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 41.1 100 6.35E+06 GVPHPEDDHS#QVEGPESLR 55.4 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35294:65528

722.31857 3 timecourse_ATM_combo_2hr 722.31469 5.37 43.56 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 88.7 100 3.42E+06 GVPHPEDDHS#QVEGPESLR 27.3 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35454:138911

722.31906 3 timecourse_ATM_ctrl2 722.31469 6.05 43.03 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 69.7 100 3.42E+06 GVPHPEDDHS#QVEGPESLR 62.6 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35446:132340

722.31837 3 timecourse_ATM_combo_4hr 722.31469 5.09 42.39 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 89.4 100 4.76E+06 GVPHPEDDHS#QVEGPESLR 35.5 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35453:145587

722.3188 3 timecourse_ATM_combo_4hr 722.31469 5.7 41.41 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 90.5 100 4.73E+06 GVPHPEDDHS#QVEGPESLR 82.2 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35452:143180

722.3186 3 combeffx_ATM_comboi 722.31469 5.41 39.23 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 48.0 100 8.84E+06 GVPHPEDDHS#QVEGPESLR 53.7 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35300:67661

722.31864 3 timecourse_ATM_ctrl1 722.31469 5.47 38.03 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 103.6 100 5.50E+06 GVPHPEDDHS#QVEGPESLR 62.6 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35448:146831

722.3192 3 timecourse_ATM_combo_8hr 722.31469 6.24 37.49 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 82.4 100 4.98E+06 GVPHPEDDHS#QVEGPESLR 43.8 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35450:146893

722.31892 3 combeffx_ATM_comboi 722.31469 5.86 34.49 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 48.9 100 8.84E+06 GVPHPEDDHS#QVEGPESLR 51.6 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35300:67671

722.31893 3 timecourse_ATM_ctrl2 722.31469 5.87 33.15 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 71.2 100 3.62E+06 GVPHPEDDHS#QVEGPESLR 57.4 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35447:134809

763.30584 2 timecourse_ATM_combo_8hr 763.30139 5.83 32.16 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVE.G 21.8 100 1.32E+06 GVPHPEDDHS#QVE 1000 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35450:91945

541.98981 4 combeffx_ATM_PI3Ki 541.98784 3.63 31.15 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 12.9 100 1.36E+06 GVPHPEDDHS#QVEGPESLR 41.1 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35299:57734

479.69142 2 timecourse_ATM_combo_2hr 479.68861 5.86 30.79 PDXDC1  PDXD1_HUMAN 7 K.MLEDS#QR.R 5.7 100 5.44E+04 MLEDS#QR 1000 30 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35454:18152

479.69108 2 timecourse_ATM_combo_4hr 479.68861 5.15 30.76 PDXDC1  PDXD1_HUMAN 7 K.MLEDS#QR.R 10.0 100 1.20E+05 MLEDS#QR 1000 30 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35452:18845

722.31802 3 timecourse_ATM_ctrl1 722.31469 4.61 30.6 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 102.3 100 5.68E+06 GVPHPEDDHS#QVEGPESLR 43.8 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35449:149083

722.31942 3 timecourse_ATM_combo_1hr 722.31469 6.55 30.59 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 134.4 100 7.60E+06 GVPHPEDDHS#QVEGPESLR 50.9 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35456:149405

763.30579 2 timecourse_ATM_combo_8hr 763.30139 5.76 29.14 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVE.G 24.9 100 1.44E+06 GVPHPEDDHS#QVE 1000 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35451:92905

479.6913 2 timecourse_ATM_combo_8hr 479.68861 5.63 27.68 PDXDC1  PDXD1_HUMAN 7 K.MLEDS#QR.R 9.8 100 1.69E+05 MLEDS#QR 1000 30 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35451:19200

722.31879 3 timecourse_ATM_combo_8hr 722.31469 5.68 27.33 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESLR.‐ 78.0 100 5.25E+06 GVPHPEDDHS#QVEGPESLR 51.6 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35451:148841

479.69132 2 timecourse_ATM_combo_8hr 479.68861 5.65 23.94 PDXDC1  PDXD1_HUMAN 7 K.MLEDS#QR.R 13.5 100 1.91E+05 MLEDS#QR 1000 30 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35450:19008

670.28468 3 timecourse_ATM_ctrl2 670.28099 5.51 21.85 PDXDC1  PDXD1_HUMAN 5 K.GVPHPEDDHS#QVEGPESL.R 16.0 94 6.81E+05 GVPHPEDDHS#QVEGPESL 70.8 779 0 0 0 0 Pyridoxal‐dependent decarboxylase domain‐containing protein 1  35447:124526

835.38851 3 timecourse_ATM_ctrl1 835.38402 5.37 36.42 PER1  PER1_HUMAN 3 K.AESVVSVTS#QCSFSSTIVHVGDK.K 7.9 100 5.15E+05 AESVVSVTS#QCSFSSTIVHVGDK 8.7 720 0,3 0 0 0 0 Period circadian protein homolog 1  35449:162909

835.38868 3 timecourse_ATM_combo_2hr 835.38402 5.58 32.34 PER1  PER1_HUMAN 3 K.AESVVSVTS#QCSFSSTIVHVGDK.K 8.7 100 4.33E+05 AESVVSVTS#QCSFSSTIVHVGDK 7.5 720 ‐1,0 0 0 0 0 Period circadian protein homolog 1  35454:151821

835.38856 3 timecourse_ATM_combo_2hr 835.38402 5.43 28.8 PER1  PER1_HUMAN 3 K.AESVVSVT#SQCSFSSTIVHVGDK.K 9.2 100 4.17E+05 AESVVSVT#SQCSFSSTIVHVGDK 0 719 0,7 0 0 0 0 Period circadian protein homolog 1  35455:152421

438.44639 4 timecourse_ATM_combo_8hr 438.44407 5.29 17.59 PGAM5  PGAM5_HUMAN 1 R.HSQY#HVDGSLEKDR.T 4.2 100 1.06E+05 HSQY#HVDGSLEKDR 9.9 108 0,5 0 0 0 0 Serine/threonine‐protein phosphatase PGAM5, mitochondrial  35451:115162

757.39325 3 timecourse_ATM_ctrl1 757.38953 4.91 59.81 PGM1  PGM1_HUMAN 0 K.IVTVKT#QAYQDQKPGTSGLR.K 8.7 100 3.15E+05 IVTVKT#QAYQDQKPGTSGLR 36.3 9 0 0 0 0 Phosphoglucomutase‐1  35449:153579

757.39347 3 timecourse_ATM_combo_4hr 757.38953 5.2 56.47 PGM1  PGM1_HUMAN 0 K.IVTVKT#QAYQDQKPGTSGLR.K 9.3 100 3.06E+05 IVTVKT#QAYQDQKPGTSGLR 46.4 9 0 0 0 0 Phosphoglucomutase‐1  35452:147320

757.39402 3 timecourse_ATM_ctrl1 757.38953 5.93 50.69 PGM1  PGM1_HUMAN 0 K.IVTVKT#QAYQDQKPGTSGLR.K 8.1 100 3.30E+05 IVTVKT#QAYQDQKPGTSGLR 36.5 9 0 0 0 0 Phosphoglucomutase‐1  35448:151130

757.39296 3 timecourse_ATM_combo_1hr 757.38953 4.53 50.06 PGM1  PGM1_HUMAN 0 K.IVTVKT#QAYQDQKPGTSGLR.K 11.1 100 3.52E+05 IVTVKT#QAYQDQKPGTSGLR 51.4 9 0 0 0 0 Phosphoglucomutase‐1  35457:153395

757.3942 3 timecourse_ATM_combo_1hr 757.38953 6.17 46.91 PGM1  PGM1_HUMAN 0 K.IVTVKT#QAYQDQKPGTSGLR.K 11.3 100 3.89E+05 IVTVKT#QAYQDQKPGTSGLR 25.2 9 0 0 0 0 Phosphoglucomutase‐1  35456:153427

757.39284 3 timecourse_ATM_combo_2hr 757.38953 4.37 39.09 PGM1  PGM1_HUMAN 0 K.IVTVKT#QAYQDQKPGTSGLR.K 8.1 100 1.89E+05 IVTVKT#QAYQDQKPGTSGLR 15.2 9 0 0 0 0 Phosphoglucomutase‐1  35455:143151

757.39419 3 timecourse_ATM_combo_8hr 757.38953 6.15 21.82 PGM1  PGM1_HUMAN 0 K.IVTVKT#QAYQDQKPGTSGLR.K 6.4 100 2.64E+05 IVTVKT#QAYQDQKPGTSGLR 6.7 9 ‐3,0 0 0 0 0 Phosphoglucomutase‐1  35450:151310

757.39306 3 timecourse_ATM_combo_4hr 757.38953 4.66 14.77 PGM1  PGM1_HUMAN 0 K.IVTVKT#QAYQDQKPGTSGLR.K 9.9 100 2.95E+05 IVTVKT#QAYQDQKPGTSGLR 16.2 9 0 0 0 0 Phosphoglucomutase‐1  35453:149931

554.64333 3 combeffx_ATM_MEKi 554.64145 3.39 46.13 PHACTR4  PHAR4_HUMAN 0 R.KLS#QRPTVAELLAR.K 13.9 100 6.82E+05 KLS#QRPTVAELLAR 49.3 628 0 0 0 0 Phosphatase and actin regulator 4  35297:35971

554.64261 3 combeffx_ATM_PI3Ki 554.64145 2.09 34.45 PHACTR4  PHAR4_HUMAN 0 R.KLS#QRPTVAELLAR.K 17.0 100 1.13E+06 KLS#QRPTVAELLAR 49.3 628 0 0 0 0 Phosphatase and actin regulator 4  35299:42076

554.64303 3 combeffx_ATM_MEKi 554.64145 2.87 32.99 PHACTR4  PHAR4_HUMAN 0 R.KLS#QRPTVAELLAR.K 13.4 100 9.11E+05 KLS#QRPTVAELLAR 47.1 628 0 0 0 0 Phosphatase and actin regulator 4  35296:38945

554.64258 3 combeffx_ATM_PI3Ki 554.64145 2.04 26.69 PHACTR4  PHAR4_HUMAN 0 R.KLS#QRPTVAELLAR.K 16.9 100 1.45E+06 KLS#QRPTVAELLAR 39.9 628 0 0 0 0 Phosphatase and actin regulator 4  35298:43699

554.64275 3 combeffx_ATM_ctrl 554.64145 2.34 21.6 PHACTR4  PHAR4_HUMAN 0 R.KLSQRPT#VAELLAR.K 23.7 100 1.67E+06 KLS#QRPTVAELLAR 31.5 628 0 0 0 0 Phosphatase and actin regulator 4  35294:47129

803.34423 2 timecourse_ATM_combo_8hr 803.34323 1.24 64.86 PHAX  PHAX_HUMAN 1 K.GRYEITAEDS#QEK.V 10.9 100 8.35E+05 GRYEITAEDS#QEK 81.4 226 0 0 0 0 Phosphorylated adapter RNA export protein  35451:101093

803.34523 2 timecourse_ATM_combo_8hr 803.34323 2.49 25.94 PHAX  PHAX_HUMAN 1 K.GRYEITAEDS#QEK.V 10.7 100 7.16E+05 GRYEITAEDS#QEK 49 226 0 0 0 0 Phosphorylated adapter RNA export protein  35450:100177

615.28458 2 timecourse_ATM_combo_1hr 615.28173 4.63 56.1 PHB  PHB_HUMAN 9 R.FDAGELIT#QR.E 10.5 100 5.14E+05 FDAGELIT#QR 1000 141 0 0 0 0 Prohibitin  35457:54753

615.28501 2 timecourse_ATM_combo_2hr 615.28173 5.33 55.8 PHB  PHB_HUMAN 9 R.FDAGELIT#QR.E 12.9 100 4.21E+05 FDAGELIT#QR 1000 141 0 0 0 0 Prohibitin  35454:51719

615.28501 2 timecourse_ATM_combo_4hr 615.28173 5.33 53.14 PHB  PHB_HUMAN 9 R.FDAGELIT#QR.E 9.6 100 4.41E+05 FDAGELIT#QR 1000 141 0 0 0 0 Prohibitin  35452:52810

615.28452 2 timecourse_ATM_combo_2hr 615.28173 4.55 50.65 PHB  PHB_HUMAN 9 R.FDAGELIT#QR.E 11.5 100 3.44E+05 FDAGELIT#QR 1000 141 0 0 0 0 Prohibitin  35455:50897

615.28546 2 timecourse_ATM_ctrl1 615.28173 6.06 43.61 PHB  PHB_HUMAN 9 R.FDAGELIT#QR.E 7.8 100 4.24E+05 FDAGELIT#QR 1000 141 0 0 0 0 Prohibitin  35448:54804

615.28525 2 timecourse_ATM_combo_1hr 615.28173 5.72 40.63 PHB  PHB_HUMAN 9 R.FDAGELIT#QR.E 12.4 100 5.26E+05 FDAGELIT#QR 1000 141 0 0 0 0 Prohibitin  35456:54594

555.77164 2 timecourse_ATM_combo_4hr 555.76878 5.15 57.96 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 11.5 100 2.35E+05 NASQLIT#QR 92.2 155 0 0 0 0 Prohibitin‐2  35452:34214

555.77159 2 timecourse_ATM_combo_4hr 555.76878 5.06 52.69 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 10.1 100 2.47E+05 NASQLIT#QR 86.1 155 0 0 0 0 Prohibitin‐2  35453:34795

555.77184 2 timecourse_ATM_combo_8hr 555.76878 5.51 50.8 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 10.5 100 2.67E+05 NASQLIT#QR 104.5 155 0 0 0 0 Prohibitin‐2  35451:35145

555.77176 2 timecourse_ATM_combo_8hr 555.76878 5.36 49.31 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 11.0 100 3.12E+05 NASQLIT#QR 104.5 155 0 0 0 0 Prohibitin‐2  35450:35047

555.77188 2 timecourse_ATM_ctrl1 555.76878 5.58 47.19 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 6.2 100 2.83E+05 NASQLIT#QR 92.2 155 0 0 0 0 Prohibitin‐2  35448:35522

555.77146 2 timecourse_ATM_combo_2hr 555.76878 4.82 42.69 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 17.6 100 2.87E+05 NASQLIT#QR 82.9 155 0 0 0 0 Prohibitin‐2  35455:32382

555.77157 2 timecourse_ATM_ctrl2 555.76878 5.04 42.49 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 6.7 100 2.26E+05 NASQLIT#QR 92.2 155 0 0 0 0 Prohibitin‐2  35447:30604

555.77072 2 timecourse_ATM_ctrl1 555.76878 3.49 42.32 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 5.1 100 2.40E+05 NASQLIT#QR 86.1 155 0 0 0 0 Prohibitin‐2  35449:35776

629.30587 2 timecourse_ATM_ctrl1 629.30299 4.58 42.31 PHB2  PHB2_HUMAN 5 K.FNASQLIT#QR.A 38.9 100 1.59E+06 FNASQLIT#QR 55.1 155 0 0 0 0 Prohibitin‐2  35449:60336

555.77121 2 timecourse_ATM_combo_1hr 555.76878 4.37 40.98 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 13.3 100 3.18E+05 NASQLIT#QR 82.9 155 0 0 0 0 Prohibitin‐2  35457:35065

629.30641 2 timecourse_ATM_combo_4hr 629.30299 5.43 38.91 PHB2  PHB2_HUMAN 5 K.FNASQLIT#QR.A 41.1 100 1.58E+06 FNASQLIT#QR 71.2 155 0 0 0 0 Prohibitin‐2  35453:58598

555.77175 2 timecourse_ATM_combo_2hr 555.76878 5.36 38.41 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 17.4 100 2.73E+05 NASQLIT#QR 66.6 155 0 0 0 0 Prohibitin‐2  35454:33478

555.77186 2 timecourse_ATM_combo_1hr 555.76878 5.54 37.3 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 12.3 100 3.27E+05 NASQLIT#QR 65 155 0 0 0 0 Prohibitin‐2  35456:35168

555.77228 2 timecourse_ATM_ctrl2 555.76878 6.3 36.79 PHB2  PHB2_HUMAN 5 F.NASQLIT#QR.A 7.4 100 2.24E+05 NASQLIT#QR 92.2 155 0 0 0 0 Prohibitin‐2  35446:30291

629.30642 2 timecourse_ATM_combo_1hr 629.30299 5.45 34.72 PHB2  PHB2_HUMAN 5 K.FNASQLIT#QR.A 39.4 100 1.53E+06 FNASQLIT#QR 71.2 155 0 0 0 0 Prohibitin‐2  35457:59633

629.30651 2 timecourse_ATM_combo_4hr 629.30299 5.59 34.67 PHB2  PHB2_HUMAN 5 K.FNASQLIT#QR.A 42.2 100 1.63E+06 FNASQLIT#QR 71.2 155 0 0 0 0 Prohibitin‐2  35452:57430

629.30653 2 timecourse_ATM_combo_2hr 629.30299 5.63 28.67 PHB2  PHB2_HUMAN 5 K.FNASQLIT#QR.A 31.2 100 8.36E+05 FNASQLIT#QR 59.3 155 0 0 0 0 Prohibitin‐2  35454:56262

629.30719 2 timecourse_ATM_ctrl1 629.30299 6.67 27.93 PHB2  PHB2_HUMAN 5 K.FNASQLIT#QR.A 38.2 100 1.49E+06 FNASQLIT#QR 59.1 155 0 0 0 0 Prohibitin‐2  35448:59656

629.30627 2 timecourse_ATM_combo_2hr 629.30299 5.21 26.21 PHB2  PHB2_HUMAN 5 K.FNAS#QLITQR.A 13.6 100 4.39E+05 FNAS#QLITQR 37.2 151 0 0 0 0 Prohibitin‐2  35454:56242

629.30653 2 timecourse_ATM_combo_8hr 629.30299 5.63 26.08 PHB2  PHB2_HUMAN 5 K.FNAS#QLITQR.A 11.6 100 7.08E+05 FNAS#QLITQR 32.1 151 0 0 0 0 Prohibitin‐2  35450:59148

629.30626 2 timecourse_ATM_combo_8hr 629.30299 5.2 19.09 PHB2  PHB2_HUMAN 5 K.FNAS#QLITQR.A 12.5 94 7.63E+05 FNAS#QLITQR 32.1 151 0 0 0 0 Prohibitin‐2  35451:59065

1031.18643 3 timecourse_ATM_combo_8hr 1031.18176 4.53 78.11 PHC1  PHC1_HUMAN 6 R.KGTGVVQPLPAAQTVTVSQGS#QTEAESAAAK.K 9.8 100 1.06E+06 KGTGVVQPLPAAQTVTVSQGS#QTEAESAAAK 20.1 327 0 0 0 0 Polyhomeotic‐like protein 1  35451:178990

1031.18714 3 timecourse_ATM_combo_4hr 1031.18176 5.22 75.36 PHC1  PHC1_HUMAN 6 R.KGTGVVQPLPAAQTVTVSQGSQT#EAESAAAK.K 7.9 100 5.66E+05 KGTGVVQPLPAAQTVTVSQGSQT#EAESAAAK 0 329 ‐2,0 0 0 0 0 Polyhomeotic‐like protein 1  35452:171590

1031.18647 3 timecourse_ATM_combo_8hr 1031.18176 4.57 67.13 PHC1  PHC1_HUMAN 6 R.KGTGVVQPLPAAQTVTVSQGS#QTEAESAAAK.K 11.0 100 1.06E+06 KGTGVVQPLPAAQTVTVSQGS#QTEAESAAAK 20.1 327 0 0 0 0 Polyhomeotic‐like protein 1  35450:176540

943.39375 4 timecourse_ATM_combo_8hr 943.38714 7.01 54.31 PHF3  PHF3_HUMAN 7 R.CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK.C 24.1 94 2.33E+06 CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK 61.1 752 0 0 0 0 PHD finger protein 3  35451:186390

943.39314 4 timecourse_ATM_combo_4hr 943.38714 6.36 46.23 PHF3  PHF3_HUMAN 7 R.CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK.C 11.2 100 8.98E+05 CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK 45.9 752 0 0 0 0 PHD finger protein 3  35452:178790

943.39277 4 timecourse_ATM_ctrl2 943.38714 5.98 44.85 PHF3  PHF3_HUMAN 7 R.CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK.C 6.9 100 5.21E+05 CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK 61.1 752 0 0 0 0 PHD finger protein 3  35447:171423

1002.11578 3 timecourse_ATM_combo_4hr 1002.11042 5.35 42.9 PHF3  PHF3_HUMAN 6 K.IESHETANLQDDRNSQSS#SVSYLESK.S 7.5 100 3.52E+05 IESHETANLQDDRNS#QSSSVSYLESK 7.5 473 0,6 0 0 0 0 PHD finger protein 3  35452:170430

943.39222 4 timecourse_ATM_combo_2hr 943.38714 5.38 38.35 PHF3  PHF3_HUMAN 7 R.CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK.C 6.5 100 2.60E+05 CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK 45.9 752 0 0 0 0 PHD finger protein 3  35454:171611

943.39272 4 timecourse_ATM_combo_8hr 943.38714 5.91 31.9 PHF3  PHF3_HUMAN 7 R.CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK.C 21.3 100 2.10E+06 CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK 57.1 752 0 0 0 0 PHD finger protein 3  35450:183360

1002.11642 3 timecourse_ATM_combo_8hr 1002.11042 6 31.55 PHF3  PHF3_HUMAN 6 K.IESHETANLQDDRNS#QSSSVSYLESK.S 8.0 100 3.90E+05 IESHETANLQDDRNS#QSSSVSYLESK 6.5 473 0,3 0 0 0 0 PHD finger protein 3  35450:175380

943.39336 4 timecourse_ATM_combo_4hr 943.38714 6.6 31.53 PHF3  PHF3_HUMAN 7 R.CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK.C 16.1 100 1.25E+06 CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK 50.9 752 0 0 0 0 PHD finger protein 3  35453:182391

1257.52206 3 timecourse_ATM_combo_8hr 1257.51376 6.6 30.64 PHF3  PHF3_HUMAN 7 R.CDDWFHGDCVGLS#LSQAQQMGEEDKEYVCVK.C 4.8 100 5.32E+05 CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK 21.8 752 0 0 0 0 PHD finger protein 3  35451:186380

1257.52051 3 timecourse_ATM_combo_8hr 1257.51376 5.37 19.97 PHF3  PHF3_HUMAN 7 R.CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK.C 3.0 100 3.55E+05 CDDWFHGDCVGLSLS#QAQQMGEEDKEYVCVK 11.5 752 ‐2,0 0 0 0 0 PHD finger protein 3  35450:183350

968.45004 2 timecourse_ATM_combo_8hr 968.44402 6.22 88.09 PHF6  PHF6_HUMAN 3 K.VEIDQQQLT#QQQLNGN.‐ 15.8 100 9.81E+05 VEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35451:131312

1061.00576 2 timecourse_ATM_combo_4hr 1061.00223 3.33 80.36 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 125.2 100 5.80E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35452:141217

1061.0066 2 timecourse_ATM_combo_2hr 1061.00223 4.12 77.39 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 64.7 100 1.19E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35454:137087

1061.00602 2 timecourse_ATM_ctrl2 1061.00223 3.57 74.86 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 16.8 100 3.12E+05 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35447:132947

1061.00588 2 timecourse_ATM_combo_1hr 1061.00223 3.44 74.7 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 33.7 100 9.69E+05 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35456:147359

1061.00517 2 timecourse_ATM_combo_1hr 1061.00223 2.77 72.8 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 32.7 100 9.52E+05 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35457:147330

1061.00651 2 timecourse_ATM_ctrl1 1061.00223 4.03 71.32 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 25.1 100 6.52E+05 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35448:145048

1061.00584 2 timecourse_ATM_combo_2hr 1061.00223 3.4 70.76 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 52.5 100 1.24E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35455:137084

1061.00643 2 timecourse_ATM_combo_8hr 1061.00223 3.96 69.84 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 238.5 100 9.00E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35451:146691

1061.00606 2 timecourse_ATM_ctrl1 1061.00223 3.61 69.2 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 23.5 100 6.08E+05 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35449:147128

1061.00592 2 timecourse_ATM_combo_4hr 1061.00223 3.48 68 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 231.6 100 5.87E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35453:143667

1061.00675 2 timecourse_ATM_combo_8hr 1061.00223 4.26 66.32 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 167.9 100 8.02E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35450:144633

968.44916 2 timecourse_ATM_combo_4hr 968.44402 5.32 65.95 PHF6  PHF6_HUMAN 3 K.VEIDQQQLT#QQQLNGN.‐ 12.9 100 5.78E+05 VEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35453:129365

968.44904 2 timecourse_ATM_combo_4hr 968.44402 5.18 61.43 PHF6  PHF6_HUMAN 3 K.VEIDQQQLT#QQQLNGN.‐ 14.8 100 5.57E+05 VEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35452:126998

968.44996 2 timecourse_ATM_combo_8hr 968.44402 6.13 59.61 PHF6  PHF6_HUMAN 3 K.VEIDQQQLT#QQQLNGN.‐ 19.1 100 9.55E+05 VEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35450:129833

707.67313 3 timecourse_ATM_combo_4hr 707.67058 3.6 57 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 358.3 100 1.24E+07 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35453:143677

707.67272 3 timecourse_ATM_combo_2hr 707.67058 3.02 53.29 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 75.2 100 2.25E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35455:137074

707.6735 3 timecourse_ATM_combo_8hr 707.67058 4.13 45.3 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 355.3 100 1.66E+07 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35451:146701

707.67358 3 timecourse_ATM_combo_2hr 707.67058 4.24 44.49 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 95.3 100 2.37E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35454:137097

707.67233 3 timecourse_ATM_combo_1hr 707.67058 2.47 41.93 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 54.5 100 1.99E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35457:147320

707.67287 3 timecourse_ATM_combo_4hr 707.67058 3.24 38.16 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 274.6 100 1.29E+07 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35452:141207

707.67371 3 combeffx_ATM_comboi 707.67058 4.42 37.97 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 22.2 100 1.84E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35301:61251

707.67291 3 timecourse_ATM_ctrl1 707.67058 3.29 37.54 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 28.7 100 1.06E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35449:147118

707.67398 3 combeffx_ATM_comboi 707.67058 4.8 36.91 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 25.0 100 3.01E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35300:66694

707.67317 3 timecourse_ATM_ctrl1 707.67058 3.66 36.76 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 32.2 100 1.15E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35448:145038

707.67298 3 timecourse_ATM_combo_1hr 707.67058 3.39 30.49 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 53.3 100 1.94E+06 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35456:147349

570.92289 3 combeffx_ATM_comboi 570.91749 9.46 29.97 PHF6  PHF6_HUMAN 4 R.EKPS#QGIYMVYCR.K 7.7 100 1.17E+06 EKPS#QGIYMVYCR 17.4 120 0 0 0 0 PHD finger protein 6  35300:50791

707.67358 3 timecourse_ATM_combo_8hr 707.67058 4.24 26.14 PHF6  PHF6_HUMAN 3 R.GKVEIDQQQLT#QQQLNGN.‐ 374.7 100 1.82E+07 GKVEIDQQQLT#QQQLNGN 1000 358 0 0 0 0 PHD finger protein 6  35450:144623

570.92078 3 timecourse_ATM_combo_8hr 570.91749 5.76 21.34 PHF6  PHF6_HUMAN 4 R.EKPS#QGIYMVYCR.K 4.7 100 1.63E+05 EKPS#QGIYMVYCR 14.1 120 0 0 0 0 PHD finger protein 6  35451:111665

713.37467 2 timecourse_ATM_combo_1hr 713.37108 5.03 46.97 PHGDH  SERA_HUMAN 6 K.GTIQVIT#QGTSLK.N 11.1 100 3.64E+05 GTIQVIT#QGTSLK 45.7 358 0 0 0 0 D‐3‐phosphoglycerate dehydrogenase  35457:81026

713.37487 2 timecourse_ATM_ctrl2 713.37108 5.31 44.43 PHGDH  SERA_HUMAN 6 K.GTIQVIT#QGTSLK.N 7.3 100 1.89E+05 GTIQVIT#QGTSLK 45.7 358 0 0 0 0 D‐3‐phosphoglycerate dehydrogenase  35447:70646

713.37403 2 timecourse_ATM_combo_1hr 713.37108 4.14 29.9 PHGDH  SERA_HUMAN 6 K.GTIQVIT#QGTSLK.N 11.4 100 3.66E+05 GTIQVIT#QGTSLK 21.3 358 0 0 0 0 D‐3‐phosphoglycerate dehydrogenase  35456:80706

1158.54649 2 timecourse_ATM_combo_4hr 1158.53938 6.14 107.8 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 11.8 100 8.41E+05 SGPLPSSSGSSSS#SSQLSVATLGR 0 990 ‐2,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35452:149230

1158.54653 2 timecourse_ATM_combo_1hr 1158.53938 6.17 106.32 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 16.4 100 1.36E+06 SGPLPSSSGSSSS#SSQLSVATLGR 0 990 ‐2,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35456:155397

1158.54576 2 timecourse_ATM_ctrl1 1158.53938 5.51 104.95 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 34.8 100 2.11E+06 SGPLPSSSGSSS#SSSQLSVATLGR 0 989 ‐1,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35448:153360

1158.54441 2 timecourse_ATM_ctrl1 1158.53938 4.34 93.42 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 40.0 100 2.37E+06 SGPLPSSSGSSS#SSSQLSVATLGR 0 989 ‐1,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35449:155709

1158.5448 2 timecourse_ATM_combo_1hr 1158.53938 4.68 90.23 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 18.7 100 1.29E+06 SGPLPSSSGSSSS#SSQLSVATLGR 0 990 ‐3,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35457:155395

1158.54577 2 timecourse_ATM_combo_4hr 1158.53938 5.52 89.05 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 14.8 100 1.12E+06 SGPLPSSSGSSS#SSSQLSVATLGR 0 989 ‐2,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35453:151891

1158.54604 2 timecourse_ATM_combo_8hr 1158.53938 5.75 87.16 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSS#SSQLSVATLGR.S 6.6 100 6.26E+05 SGPLPSSSGSSSS#SSQLSVATLGR 0 990 ‐3,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35450:153320

1158.54649 2 timecourse_ATM_ctrl2 1158.53938 6.14 86.94 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 23.1 100 9.74E+05 SGPLPSSSGSSSS#SSQLSVATLGR 0 990 ‐3,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35446:138912

1158.5455 2 timecourse_ATM_combo_2hr 1158.53938 5.29 83.12 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSS#SSSQLSVATLGR.S 19.8 100 7.89E+05 SGPLPSSSGSSS#SSSQLSVATLGR 0 989 ‐1,3 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35455:144991

1158.54558 2 timecourse_ATM_combo_2hr 1158.53938 5.35 82.8 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 21.2 100 8.71E+05 SGPLPSSSGSSS#SSSQLSVATLGR 0 989 ‐1,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35454:144581

1158.54573 2 timecourse_ATM_combo_8hr 1158.53938 5.48 77.15 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 7.7 100 7.95E+05 SGPLPSSSGSSSS#SSQLSVATLGR 0 990 ‐3,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35451:155390

1158.54598 2 timecourse_ATM_ctrl2 1158.53938 5.7 68.71 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 24.4 100 1.13E+06 SGPLPSSSGSSSS#SSQLSVATLGR 0 990 ‐2,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35447:141483

772.69916 3 timecourse_ATM_combo_2hr 772.69535 4.93 45.26 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSS#GSSSSSSQLSVATLGR.S 38.4 100 1.99E+06 SGPLPSSSGSSS#SSSQLSVATLGR 0 989 ‐6,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35454:144571

772.69928 3 timecourse_ATM_combo_2hr 772.69535 5.09 43.45 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 32.5 100 1.79E+06 SGPLPSSSGSSS#SSSQLSVATLGR 0 989 ‐11,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35455:144981

772.70002 3 timecourse_ATM_ctrl2 772.69535 6.04 43.41 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSS#SSQLSVATLGR.S 45.3 100 2.53E+06 SGPLPSSS#GSSSSSSQLSVATLGR 7.5 985 ‐2,7 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35446:138902

991.43219 3 timecourse_ATM_ctrl1 991.42774 4.49 43.16 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSSQLSVAT#LGRS#PS#PK.S 22.8 100 3.00E+06 SGPLPSSSGSSSS#SSQLSVATLGRS#PS#PK 5.9 990 ‐3,2 9.7 1002 ‐4,0 19 1004 Pleckstrin homology‐like domain family B member 1  35448:172060

772.69858 3 timecourse_ATM_ctrl1 772.69535 4.18 42.81 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSS#GSSSSSSQLSVATLGR.S 62.2 100 4.69E+06 SGPLPSSS#GSSSSSSQLSVATLGR 22 985 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35449:155699

772.69992 3 timecourse_ATM_combo_4hr 772.69535 5.91 41.9 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSS#SQLSVATLGR.S 27.8 100 2.37E+06 SGPLPSSSGSSSS#SSQLSVATLGR 0 990 ‐12,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35452:149220

772.69952 3 timecourse_ATM_ctrl1 772.69535 5.4 40.91 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 66.7 100 3.48E+06 SGPLPSSSGSSSS#SSQLSVATLGR 0 990 ‐12,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35448:153350

772.69874 3 timecourse_ATM_combo_1hr 772.69535 4.39 39.78 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 35.3 100 2.90E+06 SGPLPSSSGSSS#SSSQLSVATLGR 0 989 ‐11,2 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35457:155385

772.69944 3 timecourse_ATM_combo_4hr 772.69535 5.29 39.26 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSS#GSSSSSSQLSVATLGR.S 29.0 100 2.33E+06 SGPLPSSS#GSSSSSSQLSVATLGR 5.9 985 0,7 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35453:151881

772.69955 3 timecourse_ATM_ctrl2 772.69535 5.44 36.14 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSS#QLSVATLGR.S 43.2 100 2.35E+06 SGPLPSSSGSSS#SSSQLSVATLGR 9 989 ‐5,3 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35447:141473

991.43206 3 timecourse_ATM_ctrl2 991.42774 4.36 34.08 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSSQLSVAT#LGRS#PS#PK.S 15.6 100 1.62E+06 SGPLPSSSGSSSSS#SQLSVATLGRS#PS#PK 0 991 ‐2,0 16.1 1002 23.6 1004 Pleckstrin homology‐like domain family B member 1  35446:158752

772.69977 3 timecourse_ATM_combo_1hr 772.69535 5.72 31.54 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSS#GSSSSSSQLSVATLGR.S 38.1 100 3.20E+06 SGPLPSSS#GSSSSSSQLSVATLGR 13.2 985 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35456:155387

991.43227 3 timecourse_ATM_ctrl2 991.42774 4.57 28.39 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSSQLS#VAT#LGRS#PSPK.S 18.5 100 1.79E+06 SGPLPSSSGSSSSSS#QLSVATLGRS#PS#PK 0 992 ‐8,3 14 1002 23.6 1004 Pleckstrin homology‐like domain family B member 1  35447:161913

991.43104 3 timecourse_ATM_ctrl1 991.42774 3.33 23.25 PHLDB1  PHLB1_HUMAN 10 R.SGPLPSSSGSSSSSSQLSVAT#LGRS#PS#PK.S 26.2 100 2.98E+06 SGPLPSSSGSSSSSS#QLSVATLGRS#PS#PK 0 992 ‐8,0 25.2 1002 30.1 1004 Pleckstrin homology‐like domain family B member 1  35449:174859

620.76767 2 timecourse_ATM_combo_8hr 620.76390 6.07 15.38 PHLDB1  PHLB1_HUMAN 2 R.SSEEPGVAT#QR.L 6.7 100 1.28E+05 SSEEPGVAT#QR 48.8 672 0 0 0 0 Pleckstrin homology‐like domain family B member 1  35451:56068

1187.5655 4 timecourse_ATM_combo_1hr 1187.55721 6.98 30.89 PIP5K1C  PI51C_HUMAN 2 R.RRTQS#S#GQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 8.2 94 5.78E+05 RRT#QSS#GQDGRPQEEPPAEEDLQQITVQVEPACSV 0 553 0,2 0 556 ‐1,0 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35456:186046

1187.56425 4 timecourse_ATM_combo_1hr 1187.55721 5.93 28.3 PIP5K1C  PI51C_HUMAN 2 R.RRTQS#S#GQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 24.3 100 2.56E+06 RRT#QSS#GQDGRPQEEPPAEEDLQQITVQVEPACSV 4.8 553 0,2 0 556 ‐1,0 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35457:186965



950.25346 5 timecourse_ATM_ctrl2 950.24722 6.57 24.13 PIP5K1C  PI51C_HUMAN 2 R.RRT#QS#SGQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 80.0 100 7.69E+06 RRT#QS#SGQDGRPQEEPPAEEDLQQITVQVEPACSV 2.6 553 0,3 6.4 555 0,1 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35447:173793

1187.56507 4 timecourse_ATM_combo_8hr 1187.55721 6.62 23.62 PIP5K1C  PI51C_HUMAN 2 R.RRTQS#S#GQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 6.9 94 9.46E+05 RRT#QS#SGQDGRPQEEPPAEEDLQQITVQVEPACSV 4.4 553 0,3 8.6 555 0,1 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35450:185690

1167.57166 4 timecourse_ATM_ctrl1 1167.56563 5.16 23.57 PIP5K1C  PI51C_HUMAN 2 R.RRTQSS#GQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 14.1 100 3.00E+06 RRTQSS#GQDGRPQEEPPAEEDLQQITVQVEPACSVE 0 556 ‐3,0 0 0 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35448:182020

1167.57007 4 timecourse_ATM_combo_4hr 1167.56563 3.8 23.51 PIP5K1C  PI51C_HUMAN 2 R.RRT#QSSGQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 11.9 100 3.36E+06 RRT#QSSGQDGRPQEEPPAEEDLQQITVQVEPACSVE 5.9 553 0,23 0 0 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35452:181180

1187.56305 4 timecourse_ATM_ctrl1 1187.55721 4.92 22.59 PIP5K1C  PI51C_HUMAN 2 R.RRTQS#S#GQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 171.7 100 3.79E+07 RRT#QSS#GQDGRPQEEPPAEEDLQQITVQVEPACSV 0 553 0,23 0 556 0,20 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35449:185129

1207.55607 4 timecourse_ATM_combo_1hr 1207.54879 6.03 22.43 PIP5K1C  PI51C_HUMAN 2 R.RRT#QS#S#GQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 20.7 100 3.25E+06 RRTQS#S#GQDGRPQEEPPAEEDLQQIT#VQVEPACS 0 555 ‐2,0 2.3 556 ‐3,0 2 576 ‐23,0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35457:187055

1167.57099 4 timecourse_ATM_ctrl2 1167.56563 4.59 21.74 PIP5K1C  PI51C_HUMAN 2 R.RRT#QSSGQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 13.9 100 2.36E+06 RRT#QSSGQDGRPQEEPPAEEDLQQITVQVEPACSVE 3.9 553 0,2 0 0 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35447:173713

1167.56934 4 timecourse_ATM_combo_4hr 1167.56563 3.18 21.59 PIP5K1C  PI51C_HUMAN 2 R.RRTQSS#GQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 14.8 94 2.34E+06 RRTQSSGQDGRPQEEPPAEEDLQQIT#VQVEPACSVE 0 576 ‐23,0 0 0 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35453:184821

950.25335 5 timecourse_ATM_ctrl1 950.24722 6.45 21.34 PIP5K1C  PI51C_HUMAN 2 R.RRTQS#S#GQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 99.1 94 1.17E+07 RRTQS#S#GQDGRPQEEPPAEEDLQQITVQVEPACSV 7.5 555 ‐2,0 5.3 556 ‐3,0 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35449:185159

1187.56513 4 timecourse_ATM_ctrl2 1187.55721 6.67 20.66 PIP5K1C  PI51C_HUMAN 2 R.RRTQS#S#GQDGRPQEEPPAEEDLQQITVQVEPACSVEIVVPK.E 184.5 100 2.52E+07 RRT#QSS#GQDGRPQEEPPAEEDLQQITVQVEPACSV 0 553 0,23 0 556 0,20 0 0 Phosphatidylinositol‐4‐phosphate 5‐kinase type‐1 gamma  35447:173813

708.35765 3 combeffx_ATM_PI3Ki 708.35593 2.44 38.89 PITPNA  PIPNA_HUMAN 4 K.HVEAVYIDIADRS#QVLSK.D 6.5 100 5.56E+05 HVEAVYIDIADRS#QVLSK 25 147 0 0 0 0 Phosphatidylinositol transfer protein alpha isoform  35299:57031

978.97814 2 timecourse_ATM_combo_2hr 978.97145 6.83 86.5 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 30.5 100 1.10E+06 AGKPVICAT#QMLESMIK 65.4 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35454:124715

978.97808 2 timecourse_ATM_ctrl2 978.97145 6.77 80.19 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 22.6 100 1.03E+06 AGKPVICAT#QMLESMIK 72.2 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35447:120446

978.97868 2 timecourse_ATM_ctrl2 978.97145 7.4 73.04 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 22.7 100 8.86E+05 AGKPVICAT#QMLESMIK 72.2 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35446:118179

978.97853 2 timecourse_ATM_ctrl1 978.97145 7.23 71.92 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 35.3 100 2.01E+06 AGKPVICAT#QMLESMIK 81.7 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35448:132500

978.97902 2 timecourse_ATM_combo_8hr 978.97145 7.73 71.58 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 36.9 100 2.02E+06 AGKPVICAT#QMLESMIK 75.5 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35451:132992

978.97847 2 timecourse_ATM_combo_8hr 978.97145 7.17 70.41 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 33.1 100 1.77E+06 AGKPVICAT#QMLESMIK 80.7 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35450:131513

978.97757 2 timecourse_ATM_combo_1hr 978.97145 6.25 66.56 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 36.5 100 2.09E+06 AGKPVICAT#QMLESMIK 72.2 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35457:134608

978.97864 2 timecourse_ATM_combo_4hr 978.97145 7.34 65.31 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 34.7 100 1.90E+06 AGKPVICAT#QMLESMIK 75.5 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35453:131125

978.97823 2 timecourse_ATM_combo_1hr 978.97145 6.94 64.23 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 37.3 100 2.23E+06 AGKPVICAT#QMLESMIK 72.2 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35456:134419

978.97458 2 combeffx_ATM_PI3Ki 978.97145 3.2 61.1 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 7.1 100 3.98E+05 AGKPVICAT#QMLESMIK 74.3 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35298:54882

978.97801 2 timecourse_ATM_combo_2hr 978.97145 6.7 55.34 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 31.0 100 1.24E+06 AGKPVICAT#QMLESMIK 65.7 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35455:124930

978.97829 2 timecourse_ATM_ctrl1 978.97145 6.99 52.02 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 36.0 100 1.96E+06 AGKPVICAT#QMLESMIK 75.5 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35449:134741

652.98799 3 timecourse_ATM_combo_8hr 652.98339 7.04 51.94 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 149.1 100 6.67E+06 AGKPVICAT#QMLESMIK 58.1 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35451:132982

652.98643 3 combeffx_ATM_comboi 652.98339 4.66 49.21 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 33.6 100 4.91E+06 AGKPVICAT#QMLESMIK 58.3 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35300:60702

652.98742 3 timecourse_ATM_ctrl2 652.98339 6.17 49.16 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 107.4 100 3.67E+06 AGKPVICAT#QMLESMIK 63.3 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35447:120436

978.9786 2 timecourse_ATM_combo_4hr 978.97145 7.3 47.23 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 29.0 100 1.52E+06 AGKPVICAT#QMLESMIK 70.2 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35452:128678

652.98757 3 timecourse_ATM_combo_4hr 652.98339 6.4 42.75 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 152.6 100 6.47E+06 AGKPVICAT#QMLESMIK 58.1 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35453:131115

652.98603 3 combeffx_ATM_ctrl 652.98339 4.04 40.97 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 13.7 100 7.16E+05 AGKPVICAT#QMLESMIK 60.4 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35295:57228

652.98745 3 timecourse_ATM_combo_8hr 652.98339 6.22 40.94 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 159.2 100 6.73E+06 AGKPVICAT#QMLESMIK 44.4 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35450:131503

652.98725 3 timecourse_ATM_ctrl1 652.98339 5.91 39.51 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 144.7 100 6.39E+06 AGKPVICAT#QMLESMIK 53.1 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35449:134731

652.98792 3 timecourse_ATM_ctrl2 652.98339 6.94 38.87 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 94.0 100 3.44E+06 AGKPVICAT#QMLESMIK 63.3 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35446:118169

652.98727 3 timecourse_ATM_combo_2hr 652.98339 5.94 37.08 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 134.6 100 4.23E+06 AGKPVICAT#QMLESMIK 68.6 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35454:124705

652.98565 3 combeffx_ATM_ctrl 652.98339 3.46 36.67 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 17.5 100 8.30E+05 AGKPVICAT#QMLESMIK 54 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35294:59567

652.98549 3 combeffx_ATM_PI3Ki 652.98339 3.22 36.47 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 27.1 100 1.81E+06 AGKPVICAT#QMLESMIK 40.4 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35298:54892

652.98773 3 timecourse_ATM_ctrl1 652.98339 6.65 36.4 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 153.8 100 6.28E+06 AGKPVICAT#QMLESMIK 58.1 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35448:132490

652.98647 3 combeffx_ATM_comboi 652.98339 4.72 36.32 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 26.7 100 2.54E+06 AGKPVICAT#QMLESMIK 60.4 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35301:55488

652.98752 3 timecourse_ATM_combo_1hr 652.98339 6.32 35.28 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 143.8 100 6.62E+06 AGKPVICAT#QMLESMIK 42.6 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35456:134409

652.98718 3 timecourse_ATM_combo_1hr 652.98339 5.8 34.77 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 161.4 100 7.24E+06 AGKPVICAT#QMLESMIK 45.8 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35457:134598

652.98745 3 timecourse_ATM_combo_4hr 652.98339 6.22 34.76 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 148.4 100 6.70E+06 AGKPVICAT#QMLESMIK 39.6 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35452:128668

652.98713 3 timecourse_ATM_combo_2hr 652.98339 5.73 31.59 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 123.1 100 4.29E+06 AGKPVICAT#QMLESMIK 68.6 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35455:124920

652.98561 3 combeffx_ATM_PI3Ki 652.98339 3.42 30.71 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 32.3 100 1.39E+06 AGKPVICAT#QMLESMIK 58.3 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35299:52117

652.98618 3 combeffx_ATM_MEKi 652.98339 4.27 29.17 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 7.7 100 2.57E+05 AGKPVICAT#QMLESMIK 42.6 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35297:44072

652.9859 3 combeffx_ATM_MEKi 652.98339 3.84 28.1 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 7.2 100 3.21E+05 AGKPVICAT#QMLESMIK 39.1 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35296:48086

658.31796 3 timecourse_ATM_combo_2hr 658.31503 4.45 25.34 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESM*IK.K 4.7 94 1.18E+05 AGKPVICAT#QMLESM*IK 39.7 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35455:126150

652.98561 3 combeffx_ATM_PI3Ki 652.98339 3.42 21.31 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESMIK.K 32.3 100 1.39E+06 AGKPVICAT#QMLESMIK 35.8 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35299:52107

658.3182 3 timecourse_ATM_combo_8hr 658.31503 4.82 17.61 PKM2  KPYM_HUMAN 8 R.AGKPVICAT#QMLESM*IK.K 2.9 94 1.38E+05 AGKPVICAT#QMLESM*IK 40.6 328 0 0 0 0 Pyruvate kinase isozymes M1/M2  35450:132803

898.66628 4 timecourse_ATM_combo_1hr 898.66413 2.39 46.31 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 66.1 100 1.17E+07 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 26.8 646 0 0 0 0 Serine/threonine‐protein kinase N2  35456:182496

898.66749 4 combeffx_ATM_PI3Ki 898.66413 3.74 42.96 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 16.9 100 1.74E+06 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 26.3 646 0 0 0 0 Serine/threonine‐protein kinase N2  35299:70244

719.13579 5 combeffx_ATM_ctrl 719.13276 4.21 42.03 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 13.2 100 1.17E+06 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 18 646 0 0 0 0 Serine/threonine‐protein kinase N2  35295:75557

898.6665 4 timecourse_ATM_ctrl1 898.66413 2.64 40.27 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 58.0 100 7.24E+06 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 9.9 646 ‐10,0 0 0 0 0 Serine/threonine‐protein kinase N2  35449:181899

898.66704 4 combeffx_ATM_PI3Ki 898.66413 3.24 39.93 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 15.0 100 2.04E+06 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 13 646 0 0 0 0 Serine/threonine‐protein kinase N2  35298:74536

898.66487 4 timecourse_ATM_combo_2hr 898.66413 0.82 39.7 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 22.0 100 3.21E+06 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 18.5 646 0 0 0 0 Serine/threonine‐protein kinase N2  35454:170511

898.66496 4 timecourse_ATM_combo_1hr 898.66413 0.92 39.33 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 65.6 100 1.08E+07 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 12 646 ‐10,0 0 0 0 0 Serine/threonine‐protein kinase N2  35457:183315

898.66789 4 combeffx_ATM_comboi 898.66413 4.18 37.51 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 6.6 100 2.04E+06 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 26.6 646 0 0 0 0 Serine/threonine‐protein kinase N2  35300:84411

898.66703 4 timecourse_ATM_ctrl2 898.66413 3.23 33.97 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 61.8 100 8.37E+06 SQSEYKPDTPQSGLEY#SGIQELEDRRSQQR 0 635 0,1 0 0 0 0 Serine/threonine‐protein kinase N2  35446:166242

898.66534 4 timecourse_ATM_combo_2hr 898.66413 1.35 28.6 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 33.0 100 3.55E+06 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 22.6 646 0 0 0 0 Serine/threonine‐protein kinase N2  35455:171971

898.66671 4 timecourse_ATM_ctrl2 898.66413 2.87 28.43 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 76.7 100 9.51E+06 SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR 13 646 0 0 0 0 Serine/threonine‐protein kinase N2  35447:169873

898.66734 4 timecourse_ATM_ctrl1 898.66413 3.57 25.82 PKN2  PKN2_HUMAN 6 K.SQSEYKPDTPQSGLEYSGIQELEDRRS#QQR.F 48.1 100 7.39E+06 SQSEYKPDTPQSGLEY#SGIQELEDRRSQQR 0 635 0,11 0 0 0 0 Serine/threonine‐protein kinase N2  35448:178930

736.81539 2 timecourse_ATM_ctrl1 736.81234 4.14 57.18 PKN3  PKN3_HUMAN 0 R.AS#QMNLGMAAWGR.L 20.4 100 9.34E+05 AS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35449:87314

736.8162 2 timecourse_ATM_ctrl1 736.81234 5.24 55.47 PKN3  PKN3_HUMAN 0 R.AS#QMNLGMAAWGR.L 18.4 100 9.15E+05 AS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35448:85999

736.81528 2 timecourse_ATM_combo_1hr 736.81234 3.99 54.4 PKN3  PKN3_HUMAN 0 R.AS#QMNLGMAAWGR.L 22.6 100 9.76E+05 AS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35457:86549

730.33432 3 timecourse_ATM_combo_8hr 730.33084 4.76 52.5 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 7.4 100 3.57E+05 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35450:148000

730.33522 3 timecourse_ATM_combo_2hr 730.33084 6 49.17 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 22.4 100 8.26E+05 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35454:139991

730.33547 3 timecourse_ATM_combo_1hr 730.33084 6.34 48.84 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 37.7 100 2.21E+06 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35456:150467

730.33384 3 timecourse_ATM_combo_4hr 730.33084 4.11 45.1 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 16.2 100 7.99E+05 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35453:146641

730.33588 3 timecourse_ATM_ctrl2 730.33084 6.9 44.9 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 18.7 100 8.30E+05 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35446:133486

730.33527 3 timecourse_ATM_ctrl1 730.33084 6.07 43.52 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 37.3 100 1.99E+06 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35448:147960

730.33457 3 timecourse_ATM_combo_2hr 730.33084 5.11 42.77 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 25.3 100 9.09E+05 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35455:139911

730.33506 3 timecourse_ATM_combo_4hr 730.33084 5.78 41.03 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 12.9 100 7.50E+05 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35452:144256

730.33474 3 timecourse_ATM_ctrl2 730.33084 5.34 40.94 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 18.1 100 8.83E+05 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35447:135913

730.3342 3 timecourse_ATM_combo_1hr 730.33084 4.6 40.59 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 43.7 100 2.57E+06 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35457:150385

730.33457 3 timecourse_ATM_combo_8hr 730.33084 5.11 39.66 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 8.0 100 3.77E+05 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35451:149940

736.81548 2 timecourse_ATM_combo_4hr 736.81234 4.26 37.56 PKN3  PKN3_HUMAN 0 R.AS#QMNLGMAAWGR.L 8.5 100 3.18E+05 AS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35453:85140

730.33381 3 combeffx_ATM_PI3Ki 730.33084 4.07 36.69 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 7.4 100 3.63E+05 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35299:58134

730.33284 3 timecourse_ATM_ctrl1 730.33084 2.74 36.54 PKN3  PKN3_HUMAN 0 R.GQDFLRAS#QMNLGMAAWGR.L 51.4 100 2.01E+06 GQDFLRAS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35449:150219

736.81594 2 timecourse_ATM_combo_2hr 736.81234 4.89 29.66 PKN3  PKN3_HUMAN 0 R.AS#QMNLGMAAWGR.L 12.0 100 3.88E+05 AS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35455:80486

736.81602 2 timecourse_ATM_combo_8hr 736.81234 4.99 26.56 PKN3  PKN3_HUMAN 0 R.AS#QMNLGMAAWGR.L 8.9 100 4.05E+05 AS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35451:86331

736.81616 2 timecourse_ATM_combo_8hr 736.81234 5.18 24.56 PKN3  PKN3_HUMAN 0 R.AS#QMNLGMAAWGR.L 6.4 100 3.24E+05 AS#QMNLGMAAWGR 1000 445 0 0 0 0 Serine/threonine‐protein kinase N3  35450:85578

878.89117 2 timecourse_ATM_combo_8hr 878.88614 5.72 79.73 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 4.4 100 1.65E+05 SSYASQHS#QLGQDLR 35.8 395 0 0 0 0 Plakophilin‐4  35450:114570

878.891 2 timecourse_ATM_combo_1hr 878.88614 5.53 74.05 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 4.3 100 1.34E+05 SSYASQHS#QLGQDLR 30.7 395 0 0 0 0 Plakophilin‐4  35456:117171

878.89129 2 timecourse_ATM_combo_8hr 878.88614 5.86 71.49 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 5.7 100 2.23E+05 SSYASQHS#QLGQDLR 30.7 395 0 0 0 0 Plakophilin‐4  35451:115652

958.85673 2 timecourse_ATM_ctrl1 958.85246 4.45 67.11 PKP4  PKP4_HUMAN 1 R.SSY#AS#QHS#QLGQDLR.S 24.1 100 6.66E+05 SSY#AS#QHS#QLGQDLR 0 390 ‐1,0 16.8 392 27.2 395 Plakophilin‐4  35449:131048

878.89093 2 timecourse_ATM_combo_4hr 878.88614 5.45 62.13 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 4.6 100 1.27E+05 SSYASQHS#QLGQDLR 35.8 395 0 0 0 0 Plakophilin‐4  35453:114363

878.89106 2 timecourse_ATM_combo_2hr 878.88614 5.6 53.52 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 5.8 100 9.51E+04 SSYASQHS#QLGQDLR 44.7 395 0 0 0 0 Plakophilin‐4  35454:108788

878.89066 2 timecourse_ATM_combo_1hr 878.88614 5.14 51.95 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 5.1 100 1.52E+05 SSYASQHS#QLGQDLR 46.2 395 0 0 0 0 Plakophilin‐4  35457:116772

958.85827 2 timecourse_ATM_combo_1hr 958.85246 6.06 50.08 PKP4  PKP4_HUMAN 1 R.SSY#AS#QHS#QLGQDLR.S 31.9 100 8.81E+05 SSY#AS#QHS#QLGQDLR 0 390 ‐1,0 12.3 392 ‐4,0 27 395 Plakophilin‐4  35456:130618

958.85785 2 timecourse_ATM_ctrl1 958.85246 5.62 47.47 PKP4  PKP4_HUMAN 1 R.SSY#AS#QHS#QLGQDLR.S 25.8 100 7.52E+05 SSY#AS#QHS#QLGQDLR 0 390 ‐1,0 22.6 392 38.2 395 Plakophilin‐4  35448:128807

878.89114 2 timecourse_ATM_combo_2hr 878.88614 5.69 42.48 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 4.2 100 6.17E+04 SSYASQHS#QLGQDLR 17.5 395 0 0 0 0 Plakophilin‐4  35455:108465

958.85756 2 timecourse_ATM_combo_2hr 958.85246 5.32 38.94 PKP4  PKP4_HUMAN 1 R.SSY#AS#QHS#QLGQDLR.S 24.6 100 4.87E+05 SSY#AS#QHS#QLGQDLR 0 390 ‐1,0 12.3 392 ‐4,0 16.5 395 Plakophilin‐4  35454:120991

958.85763 2 timecourse_ATM_combo_4hr 958.85246 5.39 38.06 PKP4  PKP4_HUMAN 1 R.SSY#AS#QHS#QLGQDLR.S 21.9 100 6.88E+05 S#SYAS#QHS#QLGQDLR 0 388 0,1 17.5 392 30.9 395 Plakophilin‐4  35452:125064

918.87499 2 timecourse_ATM_combo_1hr 918.86930 6.19 35.82 PKP4  PKP4_HUMAN 1 R.SSY#ASQHS#QLGQDLR.S 7.8 100 2.30E+05 SSYAS#QHS#QLGQDLR 23.3 392 26.9 395 0 0 Plakophilin‐4  35456:124178

918.87406 2 timecourse_ATM_combo_4hr 918.86930 5.18 35.7 PKP4  PKP4_HUMAN 1 R.SSY#ASQHS#QLGQDLR.S 7.5 100 2.12E+05 SSY#ASQHS#QLGQDLR 6.6 390 ‐2,0 17.5 395 0 0 Plakophilin‐4  35453:121261

918.87474 2 timecourse_ATM_combo_2hr 918.86930 5.92 35.62 PKP4  PKP4_HUMAN 1 R.SSY#ASQHS#QLGQDLR.S 8.6 100 1.34E+05 SSYAS#QHS#QLGQDLR 10.3 392 ‐4,0 16.4 395 0 0 Plakophilin‐4  35454:115164

958.85729 2 timecourse_ATM_combo_2hr 958.85246 5.04 34.96 PKP4  PKP4_HUMAN 1 R.SSY#AS#QHS#QLGQDLR.S 23.7 100 4.60E+05 SSY#AS#QHS#QLGQDLR 0 390 ‐1,0 13.5 392 16.5 395 Plakophilin‐4  35455:121267

586.26262 3 combeffx_ATM_comboi 586.25985 4.72 34.67 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 15.2 100 2.23E+06 SSYASQHS#QLGQDLR 33.5 395 0 0 0 0 Plakophilin‐4  35300:52766

586.26344 3 timecourse_ATM_ctrl2 586.25985 6.12 34.53 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 15.4 100 3.54E+05 SSYAS#QHSQLGQDLR 8 392 0,3 0 0 0 0 Plakophilin‐4  35446:101717

679.98534 3 timecourse_ATM_combo_1hr 679.98450 1.24 33.99 PKP4  PKP4_HUMAN 3 R.SPNHGTVELQGSQT#ALYR.T 10.6 100 6.30E+05 SPNHGTVELQGS#QTALYR 12.2 438 0,2 0 0 0 0 Plakophilin‐4  35457:141000

958.85677 2 timecourse_ATM_combo_1hr 958.85246 4.5 33.75 PKP4  PKP4_HUMAN 1 R.SSY#AS#QHS#QLGQDLR.S 27.4 100 8.48E+05 SSY#AS#QHS#QLGQDLR 0 390 ‐1,0 9.4 392 ‐4,0 8 395 ‐6,0 Plakophilin‐4  35457:130706

586.26315 3 timecourse_ATM_combo_1hr 586.25985 5.63 33.56 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 19.9 100 7.03E+05 SSYAS#QHSQLGQDLR 17.6 392 0 0 0 0 Plakophilin‐4  35456:117181

586.26283 3 timecourse_ATM_ctrl2 586.25985 5.1 32.9 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 18.6 100 4.04E+05 SSYAS#QHSQLGQDLR 0 392 0,3 0 0 0 0 Plakophilin‐4  35447:103673

679.98824 3 timecourse_ATM_ctrl2 679.98450 5.5 31.9 PKP4  PKP4_HUMAN 3 R.SPNHGTVELQGSQT#ALYR.T 10.6 100 2.78E+05 SPNHGTVELQGS#QTALYR 6.8 438 0,2 0 0 0 0 Plakophilin‐4  35447:126617

586.26284 3 timecourse_ATM_combo_4hr 586.25985 5.1 31.78 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 23.0 100 6.79E+05 SSYASQHS#QLGQDLR 22.1 395 0 0 0 0 Plakophilin‐4  35452:112293

679.98614 3 timecourse_ATM_combo_4hr 679.98450 2.41 31.76 PKP4  PKP4_HUMAN 3 R.SPNHGTVELQGSQT#ALYR.T 11.5 100 6.43E+05 SPNHGTVELQGS#QTALYR 11 438 0,2 0 0 0 0 Plakophilin‐4  35453:137347

586.26318 3 timecourse_ATM_combo_8hr 586.25985 5.68 31.76 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 30.5 100 1.04E+06 SSYASQHS#QLGQDLR 33.5 395 0 0 0 0 Plakophilin‐4  35450:114560

586.26289 3 timecourse_ATM_combo_2hr 586.25985 5.19 31.43 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 22.4 100 4.59E+05 SSYASQHS#QLGQDLR 14 395 0 0 0 0 Plakophilin‐4  35454:108778

918.87374 2 timecourse_ATM_combo_2hr 918.86930 4.83 31.39 PKP4  PKP4_HUMAN 1 R.SSY#ASQHS#QLGQDLR.S 5.8 100 1.05E+05 SSYAS#QHS#QLGQDLR 11.9 392 ‐4,0 16.2 395 0 0 Plakophilin‐4  35455:115186

586.2626 3 timecourse_ATM_combo_4hr 586.25985 4.71 30.22 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 25.1 100 7.02E+05 SSYAS#QHSQLGQDLR 17.6 392 0 0 0 0 Plakophilin‐4  35453:114353

586.26305 3 timecourse_ATM_combo_8hr 586.25985 5.46 29.1 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 30.6 100 1.10E+06 SSYASQHS#QLGQDLR 21.3 395 0 0 0 0 Plakophilin‐4  35451:115642

918.87406 2 timecourse_ATM_combo_1hr 918.86930 5.18 28.61 PKP4  PKP4_HUMAN 1 R.SSY#ASQHS#QLGQDLR.S 7.5 100 2.18E+05 SSYAS#QHS#QLGQDLR 11.3 392 ‐4,0 16.2 395 0 0 Plakophilin‐4  35457:123946

586.26272 3 combeffx_ATM_comboi 586.25985 4.9 27.92 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 25.3 100 1.70E+06 SSYASQHS#QLGQDLR 12.4 395 ‐3,0 0 0 0 0 Plakophilin‐4  35301:48225

586.26345 3 timecourse_ATM_ctrl1 586.25985 6.14 27.44 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 17.6 100 6.34E+05 SSYASQHS#QLGQDLR 32.1 395 0 0 0 0 Plakophilin‐4  35448:115671

586.26239 3 timecourse_ATM_combo_2hr 586.25985 4.33 26.32 PKP4  PKP4_HUMAN 1 R.SSYASQHS#QLGQDLR.S 18.2 100 4.10E+05 SSYASQHS#QLGQDLR 22.3 395 0 0 0 0 Plakophilin‐4  35455:108455

679.98675 3 combeffx_ATM_ctrl 679.98450 3.32 25.9 PKP4  PKP4_HUMAN 3 R.SPNHGTVELQGS#QTALYR.T 4.0 100 3.60E+05 SPNHGTVELQGS#QTALYR 13.3 438 0 0 0 0 Plakophilin‐4  35294:62468

586.26279 3 timecourse_ATM_combo_1hr 586.25985 5.01 25.42 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 23.7 100 7.23E+05 SSYAS#QHSQLGQDLR 0 392 0,3 0 0 0 0 Plakophilin‐4  35457:116762

958.85802 2 timecourse_ATM_ctrl2 958.85246 5.8 23.42 PKP4  PKP4_HUMAN 1 R.SSY#AS#QHS#QLGQDLR.S 10.8 100 3.01E+05 SSY#AS#QHS#QLGQDLR 0 390 ‐1,0 9.4 392 ‐4,0 14.9 395 Plakophilin‐4  35447:116724

612.91883 3 timecourse_ATM_combo_8hr 612.91529 5.78 23.16 PKP4  PKP4_HUMAN 1 R.SSYAS#QHS#QLGQDLR.S 13.9 100 5.01E+05 SSYAS#QHS#QLGQDLR 28.3 392 26.5 395 0 0 Plakophilin‐4  35450:121738

586.26287 3 timecourse_ATM_ctrl1 586.25985 5.15 22.07 PKP4  PKP4_HUMAN 1 R.SSYAS#QHSQLGQDLR.S 17.0 100 5.38E+05 SSYAS#QHSQLGQDLR 11.7 392 0,3 0 0 0 0 Plakophilin‐4  35449:117481

958.85832 2 timecourse_ATM_combo_8hr 958.85246 6.11 21.07 PKP4  PKP4_HUMAN 1 R.SSY#AS#QHS#QLGQDLR.S 13.2 100 4.11E+05 SSY#AS#QHS#QLGQDLR 0 390 ‐1,0 12.3 392 ‐4,0 14.9 395 Plakophilin‐4  35451:129387

639.57366 3 timecourse_ATM_ctrl1 639.57073 4.58 20.53 PKP4  PKP4_HUMAN 1 R.SS#YAS#QHS#QLGQDLR.S 25.9 100 9.86E+05 SS#YAS#QHS#QLGQDLR 13.2 389 18.3 392 30.6 395 Plakophilin‐4  35449:131058

679.98621 3 timecourse_ATM_ctrl1 679.98450 2.51 18.11 PKP4  PKP4_HUMAN 3 R.SPNHGTVELQGSQT#ALYR.T 9.3 100 4.43E+05 SPNHGTVELQGS#QTALYR 4.1 438 0,2 0 0 0 0 Plakophilin‐4  35449:140801

612.9189 3 timecourse_ATM_combo_8hr 612.91529 5.89 17.73 PKP4  PKP4_HUMAN 1 R.SSYAS#QHS#QLGQDLR.S 14.5 100 5.72E+05 SSYAS#QHS#QLGQDLR 31.3 392 31.5 395 0 0 Plakophilin‐4  35451:122950

639.57438 3 timecourse_ATM_combo_2hr 639.57073 5.71 16.65 PKP4  PKP4_HUMAN 1 R.SS#YAS#QHS#QLGQDLR.S 35.7 100 7.94E+05 S#SYAS#QHS#QLGQDLR 0 388 0,1 26.4 392 69.2 395 Plakophilin‐4  35454:121001

639.57443 3 timecourse_ATM_ctrl2 639.57073 5.79 15.8 PKP4  PKP4_HUMAN 1 R.SS#Y#ASQHS#QLGQDLR.S 16.4 100 5.22E+05 S#SYAS#QHS#QLGQDLR 0 388 0,1 26.4 392 43.8 395 Plakophilin‐4  35447:116714

653.66149 3 combeffx_ATM_MEKi 653.65940 3.2 51.91 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 60.1 100 2.21E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35297:44132

901.94078 2 timecourse_ATM_ctrl1 901.93491 6.51 47.9 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 14.9 100 7.41E+05 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35448:119741

653.66124 3 combeffx_ATM_PI3Ki 653.65940 2.81 47.05 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 79.9 100 6.88E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35298:54942

901.94013 2 timecourse_ATM_combo_2hr 901.93491 5.79 44.27 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 17.2 100 5.63E+05 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35455:112420

653.66145 3 combeffx_ATM_PI3Ki 653.65940 3.14 44 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 69.5 100 5.73E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35299:52167

653.66143 3 combeffx_ATM_ctrl 653.65940 3.11 43.04 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 84.5 100 6.86E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35295:57268

653.66117 3 combeffx_ATM_MEKi 653.65940 2.71 40.37 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 58.4 100 3.30E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35296:48136

901.94052 2 timecourse_ATM_combo_4hr 901.93491 6.22 40.2 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 6.2 100 4.26E+05 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35452:116264

653.66364 3 timecourse_ATM_ctrl2 653.65940 6.49 37.97 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 261.5 100 9.11E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35446:118339

490.49843 4 combeffx_ATM_comboi 490.49637 4.2 36.98 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 5.9 100 6.85E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35301:55558

653.6628 3 timecourse_ATM_combo_2hr 653.65940 5.2 36.94 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 241.0 100 7.73E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35454:124865

601.62964 3 timecourse_ATM_ctrl2 601.62570 6.55 36.53 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 35.7 100 1.20E+06 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35446:105607

490.49844 4 combeffx_ATM_comboi 490.49637 4.22 36.42 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 10.2 100 1.11E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35300:60762

653.66129 3 combeffx_ATM_ctrl 653.65940 2.91 35.93 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 82.7 100 8.31E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35294:59647

901.94126 2 timecourse_ATM_combo_1hr 901.93491 7.04 35.28 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 10.3 100 6.60E+05 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35456:121191

901.94052 2 timecourse_ATM_ctrl2 901.93491 6.22 34.73 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 10.8 100 4.06E+05 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35446:105597

901.94007 2 timecourse_ATM_combo_8hr 901.93491 5.72 34.7 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 9.4 100 7.29E+05 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35450:118880

601.62956 3 timecourse_ATM_combo_4hr 601.62570 6.42 34.35 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 33.3 100 1.49E+06 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35452:116274

601.62904 3 timecourse_ATM_combo_8hr 601.62570 5.55 34.08 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 41.4 100 2.22E+06 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35451:120112

901.94009 2 timecourse_ATM_combo_2hr 901.93491 5.75 32.42 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 15.7 100 5.03E+05 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35454:112548

901.94026 2 timecourse_ATM_combo_8hr 901.93491 5.93 31.85 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 9.4 100 6.99E+05 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35451:120122

490.49922 4 timecourse_ATM_combo_1hr 490.49637 5.81 30.58 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 13.8 100 4.72E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35456:134559

490.49854 4 combeffx_ATM_ctrl 490.49637 4.42 30.4 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 9.6 100 6.95E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35295:57288

901.94071 2 timecourse_ATM_ctrl2 901.93491 6.43 30.29 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 13.9 100 4.95E+05 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35447:107756

490.49924 4 timecourse_ATM_combo_4hr 490.49637 5.85 30.21 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 15.6 100 4.99E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35452:128838

601.62963 3 timecourse_ATM_combo_1hr 601.62570 6.53 28.89 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 43.9 100 1.78E+06 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35456:121181

490.49896 4 timecourse_ATM_combo_8hr 490.49637 5.28 28.74 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 9.8 100 3.42E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35450:131663

490.49752 4 combeffx_ATM_ctrl 490.49637 2.34 27.01 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 12.5 100 8.91E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35294:59627

490.49866 4 timecourse_ATM_ctrl1 490.49637 4.67 25.33 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 16.1 100 4.35E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35449:134861

601.62953 3 timecourse_ATM_ctrl1 601.62570 6.37 25.17 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 52.9 100 1.99E+06 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35448:119731

490.4989 4 timecourse_ATM_combo_2hr 490.49637 5.16 24.8 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 12.4 100 3.10E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35455:125050

601.62882 3 timecourse_ATM_combo_1hr 601.62570 5.19 24.63 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 45.7 100 1.95E+06 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35457:120943

601.62954 3 timecourse_ATM_ctrl2 601.62570 6.38 23.51 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 38.4 100 1.21E+06 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35447:107746

490.49902 4 timecourse_ATM_ctrl1 490.49637 5.4 23.14 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 16.1 100 4.13E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35448:132640

490.49868 4 timecourse_ATM_combo_1hr 490.49637 4.71 22.96 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 14.4 100 4.73E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35457:134788

490.49891 4 timecourse_ATM_combo_2hr 490.49637 5.18 22.19 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 12.8 100 2.81E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35454:124855

490.49909 4 timecourse_ATM_ctrl2 490.49637 5.55 22.17 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 13.4 100 3.58E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35447:120606

490.49941 4 timecourse_ATM_ctrl2 490.49637 6.2 22.15 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 19.0 100 4.43E+05 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35446:118329

601.62921 3 timecourse_ATM_combo_8hr 601.62570 5.85 21.64 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAV.R 39.8 100 1.97E+06 APS#QHIFFVQHIEAV 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35450:118890

653.66316 3 timecourse_ATM_ctrl2 653.65940 5.77 18.9 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 285.1 100 9.74E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35447:120616

653.66118 3 combeffx_ATM_MEKi 653.65940 2.72 18.33 PLCD3  PLCD3_HUMAN 2 R.APS#QHIFFVQHIEAVR.E 58.1 100 3.30E+06 APS#QHIFFVQHIEAVR 1000 105 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase delta‐3  35296:48146

712.06854 4 timecourse_ATM_ctrl2 712.06460 5.53 27.1 PLCG1  PLCG1_HUMAN 4 R.YQQPFEDFRIS#QEHLADHFDSR.E 38.5 100 2.78E+06 YQQPFEDFRIS#QEHLADHFDSR 21.4 1263 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase gamma‐1  35447:159553

949.09045 3 timecourse_ATM_ctrl1 949.08371 7.1 23.32 PLCG1  PLCG1_HUMAN 4 R.YQQPFEDFRIS#QEHLADHFDSR.E 5.8 100 3.58E+05 YQQPFEDFRIS#QEHLADHFDSR 59.5 1263 0 0 0 0 1‐phosphatidylinositol‐4,5‐bisphosphate phosphodiesterase gamma‐1  35448:169940

537.27645 2 timecourse_ATM_combo_8hr 537.27317 6.1 39.31 PLEC  PLEC_HUMAN 2 R.LSYT#QLLR.R 8.2 100 3.17E+05 LSYT#QLLR 28.9 3995 0 0 0 0 Plectin  35451:30766

537.27609 2 timecourse_ATM_ctrl1 537.27317 5.43 38.02 PLEC  PLEC_HUMAN 2 R.LSYT#QLLR.R 10.8 100 2.67E+05 LSYT#QLLR 28.9 3995 0 0 0 0 Plectin  35449:31352

537.2758 2 timecourse_ATM_combo_1hr 537.27317 4.9 35.79 PLEC  PLEC_HUMAN 2 R.LSYT#QLLR.R 9.6 100 2.85E+05 LSYT#QLLR 26.4 3995 0 0 0 0 Plectin  35457:30719

537.27595 2 timecourse_ATM_combo_2hr 537.27317 5.17 35.76 PLEC  PLEC_HUMAN 2 R.LSYT#QLLR.R 6.8 100 1.77E+05 LSYT#QLLR 22.9 3995 0 0 0 0 Plectin  35455:28216

714.70216 3 timecourse_ATM_combo_2hr 714.69869 4.86 49.14 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 56.6 100 1.81E+06 SSHSIKEPVSTLHRLS#QR 55.7 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35455:137954

714.70124 3 combeffx_ATM_PI3Ki 714.69869 3.57 35.95 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 24.1 100 1.92E+06 SSHSIKEPVSTLHRLS#QR 34.9 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35298:60526

714.70248 3 timecourse_ATM_combo_2hr 714.69869 5.3 35.02 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 42.3 100 1.89E+06 SSHSIKEPVSTLHRLS#QR 73.4 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35454:138007

536.27831 4 timecourse_ATM_combo_4hr 536.27583 4.62 33.44 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVS#TLHRLSQR.R 301.8 100 1.89E+07 SSHSIKEPVS#TLHRLSQR 0 230 0,6 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35452:142137

714.70095 3 combeffx_ATM_PI3Ki 714.69869 3.16 32.28 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 24.9 100 1.57E+06 SSHSIKEPVSTLHRLS#QR 25.7 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35299:57431

714.70232 3 combeffx_ATM_comboi 714.69869 5.08 31.2 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 38.6 100 4.26E+06 SSHSIKEPVSTLHRLS#QR 39.9 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35301:61719

429.22458 5 timecourse_ATM_combo_8hr 429.22212 5.73 28.78 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 70.9 100 3.53E+06 SSHSIKEPVSTLHRLS#QR 18.3 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35450:145613

714.70211 3 timecourse_ATM_combo_1hr 714.69869 4.79 28.43 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 64.4 100 3.26E+06 SSHSIKEPVSTLHRLS#QR 52.7 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35457:148320

714.70292 3 timecourse_ATM_combo_1hr 714.69869 5.92 28.19 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 56.6 100 3.72E+06 SSHSIKEPVSTLHRLS#QR 35.7 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35456:148399

714.70089 3 combeffx_ATM_PI3Ki 714.69869 3.08 28.19 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 23.9 100 1.57E+06 SSHSIKEPVSTLHRLS#QR 17.8 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35299:57421

536.27722 4 combeffx_ATM_PI3Ki 536.27583 2.59 28.02 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVST#LHRLSQR.R 335.6 100 2.31E+07 SSHSIKEPVST#LHRLSQR 4.7 231 ‐1,0 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35299:57401

536.27858 4 timecourse_ATM_combo_8hr 536.27583 5.13 27.95 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVST#LHRLSQR.R 292.8 100 1.59E+07 SSHSIKEPVS#TLHRLSQR 0 230 0,6 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35451:147711

751.8808 2 timecourse_ATM_combo_2hr 751.87739 4.54 27.87 PLEKHA3  PKHA3_HUMAN 0 K.EPVST#LHRLSQR.R 15.0 100 3.90E+05 EPVSTLHRLS#QR 42.1 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35455:84235

536.27881 4 timecourse_ATM_ctrl2 536.27583 5.56 27.85 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVST#LHRLSQR.R 87.0 100 3.37E+06 SSHSIKEPVS#TLHRLSQR 0 230 0,6 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35447:133867

536.27742 4 combeffx_ATM_PI3Ki 536.27583 2.96 27.51 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVST#LHRLSQR.R 323.5 100 2.72E+07 SSHSIKEPVST#LHRLSQR 4.4 231 0,5 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35298:60516

536.27761 4 combeffx_ATM_MEKi 536.27583 3.32 27.09 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVST#LHRLSQR.R 44.8 100 2.06E+06 SSHSIKEPVS#TLHRLSQR 0 230 0,6 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35297:48162

536.27767 4 combeffx_ATM_ctrl 536.27583 3.43 27.06 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVST#LHRLSQR.R 86.2 100 7.42E+06 SSHSIKEPVS#TLHRLSQR 0 230 0,6 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35295:63163

536.27817 4 timecourse_ATM_ctrl1 536.27583 4.36 26.12 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVST#LHRLSQR.R 96.0 100 4.21E+06 SSHSIKEPVS#TLHRLSQR 0 230 0,6 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35449:148118

536.27872 4 timecourse_ATM_combo_4hr 536.27583 5.39 25.29 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 355.6 100 1.92E+07 SSHSIKEPVSTLHRLS#QR 11.3 236 ‐5,0 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35452:142167

714.70243 3 timecourse_ATM_combo_4hr 714.69869 5.23 24.42 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 45.5 100 2.71E+06 SSHSIKEPVSTLHRLS#QR 24.2 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35452:142157

536.278 4 combeffx_ATM_comboi 536.27583 4.05 23.75 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVS#TLHRLSQR.R 452.4 100 4.69E+07 SSHSIKEPVSTLHRLS#QR 0 236 ‐6,0 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35301:61679

714.70179 3 timecourse_ATM_ctrl1 714.69869 4.34 22.96 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 17.4 100 6.36E+05 SSHSIKEPVSTLHRLS#QR 40.2 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35449:148108

714.70209 3 combeffx_ATM_comboi 714.69869 4.76 22.95 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 43.8 100 6.35E+06 SSHSIKEPVSTLHRLS#QR 34.9 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35300:67291

536.27872 4 timecourse_ATM_ctrl1 536.27583 5.39 22.74 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVST#LHRLSQR.R 84.0 100 4.08E+06 SSHSIKEPVSTLHRLS#QR 6 236 ‐6,0 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35448:145908

536.2788 4 timecourse_ATM_combo_8hr 536.27583 5.54 22.46 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVST#LHRLSQR.R 250.7 100 1.59E+07 SSHSIKEPVSTLHRLS#QR 14.8 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35450:145603

714.70276 3 timecourse_ATM_ctrl2 714.69869 5.69 20.63 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 12.2 100 5.25E+05 SSHSIKEPVSTLHRLS#QR 34.2 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35447:133877

714.70301 3 timecourse_ATM_combo_8hr 714.69869 6.04 20.54 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 40.5 100 2.38E+06 SSHSIKEPVSTLHRLS#QR 25.8 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35450:145633

714.70251 3 timecourse_ATM_combo_8hr 714.69869 5.34 20.47 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 43.0 100 2.54E+06 SSHSIKEPVSTLHRLS#QR 29.4 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35451:147721

536.27898 4 timecourse_ATM_combo_1hr 536.27583 5.87 20.25 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVS#TLHRLSQR.R 334.8 100 2.17E+07 SSHSIKEPVSTLHRLS#QR 4.9 236 ‐6,0 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35456:148389

429.22396 5 combeffx_ATM_comboi 429.22212 4.29 19.55 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 138.5 100 1.58E+07 SSHSIKEPVSTLHRLS#QR 16 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35300:67281

429.22441 5 timecourse_ATM_ctrl2 429.22212 5.34 19.54 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 19.6 100 6.29E+05 SSHSIKEPVSTLHRLS#QR 13.8 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35447:133857

429.22439 5 timecourse_ATM_ctrl1 429.22212 5.29 19.43 PLEKHA3  PKHA3_HUMAN 0 R.SSHSIKEPVSTLHRLS#QR.R 21.0 100 8.61E+05 SSHSIKEPVSTLHRLS#QR 14.5 236 0 0 0 0 Pleckstrin homology domain‐containing family A member 3  35448:145898

658.29603 2 combeffx_ATM_MEKi 658.29316 4.36 34.08 PLEKHA5  PKHA5_HUMAN 9 R.DNPFRTT#QTR.R 8.9 100 2.80E+05 DNPFRTT#QTR 19.3 949 0 0 0 0 Pleckstrin homology domain‐containing family A member 5  35297:22206

658.29594 2 combeffx_ATM_PI3Ki 658.29316 4.22 33.71 PLEKHA5  PKHA5_HUMAN 9 R.DNPFRTT#QTR.R 22.4 100 1.12E+06 DNPFRTT#QTR 16.2 949 0 0 0 0 Pleckstrin homology domain‐containing family A member 5  35298:26079

658.29622 2 combeffx_ATM_PI3Ki 658.29316 4.65 30.27 PLEKHA5  PKHA5_HUMAN 9 R.DNPFRTT#QTR.R 20.1 100 7.64E+05 DNPFRTT#QTR 16.2 949 0 0 0 0 Pleckstrin homology domain‐containing family A member 5  35299:25566

658.29702 2 combeffx_ATM_comboi 658.29316 5.86 26.06 PLEKHA5  PKHA5_HUMAN 9 R.DNPFRTT#QTR.R 26.8 100 1.23E+06 DNPFRTT#QTR 20.4 949 0 0 0 0 Pleckstrin homology domain‐containing family A member 5  35301:26430

658.29616 2 timecourse_ATM_combo_8hr 658.29316 4.56 22.3 PLEKHA5  PKHA5_HUMAN 9 R.DNPFRTT#QTR.R 6.5 100 1.98E+05 DNPFRTT#QTR 11.5 949 ‐1,0 0 0 0 0 Pleckstrin homology domain‐containing family A member 5  35450:66996

752.3434 2 timecourse_ATM_combo_2hr 752.33997 4.56 74.3 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 42.5 100 1.74E+06 GEGS#QTFQLISEK 17 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35454:84840

816.39098 2 timecourse_ATM_ctrl1 816.38745 4.32 66.29 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 9.6 100 3.67E+05 GEGS#QTFQLISEKK 24.8 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35449:105089

752.34382 2 timecourse_ATM_combo_4hr 752.33997 5.12 64.98 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 12.4 100 8.80E+05 GEGS#QTFQLISEK 18.9 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35453:89091

752.34184 2 timecourse_ATM_combo_8hr 752.33997 2.49 64.97 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 6.4 100 6.28E+05 GEGS#QTFQLISEK 30.8 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35451:90397

752.34419 2 timecourse_ATM_combo_4hr 752.33997 5.61 64.83 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 14.5 100 8.99E+05 GEGS#QTFQLISEK 24.8 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35452:87411

752.343 2 timecourse_ATM_ctrl1 752.33997 4.03 64.42 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 62.6 100 4.62E+06 GEGS#QTFQLISEK 22 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35449:91238

752.34458 2 timecourse_ATM_combo_1hr 752.33997 6.13 62.9 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 43.8 100 3.29E+06 GEGS#QTFQLISEK 24.8 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35456:90459

752.34184 2 timecourse_ATM_combo_8hr 752.33997 2.49 62.58 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 6.2 100 5.91E+05 GEGS#QTFQLISEK 13.3 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35450:89443

752.34405 2 timecourse_ATM_ctrl1 752.33997 5.42 62.38 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 68.1 100 4.44E+06 GEGS#QTFQLISEK 28.5 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35448:89920

752.34377 2 timecourse_ATM_ctrl2 752.33997 5.05 62.22 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 32.9 100 1.64E+06 GEGS#QTFQLISEK 15.5 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35447:79147

752.34336 2 timecourse_ATM_combo_2hr 752.33997 4.51 61.04 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 38.7 100 1.72E+06 GEGS#QTFQLISEK 18.9 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35455:84325

752.34388 2 timecourse_ATM_ctrl2 752.33997 5.21 58.99 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 37.2 100 1.67E+06 GEGS#QTFQLISEK 22 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35446:77859

752.34312 2 timecourse_ATM_combo_1hr 752.33997 4.19 53.26 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEK.K 41.2 100 3.30E+06 GEGS#QTFQLISEK 30.8 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35457:90673

816.39153 2 timecourse_ATM_combo_1hr 816.38745 5 52.82 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 7.4 100 3.39E+05 GEGS#QTFQLISEKK 30.8 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35457:104312

816.39376 2 timecourse_ATM_combo_1hr 816.38745 7.73 41.24 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 7.4 100 2.95E+05 GEGS#QTFQLISEKK 24.8 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35456:104527

816.39263 2 timecourse_ATM_ctrl1 816.38745 6.34 34.26 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 8.0 100 4.10E+05 GEGS#QTFQLISEKK 21.3 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35448:103485

816.39173 2 timecourse_ATM_ctrl2 816.38745 5.24 30.25 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 5.8 100 2.23E+05 GEGS#QTFQLISEKK 18.9 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35447:91625

544.5977 3 timecourse_ATM_combo_1hr 544.59406 6.68 26.97 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 20.8 100 6.47E+05 GEGS#QTFQLISEKK 23.6 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35456:104517

544.59724 3 timecourse_ATM_ctrl2 544.59406 5.84 23.58 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 20.1 100 5.34E+05 GEGS#QTFQLISEKK 12.2 638 0,2 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35447:91635

544.59649 3 timecourse_ATM_ctrl1 544.59406 4.46 23.43 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 22.3 100 7.34E+05 GEGS#QTFQLISEKK 12.7 638 0,2 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35449:105099

816.39203 2 timecourse_ATM_combo_2hr 816.38745 5.61 23.23 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 4.4 100 1.14E+05 GEGS#QTFQLISEKK 26.5 638 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35455:96689

544.59731 3 timecourse_ATM_ctrl2 544.59406 5.97 19.57 PLEKHH1  PKHH1_HUMAN 1 R.GEGS#QTFQLISEKK.T 23.9 100 5.59E+05 GEGS#QTFQLISEKK 8.5 638 0,2 0 0 0 0 Pleckstrin homology domain‐containing family H member 1  35446:90040

579.97385 3 combeffx_ATM_PI3Ki 579.97174 3.64 58.39 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 15.5 100 1.25E+06 RRS#QAELETLVLSR 110.7 277 0 0 0 0 Perilipin‐5  35299:45254

579.97349 3 combeffx_ATM_ctrl 579.97174 3.03 57.47 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 7.9 100 8.80E+05 RRS#QAELETLVLSR 97.6 277 0 0 0 0 Perilipin‐5  35294:51307

579.97424 3 combeffx_ATM_comboi 579.97174 4.31 51.22 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 10.9 100 1.01E+06 RRS#QAELETLVLSR 83.6 277 0 0 0 0 Perilipin‐5  35301:47515

579.97485 3 timecourse_ATM_combo_4hr 579.97174 5.36 47.72 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 8.4 100 4.82E+05 RRS#QAELETLVLSR 96.7 277 0 0 0 0 Perilipin‐5  35453:112733

579.97437 3 timecourse_ATM_combo_8hr 579.97174 4.53 45.63 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 8.3 100 4.84E+05 RRS#QAELETLVLSR 99.7 277 0 0 0 0 Perilipin‐5  35451:114002

579.97417 3 timecourse_ATM_ctrl1 579.97174 4.19 43.93 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 14.8 100 6.33E+05 RRS#QAELETLVLSR 83.5 277 0 0 0 0 Perilipin‐5  35449:115921

579.97462 3 timecourse_ATM_combo_8hr 579.97174 4.97 43.77 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 10.0 100 5.60E+05 RRS#QAELETLVLSR 81.6 277 0 0 0 0 Perilipin‐5  35450:113010



579.97442 3 combeffx_ATM_comboi 579.97174 4.62 42.58 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 10.4 100 1.53E+06 RRS#QAELETLVLSR 69 277 0 0 0 0 Perilipin‐5  35300:52076

579.97447 3 timecourse_ATM_combo_1hr 579.97174 4.71 41.81 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 10.9 100 5.57E+05 RRS#QAELETLVLSR 83.5 277 0 0 0 0 Perilipin‐5  35457:115082

579.97486 3 timecourse_ATM_combo_4hr 579.97174 5.38 38.51 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 10.6 100 4.66E+05 RRS#QAELETLVLSR 83.5 277 0 0 0 0 Perilipin‐5  35452:110603

579.97526 3 timecourse_ATM_ctrl2 579.97174 6.07 36.55 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 19.9 100 7.32E+05 RRS#QAELETLVLSR 96.7 277 0 0 0 0 Perilipin‐5  35446:100127

579.97361 3 combeffx_ATM_PI3Ki 579.97174 3.22 35.06 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 18.2 100 1.57E+06 RRS#QAELETLVLSR 72.4 277 0 0 0 0 Perilipin‐5  35298:47201

579.97449 3 timecourse_ATM_ctrl1 579.97174 4.74 33.31 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 14.0 100 6.78E+05 RRS#QAELETLVLSR 95.2 277 0 0 0 0 Perilipin‐5  35448:114041

579.97504 3 timecourse_ATM_ctrl2 579.97174 5.69 30.32 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 20.5 100 7.02E+05 RRS#QAELETLVLSR 83.5 277 0 0 0 0 Perilipin‐5  35447:101983

579.97486 3 timecourse_ATM_combo_2hr 579.97174 5.38 29.03 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 10.3 100 4.44E+05 RRS#QAELETLVLSR 83.6 277 0 0 0 0 Perilipin‐5  35454:107208

579.97539 3 timecourse_ATM_combo_1hr 579.97174 6.29 28.02 PLIN5  PLIN5_HUMAN 0 R.RRS#QAELETLVLSR.S 11.8 100 5.35E+05 RRS#QAELETLVLSR 73.6 277 0 0 0 0 Perilipin‐5  35456:115551

890.94973 2 timecourse_ATM_combo_8hr 890.94565 4.58 72.08 PLXNC1  PLXC1_HUMAN 3 R.KQS#QQLELLESELR.K 11.1 100 6.10E+05 KQS#QQLELLESELR 194.4 978 0 0 0 0 Plexin‐C1  35451:118162

890.94943 2 timecourse_ATM_combo_8hr 890.94565 4.24 70.94 PLXNC1  PLXC1_HUMAN 3 R.KQS#QQLELLESELR.K 9.1 100 5.03E+05 KQS#QQLELLESELR 103 978 0 0 0 0 Plexin‐C1  35450:116960

890.94972 2 timecourse_ATM_combo_1hr 890.94565 4.57 57.08 PLXNC1  PLXC1_HUMAN 3 R.KQS#QQLELLESELR.K 5.9 100 2.52E+05 KQS#QQLELLESELR 137.1 978 0 0 0 0 Plexin‐C1  35457:119093

890.9509 2 timecourse_ATM_combo_4hr 890.94565 5.89 49.63 PLXNC1  PLXC1_HUMAN 3 R.KQS#QQLELLESELR.K 4.2 100 2.00E+05 KQS#QQLELLESELR 129.1 978 0 0 0 0 Plexin‐C1  35453:116645

890.95086 2 timecourse_ATM_combo_2hr 890.94565 5.85 38.07 PLXNC1  PLXC1_HUMAN 3 R.KQS#QQLELLESELR.K 3.6 100 9.75E+04 KQS#QQLELLESELR 95.8 978 0 0 0 0 Plexin‐C1  35455:110545

594.3018 3 timecourse_ATM_combo_8hr 594.29952 3.84 36.53 PLXNC1  PLXC1_HUMAN 3 R.KQS#QQLELLESELR.K 17.5 100 9.50E+05 KQS#QQLELLESELR 153.3 978 0 0 0 0 Plexin‐C1  35451:118152

594.30193 3 timecourse_ATM_combo_8hr 594.29952 4.06 32.29 PLXNC1  PLXC1_HUMAN 3 R.KQS#QQLELLESELR.K 17.0 100 9.41E+05 KQS#QQLELLESELR 178.9 978 0 0 0 0 Plexin‐C1  35450:116950

594.30207 3 combeffx_ATM_comboi 594.29952 4.29 30.77 PLXNC1  PLXC1_HUMAN 3 R.KQS#QQLELLESELR.K 12.2 100 8.45E+05 KQS#QQLELLESELR 114.2 978 0 0 0 0 Plexin‐C1  35301:49233

637.00077 3 combeffx_ATM_comboi 636.99784 4.6 18.48 PLXNC1  PLXC1_HUMAN 3 R.KQS#QQLELLESELRK.E 11.7 94 1.88E+06 KQS#QQLELLESELRK 106.8 978 0 0 0 0 Plexin‐C1  35300:58722

622.75315 2 timecourse_ATM_ctrl1 622.74922 6.31 46.71 PML  PML_HUMAN 6 R.KCS#QTQCPR.K 134.7 100 9.19E+05 KCS#QTQCPR 30.8 480 0 0 0 0 Probable transcription factor PML  35448:57397

563.75088 2 timecourse_ATM_combo_4hr 563.74804 5.04 44.07 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 175.2 100 3.00E+06 GLAERAS#QQS 53.5 879 0 0 0 0 Probable transcription factor PML  35452:36246

563.75084 2 timecourse_ATM_combo_8hr 563.74804 4.97 42.73 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 158.2 100 4.67E+06 GLAERAS#QQS 58.3 879 0 0 0 0 Probable transcription factor PML  35451:37171

563.75059 2 timecourse_ATM_combo_2hr 563.74804 4.52 42.45 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 72.6 100 7.19E+05 GLAERAS#QQS 53.5 879 0 0 0 0 Probable transcription factor PML  35455:34479

622.7543 2 timecourse_ATM_combo_1hr 622.74922 8.16 41.86 PML  PML_HUMAN 6 R.KCS#QTQCPR.K 32.8 92 1.73E+05 KCS#QTQCPR 26.5 480 0 0 0 0 Probable transcription factor PML  35456:57001

563.75084 2 timecourse_ATM_combo_4hr 563.74804 4.97 41.63 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 179.3 100 3.30E+06 GLAERAS#QQS 58.3 879 0 0 0 0 Probable transcription factor PML  35453:36897

622.75332 2 timecourse_ATM_ctrl2 622.74922 6.58 39.2 PML  PML_HUMAN 6 R.KCS#QTQCPR.K 135.6 100 7.10E+05 KCS#QTQCPR 30.7 480 0 0 0 0 Probable transcription factor PML  35446:49490

563.75122 2 timecourse_ATM_ctrl1 563.74804 5.64 38.05 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 56.2 100 7.53E+05 GLAERAS#QQS 58.3 879 0 0 0 0 Probable transcription factor PML  35448:37598

622.75215 2 timecourse_ATM_ctrl1 622.74922 4.7 35.5 PML  PML_HUMAN 6 R.KCS#QTQCPR.K 142.3 100 1.29E+06 KCS#QTQCPR 37.4 480 0 0 0 0 Probable transcription factor PML  35449:58164

563.7508 2 timecourse_ATM_combo_8hr 563.74804 4.9 35.35 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 271.2 100 5.21E+06 GLAERAS#QQS 53.5 879 0 0 0 0 Probable transcription factor PML  35450:37136

622.75331 2 timecourse_ATM_ctrl2 622.74922 6.57 34.03 PML  PML_HUMAN 6 R.KCS#QTQCPR.K 68.2 100 5.50E+05 KCS#QTQCPR 33.7 480 0 0 0 0 Probable transcription factor PML  35447:50135

563.75008 2 timecourse_ATM_combo_1hr 563.74804 3.62 33.73 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 78.9 100 1.30E+06 GLAERAS#QQS 41 879 0 0 0 0 Probable transcription factor PML  35457:37193

563.75067 2 timecourse_ATM_ctrl2 563.74804 4.67 32.74 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 40.4 100 4.66E+05 GLAERAS#QQS 44.7 879 0 0 0 0 Probable transcription factor PML  35447:32505

563.75111 2 timecourse_ATM_combo_1hr 563.74804 5.45 30.64 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 64.9 100 1.13E+06 GLAERAS#QQS 41.3 879 0 0 0 0 Probable transcription factor PML  35456:37214

622.75331 2 timecourse_ATM_combo_4hr 622.74922 6.57 30.56 PML  PML_HUMAN 6 R.KCS#QTQCPR.K 49.6 100 3.38E+05 KCS#QTQCPR 37.4 480 0 0 0 0 Probable transcription factor PML  35453:56448

563.75078 2 timecourse_ATM_ctrl2 563.74804 4.86 29.27 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 30.6 100 3.73E+05 GLAERAS#QQS 46.3 879 0 0 0 0 Probable transcription factor PML  35446:32121

622.75313 2 timecourse_ATM_combo_4hr 622.74922 6.29 29.23 PML  PML_HUMAN 6 R.KCS#QTQCPR.K 84.4 100 4.36E+05 KCS#QTQCPR 28.5 480 0 0 0 0 Probable transcription factor PML  35452:55170

563.75016 2 timecourse_ATM_ctrl1 563.74804 3.76 29.1 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 55.2 100 8.09E+05 GLAERAS#QQS 37.5 879 0 0 0 0 Probable transcription factor PML  35449:37899

563.75089 2 timecourse_ATM_combo_2hr 563.74804 5.06 23.98 PML  PML_HUMAN 3 R.GLAERAS#QQS.‐ 67.2 100 8.12E+05 GLAERAS#QQS 31.9 879 0 0 0 0 Probable transcription factor PML  35454:35411

622.75298 2 timecourse_ATM_combo_1hr 622.74922 6.04 22.75 PML  PML_HUMAN 6 R.KCS#QTQCPR.K 25.1 100 2.77E+05 KCS#QTQCPR 45.7 480 0 0 0 0 Probable transcription factor PML  35457:57335

882.37171 3 timecourse_ATM_combo_4hr 882.36689 5.46 49.56 PMS1  PMS1_HUMAN 13 K.NAFQDISMSNVSWENSQT#EYSK.T 6.3 100 3.57E+05 NAFQDISMSNVSWENSQT#EYSK 10.9 451 ‐2,0 0 0 0 0 PMS1 protein homolog 1  35453:165301

882.37167 3 timecourse_ATM_combo_1hr 882.36689 5.42 47.41 PMS1  PMS1_HUMAN 13 K.NAFQDISMSNVSWENSQT#EYSK.T 5.8 100 2.89E+05 NAFQDISMSNVSWENS#QTEYSK 6 449 0,2 0 0 0 0 PMS1 protein homolog 1  35456:167767

882.37148 3 timecourse_ATM_combo_2hr 882.36689 5.2 33.48 PMS1  PMS1_HUMAN 13 K.NAFQDISMSNVSWENS#QTEYSK.T 7.9 100 2.57E+05 NAFQDISMSNVSWENSQT#EYSK 9.5 451 ‐2,0 0 0 0 0 PMS1 protein homolog 1  35455:157281

942.9471 2 timecourse_ATM_combo_4hr 942.94227 5.12 91.48 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 27.2 100 1.88E+06 LVNT#QDMSASQVDVAVK 72.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35452:122544

942.94726 2 timecourse_ATM_combo_8hr 942.94227 5.29 90.96 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 23.3 100 1.89E+06 LVNT#QDMSASQVDVAVK 72.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35450:125288

942.94626 2 timecourse_ATM_ctrl1 942.94227 4.23 90.28 PMS2  PMS2_HUMAN 2 K.LVNTQDMSAS#QVDVAVK.I 16.2 100 7.32E+05 LVNTQDMSAS#QVDVAVK 13.2 603 0 0 0 0 Mismatch repair endonuclease PMS2  35449:128408

942.94691 2 timecourse_ATM_ctrl1 942.94227 4.92 86.18 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 4.8 100 2.36E+05 LVNT#QDMSASQVDVAVK 72.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35449:128428

942.94718 2 timecourse_ATM_combo_4hr 942.94227 5.21 85.93 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 41.9 100 2.24E+06 LVNT#QDMSASQVDVAVK 72.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35453:124931

942.94722 2 timecourse_ATM_combo_8hr 942.94227 5.25 85.56 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 29.4 100 2.11E+06 LVNT#QDMSASQVDVAVK 72.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35451:126757

942.94771 2 timecourse_ATM_combo_2hr 942.94227 5.77 85.5 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 9.1 100 3.62E+05 LVNT#QDMSASQVDVAVK 72.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35454:118651

942.94682 2 combeffx_ATM_comboi 942.94227 4.83 79.91 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 3.9 92 3.23E+05 LVNT#QDMSASQVDVAVK 82.9 597 0 0 0 0 Mismatch repair endonuclease PMS2  35301:52879

942.94746 2 timecourse_ATM_combo_4hr 942.94227 5.5 78.29 PMS2  PMS2_HUMAN 2 K.LVNTQDMSAS#QVDVAVK.I 15.2 100 6.48E+05 LVNTQDMSAS#QVDVAVK 10.3 603 ‐2,0 0 0 0 0 Mismatch repair endonuclease PMS2  35453:124941

942.94718 2 timecourse_ATM_ctrl1 942.94227 5.21 77.08 PMS2  PMS2_HUMAN 2 K.LVNTQDMSAS#QVDVAVK.I 15.9 100 7.26E+05 LVNTQDMSAS#QVDVAVK 26.5 603 0 0 0 0 Mismatch repair endonuclease PMS2  35448:126297

942.94727 2 timecourse_ATM_combo_1hr 942.94227 5.3 74.6 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 7.1 100 4.09E+05 LVNT#QDMSASQVDVAVK 72.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35456:128058

942.94722 2 timecourse_ATM_combo_2hr 942.94227 5.25 74.46 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 14.1 100 3.48E+05 LVNT#QDMSASQVDVAVK 72.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35455:118686

942.9473 2 timecourse_ATM_ctrl2 942.94227 5.33 73.33 PMS2  PMS2_HUMAN 2 K.LVNTQDMSAS#QVDVAVK.I 11.8 100 4.26E+05 LVNTQDMSAS#QVDVAVK 13.3 603 0 0 0 0 Mismatch repair endonuclease PMS2  35447:114253

942.94728 2 timecourse_ATM_combo_4hr 942.94227 5.32 72.99 PMS2  PMS2_HUMAN 2 K.LVNTQDMSAS#QVDVAVK.I 16.2 100 6.01E+05 LVNTQDMSAS#QVDVAVK 12.2 603 ‐2,0 0 0 0 0 Mismatch repair endonuclease PMS2  35452:122554

942.94799 2 timecourse_ATM_ctrl2 942.94227 6.07 69.8 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 4.2 100 2.04E+05 LVNT#QDMSASQVDVAVK 72.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35446:112101

942.94665 2 timecourse_ATM_combo_1hr 942.94227 4.64 69.77 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 7.2 100 3.16E+05 LVNT#QDMSASQVDVAVK 49 597 0 0 0 0 Mismatch repair endonuclease PMS2  35457:128046

942.94773 2 timecourse_ATM_combo_1hr 942.94227 5.79 67.73 PMS2  PMS2_HUMAN 2 K.LVNTQDMSAS#QVDVAVK.I 10.9 100 4.90E+05 LVNTQDMSAS#QVDVAVK 14.2 603 0 0 0 0 Mismatch repair endonuclease PMS2  35456:128068

942.94739 2 timecourse_ATM_ctrl2 942.94227 5.43 67.31 PMS2  PMS2_HUMAN 2 K.LVNTQDMSAS#QVDVAVK.I 10.4 100 3.75E+05 LVNTQDMSAS#QVDVAVK 15.5 603 0 0 0 0 Mismatch repair endonuclease PMS2  35446:112091

982.92876 2 timecourse_ATM_combo_4hr 982.92544 3.38 67.11 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSAS#QVDVAVK.I 16.6 100 2.49E+06 LVNT#QDMSAS#QVDVAVK 78.7 597 28.5 603 0 0 Mismatch repair endonuclease PMS2  35453:131735

942.94646 2 timecourse_ATM_combo_1hr 942.94227 4.44 65.92 PMS2  PMS2_HUMAN 2 K.LVNTQDMSAS#QVDVAVK.I 11.6 100 4.63E+05 LVNTQDMSAS#QVDVAVK 8.7 603 ‐2,0 0 0 0 0 Mismatch repair endonuclease PMS2  35457:128036

942.94688 2 timecourse_ATM_combo_2hr 942.94227 4.89 65.06 PMS2  PMS2_HUMAN 2 K.LVNTQDMSAS#QVDVAVK.I 10.3 100 2.79E+05 LVNTQDMSAS#QVDVAVK 13.2 603 0 0 0 0 Mismatch repair endonuclease PMS2  35455:118676

982.93045 2 timecourse_ATM_combo_8hr 982.92544 5.11 57.65 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSAS#QVDVAVK.I 8.5 100 1.33E+06 LVNT#QDMSAS#QVDVAVK 63.8 597 15.5 603 0 0 Mismatch repair endonuclease PMS2  35450:132183

950.94381 2 combeffx_ATM_MEKi 950.93973 4.29 57.61 PMS2  PMS2_HUMAN 2 K.LVNTQDM*SAS#QVDVAVK.I 7.0 100 3.28E+05 LVNTQDM*SAS#QVDVAVK 13.3 603 0 0 0 0 Mismatch repair endonuclease PMS2  35297:42498

628.96691 3 timecourse_ATM_combo_4hr 628.96394 4.72 57.13 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 15.5 100 9.43E+05 LVNT#QDMSASQVDVAVK 14.6 597 0 0 0 0 Mismatch repair endonuclease PMS2  35452:122534

942.948 2 timecourse_ATM_ctrl2 942.94227 6.08 54.88 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 5.6 100 2.34E+05 LVNT#QDMSASQVDVAVK 83.5 597 0 0 0 0 Mismatch repair endonuclease PMS2  35447:114263

628.96723 3 timecourse_ATM_combo_8hr 628.96394 5.23 53.05 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 9.7 100 8.72E+05 LVNT#QDMSASQVDVAVK 16.1 597 0 0 0 0 Mismatch repair endonuclease PMS2  35450:125278

744.3122 2 timecourse_ATM_combo_8hr 744.30782 5.88 51.52 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVD.V 22.6 100 1.13E+06 LVNT#QDMSASQVD 26.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35451:88191

942.9481 2 timecourse_ATM_ctrl1 942.94227 6.18 51.43 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 3.2 100 2.19E+05 LVNT#QDMSASQVDVAVK 78.7 597 0 0 0 0 Mismatch repair endonuclease PMS2  35448:126307

982.92984 2 timecourse_ATM_combo_8hr 982.92544 4.48 45.96 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSAS#QVDVAVK.I 8.2 100 1.58E+06 LVNT#QDMSAS#QVDVAVK 63.8 597 18.9 603 0 0 Mismatch repair endonuclease PMS2  35451:133672

628.96716 3 timecourse_ATM_combo_4hr 628.96394 5.12 45.12 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 14.8 100 7.95E+05 LVNT#QDMSASQVDVAVK 14 597 0 0 0 0 Mismatch repair endonuclease PMS2  35453:124921

628.96714 3 timecourse_ATM_combo_8hr 628.96394 5.1 42.89 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 8.4 100 6.65E+05 LVNT#QDMSASQVDVAVK 9.8 597 0,4 0 0 0 0 Mismatch repair endonuclease PMS2  35451:126747

982.9308 2 timecourse_ATM_combo_4hr 982.92544 5.45 42.55 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSAS#QVDVAVK.I 13.2 100 1.89E+06 LVNT#QDMSAS#QVDVAVK 63.8 597 22 603 0 0 Mismatch repair endonuclease PMS2  35452:129288

744.31252 2 timecourse_ATM_combo_8hr 744.30782 6.31 38.9 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVD.V 24.5 100 1.08E+06 LVNT#QDMSASQVD 26.4 597 0 0 0 0 Mismatch repair endonuclease PMS2  35450:87368

744.31176 2 timecourse_ATM_combo_4hr 744.30782 5.31 38.09 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVD.V 16.9 100 6.77E+05 LVNT#QDMSASQVD 37.2 597 0 0 0 0 Mismatch repair endonuclease PMS2  35452:85331

744.31094 2 timecourse_ATM_combo_4hr 744.30782 4.19 35.22 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVD.V 22.4 100 7.14E+05 LVNT#QDMSASQVD 28.3 597 0 0 0 0 Mismatch repair endonuclease PMS2  35453:86990

784.29414 2 timecourse_ATM_combo_8hr 784.29098 4.03 32.37 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSAS#QVD.V 10.0 100 2.42E+06 LVNT#QDMSAS#QVD 50.7 597 57.8 603 0 0 Mismatch repair endonuclease PMS2  35451:97103

784.29494 2 timecourse_ATM_combo_4hr 784.29098 5.05 30.39 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSAS#QVD.V 11.4 100 1.83E+06 LVNT#QDMSAS#QVD 49 597 52.8 603 0 0 Mismatch repair endonuclease PMS2  35452:93991

628.9672 3 timecourse_ATM_combo_2hr 628.96394 5.18 24.55 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 4.0 100 1.12E+05 LVNTQDMS#ASQVDVAVK 23.7 601 0 0 0 0 Mismatch repair endonuclease PMS2  35454:118641

784.29488 2 timecourse_ATM_combo_8hr 784.29098 4.97 24.24 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSAS#QVD.V 11.3 100 2.02E+06 LVNT#QDMSAS#QVD 59.3 597 52.8 603 0 0 Mismatch repair endonuclease PMS2  35450:96197

628.96668 3 timecourse_ATM_ctrl1 628.96394 4.36 24.06 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSASQVDVAVK.I 3.1 92 7.38E+04 LVNTQDMS#ASQVDVAVK 4.9 601 ‐4,0 0 0 0 0 Mismatch repair endonuclease PMS2  35449:128418

784.29456 2 timecourse_ATM_combo_4hr 784.29098 4.56 23.36 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSAS#QVD.V 9.3 100 1.89E+06 LVNT#QDMSAS#QVD 55.1 597 64.8 603 0 0 Mismatch repair endonuclease PMS2  35453:95772

784.29515 2 timecourse_ATM_combo_4hr 784.29098 5.32 17.01 PMS2  PMS2_HUMAN 2 K.LVNT#QDMSAS#QVD.V 13.7 100 1.83E+06 LVNT#QDMSAS#QVD 50.7 597 42.6 603 0 0 Mismatch repair endonuclease PMS2  35452:94001

758.38027 3 timecourse_ATM_combo_8hr 758.37595 5.7 36.43 PNPLA6  PLPL6_HUMAN 5 R.KVS#QSTSSLVDTSVSATSRPR.M 18.8 100 1.05E+06 KVS#QSTSSLVDTSVSATSRPR 20.9 107 0 0 0 0 Neuropathy target esterase  35451:153390

758.37934 3 timecourse_ATM_ctrl1 758.37595 4.47 19.99 PNPLA6  PLPL6_HUMAN 5 R.KVS#QSTSSLVDTSVSATSRPR.M 11.1 100 4.55E+05 KVS#QSTSSLVDTSVSATSRPR 43.5 107 0 0 0 0 Neuropathy target esterase  35449:153669

1070.87235 3 combeffx_ATM_comboi 1070.86828 3.8 110.2 POGZ  POGZ_HUMAN 3 K.LVNTLNTIPSLGQSPGPVVVSNNSSAHGS#QR.T 3.9 94 4.95E+05 LVNTLNTIPSLGQSPGPVVVSNNS#SAHGSQR 0 343 0,5 0 0 0 0 Pogo transposable element with ZNF domain  35301:75019

1070.8741 3 timecourse_ATM_combo_4hr 1070.86828 5.43 64.04 POGZ  POGZ_HUMAN 3 K.LVNTLNTIPSLGQSPGPVVVSNNSSAHGS#QR.T 4.4 100 4.26E+05 LVNTLNTIPSLGQSPGPVVVSNNSSAHGS#QR 9.4 348 ‐8,0 0 0 0 0 Pogo transposable element with ZNF domain  35452:173580

1070.87418 3 timecourse_ATM_combo_4hr 1070.86828 5.51 59.42 POGZ  POGZ_HUMAN 3 K.LVNTLNTIPSLGQSPGPVVVSNNSS#AHGSQR.T 4.4 100 4.82E+05 LVNTLNTIPSLGQSPGPVVVSNNSSAHGS#QR 6.8 348 ‐8,0 0 0 0 0 Pogo transposable element with ZNF domain  35453:176841

633.27427 2 timecourse_ATM_combo_8hr 633.27084 5.42 38.32 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 115.4 100 2.17E+06 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35450:60058

576.73254 2 timecourse_ATM_combo_2hr 576.72881 6.47 35.52 POLE  DPOE1_HUMAN 10 I.HCGLQDS#QK.A 15.2 100 9.66E+04 HCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35454:39630

576.73187 2 timecourse_ATM_combo_8hr 576.72881 5.31 35.51 POLE  DPOE1_HUMAN 10 I.HCGLQDS#QK.A 25.2 100 3.09E+05 HCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35450:41490

633.27334 2 timecourse_ATM_combo_1hr 633.27084 3.95 34.8 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 54.6 100 9.32E+05 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35457:60743

633.27469 2 timecourse_ATM_combo_2hr 633.27084 6.08 34.7 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 52.5 100 6.14E+05 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35454:57287

633.27459 2 timecourse_ATM_combo_1hr 633.27084 5.92 34.37 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 48.1 100 8.45E+05 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35456:60571

633.27453 2 timecourse_ATM_combo_8hr 633.27084 5.83 33.19 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 134.0 100 2.43E+06 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35451:60045

633.27385 2 timecourse_ATM_combo_2hr 633.27084 4.75 33.12 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 53.8 100 6.01E+05 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35455:56432

633.27437 2 timecourse_ATM_combo_4hr 633.27084 5.57 32.67 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 118.8 100 1.89E+06 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35453:59658

633.27431 2 timecourse_ATM_combo_4hr 633.27084 5.48 31.46 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 116.7 100 1.83E+06 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35452:58498

633.2743 2 timecourse_ATM_ctrl1 633.27084 5.46 31.3 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 12.4 100 1.77E+05 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35448:60716

633.27351 2 combeffx_ATM_PI3Ki 633.27084 4.22 31.21 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 25.0 100 6.56E+05 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35298:23171

633.27437 2 timecourse_ATM_ctrl2 633.27084 5.59 30.78 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 11.7 100 1.43E+05 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35447:52952

576.73213 2 timecourse_ATM_combo_4hr 576.72881 5.76 30.53 POLE  DPOE1_HUMAN 10 I.HCGLQDS#QK.A 17.2 100 1.76E+05 HCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35452:40414

633.27377 2 timecourse_ATM_ctrl1 633.27084 4.63 27.53 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 11.5 100 1.79E+05 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35449:61426

576.73214 2 timecourse_ATM_combo_8hr 576.72881 5.77 25.45 POLE  DPOE1_HUMAN 10 I.HCGLQDS#QK.A 23.3 100 3.10E+05 HCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35451:41477

633.27438 2 timecourse_ATM_ctrl2 633.27084 5.59 21.41 POLE  DPOE1_HUMAN 10 R.IHCGLQDS#QK.A 9.5 100 1.07E+05 IHCGLQDS#QK 1000 1940 0 0 0 0 DNA polymerase epsilon catalytic subunit A  35446:52264

992.51575 2 combeffx_ATM_comboi 992.51117 4.61 69.62 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 15.8 100 1.22E+06 SELLVPGS#QLILGPHESK 65.3 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35301:56388

967.43268 3 timecourse_ATM_combo_4hr 967.42725 5.61 58.33 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKSQT#ELPDEK.I 71.4 100 9.72E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 14.1 367 4.9 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35452:168860

967.43099 3 combeffx_ATM_PI3Ki 967.42725 3.87 58.18 POP1  POP1_HUMAN 1 K.SAVCIADPLPT#PSQEKS#QTELPDEK.I 4.6 100 1.11E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 13 367 6.1 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35298:71626

967.43157 3 timecourse_ATM_combo_4hr 967.42725 4.47 57.2 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QT#ELPDEK.I 72.9 100 9.77E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 7 367 0,6 6.1 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35452:168850

967.43125 3 combeffx_ATM_comboi 967.42725 4.13 56.18 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKS#QTELPDEK.I 22.7 100 7.78E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 20.2 367 4.9 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35300:80751

992.51594 2 combeffx_ATM_comboi 992.51117 4.81 55.85 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 13.4 100 1.72E+06 SELLVPGS#QLILGPHESK 65.3 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35300:61661

967.4314 3 combeffx_ATM_comboi 967.42725 4.29 54.11 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QT#ELPDEK.I 22.6 100 7.78E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 6.4 367 0,6 4.9 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35300:80761

662.01197 3 combeffx_ATM_PI3Ki 662.00987 3.17 52.93 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 33.5 100 2.43E+06 SELLVPGS#QLILGPHESK 55.5 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35298:55882

967.43141 3 combeffx_ATM_comboi 967.42725 4.3 52.2 POP1  POP1_HUMAN 1 K.SAVCIADPLPT#PS#QEKSQTELPDEK.I 17.4 100 5.40E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 10.4 367 ‐2,0 4.9 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35301:73369

967.43236 3 timecourse_ATM_combo_2hr 967.42725 5.28 50.58 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QT#ELPDEK.I 39.8 100 3.39E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 7 367 ‐2,0 8.5 371 ‐6,0 0 0 Ribonucleases P/MRP protein subunit POP1  35455:163571

967.43092 3 timecourse_ATM_combo_8hr 967.42725 3.79 49.25 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKS#QTELPDEK.I 78.9 100 1.33E+07 SAVCIADPLPTPS#QEKS#QTELPDEK 9.6 367 ‐2,0 0 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35450:173780

967.43075 3 timecourse_ATM_combo_8hr 967.42725 3.62 49.03 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QT#ELPDEK.I 86.8 100 1.35E+07 SAVCIADPLPTPSQEKS#QT#ELPDEK 16 371 10.3 373 ‐6,0 0 0 Ribonucleases P/MRP protein subunit POP1  35451:176040

967.43229 3 timecourse_ATM_combo_8hr 967.42725 5.21 48.27 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKS#QTELPDEK.I 80.4 100 1.35E+07 SAVCIADPLPTPS#QEKS#QTELPDEK 7.6 367 0,6 7.6 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35450:173790

967.43085 3 timecourse_ATM_combo_4hr 967.42725 3.72 47.42 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKSQT#ELPDEK.I 79.3 100 1.06E+07 SAVCIADPLPTPS#QEKS#QTELPDEK 18 367 4.9 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35453:171961

662.01274 3 combeffx_ATM_comboi 662.00987 4.34 47.36 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 132.2 100 1.24E+07 SELLVPGS#QLILGPHESK 56 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35301:56368

967.4329 3 timecourse_ATM_combo_2hr 967.42725 5.84 46.9 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QT#ELPDEK.I 42.7 100 3.31E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 9.1 367 0,6 9.6 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35454:162461

992.51309 2 timecourse_ATM_combo_8hr 992.51117 1.93 46.17 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 5.9 100 3.95E+05 SELLVPGS#QLILGPHESK 58.6 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35450:133643

967.43307 3 timecourse_ATM_combo_1hr 967.42725 6.02 44.8 POP1  POP1_HUMAN 1 K.SAVCIADPLPT#PSQEKS#QTELPDEK.I 16.1 100 2.00E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 8 367 0,6 9.6 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35456:174027

967.43149 3 timecourse_ATM_combo_1hr 967.42725 4.38 44.12 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKS#QTELPDEK.I 14.7 100 1.96E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 12 367 0,6 3 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35457:174325

967.43191 3 combeffx_ATM_PI3Ki 967.42725 4.82 44.06 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKS#QTELPDEK.I 5.2 100 7.57E+05 SAVCIADPLPTPS#QEKS#QTELPDEK 11 367 ‐2,0 1.9 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35299:67684

967.43113 3 timecourse_ATM_combo_2hr 967.42725 4.01 43.18 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKS#QTELPDEK.I 40.5 100 3.38E+06 SAVCIADPLPTPS#QEKS#QTELPDEK 6.3 367 0,6 6.8 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35455:163561

967.43142 3 combeffx_ATM_comboi 967.42725 4.31 40.27 POP1  POP1_HUMAN 1 K.SAVCIADPLPT#PSQEKSQT#ELPDEK.I 17.0 100 5.40E+06 SAVCIADPLPTPSQEKS#QT#ELPDEK 4 371 ‐4,0 2.7 373 ‐6,0 0 0 Ribonucleases P/MRP protein subunit POP1  35301:73379

940.77709 3 timecourse_ATM_combo_4hr 940.77181 5.61 40.24 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QTELPDEK.I 15.8 100 1.25E+06 SAVCIADPLPTPSQEKSQT#ELPDEK 0 373 ‐8,0 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35452:167350

967.43225 3 timecourse_ATM_combo_4hr 967.42725 5.17 39.86 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKS#QTELPDEK.I 82.0 100 1.06E+07 SAVCIADPLPTPS#QEKS#QTELPDEK 6.3 367 0,6 0 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35453:171971

940.77703 3 timecourse_ATM_combo_8hr 940.77181 5.56 38.25 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKSQT#ELPDEK.I 25.9 100 2.51E+06 SAVCIADPLPTPS#QEKSQTELPDEK 13.2 367 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35450:172280

940.77701 3 timecourse_ATM_combo_8hr 940.77181 5.53 36.85 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKSQT#ELPDEK.I 26.2 100 2.54E+06 SAVCIADPLPTPSQEKS#QTELPDEK 4.1 371 0,2 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35451:174580

662.01264 3 combeffx_ATM_MEKi 662.00987 4.18 36.8 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 12.7 92 4.37E+05 SELLVPGS#QLILGPHESK 21.6 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35297:44832

940.77724 3 timecourse_ATM_combo_2hr 940.77181 5.77 34.43 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QTELPDEK.I 11.7 100 5.86E+05 SAVCIADPLPTPS#QEKSQTELPDEK 8.1 367 0,6 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35454:160981

967.43269 3 timecourse_ATM_combo_8hr 967.42725 5.62 34.08 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QT#ELPDEK.I 90.8 100 1.39E+07 SAVCIADPLPTPS#QEKS#QTELPDEK 13 367 6.8 371 0,2 0 0 Ribonucleases P/MRP protein subunit POP1  35451:176050

662.01216 3 combeffx_ATM_PI3Ki 662.00987 3.46 33.3 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 32.5 100 1.95E+06 SELLVPGS#QLILGPHESK 32.4 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35299:52917

940.77725 3 timecourse_ATM_combo_2hr 940.77181 5.79 33.03 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QTELPDEK.I 11.9 100 6.72E+05 SAVCIADPLPTPS#QEKSQTELPDEK 10.1 367 0,6 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35455:161951

994.08857 3 timecourse_ATM_combo_8hr 994.08269 5.92 32.66 POP1  POP1_HUMAN 1 K.SAVCIADPLPT#PSQEKS#QT#ELPDEK.I 3.7 100 5.33E+05 SAVCIADPLPT#PSQEKS#QT#ELPDEK 22 365 5.7 371 ‐4,0 16.5 373 Ribonucleases P/MRP protein subunit POP1  35451:177280

662.0119 3 combeffx_ATM_MEKi 662.00987 3.07 32.35 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 13.1 100 5.23E+05 SELLVPGS#QLILGPHESK 18.8 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35296:48886

662.01268 3 combeffx_ATM_comboi 662.00987 4.24 32.17 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 134.3 100 1.91E+07 SELLVPGS#QLILGPHESK 47.6 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35300:61651

940.77649 3 timecourse_ATM_combo_4hr 940.77181 4.97 31.61 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPSQEKS#QTELPDEK.I 15.2 100 1.28E+06 SAVCIADPLPTPSQEKSQT#ELPDEK 3 373 ‐6,0 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35453:170431

940.77754 3 timecourse_ATM_combo_1hr 940.77181 6.09 29.24 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKSQTELPDEK.I 8.5 100 7.59E+05 SAVCIADPLPTPSQEKSQT#ELPDEK 0 373 ‐8,0 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35456:172527

662.01043 3 timecourse_ATM_combo_8hr 662.00987 0.85 26.34 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 20.0 100 2.02E+06 SELLVPGS#QLILGPHESK 15 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35451:135271

662.01032 3 timecourse_ATM_combo_4hr 662.00987 0.68 26.28 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 19.5 100 1.26E+06 SELLVPGS#QLILGPHESK 33.4 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35453:133185

940.77594 3 timecourse_ATM_combo_1hr 940.77181 4.39 23.81 POP1  POP1_HUMAN 1 K.SAVCIADPLPTPS#QEKSQTELPDEK.I 8.4 100 6.55E+05 SAVCIADPLPTPS#QEKSQTELPDEK 7.3 367 0,4 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35457:172635

662.0109 3 timecourse_ATM_combo_4hr 662.00987 1.56 23.41 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 28.8 100 1.43E+06 SELLVPGSQLILGPHES#K 0 593 ‐9,0 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35452:130728

662.01038 3 timecourse_ATM_combo_8hr 662.00987 0.77 22.41 POP1  POP1_HUMAN 1 R.SELLVPGS#QLILGPHESK.I 26.2 100 2.21E+06 SELLVPGS#QLILGPHESK 25.7 584 0 0 0 0 Ribonucleases P/MRP protein subunit POP1  35450:133633

613.30555 2 combeffx_ATM_comboi 613.30246 5.04 53.89 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 67.2 100 8.58E+06 SVIYHALS#QK 83.5 10 0 0 0 0 Ribonuclease P protein subunit p29  35300:22387

613.30422 2 combeffx_ATM_PI3Ki 613.30246 2.87 43 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 22.5 100 1.41E+06 SVIYHALS#QK 105.5 10 0 0 0 0 Ribonuclease P protein subunit p29  35299:20101

613.3056 2 timecourse_ATM_combo_2hr 613.30246 5.12 40.16 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 28.5 100 8.05E+05 SVIYHALS#QK 76.7 10 0 0 0 0 Ribonuclease P protein subunit p29  35455:50227

613.30565 2 timecourse_ATM_combo_4hr 613.30246 5.2 39.05 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 73.8 100 3.17E+06 SVIYHALS#QK 97.8 10 0 0 0 0 Ribonuclease P protein subunit p29  35452:52180

613.30562 2 timecourse_ATM_combo_8hr 613.30246 5.15 37.69 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 124.4 100 6.24E+06 SVIYHALS#QK 76.7 10 0 0 0 0 Ribonuclease P protein subunit p29  35451:53530

613.30581 2 timecourse_ATM_combo_8hr 613.30246 5.46 36.16 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 108.5 100 5.83E+06 SVIYHALS#QK 105.5 10 0 0 0 0 Ribonuclease P protein subunit p29  35450:53523

613.30571 2 timecourse_ATM_combo_4hr 613.30246 5.3 35.61 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 82.8 100 3.17E+06 SVIYHALS#QK 76.7 10 0 0 0 0 Ribonuclease P protein subunit p29  35453:53288

613.30608 2 timecourse_ATM_ctrl2 613.30246 5.9 31.75 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 4.8 100 1.39E+05 SVIYHALS#QK 76.7 10 0 0 0 0 Ribonuclease P protein subunit p29  35446:46863

613.30517 2 timecourse_ATM_combo_1hr 613.30246 4.42 31.53 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 24.9 100 9.88E+05 SVIYHALS#QK 105.5 10 0 0 0 0 Ribonuclease P protein subunit p29  35457:54103

613.30596 2 timecourse_ATM_combo_2hr 613.30246 5.71 30.32 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 28.7 100 9.01E+05 SVIYHALS#QK 65 10 0 0 0 0 Ribonuclease P protein subunit p29  35454:51129

613.30529 2 timecourse_ATM_ctrl1 613.30246 4.61 27.18 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 6.6 100 2.36E+05 SVIYHALS#QK 49 10 0 0 0 0 Ribonuclease P protein subunit p29  35449:54915

613.30596 2 timecourse_ATM_ctrl1 613.30246 5.72 25.91 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 6.3 100 2.25E+05 SVIYHALS#QK 55.1 10 0 0 0 0 Ribonuclease P protein subunit p29  35448:54104

613.30606 2 timecourse_ATM_combo_1hr 613.30246 5.87 23.46 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 23.7 100 8.91E+05 SVIYHALS#QK 83.5 10 0 0 0 0 Ribonuclease P protein subunit p29  35456:53944

613.30589 2 timecourse_ATM_ctrl2 613.30246 5.59 20.55 POP4  RPP29_HUMAN 0 K.SVIYHALS#QK.E 5.1 100 1.51E+05 SVIYHALS#QK 46.7 10 0 0 0 0 Ribonuclease P protein subunit p29  35447:47345

957.77468 3 timecourse_ATM_combo_4hr 957.76998 4.91 61.81 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 42.8 100 3.04E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 24.1 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35452:168350

957.77488 3 timecourse_ATM_ctrl1 957.76998 5.12 60.56 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 54.2 100 3.29E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 33.5 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35449:173209

963.10611 3 timecourse_ATM_combo_2hr 963.10162 4.66 55.75 PPIA  PPIA_HUMAN 7 K.HTGPGILSM*ANAGPNTNGS#QFFICTAK.T 9.6 94 2.75E+05 HTGPGILSM*ANAGPNTNGS#QFFICTAK 24.4 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35455:163221

957.77479 3 timecourse_ATM_combo_1hr 957.76998 5.02 54.25 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 39.7 100 2.95E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 16.2 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35456:173507

963.10678 3 timecourse_ATM_combo_8hr 963.10162 5.36 52.61 PPIA  PPIA_HUMAN 7 K.HTGPGILSM*ANAGPNTNGS#QFFICTAK.T 5.4 100 4.16E+05 HTGPGILSM*ANAGPNTNGS#QFFICTAK 10 110 ‐3,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35451:175730

957.77444 3 timecourse_ATM_ctrl2 957.76998 4.66 50.36 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 35.2 100 2.20E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 36.3 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35447:160203

957.7753 3 timecourse_ATM_combo_4hr 957.76998 5.55 48.52 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 57.6 100 3.37E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 33.5 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35453:171411

957.77438 3 timecourse_ATM_combo_8hr 957.76998 4.59 48.39 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 71.6 100 5.55E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 28.8 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35450:173260

963.10651 3 timecourse_ATM_ctrl1 963.10162 5.08 47.71 PPIA  PPIA_HUMAN 7 K.HTGPGILSM*ANAGPNTNGS#QFFICTAK.T 7.4 100 3.10E+05 HTGPGILSM*ANAGPNTNGS#QFFICTAK 36.8 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35448:170600

957.77488 3 timecourse_ATM_ctrl1 957.76998 5.12 41.91 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 49.2 100 3.55E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 22.1 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35448:170380

957.77507 3 timecourse_ATM_combo_8hr 957.76998 5.31 41.71 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 83.2 100 6.39E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 33.5 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35451:175510

957.77397 3 timecourse_ATM_ctrl2 957.76998 4.17 39.32 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 28.1 100 1.98E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 19.9 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35446:157082

957.77471 3 timecourse_ATM_combo_1hr 957.76998 4.94 36.7 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 43.1 100 3.05E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 27.1 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35457:173755

957.77322 3 timecourse_ATM_combo_2hr 957.76998 3.38 35.73 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 41.2 100 2.63E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 28.8 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35454:161961

963.10716 3 timecourse_ATM_combo_1hr 963.10162 5.75 34.84 PPIA  PPIA_HUMAN 7 K.HTGPGILSM*ANAGPNTNGS#QFFICTAK.T 6.4 94 3.06E+05 HTGPGILSM*ANAGPNTNGS#QFFICTAK 17.6 110 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35456:173697

957.77399 3 timecourse_ATM_combo_2hr 957.76998 4.19 30.79 PPIA  PPIA_HUMAN 7 K.HTGPGILSMANAGPNTNGS#QFFICTAK.T 56.9 100 2.87E+06 HTGPGILSMANAGPNTNGS#QFFICTAK 12.4 110 ‐3,0 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase A  35455:163021

769.3531 2 timecourse_ATM_ctrl1 769.35035 3.57 65.22 PPIB  PPIB_HUMAN 0 K.DTNGS#QFFITTVK.T 17.1 100 1.08E+06 DTNGS#QFFITTVK 53.5 150 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase B  35449:95233

769.35366 2 timecourse_ATM_combo_8hr 769.35035 4.3 61.88 PPIB  PPIB_HUMAN 0 K.DTNGS#QFFITTVK.T 9.7 100 7.64E+05 DTNGS#QFFITTVK 53.2 150 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase B  35451:94400

769.35405 2 timecourse_ATM_combo_8hr 769.35035 4.81 46.5 PPIB  PPIB_HUMAN 0 K.DTNGS#QFFITTVK.T 10.4 100 7.36E+05 DTNGS#QFFITTVK 68.6 150 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase B  35450:93517

769.35384 2 timecourse_ATM_ctrl1 769.35035 4.54 26.67 PPIB  PPIB_HUMAN 0 K.DTNGS#QFFITTVK.T 19.0 100 1.10E+06 DTNGS#QFFITTVK 34.5 150 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase B  35448:94107

983.78511 3 timecourse_ATM_combo_8hr 983.77978 5.42 40.56 PPIE  PPIE_HUMAN 9 K.TLEENKEEEGS#EPPKAETQEGEPIAK.K 5.7 100 1.77E+06 TLEENKEEEGSEPPKAET#QEGEPIAK 49.4 126 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase E  35451:176930

983.78562 3 timecourse_ATM_combo_8hr 983.77978 5.94 22.93 PPIE  PPIE_HUMAN 9 K.TLEENKEEEGSEPPKAET#QEGEPIAK.K 5.0 100 1.48E+06 TLEENKEEEGSEPPKAET#QEGEPIAK 61 126 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase E  35450:174580

983.78416 3 timecourse_ATM_combo_4hr 983.77978 4.45 21.09 PPIE  PPIE_HUMAN 9 K.TLEENKEEEGSEPPKAET#QEGEPIAK.K 2.6 100 7.13E+05 TLEENKEEEGSEPPKAET#QEGEPIAK 24 126 0 0 0 0 Peptidyl‐prolyl cis‐trans isomerase E  35453:172831

1213.49641 2 combeffx_ATM_comboi 1213.49062 4.77 91.75 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 42.1 100 4.72E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 45 183 0 0 0 0 Protein phosphatase 1G  35301:66619

1213.49616 2 combeffx_ATM_comboi 1213.49062 4.57 83.35 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 40.9 100 6.97E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 36.8 183 0 0 0 0 Protein phosphatase 1G  35300:72821

1213.4952 2 timecourse_ATM_combo_8hr 1213.49062 3.78 82.46 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 95.5 100 4.99E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 65.6 183 0 0 0 0 Protein phosphatase 1G  35450:158040

1213.49409 2 timecourse_ATM_combo_1hr 1213.49062 2.86 80.44 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 18.9 100 9.66E+05 SGGGTGEEPGS#QGLNGEAGPEDSTR 31.8 183 0 0 0 0 Protein phosphatase 1G  35457:159715

1213.49475 2 timecourse_ATM_combo_8hr 1213.49062 3.4 76.79 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 103.9 100 6.15E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 40.6 183 0 0 0 0 Protein phosphatase 1G  35451:160080

1213.49426 2 timecourse_ATM_combo_4hr 1213.49062 3 75.23 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 68.1 100 2.99E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 52.6 183 0 0 0 0 Protein phosphatase 1G  35453:156501

809.33281 3 timecourse_ATM_ctrl1 809.32951 4.08 71.03 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 26.1 94 1.10E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 25.9 183 0 0 0 0 Protein phosphatase 1G  35448:157910

1213.49464 2 timecourse_ATM_combo_2hr 1213.49062 3.31 70.16 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 33.2 100 9.42E+05 SGGGTGEEPGS#QGLNGEAGPEDSTR 44.1 183 0 0 0 0 Protein phosphatase 1G  35455:149221

1213.49446 2 timecourse_ATM_combo_4hr 1213.49062 3.16 70.16 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 70.4 100 2.99E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 56 183 0 0 0 0 Protein phosphatase 1G  35452:153650

1213.49562 2 timecourse_ATM_combo_1hr 1213.49062 4.12 69.92 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 21.6 100 9.54E+05 SGGGTGEEPGS#QGLNGEAGPEDSTR 50.6 183 0 0 0 0 Protein phosphatase 1G  35456:159737

809.33367 3 combeffx_ATM_comboi 809.32951 5.15 67.12 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 116.2 100 2.76E+07 SGGGTGEEPGS#QGLNGEAGPEDSTR 41.4 183 0 0 0 0 Protein phosphatase 1G  35300:72831

809.33293 3 timecourse_ATM_combo_8hr 809.32951 4.23 65.25 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 246.1 100 2.02E+07 SGGGTGEEPGS#QGLNGEAGPEDSTR 38.9 183 0 0 0 0 Protein phosphatase 1G  35450:158050

809.33215 3 timecourse_ATM_combo_1hr 809.32951 3.26 65.1 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 50.6 94 2.88E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 25.9 183 0 0 0 0 Protein phosphatase 1G  35457:159725

1213.49531 2 timecourse_ATM_combo_2hr 1213.49062 3.86 64.35 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 26.3 100 8.77E+05 SGGGTGEEPGS#QGLNGEAGPEDSTR 31.8 183 0 0 0 0 Protein phosphatase 1G  35454:148691

809.33277 3 timecourse_ATM_combo_4hr 809.32951 4.03 63.17 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 173.6 100 1.37E+07 SGGGTGEEPGS#QGLNGEAGPEDSTR 30.6 183 0 0 0 0 Protein phosphatase 1G  35452:153660

1213.49455 2 timecourse_ATM_ctrl1 1213.49062 3.24 58.86 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 9.4 100 4.47E+05 SGGGTGEEPGS#QGLNGEAGPEDSTR 45 183 0 0 0 0 Protein phosphatase 1G  35449:160289

809.33246 3 timecourse_ATM_combo_8hr 809.32951 3.65 57.86 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 246.2 100 2.09E+07 SGGGTGEEPGS#QGLNGEAGPEDSTR 27.1 183 0 0 0 0 Protein phosphatase 1G  35451:160090

809.33238 3 timecourse_ATM_combo_4hr 809.32951 3.55 54.44 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 184.9 100 1.39E+07 SGGGTGEEPGS#QGLNGEAGPEDSTR 32.2 183 0 0 0 0 Protein phosphatase 1G  35453:156511

809.33313 3 timecourse_ATM_combo_1hr 809.32951 4.47 48.71 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 69.0 100 7.25E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 15.1 183 0 0 0 0 Protein phosphatase 1G  35456:159747

809.33354 3 combeffx_ATM_comboi 809.32951 4.98 44.74 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 134.4 100 2.02E+07 SGGGTGEEPGS#QGLNGEAGPEDSTR 38.1 183 0 0 0 0 Protein phosphatase 1G  35301:66629

757.2996 3 timecourse_ATM_combo_8hr 757.29580 5.02 38.56 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDST.R 22.1 100 1.76E+06 SGGGTGEEPGS#QGLNGEAGPEDST 9.7 183 ‐6,0 0 0 0 0 Protein phosphatase 1G  35451:153300

757.30037 3 timecourse_ATM_combo_8hr 757.29580 6.03 33.2 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDST.R 24.8 100 1.90E+06 SGGGTGEEPGS#QGLNGEAGPEDST 9.1 183 ‐6,0 0 0 0 0 Protein phosphatase 1G  35450:151300

757.29955 3 timecourse_ATM_combo_4hr 757.29580 4.95 31.81 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDST.R 10.1 100 4.99E+05 SGGGTGEEPGS#QGLNGEAGPEDST 4.9 183 ‐6,0 0 0 0 0 Protein phosphatase 1G  35453:149911

757.3002 3 timecourse_ATM_combo_4hr 757.29580 5.81 30.82 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDST.R 8.0 100 5.05E+05 SGGGTGEEPGS#QGLNGEAGPEDST 9.8 183 ‐10,0 0 0 0 0 Protein phosphatase 1G  35452:147300

809.33467 3 combeffx_ATM_MEKi 809.32951 6.38 15.29 PPM1G  PPM1G_HUMAN 5 K.SGGGTGEEPGS#QGLNGEAGPEDSTR.E 29.4 100 2.27E+06 SGGGTGEEPGS#QGLNGEAGPEDSTR 15 183 0 0 0 0 Protein phosphatase 1G  35297:51608

978.92808 2 timecourse_ATM_combo_8hr 978.92205 6.16 92.86 PPP1R12A  MYPT1_HUMAN 8 K.SPLIESTANMDNNQS#QK.T 11.9 100 4.35E+05 SPLIESTANMDNNQS#QK 90.3 313 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35450:131443

761.71938 3 combeffx_ATM_comboi 761.71619 4.19 82.51 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 93.7 100 1.20E+07 RST#QGVTLTDLQEAEKTIGR 11.5 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35301:63989

761.71808 3 combeffx_ATM_ctrl 761.71619 2.48 78.82 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 236.0 100 2.37E+07 RST#QGVTLTDLQEAEKTIGR 19.8 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35294:67728

761.71836 3 combeffx_ATM_ctrl 761.71619 2.86 75.59 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 229.0 100 2.12E+07 RST#QGVTLTDLQEAEKTIGR 19.8 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35295:65757

761.71888 3 combeffx_ATM_MEKi 761.71619 3.53 73.5 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 177.9 100 7.19E+06 RST#QGVTLTDLQEAEKTIGR 14.5 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35297:49738

761.71829 3 combeffx_ATM_PI3Ki 761.71619 2.76 72.64 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 245.2 100 2.16E+07 RST#QGVTLTDLQEAEKTIGR 15.9 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35299:59594

761.718 3 combeffx_ATM_MEKi 761.71619 2.38 72.14 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 179.2 100 1.15E+07 RST#QGVTLTDLQEAEKTIGR 27.7 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35296:54399

761.71795 3 combeffx_ATM_PI3Ki 761.71619 2.31 69.81 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 305.3 100 3.27E+07 RST#QGVTLTDLQEAEKTIGR 19.8 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35298:62726

761.71923 3 combeffx_ATM_comboi 761.71619 3.99 69.25 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 97.0 100 1.95E+07 RST#QGVTLTDLQEAEKTIGR 21.8 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35300:69841

978.92682 2 timecourse_ATM_combo_4hr 978.92205 4.87 61.28 PPP1R12A  MYPT1_HUMAN 8 K.SPLIESTANMDNNQS#QK.T 10.8 100 3.21E+05 SPLIESTANMDNNQS#QK 94 313 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35453:131065

571.54041 4 combeffx_ATM_ctrl 571.53896 2.54 56.21 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 35.8 100 3.63E+06 RST#QGVTLTDLQEAEKTIGR 12.3 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35294:67738

850.39701 2 timecourse_ATM_ctrl2 850.39293 4.8 53.44 PPP1R12A  MYPT1_HUMAN 8 R.ST#QGVTLTDLQEAEK.T 28.7 100 1.35E+06 S#TQGVTLTDLQEAEK 0 695 0,1 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35447:98715

571.54145 4 combeffx_ATM_comboi 571.53896 4.36 53.34 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 28.4 100 5.09E+06 RST#QGVTLTDLQEAEKTIGR 6.6 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35300:69851

571.54026 4 combeffx_ATM_PI3Ki 571.53896 2.27 52.04 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 44.5 100 4.56E+06 RST#QGVTLTDLQEAEKTIGR 9.4 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35298:62716

635.80772 2 timecourse_ATM_combo_8hr 635.80558 3.37 49.07 PPP1R12A  MYPT1_HUMAN 14 R.RST#QGVTLTDL.Q 10.6 100 7.14E+05 RST#QGVTLTDL 20.4 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35451:60957

571.54066 4 combeffx_ATM_PI3Ki 571.53896 2.97 48.03 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 49.0 100 3.95E+06 RST#QGVTLTDLQEAEKTIGR 9.4 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35299:59604

571.54146 4 combeffx_ATM_comboi 571.53896 4.37 44.07 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 20.6 100 2.53E+06 RST#QGVTLTDLQEAEKTIGR 7.8 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35301:63999

571.54067 4 combeffx_ATM_ctrl 571.53896 3.01 44 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 43.8 100 3.25E+06 RST#QGVTLTDLQEAEKTIGR 7.8 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35295:65767

571.54052 4 combeffx_ATM_MEKi 571.53896 2.73 40.15 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKTIGR.S 26.6 100 1.43E+06 RST#QGVTLTDLQEAEKTIGR 9.4 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35296:54409

635.80814 2 timecourse_ATM_combo_8hr 635.80558 4.03 38.25 PPP1R12A  MYPT1_HUMAN 14 R.RST#QGVTLTDL.Q 11.3 100 6.94E+05 RST#QGVTLTDL 19.3 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35450:61002

635.80831 2 timecourse_ATM_combo_2hr 635.80558 4.29 37.34 PPP1R12A  MYPT1_HUMAN 14 R.RST#QGVTLTDL.Q 7.2 100 2.85E+05 RST#QGVTLTDL 11.5 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35455:57309

635.80823 2 timecourse_ATM_ctrl1 635.80558 4.17 36.76 PPP1R12A  MYPT1_HUMAN 14 R.RST#QGVTLTDL.Q 3.6 100 1.98E+05 RS#TQGVTLTDL 0 695 0,1 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35449:62333

635.80855 2 timecourse_ATM_combo_2hr 635.80558 4.69 36.01 PPP1R12A  MYPT1_HUMAN 14 R.RST#QGVTLTDL.Q 8.1 100 2.89E+05 RST#QGVTLTDL 11.5 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35454:58227

619.29425 3 timecourse_ATM_combo_8hr 619.29808 ‐6.18 28.13 PPP1R12A  MYPT1_HUMAN 8 R.RS#TQGVTLTDLQEAEK.T 0.00E+00 RST#QGVTLTDLQEAEK 15.9 696 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35450:123018

579.26688 2 combeffx_ATM_comboi 579.26355 5.75 27.42 PPP1R12A  MYPT1_HUMAN 14 R.RST#QGVTLTD.L 5.1 100 3.78E+05 RST#QGVTLTD 8.6 696 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35301:16798

788.37409 3 timecourse_ATM_combo_8hr 788.37163 3.12 26.64 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEKT#IGR.S 19.7 100 1.68E+06 RST#QGVTLTDLQEAEKT#IGR 6.2 696 ‐1,6 74.3 710 0 0 Protein phosphatase 1 regulatory subunit 12A  35450:155530

788.37417 3 timecourse_ATM_combo_8hr 788.37163 3.22 26.43 PPP1R12A  MYPT1_HUMAN 8 R.RSTQGVT#LTDLQEAEKT#IGR.S 19.2 100 1.68E+06 RSTQGVTLT#DLQEAEKT#IGR 0 702 ‐7,0 69 710 0 0 Protein phosphatase 1 regulatory subunit 12A  35451:157510

619.30199 3 timecourse_ATM_ctrl1 619.29808 6.31 23.31 PPP1R12A  MYPT1_HUMAN 8 R.RST#QGVTLTDLQEAEK.T 70.6 100 2.53E+06 RST#QGVTLTDLQEAEK 5.8 696 0,4 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35448:124047

619.30176 3 timecourse_ATM_ctrl2 619.29808 5.94 21.81 PPP1R12A  MYPT1_HUMAN 8 R.RSTQGVT#LTDLQEAEK.T 67.4 100 2.12E+06 RSTQGVT#LTDLQEAEK 7.5 700 ‐5,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12A  35447:111953



942.45243 2 timecourse_ATM_combo_1hr 942.44656 6.23 94.17 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 26.0 100 9.62E+05 RST#QGVTLTDLQEAER 16.2 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35456:127958

942.45195 2 timecourse_ATM_ctrl2 942.44656 5.72 89.61 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 13.3 100 4.11E+05 RST#QGVTLTDLQEAER 16.2 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35447:114133

942.4514 2 timecourse_ATM_combo_8hr 942.44656 5.14 85.86 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 32.2 100 1.48E+06 RST#QGVTLTDLQEAER 16.2 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35450:125178

942.45097 2 timecourse_ATM_combo_8hr 942.44656 4.68 84.54 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 36.7 100 1.77E+06 RST#QGVTLTDLQEAER 11.5 646 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35451:126627

942.45091 2 timecourse_ATM_combo_4hr 942.44656 4.62 82.82 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 23.1 100 9.05E+05 RST#QGVTLTDLQEAER 16.2 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35453:124821

942.45103 2 timecourse_ATM_ctrl1 942.44656 4.74 82.33 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 16.0 100 5.44E+05 RST#QGVTLTDLQEAER 16.2 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35449:128318

942.451 2 timecourse_ATM_combo_1hr 942.44656 4.71 71.91 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 25.6 100 8.50E+05 RST#QGVTLTDLQEAER 13.2 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35457:127936

942.45175 2 timecourse_ATM_ctrl1 942.44656 5.52 70.12 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 17.6 100 5.94E+05 RST#QGVTLTDLQEAER 0 646 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35448:126167

942.45102 2 timecourse_ATM_combo_4hr 942.44656 4.73 65.06 PPP1R12B  MYPT2_HUMAN 1 R.RS#TQGVTLTDLQEAER.T 20.0 100 9.00E+05 RST#QGVTLTDLQEAER 9.3 646 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35452:122424

628.63703 3 timecourse_ATM_ctrl2 628.63347 5.66 64.3 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 68.4 100 2.32E+06 RST#QGVTLTDLQEAER 5 646 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35447:114123

628.6366 3 timecourse_ATM_combo_8hr 628.63347 4.98 62.27 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 143.3 100 8.75E+06 RST#QGVTLTDLQEAER 14.5 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35450:125168

942.45093 2 timecourse_ATM_combo_2hr 942.44656 4.64 62.05 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 19.8 100 4.55E+05 RST#QGVTLTDLQEAER 16.2 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35455:118586

628.63669 3 timecourse_ATM_combo_2hr 628.63347 5.12 57.96 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 99.4 100 2.97E+06 RST#QGVTLTDLQEAER 14.5 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35454:118531

628.63577 3 combeffx_ATM_PI3Ki 628.63347 3.66 57.63 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 21.5 100 1.71E+06 RST#QGVTLTDLQEAER 11.5 646 0,4 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35298:52395

628.63556 3 combeffx_ATM_ctrl 628.63347 3.32 57.26 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 9.2 100 7.73E+05 RST#QGVTLTDLQEAER 5.4 646 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35295:54699

628.63728 3 timecourse_ATM_combo_1hr 628.63347 6.06 56.02 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 106.6 100 5.02E+06 RST#QGVTLTDLQEAER 14.5 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35456:127948

942.45202 2 timecourse_ATM_ctrl2 942.44656 5.79 55.23 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 11.7 100 3.62E+05 RST#QGVTLTDLQEAER 10.3 646 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35446:111991

628.63624 3 timecourse_ATM_ctrl1 628.63347 4.41 53.57 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 73.9 100 2.97E+06 RST#QGVTLTDLQEAER 8.6 646 0,4 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35449:128308

628.63702 3 timecourse_ATM_ctrl2 628.63347 5.65 52.63 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 65.7 100 2.41E+06 RST#QGVTLTDLQEAER 14.5 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35446:111981

628.63697 3 timecourse_ATM_ctrl1 628.63347 5.58 52.2 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 74.9 100 3.19E+06 RST#QGVTLTDLQEAER 14.5 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35448:126177

628.63629 3 timecourse_ATM_combo_4hr 628.63347 4.49 52.19 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 111.0 100 5.44E+06 RST#QGVTLTDLQEAER 14.5 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35453:124811

628.63634 3 timecourse_ATM_combo_4hr 628.63347 4.57 51.33 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 117.4 100 5.62E+06 RST#QGVTLTDLQEAER 14.5 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35452:122414

628.6363 3 timecourse_ATM_combo_2hr 628.63347 4.5 51.11 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 106.9 100 2.89E+06 RST#QGVTLTDLQEAER 14.5 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35455:118576

628.63639 3 timecourse_ATM_combo_1hr 628.63347 4.64 50.4 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 103.6 100 4.91E+06 RST#QGVTLTDLQEAER 14.5 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35457:127926

628.63626 3 combeffx_ATM_comboi 628.63347 4.44 50.35 PPP1R12B  MYPT2_HUMAN 1 R.RSTQGVT#LTDLQEAER.T 44.9 100 4.87E+06 RST#QGVTLTDLQEAER 5.8 646 0,4 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35301:52859

942.45156 2 timecourse_ATM_combo_2hr 942.44656 5.31 49.82 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 16.6 100 4.75E+05 RST#QGVTLTDLQEAER 13.2 646 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35454:118541

628.63643 3 combeffx_ATM_comboi 628.63347 4.71 47.78 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 44.4 100 6.53E+06 RST#QGVTLTDLQEAER 5.8 646 0,4 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35300:58072

628.63643 3 timecourse_ATM_combo_8hr 628.63347 4.71 43.38 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 146.4 100 8.75E+06 RST#QGVTLTDLQEAER 9.8 646 0,4 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35451:126637

628.63573 3 combeffx_ATM_PI3Ki 628.63347 3.6 40.28 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 24.0 100 1.57E+06 RST#QGVTLTDLQEAER 6.4 646 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35299:49872

628.63635 3 combeffx_ATM_MEKi 628.63347 4.58 38.7 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 8.5 100 3.51E+05 RST#QGVTLTDLQEAER 5.2 646 0,4 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35297:42168

628.63537 3 combeffx_ATM_MEKi 628.63347 3.02 37.49 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 8.6 100 4.10E+05 RST#QGVTLTDLQEAER 5 646 0,4 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35296:46007

628.63599 3 combeffx_ATM_ctrl 628.63347 4.01 35.52 PPP1R12B  MYPT2_HUMAN 1 R.RST#QGVTLTDLQEAER.T 9.7 100 8.16E+05 RSTQGVT#LTDLQEAER 4.9 650 ‐5,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12B  35294:56805

928.44717 2 combeffx_ATM_MEKi 928.46168 ‐15.63 112.64 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 0.00E+00 RST#QGVTLTDLKEAEK 16.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35297:41578

928.44728 2 combeffx_ATM_comboi 928.46168 ‐15.51 95.58 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 0.00E+00 RST#QGVTLTDLKEAEK 16.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35300:56936

928.44742 2 combeffx_ATM_comboi 928.46168 ‐15.36 94.91 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 0.00E+00 RST#QGVTLTDLKEAEK 16.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35300:56946

928.44662 2 combeffx_ATM_MEKi 928.46168 ‐16.22 89.71 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 0.00E+00 RST#QGVTLTDLKEAEK 16.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35296:45317

928.44629 2 combeffx_ATM_PI3Ki 928.46168 ‐16.58 80.39 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 0.00E+00 RST#QGVTLTDLKEAEK 16.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35299:48992

619.29996 3 combeffx_ATM_PI3Ki 619.31021 ‐16.55 73.91 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 2.3 86 6.40E+04 RST#QGVTLTDLKEAEK 21.8 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35299:49002

699.85715 2 timecourse_ATM_ctrl1 699.85306 5.84 69.55 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 362.0 100 1.40E+07 RST#QGVTLTDLK 32.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35448:77696

619.3124 3 combeffx_ATM_MEKi 619.31021 3.54 68.68 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 44.0 100 1.75E+06 RST#QGVTLTDLKEAEK 27.7 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35297:41598

619.30009 3 combeffx_ATM_MEKi 619.31021 ‐16.34 65.79 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 0.00E+00 RST#QGVTLTDLKEAEK 21.8 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35296:45307

619.30045 3 combeffx_ATM_MEKi 619.31021 ‐15.76 65.61 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 0.00E+00 RST#QGVTLTDLKEAEK 9.8 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35297:41568

699.85529 2 combeffx_ATM_MEKi 699.85306 3.19 64.97 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 40.9 100 1.74E+06 RST#QGVTLTDLK 28.9 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35296:27507

699.85615 2 timecourse_ATM_combo_2hr 699.85306 4.42 64.3 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 523.8 100 1.39E+07 RST#QGVTLTDLK 32.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35455:72527

699.85712 2 timecourse_ATM_combo_1hr 699.85306 5.8 62.27 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 717.9 100 2.78E+07 RST#QGVTLTDLK 32.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35456:77721

699.85668 2 timecourse_ATM_combo_4hr 699.85306 5.17 61.53 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 571.4 100 2.41E+07 RST#QGVTLTDLK 28.9 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35452:75126

699.85705 2 timecourse_ATM_ctrl2 699.85306 5.7 61.38 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 252.2 100 9.04E+06 RST#QGVTLTDLK 32.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35446:66745

699.85527 2 combeffx_ATM_MEKi 699.85306 3.16 60.99 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 31.7 100 1.29E+06 RST#QGVTLTDLK 28.9 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35297:25546

699.85665 2 timecourse_ATM_combo_2hr 699.85306 5.13 59.85 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 534.7 100 1.45E+07 RST#QGVTLTDLK 24.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35454:73082

699.85561 2 combeffx_ATM_PI3Ki 699.85306 3.64 59.13 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 64.2 100 4.17E+06 RST#QGVTLTDLK 26.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35299:29696

699.8549 2 combeffx_ATM_PI3Ki 699.85306 2.63 58.89 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 71.9 100 5.42E+06 RST#QGVTLTDLK 28.9 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35298:30462

699.85567 2 combeffx_ATM_ctrl 699.85306 3.73 58.86 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 41.1 100 3.79E+06 RST#QGVTLTDLK 26.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35294:32346

699.85669 2 timecourse_ATM_combo_4hr 699.85306 5.2 58.59 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 601.5 100 2.51E+07 RST#QGVTLTDLK 28.9 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35453:76714

699.85665 2 timecourse_ATM_ctrl1 699.85306 5.13 57.73 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 346.8 100 1.40E+07 RST#QGVTLTDLK 32.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35449:78847

699.85609 2 combeffx_ATM_comboi 699.85306 4.33 57.64 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 95.3 100 7.99E+06 RST#QGVTLTDLK 28.9 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35301:30586

619.31245 3 combeffx_ATM_ctrl 619.31021 3.62 54.85 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 53.1 100 5.31E+06 RST#QGVTLTDLKEAEK 24.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35295:53689

619.31226 3 combeffx_ATM_PI3Ki 619.31021 3.31 54.1 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 66.4 100 4.78E+06 RST#QGVTLTDLKEAEK 24.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35299:49032

699.85732 2 timecourse_ATM_combo_8hr 699.85306 6.09 53.76 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 484.4 100 2.41E+07 RST#QGVTLTDLK 10.3 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35450:76883

699.85621 2 timecourse_ATM_combo_1hr 699.85306 4.5 53.4 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 701.6 100 2.79E+07 RST#QGVTLTDLK 28.9 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35457:78048

619.31313 3 combeffx_ATM_comboi 619.31021 4.73 53.09 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 47.5 100 4.25E+06 RST#QGVTLTDLKEAEK 14.5 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35301:51989

699.85686 2 timecourse_ATM_combo_8hr 699.85306 5.43 51.48 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 481.9 100 2.67E+07 RST#QGVTLTDLK 26.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35451:77414

699.85717 2 timecourse_ATM_ctrl2 699.85306 5.87 50.93 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 276.1 100 9.69E+06 RST#QGVTLTDLK 26.4 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35447:67826

619.31306 3 combeffx_ATM_comboi 619.31021 4.6 49.87 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 42.8 100 5.48E+06 RST#QGVTLTDLKEAEK 17 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35300:56986

619.31208 3 combeffx_ATM_PI3Ki 619.31021 3.02 47.39 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 83.3 100 6.29E+06 RST#QGVTLTDLKEAEK 24.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35298:51545

621.80387 2 timecourse_ATM_combo_8hr 621.80250 2.2 44.28 PPP1R12C  PP12C_HUMAN 3 R.ST#QGVTLTDLK.E 41.4 100 3.37E+06 S#TQGVTLTDLK 0 559 0,1 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35451:56448

466.90553 3 combeffx_ATM_PI3Ki 466.90446 2.29 42.39 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 88.9 100 6.11E+06 RST#QGVTLTDLK 8.7 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35298:30452

466.90605 3 combeffx_ATM_ctrl 466.90446 3.41 41.73 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 57.9 100 4.33E+06 RS#TQGVTLTDLK 11.5 559 0,1 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35294:32336

619.31251 3 combeffx_ATM_ctrl 619.31021 3.71 41.62 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 64.7 100 6.82E+06 RST#QGVTLTDLKEAEK 24.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35294:55815

619.31411 3 timecourse_ATM_ctrl2 619.31021 6.3 38.04 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 8.4 100 2.62E+05 RST#QGVTLTDLKEAEK 19.8 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35447:111973

466.90646 3 combeffx_ATM_comboi 466.90446 4.28 36.73 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 169.2 100 1.52E+07 RST#QGVTLTDLK 4.8 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35300:33115

466.90657 3 timecourse_ATM_combo_1hr 466.90446 4.52 35.65 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 632.0 100 1.94E+07 RST#QGVTLTDLK 7.5 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35457:78038

466.90648 3 timecourse_ATM_combo_2hr 466.90446 4.33 35.02 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 487.0 100 9.99E+06 RST#QGVTLTDLK 4.3 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35455:72517

466.90584 3 combeffx_ATM_ctrl 466.90446 2.96 34.07 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 57.9 100 3.87E+06 RST#QGVTLTDLK 8.7 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35295:30880

466.90687 3 timecourse_ATM_combo_2hr 466.90446 5.16 33.35 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 503.0 100 1.05E+07 RST#QGVTLTDLK 7.5 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35454:73092

466.90696 3 timecourse_ATM_combo_4hr 466.90446 5.35 33.11 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 555.1 100 1.78E+07 RST#QGVTLTDLK 7.5 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35453:76724

466.90608 3 combeffx_ATM_MEKi 466.90446 3.47 31.01 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 52.2 100 1.71E+06 RST#QGVTLTDLK 10.3 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35297:25556

466.9061 3 combeffx_ATM_comboi 466.90446 3.51 30.15 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 138.8 100 1.03E+07 RST#QGVTLTDLK 8.7 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35301:30576

466.90689 3 timecourse_ATM_combo_4hr 466.90446 5.2 29.93 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 611.4 100 1.96E+07 RST#QGVTLTDLK 5.9 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35452:75136

466.90716 3 timecourse_ATM_ctrl2 466.90446 5.78 29.88 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 300.2 100 7.35E+06 RST#QGVTLTDLK 13.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35446:66755

619.31441 3 timecourse_ATM_ctrl2 619.31021 6.78 29.73 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLKEAEK.A 9.1 100 2.66E+05 RST#QGVTLTDLKEAEK 17 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35446:109885

466.90582 3 combeffx_ATM_MEKi 466.90446 2.91 28.45 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 52.7 100 2.06E+06 RST#QGVTLTDLK 14.2 560 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35296:27497

466.90676 3 timecourse_ATM_ctrl1 466.90446 4.93 28.12 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 286.5 100 9.15E+06 RST#QGVTLTDLK 6.6 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35449:78837

466.90605 3 combeffx_ATM_PI3Ki 466.90446 3.41 27.7 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 94.7 100 5.41E+06 RST#QGVTLTDLK 0 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35299:29686

466.90717 3 timecourse_ATM_combo_1hr 466.90446 5.8 26.99 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 651.9 100 1.96E+07 RS#TQGVTLTDLK 6.4 559 0,1 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35456:77711

466.90643 3 combeffx_ATM_comboi 466.90446 4.22 26.38 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 172.6 100 1.52E+07 RST#QGVTLTDLK 8.7 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35300:33105

466.9072 3 timecourse_ATM_ctrl2 466.90446 5.87 24.42 PPP1R12C  PP12C_HUMAN 3 R.RS#TQGVTLTDLK.E 265.0 100 6.85E+06 RS#TQGVTLTDLK 9.8 559 0,1 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35447:67816

466.90702 3 timecourse_ATM_ctrl1 466.90446 5.48 18.98 PPP1R12C  PP12C_HUMAN 3 R.RST#QGVTLTDLK.E 296.1 100 9.32E+06 RST#QGVTLTDLK 4.8 560 ‐1,0 0 0 0 0 Protein phosphatase 1 regulatory subunit 12C  35448:77686

887.35517 2 timecourse_ATM_combo_4hr 887.35022 5.58 68 PPP1R7  PP1R7_HUMAN 2 R.GAGQQQS#QEMMEVDR.R 9.2 100 2.93E+05 GAGQQQS#QEMMEVDR 1000 12 0 0 0 0 Protein phosphatase 1 regulatory subunit 7  35452:113933

887.3543 2 timecourse_ATM_combo_4hr 887.35022 4.6 65.15 PPP1R7  PP1R7_HUMAN 2 R.GAGQQQS#QEMMEVDR.R 8.4 100 2.72E+05 GAGQQQS#QEMMEVDR 1000 12 0 0 0 0 Protein phosphatase 1 regulatory subunit 7  35453:115983

887.35506 2 timecourse_ATM_combo_8hr 887.35022 5.45 61.79 PPP1R7  PP1R7_HUMAN 2 R.GAGQQQS#QEMMEVDR.R 8.6 100 3.31E+05 GAGQQQS#QEMMEVDR 1000 12 0 0 0 0 Protein phosphatase 1 regulatory subunit 7  35451:117492

887.35437 2 timecourse_ATM_combo_1hr 887.35022 4.68 54.26 PPP1R7  PP1R7_HUMAN 2 R.GAGQQQS#QEMMEVDR.R 5.5 100 2.27E+05 GAGQQQS#QEMMEVDR 1000 12 0 0 0 0 Protein phosphatase 1 regulatory subunit 7  35457:118483

887.3555 2 timecourse_ATM_ctrl1 887.35022 5.95 53.81 PPP1R7  PP1R7_HUMAN 2 R.GAGQQQS#QEMMEVDR.R 3.9 100 1.40E+05 GAGQQQS#QEMMEVDR 1000 12 0 0 0 0 Protein phosphatase 1 regulatory subunit 7  35448:117341

887.35444 2 timecourse_ATM_ctrl1 887.35022 4.76 51.62 PPP1R7  PP1R7_HUMAN 2 R.GAGQQQS#QEMMEVDR.R 4.9 100 1.75E+05 GAGQQQS#QEMMEVDR 1000 12 0 0 0 0 Protein phosphatase 1 regulatory subunit 7  35449:119171

887.35516 2 timecourse_ATM_combo_1hr 887.35022 5.57 51.41 PPP1R7  PP1R7_HUMAN 2 R.GAGQQQS#QEMMEVDR.R 5.3 100 1.87E+05 GAGQQQS#QEMMEVDR 1000 12 0 0 0 0 Protein phosphatase 1 regulatory subunit 7  35456:118771

887.35429 2 timecourse_ATM_combo_2hr 887.35022 4.59 45.69 PPP1R7  PP1R7_HUMAN 2 R.GAGQQQS#QEMMEVDR.R 7.5 100 1.63E+05 GAGQQQS#QEMMEVDR 1000 12 0 0 0 0 Protein phosphatase 1 regulatory subunit 7  35455:109995

643.93826 3 timecourse_ATM_combo_4hr 643.93627 3.09 17.52 PPP1R7  PP1R7_HUMAN 2 R.GAGQQQS#QEMMEVDRR.V 40.1 100 1.46E+06 GAGQQQS#QEMMEVDRR 1000 12 0 0 0 0 Protein phosphatase 1 regulatory subunit 7  35453:128761

778.37583 3 combeffx_ATM_comboi 778.37219 4.68 59.54 PPP1R9A  NEB1_HUMAN 8 K.S#EIPSPQSQLLEDAEANLVGR.E 18.1 100 2.26E+06 SEIPSPQS#QLLEDAEANLVGR 10.7 341 ‐7,0 0 0 0 0 Neurabin‐1  35301:64919

778.37598 3 combeffx_ATM_comboi 778.37219 4.87 53.89 PPP1R9A  NEB1_HUMAN 8 K.SEIPSPQS#QLLEDAEANLVGR.E 24.1 100 4.02E+06 SEIPS#PQSQLLEDAEANLVGR 6 338 ‐4,0 0 0 0 0 Neurabin‐1  35300:70991

778.37849 3 timecourse_ATM_combo_4hr 778.37219 8.09 46.85 PPP1R9A  NEB1_HUMAN 8 K.SEIPSPQS#QLLEDAEANLVGR.E 10.3 94 3.08E+05 SEIPSPQS#QLLEDAEANLVGR 17.2 341 0 0 0 0 Neurabin‐1  35453:152731

778.37588 3 combeffx_ATM_comboi 778.37219 4.74 38.41 PPP1R9A  NEB1_HUMAN 8 K.SEIPSPQS#QLLEDAEANLVGR.E 24.2 100 4.02E+06 SEIPSPQS#QLLEDAEANLVGR 4.1 341 ‐7,0 0 0 0 0 Neurabin‐1  35300:70981

778.37838 3 timecourse_ATM_combo_4hr 778.37219 7.95 36.31 PPP1R9A  NEB1_HUMAN 8 K.SEIPSPQS#QLLEDAEANLVGR.E 10.1 100 5.76E+05 SEIPSPQS#QLLEDAEANLVGR 13.4 341 0 0 0 0 Neurabin‐1  35452:150030

778.37855 3 timecourse_ATM_combo_8hr 778.37219 8.17 35.39 PPP1R9A  NEB1_HUMAN 8 K.SEIPSPQS#QLLEDAEANLVGR.E 15.9 100 1.08E+06 SEIPS#PQSQLLEDAEANLVGR 0 338 ‐4,0 0 0 0 0 Neurabin‐1  35451:156200

778.37897 3 timecourse_ATM_combo_8hr 778.37219 8.71 33.23 PPP1R9A  NEB1_HUMAN 8 K.SEIPSPQS#QLLEDAEANLVGR.E 17.6 100 1.16E+06 SEIPS#PQSQLLEDAEANLVGR 2.8 338 ‐4,0 0 0 0 0 Neurabin‐1  35450:154170

499.73368 2 timecourse_ATM_ctrl1 499.73134 4.68 37.85 PPP2CA  PP2AA_HUMAN 3 K.QLSES#QVK.S 21.7 100 4.00E+05 QLSES#QVK 30.7 26 0 0 0 0 Serine/threonine‐protein phosphatase 2A catalytic subunit alpha isoform  35449:23728

499.73425 2 timecourse_ATM_combo_1hr 499.73134 5.82 33.24 PPP2CA  PP2AA_HUMAN 3 K.QLSES#QVK.S 31.2 100 5.79E+05 QLSES#QVK 15.5 26 0 0 0 0 Serine/threonine‐protein phosphatase 2A catalytic subunit alpha isoform  35456:23296

499.7341 2 timecourse_ATM_combo_2hr 499.73134 5.52 29.27 PPP2CA  PP2AA_HUMAN 3 K.QLSES#QVK.S 31.5 100 3.85E+05 QLSES#QVK 21.3 26 0 0 0 0 Serine/threonine‐protein phosphatase 2A catalytic subunit alpha isoform  35454:22448

499.73426 2 timecourse_ATM_combo_8hr 499.73134 5.84 28.45 PPP2CA  PP2AA_HUMAN 3 K.QLSES#QVK.S 36.2 100 7.22E+05 QLSES#QVK 24.8 26 0 0 0 0 Serine/threonine‐protein phosphatase 2A catalytic subunit alpha isoform  35451:23242

890.74296 3 combeffx_ATM_ctrl 890.74060 2.65 39.22 PPP2R5A  2A5A_HUMAN 0 R.SQGS#S#QFRSQGSQAELHPLPQLK.D 82.6 100 1.34E+07 SQGS#S#QFRSQGSQAELHPLPQLK 13.5 41 18.2 42 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit alpha isoform  35294:73144

890.743 3 combeffx_ATM_ctrl 890.74060 2.69 35.62 PPP2R5A  2A5A_HUMAN 0 R.SQGS#S#QFRSQGSQAELHPLPQLK.D 84.4 100 1.34E+07 SQGS#S#QFRSQGSQAELHPLPQLK 24.8 41 21 42 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit alpha isoform  35294:73154

890.74336 3 combeffx_ATM_PI3Ki 890.74060 3.1 33.46 PPP2R5A  2A5A_HUMAN 0 R.SQGS#S#QFRSQGSQAELHPLPQLK.D 45.5 100 7.22E+06 SQGS#S#QFRSQGSQAELHPLPQLK 6.6 41 ‐3,0 19 42 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit alpha isoform  35298:68826

890.74284 3 combeffx_ATM_MEKi 890.74060 2.51 32.58 PPP2R5A  2A5A_HUMAN 0 R.SQGS#S#QFRSQGSQAELHPLPQLK.D 128.6 100 1.06E+07 SQGS#S#QFRSQGSQAELHPLPQLK 12.3 41 ‐3,0 17.9 42 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit alpha isoform  35296:58918

890.74386 3 combeffx_ATM_MEKi 890.74060 3.66 28.16 PPP2R5A  2A5A_HUMAN 0 R.SQGS#S#QFRSQGSQAELHPLPQLK.D 130.4 100 7.64E+06 SQGS#S#QFRSQGSQAELHPLPQLK 7.8 41 ‐3,0 16.2 42 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit alpha isoform  35297:53818

668.30976 4 combeffx_ATM_PI3Ki 668.30727 3.73 24.38 PPP2R5A  2A5A_HUMAN 0 R.SQGS#S#QFRSQGSQAELHPLPQLK.D 26.2 100 3.89E+06 SQGS#S#QFRSQGSQAELHPLPQLK 42.7 41 50.1 42 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit alpha isoform  35298:68836

528.68335 2 timecourse_ATM_combo_1hr 528.68100 4.45 22.19 PPP2R5A  2A5A_HUMAN 0 R.SQGS#S#QFR.S 58.8 100 3.11E+06 SQGS#S#QFR 46.2 41 44.3 42 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit alpha isoform  35457:29283

890.74371 3 combeffx_ATM_ctrl 890.74060 3.49 19 PPP2R5A  2A5A_HUMAN 0 R.S#QGSS#QFRSQGSQAELHPLPQLK.D 87.8 100 1.29E+07 SQGS#S#QFRSQGSQAELHPLPQLK 12.3 41 ‐3,0 13.8 42 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit alpha isoform  35295:71067

548.18946 2 timecourse_ATM_combo_4hr 548.18644 5.51 44.42 PPP2R5B  2A5B_HUMAN 2 R.SHSS#S#QFR.Y 14.4 100 4.64E+05 SHSS#S#QFR 26.4 47 33.7 48 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35453:33216

548.19002 2 timecourse_ATM_ctrl1 548.18644 6.53 43.06 PPP2R5B  2A5B_HUMAN 2 R.SHSS#S#QFR.Y 15.8 100 3.87E+05 SHSS#S#QFR 28.9 47 37.4 48 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35448:33789

548.18892 2 timecourse_ATM_ctrl1 548.18644 4.52 41.33 PPP2R5B  2A5B_HUMAN 2 R.SHSS#S#QFR.Y 10.4 100 3.49E+05 SHSS#S#QFR 26.4 47 33.7 48 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35449:34039

548.18919 2 timecourse_ATM_combo_4hr 548.18644 5.02 35.65 PPP2R5B  2A5B_HUMAN 2 R.SHSS#S#QFR.Y 22.7 100 4.81E+05 SHSS#S#QFR 24.4 47 24.8 48 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35452:32644

548.19 2 timecourse_ATM_combo_1hr 548.18644 6.49 31.86 PPP2R5B  2A5B_HUMAN 2 R.SHSS#S#QFR.Y 43.7 100 7.78E+05 SHSS#S#QFR 26.4 47 33.7 48 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35456:33458

626.24076 2 timecourse_ATM_combo_4hr 626.23700 6 30.94 PPP2R5B  2A5B_HUMAN 2 R.RSHSS#S#QFR.Y 17.5 100 1.58E+05 RSHS#S#SQFR 21.3 46 11.5 47 0,1 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35452:56340

548.18909 2 timecourse_ATM_combo_1hr 548.18644 4.83 29.23 PPP2R5B  2A5B_HUMAN 2 R.SHSS#S#QFR.Y 20.9 100 7.78E+05 SHSS#S#QFR 10.3 47 ‐1,0 18.9 48 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35457:33349

548.18984 2 timecourse_ATM_ctrl2 548.18644 6.2 25.36 PPP2R5B  2A5B_HUMAN 2 R.SHSS#S#QFR.Y 23.5 100 3.30E+05 SHSS#S#QFR 28.9 47 33.7 48 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35446:28760

626.24075 2 timecourse_ATM_combo_1hr 626.23700 5.99 23.65 PPP2R5B  2A5B_HUMAN 2 R.RSHS#SS#QFR.Y 26.1 100 2.53E+05 RSHS#S#SQFR 17 46 10.3 47 0,1 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35456:58221

548.1895 2 timecourse_ATM_combo_2hr 548.18644 5.58 23.36 PPP2R5B  2A5B_HUMAN 2 R.SHSS#S#QFR.Y 16.0 100 3.53E+05 SHSS#S#QFR 26.4 47 28.5 48 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35455:30794

626.23994 2 timecourse_ATM_combo_1hr 626.23700 4.69 21.85 PPP2R5B  2A5B_HUMAN 2 R.RSHSS#S#QFR.Y 14.9 100 2.38E+05 RSHS#S#SQFR 15.5 46 10.3 47 0,1 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35457:58525

626.24043 2 timecourse_ATM_ctrl2 626.23700 5.48 21.58 PPP2R5B  2A5B_HUMAN 2 R.RSHSS#S#QFR.Y 8.9 100 9.20E+04 RSHS#S#SQFR 21.3 46 11.5 47 0,1 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35447:51095

626.2403 2 timecourse_ATM_ctrl1 626.23700 5.27 20.46 PPP2R5B  2A5B_HUMAN 2 R.RSHSS#S#QFR.Y 11.2 100 1.25E+05 RSHS#S#SQFR 21.3 46 11.5 47 0,1 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit beta isoform  35449:59289

927.77555 3 combeffx_ATM_PI3Ki 927.77234 3.46 55.19 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 105.6 100 1.61E+07 S#QSS#S#QFRSQGKPIELTPLPLLK 13.2 30 28.9 33 33.5 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35298:70616

927.77565 3 combeffx_ATM_PI3Ki 927.77234 3.57 49.6 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 82.7 100 1.04E+07 S#QSS#S#QFRSQGKPIELTPLPLLK 11.5 30 0,2 21.5 33 22.8 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35299:66694

927.77557 3 combeffx_ATM_ctrl 927.77234 3.48 49.46 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 83.6 100 9.45E+06 SQS#S#S#QFRSQGKPIELTPLPLLK 8.6 32 ‐2,0 29.9 33 22.9 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35295:72367

927.77561 3 combeffx_ATM_MEKi 927.77234 3.52 46.56 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 123.6 100 7.61E+06 S#QSS#S#QFRSQGKPIELTPLPLLK 13.2 30 36 33 27.1 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35297:55248

927.77538 3 combeffx_ATM_ctrl 927.77234 3.28 46.27 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 74.3 100 7.99E+06 S#QSSS#QFRS#QGKPIELTPLPLLK 13.2 30 0 34 ‐2,0 8.7 38 ‐5,0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35294:74814

927.77556 3 combeffx_ATM_MEKi 927.77234 3.47 46.07 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 145.4 100 1.08E+07 SQS#S#S#QFRSQGKPIELTPLPLLK 5.8 32 ‐2,0 45.2 33 26.4 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35296:60398

927.77593 3 combeffx_ATM_ctrl 927.77234 3.87 43.6 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 80.7 100 7.99E+06 SQS#S#S#QFRSQGKPIELTPLPLLK 0 32 ‐2,0 16 33 9.6 34 ‐4,0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35294:74824

927.77608 3 combeffx_ATM_MEKi 927.77234 4.03 43.46 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 112.4 100 7.63E+06 SQS#S#S#QFRSQGKPIELTPLPLLK 15.9 32 32.4 33 26.6 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35297:55258

927.77559 3 combeffx_ATM_PI3Ki 927.77234 3.5 43.06 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 109.3 100 1.63E+07 SQS#S#S#QFRSQGKPIELTPLPLLK 7.7 32 ‐2,0 24.4 33 13.6 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35298:70626

927.77709 3 combeffx_ATM_comboi 927.77234 5.12 41.78 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 26.5 100 5.67E+06 SQS#SS#QFRS#QGKPIELTPLPLLK 0 32 ‐2,0 0 34 ‐4,0 12.8 38 ‐5,0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35301:72489

927.77553 3 combeffx_ATM_MEKi 927.77234 3.45 41.32 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 121.9 100 7.53E+06 SQS#S#S#QFRSQGKPIELTPLPLLK 0 32 ‐2,0 32.5 33 20.2 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35297:55228

927.77519 3 combeffx_ATM_MEKi 927.77234 3.07 40.25 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 133.7 100 1.08E+07 S#QSS#S#QFRSQGKPIELTPLPLLK 18.4 30 32.4 33 27.1 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35296:60378

927.77718 3 combeffx_ATM_comboi 927.77234 5.22 39.27 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 21.4 100 7.85E+06 S#QSS#S#QFRSQGKPIELTPLPLLK 13.2 30 29 33 19.2 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35300:79611

927.77707 3 combeffx_ATM_comboi 927.77234 5.1 36.96 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 26.5 100 5.67E+06 SQS#S#S#QFRSQGKPIELTPLPLLK 7.7 32 ‐2,0 26.5 33 20.2 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35301:72479

901.12116 3 combeffx_ATM_MEKi 901.11690 4.73 36.03 PPP2R5E  2A5E_HUMAN 6 R.SQSS#S#QFRSQGKPIELTPLPLLK.D 15.5 100 7.05E+05 SQSS#S#QFRSQGKPIELTPLPLLK 0 33 ‐3,0 0 34 ‐4,0 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35297:54418

927.77521 3 combeffx_ATM_MEKi 927.77234 3.09 34.65 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 125.0 100 1.08E+07 SQS#S#S#QFRSQGKPIELTPLPLLK 0 32 ‐2,0 19.2 33 26.4 34 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35296:60388

901.11958 3 combeffx_ATM_MEKi 901.11690 2.97 32.3 PPP2R5E  2A5E_HUMAN 6 R.SQSS#S#QFRSQGKPIELTPLPLLK.D 21.3 100 1.05E+06 SQSS#S#QFRSQGKPIELTPLPLLK 12.2 33 ‐3,0 39 34 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35296:59558

927.77592 3 combeffx_ATM_PI3Ki 927.77234 3.86 31.15 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 86.0 100 1.04E+07 SQS#SS#QFRS#QGKPIELTPLPLLK 0 32 0,1 0 34 ‐4,0 0 38 ‐8,0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35299:66704

543.68975 2 timecourse_ATM_ctrl2 543.68628 6.38 30 PPP2R5E  2A5E_HUMAN 7 R.SQSS#S#QFR.S 80.3 100 1.55E+06 SQSS#S#QFR 28.9 33 37.4 34 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35446:27837

927.77713 3 combeffx_ATM_comboi 927.77234 5.16 28.52 PPP2R5E  2A5E_HUMAN 6 R.SQS#S#S#QFRSQGKPIELTPLPLLK.D 20.8 100 7.85E+06 SQS#SS#QFRS#QGKPIELTPLPLLK 0 32 0,1 0 34 ‐4,0 0 38 ‐8,0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35300:79601

543.68975 2 timecourse_ATM_ctrl1 543.68628 6.38 27.71 PPP2R5E  2A5E_HUMAN 7 R.SQSS#S#QFR.S 86.5 100 2.18E+06 SQSS#S#QFR 24.4 33 30.8 34 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35448:32671

543.6896 2 timecourse_ATM_combo_2hr 543.68628 6.11 27.2 PPP2R5E  2A5E_HUMAN 7 R.SQSS#S#QFR.S 75.5 100 1.42E+06 SQSS#S#QFR 28.9 33 33.7 34 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35454:30908

543.68897 2 timecourse_ATM_combo_4hr 543.68628 4.95 27.02 PPP2R5E  2A5E_HUMAN 7 R.SQSS#S#QFR.S 83.0 100 1.91E+06 SQSS#S#QFR 26.4 33 33.7 34 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35452:31653

543.68934 2 timecourse_ATM_combo_1hr 543.68628 5.63 25.81 PPP2R5E  2A5E_HUMAN 7 R.SQSS#S#QFR.S 117.7 100 3.19E+06 SQSS#S#QFR 28.9 33 33.7 34 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35456:32440

543.68903 2 timecourse_ATM_ctrl1 543.68628 5.06 22.24 PPP2R5E  2A5E_HUMAN 7 R.SQSS#S#QFR.S 27.8 100 1.50E+06 SQSS#S#QFR 26.4 33 28.5 34 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35449:33054

543.68763 2 timecourse_ATM_combo_1hr 543.68628 2.48 15.33 PPP2R5E  2A5E_HUMAN 7 R.SQSS#S#QFR.S 11.7 94 3.98E+05 SQS#SS#QFR 0 32 0,1 13.2 34 0 0 Serine/threonine‐protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform  35457:32289

673.27302 2 timecourse_ATM_combo_1hr 673.27051 3.73 27.21 PPP6R3  PP6R3_HUMAN 6 K.HIAFT#PES#QR.R 18.5 100 1.16E+06 HIAFT#PES#QR 1000 631 0 634 0 0 Serine/threonine‐protein phosphatase 6 regulatory subunit 3  35457:71700

718.37114 2 combeffx_ATM_PI3Ki 718.36886 3.17 71.63 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 9.9 100 7.31E+05 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35299:31395

718.3725 2 timecourse_ATM_combo_8hr 718.36886 5.07 69.45 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 65.6 100 2.76E+06 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35451:81745

718.37224 2 timecourse_ATM_combo_8hr 718.36886 4.71 69.16 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 51.2 100 2.54E+06 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35450:81081

718.3726 2 timecourse_ATM_combo_2hr 718.36886 5.21 69.02 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 33.2 100 8.17E+05 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35454:77061

718.37326 2 timecourse_ATM_ctrl1 718.36886 6.12 68.71 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 61.9 100 2.41E+06 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35448:81687

718.3714 2 combeffx_ATM_MEKi 718.36886 3.54 67.4 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 19.7 100 9.96E+05 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35296:28887

718.37314 2 timecourse_ATM_combo_1hr 718.36886 5.96 63.38 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 31.5 100 1.23E+06 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35456:81826

718.37289 2 timecourse_ATM_ctrl2 718.36886 5.61 61.16 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 28.8 100 8.49E+05 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35446:70595

718.37156 2 combeffx_ATM_comboi 718.36886 3.76 59.72 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 13.7 100 1.19E+06 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35301:32385

718.37205 2 timecourse_ATM_combo_2hr 718.36886 4.44 56.3 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 35.7 100 8.00E+05 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35455:76427

718.37204 2 combeffx_ATM_comboi 718.36886 4.43 56.28 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 17.3 100 1.86E+06 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35300:35024

718.3717 2 timecourse_ATM_ctrl1 718.36886 3.95 54.53 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 70.0 100 2.68E+06 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35449:82992

718.37292 2 timecourse_ATM_ctrl2 718.36886 5.65 54.17 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 30.2 100 8.47E+05 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35447:71634

718.37124 2 combeffx_ATM_PI3Ki 718.36886 3.31 53.76 PRKCD  KPCD_HUMAN 2 K.LLAEALNQVT#QR.A 13.1 100 9.87E+05 LLAEALNQVT#QR 1000 295 0 0 0 0 Protein kinase C delta type  35298:32289

897.93454 2 timecourse_ATM_ctrl1 897.93034 4.68 51.7 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 28.2 100 1.08E+06 SNS#QSYIGRPIHLDK 9.8 249 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase D1  35449:120962

897.93522 2 timecourse_ATM_combo_2hr 897.93034 5.43 48.47 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 12.2 100 2.78E+05 SNS#QSYIGRPIHLDK 14.5 249 0 0 0 0 Serine/threonine‐protein kinase D1  35455:111765

897.93608 2 timecourse_ATM_ctrl2 897.93034 6.39 43.44 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 17.8 100 6.08E+05 SNS#QSYIGRPIHLDK 18.9 249 0 0 0 0 Serine/threonine‐protein kinase D1  35447:107016

897.93579 2 timecourse_ATM_combo_8hr 897.93034 6.07 42.74 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 12.5 100 4.67E+05 S#NSQSYIGRPIHLDK 10.3 247 0,2 0 0 0 0 Serine/threonine‐protein kinase D1  35451:119512

897.93515 2 timecourse_ATM_combo_8hr 897.93034 5.36 42.53 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 10.3 100 4.50E+05 SNSQS#YIGRPIHLDK 13.2 251 0 0 0 0 Serine/threonine‐protein kinase D1  35450:118300

897.93563 2 timecourse_ATM_ctrl2 897.93034 5.89 42.25 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 14.5 100 4.85E+05 SNS#QSYIGRPIHLDK 0 249 0,3 0 0 0 0 Serine/threonine‐protein kinase D1  35446:104907

897.93581 2 timecourse_ATM_ctrl1 897.93034 6.09 41.54 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 31.3 100 1.10E+06 S#NSQSYIGRPIHLDK 13.4 247 0 0 0 0 Serine/threonine‐protein kinase D1  35448:119041

897.93553 2 timecourse_ATM_combo_1hr 897.93034 5.78 36.1 PRKD1  KPCD1_HUMAN 3 R.S#NSQSYIGRPIHLDK.I 14.9 100 5.42E+05 SNS#QSYIGRPIHLDK 0 249 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase D1  35456:120511

897.93465 2 timecourse_ATM_combo_1hr 897.93034 4.8 32.79 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 12.0 100 5.12E+05 SNS#QSYIGRPIHLDK 10.3 249 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase D1  35457:120253

598.95962 3 timecourse_ATM_ctrl2 598.95599 6.06 31.71 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 330.6 100 1.04E+07 SNS#QSYIGRPIHLDK 22.6 249 0 0 0 0 Serine/threonine‐protein kinase D1  35446:104917

598.95802 3 combeffx_ATM_PI3Ki 598.95599 3.39 31.45 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 83.1 100 5.74E+06 SNS#QSYIGRPIHLDK 22.6 249 0 0 0 0 Serine/threonine‐protein kinase D1  35299:46970

598.95848 3 combeffx_ATM_MEKi 598.95599 4.16 31.01 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 53.3 100 2.18E+06 SNS#QSYIGRPIHLDK 28.5 249 0 0 0 0 Serine/threonine‐protein kinase D1  35297:39935

598.95851 3 combeffx_ATM_comboi 598.95599 4.21 30.97 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 90.9 100 9.88E+06 SNS#QSYIGRPIHLDK 22.8 249 0 0 0 0 Serine/threonine‐protein kinase D1  35301:49802

546.23191 2 timecourse_ATM_ctrl1 546.22949 4.43 30.61 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGR.P 10.4 100 2.11E+05 SNS#QSYIGR 18.9 249 0 0 0 0 Serine/threonine‐protein kinase D1  35449:33711

598.95767 3 combeffx_ATM_MEKi 598.95599 2.8 29.56 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 53.7 100 3.00E+06 SNS#QSYIGRPIHLDK 22.6 249 0 0 0 0 Serine/threonine‐protein kinase D1  35296:43477

598.95872 3 timecourse_ATM_ctrl1 598.95599 4.56 29.03 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 403.7 100 1.82E+07 SNS#QSYIGRPIHLDK 22.6 249 0 0 0 0 Serine/threonine‐protein kinase D1  35449:120952

598.95804 3 combeffx_ATM_ctrl 598.95599 3.42 28.84 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 78.9 100 8.07E+06 SNS#QSYIGRPIHLDK 24.8 249 0 0 0 0 Serine/threonine‐protein kinase D1  35295:51379

897.93536 2 timecourse_ATM_combo_4hr 897.93034 5.6 28.69 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 5.9 100 2.04E+05 SNS#QSYIGRPIHLDK 5.3 249 0,3 0 0 0 0 Serine/threonine‐protein kinase D1  35453:117825

598.95897 3 timecourse_ATM_combo_4hr 598.95599 4.98 28.4 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 125.3 100 5.17E+06 SNS#QSYIGRPIHLDK 22.6 249 0 0 0 0 Serine/threonine‐protein kinase D1  35452:115654

598.95895 3 timecourse_ATM_combo_4hr 598.95599 4.94 28.33 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 142.6 100 5.23E+06 SNS#QSYIGRPIHLDK 22.6 249 0 0 0 0 Serine/threonine‐protein kinase D1  35453:117815

897.93551 2 timecourse_ATM_combo_4hr 897.93034 5.76 27.75 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 6.1 100 2.40E+05 S#NSQSYIGRPIHLDK 24.1 247 0 0 0 0 Serine/threonine‐protein kinase D1  35452:115664

897.9357 2 timecourse_ATM_combo_2hr 897.93034 5.97 27.37 PRKD1  KPCD1_HUMAN 3 R.SNSQS#YIGRPIHLDK.I 12.6 100 3.21E+05 SNSQS#YIGRPIHLDK 18.9 251 0 0 0 0 Serine/threonine‐protein kinase D1  35454:111988

598.95779 3 combeffx_ATM_PI3Ki 598.95599 3.01 26.68 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 76.4 100 7.19E+06 SNS#QSYIGRPIHLDK 19.2 249 0 0 0 0 Serine/threonine‐protein kinase D1  35298:49187

650.99365 3 timecourse_ATM_combo_1hr 650.98969 6.08 24.85 PRKD1  KPCD1_HUMAN 3 K.RSNS#QSYIGRPIHLDK.I 25.8 100 1.09E+06 RSNS#QSYIGRPIHLDK 7.6 249 0,2 0 0 0 0 Serine/threonine‐protein kinase D1  35456:134019

650.99264 3 timecourse_ATM_combo_1hr 650.98969 4.53 24.5 PRKD1  KPCD1_HUMAN 3 K.RSNS#QSYIGRPIHLDK.I 24.3 100 1.06E+06 RSNS#QSYIGRPIHLDK 20.2 249 0 0 0 0 Serine/threonine‐protein kinase D1  35457:134138

598.9591 3 timecourse_ATM_combo_8hr 598.95599 5.19 24.16 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 213.5 100 9.58E+06 SNS#QSYIGRPIHLDK 22.8 249 0 0 0 0 Serine/threonine‐protein kinase D1  35450:118290

650.99362 3 timecourse_ATM_ctrl2 650.98969 6.04 23.6 PRKD1  KPCD1_HUMAN 3 K.RSNS#QSYIGRPIHLDK.I 26.6 100 1.22E+06 RSNS#QSYIGRPIHLDK 9.6 249 0,2 0 0 0 0 Serine/threonine‐protein kinase D1  35446:117749

650.99381 3 timecourse_ATM_combo_8hr 650.98969 6.33 23.12 PRKD1  KPCD1_HUMAN 3 K.RSNS#QSYIGRPIHLDK.I 19.1 100 1.16E+06 RSNS#QSYIGRPIHLDK 16.2 249 0 0 0 0 Serine/threonine‐protein kinase D1  35450:131103

650.9938 3 timecourse_ATM_combo_8hr 650.98969 6.31 22.09 PRKD1  KPCD1_HUMAN 3 K.RSNS#QSYIGRPIHLDK.I 23.2 100 1.20E+06 RSNS#QSYIGRPIHLDK 11 249 0,2 0 0 0 0 Serine/threonine‐protein kinase D1  35451:132622

488.49544 4 combeffx_ATM_PI3Ki 488.49409 2.76 21.56 PRKD1  KPCD1_HUMAN 3 K.RSNS#QSYIGRPIHLDK.I 30.5 100 2.07E+06 RSNS#QSYIGRPIHLDK 6.3 249 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase D1  35298:54692

598.9594 3 timecourse_ATM_combo_2hr 598.95599 5.69 20.19 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 200.7 100 5.94E+06 SNS#QSYIGRPIHLDK 28.5 249 0 0 0 0 Serine/threonine‐protein kinase D1  35454:111978

598.95968 3 timecourse_ATM_ctrl1 598.95599 6.16 19.97 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 395.7 100 1.79E+07 SNS#QSYIGRPIHLDK 22.6 249 0 0 0 0 Serine/threonine‐protein kinase D1  35448:119051

598.9594 3 timecourse_ATM_combo_8hr 598.95599 5.69 19.43 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 191.4 100 9.26E+06 SNS#QSYIGRPIHLDK 28.5 249 0 0 0 0 Serine/threonine‐protein kinase D1  35451:119502

488.49616 4 combeffx_ATM_PI3Ki 488.49409 4.24 19.25 PRKD1  KPCD1_HUMAN 3 K.RSNS#QSYIGRPIHLDK.I 26.7 100 1.49E+06 RSNS#QSYIGRPIHLDK 10.2 249 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase D1  35299:51947

598.95866 3 timecourse_ATM_combo_1hr 598.95599 4.46 17.42 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 218.7 100 9.28E+06 SNS#QSYIGRPIHLDK 22.6 249 0 0 0 0 Serine/threonine‐protein kinase D1  35457:120243

598.95775 3 combeffx_ATM_ctrl 598.95599 2.94 16.46 PRKD1  KPCD1_HUMAN 3 R.SNS#QSYIGRPIHLDK.I 71.3 100 8.94E+06 SNS#QSYIGRPIHLDK 12.3 249 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase D1  35294:53427

488.49706 4 timecourse_ATM_ctrl1 488.49409 6.08 15.35 PRKD1  KPCD1_HUMAN 3 K.RSNS#QSYIGRPIHLDK.I 105.7 100 3.94E+06 RSNS#QSYIGRPIHLDK 6.3 249 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase D1  35448:132090

1188.07419 2 combeffx_ATM_comboi 1188.06927 4.14 122.67 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 72.4 100 1.20E+07 STVLTPMFVETQAS#QGTLQTR 58.3 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:71861

1188.07407 2 combeffx_ATM_comboi 1188.06927 4.04 120.87 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 64.9 100 7.77E+06 STVLTPMFVETQAS#QGTLQTR 58.3 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:65679

1188.07365 2 combeffx_ATM_PI3Ki 1188.06927 3.69 117.95 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 17.7 100 1.51E+06 STVLTPMFVETQAS#QGTLQTR 46.2 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35298:64526

1188.07502 2 timecourse_ATM_ctrl1 1188.06927 4.84 104.82 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 13.6 100 5.32E+05 STVLTPMFVET#QASQGTLQTR 41.3 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35449:158399

1188.0767 2 timecourse_ATM_combo_4hr 1188.06927 6.25 103.85 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 41.3 100 2.13E+06 STVLTPMFVETQAS#QGTLQTR 41.3 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:154441

1188.07733 2 timecourse_ATM_combo_1hr 1188.06927 6.78 103.35 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 10.0 100 4.78E+05 STVLTPMFVET#QASQGTLQTR 64.5 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35456:157897

1188.0767 2 timecourse_ATM_combo_1hr 1188.06927 6.25 100.58 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 17.0 100 9.56E+05 STVLTPMFVETQAS#QGTLQTR 41.3 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35457:157865

1188.07731 2 timecourse_ATM_combo_8hr 1188.06927 6.77 100.09 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 23.0 100 1.34E+06 STVLTPMFVET#QASQGTLQTR 49.6 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:155990

1188.07613 2 timecourse_ATM_combo_4hr 1188.06927 5.77 97.32 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 17.5 100 7.08E+05 STVLTPMFVET#QASQGTLQTR 37.5 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:154431

1188.07622 2 timecourse_ATM_ctrl1 1188.06927 5.85 97.32 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 11.0 100 4.11E+05 STVLTPMFVET#QASQGTLQTR 41.3 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35448:155960

1188.07714 2 timecourse_ATM_ctrl2 1188.06927 6.62 97.3 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 14.2 100 4.56E+05 STVLTPMFVETQAS#QGTLQTR 27 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35446:141482

1188.07696 2 timecourse_ATM_ctrl2 1188.06927 6.47 97.02 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 14.9 100 5.88E+05 STVLTPMFVET#QASQGTLQTR 37.5 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35447:144073

999.44446 2 combeffx_ATM_comboi 999.43928 5.18 96.65 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 28.4 100 3.24E+06 ATQQQHDFTLT#QTADGR 57.8 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:62268

1188.07567 2 timecourse_ATM_combo_1hr 1188.06927 5.4 93.3 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 9.5 100 4.38E+05 STVLTPMFVET#QASQGTLQTR 35.8 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35457:157835

1188.07724 2 timecourse_ATM_combo_8hr 1188.06927 6.71 91.5 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 110.4 100 6.65E+06 STVLTPMFVETQAS#QGTLQTR 35.8 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:158010

1188.07642 2 timecourse_ATM_ctrl2 1188.06927 6.03 91.35 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 15.3 100 5.98E+05 STVLTPMFVETQAS#QGTLQTR 49.6 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35447:144043

1188.07672 2 timecourse_ATM_combo_8hr 1188.06927 6.27 91.34 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 88.5 100 5.44E+06 STVLTPMFVETQAS#QGTLQTR 37.5 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:155960

999.44522 2 timecourse_ATM_combo_8hr 999.43928 5.94 91.02 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 85.9 100 3.39E+06 ATQQQHDFTLT#QTADGR 42.6 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:134533

1188.07658 2 timecourse_ATM_combo_8hr 1188.06927 6.16 90.58 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 27.7 100 1.60E+06 STVLTPMFVET#QASQGTLQTR 27 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:157980

1188.07693 2 timecourse_ATM_combo_1hr 1188.06927 6.45 89.9 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 22.3 100 1.05E+06 STVLTPMFVETQAS#QGTLQTR 37.5 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35456:157877

999.44413 2 timecourse_ATM_combo_4hr 999.43928 4.85 89.52 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 34.5 100 9.60E+05 ATQQQHDFTLT#QTADGR 51.6 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:134155

999.44389 2 combeffx_ATM_comboi 999.43928 4.61 88.8 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 25.4 100 2.29E+06 ATQQQHDFTLT#QTADGR 42.6 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:56882

999.44522 2 timecourse_ATM_combo_8hr 999.43928 5.94 86.43 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 107.3 100 3.87E+06 ATQQQHDFTLT#QTADGR 42.6 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:136201

1188.07545 2 timecourse_ATM_ctrl1 1188.06927 5.2 86.23 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 15.7 100 5.96E+05 STVLTPMFVETQAS#QGTLQTR 37.5 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35449:158409

1228.0575 2 combeffx_ATM_comboi 1228.05243 4.13 85.99 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 53.1 100 9.37E+06 STVLTPMFVET#QAS#QGTLQTR 69.3 2609 46.2 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35301:67209

1188.07692 2 timecourse_ATM_ctrl1 1188.06927 6.44 85.48 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 16.5 100 6.21E+05 STVLTPMFVETQAS#QGTLQTR 34.5 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35448:155990

999.44512 2 timecourse_ATM_combo_4hr 999.43928 5.84 85.06 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 32.3 100 9.39E+05 ATQQQHDFTLT#QTADGR 30.8 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:131658

823.38639 2 timecourse_ATM_ctrl1 823.38271 4.47 84.74 PRKDC  PRKDC_HUMAN 1 M.FVET#QASQGTLQTR.T 5.6 100 1.50E+05 FVET#QASQGTLQTR 53.5 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35449:106650

1102.20538 3 combeffx_ATM_comboi 1102.20082 4.14 84.61 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 10.5 100 1.84E+06 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 8.7 2620 ‐2,0 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:83191

1188.0769 2 timecourse_ATM_combo_4hr 1188.06927 6.42 84.27 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 32.2 100 1.61E+06 STVLTPMFVETQAS#QGTLQTR 34.5 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:151730

856.37771 2 timecourse_ATM_combo_8hr 856.37473 3.48 83.63 PRKDC  PRKDC_HUMAN 1 R.AQEPESGLSEET#QVK.C 11.5 100 1.75E+06 AQEPESGLSEET#QVK 27 4102 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:111755



1228.05668 2 combeffx_ATM_PI3Ki 1228.05243 3.46 82.55 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 8.5 100 7.60E+05 STVLTPMFVET#QAS#QGTLQTR 69.3 2609 46.2 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35299:62304

823.38781 2 timecourse_ATM_combo_8hr 823.38271 6.19 81.74 PRKDC  PRKDC_HUMAN 1 M.FVET#QASQGTLQTR.T 18.2 100 6.48E+05 FVET#QASQGTLQTR 68.6 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:105243

1188.07737 2 timecourse_ATM_ctrl2 1188.06927 6.82 81.32 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 12.0 100 4.25E+05 STVLTPMFVET#QASQGTLQTR 34.5 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35446:141502

1228.05794 2 combeffx_ATM_comboi 1228.05243 4.49 78.56 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 59.6 100 1.49E+07 STVLTPMFVET#QAS#QGTLQTR 84.4 2609 58.3 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35300:73501

823.38837 2 timecourse_ATM_combo_8hr 823.38271 6.87 78.41 PRKDC  PRKDC_HUMAN 1 M.FVET#QASQGTLQTR.T 17.7 100 6.40E+05 FVET#QASQGTLQTR 64.5 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:104257

1228.05781 2 combeffx_ATM_comboi 1228.05243 4.38 76.69 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 61.4 100 1.49E+07 STVLTPMFVET#QAS#QGTLQTR 95.8 2609 58.3 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35300:73491

1228.05664 2 combeffx_ATM_PI3Ki 1228.05243 3.43 76.5 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 13.9 100 1.39E+06 STVLTPMFVET#QAS#QGTLQTR 89.1 2609 64.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35298:65766

823.38842 2 timecourse_ATM_combo_4hr 823.38271 6.93 76.2 PRKDC  PRKDC_HUMAN 1 M.FVET#QASQGTLQTR.T 7.4 100 2.29E+05 FVET#QASQGTLQTR 53.5 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:101861

792.38529 3 combeffx_ATM_comboi 792.38194 4.23 75.95 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 328.4 100 6.27E+07 STVLTPMFVETQAS#QGTLQTR 27.2 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:71871

1188.07606 2 timecourse_ATM_combo_2hr 1188.06927 5.72 75.48 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 7.2 100 2.27E+05 STVLTPMFVET#QASQGTLQTR 46.3 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35455:147281

1128.86092 3 combeffx_ATM_comboi 1128.85627 4.12 74.07 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RTQEGSLSAR.W 80.7 100 1.16E+07 STVLTPMFVETQAS#QGTLQTRT#QEGSLSAR 53 2612 12.2 2620 ‐2,0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:75869

999.44591 2 timecourse_ATM_combo_1hr 999.43928 6.63 73.46 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 9.2 100 2.41E+05 ATQQQHDFTLT#QTADGR 30.7 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35456:137449

819.03983 3 combeffx_ATM_PI3Ki 819.03738 2.99 72.21 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 58.2 100 5.21E+06 STVLTPMFVET#QAS#QGTLQTR 44.4 2609 16.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35299:62284

856.37791 2 timecourse_ATM_combo_8hr 856.37473 3.71 71.01 PRKDC  PRKDC_HUMAN 1 R.AQEPESGLSEET#QVK.C 10.4 94 5.66E+05 AQEPESGLSEET#QVK 15.2 4102 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:110737

845.69669 3 combeffx_ATM_comboi 845.69282 4.58 69.53 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 53.7 100 2.23E+07 STVLT#PMFVET#QAS#QGTLQTR 42.7 2603 46 2609 16.5 2612 DNA‐dependent protein kinase catalytic subunit  35300:74841

999.44434 2 timecourse_ATM_ctrl1 999.43928 5.06 69.36 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 10.5 100 2.83E+05 ATQQQHDFTLT#QTADGR 42.6 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35449:137821

823.38713 2 timecourse_ATM_combo_4hr 823.38271 5.38 69.14 PRKDC  PRKDC_HUMAN 1 M.FVET#QASQGTLQTR.T 6.1 100 2.03E+05 FVET#QASQGTLQTR 64.5 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:103872

1228.05742 2 combeffx_ATM_comboi 1228.05243 4.06 68.6 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 53.5 100 9.37E+06 STVLTPMFVET#QAS#QGTLQTR 72.8 2609 64.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35301:67199

1102.20494 3 combeffx_ATM_comboi 1102.20082 3.75 68.07 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 12.3 100 1.29E+06 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 6.6 2620 0,4 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:75389

1188.07696 2 timecourse_ATM_combo_4hr 1188.06927 6.47 67.99 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 13.6 100 5.61E+05 STVLTPMFVET#QASQGTLQTR 27 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:151740

1188.07592 2 timecourse_ATM_combo_2hr 1188.06927 5.6 67.97 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 21.2 100 7.42E+05 STVLTPMFVETQAS#QGTLQTR 49.6 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35454:146891

1128.86063 3 combeffx_ATM_comboi 1128.85627 3.86 67.16 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 74.2 100 1.73E+07 STVLTPMFVETQAS#QGTLQTRT#QEGSLSAR 34.1 2612 13.2 2620 0 0 DNA‐dependent protein kinase catalytic subunit  35300:83711

1188.07629 2 timecourse_ATM_combo_2hr 1188.06927 5.91 66.03 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 8.6 100 2.29E+05 STVLTPMFVET#QASQGTLQTR 46.2 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35454:146901

999.44549 2 timecourse_ATM_ctrl1 999.43928 6.21 64.07 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 10.3 100 3.04E+05 ATQQQHDFTLT#QTADGR 30.7 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35448:135600

1228.05992 2 timecourse_ATM_combo_8hr 1228.05243 6.1 63.6 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 90.4 100 1.06E+07 STVLTPMFVET#QAS#QGTLQTR 60.5 2609 31.9 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35450:159590

819.04066 3 combeffx_ATM_comboi 819.03738 4 63.51 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 288.4 100 7.31E+07 STVLTPMFVET#QAS#QGTLQTR 44.4 2609 16.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35300:73471

1268.04265 2 timecourse_ATM_combo_4hr 1268.03560 5.56 63.24 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 14.2 100 1.37E+06 STVLT#PMFVET#QAS#QGTLQTR 0 2603 ‐3,0 44.1 2609 30.7 2612 DNA‐dependent protein kinase catalytic subunit  35452:158350

819.04052 3 combeffx_ATM_comboi 819.03738 3.83 63.18 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 268.2 100 4.75E+07 STVLTPMFVET#QAS#QGTLQTR 43.9 2609 31.8 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35301:67179

804.32739 2 timecourse_ATM_combo_8hr 804.32401 4.2 62.83 PRKDC  PRKDC_HUMAN 2 K.QMFLT#QTDTGDDR.V 18.4 100 1.65E+06 QMFLT#QTDTGDDR 33.7 398 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:101283

819.04051 3 combeffx_ATM_comboi 819.03738 3.82 62.74 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 274.3 100 4.75E+07 STVLT#PMFVETQAS#QGTLQTR 29.3 2603 23.6 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35301:67169

1128.86267 3 timecourse_ATM_combo_4hr 1128.85627 5.67 61.79 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 324.0 100 2.53E+07 STVLTPMFVETQAS#QGTLQT#RTQEGSLSAR 22.1 2612 7 2618 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35453:179071

792.38718 3 timecourse_ATM_combo_8hr 792.38194 6.61 61.59 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 282.1 100 1.92E+07 STVLTPMFVETQAS#QGTLQTR 23.6 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:158000

792.38689 3 timecourse_ATM_combo_1hr 792.38194 6.25 61.21 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 55.9 100 3.24E+06 STVLTPMFVETQAS#QGTLQTR 15 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35457:157855

1228.06001 2 timecourse_ATM_combo_8hr 1228.05243 6.17 60.8 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 124.0 100 1.54E+07 STVLTPMFVET#QAS#QGTLQTR 60.5 2609 43.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35451:161760

1228.05996 2 timecourse_ATM_combo_4hr 1228.05243 6.13 60.58 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 45.3 100 3.89E+06 STVLTPMFVET#QAS#QGTLQTR 72.8 2609 53.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35453:158111

999.44631 2 timecourse_ATM_ctrl2 999.43928 7.03 60.32 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 9.2 100 2.07E+05 ATQQQHDFTLT#QTADGR 52.8 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35446:121219

859.08001 3 timecourse_ATM_combo_8hr 859.07645 4.14 59.85 PRKDC  PRKDC_HUMAN 1 M.FVETQASQGTLQTRT#QEGSLSAR.W 19.3 100 8.96E+05 FVETQASQGTLQT#RTQEGSLSAR 0 2618 0,2 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:166830

1039.42726 2 combeffx_ATM_comboi 1039.42245 4.63 59.59 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 13.5 100 1.71E+06 AT#QQQHDFTLT#QTADGR 42.1 2638 51.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35301:59917

1102.20766 3 timecourse_ATM_ctrl2 1102.20082 6.21 59.38 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 52.2 100 2.38E+06 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 4.8 2620 ‐5,0 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35446:163482

792.38531 3 combeffx_ATM_comboi 792.38194 4.25 58.45 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 286.5 100 3.75E+07 STVLTPMFVETQAS#QGTLQTR 30.9 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:65699

1228.0596 2 timecourse_ATM_combo_8hr 1228.05243 5.84 58.23 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QASQGTLQTR.T 22.9 94 3.83E+06 STVLT#PMFVETQAS#QGTLQTR 0 2603 ‐4,0 34.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35451:161750

792.38717 3 timecourse_ATM_combo_4hr 792.38194 6.6 58.02 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 111.3 100 6.41E+06 STVLTPMFVETQAS#QGTLQTR 28.4 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:154451

1228.05901 2 timecourse_ATM_combo_4hr 1228.05243 5.36 57.92 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QASQGTLQTR.T 23.2 100 4.00E+06 STVLT#PMFVETQAS#QGTLQTR 6.4 2603 ‐4,0 20.1 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35452:155260

826.90729 4 timecourse_ATM_ctrl2 826.90244 5.87 57.64 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQT#RTQEGSLSAR.W 23.3 100 1.21E+06 STVLTPMFVETQASQGT#LQTRTQEGSLSAR 7.1 2615 0,9 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35446:163472

1128.8636 3 timecourse_ATM_combo_4hr 1128.85627 6.49 57.58 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RTQEGSLSAR.W 14.2 94 1.44E+06 STVLTPMFVETQASQGT#LQTRTQEGS#LSAR 39.9 2615 4.3 2624 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35452:175730

1039.42784 2 combeffx_ATM_comboi 1039.42245 5.19 57.28 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 15.7 100 2.12E+06 AT#QQQHDFTLT#QTADGR 42.1 2638 51.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35300:65235

845.69849 3 timecourse_ATM_combo_8hr 845.69282 6.7 57.19 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 77.0 100 1.03E+07 STVLT#PMFVET#QAS#QGTLQTR 19.5 2603 40.7 2609 27 2612 DNA‐dependent protein kinase catalytic subunit  35451:165140

792.38684 3 timecourse_ATM_combo_2hr 792.38194 6.18 56.71 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 62.2 100 2.69E+06 STVLTPMFVETQAS#QGTLQTR 23.6 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35455:147301

999.44584 2 timecourse_ATM_combo_8hr 999.43928 6.56 56.58 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 27.4 100 1.12E+06 AT#QQQHDFTLTQTADGR 75.3 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:134573

1039.42887 2 timecourse_ATM_combo_8hr 1039.42245 6.18 56.22 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 113.9 100 6.27E+06 AT#QQQHDFTLT#QTADGR 49.3 2638 51.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35451:142161

792.38614 3 timecourse_ATM_combo_2hr 792.38194 5.3 55.85 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 66.9 100 2.52E+06 STVLTPMFVETQAS#QGTLQTR 20.6 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35454:146871

1039.42819 2 timecourse_ATM_combo_8hr 1039.42245 5.52 55.54 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 354.1 100 1.23E+07 ATQQQHDFT#LT#QTADGR 100.9 2645 51.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35451:142121

819.04208 3 timecourse_ATM_combo_4hr 819.03738 5.74 55.5 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 140.7 100 1.36E+07 STVLTPMFVET#QAS#QGTLQTR 19 2609 9.6 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35453:158091

1102.20693 3 timecourse_ATM_combo_4hr 1102.20082 5.54 55.46 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 90.1 100 6.87E+06 STVLTPMFVETQASQGTLQT#RTQEGSLSAR 3.9 2618 0,2 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:174840

1228.05948 2 timecourse_ATM_combo_4hr 1228.05243 5.74 55.26 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QASQGTLQTR.T 35.4 100 4.94E+06 STVLT#PMFVETQAS#QGTLQTR 0 2603 ‐4,0 17.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35453:158101

999.44546 2 timecourse_ATM_ctrl2 999.43928 6.18 54.95 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 11.4 100 2.54E+05 ATQQQHDFTLT#QTADGR 36.8 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35447:123626

819.04281 3 timecourse_ATM_combo_4hr 819.03738 6.63 54.36 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 133.8 100 1.33E+07 STVLTPMFVET#QAS#QGTLQTR 32.4 2609 30.9 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35452:155280

797.71675 3 combeffx_ATM_comboi 797.71358 3.97 54 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVETQAS#QGTLQTR.T 36.0 100 1.20E+07 STVLTPM*FVETQAS#QGTLQTR 28.4 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:65949

792.38439 3 combeffx_ATM_PI3Ki 792.38194 3.09 53.97 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 64.9 100 6.30E+06 STVLTPMFVETQAS#QGTLQTR 18.5 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35298:64516

819.04052 3 combeffx_ATM_comboi 819.03738 3.83 53.71 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 305.9 100 7.28E+07 STVLT#PMFVETQAS#QGTLQTR 34 2603 11.7 2612 ‐3,0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:73461

738.839 2 timecourse_ATM_combo_8hr 738.83452 6.06 53.7 PRKDC  PRKDC_HUMAN 1 K.LNESTFDT#QITK.K 5.9 100 3.37E+05 LNESTFDT#QITK 46.2 1865 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:86128

826.9064 4 timecourse_ATM_combo_4hr 826.90244 4.79 53.69 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQT#RTQEGSLSAR.W 53.0 100 3.79E+06 STVLTPMFVETQASQGT#LQTRTQEGSLSAR 0 2615 0,9 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:178111

845.69844 3 timecourse_ATM_combo_4hr 845.69282 6.65 53.38 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 58.2 100 5.37E+06 STVLT#PMFVET#QAS#QGTLQTR 35 2603 25.4 2609 15 2612 DNA‐dependent protein kinase catalytic subunit  35452:158370

1039.42831 2 combeffx_ATM_comboi 1039.42245 5.64 53.16 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 15.8 100 2.00E+06 ATQQQHDFT#LT#QTADGR 52.2 2645 51.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35300:65255

1128.86268 3 timecourse_ATM_combo_8hr 1128.85627 5.68 53.14 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 313.5 100 3.17E+07 STVLTPMFVETQAS#QGTLQT#RTQEGSLSAR 35.9 2612 3.9 2618 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35451:183380

1039.42877 2 timecourse_ATM_combo_8hr 1039.42245 6.08 53.12 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQTADGR.S 23.9 94 8.91E+05 AT#QQQHDFT#LTQTADGR 109.9 2638 30.7 2645 0 0 DNA‐dependent protein kinase catalytic subunit  35451:142151

1102.20522 3 timecourse_ATM_ctrl1 1102.20082 3.99 53.01 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 25.3 100 1.42E+06 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 6.6 2620 ‐2,0 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35449:179309

1155.5172 3 combeffx_ATM_comboi 1155.51171 4.75 52.34 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGT#LQTRTQEGSLSAR.W 22.0 94 4.81E+06 STVLT#PMFVETQAS#QGTLQTRT#QEGSLSAR 33.2 2603 34.5 2612 0 2620 ‐5,0 DNA‐dependent protein kinase catalytic subunit  35301:76119

1155.5156 3 combeffx_ATM_PI3Ki 1155.51171 3.37 52.3 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQT#RTQEGSLSAR.W 6.8 94 7.26E+05 STVLTPMFVETQAS#QGTLQTRT#QEGS#LSAR 12 2612 ‐3,0 23.7 2620 7.5 2624 ‐6,0 DNA‐dependent protein kinase catalytic subunit  35298:74136

1039.42873 2 timecourse_ATM_combo_4hr 1039.42245 6.04 52.03 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 30.3 100 1.55E+06 AT#QQQHDFTLT#QTADGR 75.5 2638 42.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35452:137147

824.37406 3 timecourse_ATM_combo_8hr 824.36902 6.11 51.94 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVET#QAS#QGTLQTR.T 35.9 100 3.78E+06 STVLTPM*FVET#QAS#QGTLQTR 43.6 2609 23.6 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35450:160280

845.69788 3 timecourse_ATM_combo_4hr 845.69282 5.98 51.8 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 44.8 94 6.62E+06 STVLT#PMFVET#QAS#QGTLQTR 48.3 2603 32.4 2609 8 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35453:161201

666.63166 3 timecourse_ATM_combo_4hr 666.62861 4.58 51.62 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 199.8 100 6.92E+06 ATQQQHDFTLT#QTADGR 31.5 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:134135

859.08078 3 timecourse_ATM_combo_4hr 859.07645 5.04 51.62 PRKDC  PRKDC_HUMAN 1 M.FVETQASQGTLQTRT#QEGSLSAR.W 9.6 100 3.42E+05 FVETQASQGTLQTRT#QEGSLSAR 11.7 2620 0,4 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:162871

1236.05537 2 combeffx_ATM_comboi 1236.04989 4.43 51.52 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVET#QAS#QGTLQTR.T 8.9 100 1.65E+06 STVLTPM*FVET#QAS#QGTLQTR 6.7 2609 ‐10,0 26.9 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35301:67479

1039.42733 2 timecourse_ATM_combo_2hr 1039.42245 4.69 51.4 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 49.9 100 9.64E+05 ATQQQHDFT#LT#QTADGR 100.9 2645 51.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35455:133340

792.38691 3 timecourse_ATM_ctrl1 792.38194 6.27 51.4 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 43.4 100 1.96E+06 STVLTPMFVETQAS#QGTLQTR 27 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35448:155980

792.38727 3 timecourse_ATM_combo_1hr 792.38194 6.73 51.39 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 26.0 100 1.24E+06 STVLTPMFVET#QASQGTLQTR 17.6 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35456:157887

824.3726 3 combeffx_ATM_comboi 824.36902 4.34 51.28 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVET#QAS#QGTLQTR.T 69.6 100 1.44E+07 STVLTPM*FVET#QAS#QGTLQTR 63.6 2609 20.2 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35301:67469

819.04204 3 timecourse_ATM_combo_2hr 819.03738 5.69 51.16 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 29.9 100 2.50E+06 STVLTPMFVET#QAS#QGTLQTR 12.2 2609 0,6 13.3 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35454:150211

826.90572 4 combeffx_ATM_comboi 826.90244 3.97 50.91 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 10.6 100 1.99E+06 STVLTPMFVETQASQGT#LQTRTQEGSLSAR 0 2615 0,3 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:83181

1102.20724 3 timecourse_ATM_combo_2hr 1102.20082 5.82 50.86 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 38.3 100 1.73E+06 STVLTPMFVETQASQGTLQT#RTQEGSLSAR 5.1 2618 0,2 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35454:167861

1236.05784 2 timecourse_ATM_combo_8hr 1236.04989 6.43 50.78 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVET#QAS#QGTLQTR.T 7.1 100 5.88E+05 STVLTPM*FVET#QAS#QGTLQTR 75.5 2609 27 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35450:160290

1128.86292 3 timecourse_ATM_combo_8hr 1128.85627 5.89 50.64 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRTQEGS#LS#AR.W 235.5 100 2.65E+07 STVLTPMFVETQASQGTLQTRT#QEGS#LSAR 9.8 2620 0,6 5.9 2624 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35450:180530

1039.42782 2 timecourse_ATM_combo_4hr 1039.42245 5.17 50.34 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 130.3 100 3.91E+06 ATQQQHDFT#LT#QTADGR 100.9 2645 51.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35452:137097

863.37092 2 timecourse_ATM_combo_8hr 863.36587 5.85 50.32 PRKDC  PRKDC_HUMAN 1 M.FVET#QAS#QGTLQTR.T 74.6 100 3.77E+06 FVET#QAS#QGTLQTR 90.1 2609 49.6 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35450:111867

999.44558 2 timecourse_ATM_combo_8hr 999.43928 6.3 50.3 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 31.8 100 1.30E+06 AT#QQQHDFTLTQTADGR 49.3 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:136231

792.38613 3 timecourse_ATM_ctrl1 792.38194 5.29 49.87 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 41.2 100 2.06E+06 STVLTPMFVETQAS#QGTLQTR 52.1 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35449:158419

792.38686 3 timecourse_ATM_combo_1hr 792.38194 6.21 49.85 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 57.6 100 3.21E+06 STVLTPMFVETQAS#QGTLQTR 20.2 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35456:157867

792.3873 3 timecourse_ATM_ctrl2 792.38194 6.76 49.85 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 51.3 100 2.06E+06 STVLTPMFVETQAS#QGTLQTR 30 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35446:141492

826.90637 4 timecourse_ATM_combo_8hr 826.90244 4.75 49.82 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 64.7 100 5.66E+06 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 7.3 2620 0,6 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:179720

1268.04485 2 timecourse_ATM_combo_8hr 1268.03560 7.29 49.8 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 31.7 100 3.98E+06 STVLT#PMFVET#QAS#QGTLQTR 6.5 2603 ‐3,0 50.6 2609 41.3 2612 DNA‐dependent protein kinase catalytic subunit  35451:165160

999.44366 2 timecourse_ATM_combo_2hr 999.43928 4.38 49.75 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 14.1 100 2.19E+05 ATQQQHDFTLT#QTADGR 30.7 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35455:127930

999.44475 2 timecourse_ATM_combo_4hr 999.43928 5.47 49.73 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 11.2 100 3.65E+05 AT#QQQHDFTLTQTADGR 54.6 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:131638

1228.06027 2 timecourse_ATM_ctrl2 1228.05243 6.38 49.69 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 4.9 100 2.47E+05 STVLTPMFVET#QAS#QGTLQTR 25.9 2609 20.9 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35446:144622

819.04272 3 timecourse_ATM_combo_1hr 819.03738 6.52 49.62 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 18.8 94 1.32E+06 STVLTPMFVET#QAS#QGTLQTR 19 2609 18.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35456:161197

859.08114 3 timecourse_ATM_combo_4hr 859.07645 5.46 48.89 PRKDC  PRKDC_HUMAN 1 M.FVETQASQGTLQTRT#QEGSLSAR.W 8.5 100 3.65E+05 FVETQASQGTLQTRT#QEGSLSAR 24.8 2620 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:159950

804.3277 2 timecourse_ATM_combo_8hr 804.32401 4.59 48.48 PRKDC  PRKDC_HUMAN 2 K.QMFLT#QTDTGDDR.V 17.2 100 1.48E+06 QMFLT#QTDTGDDR 30.8 398 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:100377

666.63221 3 timecourse_ATM_combo_4hr 666.62861 5.4 48.05 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 140.0 100 5.53E+06 AT#QQQHDFTLTQTADGR 15.1 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:131628

1228.05902 2 timecourse_ATM_combo_8hr 1228.05243 5.37 48.05 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QASQGTLQTR.T 67.0 100 1.31E+07 STVLT#PMFVETQAS#QGTLQTR 0 2603 ‐4,0 34.5 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35450:159570

1155.51725 3 combeffx_ATM_comboi 1155.51171 4.79 47.71 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RT#QEGSLSAR.W 34.1 94 6.31E+06 STVLTPMFVET#QASQGTLQTRT#QEGS#LSAR 14 2609 28.4 2620 40 2624 DNA‐dependent protein kinase catalytic subunit  35301:76129

1128.86246 3 timecourse_ATM_combo_8hr 1128.85627 5.48 47.61 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 280.2 100 2.68E+07 STVLTPMFVET#QASQGTLQT#RTQEGSLSAR 0 2609 0,6 0 2618 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35450:180510

792.38637 3 timecourse_ATM_combo_2hr 792.38194 5.59 47.6 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 21.9 100 7.10E+05 STVLTPMFVET#QASQGTLQTR 20.6 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35455:147271

863.37051 2 timecourse_ATM_combo_8hr 863.36587 5.37 47.54 PRKDC  PRKDC_HUMAN 1 M.FVET#QAS#QGTLQTR.T 85.1 100 4.07E+06 FVET#QAS#QGTLQTR 96.7 2609 49.6 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35451:112955

792.38692 3 timecourse_ATM_combo_4hr 792.38194 6.28 47.46 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 125.6 100 6.86E+06 STVLTPMFVETQAS#QGTLQTR 24.4 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:151710

792.3865 3 timecourse_ATM_combo_4hr 792.38194 5.75 47.44 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 42.1 100 2.02E+06 STVLTPMFVET#QASQGTLQTR 30 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:154421

1128.86229 3 timecourse_ATM_combo_1hr 1128.85627 5.33 46.95 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 31.7 100 2.02E+06 STVLTPMFVETQAS#QGTLQT#RTQEGSLSAR 21.3 2612 3.9 2618 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35457:181485

1128.86356 3 timecourse_ATM_combo_1hr 1128.85627 6.46 46.77 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 34.1 100 2.00E+06 STVLTPMFVETQAS#QGTLQTRT#QEGSLSAR 21.3 2612 8.7 2620 0,6 0 0 DNA‐dependent protein kinase catalytic subunit  35456:180636

738.83884 2 timecourse_ATM_combo_8hr 738.83452 5.85 46.56 PRKDC  PRKDC_HUMAN 1 K.LNESTFDT#QITK.K 5.0 100 3.22E+05 LNESTFDT#QITK 46.3 1865 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:86901

819.04208 3 timecourse_ATM_combo_8hr 819.03738 5.74 46.54 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 390.1 100 4.74E+07 STVLTPMFVET#QAS#QGTLQTR 22.7 2609 20.9 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35451:161740

797.71822 3 timecourse_ATM_combo_8hr 797.71358 5.82 46.51 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVETQAS#QGTLQTR.T 10.6 100 1.77E+06 STVLTPM*FVETQAS#QGTLQTR 13.3 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:156570

824.37228 3 combeffx_ATM_comboi 824.36902 3.95 46.15 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVET#QAS#QGTLQTR.T 63.9 100 1.99E+07 STVLTPM*FVET#QAS#QGTLQTR 43.6 2609 27.2 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35300:73911

1128.8626 3 timecourse_ATM_combo_4hr 1128.85627 5.61 45.76 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 279.0 100 2.11E+07 STVLTPMFVETQAS#QGTLQTRT#QEGSLSAR 47.3 2612 5.9 2620 ‐2,0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:175710

845.69475 3 timecourse_ATM_combo_2hr 845.69282 2.28 45.72 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 8.4 100 1.16E+06 STVLT#PMFVET#QAS#QGTLQTR 28.3 2603 12.8 2609 0,6 8 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35455:153601

826.90573 4 timecourse_ATM_combo_1hr 826.90244 3.98 45.71 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 17.0 100 1.00E+06 STVLTPMFVETQASQGTLQTRTQEGS#LSAR 11.1 2624 ‐4,0 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35457:180515

666.63079 3 combeffx_ATM_PI3Ki 666.62861 3.27 45.52 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 51.5 100 3.55E+06 ATQQQHDFTLT#QTADGR 40.5 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35298:56312

666.63172 3 combeffx_ATM_comboi 666.62861 4.67 45.48 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 237.0 100 3.14E+07 ATQQQHDFTLT#QTADGR 34.5 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:62248

1039.42748 2 timecourse_ATM_combo_4hr 1039.42245 4.84 45.46 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 158.5 100 4.06E+06 ATQQQHDFT#LT#QTADGR 100.9 2645 51.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35453:139837

863.37096 2 timecourse_ATM_combo_4hr 863.36587 5.9 45.37 PRKDC  PRKDC_HUMAN 1 M.FVET#QAS#QGTLQTR.T 15.9 100 5.96E+05 FVET#QAS#QGTLQTR 60.9 2609 27 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35452:109531

666.63174 3 combeffx_ATM_comboi 666.62861 4.7 45.36 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 59.1 100 8.76E+06 AT#QQQHDFTLTQTADGR 14.1 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:62258

1228.06061 2 timecourse_ATM_ctrl2 1228.05243 6.66 45.34 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 6.5 100 2.91E+05 STVLTPMFVET#QAS#QGTLQTR 45 2609 27 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35447:147413

819.04189 3 timecourse_ATM_combo_8hr 819.03738 5.51 45.27 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 257.4 100 5.08E+07 STVLTPMFVET#QAS#QGTLQTR 14.8 2609 8.7 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35450:159580

1196.07168 2 combeffx_ATM_comboi 1196.06673 4.14 44.98 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVET#QASQGTLQTR.T 4.8 100 1.42E+06 STVLTPM*FVETQAS#QGTLQTR 11.9 2612 ‐3,0 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:65959

826.90655 4 timecourse_ATM_ctrl2 826.90244 4.97 44.89 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 26.9 100 1.30E+06 STVLTPMFVETQASQGT#LQTRTQEGSLSAR 9.1 2615 0,9 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35447:166943

792.38696 3 timecourse_ATM_combo_4hr 792.38194 6.34 44.88 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 39.5 100 2.13E+06 STVLTPMFVET#QASQGTLQTR 24.4 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:151720

1228.06075 2 timecourse_ATM_combo_4hr 1228.05243 6.78 44.87 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 32.7 94 2.39E+06 STVLTPMFVET#QAS#QGTLQTR 44.1 2609 41.3 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35452:155290

1102.20706 3 timecourse_ATM_combo_2hr 1102.20082 5.66 44.66 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 47.7 100 1.92E+06 STVLTPMFVETQASQGTLQT#RTQEGSLSAR 19.5 2618 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35455:169251

792.38693 3 timecourse_ATM_combo_8hr 792.38194 6.3 44.55 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 73.4 100 3.98E+06 STVLTPMFVET#QASQGTLQTR 33.6 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:157990

792.38629 3 timecourse_ATM_combo_2hr 792.38194 5.49 44.52 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 19.3 100 6.61E+05 STVLTPMFVET#QASQGTLQTR 14.9 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35454:146881

792.3872 3 timecourse_ATM_combo_8hr 792.38194 6.64 44.4 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 67.2 100 4.10E+06 STVLTPMFVET#QASQGTLQTR 28.4 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:155980

666.63269 3 timecourse_ATM_combo_8hr 666.62861 6.12 44.37 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 295.8 100 1.45E+07 AT#QQQHDFTLTQTADGR 15.1 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:136221

819.04274 3 timecourse_ATM_ctrl2 819.03738 6.54 44.36 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 20.4 100 1.31E+06 STVLTPMFVET#QAS#QGTLQTR 11.3 2609 0,6 10 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35446:144632

666.63146 3 combeffx_ATM_comboi 666.62861 4.28 44.08 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 216.8 100 2.10E+07 ATQQQHDFTLT#QTADGR 50.7 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:56872

1188.07658 2 timecourse_ATM_combo_2hr 1188.06927 6.15 43.82 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 21.8 100 7.64E+05 STVLTPMFVETQAS#QGTLQTR 29.6 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35455:147291

999.44464 2 timecourse_ATM_combo_4hr 999.43928 5.36 43.66 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 14.1 100 3.71E+05 AT#QQQHDFTLTQTADGR 69.6 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:134175

845.69732 3 timecourse_ATM_combo_8hr 845.69282 5.32 43.52 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 43.9 100 6.15E+06 STVLT#PMFVET#QAS#QGTLQTR 39.8 2603 29.1 2609 6 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35451:165110

666.63023 3 combeffx_ATM_PI3Ki 666.62861 2.43 43.52 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 15.0 100 1.39E+06 AT#QQQHDFTLTQTADGR 15.1 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35298:56302

792.38693 3 timecourse_ATM_combo_8hr 792.38194 6.3 43.37 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 288.0 100 1.98E+07 STVLTPMFVETQAS#QGTLQTR 6.7 2612 0,3 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:155970

1039.42846 2 timecourse_ATM_combo_8hr 1039.42245 5.78 43.3 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 319.6 100 1.06E+07 ATQQQHDFT#LT#QTADGR 61.8 2645 57.8 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35450:140143

845.6983 3 timecourse_ATM_combo_8hr 845.69282 6.48 43.09 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 79.5 100 1.06E+07 STVLT#PMFVET#QAS#QGTLQTR 37.2 2603 20 2609 15 2612 DNA‐dependent protein kinase catalytic subunit  35450:162970

819.04222 3 timecourse_ATM_ctrl2 819.03738 5.91 42.86 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 19.6 100 1.16E+06 STVLTPMFVET#QASQGT#LQTR 10 2609 0,3 1.7 2615 ‐3,0 0 0 DNA‐dependent protein kinase catalytic subunit  35447:147403

999.44441 2 timecourse_ATM_combo_1hr 999.43928 5.13 42.81 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 7.7 100 2.14E+05 ATQQQHDFTLT#QTADGR 24.8 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35457:137898

666.63285 3 timecourse_ATM_ctrl2 666.62861 6.36 42.51 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 56.9 100 1.79E+06 ATQQQHDFTLT#QTADGR 29.9 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35446:121209

845.69625 3 combeffx_ATM_comboi 845.69282 4.06 42.5 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 61.1 100 1.54E+07 STVLT#PMFVET#QAS#QGTLQTR 18.3 2603 40.7 2609 18.5 2612 DNA‐dependent protein kinase catalytic subunit  35301:68439

1155.51719 3 combeffx_ATM_comboi 1155.51171 4.74 42.49 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RT#QEGSLSAR.W 30.3 100 1.68E+07 STVLTPMFVETQAS#QGTLQT#RT#QEGSLSAR 9.4 2612 0,3 10.3 2618 0,8 5.3 2620 0,4 DNA‐dependent protein kinase catalytic subunit  35300:84081

666.63171 3 combeffx_ATM_comboi 666.62861 4.65 42.36 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 56.4 100 6.36E+06 AT#QQQHDFTLTQTADGR 9.1 2638 0,7 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:56892

666.63182 3 timecourse_ATM_combo_1hr 666.62861 4.82 42.29 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 50.2 100 1.70E+06 ATQQQHDFTLT#QTADGR 44.4 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35457:137888

826.9067 4 timecourse_ATM_combo_2hr 826.90244 5.15 42.25 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 19.0 100 9.14E+05 STVLTPMFVETQASQGTLQT#RTQEGSLSAR 0 2618 0,6 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35455:169241

845.69838 3 timecourse_ATM_combo_8hr 845.69282 6.57 42.07 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 6.8 94 8.10E+05 STVLT#PMFVET#QAS#QGTLQTR 42.7 2603 28.9 2609 11.7 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35451:165130

1128.86335 3 timecourse_ATM_combo_4hr 1128.85627 6.27 41.92 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQT#RT#QEGSLSAR.W 293.7 100 2.63E+07 STVLTPMFVETQASQGTLQTRT#QEGS#LSAR 4.9 2620 0,6 5.9 2624 ‐6,0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:179081

666.63164 3 timecourse_ATM_ctrl1 666.62861 4.55 41.9 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 69.5 100 2.18E+06 ATQQQHDFTLT#QTADGR 23.6 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35449:137811

845.697 3 timecourse_ATM_combo_8hr 845.69282 4.94 41.8 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 37.1 100 5.17E+06 STVLT#PMFVET#QAS#QGTLQTR 35 2603 34.1 2609 9.6 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35450:162960

1155.51692 3 combeffx_ATM_comboi 1155.51171 4.51 41.7 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQT#RTQEGSLSAR.W 29.6 100 1.68E+07 STVLTPMFVETQAS#QGTLQTRT#QEGS#LSAR 10.7 2612 ‐3,0 4.4 2620 ‐2,0 11.3 2624 0,2 DNA‐dependent protein kinase catalytic subunit  35300:84061

792.38555 3 timecourse_ATM_ctrl1 792.38194 4.56 41.66 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 26.4 100 1.32E+06 STVLTPMFVET#QASQGTLQTR 14.8 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35449:158389

859.08168 3 timecourse_ATM_combo_8hr 859.07645 6.1 41.57 PRKDC  PRKDC_HUMAN 1 M.FVETQASQGTLQTRT#QEGSLSAR.W 17.1 100 7.97E+05 FVETQASQGTLQTRT#QEGSLSAR 36.8 2620 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:164790

797.71705 3 combeffx_ATM_comboi 797.71358 4.35 41.38 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVETQAS#QGTLQTR.T 37.7 100 1.69E+07 STVLTPM*FVETQAS#QGTLQTR 4.1 2612 0,3 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:72111

1128.8627 3 timecourse_ATM_combo_2hr 1128.85627 5.7 41.36 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 63.3 100 3.03E+06 STVLTPMFVET#QASQGTLQTRT#QEGSLSAR 5.1 2609 0,3 14.2 2620 0 0 DNA‐dependent protein kinase catalytic subunit  35454:168721

1039.42862 2 timecourse_ATM_combo_4hr 1039.42245 5.94 41.34 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQTADGR.S 10.9 100 3.06E+05 AT#QQQHDFT#LTQTADGR 50.9 2638 30.7 2645 0 0 DNA‐dependent protein kinase catalytic subunit  35452:137137

666.63104 3 combeffx_ATM_PI3Ki 666.62861 3.65 41.19 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 35.1 100 2.61E+06 ATQQQHDFTLT#QTADGR 29.9 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35299:53287

1039.42915 2 timecourse_ATM_combo_8hr 1039.42245 6.45 41 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 86.6 100 4.91E+06 AT#QQQHDFTLT#QTADGR 36.2 2638 51.6 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35450:140193

819.04111 3 timecourse_ATM_ctrl1 819.03738 4.55 40.87 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 12.5 100 7.27E+05 STVLTPMFVET#QAS#QGTLQTR 17.1 2609 9.6 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35449:161459

797.71809 3 timecourse_ATM_combo_8hr 797.71358 5.65 40.85 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVETQAS#QGTLQTR.T 11.5 100 1.52E+06 STVLTPM*FVETQAS#QGTLQTR 17.2 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:158630

792.38663 3 timecourse_ATM_ctrl1 792.38194 5.92 40.73 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 28.0 100 1.24E+06 STVLTPMFVET#QASQGTLQTR 30.9 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35448:155970

824.37407 3 timecourse_ATM_combo_8hr 824.36902 6.13 40.59 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVET#QAS#QGTLQTR.T 35.9 100 3.55E+06 STVLTPM*FVET#QAS#QGTLQTR 26.5 2609 14.9 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35451:162450

845.69664 3 combeffx_ATM_comboi 845.69282 4.52 40.59 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 52.4 100 2.23E+07 STVLT#PMFVET#QAS#QGTLQTR 24.4 2603 30.1 2609 23.6 2612 DNA‐dependent protein kinase catalytic subunit  35300:74831

1128.86311 3 timecourse_ATM_combo_8hr 1128.85627 6.06 40.57 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RTQEGSLSAR.W 258.9 100 3.32E+07 STVLTPMFVETQASQGT#LQT#RTQEGSLSAR 11.3 2615 ‐3,0 8.7 2618 0,8 0 0 DNA‐dependent protein kinase catalytic subunit  35451:183410

1102.20661 3 timecourse_ATM_combo_8hr 1102.20082 5.25 40.53 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 122.1 100 1.03E+07 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 11.3 2620 0,6 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:179730

666.63289 3 timecourse_ATM_combo_1hr 666.62861 6.42 40.39 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 44.8 100 1.66E+06 ATQQQHDFTLT#QTADGR 25.8 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35456:137439

819.04168 3 timecourse_ATM_combo_1hr 819.03738 5.25 40.14 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 20.8 94 1.23E+06 STVLTPMFVET#QAS#QGTLQTR 16.4 2609 24.4 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35457:161255

1102.20561 3 timecourse_ATM_combo_1hr 1102.20082 4.35 40.02 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 33.4 100 2.08E+06 STVLTPMFVETQASQGTLQT#RTQEGSLSAR 0 2618 ‐3,0 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35457:180525

845.69749 3 timecourse_ATM_combo_2hr 845.69282 5.52 40 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 13.4 100 1.16E+06 STVLT#PMFVET#QAS#QGTLQTR 35.9 2603 28.9 2609 11.3 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35454:152981

819.04056 3 combeffx_ATM_comboi 819.03738 3.88 39.99 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 265.8 100 4.75E+07 STVLTPMFVET#QAS#QGTLQTR 3.9 2609 0,6 4.5 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35301:67189

819.03991 3 combeffx_ATM_PI3Ki 819.03738 3.09 39.79 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 59.7 100 6.41E+06 STVLTPMFVET#QAS#QGTLQTR 11.3 2609 0,6 10 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35298:65756

792.38673 3 timecourse_ATM_ctrl2 792.38194 6.05 39.74 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 46.7 100 2.12E+06 STVLTPMFVETQAS#QGTLQTR 15 2612 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35447:144053

845.69821 3 timecourse_ATM_combo_4hr 845.69282 6.39 39.58 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 50.7 100 7.20E+06 STVLT#PMFVET#QAS#QGTLQTR 39.8 2603 25.5 2609 6 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35452:158360

845.69636 3 combeffx_ATM_comboi 845.69282 4.2 39.57 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 60.7 100 1.50E+07 STVLT#PMFVET#QAS#QGTLQTR 32.1 2603 34.1 2609 33.7 2612 DNA‐dependent protein kinase catalytic subunit  35301:68449

666.63225 3 timecourse_ATM_combo_2hr 666.62861 5.46 39.33 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 63.5 100 1.62E+06 ATQQQHDFTLT#QTADGR 23.6 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35454:127685

1039.42825 2 timecourse_ATM_combo_2hr 1039.42245 5.58 38.97 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 51.8 100 9.59E+05 ATQQQHDFT#LT#QTADGR 56.6 2645 52.8 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35454:133135

1128.86299 3 timecourse_ATM_combo_2hr 1128.85627 5.95 38.88 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RTQEGSLSAR.W 63.4 100 3.14E+06 STVLTPMFVET#QASQGTLQTRT#QEGSLSAR 0 2609 0,6 7.5 2620 0,6 0 0 DNA‐dependent protein kinase catalytic subunit  35455:170151

845.69909 3 timecourse_ATM_combo_8hr 845.69282 7.41 38.85 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 96.7 100 1.33E+07 STVLT#PMFVET#QAS#QGTLQTR 42.7 2603 19 2609 8.7 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35450:163000

1155.51734 3 combeffx_ATM_comboi 1155.51171 4.87 38.79 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RT#QEGSLSAR.W 34.4 94 6.31E+06 STVLTPMFVET#QASQGTLQT#RTQEGS#LSAR 5.5 2609 0,3 4.4 2618 0,8 10.7 2624 0,2 DNA‐dependent protein kinase catalytic subunit  35301:76139

1155.51648 3 timecourse_ATM_combo_8hr 1155.51171 4.13 38.74 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGT#LQTRTQEGSLSAR.W 43.5 100 1.12E+07 STVLT#PMFVETQAS#QGTLQTRT#QEGSLSAR 12.6 2603 0,6 3.5 2612 ‐3,14 10.2 2620 ‐11,6 DNA‐dependent protein kinase catalytic subunit  35450:181170

845.69621 3 combeffx_ATM_comboi 845.69282 4.01 38.61 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGT#LQTR.T 7.5 100 3.90E+06 STVLTPMFVET#QAS#QGT#LQTR 46 2609 29.3 2612 39.8 2615 DNA‐dependent protein kinase catalytic subunit  35300:74821

1268.04471 2 timecourse_ATM_combo_8hr 1268.03560 7.18 38.59 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 22.6 100 2.61E+06 STVLT#PMFVET#QAS#QGTLQTR 9.3 2603 ‐3,0 33.7 2609 24.2 2612 DNA‐dependent protein kinase catalytic subunit  35450:162990

1134.19301 3 combeffx_ATM_comboi 1134.18790 4.51 38.5 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVETQASQGT#LQT#RTQEGSLSAR.W 8.5 100 3.11E+06 STVLTPM*FVETQASQGT#LQT#RTQEGSLSAR 0 2615 ‐3,0 5.1 2618 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35301:75899

819.04261 3 timecourse_ATM_combo_8hr 819.03738 6.39 38.23 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 347.6 100 4.18E+07 STVLTPMFVET#QAS#QGTLQTR 12.7 2609 0,6 11.7 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35450:159600

819.04259 3 timecourse_ATM_ctrl1 819.03738 6.36 37.84 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 12.6 100 7.88E+05 STVLTPMFVET#QAS#QGTLQTR 17.2 2609 13 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35448:159000

863.37028 2 timecourse_ATM_combo_4hr 863.36587 5.11 37.81 PRKDC  PRKDC_HUMAN 1 M.FVET#QAS#QGTLQTR.T 19.9 100 6.41E+05 FVET#QAS#QGTLQTR 65.6 2609 49.6 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35453:111650

666.63234 3 timecourse_ATM_ctrl2 666.62861 5.6 37.81 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 59.8 100 1.86E+06 ATQQQHDFTLT#QTADGR 16.2 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35447:123616

666.63088 3 combeffx_ATM_MEKi 666.62861 3.41 37.79 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 13.7 100 8.65E+05 ATQQQHDFTLT#QTADGR 20.2 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35296:49266

666.63239 3 timecourse_ATM_combo_4hr 666.62861 5.67 37.78 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 191.0 100 6.95E+06 ATQQQHDFTLT#QTADGR 16.2 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:131648

792.38712 3 timecourse_ATM_ctrl2 792.38194 6.54 37.75 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 41.2 100 1.65E+06 STVLTPMFVET#QASQGTLQTR 30 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35446:141472

819.04177 3 timecourse_ATM_combo_2hr 819.03738 5.36 37.64 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 28.5 94 1.39E+06 STVLTPMFVET#QAS#QGTLQTR 15.8 2609 20.2 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35455:150621

819.04248 3 timecourse_ATM_combo_8hr 819.03738 6.23 37.25 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 276.3 100 5.22E+07 STVLTPMFVET#QAS#QGTLQTR 22.7 2609 11.7 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35451:161770

666.63199 3 timecourse_ATM_combo_4hr 666.62861 5.07 37.13 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 146.2 100 5.36E+06 AT#QQQHDFTLTQTADGR 9.8 2638 0,7 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:134165

792.38517 3 combeffx_ATM_comboi 792.38194 4.08 36.6 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 295.7 100 3.75E+07 STVLTPMFVETQAS#QGTLQTR 8.7 2612 ‐3,0 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:65689

666.63119 3 timecourse_ATM_combo_2hr 666.62861 3.87 36.21 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 69.5 100 1.65E+06 ATQQQHDFTLT#QTADGR 10.4 2647 0,2 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35455:127920

1079.41208 2 timecourse_ATM_combo_4hr 1079.40561 5.99 36.09 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 313.8 100 2.18E+07 AT#QQQHDFT#LT#QTADGR 143.7 2638 81.4 2645 40.7 2647 DNA‐dependent protein kinase catalytic subunit  35452:142860

826.9052 4 combeffx_ATM_comboi 826.90244 3.35 35.89 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 10.8 100 1.47E+06 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 13.4 2620 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35301:75379

792.38627 3 timecourse_ATM_combo_1hr 792.38194 5.46 35.85 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 24.3 100 1.30E+06 STVLTPMFVET#QASQGTLQTR 30.9 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35457:157845

846.89786 4 timecourse_ATM_combo_4hr 846.89402 4.53 35.3 PRKDC  PRKDC_HUMAN 1 R.S#TVLTPMFVETQASQGTLQTRTQEGSLS#AR.W 20.0 100 1.62E+06 STVLT#PMFVETQASQGTLQTRT#QEGSLSAR 14.9 2603 11.3 2620 ‐5,0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:175690

1039.42835 2 timecourse_ATM_combo_4hr 1039.42245 5.68 35.16 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 39.3 100 1.57E+06 AT#QQQHDFTLT#QTADGR 31.8 2638 30.7 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35453:139867

845.69856 3 timecourse_ATM_combo_8hr 845.69282 6.79 35.15 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 66.1 94 7.82E+06 STVLT#PMFVET#QAS#QGTLQTR 34.1 2603 17.2 2609 8 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35451:165150

1102.20717 3 timecourse_ATM_ctrl1 1102.20082 5.76 35.08 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 23.7 100 1.33E+06 STVLTPMFVETQASQGTLQT#RTQEGSLSAR 3.9 2618 0,2 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35448:176560

666.63264 3 timecourse_ATM_combo_8hr 666.62861 6.05 34.77 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 554.4 100 2.33E+07 ATQQQHDFTLT#QTADGR 21.8 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:134543

666.6317 3 timecourse_ATM_combo_2hr 666.62861 4.64 34.66 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 40.0 100 1.00E+06 AT#QQQHDFTLTQTADGR 19.8 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35455:127940

1079.41229 2 timecourse_ATM_combo_8hr 1079.40561 6.19 34.66 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 109.1 100 9.62E+06 AT#QQQHDFT#LT#QTADGR 144 2638 58.5 2645 33.7 2647 DNA‐dependent protein kinase catalytic subunit  35450:146483

693.28835 3 timecourse_ATM_combo_8hr 693.28406 6.19 34.33 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 618.6 100 3.38E+07 AT#QQQHDFTLT#QTADGR 27.1 2638 21.8 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35451:142171

1039.42885 2 timecourse_ATM_combo_2hr 1039.42245 6.16 34.26 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 8.8 100 2.81E+05 AT#QQQHDFTLT#QTADGR 28.2 2638 30.7 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35454:133175

1228.05932 2 timecourse_ATM_combo_2hr 1228.05243 5.61 34.25 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QASQGTLQTR.T 7.5 94 3.26E+05 STVLT#PMFVETQAS#QGTLQTR 0 2603 ‐4,0 11.6 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35454:150201

1079.4124 2 timecourse_ATM_combo_8hr 1079.40561 6.29 34.08 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 547.2 100 2.70E+07 AT#QQQHDFT#LT#QTADGR 111.7 2638 78.7 2645 51.6 2647 DNA‐dependent protein kinase catalytic subunit  35451:148481

792.38499 3 combeffx_ATM_PI3Ki 792.38194 3.85 33.94 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQTR.T 64.7 100 4.79E+06 STVLTPMFVETQAS#QGTLQTR 2.3 2612 0,3 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35299:61154

693.28615 3 combeffx_ATM_PI3Ki 693.28406 3.01 33.94 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 21.5 100 2.25E+06 AT#QQQHDFTLT#QTADGR 41.4 2638 13.3 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35298:58851

846.89817 4 timecourse_ATM_combo_8hr 846.89402 4.9 33.91 PRKDC  PRKDC_HUMAN 1 R.S#TVLTPMFVETQASQGTLQTRTQEGSLS#AR.W 10.8 100 1.28E+06 STVLT#PMFVETQASQGTLQTRT#QEGSLSAR 30.5 2603 9.8 2620 ‐8,0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:180500

846.89704 4 combeffx_ATM_comboi 846.89402 3.57 33.91 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 59.5 100 1.49E+07 STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR 9.1 2612 0,8 0 2615 0,5 0 0 DNA‐dependent protein kinase catalytic subunit  35300:83701

1102.20598 3 timecourse_ATM_combo_8hr 1102.20082 4.68 33.67 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRTQEGSLS#AR.W 140.3 100 1.21E+07 STVLTPMFVETQASQGTLQT#RTQEGSLSAR 5.1 2618 0,2 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:182580

845.69508 3 timecourse_ATM_combo_4hr 845.69282 2.67 33.54 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 37.4 94 5.70E+06 STVLT#PMFVET#QAS#QGTLQTR 39.8 2603 28.9 2609 17.6 2612 DNA‐dependent protein kinase catalytic subunit  35453:161191

826.90611 4 timecourse_ATM_combo_8hr 826.90244 4.44 33.3 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQTRTQEGSLSAR.W 63.9 100 5.52E+06 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 15.2 2620 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:182570

892.88251 2 timecourse_ATM_combo_8hr 892.87800 5.05 33.25 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTAD.G 25.2 100 1.23E+06 ATQQQHDFTLT#QTAD 37.4 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:118462

819.04195 3 timecourse_ATM_combo_2hr 819.03738 5.58 33.05 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 25.5 100 2.74E+06 STVLT#PMFVETQAS#QGTLQTR 26 2603 9.6 2612 0,3 0 0 DNA‐dependent protein kinase catalytic subunit  35454:150191

666.63221 3 timecourse_ATM_combo_2hr 666.62861 5.4 32.99 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQTADGR.S 41.8 100 1.07E+06 AT#QQQHDFTLTQTADGR 15.1 2638 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35454:127675

797.71719 3 combeffx_ATM_comboi 797.71358 4.53 32.84 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVETQAS#QGTLQTR.T 37.7 100 1.69E+07 STVLTPM*FVETQAS#QGTLQTR 9.4 2612 ‐3,0 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35300:72121

1076.82975 3 timecourse_ATM_combo_4hr 1076.82256 6.68 32.67 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RTQEGSLSA.R 11.9 100 8.44E+05 STVLTPMFVETQAS#QGTLQTRT#QEGSLSA 23.4 2612 29 2620 0 0 DNA‐dependent protein kinase catalytic subunit  35452:173860

693.28671 3 combeffx_ATM_comboi 693.28406 3.82 32.5 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 117.4 100 1.29E+07 AT#QQQHDFTLT#QTADGR 19.8 2638 20.2 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35301:59887

1079.41241 2 timecourse_ATM_combo_8hr 1079.40561 6.3 32.37 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 471.3 100 5.84E+07 AT#QQQHDFT#LT#QTADGR 121.2 2638 78.7 2645 51.6 2647 DNA‐dependent protein kinase catalytic subunit  35450:146493

819.04205 3 timecourse_ATM_combo_4hr 819.03738 5.7 31.77 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 111.6 100 1.59E+07 STVLT#PMFVETQAS#QGTLQTR 22.9 2603 30 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35453:158081

693.28846 3 timecourse_ATM_combo_8hr 693.28406 6.35 31.72 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 520.6 100 3.38E+07 AT#QQQHDFTLT#QTADGR 42.4 2638 25.8 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35450:140173

1102.20791 3 timecourse_ATM_combo_1hr 1102.20082 6.43 31.63 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQTRTQEGSLSAR.W 32.4 100 2.03E+06 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 8.7 2620 0,6 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35456:179636

826.90689 4 timecourse_ATM_combo_4hr 826.90244 5.38 31.63 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 53.7 100 4.02E+06 STVLTPMFVETQASQGTLQT#RTQEGSLSAR 7.1 2618 0,8 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:174830

845.69944 3 timecourse_ATM_combo_8hr 845.69282 7.83 31.59 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGT#LQTR.T 28.5 100 3.98E+06 STVLTPMFVET#QAS#QGT#LQTR 22.2 2609 20.3 2612 37.2 2615 DNA‐dependent protein kinase catalytic subunit  35451:165170

693.28745 3 combeffx_ATM_comboi 693.28406 4.89 31.45 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 123.6 100 1.84E+07 AT#QQQHDFTLT#QTADGR 46.3 2638 9.6 2647 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35300:65215

1160.84834 3 combeffx_ATM_comboi 1160.84335 4.3 31.37 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVETQASQGT#LQT#RT#QEGSLSAR.W 6.7 100 3.19E+06 STVLTPM*FVETQASQGT#LQT#RTQEGS#LSAR 16.5 2615 17.5 2618 5.3 2624 ‐4,0 DNA‐dependent protein kinase catalytic subunit  35301:76169

666.6326 3 timecourse_ATM_combo_8hr 666.62861 6 31.1 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 563.1 100 2.34E+07 ATQQQHDFTLT#QTADGR 22.9 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:136211

892.88281 2 timecourse_ATM_combo_8hr 892.87800 5.39 30.96 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTAD.G 17.5 100 1.01E+06 ATQQQHDFTLT#QTAD 36.8 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:117260

1076.82941 3 timecourse_ATM_combo_4hr 1076.82256 6.36 30.42 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSA.R 12.8 100 8.86E+05 STVLTPMFVETQAS#QGTLQTRT#QEGSLSA 23.4 2612 10.3 2620 ‐2,0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:177081

792.38676 3 timecourse_ATM_ctrl2 792.38194 6.08 29.98 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QASQGTLQTR.T 42.8 100 1.68E+06 STVLTPMFVET#QASQGTLQTR 15 2609 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35447:144063

693.28779 3 combeffx_ATM_comboi 693.28406 5.38 29.85 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 72.0 100 1.33E+07 ATQQQHDFT#LT#QTADGR 16.4 2645 35 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35300:65245



1079.41173 2 timecourse_ATM_combo_2hr 1079.40561 5.67 29.75 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 99.4 100 4.20E+06 AT#QQQHDFT#LT#QTADGR 123.9 2638 58.5 2645 30.7 2647 DNA‐dependent protein kinase catalytic subunit  35454:138591

870.88945 4 timecourse_ATM_combo_4hr 870.88433 5.88 29.71 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVETQASQGT#LQT#RT#QEGSLSAR.W 8.1 100 1.69E+06 STVLTPM*FVET#QAS#QGTLQTRT#QEGSLSAR 11.4 2609 ‐6,0 20.2 2612 9.6 2620 0,4 DNA‐dependent protein kinase catalytic subunit  35453:180151

819.04275 3 timecourse_ATM_combo_4hr 819.03738 6.56 29.71 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QASQGTLQTR.T 108.0 94 1.27E+07 STVLT#PMFVETQAS#QGTLQTR 20.7 2603 10.2 2612 ‐3,0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:155270

666.63262 3 timecourse_ATM_ctrl1 666.62861 6.02 29.47 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 62.3 100 2.15E+06 ATQQQHDFTLT#QTADGR 16.2 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35448:135590

693.28725 3 timecourse_ATM_combo_2hr 693.28406 4.6 29.41 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 57.7 100 1.87E+06 AT#QQQHDFTLT#QTADGR 27.1 2638 14.7 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35455:133330

1039.42751 2 timecourse_ATM_combo_1hr 1039.42245 4.87 29.05 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 14.3 100 3.73E+05 ATQQQHDFT#LT#QTADGR 42.6 2645 52.8 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35457:143610

693.2877 3 timecourse_ATM_combo_4hr 693.28406 5.25 28.65 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLTQT#ADGR.S 236.3 100 1.15E+07 AT#QQQHDFTLT#QTADGR 55.4 2638 16.2 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35453:139847

1079.41249 2 timecourse_ATM_combo_1hr 1079.40561 6.38 28.43 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 35.5 100 1.92E+06 AT#QQQHDFT#LT#QTADGR 121.2 2638 86.1 2645 43 2647 DNA‐dependent protein kinase catalytic subunit  35456:149065

1079.41106 2 timecourse_ATM_combo_8hr 1079.40561 5.05 28.41 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 466.2 100 5.60E+07 AT#QQQHDFT#LT#QTADGR 131 2638 97.8 2645 48.9 2647 DNA‐dependent protein kinase catalytic subunit  35450:146393

846.89939 4 timecourse_ATM_combo_4hr 846.89402 6.35 28.27 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGS#LSAR.W 7.3 94 7.15E+05 STVLTPMFVETQASQGTLQT#RTQEGS#LSAR 5.1 2618 ‐6,8 7.7 2624 ‐12,0 0 0 DNA‐dependent protein kinase catalytic subunit  35452:175720

846.89878 4 timecourse_ATM_combo_4hr 846.89402 5.62 27.89 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGS#LSAR.W 6.3 94 6.93E+05 STVLTPMFVETQASQGTLQTRT#QEGS#LSAR 10.5 2620 ‐5,0 10.7 2624 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35453:179061

846.89778 4 timecourse_ATM_combo_4hr 846.89402 4.44 27.83 PRKDC  PRKDC_HUMAN 1 R.S#TVLTPMFVETQASQGTLQTRTQEGSLS#AR.W 17.9 94 1.45E+06 STVLT#PMFVETQASQGTLQTRT#QEGSLSAR 40.8 2603 13.5 2620 0 0 DNA‐dependent protein kinase catalytic subunit  35453:179051

1128.86082 3 timecourse_ATM_combo_4hr 1128.85627 4.03 27.79 PRKDC  PRKDC_HUMAN 1 R.S#TVLTPMFVETQASQGTLQTRTQEGSLS#AR.W 50.5 100 4.39E+06 STVLT#PMFVETQASQGTLQTRT#QEGSLSAR 33.5 2603 0 2620 ‐5,0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:179041

1228.0596 2 timecourse_ATM_combo_2hr 1228.05243 5.84 27.7 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QASQGTLQTR.T 7.2 94 3.65E+05 STVLT#PMFVETQAS#QGTLQTR 6.4 2603 ‐4,0 20.9 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35455:150631

1102.20652 3 timecourse_ATM_ctrl2 1102.20082 5.17 27.58 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRTQEGSLS#AR.W 57.4 100 2.60E+06 STVLTPMFVETQASQGT#LQTRTQEGSLSAR 8.7 2615 ‐6,5 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35447:166953

846.89899 4 timecourse_ATM_combo_8hr 846.89402 5.87 27.26 PRKDC  PRKDC_HUMAN 1 R.S#TVLTPMFVETQASQGTLQTRTQEGSLS#AR.W 10.4 94 9.99E+05 STVLT#PMFVETQASQGTLQTRT#QEGSLSAR 16.6 2603 0 2620 ‐11,0 0 0 DNA‐dependent protein kinase catalytic subunit  35451:183390

693.28625 3 combeffx_ATM_PI3Ki 693.28406 3.16 27.21 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 22.1 100 1.87E+06 AT#QQQHDFTLT#QTADGR 23.2 2638 11 2647 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35299:55801

1128.86367 3 timecourse_ATM_ctrl2 1128.85627 6.56 27.03 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 11.7 100 5.32E+05 STVLTPMFVETQAS#QGTLQT#RTQEGSLSAR 22 2612 7 2618 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35446:164452

693.28682 3 combeffx_ATM_comboi 693.28406 3.98 27 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 115.1 100 1.29E+07 AT#QQQHDFTLT#QTADGR 32.2 2638 3 2647 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35301:59897

666.63281 3 timecourse_ATM_combo_8hr 666.62861 6.3 26.9 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LTQTADGR.S 298.0 100 1.47E+07 ATQQQHDFTLT#QTADGR 31.5 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:134563

693.28718 3 combeffx_ATM_comboi 693.28406 4.5 26.87 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQTADGR.S 11.3 94 1.39E+06 AT#QQQHDFT#LTQTADGR 23.6 2638 32.1 2645 0 0 DNA‐dependent protein kinase catalytic subunit  35300:65195

1039.42914 2 timecourse_ATM_combo_8hr 1039.42245 6.44 26.85 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQTADGR.S 334.6 100 1.13E+07 AT#QQQHDFT#LTQTADGR 43.6 2638 42.6 2645 0 0 DNA‐dependent protein kinase catalytic subunit  35450:140183

846.89895 4 timecourse_ATM_combo_8hr 846.89402 5.82 26.53 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 114.0 100 1.22E+07 STVLTPMFVET#QASQGTLQT#RTQEGSLSAR 0 2609 0,6 0 2618 ‐3,6 0 0 DNA‐dependent protein kinase catalytic subunit  35450:180520

826.90693 4 timecourse_ATM_combo_2hr 826.90244 5.43 26.52 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 18.4 100 8.10E+05 STVLTPMFVETQASQGTLQT#RTQEGSLSAR 0 2618 0,8 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35454:167851

1079.41184 2 timecourse_ATM_combo_8hr 1079.40561 5.77 26.51 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 663.2 100 6.66E+07 AT#QQQHDFT#LT#QTADGR 127.6 2638 78.7 2645 51.6 2647 DNA‐dependent protein kinase catalytic subunit  35451:148421

903.35459 2 timecourse_ATM_combo_8hr 903.34903 6.15 25.97 PRKDC  PRKDC_HUMAN 1 M.FVET#QAS#QGT#LQTR.T 3.1 94 2.93E+05 FVET#QAS#QGT#LQTR 84.3 2609 57.8 2612 64.5 2615 DNA‐dependent protein kinase catalytic subunit  35450:119110

845.69949 3 timecourse_ATM_combo_8hr 845.69282 7.89 25.84 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGT#LQTR.T 20.3 94 1.43E+06 STVLTPMFVET#QAS#QGT#LQTR 54.2 2609 45.8 2612 46.7 2615 DNA‐dependent protein kinase catalytic subunit  35450:163010

845.69962 3 timecourse_ATM_combo_8hr 845.69282 8.04 25.79 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGT#LQTR.T 18.7 100 1.53E+06 STVLTPMFVET#QAS#QGT#LQTR 26.9 2609 39.7 2612 31.3 2615 DNA‐dependent protein kinase catalytic subunit  35451:165180

1079.41104 2 timecourse_ATM_combo_1hr 1079.40561 5.03 25.77 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 42.5 100 1.96E+06 AT#QQQHDFT#LT#QTADGR 126.7 2638 78.7 2645 51.6 2647 DNA‐dependent protein kinase catalytic subunit  35457:148975

804.3271 2 timecourse_ATM_combo_4hr 804.32401 3.84 25.75 PRKDC  PRKDC_HUMAN 2 K.QMFLT#QTDTGDDR.V 6.1 100 3.45E+05 QMFLT#QTDTGDDR 33.7 398 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:99912

1079.411 2 timecourse_ATM_combo_4hr 1079.40561 5 25.71 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 416.9 100 2.33E+07 AT#QQQHDFT#LT#QTADGR 127.5 2638 58.5 2645 36.8 2647 DNA‐dependent protein kinase catalytic subunit  35453:145277

1079.4127 2 timecourse_ATM_combo_8hr 1079.40561 6.57 25.71 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 11.5 100 5.51E+05 AT#QQQHDFT#LT#QTADGR 99 2638 58.5 2645 42.6 2647 DNA‐dependent protein kinase catalytic subunit  35450:146513

666.63131 3 combeffx_ATM_MEKi 666.62861 4.05 25.7 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFTLT#QTADGR.S 13.5 100 7.15E+05 ATQQQHDFTLT#QTADGR 21.8 2647 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35297:45152

1039.42739 2 timecourse_ATM_combo_2hr 1039.42245 4.75 25.59 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 9.9 100 2.47E+05 AT#QQQHDFTLT#QTADGR 42.6 2638 37.4 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35455:133350

1228.05972 2 timecourse_ATM_combo_2hr 1228.05243 5.94 25.53 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 9.0 94 4.19E+05 STVLTPMFVET#QAS#QGTLQTR 45 2609 29.6 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35455:150641

819.04137 3 timecourse_ATM_combo_8hr 819.03738 4.88 25.48 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGTLQTR.T 84.0 100 1.04E+07 STVLT#PMFVETQAS#QGTLQTR 30.6 2603 20.9 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35450:159560

1134.19246 3 timecourse_ATM_combo_4hr 1134.18790 4.02 25.23 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVETQASQGT#LQT#RTQEGSLSAR.W 9.8 100 1.65E+06 STVLTPM*FVETQASQGT#LQTRT#QEGSLSAR 0 2615 ‐6,0 0 2620 ‐11,0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:179251

693.28726 3 timecourse_ATM_combo_4hr 693.28406 4.62 25.14 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQTADGR.S 521.8 100 2.04E+07 AT#QQQHDFT#LTQTADGR 22.2 2638 29.9 2645 0 0 DNA‐dependent protein kinase catalytic subunit  35453:139827

693.28799 3 timecourse_ATM_combo_4hr 693.28406 5.67 24.82 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 215.6 100 1.11E+07 AT#QQQHDFTLT#QTADGR 38.8 2638 13.3 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35452:137127

885.7367 3 timecourse_ATM_combo_4hr 885.73189 5.43 24.45 PRKDC  PRKDC_HUMAN 1 M.FVETQASQGTLQT#RT#QEGSLSAR.W 33.1 100 1.58E+06 FVETQAS#QGTLQTRT#QEGSLSAR 1.7 2612 0,3 11 2620 ‐2,0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:165631

866.88951 4 combeffx_ATM_comboi 866.88560 4.51 24.27 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQT#RTQEGSLSAR.W 29.6 94 8.57E+06 STVLTPMFVETQAS#QGTLQTRT#QEGS#LSAR 6 2612 ‐3,0 6.9 2620 ‐2,0 7.7 2624 0,2 DNA‐dependent protein kinase catalytic subunit  35300:84071

846.89713 4 combeffx_ATM_comboi 846.89402 3.67 23.99 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQTRTQEGSLSAR.W 65.3 100 9.96E+06 STVLTPMFVET#QASQGTLQT#RTQEGSLSAR 0 2609 0,11 0 2618 ‐3,6 0 0 DNA‐dependent protein kinase catalytic subunit  35301:75859

1236.05727 2 timecourse_ATM_combo_8hr 1236.04989 5.97 23.94 PRKDC  PRKDC_HUMAN 1 R.STVLTPM*FVET#QAS#QGTLQTR.T 9.3 100 7.30E+05 STVLTPM*FVET#QAS#QGTLQTR 40.6 2609 30.7 2612 0 0 DNA‐dependent protein kinase catalytic subunit  35451:162440

719.94364 3 timecourse_ATM_combo_8hr 719.93950 5.75 23.8 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQT#ADGR.S 59.1 100 4.45E+06 AT#QQQHDFT#LT#QTADGR 32.6 2638 28.2 2645 12.2 2647 0,2 DNA‐dependent protein kinase catalytic subunit  35451:148411

1155.51574 3 combeffx_ATM_PI3Ki 1155.51171 3.49 23.36 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGT#LQTRTQEGSLSAR.W 7.0 94 9.74E+05 STVLT#PMFVETQAS#QGTLQTRTQEGS#LSAR 18.8 2603 20.6 2612 8 2624 ‐6,2 DNA‐dependent protein kinase catalytic subunit  35298:74146

693.28791 3 timecourse_ATM_combo_4hr 693.28406 5.55 23.32 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQTADGR.S 488.9 100 2.11E+07 AT#QQQHDFT#LTQTADGR 36 2638 22.9 2645 0 0 DNA‐dependent protein kinase catalytic subunit  35452:137107

885.73763 3 timecourse_ATM_combo_8hr 885.73189 6.48 23.2 PRKDC  PRKDC_HUMAN 1 M.FVETQASQGT#LQT#RTQEGSLSAR.W 49.2 100 2.89E+06 FVETQAS#QGTLQTRT#QEGSLSAR 0 2612 0,3 10.4 2620 ‐2,0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:167560

719.94362 3 timecourse_ATM_combo_8hr 719.93950 5.72 22.86 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 6.9 94 1.62E+06 AT#QQQHDFT#LT#QTADGR 28.7 2638 36.6 2645 16.2 2647 DNA‐dependent protein kinase catalytic subunit  35450:146443

1155.51838 3 timecourse_ATM_combo_4hr 1155.51171 5.77 22.34 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGT#LQT#RTQEGSLSAR.W 91.1 100 5.59E+06 STVLTPMFVET#QAS#QGTLQTRTQEGS#LSAR 7.6 2609 0,9 4.5 2612 0,14 5.8 2624 ‐4,0 DNA‐dependent protein kinase catalytic subunit  35453:180021

693.28795 3 timecourse_ATM_combo_4hr 693.28406 5.61 22.23 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 487.7 100 2.01E+07 ATQQQHDFT#LT#QTADGR 22.2 2645 34.5 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35452:137117

719.94272 3 combeffx_ATM_comboi 719.93950 4.47 22.05 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 40.0 100 1.61E+07 AT#QQQHDFT#LT#QTADGR 34.7 2638 37.7 2645 10.4 2647 0,2 DNA‐dependent protein kinase catalytic subunit  35300:67521

1079.41127 2 timecourse_ATM_combo_4hr 1079.40561 5.24 22.01 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 23.5 100 2.29E+06 AT#QQQHDFT#LT#QTADGR 68.5 2638 58.5 2645 30.7 2647 DNA‐dependent protein kinase catalytic subunit  35452:142810

1079.41016 2 timecourse_ATM_combo_4hr 1079.40561 4.22 21.98 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 426.6 100 2.39E+07 AT#QQQHDFT#LT#QTADGR 92.2 2638 78.7 2645 51.6 2647 DNA‐dependent protein kinase catalytic subunit  35453:145237

866.89021 4 timecourse_ATM_combo_4hr 866.88560 5.32 21.9 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGT#LQTRTQEGSLSAR.W 19.1 94 1.13E+06 STVLT#PMFVETQAS#QGTLQTRT#QEGSLSAR 32.6 2603 12.8 2612 0,6 1.7 2620 ‐5,0 DNA‐dependent protein kinase catalytic subunit  35453:179991

693.28733 3 combeffx_ATM_comboi 693.28406 4.72 21.62 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 66.8 100 9.54E+06 ATQQQHDFT#LT#QTADGR 29.1 2645 25.8 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35301:59927

693.28771 3 timecourse_ATM_combo_2hr 693.28406 5.26 21.28 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 176.1 100 4.65E+06 ATQQQHDFT#LT#QTADGR 29.1 2645 34.5 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35455:133360

845.69824 3 timecourse_ATM_combo_4hr 845.69282 6.41 21.14 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 11.1 94 8.47E+05 STVLT#PMFVET#QAS#QGTLQTR 28.3 2603 19 2609 6 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35453:161211

885.73744 3 timecourse_ATM_combo_8hr 885.73189 6.27 21.13 PRKDC  PRKDC_HUMAN 1 M.FVETQASQGTLQT#RT#QEGSLSAR.W 68.5 100 3.17E+06 FVETQAS#QGTLQTRT#QEGSLSAR 0 2612 0,3 18.3 2620 0 0 DNA‐dependent protein kinase catalytic subunit  35451:169670

693.28764 3 timecourse_ATM_combo_2hr 693.28406 5.16 20.93 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQTADGR.S 18.1 100 4.00E+05 AT#QQQHDFT#LTQTADGR 21.2 2638 16.2 2645 0 0 DNA‐dependent protein kinase catalytic subunit  35454:133125

1102.20648 3 timecourse_ATM_combo_4hr 1102.20082 5.14 20.74 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGTLQTRT#QEGSLSAR.W 124.1 100 8.16E+06 STVLTPMFVETQASQGTLQTRT#QEGSLSAR 22.3 2620 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35453:178121

693.28795 3 timecourse_ATM_combo_8hr 693.28406 5.61 20.74 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 102.0 100 5.78E+06 AT#QQQHDFTLT#QTADGR 23.4 2638 24.1 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35451:142131

693.28805 3 timecourse_ATM_combo_2hr 693.28406 5.76 20.72 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 187.0 100 4.78E+06 ATQQQHDFT#LT#QTADGR 19 2645 34.5 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35454:133165

866.89104 4 timecourse_ATM_combo_2hr 866.88560 6.28 20.69 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVET#QAS#QGT#LQTRTQEGSLSAR.W 12.3 100 1.08E+06 STVLT#PMFVETQAS#QGTLQTRT#QEGSLSAR 15.6 2603 8.7 2612 0,6 23.1 2620 DNA‐dependent protein kinase catalytic subunit  35455:170911

1155.51884 3 timecourse_ATM_combo_4hr 1155.51171 6.17 20.64 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RT#QEGSLSAR.W 94.8 94 1.02E+07 STVLTPMFVET#QASQGTLQT#RTQEGS#LSAR 26 2609 8.1 2618 0,2 9.6 2624 0,2 DNA‐dependent protein kinase catalytic subunit  35452:176500

719.94375 3 timecourse_ATM_combo_1hr 719.93950 5.9 20.49 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 141.4 100 1.00E+07 AT#QQQHDFT#LT#QTADGR 33.7 2638 30.6 2645 10.4 2647 0,2 DNA‐dependent protein kinase catalytic subunit  35456:149055

719.94366 3 timecourse_ATM_combo_4hr 719.93950 5.78 20.18 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 1257.0 100 1.03E+08 AT#QQQHDFT#LT#QTADGR 51.8 2638 53.8 2645 23.6 2647 DNA‐dependent protein kinase catalytic subunit  35452:142850

846.89858 4 timecourse_ATM_combo_4hr 846.89402 5.38 19.82 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQASQGT#LQT#RTQEGSLSAR.W 130.6 100 1.05E+07 STVLTPMFVETQAS#QGTLQT#RTQEGSLSAR 12.1 2612 0,3 0 2618 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35452:175700

693.28758 3 combeffx_ATM_comboi 693.28406 5.08 19.81 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 71.1 100 1.33E+07 ATQQQHDFT#LT#QTADGR 28.4 2645 28.3 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35300:65225

1079.411 2 timecourse_ATM_combo_4hr 1079.40561 4.99 19.68 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 309.0 100 2.28E+07 AT#QQQHDFT#LT#QTADGR 143.7 2638 78.7 2645 51.6 2647 DNA‐dependent protein kinase catalytic subunit  35452:142780

1079.4113 2 timecourse_ATM_combo_2hr 1079.40561 5.27 19.55 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 150.7 100 3.95E+06 AT#QQQHDFT#LT#QTADGR 97.6 2638 65 2645 42.6 2647 DNA‐dependent protein kinase catalytic subunit  35455:138537

693.2872 3 combeffx_ATM_comboi 693.28406 4.53 19.55 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTADGR.S 68.3 100 9.54E+06 ATQQQHDFT#LT#QTADGR 17.2 2645 44.3 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35301:59907

693.28787 3 timecourse_ATM_combo_8hr 693.28406 5.5 19.5 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQTADGR.S 1076.8 100 5.23E+07 AT#QQQHDFT#LTQTADGR 26 2638 23.6 2645 0 0 DNA‐dependent protein kinase catalytic subunit  35451:142111

1079.41148 2 timecourse_ATM_combo_4hr 1079.40561 5.44 19.36 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 118.7 100 4.68E+06 AT#QQQHDFT#LT#QTADGR 72 2638 39.8 2645 30.7 2647 DNA‐dependent protein kinase catalytic subunit  35453:145307

1079.41104 2 timecourse_ATM_combo_8hr 1079.40561 5.03 19.19 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 640.1 100 5.39E+07 AT#QQQHDFT#LT#QTADGR 97.6 2638 78.7 2645 51.6 2647 DNA‐dependent protein kinase catalytic subunit  35451:148361

693.28673 3 timecourse_ATM_combo_2hr 693.28406 3.85 19.12 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQTADGR.S 16.5 94 3.59E+05 AT#QQQHDFT#LTQTADGR 16.1 2638 22.9 2645 0 0 DNA‐dependent protein kinase catalytic subunit  35455:133320

693.28719 3 timecourse_ATM_combo_1hr 693.28406 4.51 18.87 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFTLT#QTADGR.S 22.3 100 1.11E+06 AT#QQQHDFTLT#QTADGR 30.3 2638 6.8 2647 0,2 0 0 DNA‐dependent protein kinase catalytic subunit  35457:143600

845.69738 3 timecourse_ATM_combo_8hr 845.69282 5.39 18.82 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 35.2 100 3.25E+06 STVLT#PMFVET#QAS#QGTLQTR 15.8 2603 12.7 2609 0,6 8 2612 0,3 DNA‐dependent protein kinase catalytic subunit  35451:165120

1079.41209 2 timecourse_ATM_combo_8hr 1079.40561 6 18.69 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 4.4 94 9.28E+05 AT#QQQHDFT#LT#QTADGR 74.3 2638 44.3 2645 24.8 2647 DNA‐dependent protein kinase catalytic subunit  35450:146453

719.94316 3 timecourse_ATM_combo_4hr 719.93950 5.08 18.43 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 1246.3 100 8.42E+07 AT#QQQHDFT#LT#QTADGR 74.8 2638 79.9 2645 34.5 2647 DNA‐dependent protein kinase catalytic subunit  35452:142800

1128.86062 3 timecourse_ATM_combo_2hr 1128.85627 3.86 18.42 PRKDC  PRKDC_HUMAN 1 R.S#TVLTPMFVETQASQGTLQTRTQEGSLS#AR.W 10.9 100 5.85E+05 STVLT#PMFVETQASQGT#LQTRTQEGSLSAR 17.5 2603 20.1 2615 0 0 DNA‐dependent protein kinase catalytic subunit  35455:170141

932.8675 2 timecourse_ATM_combo_8hr 932.86116 6.81 17.92 PRKDC  PRKDC_HUMAN 1 R.ATQQQHDFT#LT#QTAD.G 6.9 100 3.99E+05 ATQQQHDFT#LT#QTAD 41.2 2645 37.4 2647 0 0 DNA‐dependent protein kinase catalytic subunit  35450:123758

1079.41133 2 timecourse_ATM_combo_2hr 1079.40561 5.3 17.75 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 126.0 100 3.96E+06 AT#QQQHDFT#LT#QTADGR 92.2 2638 76.7 2645 48.9 2647 DNA‐dependent protein kinase catalytic subunit  35455:138547

1079.41175 2 timecourse_ATM_combo_8hr 1079.40561 5.69 17.29 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 33.2 100 3.29E+06 AT#QQQHDFT#LT#QTADGR 68.6 2638 49 2645 30.7 2647 DNA‐dependent protein kinase catalytic subunit  35451:148401

1110.02518 2 timecourse_ATM_combo_8hr 1110.01872 5.82 16.27 PRKDC  PRKDC_HUMAN 1 R.STVLTPMFVETQAS#QGTLQT.R 17.7 100 1.38E+06 STVLTPMFVETQAS#QGTLQT 5.9 2612 ‐3,0 0 0 0 0 DNA‐dependent protein kinase catalytic subunit  35450:149380

1268.04389 2 timecourse_ATM_combo_8hr 1268.03560 6.54 16.13 PRKDC  PRKDC_HUMAN 1 R.STVLT#PMFVET#QAS#QGTLQTR.T 20.5 100 2.48E+06 STVLT#PMFVET#QAS#QGTLQTR 0 2603 ‐3,0 22.2 2609 27.7 2612 DNA‐dependent protein kinase catalytic subunit  35450:162980

719.94375 3 timecourse_ATM_combo_2hr 719.93950 5.9 15.52 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LT#QTADGR.S 145.2 100 6.08E+06 AT#QQQHDFT#LT#QTADGR 27.4 2638 23.7 2645 6 2647 0,2 DNA‐dependent protein kinase catalytic subunit  35454:138601

719.94389 3 timecourse_ATM_combo_8hr 719.93950 6.1 14.99 PRKDC  PRKDC_HUMAN 1 R.AT#QQQHDFT#LTQT#ADGR.S 410.5 94 9.07E+06 AT#QQQHDFT#LT#QTADGR 41.4 2638 36.5 2645 12.2 2647 0,2 DNA‐dependent protein kinase catalytic subunit  35451:148461

678.96803 3 combeffx_ATM_comboi 678.96498 4.49 33.18 PRKRIR  P52K_HUMAN 2 R.AHQGNLES#QLTSESYYK.E 19.0 100 2.21E+06 AHQGNLES#QLTSESYYK 57.7 566 0 0 0 0 52 kDa repressor of the inhibitor of the protein kinase  35301:58594

678.96796 3 combeffx_ATM_comboi 678.96498 4.39 25.03 PRKRIR  P52K_HUMAN 2 R.AHQGNLES#QLTSESYYK.E 16.7 100 2.99E+06 AHQGNLES#QLTSESYYK 52.6 566 0 0 0 0 52 kDa repressor of the inhibitor of the protein kinase  35300:63903

731.00272 3 timecourse_ATM_combo_8hr 730.99869 5.51 24.85 PRKRIR  P52K_HUMAN 2 R.RAHQGNLESQLT#SESYYK.E 4.7 94 2.28E+05 RAHQGNLES#QLTSESYYK 28.4 566 0 0 0 0 52 kDa repressor of the inhibitor of the protein kinase  35451:150080

562.26218 3 timecourse_ATM_combo_8hr 562.25984 4.16 55.81 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 416.3 100 7.56E+06 RRS#QSIEQESQEK 32.1 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35451:109465

562.26334 3 timecourse_ATM_combo_2hr 562.25984 6.24 54.24 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 1433.8 100 1.33E+07 RRS#QSIEQESQEK 21.8 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35454:102686

562.26335 3 timecourse_ATM_ctrl1 562.25984 6.24 51.72 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 754.0 100 1.21E+07 RRS#QSIEQESQEK 15 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35448:109288

842.89143 2 timecourse_ATM_ctrl2 842.88612 6.3 49.83 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 228.4 100 1.50E+06 RRS#QSIEQESQEK 30.8 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35447:97405

842.8905 2 timecourse_ATM_combo_2hr 842.88612 5.2 48.96 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 86.8 100 9.45E+05 RRS#QSIEQESQEK 45.7 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35455:102329

842.8899 2 timecourse_ATM_ctrl1 842.88612 4.48 48.85 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 199.8 100 1.98E+06 RRS#QSIEQESQEK 45.7 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35449:110915

562.26156 3 combeffx_ATM_ctrl 562.25984 3.06 48.45 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 82.7 100 2.20E+06 RRS#QSIEQESQEK 18.3 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35294:48471

686.78798 2 timecourse_ATM_combo_4hr 686.78502 4.31 47.25 PRPF38B  PR38B_HUMAN 0 R.SQSIEQES#QEK.Q 10.9 100 2.84E+05 SQSIEQES#QEK 113.2 534 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35452:71909

842.89019 2 timecourse_ATM_combo_1hr 842.88612 4.83 46.73 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 430.7 100 3.77E+06 RRS#QSIEQESQEK 17 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35457:110325

842.88975 2 timecourse_ATM_combo_8hr 842.88612 4.31 46.22 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 81.2 100 1.30E+06 RRS#QSIEQESQEK 30.8 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35451:109475

842.89086 2 timecourse_ATM_combo_1hr 842.88612 5.62 45.16 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 219.2 100 2.78E+06 RRS#QSIEQESQEK 30.8 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35456:110567

686.78758 2 timecourse_ATM_combo_8hr 686.78502 3.73 44.26 PRPF38B  PR38B_HUMAN 0 R.SQSIEQES#QEK.Q 94.5 100 1.57E+06 SQSIEQES#QEK 107.6 534 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35450:73627

686.7879 2 timecourse_ATM_combo_8hr 686.78502 4.19 43.97 PRPF38B  PR38B_HUMAN 0 R.SQSIEQES#QEK.Q 73.6 100 1.56E+06 SQSIEQES#QEK 114.3 534 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35451:74167

562.26201 3 timecourse_ATM_combo_8hr 562.25984 3.86 43.32 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 757.6 100 1.13E+07 RRS#QSIEQESQEK 28.3 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35450:108467

562.2626 3 timecourse_ATM_combo_4hr 562.25984 4.91 43.02 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 970.6 100 1.23E+07 RRS#QSIEQESQEK 37.2 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35453:108102

842.89037 2 timecourse_ATM_combo_4hr 842.88612 5.04 39.52 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 154.3 100 1.51E+06 RRS#QSIEQESQEK 17 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35452:106111

842.89152 2 timecourse_ATM_ctrl1 842.88612 6.41 38.91 PRPF38B  PR38B_HUMAN 0 R.RRSQS#IEQESQEK.Q 119.0 100 1.51E+06 RRS#QSIEQESQEK 33.7 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35448:109298

686.78852 2 timecourse_ATM_combo_2hr 686.78502 5.11 38.87 PRPF38B  PR38B_HUMAN 0 R.SQSIEQES#QEK.Q 12.3 92 8.94E+04 SQSIEQES#QEK 72.2 534 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35454:70201

562.26271 3 timecourse_ATM_combo_1hr 562.25984 5.1 38.47 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 1978.4 100 1.06E+07 RRS#QSIEQESQEK 31.5 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35457:110345

686.78841 2 timecourse_ATM_combo_4hr 686.78502 4.94 38.44 PRPF38B  PR38B_HUMAN 0 R.SQSIEQES#QEK.Q 21.4 100 3.47E+05 SQSIEQES#QEK 93.1 534 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35453:73559

842.89159 2 timecourse_ATM_ctrl2 842.88612 6.49 37.87 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 94.8 100 7.95E+05 RRS#QSIEQESQEK 30.8 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35446:95695

882.87267 2 timecourse_ATM_ctrl1 882.86928 3.84 35.06 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQESQEK.Q 176.2 100 1.82E+06 RRS#QS#IEQESQEK 63.1 527 74.3 529 0 0 Pre‐mRNA‐splicing factor 38B  35448:116481

562.26296 3 timecourse_ATM_combo_1hr 562.25984 5.55 34.79 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 1252.0 100 1.94E+07 RRS#QSIEQESQEK 24.1 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35456:110547

562.26288 3 timecourse_ATM_combo_4hr 562.25984 5.41 33.31 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 885.3 100 1.08E+07 RRS#QSIEQESQEK 31.5 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35452:106121

882.87301 2 timecourse_ATM_ctrl2 882.86928 4.22 32.95 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQESQEK.Q 103.2 100 9.34E+05 RRS#QS#IEQESQEK 63.4 527 72.2 529 0 0 Pre‐mRNA‐splicing factor 38B  35446:102527

562.26337 3 timecourse_ATM_ctrl2 562.25984 6.28 31.95 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 1226.9 100 1.16E+07 RRS#QSIEQESQEK 24.1 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35447:97395

562.26245 3 combeffx_ATM_MEKi 562.25984 4.64 30.89 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 49.5 100 7.05E+05 RRS#QSIEQESQEK 10.4 527 0,2 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35297:36843

882.87416 2 timecourse_ATM_combo_4hr 882.86928 5.53 30.67 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQES#QEK.Q 137.0 100 1.35E+06 RRS#QSIEQES#QEK 24.8 527 80.7 534 0 0 Pre‐mRNA‐splicing factor 38B  35452:113073

882.87219 2 timecourse_ATM_combo_2hr 882.86928 3.3 30.66 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQESQEK.Q 164.4 100 1.15E+06 RRS#QS#IEQESQEK 52.9 527 63.9 529 0 0 Pre‐mRNA‐splicing factor 38B  35455:109145

842.89005 2 timecourse_ATM_combo_4hr 842.88612 4.66 30.48 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 195.0 100 1.78E+06 RRS#QSIEQESQEK 28.5 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35453:108092

882.87325 2 timecourse_ATM_combo_8hr 882.86928 4.51 30.2 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQES#QEK.Q 67.9 94 9.20E+05 RRS#QSIEQES#QEK 26.5 527 53.9 534 0 0 Pre‐mRNA‐splicing factor 38B  35450:115380

882.87261 2 timecourse_ATM_combo_1hr 882.86928 3.77 29.65 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQESQEK.Q 182.0 100 2.02E+06 RRS#QS#IEQESQEK 52.9 527 37.1 529 0 0 Pre‐mRNA‐splicing factor 38B  35456:117951

562.26263 3 timecourse_ATM_combo_2hr 562.25984 4.96 29.01 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 526.4 100 8.71E+06 RRS#QSIEQESQEK 37.2 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35455:102319

882.87098 2 timecourse_ATM_ctrl1 882.86928 1.93 27.43 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQESQEK.Q 244.1 100 2.07E+06 RRS#QS#IEQESQEK 66.7 527 53.9 529 0 0 Pre‐mRNA‐splicing factor 38B  35449:118301

842.8893 2 timecourse_ATM_combo_8hr 842.88612 3.77 25.33 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 129.6 100 1.71E+06 RRS#QSIEQESQEK 30.8 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35450:108457

588.91849 3 timecourse_ATM_combo_4hr 588.91528 5.45 24.41 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQES#QEK.Q 316.1 100 6.53E+06 RRS#QSIEQES#QEK 12.2 527 0,2 68.6 534 0 0 Pre‐mRNA‐splicing factor 38B  35452:113063

588.91774 3 timecourse_ATM_ctrl2 588.91528 4.18 22.8 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQESQEK.Q 291.9 100 4.52E+06 RRS#QS#IEQESQEK 103.8 527 90.8 529 0 0 Pre‐mRNA‐splicing factor 38B  35446:102517

588.91865 3 timecourse_ATM_combo_2hr 588.91528 5.72 22.22 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQES#QEK.Q 477.5 100 6.00E+06 RRS#QSIEQES#QEK 15 527 58.1 534 0 0 Pre‐mRNA‐splicing factor 38B  35455:109155

882.8726 2 timecourse_ATM_ctrl2 882.86928 3.76 21.86 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQESQEK.Q 133.2 100 1.06E+06 RRS#QS#IEQESQEK 47.2 527 53.9 529 0 0 Pre‐mRNA‐splicing factor 38B  35447:104516

882.8713 2 timecourse_ATM_combo_1hr 882.86928 2.29 21.72 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQESQEK.Q 176.7 100 1.84E+06 RRS#QS#IEQESQEK 63.1 527 74.3 529 0 0 Pre‐mRNA‐splicing factor 38B  35457:117572

922.85729 2 timecourse_ATM_combo_8hr 922.85245 5.24 21.13 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQES#QEK.Q 306.2 100 3.29E+06 RRS#QS#IEQES#QEK 1000 527 0 529 0 534 Pre‐mRNA‐splicing factor 38B  35450:122388

922.8574 2 timecourse_ATM_combo_8hr 922.85245 5.36 20.89 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQES#QEK.Q 212.9 100 3.14E+06 RRS#QS#IEQES#QEK 1000 527 0 529 0 534 Pre‐mRNA‐splicing factor 38B  35451:123690

726.77208 2 timecourse_ATM_combo_8hr 726.76818 5.37 20.1 PRPF38B  PR38B_HUMAN 0 R.S#QSIEQES#QEK.Q 16.4 94 5.07E+05 S#QSIEQES#QEK 33.7 527 89.3 534 0 0 Pre‐mRNA‐splicing factor 38B  35450:82949

588.91748 3 timecourse_ATM_ctrl1 588.91528 3.74 19.32 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQESQEK.Q 521.0 100 8.25E+06 RRS#QS#IEQESQEK 123.9 527 97.6 529 0 0 Pre‐mRNA‐splicing factor 38B  35448:116471

562.26327 3 timecourse_ATM_ctrl1 562.25984 6.1 18.81 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQESQEK.Q 5.5 94 1.49E+04 RRS#QSIEQESQEK 18.3 527 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35448:109278

588.91868 3 timecourse_ATM_combo_8hr 588.91528 5.77 17.73 PRPF38B  PR38B_HUMAN 0 R.RRS#QSIEQES#QEK.Q 220.0 100 8.47E+06 RRSQS#IEQES#QEK 12.2 529 ‐2,0 50.9 534 0 0 Pre‐mRNA‐splicing factor 38B  35451:116522

922.859 2 timecourse_ATM_ctrl1 922.85245 7.1 15.84 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQES#QEK.Q 26.1 100 2.96E+05 RRS#QS#IEQES#QEK 1000 527 0 529 0 534 Pre‐mRNA‐splicing factor 38B  35448:123357

922.85689 2 timecourse_ATM_combo_1hr 922.85245 4.81 15.33 PRPF38B  PR38B_HUMAN 0 R.RRS#QS#IEQES#QEK.Q 39.4 100 4.22E+05 RRS#QS#IEQES#QEK 1000 527 0 529 0 534 Pre‐mRNA‐splicing factor 38B  35457:124756

562.26299 3 timecourse_ATM_combo_1hr 562.25984 5.6 14.76 PRPF38B  PR38B_HUMAN 0 R.RRSQS#IEQESQEK.Q 1141.5 100 1.94E+07 RRSQS#IEQESQEK 4.9 529 ‐2,0 0 0 0 0 Pre‐mRNA‐splicing factor 38B  35456:110557

993.90534 2 timecourse_ATM_combo_8hr 993.89982 5.55 61.41 PRPF4B  PRP4B_HUMAN 2 K.SINEENGEVSEDQS#QNK.H 14.3 100 1.85E+05 SINEENGEVSEDQS#QNK 54.6 36 0 0 0 0 Serine/threonine‐protein kinase PRP4 homolog  35451:135491

993.90537 2 timecourse_ATM_combo_8hr 993.89982 5.58 55.84 PRPF4B  PRP4B_HUMAN 2 K.SINEENGEVSEDQS#QNK.H 13.1 100 1.64E+05 SINEENGEVSEDQS#QNK 97.8 36 0 0 0 0 Serine/threonine‐protein kinase PRP4 homolog  35450:133873

993.90475 2 timecourse_ATM_combo_4hr 993.89982 4.96 36.69 PRPF4B  PRP4B_HUMAN 2 K.SINEENGEVSEDQS#QNK.H 6.2 100 5.80E+04 SINEENGEVSEDQS#QNK 62.6 36 0 0 0 0 Serine/threonine‐protein kinase PRP4 homolog  35453:133355

816.32676 3 timecourse_ATM_ctrl2 816.32177 6.11 26.65 PRPF4B  PRP4B_HUMAN 2 K.SINEENGEVS#EDQS#QNKHSR.H 12.3 100 1.11E+05 SINEENGEVS#EDQS#QNKHSR 25.2 32 3.4 36 0,5 0 0 Serine/threonine‐protein kinase PRP4 homolog  35446:144312

1033.88953 2 timecourse_ATM_combo_8hr 1033.88299 6.33 24.7 PRPF4B  PRP4B_HUMAN 2 K.SINEENGEVS#EDQS#QNK.H 13.0 100 2.51E+05 SINEENGEVS#EDQS#QNK 71.1 32 97.6 36 0 0 Serine/threonine‐protein kinase PRP4 homolog  35451:141351

589.59132 3 timecourse_ATM_combo_8hr 589.58909 3.78 24.66 PRPF4B  PRP4B_HUMAN 2 K.HNLMTVEQNNGSS#QK.K 7.7 100 4.07E+05 HNLMTVEQNNGSS#QK 17 623 0 0 0 0 Serine/threonine‐protein kinase PRP4 homolog  35451:116682

809.35594 3 timecourse_ATM_combo_8hr 809.35136 5.66 61.33 PRPF8  PRP8_HUMAN 2 K.HGDEIITSTTSNYET#QTFSSK.T 22.3 100 2.25E+06 HGDEIITSTTSNYET#QTFSSK 35 2064 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35450:158080

812.89061 2 timecourse_ATM_combo_8hr 812.88814 3.04 60.79 PRPF8  PRP8_HUMAN 2 K.NNVNVASLT#QSEIR.D 11.9 100 6.96E+05 NNVNVASLT#QSEIR 24.8 2003 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35451:102969

809.35457 3 combeffx_ATM_comboi 809.35136 3.97 59.84 PRPF8  PRP8_HUMAN 2 K.HGDEIITSTTSNYETQT#FSSK.T 29.5 100 3.00E+06 HGDEIITSTTSNYET#QTFSSK 40.3 2064 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35301:66649

809.35496 3 combeffx_ATM_comboi 809.35136 4.45 58.57 PRPF8  PRP8_HUMAN 2 K.HGDEIITSTTSNYET#QTFSSK.T 33.1 100 4.56E+06 HGDEIITSTTSNYET#QTFSSK 34.5 2064 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35300:72851

809.35628 3 timecourse_ATM_combo_8hr 809.35136 6.08 49.68 PRPF8  PRP8_HUMAN 2 K.HGDEIITSTTSNYET#QTFSSK.T 26.0 100 2.14E+06 HGDEIITSTTSNYET#QTFSSK 31.3 2064 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35451:160120

671.8073 2 timecourse_ATM_combo_4hr 671.80356 5.57 47.99 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 28.3 100 4.35E+05 EQSQLTAT#QTR 24.8 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35453:69974

671.80781 2 timecourse_ATM_combo_2hr 671.80356 6.33 47.77 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 37.7 100 6.19E+05 EQS#QLTATQTR 27 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35454:66961

671.8082 2 combeffx_ATM_comboi 671.80356 6.91 46.79 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 29.6 100 2.52E+06 EQS#QLTATQTR 38.7 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35300:30222

671.80711 2 timecourse_ATM_ctrl1 671.80356 5.28 46.54 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 32.0 94 5.23E+05 EQS#QLTATQTR 27 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35449:71938

671.80771 2 combeffx_ATM_comboi 671.80356 6.18 46.45 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 25.7 94 1.70E+06 EQS#QLTATQTR 24.2 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35301:27956

671.80803 2 timecourse_ATM_combo_2hr 671.80356 6.65 45.04 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 10.6 100 1.25E+05 EQSQLTAT#QTR 30.8 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35454:66971

671.80758 2 timecourse_ATM_ctrl2 671.80356 5.98 43.63 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 35.8 94 4.81E+05 EQS#QLTATQTR 27 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35447:61915

671.80803 2 combeffx_ATM_comboi 671.80356 6.65 43.58 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 12.7 100 1.32E+06 EQS#QLTATQTR 24.2 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35300:30202

671.80764 2 timecourse_ATM_combo_8hr 671.80356 6.07 43.34 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 59.3 100 1.28E+06 EQSQLTAT#QTR 21.3 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35451:70616

671.80734 2 timecourse_ATM_combo_4hr 671.80356 5.64 43.2 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 31.2 100 4.32E+05 EQSQLTAT#QTR 33.7 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35452:68453

671.80678 2 timecourse_ATM_combo_1hr 671.80356 4.79 42.89 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 13.3 100 1.93E+05 EQSQLTAT#QTR 18.9 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35457:71320

671.80732 2 combeffx_ATM_comboi 671.80356 5.61 42.55 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 28.4 100 1.31E+06 EQSQLTAT#QTR 33.7 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35300:30192

671.8072 2 combeffx_ATM_PI3Ki 671.80356 5.42 40 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 23.5 100 5.72E+05 EQS#QLTATQTR 31.9 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35298:27562

671.80681 2 combeffx_ATM_comboi 671.80356 4.84 39.91 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 27.1 94 8.56E+05 EQSQLTAT#QTR 30.8 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35301:27946

671.80703 2 timecourse_ATM_ctrl1 671.80356 5.17 39.58 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 17.3 100 2.48E+05 EQSQLTAT#QTR 28.5 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35449:71928

671.80771 2 timecourse_ATM_ctrl1 671.80356 6.18 39.42 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 18.4 100 2.61E+05 EQSQLTAT#QTR 13.3 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35448:71036

671.80771 2 timecourse_ATM_combo_8hr 671.80356 6.18 38.81 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 65.4 100 1.20E+06 EQSQLTAT#QTR 17 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35450:70206

671.80805 2 combeffx_ATM_comboi 671.80356 6.68 36.91 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 78.6 100 2.60E+06 EQS#QLTATQTR 25.9 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35300:30212

671.80857 2 combeffx_ATM_comboi 671.80356 7.46 35.51 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 32.2 100 2.81E+06 EQS#QLTATQTR 18.5 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35300:30232

671.8077 2 timecourse_ATM_combo_1hr 671.80356 6.16 35.47 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 13.8 100 2.11E+05 EQSQLTAT#QTR 30.8 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35456:71238

671.80741 2 timecourse_ATM_combo_2hr 671.80356 5.75 33.53 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 10.0 100 1.09E+05 EQSQLTAT#QTR 30.8 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35455:66390

671.80709 2 timecourse_ATM_combo_2hr 671.80356 5.25 32.96 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 42.8 94 5.88E+05 EQS#QLTATQTR 27 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35455:66380

671.80795 2 timecourse_ATM_ctrl2 671.80356 6.55 32.84 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 33.6 100 4.52E+05 EQS#QLTATQTR 27 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35446:60995

671.8079 2 timecourse_ATM_ctrl1 671.80356 6.46 31.95 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 30.0 100 5.19E+05 EQS#QLTATQTR 27.7 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35448:71046

671.80679 2 combeffx_ATM_PI3Ki 671.80356 4.81 30.52 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 4.3 100 3.64E+05 EQS#QLTATQTR 37.5 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35299:27008

671.80749 2 timecourse_ATM_combo_4hr 671.80356 5.85 29.05 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 116.5 100 2.22E+06 EQS#QLTATQTR 27 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35452:68463

671.80762 2 timecourse_ATM_combo_4hr 671.80356 6.06 28.04 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 108.2 100 2.10E+06 EQS#QLTATQTR 17.1 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35453:69984

671.80785 2 timecourse_ATM_combo_8hr 671.80356 6.39 27.91 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 143.3 100 3.45E+06 EQS#QLTATQTR 27 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35451:70626

671.80743 2 timecourse_ATM_combo_8hr 671.80356 5.76 27.34 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQTR.T 129.4 100 3.32E+06 EQS#QLTATQTR 24.2 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35450:70196

671.80763 2 timecourse_ATM_ctrl2 671.80356 6.06 23.87 PRPF8  PRP8_HUMAN 2 K.EQSQLTAT#QTR.T 16.1 100 1.83E+05 EQSQLTAT#QTR 17 2042 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35446:60985

593.75598 2 timecourse_ATM_combo_8hr 593.75300 5.02 19.53 PRPF8  PRP8_HUMAN 2 K.EQS#QLTATQT.R 13.9 100 3.12E+05 EQS#QLTATQT 20.1 2037 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35450:46851

595.62692 3 timecourse_ATM_ctrl2 595.62279 6.93 15.87 PRPF8  PRP8_HUMAN 2 K.EQSQLT#ATQTRTVNK.H 49.0 100 1.03E+06 EQSQLTATQTRT#VNK 13.2 2046 0 0 0 0 Pre‐mRNA‐processing‐splicing factor 8  35446:103987

551.9723 3 combeffx_ATM_comboi 551.96979 4.55 49.31 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 17.4 100 2.26E+06 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35300:47655

551.97205 3 combeffx_ATM_comboi 551.96979 4.09 47.39 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 15.2 100 1.74E+06 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35301:43604

551.97337 3 timecourse_ATM_combo_8hr 551.96979 6.49 43.26 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 53.2 100 2.57E+06 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35450:105367

551.97305 3 timecourse_ATM_combo_4hr 551.96979 5.91 38.84 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 27.7 100 1.08E+06 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35452:103071

551.9725 3 timecourse_ATM_combo_1hr 551.96979 4.91 32.53 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 11.5 100 5.33E+05 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35457:107050

856.35971 3 timecourse_ATM_combo_8hr 856.35258 8.33 29.83 PRUNE2  PRUN2_HUMAN 4 K.NEDNS#QLEMLGFSADSTEWWK.A 11.4 100 8.49E+05 NEDNS#QLEMLGFSADSTEWWK 78.6 1815 0 0 0 0 Protein prune homolog 2  35451:166580

551.97304 3 timecourse_ATM_combo_8hr 551.96979 5.89 29.77 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 58.8 100 2.58E+06 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35451:106433

551.97288 3 timecourse_ATM_ctrl2 551.96979 5.6 29.16 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 22.3 100 6.06E+05 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35447:94345

551.97262 3 timecourse_ATM_combo_4hr 551.96979 5.13 28.78 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 31.8 100 1.09E+06 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35453:104992

551.97275 3 timecourse_ATM_ctrl1 551.96979 5.36 28.12 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 20.9 100 9.14E+05 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35448:106248

551.97315 3 timecourse_ATM_ctrl2 551.96979 6.09 25.14 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 23.5 100 6.15E+05 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35446:92690

551.97282 3 timecourse_ATM_combo_2hr 551.96979 5.49 23.56 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 10.1 100 2.86E+05 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35455:99319

551.97297 3 timecourse_ATM_combo_2hr 551.96979 5.76 21.05 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 11.1 100 2.70E+05 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35454:99638

551.97328 3 timecourse_ATM_combo_1hr 551.96979 6.32 19.62 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 14.8 100 5.49E+05 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35456:107237

551.97118 3 combeffx_ATM_ctrl 551.96979 2.52 19.49 PRUNE2  PRUN2_HUMAN 4 K.NRLPGS#QLAVLHIR.E 6.6 100 6.16E+05 NRLPGS#QLAVLHIR 1000 2453 0 0 0 0 Protein prune homolog 2  35294:46793

637.81465 2 combeffx_ATM_comboi 637.81065 6.27 41.73 PSIP1  PSIP1_HUMAN 1 K.VKFSS#QQAATK.Q 5.4 92 1.67E+05 VKFSS#QQAATK 24.4 94 0 0 0 0 PC4 and SFRS1‐interacting protein  35301:24036

574.31954 3 timecourse_ATM_combo_2hr 574.31675 4.86 41.54 PSMA1  PSA1_HUMAN 2 R.LVSLIGSKT#QIPTQR.Y 8.1 100 3.34E+05 LVSLIGSKT#QIPTQR 3 116 ‐2,0 0 0 0 0 Proteasome subunit alpha type‐1  35454:105751

574.31944 3 timecourse_ATM_ctrl2 574.31675 4.68 22.52 PSMA1  PSA1_HUMAN 2 R.LVSLIGSKT#QIPTQR.Y 6.7 100 3.17E+05 LVSLIGSKT#QIPTQR 3.5 116 ‐2,0 0 0 0 0 Proteasome subunit alpha type‐1  35446:98735

701.34419 2 timecourse_ATM_combo_1hr 701.33906 7.31 60.3 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 42.5 100 2.30E+06 LPLVTPHT#QCR 42.6 56 0 0 0 0 26S protease regulatory subunit 4  35456:78219

701.34314 2 timecourse_ATM_combo_4hr 701.33906 5.82 57.78 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 37.7 100 2.00E+06 LPLVTPHT#QCR 33.7 56 0 0 0 0 26S protease regulatory subunit 4  35453:77204

565.03704 4 timecourse_ATM_ctrl2 565.03443 4.62 57.53 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 17.4 100 8.29E+05 TKGPDAASKLPLVTPHT#QCR 32.1 56 0 0 0 0 26S protease regulatory subunit 4  35447:138843

676.66501 3 timecourse_ATM_combo_4hr 676.66260 3.56 57.18 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 7.8 100 8.89E+05 GPDAASKLPLVTPHT#QCR 51.9 56 0 0 0 0 26S protease regulatory subunit 4  35452:133978

701.34297 2 timecourse_ATM_combo_2hr 701.33906 5.58 54.83 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 27.4 100 1.02E+06 LPLVTPHT#QCR 57.8 56 0 0 0 0 26S protease regulatory subunit 4  35454:73515

676.66624 3 timecourse_ATM_ctrl2 676.66260 5.38 52.5 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 6.9 100 4.42E+05 GPDAASKLPLVTPHT#QCR 51.9 56 0 0 0 0 26S protease regulatory subunit 4  35447:125999

701.34249 2 timecourse_ATM_ctrl1 701.33906 4.89 50.48 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 35.3 100 2.00E+06 LPLVTPHT#QCR 64.8 56 0 0 0 0 26S protease regulatory subunit 4  35448:78077

701.34223 2 timecourse_ATM_ctrl1 701.33906 4.52 49.02 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 38.0 100 2.07E+06 LPLVTPHT#QCR 42.6 56 0 0 0 0 26S protease regulatory subunit 4  35449:79282

701.34437 2 timecourse_ATM_combo_8hr 701.33906 7.57 48.64 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 43.1 100 3.07E+06 LPLVTPHT#QCR 57.8 56 0 0 0 0 26S protease regulatory subunit 4  35450:77433

676.66617 3 timecourse_ATM_combo_8hr 676.66260 5.28 47.09 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 4.5 100 6.34E+05 GPDAASKLPLVTPHT#QCR 51.4 56 0 0 0 0 26S protease regulatory subunit 4  35451:138671

676.66461 3 timecourse_ATM_combo_1hr 676.66260 2.97 46.5 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 5.4 100 9.26E+05 GPDAASKLPLVTPHT#QCR 53.4 56 0 0 0 0 26S protease regulatory subunit 4  35457:140280

676.666 3 timecourse_ATM_combo_8hr 676.66260 5.02 46.47 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 5.4 100 5.21E+05 GPDAASKLPLVTPHT#QCR 35.8 56 0 0 0 0 26S protease regulatory subunit 4  35450:136783

676.66621 3 timecourse_ATM_ctrl1 676.66260 5.33 46.1 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 5.4 100 6.06E+05 GPDAASKLPLVTPHT#QCR 51.9 56 0 0 0 0 26S protease regulatory subunit 4  35448:137950

676.66581 3 timecourse_ATM_ctrl2 676.66260 4.76 45.98 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 5.3 100 4.14E+05 GPDAASKLPLVTPHT#QCR 51.9 56 0 0 0 0 26S protease regulatory subunit 4  35446:123609

701.34323 2 timecourse_ATM_combo_8hr 701.33906 5.95 45.96 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 45.8 100 3.31E+06 LPLVTPHT#QCR 57.8 56 0 0 0 0 26S protease regulatory subunit 4  35451:77960

701.34456 2 timecourse_ATM_combo_4hr 701.33906 7.84 45.65 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 37.9 100 2.09E+06 LPLVTPHT#QCR 48.9 56 0 0 0 0 26S protease regulatory subunit 4  35452:75646

701.34396 2 timecourse_ATM_combo_2hr 701.33906 6.99 45.5 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 27.0 100 9.40E+05 LPLVTPHT#QCR 37.4 56 0 0 0 0 26S protease regulatory subunit 4  35455:72987

565.03665 4 timecourse_ATM_combo_4hr 565.03443 3.93 45.37 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 21.1 100 1.52E+06 TKGPDAASKLPLVTPHT#QCR 17.9 56 0 0 0 0 26S protease regulatory subunit 4  35453:149411

701.34465 2 timecourse_ATM_ctrl2 701.33906 7.97 43.4 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 16.2 100 7.02E+05 LPLVTPHT#QCR 52.8 56 0 0 0 0 26S protease regulatory subunit 4  35447:68256

676.66614 3 timecourse_ATM_combo_1hr 676.66260 5.23 43.34 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 5.7 100 8.61E+05 GPDAASKLPLVTPHT#QCR 51.9 56 0 0 0 0 26S protease regulatory subunit 4  35456:140009

676.66473 3 timecourse_ATM_ctrl1 676.66260 3.15 42.82 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 6.3 100 6.16E+05 GPDAASKLPLVTPHT#QCR 54.9 56 0 0 0 0 26S protease regulatory subunit 4  35449:140081

701.34361 2 timecourse_ATM_combo_1hr 701.33906 6.49 41.31 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 38.0 100 2.21E+06 LPLVTPHT#QCR 37.4 56 0 0 0 0 26S protease regulatory subunit 4  35457:78556

565.03689 4 timecourse_ATM_combo_4hr 565.03443 4.35 41.1 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 22.8 100 1.64E+06 TKGPDAASKLPLVTPHT#QCR 17.6 56 0 0 0 0 26S protease regulatory subunit 4  35452:146820

701.34216 2 timecourse_ATM_combo_8hr 701.33906 4.42 40.2 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 43.2 100 3.01E+06 LPLVTPHT#QCR 52.8 56 0 0 0 0 26S protease regulatory subunit 4  35450:77413

565.03621 4 timecourse_ATM_ctrl1 565.03443 3.15 38.66 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 18.5 100 1.24E+06 TKGPDAASKLPLVTPHT#QCR 16.6 56 0 0 0 0 26S protease regulatory subunit 4  35449:153029

565.03686 4 timecourse_ATM_combo_8hr 565.03443 4.3 38.56 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 12.2 100 1.03E+06 TKGPDAASKLPLVTPHT#QCR 26.3 56 0 0 0 0 26S protease regulatory subunit 4  35451:152790

676.66531 3 timecourse_ATM_combo_4hr 676.66260 4 37.76 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 8.6 100 9.88E+05 GPDAASKLPLVTPHT#QCR 40.2 56 0 0 0 0 26S protease regulatory subunit 4  35453:136667

565.03722 4 timecourse_ATM_combo_2hr 565.03443 4.94 37.58 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 10.8 100 5.14E+05 TKGPDAASKLPLVTPHT#QCR 12.1 56 ‐3,0 0 0 0 0 26S protease regulatory subunit 4  35454:142291

623.29218 2 timecourse_ATM_combo_8hr 623.28851 5.89 36.54 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 49.5 100 3.69E+06 LPLVTPHT#QC 30.7 56 0 0 0 0 26S protease regulatory subunit 4  35450:56995

676.6653 3 timecourse_ATM_combo_2hr 676.66260 3.99 35.73 PSMC1  PRS4_HUMAN 3 K.GPDAASKLPLVTPHT#QCR.L 5.1 100 2.73E+05 GPDAASKLPLVTPHT#QCR 51.9 56 0 0 0 0 26S protease regulatory subunit 4  35455:130230

623.29158 2 timecourse_ATM_ctrl1 623.28851 4.94 33.32 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 23.6 100 1.83E+06 LPLVTPHT#QC 27 56 0 0 0 0 26S protease regulatory subunit 4  35449:58304

467.89725 3 combeffx_ATM_comboi 467.89513 4.53 32.06 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 23.4 100 2.36E+06 LPLVTPHT#QCR 15 56 0 0 0 0 26S protease regulatory subunit 4  35301:30766

623.29149 2 timecourse_ATM_combo_2hr 623.28851 4.78 32.05 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 24.5 100 9.73E+05 LPLVTPHT#QC 27 56 0 0 0 0 26S protease regulatory subunit 4  35455:53299

623.29259 2 timecourse_ATM_combo_4hr 623.28851 6.55 31.88 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 24.2 100 1.57E+06 LPLVTPHT#QC 27 56 0 0 0 0 26S protease regulatory subunit 4  35452:55330

623.29254 2 timecourse_ATM_combo_4hr 623.28851 6.47 31.45 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 27.7 100 1.55E+06 LPLVTPHT#QC 30.7 56 0 0 0 0 26S protease regulatory subunit 4  35453:56628

467.89713 3 timecourse_ATM_combo_1hr 467.89513 4.27 30.89 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 84.8 100 4.20E+06 LPLVTPHT#QCR 35 56 0 0 0 0 26S protease regulatory subunit 4  35457:78546

623.29289 2 timecourse_ATM_combo_1hr 623.28851 7.03 30.88 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 24.9 100 1.66E+06 LPLVTPHT#QC 27 56 0 0 0 0 26S protease regulatory subunit 4  35457:57505



467.89736 3 combeffx_ATM_comboi 467.89513 4.79 30.72 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 21.9 100 3.32E+06 LPLVTPHT#QCR 22.9 56 0 0 0 0 26S protease regulatory subunit 4  35300:33285

565.03625 4 timecourse_ATM_combo_1hr 565.03443 3.22 30.62 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 23.6 100 1.57E+06 TKGPDAASKLPLVTPHT#QCR 17.6 56 0 0 0 0 26S protease regulatory subunit 4  35457:152935

701.34447 2 timecourse_ATM_ctrl2 701.33906 7.71 30.5 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 13.7 100 6.84E+05 LPLVTPHT#QCR 64.8 56 0 0 0 0 26S protease regulatory subunit 4  35446:67175

565.03644 4 timecourse_ATM_combo_2hr 565.03443 3.56 30.01 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 12.9 100 5.68E+05 TKGPDAASKLPLVTPHT#QCR 17.6 56 0 0 0 0 26S protease regulatory subunit 4  35455:142691

623.29242 2 timecourse_ATM_combo_1hr 623.28851 6.27 29.92 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 25.5 100 1.81E+06 LPLVTPHT#QC 25.9 56 0 0 0 0 26S protease regulatory subunit 4  35456:57141

565.03717 4 timecourse_ATM_combo_1hr 565.03443 4.87 29.87 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 25.5 100 1.64E+06 TKGPDAASKLPLVTPHT#QCR 26.3 56 0 0 0 0 26S protease regulatory subunit 4  35456:152857

623.29247 2 timecourse_ATM_combo_8hr 623.28851 6.35 28.34 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 52.4 100 3.61E+06 LPLVTPHT#QC 30.7 56 0 0 0 0 26S protease regulatory subunit 4  35451:56968

467.89781 3 timecourse_ATM_combo_8hr 467.89513 5.73 27.58 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 97.3 100 6.03E+06 LPLVTPHT#QCR 44.3 56 0 0 0 0 26S protease regulatory subunit 4  35450:77423

565.03682 4 timecourse_ATM_ctrl1 565.03443 4.23 27.43 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 20.1 100 1.13E+06 TKGPDAASKLPLVTPHT#QCR 22.4 56 0 0 0 0 26S protease regulatory subunit 4  35448:150570

467.89741 3 timecourse_ATM_combo_4hr 467.89513 4.87 26.84 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 93.5 100 4.16E+06 LPLVTPHT#QCR 35 56 0 0 0 0 26S protease regulatory subunit 4  35453:77194

467.89764 3 timecourse_ATM_combo_2hr 467.89513 5.36 26.1 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 53.5 100 1.85E+06 LPLVTPHT#QCR 22.9 56 0 0 0 0 26S protease regulatory subunit 4  35454:73505

467.89711 3 timecourse_ATM_combo_2hr 467.89513 4.23 25.34 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 56.6 100 1.72E+06 LPLVTPHT#QCR 22.9 56 0 0 0 0 26S protease regulatory subunit 4  35455:72977

467.898 3 timecourse_ATM_combo_1hr 467.89513 6.13 24.82 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 97.1 100 4.27E+06 LPLVTPHT#QCR 22.9 56 0 0 0 0 26S protease regulatory subunit 4  35456:78209

467.89801 3 timecourse_ATM_ctrl2 467.89513 6.16 24.71 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 35.4 100 1.38E+06 LPLVTPHT#QCR 32.1 56 0 0 0 0 26S protease regulatory subunit 4  35446:67165

623.29232 2 timecourse_ATM_ctrl1 623.28851 6.11 23.71 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 22.4 100 1.66E+06 LPLVTPHT#QC 30.7 56 0 0 0 0 26S protease regulatory subunit 4  35448:57567

623.29244 2 timecourse_ATM_ctrl2 623.28851 6.31 23.7 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QC.R 10.4 100 4.33E+05 LPLVTPHT#QC 24.2 56 0 0 0 0 26S protease regulatory subunit 4  35447:50255

565.03705 4 timecourse_ATM_ctrl2 565.03443 4.65 22.62 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 15.2 100 7.99E+05 TKGPDAASKLPLVTPHT#QCR 17.6 56 0 0 0 0 26S protease regulatory subunit 4  35446:136382

467.89759 3 timecourse_ATM_ctrl2 467.89513 5.26 22.39 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 37.2 100 1.39E+06 LPLVTPHT#QCR 35 56 0 0 0 0 26S protease regulatory subunit 4  35447:68246

467.8972 3 timecourse_ATM_ctrl1 467.89513 4.42 19.51 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 68.7 100 3.37E+06 LPLVTPHT#QCR 44.4 56 0 0 0 0 26S protease regulatory subunit 4  35449:79272

565.03628 4 combeffx_ATM_ctrl 565.03443 3.27 18.32 PSMC1  PRS4_HUMAN 3 K.TKGPDAASKLPLVTPHT#QCR.L 7.4 100 1.50E+06 TKGPDAASKLPLVTPHT#QCR 21.4 56 0 0 0 0 26S protease regulatory subunit 4  35295:65127

467.89653 3 combeffx_ATM_PI3Ki 467.89513 2.99 17.83 PSMC1  PRS4_HUMAN 3 K.LPLVTPHT#QCR.L 11.0 100 7.77E+05 LPLVTPHT#QCR 26.4 56 0 0 0 0 26S protease regulatory subunit 4  35299:29826

638.77591 2 combeffx_ATM_comboi 638.77321 4.23 53.35 PSMD4  PSMD4_HUMAN 3 K.MTIS#QQEFGR.T 28.5 100 2.93E+06 MTIS#QQEFGR 37.4 266 0 0 0 0 26S proteasome non‐ATPase regulatory subunit 4  35300:26280

638.77602 2 combeffx_ATM_comboi 638.77321 4.4 35.49 PSMD4  PSMD4_HUMAN 3 K.MTIS#QQEFGR.T 28.4 100 2.05E+06 MTIS#QQEFGR 30.7 266 0 0 0 0 26S proteasome non‐ATPase regulatory subunit 4  35301:24146

638.77552 2 combeffx_ATM_PI3Ki 638.77321 3.62 22.06 PSMD4  PSMD4_HUMAN 3 K.MTIS#QQEFGR.T 20.1 100 1.03E+06 MTIS#QQEFGR 30.7 266 0 0 0 0 26S proteasome non‐ATPase regulatory subunit 4  35299:23492

623.77437 2 timecourse_ATM_combo_8hr 623.77118 5.11 42.32 PSMD9  PSMD9_HUMAN 4 K.ANYDVLES#QK.G 19.9 100 7.86E+05 ANYDVLES#QK 122.2 46 0 0 0 0 26S proteasome non‐ATPase regulatory subunit 9  35450:57115

623.77414 2 timecourse_ATM_combo_8hr 623.77118 4.75 35.59 PSMD9  PSMD9_HUMAN 4 K.ANYDVLES#QK.G 21.1 100 7.61E+05 ANYDVLES#QK 120.1 46 0 0 0 0 26S proteasome non‐ATPase regulatory subunit 9  35451:57048

623.77426 2 timecourse_ATM_combo_4hr 623.77118 4.94 30.91 PSMD9  PSMD9_HUMAN 4 K.ANYDVLES#QK.G 5.0 100 1.44E+05 ANYDVLES#QK 93.1 46 0 0 0 0 26S proteasome non‐ATPase regulatory subunit 9  35452:55460

873.40499 3 timecourse_ATM_combo_8hr 873.40009 5.61 28.53 PTAR1  PTAR1_HUMAN 0 R.HIFYLQHHLNAGSQLS#QAMEVD.G 15.7 100 1.74E+06 HIFYLQHHLNAGSQLS#QAMEVD 20.9 333 0 0 0 0 Protein prenyltransferase alpha subunit repeat‐containing protein 1  35451:168500

567.21916 2 timecourse_ATM_combo_8hr 567.21659 4.53 40.97 PTPN23  PTN23_HUMAN 2 K.NHLPQDS#QD.L 92.9 100 3.49E+06 NHLPQDS#QD 1000 1484 0 0 0 0 Tyrosine‐protein phosphatase non‐receptor type 23  35451:38341

997.1849 3 combeffx_ATM_comboi 997.18002 4.89 84.15 PURA  PURA_HUMAN 4 R.QTVNRGPGLGS#TQGQTIALPAQGLIEFR.D 48.9 100 4.76E+06 QTVNRGPGLGST#QGQTIALPAQGLIEFR 4 183 ‐1,0 0 0 0 0 Transcriptional activator protein Pur‐alpha  35301:73859

1196.11293 2 combeffx_ATM_comboi 1196.10704 4.92 83.25 PURA  PURA_HUMAN 4 R.GPGLGST#QGQTIALPAQGLIEFR.D 7.1 100 8.75E+05 GPGLGST#QGQTIALPAQGLIEFR 11.5 183 ‐1,0 0 0 0 0 Transcriptional activator protein Pur‐alpha  35300:72151

997.18469 3 combeffx_ATM_comboi 997.18002 4.68 82.12 PURA  PURA_HUMAN 4 R.QTVNRGPGLGS#TQGQTIALPAQGLIEFR.D 56.5 100 8.84E+06 QTVNRGPGLGST#QGQTIALPAQGLIEFR 6.6 183 ‐1,0 0 0 0 0 Transcriptional activator protein Pur‐alpha  35300:81301

997.18425 3 combeffx_ATM_PI3Ki 997.18002 4.24 81.22 PURA  PURA_HUMAN 4 R.QTVNRGPGLGS#TQGQTIALPAQGLIEFR.D 11.4 100 8.78E+05 QTVNRGPGLGS#TQGQTIALPAQGLIEFR 16.9 182 0 0 0 0 Transcriptional activator protein Pur‐alpha  35298:72096

797.74425 3 combeffx_ATM_comboi 797.74045 4.76 72.18 PURA  PURA_HUMAN 4 R.GPGLGST#QGQTIALPAQGLIEFR.D 59.3 100 5.96E+06 GPGLGSTQGQT#IALPAQGLIEFR 5.2 187 ‐5,0 0 0 0 0 Transcriptional activator protein Pur‐alpha  35301:65979

997.18503 3 combeffx_ATM_comboi 997.18002 5.02 70.65 PURA  PURA_HUMAN 4 R.QTVNRGPGLGST#QGQTIALPAQGLIEFR.D 48.8 100 4.76E+06 QTVNRGPGLGST#QGQTIALPAQGLIEFR 0 183 ‐1,0 0 0 0 0 Transcriptional activator protein Pur‐alpha  35301:73869

1196.11444 2 timecourse_ATM_combo_8hr 1196.10704 6.19 69.26 PURA  PURA_HUMAN 4 R.GPGLGS#TQGQTIALPAQGLIEFR.D 14.2 100 1.08E+06 GPGLGST#QGQTIALPAQGLIEFR 10.3 183 ‐1,0 0 0 0 0 Transcriptional activator protein Pur‐alpha  35451:158660

1196.11263 2 combeffx_ATM_comboi 1196.10704 4.67 68.75 PURA  PURA_HUMAN 4 R.GPGLGST#QGQTIALPAQGLIEFR.D 6.7 100 6.65E+05 GPGLGST#QGQTIALPAQGLIEFR 13.2 183 0 0 0 0 Transcriptional activator protein Pur‐alpha  35301:65969

797.74411 3 combeffx_ATM_comboi 797.74045 4.59 63.12 PURA  PURA_HUMAN 4 R.GPGLGST#QGQTIALPAQGLIEFR.D 69.0 100 1.06E+07 GPGLGST#QGQTIALPAQGLIEFR 5.9 183 ‐1,0 0 0 0 0 Transcriptional activator protein Pur‐alpha  35300:72141

1196.11455 2 timecourse_ATM_combo_8hr 1196.10704 6.28 61.35 PURA  PURA_HUMAN 4 R.GPGLGST#QGQTIALPAQGLIEFR.D 12.8 100 8.48E+05 GPGLGST#QGQTIALPAQGLIEFR 22.9 183 0 0 0 0 Transcriptional activator protein Pur‐alpha  35450:156590

997.18339 3 combeffx_ATM_PI3Ki 997.18002 3.38 60.83 PURA  PURA_HUMAN 4 R.QTVNRGPGLGS#TQGQTIALPAQGLIEFR.D 10.2 100 6.16E+05 QTVNRGPGLGS#TQGQTIALPAQGLIEFR 4.8 182 0,1 0 0 0 0 Transcriptional activator protein Pur‐alpha  35299:68084

797.74597 3 timecourse_ATM_combo_8hr 797.74045 6.92 48.63 PURA  PURA_HUMAN 4 R.GPGLGSTQGQT#IALPAQGLIEFR.D 76.4 100 4.02E+06 GPGLGS#TQGQTIALPAQGLIEFR 0 182 0,5 0 0 0 0 Transcriptional activator protein Pur‐alpha  35450:156600

797.74581 3 timecourse_ATM_combo_8hr 797.74045 6.72 42.18 PURA  PURA_HUMAN 4 R.GPGLGST#QGQTIALPAQGLIEFR.D 70.5 100 4.07E+06 GPGLGS#TQGQTIALPAQGLIEFR 0 182 0,5 0 0 0 0 Transcriptional activator protein Pur‐alpha  35451:158670

797.74546 3 timecourse_ATM_combo_4hr 797.74045 6.28 32.05 PURA  PURA_HUMAN 4 R.GPGLGST#QGQTIALPAQGLIEFR.D 11.8 100 5.23E+05 GPGLGS#TQGQTIALPAQGLIEFR 0 182 0,5 0 0 0 0 Transcriptional activator protein Pur‐alpha  35452:152270

748.14023 4 combeffx_ATM_comboi 748.13683 4.54 30.92 PURA  PURA_HUMAN 4 R.QT#VNRGPGLGSTQGQTIALPAQGLIEFR.D 25.1 100 2.26E+06 QT#VNRGPGLGSTQGQTIALPAQGLIEFR 6.7 173 0,10 0 0 0 0 Transcriptional activator protein Pur‐alpha  35301:73849

748.14039 4 combeffx_ATM_comboi 748.13683 4.76 24.7 PURA  PURA_HUMAN 4 R.QTVNRGPGLGS#TQGQTIALPAQGLIEFR.D 33.1 100 4.10E+06 QTVNRGPGLGS#TQGQTIALPAQGLIEFR 1.2 182 0,5 0 0 0 0 Transcriptional activator protein Pur‐alpha  35300:81311

898.11234 3 timecourse_ATM_combo_4hr 898.10657 6.42 40.21 PVRL2  PVRL2_HUMAN 1 K.AKLEAQEMPS#QLFTLGASEHSPLK.T 6.1 100 2.94E+05 AKLEAQEMPS#QLFTLGASEHSPLK 43.4 422 0 0 0 0 Poliovirus receptor‐related protein 2  35452:163950

898.1124 3 timecourse_ATM_combo_1hr 898.10657 6.49 34.49 PVRL2  PVRL2_HUMAN 1 K.AKLEAQEMPS#QLFTLGASEHSPLK.T 6.3 100 3.47E+05 AKLEAQEMPS#QLFTLGASEHSPLK 30.9 422 0 0 0 0 Poliovirus receptor‐related protein 2  35456:169287

1007.14763 3 timecourse_ATM_ctrl2 1007.14079 6.79 66.97 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 19.8 100 1.30E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 25.9 332 0 0 0 0 Paxillin  35447:162633

1007.14841 3 timecourse_ATM_combo_4hr 1007.14079 7.57 66.22 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 24.0 100 1.59E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 31.8 332 0 0 0 0 Paxillin  35452:170660

873.39533 2 combeffx_ATM_comboi 873.39074 5.26 66.22 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLD.S 13.9 100 2.95E+06 TGSSSPPGGPPKPGS#QLD 68.5 332 0 0 0 0 Paxillin  35301:47835

1007.14833 3 timecourse_ATM_ctrl2 1007.14079 7.49 64.83 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 19.8 100 1.21E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 28.4 332 0 0 0 0 Paxillin  35446:159412

873.39575 2 timecourse_ATM_combo_4hr 873.39074 5.74 62.26 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLD.S 17.0 100 1.33E+06 TGSSSPPGGPPKPGS#QLD 72 332 0 0 0 0 Paxillin  35452:111263

873.39527 2 timecourse_ATM_combo_4hr 873.39074 5.2 61.78 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLD.S 15.2 100 1.34E+06 TGSSSPPGGPPKPGS#QLD 94.6 332 0 0 0 0 Paxillin  35453:113393

1007.14764 3 timecourse_ATM_combo_2hr 1007.14079 6.81 58.28 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 17.1 100 7.95E+05 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 28.4 332 0 0 0 0 Paxillin  35454:164121

873.39552 2 timecourse_ATM_combo_8hr 873.39074 5.47 54.87 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLD.S 71.9 100 8.22E+06 TGSSSPPGGPPKPGS#QLD 112.8 332 0 0 0 0 Paxillin  35451:114662

1007.14873 3 timecourse_ATM_combo_8hr 1007.14079 7.89 54.75 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 29.4 100 2.53E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 20.9 332 0 0 0 0 Paxillin  35451:178050

873.39541 2 combeffx_ATM_comboi 873.39074 5.35 54.54 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLD.S 15.2 100 4.08E+06 TGSSSPPGGPPKPGS#QLD 84.4 332 0 0 0 0 Paxillin  35300:52326

873.396 2 timecourse_ATM_combo_8hr 873.39074 6.02 53 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLD.S 83.8 100 7.57E+06 TGSSSPPGGPPKPGS#QLD 105.4 332 0 0 0 0 Paxillin  35450:113650

1007.14825 3 timecourse_ATM_combo_4hr 1007.14079 7.41 52.67 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 23.8 100 1.84E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 31.8 332 0 0 0 0 Paxillin  35453:173921

1033.80137 3 combeffx_ATM_comboi 1033.79623 4.97 52.47 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 9.1 100 9.30E+05 TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK 11.5 322 ‐4,0 41.2 332 0 0 Paxillin  35301:74289

1007.14828 3 timecourse_ATM_combo_8hr 1007.14079 7.44 51.98 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 30.9 100 2.14E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 31.8 332 0 0 0 0 Paxillin  35450:175590

1007.14904 3 timecourse_ATM_combo_1hr 1007.14079 8.19 51.54 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGSQLDS#MLGSLQSDLNK.L 30.8 100 2.00E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 27.2 332 0 0 0 0 Paxillin  35456:175846

1007.14821 3 timecourse_ATM_ctrl1 1007.14079 7.37 49.96 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 31.3 100 2.08E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 30 332 0 0 0 0 Paxillin  35448:172720

1007.14762 3 timecourse_ATM_combo_1hr 1007.14079 6.78 49.64 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 27.5 100 1.95E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 14.9 332 0 0 0 0 Paxillin  35457:176305

1007.14686 3 timecourse_ATM_ctrl1 1007.14079 6.03 48.59 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK.L 34.6 100 2.26E+06 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 23.6 332 0 0 0 0 Paxillin  35449:175489

1033.80551 3 timecourse_ATM_combo_8hr 1033.79623 8.98 46.22 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 22.6 100 2.50E+06 TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK 21.5 322 39.5 332 0 0 Paxillin  35451:179030

1033.80479 3 timecourse_ATM_combo_4hr 1033.79623 8.28 45.82 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 22.0 100 1.91E+06 TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK 8.7 322 ‐2,0 33.5 332 0 0 Paxillin  35453:174891

873.39596 2 timecourse_ATM_combo_8hr 873.39074 5.98 45.26 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGS#QLD.S 59.3 100 7.62E+06 TGSSSPPGGPPKPGS#QLD 93.4 332 0 0 0 0 Paxillin  35450:113640

1033.80139 3 combeffx_ATM_comboi 1033.79623 4.99 43.63 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 11.9 100 1.81E+06 TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK 7.9 322 ‐4,0 29 332 0 0 Paxillin  35300:81821

1033.80381 3 timecourse_ATM_combo_1hr 1033.79623 7.33 42.56 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 17.3 100 2.01E+06 TGSS#SPPGGPPKPGS#QLDSMLGSLQSDLNK 0 321 ‐3,0 25.2 332 0 0 Paxillin  35457:177175

1033.80459 3 timecourse_ATM_combo_8hr 1033.79623 8.09 41.82 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 23.8 100 2.16E+06 TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK 9.3 322 ‐4,0 32.1 332 0 0 Paxillin  35450:176580

1007.14722 3 timecourse_ATM_combo_2hr 1007.14079 6.38 40.54 PXN  PAXI_HUMAN 6 K.TGSSSPPGGPPKPGSQLDS#MLGSLQSDLNK.L 16.4 100 8.41E+05 TGSSSPPGGPPKPGS#QLDSMLGSLQSDLNK 23.6 332 0 0 0 0 Paxillin  35455:165251

1033.80503 3 timecourse_ATM_ctrl2 1033.79623 8.51 40.29 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 19.2 100 1.10E+06 TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK 0 322 ‐4,0 28.8 332 0 0 Paxillin  35446:160422

1033.80372 3 timecourse_ATM_ctrl1 1033.79623 7.25 39.72 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 25.1 100 2.14E+06 TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK 0 322 ‐4,0 32.1 332 0 0 Paxillin  35449:176399

1033.80458 3 timecourse_ATM_combo_4hr 1033.79623 8.08 37.03 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 21.8 100 1.71E+06 TGSS#SPPGGPPKPGS#QLDSMLGSLQSDLNK 6.9 321 ‐3,0 33.5 332 0 0 Paxillin  35452:171640

1033.80535 3 timecourse_ATM_ctrl1 1033.79623 8.82 36.88 PXN  PAXI_HUMAN 6 K.TGSS#S#PPGGPPKPGSQLDSMLGSLQSDLNK.L 27.1 100 2.13E+06 TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK 7.9 322 ‐4,0 40.2 332 0 0 Paxillin  35448:173630

1033.80447 3 timecourse_ATM_ctrl2 1033.79623 7.97 34.14 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK.L 18.7 100 1.26E+06 TGSSS#PPGGPPKPGS#QLDSMLGSLQSDLNK 6.9 322 ‐4,0 46.3 332 0 0 Paxillin  35447:163813

913.37855 2 timecourse_ATM_combo_8hr 913.37390 5.09 33.55 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLD.S 41.0 100 4.75E+06 TGSS#SPPGGPPKPGS#QLD 13.3 321 68.5 332 0 0 Paxillin  35451:122072

913.37868 2 timecourse_ATM_combo_8hr 913.37390 5.23 30.28 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLD.S 30.1 100 4.47E+06 TGSSS#PPGGPPKPGS#QLD 11.5 322 ‐4,0 88.7 332 0 0 Paxillin  35450:120860

913.37867 2 timecourse_ATM_combo_8hr 913.37390 5.22 26.59 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLD.S 37.4 100 4.41E+06 TGSSS#PPGGPPKPGS#QLD 11.5 322 ‐1,0 74.8 332 0 0 Paxillin  35450:120850

913.37818 2 timecourse_ATM_combo_4hr 913.37390 4.69 19.06 PXN  PAXI_HUMAN 6 K.TGSSS#PPGGPPKPGS#QLD.S 11.3 100 1.25E+06 TGSSS#PPGGPPKPGS#QLD 16.2 322 52.6 332 0 0 Paxillin  35453:120402

465.89457 3 combeffx_ATM_PI3Ki 465.89243 4.59 28.73 RAB28  RAB28_HUMAN 0 K.LNKAEIEQS#QR.V 3.5 100 2.44E+05 LNKAEIEQS#QR 1000 190 0 0 0 0 Ras‐related protein Rab‐28  35298:30332

846.83626 2 timecourse_ATM_combo_4hr 846.83220 4.79 68.68 RAB32  RAB32_HUMAN 1 K.DSS#QSPSQVDQFCK.E 9.6 100 3.86E+05 DSS#QSPSQVDQFCK 0 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35453:108772

846.83731 2 timecourse_ATM_combo_1hr 846.83220 6.03 64.63 RAB32  RAB32_HUMAN 1 K.DSS#QSPSQVDQFCK.E 9.3 100 4.29E+05 DSS#QSPSQVDQFCK 0 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35456:111377

846.83719 2 timecourse_ATM_combo_8hr 846.83220 5.89 64.1 RAB32  RAB32_HUMAN 1 K.DSS#QSPSQVDQFCK.E 12.4 100 5.85E+05 DSS#QSPSQVDQFCK 0 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35450:109177

846.83667 2 timecourse_ATM_combo_8hr 846.83220 5.28 63.47 RAB32  RAB32_HUMAN 1 K.DSS#QSPSQVDQFCK.E 18.1 100 6.88E+05 DSS#QSPSQVDQFCK 0 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35451:110135

846.83656 2 timecourse_ATM_combo_2hr 846.83220 5.15 58.92 RAB32  RAB32_HUMAN 1 K.DSS#QSPSQVDQFCK.E 9.3 100 2.63E+05 DSS#QSPSQVDQFCK 0 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35454:103366

846.8365 2 timecourse_ATM_combo_1hr 846.83220 5.08 57.05 RAB32  RAB32_HUMAN 1 K.DSS#QSPSQVDQFCK.E 10.5 100 3.95E+05 DSS#QSPSQVDQFCK 7.9 152 0,2 0 0 0 0 Ras‐related protein Rab‐32  35457:111055

846.83642 2 timecourse_ATM_combo_2hr 846.83220 4.98 49.56 RAB32  RAB32_HUMAN 1 K.DSS#QSPSQVDQFCK.E 11.0 100 2.85E+05 DSS#QSPSQVDQFCK 0 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35455:103029

846.83682 2 timecourse_ATM_combo_4hr 846.83220 5.46 47.5 RAB32  RAB32_HUMAN 1 K.DSS#QSPSQVDQFCK.E 9.3 100 3.71E+05 DSS#QSPSQVDQFCK 0 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35452:106801

779.97879 3 timecourse_ATM_combo_2hr 779.97524 4.55 41.38 RAB32  RAB32_HUMAN 1 K.CDQNKDSS#QSPSQVDQFCK.E 24.1 100 6.07E+05 CDQNKDSS#QSPSQVDQFCK 12.2 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35455:145941

779.97853 3 timecourse_ATM_combo_1hr 779.97524 4.22 35.78 RAB32  RAB32_HUMAN 1 K.CDQNKDS#SQSPSQVDQFCK.E 28.0 100 9.19E+05 CDQNKDS#SQSPSQVDQFCK 10.3 151 0,1 0 0 0 0 Ras‐related protein Rab‐32  35457:156355

779.97896 3 timecourse_ATM_combo_1hr 779.97524 4.77 30.07 RAB32  RAB32_HUMAN 1 K.CDQNKDSS#QSPSQVDQFCK.E 29.4 100 1.01E+06 CDQNKDSS#QSPSQVDQFCK 22 152 0 0 0 0 Ras‐related protein Rab‐32  35456:156347

779.97966 3 timecourse_ATM_combo_8hr 779.97524 5.67 28.31 RAB32  RAB32_HUMAN 1 K.CDQNKDS#SQSPSQVDQFCK.E 19.5 100 8.21E+05 CDQNKDSS#QSPSQVDQFCK 22 152 0 0 0 0 Ras‐related protein Rab‐32  35450:154400

779.97936 3 timecourse_ATM_combo_2hr 779.97524 5.28 27.71 RAB32  RAB32_HUMAN 1 K.CDQNKDSS#QSPSQVDQFCK.E 28.9 100 6.37E+05 CDQNKDSS#QSPSQVDQFCK 4 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35454:145531

779.97921 3 timecourse_ATM_combo_4hr 779.97524 5.09 26.03 RAB32  RAB32_HUMAN 1 K.CDQNKDS#SQSPSQVDQFCK.E 22.7 100 8.35E+05 CDQNKDSS#QSPSQVDQFCK 12.2 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35452:150220

779.97992 3 timecourse_ATM_combo_8hr 779.97524 6 23.62 RAB32  RAB32_HUMAN 1 K.CDQNKDSS#QSPSQVDQFCK.E 20.1 100 9.16E+05 CDQNKDSS#QSPSQVDQFCK 22 152 0 0 0 0 Ras‐related protein Rab‐32  35451:156410

779.97914 3 timecourse_ATM_combo_4hr 779.97524 5 20.29 RAB32  RAB32_HUMAN 1 K.CDQNKDSS#QSPSQVDQFCK.E 27.3 100 8.70E+05 CDQNKDSS#QSPSQVDQFCK 6.6 152 ‐1,0 0 0 0 0 Ras‐related protein Rab‐32  35453:152941

1041.741 4 timecourse_ATM_combo_8hr 1041.73860 2.3 78.45 RABEP1  RABE1_HUMAN 4 K.KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR.G 8.2 100 3.08E+06 KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR 16.5 353 0 0 0 0 Rab GTPase‐binding effector protein 1  35451:187890

1041.47734 3 timecourse_ATM_combo_8hr 1041.47097 6.12 76.92 RABEP1  RABE1_HUMAN 4 K.IPVVCALT#QEESSAQLSNEEEHLDSTR.G 4.0 100 5.96E+05 IPVVCALT#QEESSAQLSNEEEHLDSTR 40.4 353 0 0 0 0 Rab GTPase‐binding effector protein 1  35450:176820

1041.74438 4 timecourse_ATM_combo_4hr 1041.73860 5.55 67.48 RABEP1  RABE1_HUMAN 4 K.KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR.G 5.5 94 9.72E+05 KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR 31.5 353 0 0 0 0 Rab GTPase‐binding effector protein 1  35453:183861

1041.74066 4 timecourse_ATM_combo_8hr 1041.73860 1.98 56.97 RABEP1  RABE1_HUMAN 4 K.KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR.G 5.3 100 3.14E+06 KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR 20.3 353 0 0 0 0 Rab GTPase‐binding effector protein 1  35450:184760

833.59367 5 timecourse_ATM_combo_8hr 833.59233 1.61 52.07 RABEP1  RABE1_HUMAN 4 K.KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR.G 8.0 100 2.31E+06 KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR 55.4 353 0 0 0 0 Rab GTPase‐binding effector protein 1  35451:187880

833.59604 5 combeffx_ATM_comboi 833.59233 4.45 50.07 RABEP1  RABE1_HUMAN 4 K.KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR.G 7.5 100 2.57E+06 KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR 37.7 353 0 0 0 0 Rab GTPase‐binding effector protein 1  35300:85301

955.69798 4 timecourse_ATM_combo_8hr 955.69339 4.81 33.76 RABEP1  RABE1_HUMAN 4 K.KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLD.S 37.2 100 6.91E+06 KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLD 35.3 353 0 0 0 0 Rab GTPase‐binding effector protein 1  35451:186640

833.5969 5 timecourse_ATM_combo_4hr 833.59233 5.48 29.06 RABEP1  RABE1_HUMAN 4 K.KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR.G 8.3 100 1.28E+06 KADVEEEIKIPVVCALT#QEESSAQLSNEEEHLDSTR 37.5 353 0 0 0 0 Rab GTPase‐binding effector protein 1  35453:183851

660.78849 2 combeffx_ATM_PI3Ki 660.78631 3.3 59.8 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 18.2 100 8.93E+05 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35299:25906

660.79065 2 timecourse_ATM_combo_8hr 660.78631 6.57 48.54 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 72.4 100 2.96E+06 YLECSALT#QR 53.5 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35451:67835

660.7892 2 combeffx_ATM_comboi 660.78631 4.37 47.99 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 17.1 100 1.25E+06 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35301:26752

660.78985 2 timecourse_ATM_combo_4hr 660.78631 5.36 44.91 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 106.0 100 3.38E+06 YLECSALT#QR 58.3 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35452:65955

660.7878 2 combeffx_ATM_MEKi 660.78631 2.25 43.41 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 20.5 100 8.77E+05 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35296:24258

660.78953 2 timecourse_ATM_combo_1hr 660.78631 4.87 43.19 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 117.9 100 3.82E+06 YLECSALT#QR 53.5 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35457:68661

660.78928 2 timecourse_ATM_combo_2hr 660.78631 4.49 41.06 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 102.2 100 2.28E+06 YLECSALT#QR 58.3 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35455:63937

660.7888 2 combeffx_ATM_ctrl 660.78631 3.77 40.51 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 10.6 100 9.18E+05 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35295:26505

660.78874 2 combeffx_ATM_MEKi 660.78631 3.68 40.38 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 19.2 100 6.23E+05 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35297:22496

660.78964 2 timecourse_ATM_ctrl1 660.78631 5.05 38.95 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 113.3 100 3.83E+06 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35449:69205

660.78996 2 timecourse_ATM_combo_4hr 660.78631 5.52 38.57 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 116.0 100 3.47E+06 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35453:67409

660.79035 2 timecourse_ATM_combo_8hr 660.78631 6.11 38.01 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 76.1 100 2.90E+06 YLECSALT#QR 53.5 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35450:67586

660.78949 2 combeffx_ATM_comboi 660.78631 4.81 37.79 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 18.9 100 1.71E+06 YLECSALT#QR 46.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35300:29026

660.78884 2 combeffx_ATM_ctrl 660.78631 3.83 37.1 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 13.7 100 1.12E+06 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35294:27866

660.78973 2 timecourse_ATM_ctrl2 660.78631 5.18 36.36 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 88.7 100 2.44E+06 YLECSALT#QR 46.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35447:59626

660.78991 2 timecourse_ATM_combo_2hr 660.78631 5.45 34.53 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 117.0 100 2.46E+06 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35454:64490

660.79017 2 timecourse_ATM_ctrl1 660.78631 5.84 33.74 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 116.2 100 4.02E+06 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35448:68178

579.25787 2 timecourse_ATM_combo_4hr 579.25465 5.56 32.16 RAC1  RAC1_HUMAN 8 Y.LECSALT#QR.G 7.0 100 1.47E+05 LECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35452:41314

579.25771 2 timecourse_ATM_combo_2hr 579.25465 5.28 30.61 RAC1  RAC1_HUMAN 8 Y.LECSALT#QR.G 10.4 100 1.68E+05 LECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35454:40500

660.79056 2 timecourse_ATM_combo_1hr 660.78631 6.43 29.8 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 124.4 100 3.87E+06 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35456:68418

579.25794 2 timecourse_ATM_combo_1hr 579.25465 5.7 29.72 RAC1  RAC1_HUMAN 8 Y.LECSALT#QR.G 10.6 100 2.11E+05 LECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35456:42511

660.78795 2 combeffx_ATM_PI3Ki 660.78631 2.5 28.94 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 14.2 100 9.98E+05 YLECSALT#QR 30.7 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35298:26369

579.25712 2 timecourse_ATM_combo_1hr 579.25465 4.26 26.35 RAC1  RAC1_HUMAN 8 Y.LECSALT#QR.G 8.6 100 1.76E+05 LECSALT#QR 46.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35457:42637

579.25764 2 timecourse_ATM_combo_2hr 579.25465 5.16 25.65 RAC1  RAC1_HUMAN 8 Y.LECSALT#QR.G 8.5 100 1.40E+05 LECSALT#QR 46.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35455:39664

660.7903 2 timecourse_ATM_ctrl2 660.78631 6.04 25.07 RAC1  RAC1_HUMAN 8 K.YLECSALT#QR.G 79.7 100 2.26E+06 YLECSALT#QR 53.2 161 0 0 0 0 Ras‐related C3 botulinum toxin substrate 1  35446:58698

1028.13305 3 combeffx_ATM_MEKi 1028.12818 4.74 41.35 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#S#SSLSQR.V 10.1 100 7.45E+05 VSLLGPVTT#PEHQLLKT#PSS#SSLS#QR 14 580 19.8 588 0 591 ‐1,0 Rac GTPase‐activating protein 1  35297:56348

1001.47851 3 timecourse_ATM_combo_1hr 1001.47274 5.76 34.52 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#SSSLSQR.V 9.5 100 1.20E+06 VSLLGPVTT#PEHQLLKTPS#SSSLS#QR 9.8 580 ‐1,0 14.9 590 0 595 ‐7,0 Rac GTPase‐activating protein 1  35457:176005

1028.13188 3 combeffx_ATM_PI3Ki 1028.12818 3.6 31.13 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#S#SSLSQR.V 13.2 100 2.02E+06 VSLLGPVTT#PEHQLLKT#PSS#SSLS#QR 18.3 580 17.9 588 5.8 591 0,2 Rac GTPase‐activating protein 1  35299:68364

1028.13147 3 combeffx_ATM_PI3Ki 1028.12818 3.2 30.71 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#S#SSLSQR.V 14.5 100 2.51E+06 VSLLGPVTT#PEHQLLKT#PSS#SSLS#QR 8.6 580 ‐1,0 10.9 588 0,2 8.6 591 ‐1,0 Rac GTPase‐activating protein 1  35298:72406

1001.47953 3 timecourse_ATM_combo_1hr 1001.47274 6.78 30.35 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#SSSLSQR.V 12.5 100 1.26E+06 VSLLGPVTT#PEHQLLKT#PSSSSLS#QR 0 580 ‐1,0 6.5 588 0,2 9.4 595 ‐5,0 Rac GTPase‐activating protein 1  35456:175596

1001.479 3 timecourse_ATM_combo_2hr 1001.47274 6.25 24.61 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#SSSLSQR.V 9.8 100 7.34E+05 VSLLGPVT#TPEHQLLKTPSS#SSLS#QR 7.7 579 0,1 0 591 ‐3,2 0 595 ‐7,0 Rac GTPase‐activating protein 1  35455:164911

1028.13437 3 timecourse_ATM_combo_2hr 1028.12818 6.02 23.87 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#S#SSLSQR.V 44.6 100 3.24E+06 VSLLGPVT#TPEHQLLKT#PS#SSSLS#QR 0 579 0,1 5.1 588 0,5 0 590 0,3 Rac GTPase‐activating protein 1  35454:164801

1028.13373 3 timecourse_ATM_ctrl1 1028.12818 5.4 23.84 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#S#SSLSQR.V 13.6 100 1.60E+06 VSLLGPVTT#PEHQLLKT#PSSSS#LS#QR 7 580 ‐1,0 6.7 588 0,4 0 593 ‐2,0 Rac GTPase‐activating protein 1  35449:176249

1028.13428 3 timecourse_ATM_combo_2hr 1028.12818 5.93 22.67 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#S#SSLSQR.V 39.2 100 3.26E+06 VSLLGPVTT#PEHQLLKT#PSS#SSLS#QR 19.8 580 7.4 588 0,5 0 591 0,2 Rac GTPase‐activating protein 1  35455:165971

1001.47927 3 timecourse_ATM_combo_4hr 1001.47274 6.52 17.4 RACGAP1  RGAP1_HUMAN 2 K.VSLLGPVTT#PEHQLLKT#PS#SSSLSQR.V 8.2 100 7.86E+05 VSLLGPVTT#PEHQLLKT#PSSSSLS#QR 9.8 580 ‐1,0 0 588 0,5 0 595 ‐4,0 Rac GTPase‐activating protein 1  35453:173571

889.7057 3 timecourse_ATM_ctrl2 889.70101 5.27 45.66 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFS#QSK.L 55.1 100 2.19E+06 LSSVCMGQEDNMTSVTNHFS#QSK 12.2 403 0,2 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35447:154833

889.70526 3 timecourse_ATM_combo_4hr 889.70101 4.78 42.01 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFSQS#K.L 44.4 100 2.59E+06 LSSVCMGQEDNMTSVTNHFS#QSK 0 403 ‐4,0 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35453:165901

889.70574 3 timecourse_ATM_combo_2hr 889.70101 5.32 41.87 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFSQS#K.L 41.2 100 1.45E+06 LSSVCMGQEDNMTSVTNHFS#QSK 0 403 0,2 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35455:157831

889.70563 3 timecourse_ATM_ctrl1 889.70101 5.19 38.04 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFS#QSK.L 52.5 100 2.64E+06 LSSVCMGQEDNMTSVTNHFS#QSK 0 403 ‐6,0 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35448:165400

889.7054 3 timecourse_ATM_combo_8hr 889.70101 4.93 35.21 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFSQS#K.L 35.6 100 2.69E+06 LSSVCMGQEDNMTSVTNHFS#QSK 0 403 ‐6,0 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35450:167820

889.70639 3 timecourse_ATM_combo_1hr 889.70101 6.05 33.88 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFS#QSK.L 44.9 100 2.09E+06 LSSVCMGQEDNMTSVTNHFSQS#K 7 405 ‐6,0 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35456:168297

889.70448 3 timecourse_ATM_ctrl1 889.70101 3.9 33.4 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFSQS#K.L 58.6 100 2.98E+06 LSSVCMGQEDNMTSVTNHFSQS#K 19.8 405 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35449:168089

889.70552 3 timecourse_ATM_combo_4hr 889.70101 5.07 32.43 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFSQS#K.L 42.8 100 2.56E+06 LSSVCMGQEDNMTSVTNHFS#QSK 0 403 ‐4,0 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35452:162890

889.70563 3 timecourse_ATM_combo_2hr 889.70101 5.19 32.32 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFSQS#K.L 37.4 100 1.38E+06 LSSVCMGQEDNMTSVTNHFS#QSK 0 403 ‐4,0 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35454:157071

889.70494 3 timecourse_ATM_combo_1hr 889.70101 4.42 32.29 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFS#QSK.L 40.8 100 2.10E+06 LSSVCMGQEDNMTSVTNHFS#QSK 0 403 ‐4,0 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35457:168445

889.70601 3 timecourse_ATM_ctrl2 889.70101 5.62 32.1 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFSQS#K.L 49.9 100 1.88E+06 LSSVCMGQEDNMTSVTNHFS#QSK 0 403 ‐6,0 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35446:151792

889.70551 3 timecourse_ATM_combo_8hr 889.70101 5.06 27.8 RAD18  RAD18_HUMAN 1 K.LSSVCMGQEDNMTSVTNHFSQS#K.L 46.5 100 3.09E+06 LSSVCMGQEDNMTSVTNHFSQS#K 6 405 ‐9,0 0 0 0 0 E3 ubiquitin‐protein ligase RAD18  35451:169960

1121.53395 2 timecourse_ATM_combo_8hr 1121.52669 6.48 37.96 RAD23B  RD23B_HUMAN 5 R.AVEYLLMGIPGDRES#QAVVD.P 11.6 100 4.79E+05 AVEYLLMGIPGDRES#QAVVD 131.2 235 0 0 0 0 UV excision repair protein RAD23 homolog B  35450:150200

1121.53464 2 timecourse_ATM_combo_8hr 1121.52669 7.09 33.05 RAD23B  RD23B_HUMAN 5 R.AVEYLLMGIPGDRES#QAVVD.P 11.9 100 5.14E+05 AVEYLLMGIPGDRES#QAVVD 116.2 235 0 0 0 0 UV excision repair protein RAD23 homolog B  35451:152150

1121.53363 2 timecourse_ATM_combo_4hr 1121.52669 6.19 27.76 RAD23B  RD23B_HUMAN 5 R.AVEYLLMGIPGDRES#QAVVD.P 7.6 100 2.91E+05 AVEYLLMGIPGDRES#QAVVD 75.8 235 0 0 0 0 UV excision repair protein RAD23 homolog B  35453:148831

741.99605 3 timecourse_ATM_combo_1hr 741.99245 4.85 15.32 RAD50  RAD50_HUMAN 2 K.LFDVCGS#QDFESDLDRLK.E 4.4 94 1.09E+05 LFDVCGS#QDFESDLDRLK 17.5 635 0 0 0 0 DNA repair protein RAD50  35457:151895

508.58158 3 timecourse_ATM_ctrl2 508.57863 5.8 22.79 RAF1  RAF1_HUMAN 3 R.ERAPVSGT#QEKNK.I 11.9 100 1.17E+05 ERAPVSGT#QEKNK 8.1 324 ‐2,0 0 0 0 0 RAF proto‐oncogene serine/threonine‐protein kinase  35447:81167

649.81358 2 timecourse_ATM_combo_2hr 649.81065 4.51 56 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 19.2 100 3.60E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35455:60951

649.81336 2 timecourse_ATM_combo_1hr 649.81065 4.17 52.44 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 21.5 100 5.18E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35457:65491

649.81392 2 timecourse_ATM_combo_1hr 649.81065 5.05 43.14 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 20.8 100 5.56E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35456:65304

649.81348 2 timecourse_ATM_ctrl1 649.81065 4.36 42.59 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 25.7 100 6.25E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35449:66035

649.8141 2 timecourse_ATM_combo_4hr 649.81065 5.31 40.39 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 13.7 100 3.19E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35453:64350

649.81434 2 timecourse_ATM_ctrl2 649.81065 5.68 36.39 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 12.6 100 2.88E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35446:56158

649.81391 2 timecourse_ATM_combo_8hr 649.81065 5.02 36.33 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 9.9 100 2.90E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35451:64705

649.81443 2 timecourse_ATM_ctrl1 649.81065 5.82 35.68 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 23.2 100 5.60E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35448:65247

649.81425 2 timecourse_ATM_ctrl2 649.81065 5.54 35.36 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 13.9 100 3.30E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35447:57015

649.81358 2 timecourse_ATM_combo_8hr 649.81065 4.52 33.38 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 9.7 100 2.74E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35450:64606

649.81394 2 timecourse_ATM_combo_4hr 649.81065 5.06 33.36 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 15.3 100 3.82E+05 TKT#QEIFHSK 33.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35452:62933

649.81406 2 timecourse_ATM_combo_2hr 649.81065 5.25 31.81 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 18.1 100 3.64E+05 TKT#QEIFHSK 27.7 1152 0 0 0 0 Retinoic acid‐induced protein 1  35454:61600

433.54481 3 timecourse_ATM_ctrl1 433.54286 4.5 27.03 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 156.6 100 3.42E+06 TKT#QEIFHSK 17.9 1152 0 0 0 0 Retinoic acid‐induced protein 1  35449:66045

433.54525 3 timecourse_ATM_combo_1hr 433.54286 5.51 25.18 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 127.1 100 3.01E+06 TKT#QEIFHSK 19.5 1152 0 0 0 0 Retinoic acid‐induced protein 1  35456:65314

485.57862 3 timecourse_ATM_combo_1hr 485.57656 4.24 22.67 RAI1  RAI1_HUMAN 3 R.T#KTQEIFHSKR.R 35.4 100 8.21E+05 TKT#QEIFHSKR 16.2 1152 0 0 0 0 Retinoic acid‐induced protein 1  35457:84225

485.57917 3 timecourse_ATM_combo_2hr 485.57656 5.38 21.41 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSKR.R 25.4 100 4.77E+05 TKT#QEIFHSKR 19.5 1152 0 0 0 0 Retinoic acid‐induced protein 1  35454:78838

485.57868 3 timecourse_ATM_ctrl1 485.57656 4.37 21.24 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSKR.R 42.6 100 7.92E+05 TKT#QEIFHSKR 16.2 1152 0 0 0 0 Retinoic acid‐induced protein 1  35449:85067

485.57906 3 timecourse_ATM_ctrl2 485.57656 5.17 20.78 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSKR.R 31.3 100 6.77E+05 TKT#QEIFHSKR 16.2 1152 0 0 0 0 Retinoic acid‐induced protein 1  35447:73388

485.57895 3 timecourse_ATM_combo_4hr 485.57656 4.92 19.65 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSKR.R 26.9 100 6.24E+05 TKT#QEIFHSKR 16.2 1152 0 0 0 0 Retinoic acid‐induced protein 1  35452:81128

433.54553 3 timecourse_ATM_ctrl1 433.54286 6.16 19.52 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 145.0 100 3.57E+06 TKT#QEIFHSK 16.4 1152 0 0 0 0 Retinoic acid‐induced protein 1  35448:65257

433.54528 3 timecourse_ATM_ctrl2 433.54286 5.58 17.39 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSK.R 130.3 100 2.04E+06 TKT#QEIFHSK 17.9 1152 0 0 0 0 Retinoic acid‐induced protein 1  35447:57025

485.57936 3 timecourse_ATM_combo_1hr 485.57656 5.77 15.94 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSKR.R 33.9 100 8.40E+05 TKT#QEIFHSKR 16.2 1152 0 0 0 0 Retinoic acid‐induced protein 1  35456:83894

485.57869 3 timecourse_ATM_combo_2hr 485.57656 4.41 15.39 RAI1  RAI1_HUMAN 3 R.TKT#QEIFHSKR.R 31.8 100 4.78E+05 TKT#QEIFHSKR 16.2 1152 0 0 0 0 Retinoic acid‐induced protein 1  35455:78388

1190.96202 2 timecourse_ATM_combo_2hr 1190.95817 3.23 99.1 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 26.6 100 8.43E+05 SQMT#QEASDEAEDMKEAMNR 0 620 ‐3,0 0 0 0 0 Ankycorbin  35455:147541

890.33027 2 timecourse_ATM_combo_2hr 890.32606 4.73 97.01 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 97.1 100 1.95E+06 SQMT#QEASDEAEDMK 33.5 620 0 0 0 0 Ankycorbin  35455:110405

890.33081 2 timecourse_ATM_combo_2hr 890.32606 5.34 94.79 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 93.6 100 1.98E+06 SQMT#QEASDEAEDMK 38.8 620 0 0 0 0 Ankycorbin  35454:110668

890.33155 2 timecourse_ATM_ctrl2 890.32606 6.17 92.64 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 63.2 100 1.57E+06 SQMT#QEASDEAEDMK 38.8 620 0 0 0 0 Ankycorbin  35447:105726

890.33132 2 timecourse_ATM_ctrl1 890.32606 5.91 91.23 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 116.7 100 3.33E+06 SQMT#QEASDEAEDMK 38.8 620 0 0 0 0 Ankycorbin  35448:117771

1190.96008 2 timecourse_ATM_combo_1hr 1190.95817 1.6 91.1 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 23.0 100 1.06E+06 SQMT#QEASDEAEDMKEAMNR 0 620 ‐3,0 0 0 0 0 Ankycorbin  35457:158095

890.33081 2 timecourse_ATM_ctrl1 890.32606 5.34 88.78 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 123.0 100 3.20E+06 SQMT#QEASDEAEDMK 38.8 620 0 0 0 0 Ankycorbin  35449:119672

890.33164 2 timecourse_ATM_ctrl2 890.32606 6.27 88.65 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 62.2 100 1.42E+06 SQMT#QEASDEAEDMK 38.8 620 0 0 0 0 Ankycorbin  35446:103597

1112.91324 2 timecourse_ATM_ctrl2 1112.90761 5.06 86.83 RAI14  RAI14_HUMAN 3 K.S#QMTQEASDEAEDMKEAMN.R 12.5 100 3.58E+05 SQMT#QEASDEAEDMKEAMN 17 620 0 0 0 0 Ankycorbin  35447:137623

890.33081 2 timecourse_ATM_combo_4hr 890.32606 5.34 86.59 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 69.3 100 2.09E+06 SQMT#QEASDEAEDMK 33.5 620 0 0 0 0 Ankycorbin  35453:116485

1112.91181 2 timecourse_ATM_ctrl1 1112.90761 3.77 86.43 RAI14  RAI14_HUMAN 3 K.S#QMTQEASDEAEDMKEAMN.R 19.6 100 6.39E+05 SQMT#QEASDEAEDMKEAMN 11.5 620 ‐3,0 0 0 0 0 Ankycorbin  35449:151879

890.33108 2 timecourse_ATM_combo_8hr 890.32606 5.64 85.66 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 85.7 100 3.26E+06 SQMT#QEASDEAEDMK 38.8 620 0 0 0 0 Ankycorbin  35451:117982

890.33151 2 timecourse_ATM_combo_1hr 890.32606 6.12 84.38 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 74.7 100 2.14E+06 SQMT#QEASDEAEDMK 38.8 620 0 0 0 0 Ankycorbin  35456:119251

890.33037 2 timecourse_ATM_combo_1hr 890.32606 4.84 82 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 79.9 100 2.17E+06 SQMT#QEASDEAEDMK 38.8 620 0 0 0 0 Ankycorbin  35457:118963

1190.96216 2 timecourse_ATM_combo_8hr 1190.95817 3.35 81.13 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 11.5 100 6.76E+05 SQMT#QEASDEAEDMKEAMNR 11.5 620 ‐3,0 0 0 0 0 Ankycorbin  35450:156200

890.3319 2 timecourse_ATM_combo_8hr 890.32606 6.56 80.98 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 76.0 100 2.71E+06 SQMT#QEASDEAEDMK 22.6 620 0 0 0 0 Ankycorbin  35450:116820

1190.96136 2 timecourse_ATM_ctrl1 1190.95817 2.68 79.59 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 25.9 100 1.42E+06 S#QMTQEASDEAEDMKEAMNR 11.4 617 0,3 0 0 0 0 Ankycorbin  35448:156200

1112.91116 2 timecourse_ATM_combo_1hr 1112.90761 3.19 77.02 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMN.R 11.2 100 4.07E+05 SQMT#QEASDEAEDMKEAMN 24.2 620 0 0 0 0 Ankycorbin  35457:151965

1190.96134 2 timecourse_ATM_combo_2hr 1190.95817 2.66 76.35 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 28.7 100 8.94E+05 SQMT#QEASDEAEDMKEAMNR 0 620 ‐3,0 0 0 0 0 Ankycorbin  35454:147161

1190.96232 2 timecourse_ATM_combo_1hr 1190.95817 3.48 73.07 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 20.2 100 9.37E+05 SQMT#QEASDEAEDMKEAMNR 13.2 620 0 0 0 0 Ankycorbin  35456:158147

1190.95949 2 timecourse_ATM_ctrl1 1190.95817 1.11 72.9 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 35.6 100 1.51E+06 SQMT#QEASDEAEDMKEAMNR 10.3 620 ‐3,0 0 0 0 0 Ankycorbin  35449:158649

1112.91376 2 timecourse_ATM_combo_2hr 1112.90761 5.53 72.22 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMN.R 16.7 100 3.61E+05 SQMT#QEASDEAEDMKEAMN 24.2 620 0 0 0 0 Ankycorbin  35454:141411

1112.91288 2 timecourse_ATM_combo_1hr 1112.90761 4.74 72.21 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMN.R 8.6 100 3.90E+05 SQMT#QEASDEAEDMKEAMN 15.9 620 0 0 0 0 Ankycorbin  35456:151887

1112.91314 2 timecourse_ATM_combo_2hr 1112.90761 4.97 71.36 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMN.R 14.1 100 3.64E+05 SQMT#QEASDEAEDMKEAMN 7 620 ‐3,0 0 0 0 0 Ankycorbin  35455:141561

1190.96135 2 timecourse_ATM_combo_4hr 1190.95817 2.67 70.86 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 19.3 100 1.05E+06 SQMT#QEASDEAEDMKEAMNR 0 620 ‐3,0 0 0 0 0 Ankycorbin  35453:154681

1216.04168 2 timecourse_ATM_combo_1hr 1216.03834 2.75 70.31 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 11.8 100 6.38E+05 AELVCLNNTEISENSSDLS#QK 45.9 482 0 0 0 0 Ankycorbin  35456:159927

1190.96391 2 timecourse_ATM_ctrl2 1190.95817 4.82 70.1 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 28.4 100 1.08E+06 SQMT#QEASDEAEDMKEAMNR 0 620 ‐3,0 0 0 0 0 Ankycorbin  35447:144293

1190.96248 2 timecourse_ATM_combo_8hr 1190.95817 3.62 69.87 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 11.3 100 8.53E+05 SQMT#QEASDEAEDMKEAMNR 0 620 ‐3,0 0 0 0 0 Ankycorbin  35451:158220

1112.91231 2 timecourse_ATM_combo_4hr 1112.90761 4.22 67.86 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMN.R 9.5 100 3.82E+05 SQMT#QEASDEAEDMKEAMN 19.8 620 0 0 0 0 Ankycorbin  35453:148291

863.06636 3 timecourse_ATM_combo_8hr 863.06168 5.42 67.84 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 47.2 100 3.63E+06 RAELVCLNNTEISENSSDLS#QK 44.4 482 0 0 0 0 Ankycorbin  35451:167270

1112.91342 2 timecourse_ATM_ctrl2 1112.90761 5.22 67.54 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMN.R 13.6 100 3.48E+05 SQMT#QEASDEAEDMKEAMN 21.8 620 0 0 0 0 Ankycorbin  35446:135266

1112.91279 2 timecourse_ATM_ctrl1 1112.90761 4.65 67.07 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMN.R 17.0 100 5.94E+05 SQMT#QEASDEAEDMKEAMN 14.5 620 0 0 0 0 Ankycorbin  35448:149530

1190.96201 2 timecourse_ATM_combo_4hr 1190.95817 3.22 66.17 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 17.9 100 8.34E+05 SQMT#QEASDEAEDMKEAMNR 11.5 620 ‐3,0 0 0 0 0 Ankycorbin  35452:151960

1112.91328 2 timecourse_ATM_combo_8hr 1112.90761 5.09 65.31 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMN.R 8.8 100 5.32E+05 SQMT#QEASDEAEDMKEAMN 7.7 620 ‐3,0 0 0 0 0 Ankycorbin  35450:149640

1190.96268 2 timecourse_ATM_ctrl2 1190.95817 3.79 64.7 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 27.4 100 9.30E+05 SQMT#QEASDEAEDMKEAMNR 0 620 ‐3,0 0 0 0 0 Ankycorbin  35446:141762

863.0666 3 timecourse_ATM_ctrl2 863.06168 5.7 64.13 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 41.6 100 1.64E+06 RAELVCLNNTEISENSSDLS#QK 55.1 482 0 0 0 0 Ankycorbin  35447:152353

794.31009 3 timecourse_ATM_combo_4hr 794.30787 2.79 63.38 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 318.6 100 2.00E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35452:151950

863.06636 3 timecourse_ATM_combo_4hr 863.06168 5.42 62.26 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 71.8 100 4.07E+06 RAELVCLNNTEISENSSDLS#QK 40.5 482 0 0 0 0 Ankycorbin  35453:163301

863.06572 3 timecourse_ATM_ctrl1 863.06168 4.68 61.69 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 39.8 100 2.23E+06 RAELVCLNNTEISENSSDLS#QK 47.3 482 0 0 0 0 Ankycorbin  35449:165729

882.44927 2 timecourse_ATM_ctrl2 882.44362 6.4 61.27 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 16.9 100 4.41E+05 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35446:102487

863.06612 3 timecourse_ATM_ctrl1 863.06168 5.14 60.7 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 41.9 100 2.38E+06 RAELVCLNNTEISENSSDLS#QK 54.6 482 0 0 0 0 Ankycorbin  35448:163110

882.44927 2 timecourse_ATM_ctrl1 882.44362 6.4 58.8 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 13.0 100 4.51E+05 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35448:116451

799.64422 3 timecourse_ATM_ctrl1 799.63951 5.89 58.4 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 5.3 94 2.32E+05 SQMT#QEASDEAEDMKEAM*NR 30.7 620 0 0 0 0 Ankycorbin  35448:156740

794.31088 3 timecourse_ATM_ctrl2 794.30787 3.79 57.74 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 496.7 100 2.30E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35446:141772

863.06665 3 timecourse_ATM_combo_1hr 863.06168 5.76 57.6 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 130.1 100 7.75E+06 RAELVCLNNTEISENSSDLS#QK 49 482 0 0 0 0 Ankycorbin  35456:165917

799.64352 3 timecourse_ATM_combo_2hr 799.63951 5.01 56.85 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 11.3 94 6.80E+05 SQM*T#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35454:147651

794.30889 3 timecourse_ATM_combo_1hr 794.30787 1.28 55.55 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 356.3 100 2.13E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35457:158085

799.64276 3 timecourse_ATM_combo_4hr 799.63951 4.06 55.27 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 6.2 94 5.38E+05 SQM*T#QEASDEAEDMKEAMNR 20.1 620 0 0 0 0 Ankycorbin  35453:155211

794.31078 3 timecourse_ATM_combo_2hr 794.30787 3.66 55.03 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 400.3 100 1.69E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35454:147171

863.06655 3 timecourse_ATM_ctrl2 863.06168 5.64 54.95 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 31.3 100 1.41E+06 RAELVCLNNTEISENSSDLS#QK 50.7 482 0 0 0 0 Ankycorbin  35446:149422

794.30995 3 timecourse_ATM_combo_8hr 794.30787 2.62 54.91 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 227.4 100 1.63E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35451:158210

889.72033 3 timecourse_ATM_combo_1hr 889.71713 3.6 54.71 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSS#DLS#QK.L 38.9 100 3.79E+06 RAELVCLNNTEISENSS#DLS#QK 14.5 479 48.8 482 0 0 Ankycorbin  35457:168455

794.31218 3 timecourse_ATM_ctrl2 794.30787 5.43 54.66 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 440.7 100 2.19E+07 SQMT#QEASDEAEDMKEAMNR 26.8 620 0 0 0 0 Ankycorbin  35447:144303

799.64256 3 timecourse_ATM_combo_1hr 799.63951 3.81 54.63 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 8.0 94 6.89E+05 SQM*T#QEASDEAEDMKEAMNR 18.5 620 0 0 0 0 Ankycorbin  35457:158565

863.06622 3 timecourse_ATM_combo_8hr 863.06168 5.26 54.38 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 37.8 100 3.26E+06 RAELVCLNNTEISENSSDLS#QK 59.3 482 0 0 0 0 Ankycorbin  35450:165200

889.72111 3 timecourse_ATM_ctrl1 889.71713 4.47 54.24 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSS#DLS#QK.L 9.2 100 9.34E+05 RAELVCLNNTEISENSS#DLS#QK 9.8 479 ‐1,0 45.1 482 0 0 Ankycorbin  35449:168099



588.63517 3 timecourse_ATM_ctrl2 588.63150 6.23 54.04 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 59.1 100 1.77E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35447:104448

799.64425 3 timecourse_ATM_combo_2hr 799.63951 5.93 53.86 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 8.2 100 2.14E+05 SQMT#QEASDEAEDMKEAM*NR 30.7 620 0 0 0 0 Ankycorbin  35454:147671

593.88943 3 timecourse_ATM_combo_4hr 593.88647 4.98 53.64 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 20.1 100 5.61E+05 SQMT#QEASDEAEDMK 12 620 ‐3,0 0 0 0 0 Ankycorbin  35453:116475

882.44813 2 timecourse_ATM_ctrl1 882.44362 5.11 53.51 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 12.6 100 4.25E+05 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35449:118271

863.06619 3 timecourse_ATM_combo_4hr 863.06168 5.23 53.29 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 71.9 100 4.15E+06 RAELVCLNNTEISENSSDLS#QK 59.3 482 0 0 0 0 Ankycorbin  35452:160330

882.44956 2 timecourse_ATM_ctrl2 882.44362 6.73 53.03 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 14.4 100 4.34E+05 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35447:104458

588.63508 3 timecourse_ATM_ctrl2 588.63150 6.08 52.72 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 61.3 100 1.82E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35446:102477

863.06589 3 timecourse_ATM_combo_1hr 863.06168 4.88 52.44 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 130.7 100 7.58E+06 RAELVCLNNTEISENSSDLS#QK 49 482 0 0 0 0 Ankycorbin  35457:166035

588.63487 3 timecourse_ATM_combo_2hr 588.63150 5.73 51.92 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 19.3 100 5.22E+05 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35454:109448

588.63513 3 timecourse_ATM_ctrl1 588.63150 6.17 51.84 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 43.1 100 1.81E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35448:116441

863.06677 3 timecourse_ATM_combo_2hr 863.06168 5.9 51.56 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 75.7 100 3.21E+06 RAELVCLNNTEISENSSDLS#QK 59.3 482 0 0 0 0 Ankycorbin  35454:154851

799.64369 3 timecourse_ATM_ctrl2 799.63951 5.23 51.01 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 13.0 100 7.67E+05 SQM*T#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35446:142382

799.64404 3 timecourse_ATM_ctrl2 799.63951 5.67 50.63 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 12.6 100 3.18E+05 SQMT#QEASDEAEDMKEAM*NR 30.7 620 0 0 0 0 Ankycorbin  35446:142402

588.63305 3 combeffx_ATM_MEKi 588.63150 2.63 50.12 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 41.1 100 1.85E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35296:42625

794.30997 3 timecourse_ATM_combo_4hr 794.30787 2.64 49.82 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 352.9 100 2.08E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35453:154671

863.06585 3 timecourse_ATM_combo_2hr 863.06168 4.83 49.67 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSSDLS#QK.L 84.5 100 3.16E+06 RAELVCLNNTEISENSSDLS#QK 66.6 482 0 0 0 0 Ankycorbin  35455:155491

588.63348 3 combeffx_ATM_PI3Ki 588.63150 3.36 49.08 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 25.8 100 2.02E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35298:48201

799.64398 3 timecourse_ATM_ctrl2 799.63951 5.59 48.75 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDM*KEAMNR.M 10.5 94 3.39E+05 SQMT#QEASDEAEDM*KEAMNR 26.8 620 0 0 0 0 Ankycorbin  35446:142392

588.63458 3 timecourse_ATM_combo_4hr 588.63150 5.23 48.03 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 31.6 100 1.24E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35453:115063

889.72213 3 timecourse_ATM_combo_2hr 889.71713 5.62 47.86 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSS#DLS#QK.L 28.2 100 1.98E+06 RAELVCLNNTEISENSS#DLS#QK 5.4 479 ‐1,0 45.1 482 0 0 Ankycorbin  35454:157081

593.89018 3 timecourse_ATM_combo_8hr 593.88647 6.25 47.66 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 25.2 100 8.43E+05 SQMT#QEASDEAEDMK 12 620 ‐3,0 0 0 0 0 Ankycorbin  35450:116810

794.31026 3 timecourse_ATM_combo_1hr 794.30787 3.01 47.59 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 350.9 100 2.18E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35456:158137

799.6434 3 timecourse_ATM_combo_1hr 799.63951 4.86 47.37 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 8.5 94 6.90E+05 SQM*T#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35456:158597

588.63479 3 timecourse_ATM_combo_4hr 588.63150 5.61 47.1 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 28.6 100 1.19E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35452:113043

593.88907 3 timecourse_ATM_combo_2hr 593.88647 4.38 46.69 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 31.6 100 5.50E+05 SQMT#QEASDEAEDMK 11 620 ‐3,0 0 0 0 0 Ankycorbin  35455:110395

799.64333 3 timecourse_ATM_combo_2hr 799.63951 4.78 46.28 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 11.1 94 2.73E+05 SQMT#QEASDEAEDMKEAM*NR 30.7 620 0 0 0 0 Ankycorbin  35455:148021

799.64307 3 timecourse_ATM_combo_2hr 799.63951 4.45 46.02 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 10.4 94 5.70E+05 SQM*T#QEASDEAEDMKEAMNR 27 620 0 0 0 0 Ankycorbin  35455:148001

794.31038 3 timecourse_ATM_combo_8hr 794.30787 3.16 45.62 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 211.2 100 1.50E+07 SQMT#QEASDEAEDMKEAMNR 30.2 620 0 0 0 0 Ankycorbin  35450:156190

794.31096 3 timecourse_ATM_combo_2hr 794.30787 3.89 45.59 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 377.7 100 1.63E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35455:147551

588.63427 3 combeffx_ATM_comboi 588.63150 4.71 45.45 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 39.7 100 4.90E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35300:53206

799.64366 3 timecourse_ATM_ctrl1 799.63951 5.2 45.38 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 10.4 100 8.09E+05 SQM*T#QEASDEAEDMKEAMNR 14 620 0 0 0 0 Ankycorbin  35448:156720

889.71985 3 timecourse_ATM_combo_4hr 889.71713 3.06 45.3 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSS#DLS#QK.L 17.4 100 1.82E+06 RAELVCLNNTEISENSS#DLS#QK 14.5 479 37.1 482 0 0 Ankycorbin  35453:165911

799.64446 3 timecourse_ATM_ctrl1 799.63951 6.19 45.12 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDM*KEAMNR.M 3.6 100 9.25E+04 SQMT#QEASDEAEDM*KEAMNR 27 620 0 0 0 0 Ankycorbin  35448:156750

588.63441 3 timecourse_ATM_ctrl1 588.63150 4.94 44.73 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 42.0 100 1.67E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35449:118261

799.64349 3 timecourse_ATM_combo_4hr 799.63951 4.98 44.65 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDM*KEAMNR.M 4.7 100 1.30E+05 SQMT#QEASDEAEDM*KEAMNR 30.3 620 0 0 0 0 Ankycorbin  35452:152450

799.64402 3 timecourse_ATM_ctrl2 799.63951 5.64 44.33 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 14.0 94 3.97E+05 SQMT#QEASDEAEDMKEAM*NR 30.3 620 0 0 0 0 Ankycorbin  35447:144973

811.02956 3 timecourse_ATM_ctrl1 811.02798 1.95 44.17 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 10.4 100 4.61E+05 AELVCLNNTEISENSSDLS#QK 37.1 482 0 0 0 0 Ankycorbin  35449:160469

588.63335 3 combeffx_ATM_ctrl 588.63150 3.14 44.13 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 53.4 100 5.01E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35295:50243

799.64385 3 timecourse_ATM_combo_2hr 799.63951 5.43 43.86 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 11.1 94 2.90E+05 SQMT#QEASDEAEDMKEAM*NR 30.7 620 0 0 0 0 Ankycorbin  35454:147661

794.30866 3 timecourse_ATM_ctrl1 794.30787 0.99 43.81 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 425.3 100 2.70E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35449:158639

889.7206 3 timecourse_ATM_ctrl1 889.71713 3.9 43.67 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENS#SDLS#QK.L 7.3 100 9.11E+05 RAELVCLNNTEISENSS#DLS#QK 5 479 ‐1,0 45.1 482 0 0 Ankycorbin  35448:165410

889.71968 3 timecourse_ATM_combo_8hr 889.71713 2.87 43.6 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSS#DLS#QK.L 6.6 100 8.41E+05 RAELVCLNNTEISENSS#DLS#QK 14.5 479 37.1 482 0 0 Ankycorbin  35450:167830

588.63347 3 combeffx_ATM_ctrl 588.63150 3.35 43.47 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 51.6 100 5.91E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35294:52337

799.64328 3 timecourse_ATM_ctrl2 799.63951 4.71 43.15 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 14.2 100 8.50E+05 SQM*T#QEASDEAEDMKEAMNR 17.5 620 0 0 0 0 Ankycorbin  35447:144963

588.63406 3 combeffx_ATM_comboi 588.63150 4.35 42.72 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 49.8 100 3.80E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35301:48615

889.72041 3 timecourse_ATM_combo_4hr 889.71713 3.69 41.94 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENS#SDLS#QK.L 13.6 100 1.59E+06 RAELVCLNNTEISENSS#DLS#QK 14 479 45.1 482 0 0 Ankycorbin  35452:162900

811.02966 3 timecourse_ATM_combo_4hr 811.02798 2.07 41.9 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 16.9 100 9.20E+05 AELVCLNNTEISENSSDLS#QK 37.1 482 0 0 0 0 Ankycorbin  35453:156631

593.88965 3 timecourse_ATM_combo_4hr 593.88647 5.35 41.68 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 19.2 100 6.08E+05 S#QMTQEASDEAEDMK 11.8 617 0,3 0 0 0 0 Ankycorbin  35452:114354

799.64409 3 timecourse_ATM_ctrl2 799.63951 5.73 41.5 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 14.1 94 3.37E+05 SQMT#QEASDEAEDMKEAM*NR 30.7 620 0 0 0 0 Ankycorbin  35447:144983

588.63342 3 combeffx_ATM_PI3Ki 588.63150 3.26 41.48 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 21.8 100 1.43E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35299:46144

588.63413 3 timecourse_ATM_combo_2hr 588.63150 4.47 41.22 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 22.3 100 5.02E+05 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35455:109115

593.88954 3 timecourse_ATM_combo_2hr 593.88647 5.17 40.69 RAI14  RAI14_HUMAN 3 K.S#QMTQEASDEAEDMK.E 26.6 100 5.17E+05 S#QMTQEASDEAEDMK 11.8 617 0,3 0 0 0 0 Ankycorbin  35454:110658

799.64372 3 timecourse_ATM_ctrl1 799.63951 5.26 40.58 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 7.6 94 2.57E+05 SQMT#QEASDEAEDMKEAM*NR 30.7 620 0 0 0 0 Ankycorbin  35448:156730

889.72166 3 timecourse_ATM_combo_1hr 889.71713 5.09 40.39 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENS#SDLS#QK.L 43.3 100 4.04E+06 RAELVCLNNTEIS#ENSSDLS#QK 13 475 0,3 37.8 482 0 0 Ankycorbin  35456:168307

588.63377 3 combeffx_ATM_MEKi 588.63150 3.86 40.39 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 34.4 100 1.39E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35297:39309

799.64324 3 timecourse_ATM_combo_2hr 799.63951 4.66 40.13 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDM*KEAMNR.M 6.6 100 1.54E+05 SQMT#QEASDEAEDM*KEAMNR 14.2 620 0 0 0 0 Ankycorbin  35454:147641

811.0292 3 timecourse_ATM_combo_1hr 811.02798 1.5 40.04 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 27.0 100 1.70E+06 AELVCLNNTEISENSSDLS#QK 31.3 482 0 0 0 0 Ankycorbin  35457:159865

794.30959 3 timecourse_ATM_ctrl1 794.30787 2.17 39.94 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMNR.M 418.9 100 2.75E+07 SQMT#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35448:156190

799.64325 3 timecourse_ATM_combo_2hr 799.63951 4.68 39.89 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDM*KEAMNR.M 6.4 100 1.18E+05 SQMT#QEASDEAEDM*KEAMNR 26.2 620 0 0 0 0 Ankycorbin  35455:148011

593.88995 3 timecourse_ATM_ctrl2 593.88647 5.86 39.6 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 16.3 100 3.91E+05 SQMT#QEASDEAEDMK 19.6 620 0 0 0 0 Ankycorbin  35446:103587

588.63435 3 timecourse_ATM_combo_1hr 588.63150 4.84 39.41 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 28.7 100 1.08E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35457:117552

799.64233 3 timecourse_ATM_ctrl1 799.63951 3.53 39.13 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 9.9 100 6.18E+05 SQM*T#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35449:159139

588.63487 3 timecourse_ATM_combo_8hr 588.63150 5.73 38.11 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 38.9 100 1.79E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35451:116492

588.6349 3 timecourse_ATM_combo_8hr 588.63150 5.78 37.59 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 36.8 100 1.61E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35450:115350

799.64438 3 timecourse_ATM_combo_1hr 799.63951 6.09 37.4 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 7.4 94 2.98E+05 SQMT#QEASDEAEDMKEAM*NR 37.9 620 0 0 0 0 Ankycorbin  35456:158617

593.88968 3 timecourse_ATM_ctrl1 593.88647 5.41 36.74 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 27.6 100 8.30E+05 SQMT#QEASDEAEDMK 8 620 ‐3,0 0 0 0 0 Ankycorbin  35448:117761

811.03012 3 timecourse_ATM_combo_4hr 811.02798 2.64 35.99 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 15.1 100 8.38E+05 AELVCLNNTEISENSSDLS#QK 26.4 482 0 0 0 0 Ankycorbin  35452:153820

588.6351 3 timecourse_ATM_combo_1hr 588.63150 6.12 35.93 RAI14  RAI14_HUMAN 3 K.RQS#QQLEALQQQVK.Q 28.8 100 1.19E+06 RQS#QQLEALQQQVK 1000 915 0 0 0 0 Ankycorbin  35456:117931

799.64408 3 timecourse_ATM_ctrl2 799.63951 5.72 35.89 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDM*KEAMNR.M 8.3 100 1.76E+05 SQMT#QEASDEAEDM*KEAMNR 42.6 620 0 0 0 0 Ankycorbin  35446:142412

799.64358 3 timecourse_ATM_combo_2hr 799.63951 5.09 35.61 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 11.0 100 2.51E+05 SQMT#QEASDEAEDMKEAM*NR 26.8 620 0 0 0 0 Ankycorbin  35455:148031

799.64431 3 timecourse_ATM_ctrl2 799.63951 6 35.01 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDM*KEAMNR.M 7.6 100 1.45E+05 SQMT#QEASDEAEDM*KEAMNR 26.2 620 0 0 0 0 Ankycorbin  35447:144993

889.72179 3 timecourse_ATM_combo_2hr 889.71713 5.25 34.25 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENSS#DLS#QK.L 32.5 100 2.04E+06 RAELVCLNNTEISENSS#DLS#QK 0 479 ‐1,0 37.1 482 0 0 Ankycorbin  35455:157841

593.88968 3 timecourse_ATM_combo_8hr 593.88647 5.41 33.9 RAI14  RAI14_HUMAN 3 K.SQMTQEAS#DEAEDMK.E 23.7 100 8.46E+05 SQMT#QEASDEAEDMK 13.4 620 0 0 0 0 Ankycorbin  35451:117972

811.0301 3 timecourse_ATM_combo_1hr 811.02798 2.61 33.83 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 26.6 100 1.90E+06 AELVCLNNTEISENSSDLS#QK 28.4 482 0 0 0 0 Ankycorbin  35456:159917

889.72206 3 timecourse_ATM_ctrl2 889.71713 5.55 33.38 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENS#SDLS#QK.L 4.9 100 4.40E+05 RAELVCLNNTEISENSS#DLS#QK 7 479 ‐1,0 28.4 482 0 0 Ankycorbin  35447:154843

799.64342 3 timecourse_ATM_combo_1hr 799.63951 4.89 33.35 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDM*KEAMNR.M 8.1 100 2.67E+05 SQMT#QEASDEAEDM*KEAMNR 30.7 620 0 0 0 0 Ankycorbin  35457:158575

811.03062 3 timecourse_ATM_combo_2hr 811.02798 3.26 33.34 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 14.5 100 7.06E+05 AELVCLNNTEISENSSDLS#QK 22.2 482 0 0 0 0 Ankycorbin  35454:148821

593.8901 3 timecourse_ATM_combo_1hr 593.88647 6.11 33.1 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 22.8 100 5.98E+05 S#QMTQEASDEAEDMK 5.5 617 0,3 0 0 0 0 Ankycorbin  35456:119241

799.64315 3 timecourse_ATM_combo_8hr 799.63951 4.55 31.64 RAI14  RAI14_HUMAN 3 K.SQM*T#QEASDEAEDMKEAMNR.M 3.6 94 3.08E+05 SQM*T#QEASDEAEDMKEAMNR 30.7 620 0 0 0 0 Ankycorbin  35450:156770

593.88942 3 timecourse_ATM_ctrl1 593.88647 4.97 31.61 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMK.E 27.6 100 8.37E+05 SQMT#QEASDEAEDMK 4.1 620 ‐3,0 0 0 0 0 Ankycorbin  35449:119662

820.96645 3 timecourse_ATM_combo_1hr 820.96331 3.82 30.79 RAI14  RAI14_HUMAN 3 K.SQMT#QEAS#DEAEDMKEAMNR.M 9.0 100 2.94E+05 SQMT#QEAS#DEAEDMKEAMNR 9.4 620 ‐3,0 22 624 0 0 Ankycorbin  35457:161555

799.64377 3 timecourse_ATM_combo_4hr 799.63951 5.33 30.39 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 5.5 100 2.41E+05 SQMT#QEASDEAEDMKEAM*NR 36.2 620 0 0 0 0 Ankycorbin  35452:152460

811.03035 3 timecourse_ATM_combo_2hr 811.02798 2.92 30.12 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 17.6 100 7.76E+05 AELVCLNNTEISENSSDLS#QK 28.4 482 0 0 0 0 Ankycorbin  35455:149361

811.02978 3 timecourse_ATM_ctrl1 811.02798 2.22 28.26 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 9.7 100 5.50E+05 AELVCLNNTEISENSSDLS#QK 28.7 482 0 0 0 0 Ankycorbin  35448:158060

811.03082 3 timecourse_ATM_combo_8hr 811.02798 3.5 26.91 RAI14  RAI14_HUMAN 3 R.AELVCLNNTEISENSSDLS#QK.L 9.8 100 8.30E+05 AELVCLNNTEISENSSDLS#QK 31.3 482 0 0 0 0 Ankycorbin  35450:158230

889.72238 3 timecourse_ATM_ctrl2 889.71713 5.9 26.53 RAI14  RAI14_HUMAN 3 R.RAELVCLNNTEISENS#SDLS#QK.L 4.9 100 4.32E+05 RAELVCLNNTEISENSS#DLS#QK 0 479 ‐4,0 22.2 482 0 0 Ankycorbin  35446:151802

742.27812 3 timecourse_ATM_combo_8hr 742.27417 5.32 26.05 RAI14  RAI14_HUMAN 3 K.SQMTQEAS#DEAEDMKEAMN.R 8.9 100 4.25E+05 SQMT#QEASDEAEDMKEAMN 6.5 620 ‐3,0 0 0 0 0 Ankycorbin  35451:151630

820.96708 3 timecourse_ATM_combo_1hr 820.96331 4.59 25.49 RAI14  RAI14_HUMAN 3 K.SQMT#QEAS#DEAEDMKEAMNR.M 6.3 100 3.29E+05 SQMT#QEAS#DEAEDMKEAMNR 9.4 620 ‐3,0 34.1 624 0 0 Ankycorbin  35456:161527

742.27778 3 timecourse_ATM_combo_8hr 742.27417 4.88 23.58 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAMN.R 8.9 100 4.87E+05 SQMT#QEASDEAEDMKEAMN 0 620 ‐3,0 0 0 0 0 Ankycorbin  35450:149630

799.64408 3 timecourse_ATM_combo_4hr 799.63951 5.72 21.39 RAI14  RAI14_HUMAN 3 K.SQMT#QEASDEAEDMKEAM*NR.M 7.0 94 1.93E+05 SQMT#QEASDEAEDMKEAM*NR 26.8 620 0 0 0 0 Ankycorbin  35453:155221

742.27797 3 timecourse_ATM_combo_2hr 742.27417 5.12 20.47 RAI14  RAI14_HUMAN 3 K.S#QMTQEASDEAEDMKEAMN.R 10.2 100 2.98E+05 S#QMTQEASDEAEDMKEAMN 5.4 617 0,3 0 0 0 0 Ankycorbin  35454:141401

742.27714 3 timecourse_ATM_combo_4hr 742.27417 4 19.81 RAI14  RAI14_HUMAN 3 K.S#QMTQEASDEAEDMKEAMN.R 8.6 100 2.73E+05 S#QMTQEASDEAEDMKEAMN 8.5 617 0,3 0 0 0 0 Ankycorbin  35453:148281

1398.12427 2 timecourse_ATM_combo_4hr 1398.11905 3.73 93.96 RALGAPA1  RGPA1_HUMAN 2 R.HFS#QSEETGNEVFGALNEEQPLPR.S 8.6 100 3.97E+05 HFS#QSEETGNEVFGALNEEQPLPR 16.2 773 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35453:169911

1398.12563 2 timecourse_ATM_ctrl1 1398.11905 4.71 87.56 RALGAPA1  RGPA1_HUMAN 2 R.HFSQS#EETGNEVFGALNEEQPLPR.S 29.4 100 1.48E+06 HFSQS#EETGNEVFGALNEEQPLPR 0 775 ‐2,0 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35448:168850

1398.12449 2 timecourse_ATM_combo_2hr 1398.11905 3.89 86.41 RALGAPA1  RGPA1_HUMAN 2 R.HFSQS#EETGNEVFGALNEEQPLPR.S 14.6 100 5.49E+05 HFS#QSEETGNEVFGALNEEQPLPR 19.2 773 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35455:161551

1398.12491 2 timecourse_ATM_combo_1hr 1398.11905 4.19 81.85 RALGAPA1  RGPA1_HUMAN 2 R.HFS#QSEETGNEVFGALNEEQPLPR.S 12.5 100 7.61E+05 HFSQS#EETGNEVFGALNEEQPLPR 0 775 ‐2,0 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35456:172047

1398.12329 2 timecourse_ATM_ctrl1 1398.11905 3.03 79.5 RALGAPA1  RGPA1_HUMAN 2 R.HFS#QSEETGNEVFGALNEEQPLPR.S 25.0 100 1.45E+06 HFS#QSEETGNEVFGALNEEQPLPR 13.2 773 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35449:171699

1398.12473 2 timecourse_ATM_ctrl2 1398.11905 4.06 76.78 RALGAPA1  RGPA1_HUMAN 2 R.HFSQS#EETGNEVFGALNEEQPLPR.S 8.9 100 6.20E+05 HFS#QSEETGNEVFGALNEEQPLPR 14.4 773 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35446:155412

932.41863 3 timecourse_ATM_combo_8hr 932.41512 3.76 53.46 RALGAPA1  RGPA1_HUMAN 2 R.HFSQSEET#GNEVFGALNEEQPLPR.S 82.3 100 6.09E+06 HFS#QSEETGNEVFGALNEEQPLPR 9.7 773 0,2 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35451:174120

932.41812 3 timecourse_ATM_ctrl2 932.41512 3.22 53.05 RALGAPA1  RGPA1_HUMAN 2 R.HFSQSEET#GNEVFGALNEEQPLPR.S 92.7 100 1.31E+07 HFS#QSEETGNEVFGALNEEQPLPR 12.5 773 0,5 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35446:155402

932.41847 3 combeffx_ATM_PI3Ki 932.41512 3.59 52.68 RALGAPA1  RGPA1_HUMAN 2 R.HFSQS#EETGNEVFGALNEEQPLPR.S 8.7 100 8.71E+05 HFSQSEET#GNEVFGALNEEQPLPR 0 778 ‐5,0 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35298:70716

932.41799 3 combeffx_ATM_PI3Ki 932.41512 3.08 51.65 RALGAPA1  RGPA1_HUMAN 2 R.HFSQSEET#GNEVFGALNEEQPLPR.S 6.9 92 5.28E+05 HFSQSEET#GNEVFGALNEEQPLPR 0 778 ‐5,0 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35299:66794

932.41896 3 timecourse_ATM_combo_1hr 932.41512 4.12 49.99 RALGAPA1  RGPA1_HUMAN 2 R.HFSQSEET#GNEVFGALNEEQPLPR.S 138.2 100 1.31E+07 HFSQSEET#GNEVFGALNEEQPLPR 5.4 778 ‐5,0 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35456:172037

932.41751 3 timecourse_ATM_combo_4hr 932.41512 2.56 49.97 RALGAPA1  RGPA1_HUMAN 2 R.HFSQSEET#GNEVFGALNEEQPLPR.S 112.3 100 9.29E+06 HFSQSEET#GNEVFGALNEEQPLPR 3.8 778 ‐5,0 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35453:169901

1017.47744 3 timecourse_ATM_ctrl2 1017.47163 5.71 49.62 RALGAPA1  RGPA1_HUMAN 2 R.VRHFS#QSEETGNEVFGALNEEQPLPR.S 5.6 100 2.49E+05 VRHFS#QSEETGNEVFGALNEEQPLPR 15.8 773 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35447:163233

932.4194 3 timecourse_ATM_combo_2hr 932.41512 4.59 49.15 RALGAPA1  RGPA1_HUMAN 2 R.HFS#QSEETGNEVFGALNEEQPLPR.S 160.3 100 8.63E+06 HFS#QSEETGNEVFGALNEEQPLPR 19 773 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35454:160531

932.41784 3 timecourse_ATM_combo_4hr 932.41512 2.92 47.64 RALGAPA1  RGPA1_HUMAN 2 R.HFSQS#EETGNEVFGALNEEQPLPR.S 96.2 100 8.75E+06 HFS#QSEETGNEVFGALNEEQPLPR 17 773 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35452:166860

932.41897 3 timecourse_ATM_combo_8hr 932.41512 4.13 46.67 RALGAPA1  RGPA1_HUMAN 2 R.HFSQSEET#GNEVFGALNEEQPLPR.S 80.2 100 6.10E+06 HFSQSEET#GNEVFGALNEEQPLPR 3.1 778 ‐5,0 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35450:171700

932.41743 3 timecourse_ATM_combo_1hr 932.41512 2.48 44.88 RALGAPA1  RGPA1_HUMAN 2 R.HFSQSEET#GNEVFGALNEEQPLPR.S 155.5 100 1.37E+07 HFSQSEET#GNEVFGALNEEQPLPR 7.5 778 ‐3,0 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35457:172155

932.41735 3 timecourse_ATM_ctrl2 932.41512 2.39 43.79 RALGAPA1  RGPA1_HUMAN 2 R.HFSQS#EETGNEVFGALNEEQPLPR.S 95.7 100 1.44E+07 HFS#QSEETGNEVFGALNEEQPLPR 10.3 773 0,5 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35447:158463

932.41886 3 timecourse_ATM_combo_2hr 932.41512 4.01 42.55 RALGAPA1  RGPA1_HUMAN 2 R.HFSQSEET#GNEVFGALNEEQPLPR.S 176.2 100 9.45E+06 HFSQS#EETGNEVFGALNEEQPLPR 0 775 0,3 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35455:161561

932.41753 3 timecourse_ATM_ctrl1 932.41512 2.6 42.42 RALGAPA1  RGPA1_HUMAN 2 R.HFSQS#EETGNEVFGALNEEQPLPR.S 278.3 100 2.28E+07 HFS#QSEETGNEVFGALNEEQPLPR 10.3 773 0,2 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35449:171689

932.41852 3 timecourse_ATM_ctrl1 932.41512 3.65 40.86 RALGAPA1  RGPA1_HUMAN 2 R.HFS#QSEETGNEVFGALNEEQPLPR.S 257.1 100 2.25E+07 HFSQS#EETGNEVFGALNEEQPLPR 0 775 0,3 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35448:168840

932.41853 3 combeffx_ATM_MEKi 932.41512 3.66 29.42 RALGAPA1  RGPA1_HUMAN 2 R.HFS#QSEETGNEVFGALNEEQPLPR.S 5.8 100 2.38E+05 HFSQSEET#GNEVFGALNEEQPLPR 0 778 ‐3,0 0 0 0 0 Ral GTPase‐activating protein subunit alpha‐1  35297:55338

1098.11773 3 timecourse_ATM_combo_4hr 1098.11380 3.58 55.76 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 12.1 100 7.71E+05 KGSQMS#TDTMVSNPMFDASEFPDNYEAGR 7.7 490 ‐3,0 0 0 0 0 Ral GTPase‐activating protein subunit beta  35453:177921

1098.12126 3 timecourse_ATM_combo_1hr 1098.11380 6.79 54.64 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 9.3 100 6.19E+05 KGS#QMSTDTMVSNPMFDASEFPDNYEAGR 18.6 487 0 0 0 0 Ral GTPase‐activating protein subunit beta  35456:179486

1098.11728 3 timecourse_ATM_ctrl1 1098.11380 3.17 54.18 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 11.5 100 6.80E+05 KGS#QMSTDTMVSNPMFDASEFPDNYEAGR 12.2 487 0,3 0 0 0 0 Ral GTPase‐activating protein subunit beta  35449:179099

1098.11515 3 timecourse_ATM_combo_8hr 1098.11380 1.23 53.43 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 11.5 94 1.12E+06 KGS#QMSTDTMVSNPMFDASEFPDNYEAGR 16.4 487 0 0 0 0 Ral GTPase‐activating protein subunit beta  35450:179560

862.86752 4 timecourse_ATM_combo_8hr 862.86245 5.89 51.57 RALGAPB  RLGPB_HUMAN 2 R.RKGSQMS#TDTMVSNPMFDASEFPDNYEAGR.A 13.9 100 1.42E+06 RKGSQMST#DTMVSNPMFDASEFPDNYEAGR 9.6 491 ‐4,0 0 0 0 0 Ral GTPase‐activating protein subunit beta  35451:184050

1098.1211 3 timecourse_ATM_ctrl1 1098.11380 6.65 51.5 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 7.6 100 5.57E+05 KGSQMST#DTMVSNPMFDASEFPDNYEAGR 0 491 ‐4,0 0 0 0 0 Ral GTPase‐activating protein subunit beta  35448:176400

1098.11565 3 timecourse_ATM_combo_8hr 1098.11380 1.69 51.22 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 14.1 100 1.90E+06 KGS#QMSTDTMVSNPMFDASEFPDNYEAGR 13.8 487 0 0 0 0 Ral GTPase‐activating protein subunit beta  35451:182390

1098.1185 3 timecourse_ATM_ctrl2 1098.11380 4.28 49.42 RALGAPB  RLGPB_HUMAN 2 R.KGSQMST#DTMVSNPMFDASEFPDNYEAGR.A 10.2 100 5.81E+05 KGS#QMSTDTMVSNPMFDASEFPDNYEAGR 8.1 487 0,9 0 0 0 0 Ral GTPase‐activating protein subunit beta  35447:166743

1098.12061 3 timecourse_ATM_ctrl2 1098.11380 6.21 47.64 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 10.7 100 4.11E+05 KGS#QMSTDTMVSNPMFDASEFPDNYEAGR 8.7 487 0,3 0 0 0 0 Ral GTPase‐activating protein subunit beta  35446:163292

862.86746 4 timecourse_ATM_ctrl2 862.86245 5.81 46.11 RALGAPB  RLGPB_HUMAN 2 R.RKGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 9.5 100 5.57E+05 RKGSQMST#DTMVSNPMFDASEFPDNYEAGR 0 491 ‐4,2 0 0 0 0 Ral GTPase‐activating protein subunit beta  35446:165032

862.86735 4 timecourse_ATM_combo_4hr 862.86245 5.68 45.39 RALGAPB  RLGPB_HUMAN 2 R.RKGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 7.6 100 5.72E+05 RKGSQMS#TDTMVSNPMFDASEFPDNYEAGR 0 490 0,6 0 0 0 0 Ral GTPase‐activating protein subunit beta  35452:176300

1098.11843 3 timecourse_ATM_combo_1hr 1098.11380 4.22 45.02 RALGAPB  RLGPB_HUMAN 2 R.KGSQMS#TDTMVSNPMFDASEFPDNYEAGR.A 6.6 100 4.66E+05 KGSQMS#TDTMVSNPMFDASEFPDNYEAGR 3.6 490 0,3 0 0 0 0 Ral GTPase‐activating protein subunit beta  35457:180335

1098.11988 3 timecourse_ATM_combo_2hr 1098.11380 5.55 43.5 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 9.5 100 5.03E+05 KGS#QMSTDTMVSNPMFDASEFPDNYEAGR 10.7 487 0,4 0 0 0 0 Ral GTPase‐activating protein subunit beta  35455:169071

1098.1195 3 timecourse_ATM_combo_2hr 1098.11380 5.19 41.95 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 9.8 100 3.99E+05 KGS#QMSTDTMVSNPMFDASEFPDNYEAGR 15.5 487 0 0 0 0 Ral GTPase‐activating protein subunit beta  35454:167671

862.86709 4 timecourse_ATM_combo_8hr 862.86245 5.38 41.73 RALGAPB  RLGPB_HUMAN 2 R.RKGSQMST#DTMVSNPMFDASEFPDNYEAGR.A 16.3 100 1.44E+06 RKGSQMST#DTMVSNPMFDASEFPDNYEAGR 0 491 ‐4,0 0 0 0 0 Ral GTPase‐activating protein subunit beta  35450:181060

1098.12036 3 timecourse_ATM_combo_4hr 1098.11380 5.97 40.98 RALGAPB  RLGPB_HUMAN 2 R.KGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 10.4 100 7.30E+05 KGSQMS#TDTMVSNPMFDASEFPDNYEAGR 0 490 ‐3,0 0 0 0 0 Ral GTPase‐activating protein subunit beta  35452:174670

1150.15423 3 timecourse_ATM_combo_4hr 1150.14750 5.85 40.22 RALGAPB  RLGPB_HUMAN 2 R.RKGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 5.0 94 3.31E+05 RKGS#QMSTDTMVSNPMFDASEFPDNYEAGR 3 487 0,9 0 0 0 0 Ral GTPase‐activating protein subunit beta  35453:179771

862.86671 4 timecourse_ATM_combo_2hr 862.86245 4.94 39.99 RALGAPB  RLGPB_HUMAN 2 R.RKGS#QMSTDTMVSNPMFDASEFPDNYEAGR.A 6.6 100 3.21E+05 RKGSQMST#DTMVSNPMFDASEFPDNYEAGR 5.3 491 ‐4,5 0 0 0 0 Ral GTPase‐activating protein subunit beta  35455:170721

862.86739 4 timecourse_ATM_combo_2hr 862.86245 5.73 36.48 RALGAPB  RLGPB_HUMAN 2 R.RKGSQMST#DTMVSNPMFDASEFPDNYEAGR.A 6.8 100 3.59E+05 RKGSQMST#DTMVSNPMFDASEFPDNYEAGR 0 491 ‐4,2 0 0 0 0 Ral GTPase‐activating protein subunit beta  35454:169281

862.86758 4 timecourse_ATM_ctrl1 862.86245 5.95 33.43 RALGAPB  RLGPB_HUMAN 2 R.RKGSQMST#DTMVSNPMFDASEFPDNYEAGR.A 6.2 100 3.87E+05 RKGS#QMSTDTMVSNPMFDASEFPDNYEAGR 4 487 0,6 0 0 0 0 Ral GTPase‐activating protein subunit beta  35448:177940

862.86815 4 timecourse_ATM_combo_1hr 862.86245 6.61 24.81 RALGAPB  RLGPB_HUMAN 2 R.RKGSQMS#TDTMVSNPMFDASEFPDNYEAGR.A 6.8 100 4.64E+05 RKGSQMST#DTMVSNPMFDASEFPDNYEAGR 7.3 491 ‐1,2 0 0 0 0 Ral GTPase‐activating protein subunit beta  35456:181236

907.70184 3 timecourse_ATM_combo_8hr 907.69803 4.2 38.78 RALY  RALY_HUMAN 3 R.TRDDGDEEGLLTHSEEELEHS#QD.T 2.0 100 2.96E+05 TRDDGDEEGLLTHSEEELEHS#QD 67.3 295 0 0 0 0 RNA‐binding protein Raly  35450:169790

934.3592 3 timecourse_ATM_combo_8hr 934.35347 6.14 29.5 RALY  RALY_HUMAN 3 R.TRDDGDEEGLLTHS#EEELEHS#QD.T 8.8 100 6.47E+05 TRDDGDEEGLLTHS#EEELEHS#QD 28.3 288 64.2 295 0 0 RNA‐binding protein Raly  35451:174260

830.68094 3 timecourse_ATM_ctrl1 830.67657 5.26 96.54 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEESDVT#QEEER.D 12.1 100 5.20E+05 LNQSGTSVGTDEESDVT#QEEER 87.3 2300 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35448:160200

750.33275 2 combeffx_ATM_PI3Ki 750.32995 3.73 95.68 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 35.2 100 1.97E+06 LHDSSGS#QVGTGFK 52.8 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35298:35667

750.33272 2 timecourse_ATM_combo_8hr 750.32995 3.69 89.96 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 41.0 100 1.83E+06 LHDSSGS#QVGTGFK 52.8 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35451:89897

750.33335 2 timecourse_ATM_combo_1hr 750.32995 4.53 86.89 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 88.9 100 3.65E+06 LHDSSGS#QVGTGFK 35 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35457:90173

750.33386 2 combeffx_ATM_comboi 750.32995 5.22 85.49 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 30.8 100 1.85E+06 LHDSSGS#QVGTGFK 52.8 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35301:35632

750.33341 2 combeffx_ATM_comboi 750.32995 4.61 78.63 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 41.6 100 2.84E+06 LHDSSGS#QVGTGFK 52.8 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35300:38605

947.41044 2 timecourse_ATM_combo_8hr 947.40605 4.63 77.59 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 16.6 100 1.48E+06 NVSGISFTENMGSS#QQK 9.3 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35451:127387

947.41134 2 timecourse_ATM_combo_4hr 947.40605 5.58 76.15 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 32.0 100 2.05E+06 NVSGISFTENMGSS#QQK 26.4 1118 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35452:123114

750.33301 2 combeffx_ATM_PI3Ki 750.32995 4.08 76.09 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 35.7 100 1.58E+06 LHDSSGS#QVGTGFK 45.7 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35299:34365

750.33356 2 timecourse_ATM_combo_4hr 750.32995 4.81 75.95 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 80.7 100 2.77E+06 LHDSSGS#QVGTGFK 48.9 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35453:88601

750.33393 2 timecourse_ATM_combo_4hr 750.32995 5.3 74.67 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 77.3 100 2.78E+06 LHDSSGS#QVGTGFK 28.3 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35452:86931

947.4105 2 timecourse_ATM_combo_1hr 947.40605 4.7 72.86 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 54.3 100 3.14E+06 NVSGISFTENMGSS#QQK 19.3 1118 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35457:128636

930.17554 4 timecourse_ATM_ctrl2 930.16915 6.87 72.48 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 12.4 100 6.44E+05 VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK 0 2768 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35446:167322

947.41041 2 timecourse_ATM_ctrl1 947.40605 4.6 71.79 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 49.2 100 3.29E+06 NVSGISFTENMGSS#QQK 13.2 1118 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35449:129028

947.41123 2 timecourse_ATM_combo_2hr 947.40605 5.47 70.53 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 40.6 100 1.65E+06 NVSGISFTENMGSS#QQK 8.6 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35454:119181

947.41184 2 timecourse_ATM_ctrl1 947.40605 6.11 69.92 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 48.8 100 3.06E+06 NVSGISFTENMGSS#QQK 9.3 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35448:126867

947.41165 2 timecourse_ATM_ctrl2 947.40605 5.91 69.69 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 39.7 100 2.17E+06 NVSGISFTENMGSS#QQK 24.4 1118 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35447:114803

830.68095 3 timecourse_ATM_combo_1hr 830.67657 5.27 69.66 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEESDVT#QEEER.D 9.1 100 3.86E+05 LNQSGTSVGTDEESDVT#QEEER 87.3 2300 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35456:162757

750.33332 2 timecourse_ATM_combo_2hr 750.32995 4.49 69.52 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 73.2 100 2.01E+06 LHDSSGS#QVGTGFK 48.9 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35455:83815

750.33423 2 timecourse_ATM_combo_1hr 750.32995 5.7 68.68 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 94.5 100 3.85E+06 LHDSSGS#QVGTGFK 40.5 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35456:89939

857.33633 3 timecourse_ATM_combo_4hr 857.33201 5.04 67.24 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 11.9 94 8.07E+05 LNQSGTSVGTDEES#DVT#QEEER 57 2297 125.5 2300 0 0 E3 SUMO‐protein ligase RanBP2  35452:159740

947.41153 2 timecourse_ATM_ctrl2 947.40605 5.78 66.96 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 36.0 100 1.82E+06 NVSGISFTENMGSS#QQK 19.3 1118 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35446:112641

750.3333 2 timecourse_ATM_combo_8hr 750.32995 4.46 66.36 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 38.2 100 1.61E+06 LHDSSGS#QVGTGFK 47.3 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35450:88973

947.41084 2 timecourse_ATM_combo_8hr 947.40605 5.06 66.34 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 14.2 100 1.13E+06 NVSGISFTENMGSS#QQK 10.3 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35450:125898

830.68057 3 timecourse_ATM_combo_1hr 830.67657 4.82 65.88 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEESDVT#QEEER.D 8.0 100 3.53E+05 LNQSGTSVGTDEESDVT#QEEER 40.8 2300 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35457:162795

947.41059 2 timecourse_ATM_combo_2hr 947.40605 4.8 65.35 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 44.2 100 1.76E+06 NVSGISFTENMGSS#QQK 8.6 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35455:119256

693.79117 2 timecourse_ATM_ctrl1 693.78792 4.68 65.3 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 7.1 100 1.92E+05 HDSSGS#QVGTGFK 11.3 1835 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35449:77289

947.41163 2 timecourse_ATM_combo_1hr 947.40605 5.9 65.05 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 54.3 100 3.22E+06 NVSGISFTENMGSS#QQK 11.5 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35456:128628

947.41112 2 timecourse_ATM_combo_4hr 947.40605 5.35 64.95 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 36.2 100 2.19E+06 NVSGISFTENMGSS#QQK 11.5 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35453:125501

738.7945 2 timecourse_ATM_combo_2hr 738.79051 5.4 64.12 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 20.5 100 2.33E+05 EIDTDSTS#QGESK 13.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35454:81540

693.79196 2 timecourse_ATM_combo_8hr 693.78792 5.82 63.5 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 7.4 100 1.88E+05 HDSSGS#QVGTGFK 15.5 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35450:75323

857.33633 3 timecourse_ATM_combo_1hr 857.33201 5.04 60.94 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 17.2 100 1.51E+06 LNQSGTSVGTDEES#DVT#QEEER 38.7 2297 43.9 2300 0 0 E3 SUMO‐protein ligase RanBP2  35456:165407

987.93614 2 timecourse_ATM_combo_4hr 987.93061 5.6 60.82 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTD.S 75.8 100 1.55E+06 VQEAQKSQT#EEITSTTD 7.5 2768 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35453:132455

750.33484 2 timecourse_ATM_combo_2hr 750.32995 6.52 60.3 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 73.9 100 1.95E+06 LHDSSGS#QVGTGFK 28.5 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35454:84390

930.17466 4 timecourse_ATM_combo_2hr 930.16915 5.92 59.04 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 14.7 100 6.61E+05 VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK 4.5 2766 0,2 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35455:172811

987.93662 2 combeffx_ATM_comboi 987.93061 6.08 58.9 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTD.S 11.0 100 6.29E+05 VQEAQKS#QTEEITSTTD 8.7 2766 0,2 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35300:61272

930.17539 4 timecourse_ATM_combo_1hr 930.16915 6.71 58.6 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 13.4 100 1.06E+06 VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK 11.9 2768 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35456:183366

930.17466 4 timecourse_ATM_ctrl2 930.16915 5.92 58.47 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 9.2 100 5.82E+05 VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK 5.5 2766 0,2 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35447:171073

693.79209 2 timecourse_ATM_combo_1hr 693.78792 6.01 58.24 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 12.5 100 3.00E+05 HDSSGS#QVGTGFK 26.5 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35456:76288

830.68005 3 timecourse_ATM_combo_4hr 830.67657 4.19 58.22 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEESDVT#QEEER.D 5.2 100 2.10E+05 LNQSGTSVGTDEESDVT#QEEER 40.6 2300 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35453:159581

987.93629 2 timecourse_ATM_combo_8hr 987.93061 5.75 58.04 RANBP2  RBP2_HUMAN 1 K.VQEAQKSQT#EEITSTTD.S 203.8 100 5.93E+06 VQEAQKS#QTEEITSTTD 7.5 2766 0,2 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35450:132913

738.794 2 timecourse_ATM_combo_4hr 738.79051 4.72 57.15 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 12.5 92 2.17E+05 EIDTDSTS#QGESK 16.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35453:85680

738.79473 2 timecourse_ATM_combo_1hr 738.79051 5.71 57.13 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 22.5 100 4.07E+05 EIDTDSTS#QGESK 13.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35456:86998

738.79471 2 timecourse_ATM_ctrl2 738.79051 5.7 55.79 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 12.6 100 1.64E+05 EIDTDSTS#QGESK 16.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35446:74758

693.79135 2 timecourse_ATM_combo_1hr 693.78792 4.94 55.59 RANBP2  RBP2_HUMAN 0 L.HDSS#GSQVGTGFK.S 12.6 100 3.03E+05 HDSSGS#QVGTGFK 14.2 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35457:76498

955.40759 2 timecourse_ATM_combo_1hr 955.40351 4.27 55.46 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENM*GSS#QQK.N 6.6 100 2.09E+05 NVSGISFTENM*GSS#QQK 28.9 1118 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35457:130076

857.33453 3 timecourse_ATM_combo_1hr 857.33201 2.94 55.37 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 22.7 100 1.51E+06 LNQSGTSVGTDEES#DVT#QEEER 64.1 2297 81.6 2300 0 0 E3 SUMO‐protein ligase RanBP2  35457:165475

987.936 2 combeffx_ATM_comboi 987.93061 5.46 55.08 RANBP2  RBP2_HUMAN 1 K.VQEAQKSQT#EEITSTTD.S 11.3 100 5.59E+05 VQEAQKSQT#EEITSTTD 17 2768 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35301:55998

738.79414 2 timecourse_ATM_combo_1hr 738.79051 4.91 53.8 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 17.5 100 3.72E+05 EIDTDSTS#QGESK 16.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35457:87189

693.79179 2 timecourse_ATM_combo_8hr 693.78792 5.58 53.3 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 7.1 100 1.94E+05 HDSSGS#QVGTGFK 18.9 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35451:75867

830.68179 3 timecourse_ATM_ctrl2 830.67657 6.28 53.13 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEESDVT#QEEER.D 6.2 100 1.54E+05 LNQSGTSVGTDEESDVT#QEEER 33.7 2300 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35446:146012

857.33557 3 timecourse_ATM_combo_2hr 857.33201 4.15 52.07 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 23.8 100 9.76E+05 LNQSGTSVGTDEES#DVT#QEEER 45.9 2297 50.6 2300 0 0 E3 SUMO‐protein ligase RanBP2  35455:154881

857.33609 3 timecourse_ATM_ctrl2 857.33201 4.76 51.17 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 13.2 100 6.81E+05 LNQSGTSVGTDEES#DVT#QEEER 49.3 2297 42.9 2300 0 0 E3 SUMO‐protein ligase RanBP2  35447:151863

1239.89728 3 timecourse_ATM_combo_1hr 1239.88977 6.06 50.51 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 49.5 100 4.36E+06 VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK 8.8 2766 0,2 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35457:184115

987.93596 2 timecourse_ATM_combo_4hr 987.93061 5.43 50.38 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTD.S 74.3 100 1.56E+06 VQEAQKSQT#EEITSTTD 4.8 2768 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35452:129978

857.33611 3 timecourse_ATM_ctrl1 857.33201 4.78 49.55 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 22.2 100 1.83E+06 LNQSGTSVGTDEES#DVT#QEEER 52.6 2297 71.1 2300 0 0 E3 SUMO‐protein ligase RanBP2  35448:162610

693.79192 2 timecourse_ATM_ctrl2 693.78792 5.77 49.43 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 15.1 100 2.65E+05 HDSSGS#QVGTGFK 6.6 1835 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35447:66446

930.17379 4 timecourse_ATM_ctrl1 930.16915 4.99 48.67 RANBP2  RBP2_HUMAN 1 K.VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK.S 13.6 100 6.28E+05 VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK 7.7 2768 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35449:182789

857.33497 3 timecourse_ATM_combo_4hr 857.33201 3.45 48.31 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 13.1 100 8.86E+05 LNQSGTSVGTDEES#DVT#QEEER 67.6 2297 83.6 2300 0 0 E3 SUMO‐protein ligase RanBP2  35453:162671

693.79207 2 timecourse_ATM_combo_2hr 693.78792 5.98 48.21 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 14.2 100 2.57E+05 HDSSGS#QVGTGFK 7.5 1835 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35454:71701

857.33645 3 timecourse_ATM_combo_2hr 857.33201 5.18 47.66 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 18.9 100 1.01E+06 LNQSGTSVGTDEES#DVT#QEEER 43.8 2297 60.4 2300 0 0 E3 SUMO‐protein ligase RanBP2  35454:154281

693.79204 2 timecourse_ATM_combo_4hr 693.78792 5.94 47.41 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 9.9 100 1.83E+05 HDSSGS#QVGTGFK 13.3 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35452:73549

987.93549 2 timecourse_ATM_combo_2hr 987.93061 4.94 46.65 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTD.S 16.1 100 2.00E+05 VQEAQKS#QTEEITSTTD 8.7 2766 0,2 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35455:126250

857.33734 3 timecourse_ATM_combo_8hr 857.33201 6.23 45.35 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 6.3 94 6.55E+05 LNQSGTSVGTDEES#DVT#QEEER 39 2297 43.9 2300 0 0 E3 SUMO‐protein ligase RanBP2  35450:164600

738.79516 2 timecourse_ATM_ctrl1 738.79051 6.29 44.64 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 17.5 100 2.93E+05 EIDTDSTS#QGESK 16.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35448:86539

955.40858 2 timecourse_ATM_ctrl1 955.40351 5.31 44.58 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENM*GSS#QQK.N 4.7 100 1.38E+05 NVSGISFTENM*GSS#QQK 21.5 1118 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35448:128267

1239.89761 3 timecourse_ATM_combo_2hr 1239.88977 6.32 42.67 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 42.5 100 2.64E+06 VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK 5.1 2766 0,2 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35454:171391

693.79253 2 timecourse_ATM_ctrl1 693.78792 6.64 41.58 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 7.6 100 1.83E+05 HDSSGS#QVGTGFK 10.3 1835 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35448:76196

631.94271 3 timecourse_ATM_combo_1hr 631.93979 4.62 41.53 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 10.4 100 5.02E+05 NVSGISFTENMGSS#QQK 7.5 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35457:128626

738.79405 2 timecourse_ATM_combo_8hr 738.79051 4.79 41.4 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 4.4 100 1.57E+05 EIDTDSTS#QGESK 16.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35450:86088

857.33747 3 timecourse_ATM_ctrl2 857.33201 6.37 41.12 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 10.6 100 5.78E+05 LNQSGTSVGTDEES#DVT#QEEER 52.6 2297 66.7 2300 0 0 E3 SUMO‐protein ligase RanBP2  35446:148992

738.79441 2 timecourse_ATM_ctrl2 738.79051 5.28 40.91 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 16.0 100 1.95E+05 EIDTDSTS#QGESK 16.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35447:75961

987.93639 2 timecourse_ATM_combo_8hr 987.93061 5.85 40.65 RANBP2  RBP2_HUMAN 1 K.VQEAQKSQT#EEITSTTD.S 237.0 100 6.71E+06 VQEAQKS#QTEEITSTTD 4.3 2766 0,2 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35451:134422

738.79409 2 timecourse_ATM_combo_8hr 738.79051 4.85 40.04 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 7.0 92 1.58E+05 EIDTDSTS#QGESK 16.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35451:86861

987.93618 2 timecourse_ATM_combo_2hr 987.93061 5.64 39.38 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTD.S 12.3 100 1.95E+05 VQEAQKSQT#EEITSTTD 4.3 2768 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35454:125995

738.79449 2 timecourse_ATM_combo_4hr 738.79051 5.39 38.56 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 10.6 100 1.89E+05 EIDTDSTS#QGESK 16.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35452:83941

693.79215 2 timecourse_ATM_ctrl2 693.78792 6.1 38.55 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 13.6 100 2.16E+05 HDSSGS#QVGTGFK 4.8 1835 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35446:65385

631.94312 3 timecourse_ATM_ctrl1 631.93979 5.27 38.46 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGSS#QQK.N 9.1 100 4.56E+05 NVSGISFTENMGSS#QQK 14.2 1118 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35449:129038

693.79191 2 timecourse_ATM_combo_4hr 693.78792 5.75 38.04 RANBP2  RBP2_HUMAN 0 L.HDSS#GSQVGTGFK.S 9.2 100 1.80E+05 HDSSGS#QVGTGFK 7.5 1835 ‐3,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35453:75199

1239.89816 3 timecourse_ATM_combo_1hr 1239.88977 6.77 37.95 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 47.3 100 4.38E+06 VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK 6.6 2768 0,9 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35456:183376

693.7913 2 timecourse_ATM_combo_2hr 693.78792 4.87 37.88 RANBP2  RBP2_HUMAN 0 L.HDSSGS#QVGTGFK.S 15.3 100 2.34E+05 HDSSGS#QVGTGFK 14.2 1835 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35455:71137

1239.89713 3 timecourse_ATM_combo_2hr 1239.88977 5.94 37.71 RANBP2  RBP2_HUMAN 1 K.VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK.S 44.9 100 2.72E+06 VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK 13.5 2768 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35455:172821

738.79391 2 timecourse_ATM_ctrl1 738.79051 4.6 37.51 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 13.7 100 2.34E+05 EIDTDSTS#QGESK 11.5 2831 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35449:87834

883.99125 3 timecourse_ATM_ctrl1 883.98745 4.3 35.71 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGT#DEES#DVT#QEEER.D 3.8 94 3.83E+05 LNQSGTSVGT#DEES#DVT#QEEER 25.9 2293 34.9 2297 35 2300 E3 SUMO‐protein ligase RanBP2  35448:165060

955.40865 2 timecourse_ATM_combo_2hr 955.40351 5.38 34.73 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENM*GSS#QQK.N 4.7 100 9.08E+04 NVSGISFTENM*GSS#QQK 7.4 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35455:120656

1285.49976 2 timecourse_ATM_combo_2hr 1285.49437 4.2 34.56 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGTDEES#DVT#QEEER.D 11.2 100 2.93E+05 LNQSGTSVGTDEES#DVT#QEEER 59.1 2297 82.1 2300 0 0 E3 SUMO‐protein ligase RanBP2  35455:154891

631.94354 3 timecourse_ATM_ctrl1 631.93979 5.93 34.3 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGS#SQQK.N 9.5 100 5.10E+05 NVSGISFTENMGSS#QQK 5.3 1118 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35448:126857

738.79465 2 timecourse_ATM_combo_2hr 738.79051 5.6 34.14 RANBP2  RBP2_HUMAN 3 K.EIDTDSTS#QGESK.I 16.2 100 1.99E+05 EIDTDSTS#QGESK 16.2 2831 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35455:81015

1239.8984 3 timecourse_ATM_ctrl2 1239.88977 6.96 32.68 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 34.3 100 2.13E+06 VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK 10.3 2768 0,15 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35446:167332

631.94357 3 timecourse_ATM_combo_1hr 631.93979 5.98 32.34 RANBP2  RBP2_HUMAN 0 K.NVSGISFTENMGS#SQQK.N 11.3 100 6.71E+05 NVSGISFTENMGS#SQQK 10.3 1117 0,1 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35456:128638

500.55761 3 combeffx_ATM_PI3Ki 500.55573 3.76 30.51 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 64.4 100 3.14E+06 LHDSS#GSQVGTGFK 2.3 1833 ‐1,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35299:34355

505.22569 2 combeffx_ATM_comboi 505.22315 5.03 29.76 RANBP2  RBP2_HUMAN 3 K.LFSS#QYGK.M 14.8 100 1.58E+06 LFSSQY#GK 17 1983 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35300:11377

883.99276 3 timecourse_ATM_combo_1hr 883.98745 6.01 29.08 RANBP2  RBP2_HUMAN 11 K.LNQSGTSVGT#DEES#DVT#QEEER.D 6.6 94 1.17E+06 LNQSGTSVGT#DEES#DVT#QEEER 30 2293 48.4 2297 57.2 2300 E3 SUMO‐protein ligase RanBP2  35456:167927

1239.89701 3 timecourse_ATM_ctrl2 1239.88977 5.84 28.36 RANBP2  RBP2_HUMAN 1 K.VQEAQKSQTEEITST#TDSVYTGGTEVMVPSFCK.S 37.3 100 2.55E+06 VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK 11.7 2768 0,5 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35447:171063

658.95977 3 timecourse_ATM_combo_8hr 658.95616 5.48 27.55 RANBP2  RBP2_HUMAN 1 K.VQEAQKSQT#EEITSTTD.S 27.4 100 8.84E+05 VQEAQKSQT#EEITSTTD 3 2768 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35451:134412

500.5575 3 combeffx_ATM_ctrl 500.55573 3.54 27.54 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 54.1 100 3.04E+06 LHDSSGS#QVGTGFK 5.4 1835 ‐3,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35295:36269

1239.89727 3 timecourse_ATM_combo_4hr 1239.88977 6.05 27.26 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 24.8 100 2.23E+06 VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK 9.5 2768 0,9 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35452:178470

1239.89689 3 timecourse_ATM_combo_4hr 1239.88977 5.74 26.53 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK.S 28.5 100 2.75E+06 VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK 7 2766 0,11 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35453:182061

930.17439 4 timecourse_ATM_combo_1hr 930.16915 5.63 25.09 RANBP2  RBP2_HUMAN 1 K.VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK.S 13.2 100 1.04E+06 VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK 5.5 2766 0,17 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35457:184105

1239.89613 3 timecourse_ATM_ctrl1 1239.88977 5.13 25.02 RANBP2  RBP2_HUMAN 1 K.VQEAQKSQT#EEITSTTDSVYTGGTEVMVPSFCK.S 48.2 100 3.28E+06 VQEAQKS#QTEEITSTTDSVYTGGTEVMVPSFCK 3.9 2766 0,17 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35449:182799



500.55728 3 combeffx_ATM_MEKi 500.55573 3.1 24.4 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 60.7 100 2.05E+06 LHDSSGS#QVGTGFK 7 1835 ‐3,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35296:31753

500.55722 3 combeffx_ATM_PI3Ki 500.55573 2.98 19.69 RANBP2  RBP2_HUMAN 0 K.LHDSSGS#QVGTGFK.S 69.4 100 3.70E+06 LHDSSGS#QVGTGFK 4.8 1835 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35298:35657

658.95979 3 timecourse_ATM_combo_8hr 658.95616 5.51 16.55 RANBP2  RBP2_HUMAN 1 K.VQEAQKS#QTEEITSTTD.S 33.2 100 1.05E+06 VQEAQKSQT#EEITSTTD 6.1 2768 ‐2,0 0 0 0 0 E3 SUMO‐protein ligase RanBP2  35450:132903

790.31708 2 timecourse_ATM_combo_2hr 790.31312 5.01 14.99 RANBP2  RBP2_HUMAN 0 K.LHDSS#GS#QVGTGFK.S 3.2 100 5.29E+04 LHDS#S#GSQVGTGFK 15.2 1832 7.5 1833 0,2 0 0 E3 SUMO‐protein ligase RanBP2  35455:91715

848.31476 3 timecourse_ATM_combo_2hr 848.31007 5.53 58.4 RANBP9  RANB9_HUMAN 1 K.HDHEMEDCDTEMEVDSS#QLR.R 5.3 100 1.11E+05 HDHEMEDCDTEMEVDSS#QLR 18.3 603 0 0 0 0 Ran‐binding protein 9  35454:153401

848.31417 3 timecourse_ATM_combo_1hr 848.31007 4.83 57.21 RANBP9  RANB9_HUMAN 1 K.HDHEMEDCDTEMEVDSS#QLR.R 4.9 100 2.04E+05 HDHEMEDCDTEMEVDSS#QLR 19.8 603 0 0 0 0 Ran‐binding protein 9  35457:164635

848.31538 3 timecourse_ATM_combo_1hr 848.31007 6.26 50.67 RANBP9  RANB9_HUMAN 1 K.HDHEMEDCDTEMEVDSS#QLR.R 5.3 100 1.80E+05 HDHEMEDCDTEMEVDSS#QLR 19.8 603 0 0 0 0 Ran‐binding protein 9  35456:164577

848.3153 3 timecourse_ATM_combo_4hr 848.31007 6.17 45.74 RANBP9  RANB9_HUMAN 1 K.HDHEMEDCDTEMEVDSS#QLR.R 4.5 100 2.41E+05 HDHEMEDCDTEMEVDSS#QLR 18.3 603 0 0 0 0 Ran‐binding protein 9  35452:158820

685.30382 2 timecourse_ATM_combo_1hr 685.30012 5.4 38.87 RANBP9  RANB9_HUMAN 1 R.QLCGGS#QAAIER.M 6.1 100 1.42E+05 QLCGGS#QAAIER 1000 613 0 0 0 0 Ran‐binding protein 9  35456:74358

685.30346 2 timecourse_ATM_combo_4hr 685.30012 4.87 31.36 RANBP9  RANB9_HUMAN 1 R.QLCGGS#QAAIER.M 4.7 100 9.02E+04 QLCGGS#QAAIER 1000 613 0 0 0 0 Ran‐binding protein 9  35453:73249

796.28027 3 timecourse_ATM_combo_1hr 796.27637 4.9 30.37 RANBP9  RANB9_HUMAN 1 K.HDHEMEDCDTEMEVDSS#QL.R 4.6 100 3.33E+05 HDHEMEDCDTEMEVDSS#QL 19.3 603 0 0 0 0 Ran‐binding protein 9  35457:158265

685.30395 2 timecourse_ATM_combo_8hr 685.30012 5.59 30.09 RANBP9  RANB9_HUMAN 1 R.QLCGGS#QAAIER.M 5.4 100 1.34E+05 QLCGGS#QAAIER 1000 613 0 0 0 0 Ran‐binding protein 9  35451:73887

685.30298 2 timecourse_ATM_ctrl1 685.30012 4.17 29.44 RANBP9  RANB9_HUMAN 1 R.QLCGGS#QAAIER.M 6.1 100 1.30E+05 QLCGGS#QAAIER 1000 613 0 0 0 0 Ran‐binding protein 9  35449:75238

685.30349 2 timecourse_ATM_ctrl2 685.30012 4.92 27.74 RANBP9  RANB9_HUMAN 1 R.QLCGGS#QAAIER.M 3.8 100 6.77E+04 QLCGGS#QAAIER 1000 613 0 0 0 0 Ran‐binding protein 9  35447:64706

848.31488 3 timecourse_ATM_combo_4hr 848.31007 5.67 26.99 RANBP9  RANB9_HUMAN 1 K.HDHEMEDCDTEMEVDSS#QLR.R 5.6 100 2.35E+05 HDHEMEDCDTEMEVDSS#QLR 19.8 603 0 0 0 0 Ran‐binding protein 9  35453:161691

848.31529 3 timecourse_ATM_ctrl1 848.31007 6.15 25.72 RANBP9  RANB9_HUMAN 1 K.HDHEMEDCDTEMEVDSS#QLR.R 3.6 100 1.48E+05 HDHEMEDCDTEMEVDSS#QLR 8.6 603 ‐1,0 0 0 0 0 Ran‐binding protein 9  35448:161820

685.30287 2 timecourse_ATM_combo_2hr 685.30012 4.01 24.02 RANBP9  RANB9_HUMAN 1 R.QLCGGS#QAAIER.M 5.4 100 8.47E+04 QLCGGS#QAAIER 1000 613 0 0 0 0 Ran‐binding protein 9  35455:69357

685.3029 2 timecourse_ATM_combo_1hr 685.30012 4.06 21.2 RANBP9  RANB9_HUMAN 1 R.QLCGGS#QAAIER.M 6.3 100 1.48E+05 QLCGGS#QAAIER 1000 613 0 0 0 0 Ran‐binding protein 9  35457:74578

685.304 2 timecourse_ATM_ctrl1 685.30012 5.66 18.39 RANBP9  RANB9_HUMAN 1 R.QLCGGS#QAAIER.M 5.3 100 1.33E+05 QLCGGS#QAAIER 1000 613 0 0 0 0 Ran‐binding protein 9  35448:74265

1055.96857 2 timecourse_ATM_ctrl1 1055.96480 3.57 59.61 RAPGEF6  RPGF6_HUMAN 9 R.SLS#QGSTNSNMLDVQGGAHK.K 13.5 100 4.71E+05 SLS#QGSTNSNMLDVQGGAHK 0 1070 ‐2,0 0 0 0 0 Rap guanine nucleotide exchange factor 6  35449:145518

1055.97063 2 timecourse_ATM_ctrl2 1055.96480 5.52 46.65 RAPGEF6  RPGF6_HUMAN 9 R.SLS#QGSTNSNMLDVQGGAHK.K 7.8 100 2.24E+05 SLS#QGSTNSNMLDVQGGAHK 0 1070 ‐2,0 0 0 0 0 Rap guanine nucleotide exchange factor 6  35446:128701

704.31528 3 combeffx_ATM_ctrl 704.31229 4.25 43.45 RAPGEF6  RPGF6_HUMAN 9 R.SLS#QGSTNSNMLDVQGGAHK.K 6.5 100 7.77E+05 SLS#QGSTNSNMLDVQGGAHK 19.2 1070 0 0 0 0 Rap guanine nucleotide exchange factor 6  35294:64591

1055.97104 2 timecourse_ATM_ctrl2 1055.96480 5.92 43.44 RAPGEF6  RPGF6_HUMAN 9 R.SLS#QGSTNSNMLDVQGGAHK.K 7.7 100 2.39E+05 SLS#QGSTNSNMLDVQGGAHK 0 1070 ‐2,0 0 0 0 0 Rap guanine nucleotide exchange factor 6  35447:131407

704.31578 3 timecourse_ATM_ctrl1 704.31229 4.96 42.45 RAPGEF6  RPGF6_HUMAN 9 R.SLS#QGSTNSNMLDVQGGAHK.K 52.8 100 2.42E+06 SLS#QGSTNSNMLDVQGGAHK 28.5 1070 0 0 0 0 Rap guanine nucleotide exchange factor 6  35448:143278

1055.97086 2 timecourse_ATM_ctrl1 1055.96480 5.74 38.11 RAPGEF6  RPGF6_HUMAN 9 R.SLS#QGSTNSNMLDVQGGAHK.K 10.3 100 4.32E+05 SLS#QGSTNSNMLDVQGGAHK 0 1070 ‐2,0 0 0 0 0 Rap guanine nucleotide exchange factor 6  35448:143288

704.31612 3 timecourse_ATM_ctrl2 704.31229 5.44 35.27 RAPGEF6  RPGF6_HUMAN 9 R.SLS#QGSTNSNMLDVQGGAHK.K 45.8 100 1.61E+06 SLS#QGSTNSNMLDVQGGAHK 28.5 1070 0 0 0 0 Rap guanine nucleotide exchange factor 6  35447:131397

566.11226 5 timecourse_ATM_combo_1hr 566.10885 6.02 27.98 RAPGEF6  RPGF6_HUMAN 8 K.AHLHQPHRVS#QVLQVPAVNLHPIR.K 33.4 100 3.65E+06 AHLHQPHRVS#QVLQVPAVNLHPIR 1000 1179 0 0 0 0 Rap guanine nucleotide exchange factor 6  35456:172597

566.11147 5 timecourse_ATM_combo_8hr 566.10885 4.63 26.66 RAPGEF6  RPGF6_HUMAN 8 K.AHLHQPHRVS#QVLQVPAVNLHPIR.K 42.0 100 5.56E+06 AHLHQPHRVS#QVLQVPAVNLHPIR 1000 1179 0 0 0 0 Rap guanine nucleotide exchange factor 6  35450:172360

566.11163 5 timecourse_ATM_combo_2hr 566.10885 4.91 23.83 RAPGEF6  RPGF6_HUMAN 8 K.AHLHQPHRVS#QVLQVPAVNLHPIR.K 26.4 100 2.22E+06 AHLHQPHRVS#QVLQVPAVNLHPIR 1000 1179 0 0 0 0 Rap guanine nucleotide exchange factor 6  35455:162031

747.01527 3 timecourse_ATM_ctrl2 747.01061 6.24 19.53 RAPGEF6  RPGF6_HUMAN 9 R.SLS#QGSTNSNMLDVQGGAHKK.R 4.0 100 1.43E+05 SLS#QGSTNSNMLDVQGGAHKK 13.3 1070 0 0 0 0 Rap guanine nucleotide exchange factor 6  35447:138113

813.43355 2 timecourse_ATM_combo_8hr 813.42912 5.46 108.38 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 274.1 100 1.49E+07 LTGS#QLSITQVASIK 18.9 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35450:102257

813.43253 2 combeffx_ATM_comboi 813.42912 4.19 98.96 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 48.4 100 7.36E+06 LTGS#QLSITQVASIK 21.3 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35300:45640

813.4313 2 combeffx_ATM_ctrl 813.42912 2.68 88.28 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 144.2 100 9.79E+06 LTGS#QLSITQVASIK 15.5 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35295:43053

813.43287 2 timecourse_ATM_ctrl2 813.42912 4.61 88.11 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 908.5 100 3.79E+07 LTGS#QLSITQVASIK 13.2 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35446:89478

813.43365 2 timecourse_ATM_ctrl1 813.42912 5.57 85.56 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 1023.4 100 4.52E+07 LTGS#QLSITQVASIK 17 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35448:102899

813.43364 2 timecourse_ATM_combo_4hr 813.42912 5.56 84.7 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 593.5 100 2.81E+07 LTGS#QLSITQVASIK 28.5 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35453:101912

813.43332 2 timecourse_ATM_combo_2hr 813.42912 5.16 84.22 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 447.5 100 1.93E+07 LTGS#QLSITQVASIK 28.5 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35455:96180

813.43386 2 timecourse_ATM_combo_8hr 813.42912 5.83 82.82 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 249.0 100 1.59E+07 LTGS#QLSITQVASIK 24.8 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35451:103099

813.4327 2 timecourse_ATM_ctrl1 813.42912 4.4 82.6 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 1165.7 100 4.63E+07 LTGS#QLSITQVASIK 11.3 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35449:104497

813.4337 2 timecourse_ATM_combo_2hr 813.42912 5.63 82.31 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 547.9 100 1.95E+07 LTGS#QLSITQVASIK 17 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35454:96550

813.43439 2 timecourse_ATM_combo_1hr 813.42912 6.48 81.28 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 358.9 100 2.14E+07 LTGS#QLSITQVASIK 23.3 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35456:103937

813.43399 2 timecourse_ATM_combo_4hr 813.42912 5.99 80.63 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 531.0 100 2.64E+07 LTGS#QLSITQVASIK 15.5 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35452:99821

813.43206 2 timecourse_ATM_ctrl2 813.42912 3.61 80.59 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 901.5 100 4.25E+07 LTGS#QLSITQVASIK 23.3 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35447:91004

813.43246 2 timecourse_ATM_combo_1hr 813.42912 4.11 80.39 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 372.6 100 2.19E+07 LTGS#QLSITQVASIK 14.2 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35457:103702

813.43077 2 combeffx_ATM_MEKi 813.42912 2.03 77.45 RASAL2  NGAP_HUMAN 4 R.LT#GSQLSITQVASIK.Q 246.2 100 1.24E+07 LT#GSQLSITQVASIK 7.7 734 0,2 0 0 0 0 Ras GTPase‐activating protein nGAP  35296:37055

813.43062 2 combeffx_ATM_PI3Ki 813.42912 1.84 73.42 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 98.9 100 9.84E+06 LTGS#QLSITQVASIK 12.2 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35298:41461

813.43147 2 combeffx_ATM_PI3Ki 813.42912 2.89 70.33 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 86.4 100 6.77E+06 LTGS#QLSITQVASIK 21.3 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35299:40055

813.43343 2 timecourse_ATM_ctrl1 813.42912 5.3 69.03 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 1007.5 100 4.63E+07 LTGS#QLSITQVASIK 10.3 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35449:104507

853.4141 2 combeffx_ATM_ctrl 853.41228 2.13 65.21 RASAL2  NGAP_HUMAN 4 R.LTGS#QLS#ITQVASIK.Q 45.7 100 3.90E+06 LTGS#QLS#ITQVASIK 23.3 736 30.8 739 0 0 Ras GTPase‐activating protein nGAP  35294:49566

542.62473 3 timecourse_ATM_ctrl1 542.62184 5.33 64.23 RASAL2  NGAP_HUMAN 4 R.LT#GSQLSITQVASIK.Q 143.0 100 4.39E+06 LTGS#QLSITQVASIK 8.1 736 0,3 0 0 0 0 Ras GTPase‐activating protein nGAP  35448:102889

813.4313 2 combeffx_ATM_ctrl 813.42912 2.68 63.98 RASAL2  NGAP_HUMAN 4 R.LT#GSQLSITQVASIK.Q 134.4 100 1.16E+07 LTGS#QLSITQVASIK 15.5 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35294:44753

813.43142 2 combeffx_ATM_MEKi 813.42912 2.83 63.19 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 236.9 100 8.41E+06 LTGS#QLSITQVASIK 15.5 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35297:34328

813.43234 2 combeffx_ATM_comboi 813.42912 3.96 62.33 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 41.6 100 4.86E+06 LTGS#QLSITQVASIK 7.5 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35301:41785

813.43348 2 timecourse_ATM_combo_1hr 813.42912 5.36 59.84 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 233.3 100 2.18E+07 LTGS#QLSITQVASIK 7.5 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35457:103722

542.62484 3 timecourse_ATM_combo_8hr 542.62184 5.53 56.74 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 42.0 100 1.55E+06 LTGS#QLSITQVASIK 7 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35451:103089

756.89091 2 timecourse_ATM_combo_2hr 756.88709 5.05 55.38 RASAL2  NGAP_HUMAN 4 L.TGS#QLSITQVASIK.Q 9.8 100 2.40E+05 TGS#QLSITQVASIK 0 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35454:85810

756.89035 2 timecourse_ATM_ctrl1 756.88709 4.31 55.21 RASAL2  NGAP_HUMAN 4 L.TGS#QLSITQVASIK.Q 12.2 100 4.66E+05 TGS#QLSITQVASIK 5.8 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35449:92341

756.89134 2 timecourse_ATM_ctrl2 756.88709 5.62 51.15 RASAL2  NGAP_HUMAN 4 L.T#GSQLSITQVASIK.Q 21.3 100 6.86E+05 TGS#QLSITQVASIK 0 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35447:80107

542.62406 3 timecourse_ATM_ctrl2 542.62184 4.09 51.08 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 152.1 100 4.81E+06 LTGS#QLSITQVASIK 6.5 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35446:89468

542.62521 3 timecourse_ATM_combo_1hr 542.62184 6.21 51.03 RASAL2  NGAP_HUMAN 4 R.LT#GSQLSITQVASIK.Q 61.9 100 2.12E+06 LTGS#QLSITQVASIK 13.8 736 0 0 0 0 Ras GTPase‐activating protein nGAP  35456:103927

756.89115 2 timecourse_ATM_ctrl2 756.88709 5.36 50.66 RASAL2  NGAP_HUMAN 4 L.TGS#QLSITQVASIK.Q 20.8 100 6.05E+05 TGS#QLSITQVASIK 0 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35446:78889

542.62302 3 combeffx_ATM_MEKi 542.62184 2.17 48.7 RASAL2  NGAP_HUMAN 4 R.LT#GSQLSITQVASIK.Q 48.5 100 2.34E+06 LT#GSQLSITQVASIK 11.7 734 0,5 0 0 0 0 Ras GTPase‐activating protein nGAP  35296:37065

853.41411 2 combeffx_ATM_PI3Ki 853.41228 2.14 47.03 RASAL2  NGAP_HUMAN 4 R.LTGS#QLS#ITQVASIK.Q 40.1 100 4.01E+06 LTGS#QLS#ITQVASIK 11.3 736 ‐2,0 18.9 739 0 0 Ras GTPase‐activating protein nGAP  35298:45795

853.41434 2 combeffx_ATM_MEKi 853.41228 2.41 46.55 RASAL2  NGAP_HUMAN 4 R.LT#GSQLS#ITQVASIK.Q 150.7 100 6.97E+06 LTGS#QLS#ITQVASIK 11.3 736 ‐2,0 15.5 739 0 0 Ras GTPase‐activating protein nGAP  35296:40850

756.89112 2 timecourse_ATM_combo_2hr 756.88709 5.32 46.5 RASAL2  NGAP_HUMAN 4 L.TGS#QLSITQVASIK.Q 9.1 100 2.49E+05 TGS#QLSITQVASIK 0 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35455:85275

853.41679 2 timecourse_ATM_ctrl1 853.41228 5.28 46.25 RASAL2  NGAP_HUMAN 4 R.LTGS#QLS#ITQVASIK.Q 34.7 100 2.57E+06 LTGS#QLS#ITQVASIK 15.5 736 8.7 739 0,2 0 0 Ras GTPase‐activating protein nGAP  35449:112845

853.4148 2 combeffx_ATM_ctrl 853.41228 2.95 46.06 RASAL2  NGAP_HUMAN 4 R.LT#GSQLS#ITQVASIK.Q 43.5 100 3.33E+06 LTGS#QLS#ITQVASIK 4 736 ‐2,0 17 739 0 0 Ras GTPase‐activating protein nGAP  35295:47605

542.62411 3 timecourse_ATM_ctrl1 542.62184 4.18 45.01 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 144.1 100 4.50E+06 LTGS#QLSITQVASIK 8.5 736 0,3 0 0 0 0 Ras GTPase‐activating protein nGAP  35449:104487

853.41604 2 combeffx_ATM_comboi 853.41228 4.42 44.3 RASAL2  NGAP_HUMAN 4 R.LTGS#QLS#ITQVASIK.Q 9.1 100 2.07E+06 LTGS#QLS#ITQVASIK 4.8 736 ‐2,0 21.3 739 0 0 Ras GTPase‐activating protein nGAP  35300:50501

542.62501 3 timecourse_ATM_combo_4hr 542.62184 5.84 43.1 RASAL2  NGAP_HUMAN 4 R.LT#GSQLSITQVASIK.Q 87.7 100 3.27E+06 LTGS#QLSITQVASIK 9.5 736 0,3 0 0 0 0 Ras GTPase‐activating protein nGAP  35452:99811

542.62476 3 timecourse_ATM_combo_2hr 542.62184 5.38 42.88 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 76.0 100 1.93E+06 LTGS#QLSITQVASIK 10.7 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35454:96540

542.62462 3 timecourse_ATM_combo_8hr 542.62184 5.12 42.49 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 44.3 100 1.70E+06 LTGS#QLSITQVASIK 7.7 736 0,3 0 0 0 0 Ras GTPase‐activating protein nGAP  35450:102247

542.62452 3 timecourse_ATM_combo_2hr 542.62184 4.94 41.64 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 65.9 100 1.92E+06 LTGS#QLSITQVASIK 8.1 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35455:96170

542.62411 3 timecourse_ATM_combo_1hr 542.62184 4.18 41.53 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 52.1 100 1.95E+06 LTGS#QLSITQVASIK 6 736 ‐2,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35457:103712

853.41449 2 combeffx_ATM_MEKi 853.41228 2.59 40.73 RASAL2  NGAP_HUMAN 4 R.LTGS#QLS#ITQVASIK.Q 104.7 100 4.23E+06 LTGS#QLS#ITQVASIK 6.6 736 ‐2,0 21.3 739 0 0 Ras GTPase‐activating protein nGAP  35297:37571

853.41676 2 timecourse_ATM_combo_2hr 853.41228 5.25 40.03 RASAL2  NGAP_HUMAN 4 R.LTGS#QLS#ITQVASIK.Q 10.0 100 7.52E+05 LTGS#QLS#ITQVASIK 30.8 736 8.7 739 0,2 0 0 Ras GTPase‐activating protein nGAP  35455:104239

766.01809 3 timecourse_ATM_ctrl2 766.01403 5.3 38.76 RASAL2  NGAP_HUMAN 4 R.QQT#QQVQSPVDSATMSPVER.T 8.7 100 4.17E+05 QQT#QQVQSPVDSATMSPVER 34.2 941 0 0 0 0 Ras GTPase‐activating protein nGAP  35446:138162

853.41553 2 combeffx_ATM_comboi 853.41228 3.81 38.71 RASAL2  NGAP_HUMAN 4 R.LTGS#QLS#ITQVASIK.Q 9.4 100 1.49E+06 LTGS#QLS#ITQVASIK 15.5 736 8.7 739 0,2 0 0 Ras GTPase‐activating protein nGAP  35301:46120

542.62478 3 timecourse_ATM_combo_4hr 542.62184 5.42 37.77 RASAL2  NGAP_HUMAN 4 R.LTGSQLS#ITQVASIK.Q 87.4 100 2.79E+06 LTGS#QLSITQVASIK 8.1 736 0,3 0 0 0 0 Ras GTPase‐activating protein nGAP  35453:101902

542.62368 3 timecourse_ATM_ctrl2 542.62184 3.39 36.17 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 120.8 100 4.40E+06 LTGS#QLSITQVASIK 6.5 736 0,3 0 0 0 0 Ras GTPase‐activating protein nGAP  35447:90994

766.01816 3 timecourse_ATM_ctrl1 766.01403 5.39 36.11 RASAL2  NGAP_HUMAN 4 R.QQT#QQVQSPVDSATMSPVER.T 12.7 100 9.02E+05 QQT#QQVQSPVDSATMSPVER 56.9 941 0 0 0 0 Ras GTPase‐activating protein nGAP  35448:152560

853.41497 2 combeffx_ATM_PI3Ki 853.41228 3.15 35.36 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSIT#QVASIK.Q 29.1 100 2.84E+06 LTGS#QLS#ITQVASIK 4.8 736 ‐2,0 18.9 739 0 0 Ras GTPase‐activating protein nGAP  35299:43956

853.41697 2 timecourse_ATM_ctrl1 853.41228 5.5 33.69 RASAL2  NGAP_HUMAN 4 R.LTGS#QLS#ITQVASIK.Q 14.7 100 1.95E+06 LTGS#QLS#ITQVASIK 10.3 736 ‐2,0 10.3 739 0,2 0 0 Ras GTPase‐activating protein nGAP  35448:111188

853.41592 2 timecourse_ATM_ctrl2 853.41228 4.27 33.33 RASAL2  NGAP_HUMAN 4 R.LT#GSQLS#ITQVASIK.Q 12.3 100 1.52E+06 LT#GSQLS#ITQVASIK 8.6 734 0,2 8.7 739 0,2 0 0 Ras GTPase‐activating protein nGAP  35447:99235

542.62296 3 combeffx_ATM_PI3Ki 542.62184 2.06 33.07 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSITQVASIK.Q 21.9 100 1.87E+06 LTGS#QLSITQVASIK 0 736 0,3 0 0 0 0 Ras GTPase‐activating protein nGAP  35298:41471

766.01815 3 timecourse_ATM_combo_1hr 766.01403 5.38 27.4 RASAL2  NGAP_HUMAN 4 R.QQTQQVQSPVDS#ATMSPVER.T 7.3 100 5.44E+05 QQT#QQVQSPVDSATMSPVER 13.4 941 0 0 0 0 Ras GTPase‐activating protein nGAP  35456:154737

853.41689 2 timecourse_ATM_combo_2hr 853.41228 5.4 27.23 RASAL2  NGAP_HUMAN 4 R.LTGS#QLS#ITQVASIK.Q 6.2 100 5.02E+05 LTGS#QLS#ITQVASIK 10.3 736 ‐2,0 10.3 739 0,2 0 0 Ras GTPase‐activating protein nGAP  35454:104481

542.62417 3 combeffx_ATM_comboi 542.62184 4.29 27.09 RASAL2  NGAP_HUMAN 4 R.LT#GSQLSITQVASIK.Q 15.0 100 1.35E+06 LTGSQLS#ITQVASIK 6.9 739 ‐3,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35301:41795

853.41704 2 timecourse_ATM_combo_4hr 853.41228 5.58 25.31 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSIT#QVASIK.Q 10.3 100 1.02E+06 LTGS#QLS#ITQVASIK 0 736 ‐2,0 8.7 739 0,2 0 0 Ras GTPase‐activating protein nGAP  35453:109922

542.62344 3 combeffx_ATM_ctrl 542.62184 2.95 25.06 RASAL2  NGAP_HUMAN 4 R.LT#GSQLSITQVASIK.Q 31.5 100 2.16E+06 LT#GSQLSITQVASIK 8.7 734 0,5 0 0 0 0 Ras GTPase‐activating protein nGAP  35294:44763

542.62343 3 combeffx_ATM_ctrl 542.62184 2.93 25 RASAL2  NGAP_HUMAN 4 R.LTGSQLS#ITQVASIK.Q 28.5 100 1.87E+06 LTGSQLS#ITQVASIK 6.4 739 ‐3,0 0 0 0 0 Ras GTPase‐activating protein nGAP  35295:43063

853.41632 2 timecourse_ATM_combo_1hr 853.41228 4.73 24.56 RASAL2  NGAP_HUMAN 4 R.LTGS#QLSIT#QVASIK.Q 8.0 100 8.05E+05 LTGS#QLS#ITQVASIK 11.3 736 ‐2,0 8.7 739 0,2 0 0 Ras GTPase‐activating protein nGAP  35457:112293

766.01664 3 timecourse_ATM_ctrl1 766.01403 3.41 23.34 RASAL2  NGAP_HUMAN 4 R.QQT#QQVQSPVDSATMSPVER.T 13.9 100 9.07E+05 QQT#QQVQSPVDSATMSPVER 12.1 941 0,5 0 0 0 0 Ras GTPase‐activating protein nGAP  35449:154899

853.41791 2 timecourse_ATM_combo_1hr 853.41228 6.6 18.8 RASAL2  NGAP_HUMAN 4 R.LT#GSQLS#ITQVASIK.Q 5.7 100 6.70E+05 LTGS#QLS#ITQVASIK 0 736 ‐2,0 10.3 739 0,2 0 0 Ras GTPase‐activating protein nGAP  35456:112657

749.83494 2 timecourse_ATM_combo_2hr 749.83030 6.19 74.98 RB1CC1  RBCC1_HUMAN 1 A.SVS#QTSPQSASSPR.M 4.8 100 5.48E+04 SVS#QTSPQSASSPR 14.5 644 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35454:84260

763.35585 3 timecourse_ATM_combo_4hr 763.35029 7.28 70.95 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMS#QTITDLLSEQK.A 17.9 100 7.07E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35453:150771

785.353 2 timecourse_ATM_combo_1hr 785.34886 5.27 70 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 111.9 100 2.90E+06 ASVS#QTSPQSASSPR 21.3 644 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35456:97834

763.35567 3 timecourse_ATM_combo_4hr 763.35029 7.05 69.68 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 22.4 100 7.73E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35452:148150

785.35323 2 timecourse_ATM_ctrl2 785.34886 5.56 67.01 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 29.9 100 6.09E+05 ASVS#QTSPQSASSPR 10.3 644 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35447:85646

785.3532 2 timecourse_ATM_combo_4hr 785.34886 5.53 64.51 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 91.1 100 2.10E+06 ASVS#QTSPQSASSPR 13.3 644 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35452:94311

785.35245 2 timecourse_ATM_combo_1hr 785.34886 4.57 64.24 RB1CC1  RBCC1_HUMAN 1 K.AS#VSQTSPQSASSPR.M 101.5 100 2.81E+06 ASVS#QTSPQSASSPR 13.3 644 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35457:97780

785.35341 2 timecourse_ATM_combo_2hr 785.34886 5.79 64.01 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 86.1 100 1.76E+06 ASVS#QTSPQSASSPR 5.9 644 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35454:91279

763.35563 3 timecourse_ATM_combo_2hr 763.35029 7 61.69 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 20.4 100 5.14E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35454:143571

785.35348 2 timecourse_ATM_combo_8hr 785.34886 5.88 61.6 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 69.5 100 2.24E+06 ASVS#QTSPQSASSPR 28.5 644 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35450:96537

785.35364 2 timecourse_ATM_ctrl2 785.34886 6.09 61.42 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 27.3 100 5.51E+05 ASVS#QTSPQSASSPR 13.3 644 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35446:84299

785.35334 2 timecourse_ATM_combo_4hr 785.34886 5.7 60.78 RB1CC1  RBCC1_HUMAN 1 K.AS#VSQTSPQSASSPR.M 95.5 100 2.08E+06 ASVS#QTSPQSASSPR 0 644 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35453:96122

785.35338 2 timecourse_ATM_combo_8hr 785.34886 5.76 59.51 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 74.3 100 2.33E+06 ASVS#QTSPQSASSPR 10.3 644 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35451:97453

1144.53053 2 timecourse_ATM_combo_1hr 1144.52179 7.64 58.74 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 9.9 100 3.90E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35456:154347

785.35267 2 timecourse_ATM_combo_2hr 785.34886 4.85 57.44 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 94.5 100 1.67E+06 AS#VSQTSPQSASSPR 9.8 642 0,2 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35455:90925

785.35269 2 timecourse_ATM_ctrl1 785.34886 4.88 57.15 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 31.8 100 9.24E+05 ASVS#QTSPQSASSPR 26.5 644 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35449:98370

763.35568 3 timecourse_ATM_combo_8hr 763.35029 7.06 57.11 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 11.0 100 5.86E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35450:152210

763.35503 3 timecourse_ATM_combo_2hr 763.35029 6.21 55.92 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 19.0 100 5.25E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35455:143981

763.35598 3 timecourse_ATM_ctrl1 763.35029 7.45 51.76 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMS#QTITDLLSEQK.A 15.7 100 3.74E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐7,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35448:152140

763.35511 3 timecourse_ATM_combo_1hr 763.35029 6.31 49.96 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 27.0 100 1.11E+06 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐7,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35457:154295

763.3551 3 timecourse_ATM_ctrl1 763.35029 6.3 49.92 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 11.1 100 4.11E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐7,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35449:154509

763.35314 3 combeffx_ATM_PI3Ki 763.35029 3.73 49.46 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 17.2 100 8.07E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐7,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35299:59644

763.35624 3 timecourse_ATM_combo_8hr 763.35029 7.79 47.97 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 13.7 100 6.28E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐7,2 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35451:154260

785.35377 2 timecourse_ATM_ctrl1 785.34886 6.25 46.48 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 31.2 100 8.95E+05 ASVS#QTSPQSASSPR 10.3 644 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35448:97127

1144.52951 2 timecourse_ATM_combo_1hr 1144.52179 6.75 44.96 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 8.3 100 3.84E+05 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐2,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35457:154305

825.33771 2 timecourse_ATM_ctrl1 825.33202 6.89 42.92 RB1CC1  RBCC1_HUMAN 1 K.AS#VSQTSPQSASS#PR.M 7.0 100 1.29E+05 ASVS#QTSPQSASS#PR 8.7 644 ‐2,0 22.9 653 0 0 RB1‐inducible coiled‐coil protein 1  35448:105478

825.33692 2 timecourse_ATM_combo_8hr 825.33202 5.94 38.33 RB1CC1  RBCC1_HUMAN 1 K.AS#VSQTSPQSASS#PR.M 4.8 94 9.30E+04 ASVS#QTSPQSASS#PR 0 644 ‐2,0 28.9 653 0 0 RB1‐inducible coiled‐coil protein 1  35451:105683

763.35588 3 timecourse_ATM_combo_1hr 763.35029 7.32 35.92 RB1CC1  RBCC1_HUMAN 1 K.AAQSLDEMSQT#ITDLLSEQK.A 29.0 100 1.02E+06 AAQSLDEMSQT#ITDLLSEQK 0 631 ‐7,0 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35456:154337

825.33726 2 timecourse_ATM_combo_2hr 825.33202 6.35 34.86 RB1CC1  RBCC1_HUMAN 1 K.AS#VSQTSPQSASS#PR.M 9.1 100 1.41E+05 ASVS#QTSPQSASS#PR 0 644 ‐2,0 24.4 653 0 0 RB1‐inducible coiled‐coil protein 1  35454:98928

825.33706 2 timecourse_ATM_combo_1hr 825.33202 6.11 30.79 RB1CC1  RBCC1_HUMAN 1 K.AS#VSQTSPQSASS#PR.M 12.8 100 2.61E+05 ASVS#QTSPQSASS#PR 13.3 644 16.2 653 0 0 RB1‐inducible coiled‐coil protein 1  35456:106507

825.33686 2 timecourse_ATM_combo_4hr 825.33202 5.86 29.51 RB1CC1  RBCC1_HUMAN 1 K.AS#VSQTSPQSASS#PR.M 7.1 94 1.26E+05 ASVS#QTSPQSASS#PR 13.3 644 13.2 653 0 0 RB1‐inducible coiled‐coil protein 1  35452:102311

825.33634 2 timecourse_ATM_combo_2hr 825.33202 5.23 27.08 RB1CC1  RBCC1_HUMAN 1 K.AS#VSQTSPQSASS#PR.M 8.9 94 1.18E+05 ASVS#QTSPQSASS#PR 0 644 ‐2,0 26.4 653 0 0 RB1‐inducible coiled‐coil protein 1  35455:98589

825.33789 2 timecourse_ATM_ctrl2 825.33202 7.11 23.23 RB1CC1  RBCC1_HUMAN 1 K.AS#VSQTSPQSASS#PR.M 6.3 100 8.22E+04 ASVS#QTSPQSASS#PR 13.3 644 20.4 653 0 0 RB1‐inducible coiled‐coil protein 1  35446:92000

523.90421 3 timecourse_ATM_combo_1hr 523.90167 4.85 23.06 RB1CC1  RBCC1_HUMAN 1 K.ASVS#QTSPQSASSPR.M 5.4 100 1.53E+05 ASVS#QTSPQSASSPR 0 644 0,2 0 0 0 0 RB1‐inducible coiled‐coil protein 1  35457:97790

962.70686 4 timecourse_ATM_combo_8hr 962.70156 5.51 38.1 RBM10  RBM10_HUMAN 2 R.AQPGAAPGIYQQSAEASSSQGTAANSQS#YTIMSPAVLK.S 4.8 94 4.24E+05 AQPGAAPGIYQQSAEASSSQGTAANS#QSYTIMSPAV 0 524 0,4 0 0 0 0 RNA‐binding protein 10  35450:183720

573.76573 2 combeffx_ATM_comboi 573.76317 4.48 67.31 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 64.4 100 9.36E+06 LSES#QLSFR 64.8 620 0 0 0 0 RNA‐binding protein 14  35300:17731

573.76548 2 combeffx_ATM_comboi 573.76317 4.03 66.13 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 60.5 100 6.34E+06 LSES#QLSFR 57.8 620 0 0 0 0 RNA‐binding protein 14  35301:16207

573.76497 2 combeffx_ATM_PI3Ki 573.76317 3.14 61.98 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 30.2 100 2.36E+06 LSES#QLSFR 53.2 620 0 0 0 0 RNA‐binding protein 14  35298:16188

573.76468 2 combeffx_ATM_ctrl 573.76317 2.63 59.69 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 19.7 100 1.49E+06 LSES#QLSFR 46.2 620 0 0 0 0 RNA‐binding protein 14  35295:16165

573.76521 2 combeffx_ATM_PI3Ki 573.76317 3.56 58.5 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 31.2 100 1.98E+06 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35299:15790

573.76659 2 timecourse_ATM_combo_8hr 573.76317 5.96 56.47 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 100.9 100 4.29E+06 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35450:40417

573.76489 2 combeffx_ATM_MEKi 573.76317 3 54.86 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 34.3 100 1.90E+06 LSES#QLSFR 37.4 620 0 0 0 0 RNA‐binding protein 14  35296:15629

573.76636 2 timecourse_ATM_combo_4hr 573.76317 5.58 51.07 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 56.5 100 1.94E+06 LSES#QLSFR 52.8 620 0 0 0 0 RNA‐binding protein 14  35453:40398

573.7669 2 timecourse_ATM_combo_1hr 573.76317 6.5 50.72 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 48.6 100 1.50E+06 LSES#QLSFR 43 620 0 0 0 0 RNA‐binding protein 14  35456:40528

573.76597 2 timecourse_ATM_combo_1hr 573.76317 4.88 50.15 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 48.1 100 1.54E+06 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35457:40710

573.76574 2 timecourse_ATM_combo_2hr 573.76317 4.48 49.01 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 33.7 100 7.12E+05 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35455:37684

573.76661 2 timecourse_ATM_ctrl1 573.76317 6.01 48.96 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 47.3 100 1.63E+06 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35448:40945

573.76645 2 timecourse_ATM_ctrl2 573.76317 5.72 46.57 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 52.3 100 1.27E+06 LSES#QLSFR 43.5 620 0 0 0 0 RNA‐binding protein 14  35447:35502

573.76626 2 timecourse_ATM_combo_2hr 573.76317 5.39 46.09 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 31.4 100 7.27E+05 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35454:38663

573.76667 2 timecourse_ATM_combo_8hr 573.76317 6.1 45.83 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 115.5 100 4.32E+06 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35451:40490

573.76649 2 timecourse_ATM_combo_4hr 573.76317 5.79 43.73 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 53.7 100 2.02E+06 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35452:39447

573.76539 2 combeffx_ATM_MEKi 573.76317 3.89 43.24 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 33.3 100 1.33E+06 LSES#QLSFR 42.6 620 0 0 0 0 RNA‐binding protein 14  35297:14554

573.76581 2 timecourse_ATM_ctrl1 573.76317 4.6 42.5 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 47.1 100 1.59E+06 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35449:41482

573.76486 2 combeffx_ATM_ctrl 573.76317 2.95 41.16 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 17.6 100 2.00E+06 LSES#QLSFR 33.7 620 0 0 0 0 RNA‐binding protein 14  35294:16910

573.7664 2 timecourse_ATM_ctrl2 573.76317 5.63 40.81 RBM14  RBM14_HUMAN 1 R.LSES#QLSFR.R 48.1 100 1.26E+06 LSES#QLSFR 51.6 620 0 0 0 0 RNA‐binding protein 14  35446:35045

651.81618 2 combeffx_ATM_comboi 651.81372 3.77 35.43 RBM14  RBM14_HUMAN 1 R.RLSES#QLSFR.R 24.9 100 2.60E+06 RLSES#QLSFR 27 620 0 0 0 0 RNA‐binding protein 14  35301:25650

651.81643 2 combeffx_ATM_comboi 651.81372 4.16 30.38 RBM14  RBM14_HUMAN 1 R.RLSES#QLSFR.R 22.5 100 3.49E+06 RLSES#QLSFR 38.7 620 0 0 0 0 RNA‐binding protein 14  35300:27953

651.81525 2 combeffx_ATM_ctrl 651.81372 2.35 24.82 RBM14  RBM14_HUMAN 1 R.RLSES#QLSFR.R 14.0 100 1.13E+06 RLSES#QLSFR 20.9 620 0 0 0 0 RNA‐binding protein 14  35295:25335

896.08833 3 combeffx_ATM_comboi 896.08471 4.04 97.15 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 374.6 100 3.69E+07 ISELGSQLS#DEAVEDGLFHEFKR 4.8 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35301:70759

896.08792 3 combeffx_ATM_ctrl 896.08471 3.58 92.54 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 20.0 100 1.29E+06 ISELGSQLS#DEAVEDGLFHEFKR 0 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35295:71257

896.08849 3 combeffx_ATM_comboi 896.08471 4.22 86.9 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 380.7 100 3.70E+07 ISELGS#QLSDEAVEDGLFHEFKR 32.6 179 0 0 0 0 Putative RNA‐binding protein 15  35301:70769

896.08843 3 combeffx_ATM_comboi 896.08471 4.15 85.09 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 445.6 100 6.40E+07 ISELGSQLS#DEAVEDGLFHEFKR 22.1 182 0 0 0 0 Putative RNA‐binding protein 15  35300:77521

896.08743 3 combeffx_ATM_ctrl 896.08471 3.04 81.15 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 20.2 100 1.31E+06 ISELGS#QLSDEAVEDGLFHEFKR 23.1 179 0 0 0 0 Putative RNA‐binding protein 15  35294:73474

1265.58083 2 timecourse_ATM_combo_4hr 1265.57288 6.28 80.73 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 18.0 100 1.03E+06 ISELGS#QLSDEAVEDGLFHEFK 0 179 ‐4,0 0 0 0 0 Putative RNA‐binding protein 15  35453:161091

844.05447 3 combeffx_ATM_PI3Ki 844.05101 4.1 78.18 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 16.6 100 6.93E+05 ISELGS#QLSDEAVEDGLFHEFK 19.9 179 0 0 0 0 Putative RNA‐binding protein 15  35299:63394

844.05442 3 combeffx_ATM_comboi 844.05101 4.04 76.8 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 105.3 100 1.27E+07 ISELGS#QLSDEAVEDGLFHEFK 30.5 179 0 0 0 0 Putative RNA‐binding protein 15  35300:74801

1265.58216 2 timecourse_ATM_combo_8hr 1265.57288 7.33 75.19 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 47.5 100 2.87E+06 ISELGS#QLSDEAVEDGLFHEFK 5.1 179 ‐4,0 0 0 0 0 Putative RNA‐binding protein 15  35450:162830

896.0881 3 combeffx_ATM_MEKi 896.08471 3.78 74.84 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 48.9 100 1.50E+06 ISELGS#QLSDEAVEDGLFHEFKR 28.9 179 0 0 0 0 Putative RNA‐binding protein 15  35297:54048

896.08919 3 timecourse_ATM_combo_2hr 896.08471 5 74.58 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 29.0 100 1.15E+06 ISELGS#QLSDEAVEDGLFHEFKR 19.6 179 0 0 0 0 Putative RNA‐binding protein 15  35455:158501

896.08739 3 combeffx_ATM_PI3Ki 896.08471 2.99 74.05 RBM15  RBM15_HUMAN 3 K.ISELGSQLS#DEAVEDGLFHEFKR.F 134.2 100 8.48E+06 ISELGSQLS#DEAVEDGLFHEFKR 15.6 182 0 0 0 0 Putative RNA‐binding protein 15  35298:69136

844.05504 3 combeffx_ATM_comboi 844.05101 4.77 73.65 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 105.5 100 7.43E+06 ISELGS#QLSDEAVEDGLFHEFK 9.6 179 0,3 0 0 0 0 Putative RNA‐binding protein 15  35301:68409

844.05408 3 combeffx_ATM_PI3Ki 844.05101 3.64 72.81 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 16.7 100 9.91E+05 ISELGSQLS#DEAVEDGLFHEFK 0 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35298:66976

896.08905 3 timecourse_ATM_combo_8hr 896.08471 4.84 72.45 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 125.9 100 9.61E+06 ISELGSQLS#DEAVEDGLFHEFKR 0 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35450:168580

896.08715 3 combeffx_ATM_MEKi 896.08471 2.72 72.28 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 53.9 100 2.23E+06 ISELGS#QLSDEAVEDGLFHEFKR 31.3 179 0 0 0 0 Putative RNA‐binding protein 15  35296:59148

896.08754 3 combeffx_ATM_PI3Ki 896.08471 3.16 72.16 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 90.9 100 5.27E+06 ISELGS#QLSDEAVEDGLFHEFKR 29 179 0 0 0 0 Putative RNA‐binding protein 15  35299:65364

1265.58148 2 timecourse_ATM_combo_4hr 1265.57288 6.8 71.41 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 17.2 100 7.90E+05 ISELGS#QLSDEAVEDGLFHEFK 7.8 179 ‐4,0 0 0 0 0 Putative RNA‐binding protein 15  35452:158240

1265.5822 2 timecourse_ATM_combo_8hr 1265.57288 7.36 68.99 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 55.7 100 3.63E+06 ISELGS#QLSDEAVEDGLFHEFK 0 179 ‐4,0 0 0 0 0 Putative RNA‐binding protein 15  35451:165000

896.08944 3 timecourse_ATM_combo_4hr 896.08471 5.28 68.8 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 104.1 100 6.30E+06 ISELGSQLS#DEAVEDGLFHEFKR 12.4 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35452:163570

844.05784 3 timecourse_ATM_combo_8hr 844.05101 8.09 68.12 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 521.5 100 3.06E+07 ISELGS#QLSDEAVEDGLFHEFK 21.6 179 0 0 0 0 Putative RNA‐binding protein 15  35451:165010

896.08758 3 combeffx_ATM_PI3Ki 896.08471 3.2 68.02 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 91.9 100 5.27E+06 ISELGS#QLSDEAVEDGLFHEFKR 18.6 179 0 0 0 0 Putative RNA‐binding protein 15  35299:65374

672.31816 4 timecourse_ATM_combo_4hr 672.31536 4.16 67.17 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 56.0 100 2.92E+06 ISELGS#QLSDEAVEDGLFHEFKR 54.6 179 0 0 0 0 Putative RNA‐binding protein 15  35453:166571

896.08998 3 timecourse_ATM_ctrl2 896.08471 5.88 67.13 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 19.1 100 1.05E+06 ISELGS#QLSDEAVEDGLFHEFKR 34 179 0 0 0 0 Putative RNA‐binding protein 15  35447:155393

672.31866 4 combeffx_ATM_comboi 672.31536 4.91 67.06 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 471.0 100 4.72E+07 ISELGS#QLSDEAVEDGLFHEFKR 44.9 179 0 0 0 0 Putative RNA‐binding protein 15  35301:70789

672.31871 4 combeffx_ATM_comboi 672.31536 4.98 65.91 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 644.3 100 9.05E+07 ISELGS#QLSDEAVEDGLFHEFKR 34.5 179 0 0 0 0 Putative RNA‐binding protein 15  35300:77551

672.31727 4 combeffx_ATM_comboi 672.31536 2.84 65.9 RBM15  RBM15_HUMAN 3 K.IS#ELGSQLSDEAVEDGLFHEFKR.F 12.5 100 1.51E+06 ISELGS#QLSDEAVEDGLFHEFKR 35 179 0 0 0 0 Putative RNA‐binding protein 15  35300:77511

672.31738 4 combeffx_ATM_MEKi 672.31536 3 65.48 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 66.5 100 2.68E+06 ISELGS#QLSDEAVEDGLFHEFKR 38.5 179 0 0 0 0 Putative RNA‐binding protein 15  35296:59158

801.35754 3 timecourse_ATM_combo_8hr 801.35269 6.05 62.23 RBM15  RBM15_HUMAN 3 K.ISELGSQLS#DEAVEDGLFHEF.K 14.6 100 1.91E+06 ISELGSQLS#DEAVEDGLFHEF 4.8 182 ‐7,0 0 0 0 0 Putative RNA‐binding protein 15  35450:157120

896.0891 3 timecourse_ATM_ctrl1 896.08471 4.9 61.41 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 13.0 100 7.00E+05 ISELGS#QLSDEAVEDGLFHEFKR 32.6 179 0 0 0 0 Putative RNA‐binding protein 15  35448:165980

801.35868 3 timecourse_ATM_combo_8hr 801.35269 7.47 60.85 RBM15  RBM15_HUMAN 3 K.ISELGSQLS#DEAVEDGLFHEF.K 15.1 100 2.00E+06 ISELGSQLS#DEAVEDGLFHEF 6.3 182 ‐7,0 0 0 0 0 Putative RNA‐binding protein 15  35451:159180

844.05716 3 timecourse_ATM_combo_4hr 844.05101 7.3 60.24 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 186.6 100 1.02E+07 ISELGSQLS#DEAVEDGLFHEFK 0 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35453:161101

896.08898 3 timecourse_ATM_combo_1hr 896.08471 4.77 60.16 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 26.6 100 1.48E+06 ISELGS#QLSDEAVEDGLFHEFKR 14 179 0 0 0 0 Putative RNA‐binding protein 15  35457:169145

844.05761 3 timecourse_ATM_combo_8hr 844.05101 7.82 59.4 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 495.0 100 2.86E+07 ISELGS#QLSDEAVEDGLFHEFK 28.7 179 0 0 0 0 Putative RNA‐binding protein 15  35450:162840

844.05741 3 timecourse_ATM_combo_4hr 844.05101 7.58 59.32 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 175.9 100 8.89E+06 ISELGSQLS#DEAVEDGLFHEFK 0 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35452:158250

672.3176 4 combeffx_ATM_PI3Ki 672.31536 3.33 58.61 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 153.8 100 1.03E+07 ISELGS#QLSDEAVEDGLFHEFKR 38.5 179 0 0 0 0 Putative RNA‐binding protein 15  35298:69146

896.08848 3 combeffx_ATM_comboi 896.08471 4.21 57.73 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 447.8 100 6.40E+07 ISELGSQLS#DEAVEDGLFHEFKR 27.1 182 0 0 0 0 Putative RNA‐binding protein 15  35300:77531

672.318 4 combeffx_ATM_MEKi 672.31536 3.93 56.75 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 66.4 100 2.20E+06 ISELGS#QLSDEAVEDGLFHEFKR 50.2 179 0 0 0 0 Putative RNA‐binding protein 15  35297:54058

896.08789 3 timecourse_ATM_ctrl1 896.08471 3.55 56.55 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 16.1 100 8.05E+05 ISELGS#QLSDEAVEDGLFHEFKR 21.3 179 0 0 0 0 Putative RNA‐binding protein 15  35449:168649

896.09018 3 timecourse_ATM_ctrl2 896.08471 6.1 53.94 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 22.6 100 9.77E+05 ISELGS#QLSDEAVEDGLFHEFKR 14 179 0 0 0 0 Putative RNA‐binding protein 15  35446:152382

672.3185 4 timecourse_ATM_combo_8hr 672.31536 4.67 53.5 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 75.3 100 4.54E+06 ISELGS#QLSDEAVEDGLFHEFKR 34.5 179 0 0 0 0 Putative RNA‐binding protein 15  35450:168570

896.08911 3 timecourse_ATM_combo_4hr 896.08471 4.92 53.36 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 113.7 100 7.01E+06 ISELGS#QLSDEAVEDGLFHEFKR 9.9 179 0,3 0 0 0 0 Putative RNA‐binding protein 15  35453:166581

896.08967 3 timecourse_ATM_combo_2hr 896.08471 5.54 53.11 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 28.6 100 1.18E+06 ISELGS#QLSDEAVEDGLFHEFKR 9.9 179 0,3 0 0 0 0 Putative RNA‐binding protein 15  35454:157661

896.08992 3 timecourse_ATM_combo_1hr 896.08471 5.81 52.81 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 27.0 100 1.30E+06 ISELGS#QLSDEAVEDGLFHEFKR 9.9 179 0,3 0 0 0 0 Putative RNA‐binding protein 15  35456:168937

672.31778 4 combeffx_ATM_PI3Ki 672.31536 3.6 51.59 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 162.0 100 8.10E+06 ISELGS#QLSDEAVEDGLFHEFKR 38.5 179 0 0 0 0 Putative RNA‐binding protein 15  35299:65384

672.31888 4 timecourse_ATM_combo_4hr 672.31536 5.24 49.56 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 70.6 100 3.34E+06 ISELGS#QLSDEAVEDGLFHEFKR 36.2 179 0 0 0 0 Putative RNA‐binding protein 15  35452:163560

896.08974 3 timecourse_ATM_combo_8hr 896.08471 5.61 49.05 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 145.8 100 1.13E+07 ISELGSQLS#DEAVEDGLFHEFKR 27.1 182 0 0 0 0 Putative RNA‐binding protein 15  35451:170700

844.05588 3 timecourse_ATM_ctrl1 844.05101 5.77 48.4 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 27.6 94 1.31E+06 ISELGSQLS#DEAVEDGLFHEFK 0 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35449:163919

672.31871 4 combeffx_ATM_comboi 672.31536 5 47.81 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 652.0 100 9.05E+07 ISELGS#QLSDEAVEDGLFHEFKR 27 179 0 0 0 0 Putative RNA‐binding protein 15  35300:77561

672.3185 4 timecourse_ATM_combo_8hr 672.31536 4.67 47.16 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 79.0 100 4.44E+06 ISELGS#QLSDEAVEDGLFHEFKR 41.2 179 0 0 0 0 Putative RNA‐binding protein 15  35451:170690

672.31895 4 timecourse_ATM_combo_2hr 672.31536 5.34 42.69 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 16.2 100 4.87E+05 ISELGS#QLSDEAVEDGLFHEFKR 34.5 179 0 0 0 0 Putative RNA‐binding protein 15  35455:158511

672.31794 4 timecourse_ATM_ctrl1 672.31536 3.84 42.44 RBM15  RBM15_HUMAN 3 K.IS#ELGSQLSDEAVEDGLFHEFKR.F 6.2 100 2.61E+05 ISELGS#QLSDEAVEDGLFHEFKR 38.1 179 0 0 0 0 Putative RNA‐binding protein 15  35449:168659

844.05766 3 timecourse_ATM_ctrl1 844.05101 7.88 41.91 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 26.8 100 1.21E+06 ISELGSQLS#DEAVEDGLFHEFK 6.3 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35448:161360

844.05619 3 timecourse_ATM_combo_2hr 844.05101 6.14 39.97 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 55.8 100 2.36E+06 ISELGSQLS#DEAVEDGLFHEFK 0 182 ‐3,0 0 0 0 0 Putative RNA‐binding protein 15  35455:153501

672.31888 4 timecourse_ATM_ctrl2 672.31536 5.24 39.79 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 11.9 100 4.37E+05 ISELGS#QLSDEAVEDGLFHEFKR 34.5 179 0 0 0 0 Putative RNA‐binding protein 15  35447:155383

672.31784 4 combeffx_ATM_ctrl 672.31536 3.69 39.56 RBM15  RBM15_HUMAN 3 K.IS#ELGSQLSDEAVEDGLFHEFKR.F 40.3 100 1.76E+06 ISELGS#QLSDEAVEDGLFHEFKR 25.9 179 0 0 0 0 Putative RNA‐binding protein 15  35295:71267

1265.58076 2 timecourse_ATM_combo_2hr 1265.57288 6.23 38.64 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFK.R 5.8 100 1.66E+05 ISELGS#QLSDEAVEDGLFHEFK 4.5 179 ‐4,0 0 0 0 0 Putative RNA‐binding protein 15  35454:152891

672.31889 4 timecourse_ATM_combo_1hr 672.31536 5.27 37.99 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 15.3 100 5.72E+05 ISELGS#QLSDEAVEDGLFHEFKR 35 179 0 0 0 0 Putative RNA‐binding protein 15  35456:168927

672.3185 4 timecourse_ATM_combo_1hr 672.31536 4.67 35.37 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 13.7 100 5.62E+05 ISELGS#QLSDEAVEDGLFHEFKR 35 179 0 0 0 0 Putative RNA‐binding protein 15  35457:169135

672.31943 4 timecourse_ATM_ctrl2 672.31536 6.07 33.93 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 16.1 100 4.66E+05 ISELGS#QLSDEAVEDGLFHEFKR 38.5 179 0 0 0 0 Putative RNA‐binding protein 15  35446:152372

672.3186 4 timecourse_ATM_combo_2hr 672.31536 4.82 31.69 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 16.2 100 4.72E+05 ISELGS#QLSDEAVEDGLFHEFKR 38.5 179 0 0 0 0 Putative RNA‐binding protein 15  35454:157651

672.3189 4 timecourse_ATM_ctrl1 672.31536 5.28 29.29 RBM15  RBM15_HUMAN 3 K.ISELGS#QLSDEAVEDGLFHEFKR.F 10.1 100 2.73E+05 ISELGS#QLSDEAVEDGLFHEFKR 20.6 179 0 0 0 0 Putative RNA‐binding protein 15  35448:165990

952.76949 3 combeffx_ATM_PI3Ki 952.76605 3.61 72.1 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 40.8 100 4.53E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 22.1 334 0 0 0 0 RNA‐binding protein 4  35298:71276

952.76982 3 combeffx_ATM_PI3Ki 952.76605 3.96 65.84 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 32.5 100 2.96E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 6.3 334 ‐3,0 0 0 0 0 RNA‐binding protein 4  35299:67354

952.77023 3 combeffx_ATM_comboi 952.76605 4.39 65.45 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 43.0 100 7.07E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 5.4 334 ‐3,0 0 0 0 0 RNA‐binding protein 4  35300:80391

952.77104 3 combeffx_ATM_comboi 952.76605 5.24 65.24 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 29.9 100 4.30E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 17.3 334 0 0 0 0 RNA‐binding protein 4  35301:73099

952.77028 3 combeffx_ATM_MEKi 952.76605 4.44 62.97 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 36.5 100 1.51E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 14 334 0 0 0 0 RNA‐binding protein 4  35297:55718

952.77023 3 combeffx_ATM_ctrl 952.76605 4.39 58.91 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 20.2 100 2.13E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 4.1 334 ‐3,0 0 0 0 0 RNA‐binding protein 4  35295:72847

952.76887 3 combeffx_ATM_ctrl 952.76605 2.96 58.39 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 21.4 100 2.43E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 22.1 334 0 0 0 0 RNA‐binding protein 4  35294:75374

952.77023 3 combeffx_ATM_comboi 952.76605 4.39 57.46 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 44.6 100 7.07E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 23.1 334 0 0 0 0 RNA‐binding protein 4  35300:80401

952.76887 3 combeffx_ATM_MEKi 952.76605 2.96 50.98 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 45.9 100 2.49E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 6.3 334 ‐3,0 0 0 0 0 RNA‐binding protein 4  35296:60938

952.76773 3 timecourse_ATM_combo_4hr 952.76605 1.77 49.64 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 26.7 100 3.87E+06 ATAPVPTVGEGYGYGHES#ELSQASAAAR 4.8 331 ‐4,0 0 0 0 0 RNA‐binding protein 4  35452:168060

952.76719 3 timecourse_ATM_combo_2hr 952.76605 1.2 46.44 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHES#ELSQASAAAR.N 13.9 100 1.59E+06 ATAPVPTVGEGYGYGHES#ELSQASAAAR 1.7 331 0,3 0 0 0 0 RNA‐binding protein 4  35454:161711

952.76867 3 timecourse_ATM_combo_1hr 952.76605 2.75 45.86 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHES#ELSQASAAAR.N 21.5 100 3.44E+06 ATAPVPTVGEGYGYGHES#ELSQASAAAR 7.3 331 0,3 0 0 0 0 RNA‐binding protein 4  35456:173257

952.76759 3 timecourse_ATM_combo_8hr 952.76605 1.62 45.39 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 21.6 100 4.09E+06 ATAPVPTVGEGYGYGHES#ELSQASAAAR 0 331 0,6 0 0 0 0 RNA‐binding protein 4  35451:175280

952.7698 3 timecourse_ATM_ctrl2 952.76605 3.94 44.39 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 13.6 100 1.02E+06 ATAPVPTVGEGYGYGHES#ELSQASAAAR 10.2 331 0,3 0 0 0 0 RNA‐binding protein 4  35447:159863

952.77035 3 timecourse_ATM_ctrl2 952.76605 4.51 43.77 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 9.6 100 8.50E+05 ATAPVPTVGEGYGYGHESELS#QASAAAR 1.4 334 0,3 0 0 0 0 RNA‐binding protein 4  35446:156822

952.76679 3 timecourse_ATM_combo_2hr 952.76605 0.78 42.76 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 18.1 100 1.64E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 4.8 334 ‐3,0 0 0 0 0 RNA‐binding protein 4  35455:162721

952.76707 3 timecourse_ATM_combo_4hr 952.76605 1.08 34.51 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 30.5 100 4.47E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 3.8 334 ‐9,0 0 0 0 0 RNA‐binding protein 4  35453:171121

952.76696 3 timecourse_ATM_combo_1hr 952.76605 0.96 33.78 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 28.5 100 4.13E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 14.7 334 0 0 0 0 RNA‐binding protein 4  35457:173435

952.76801 3 timecourse_ATM_combo_8hr 952.76605 2.06 33.04 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 18.8 100 3.62E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 9.9 334 ‐7,0 0 0 0 0 RNA‐binding protein 4  35450:172980

952.77069 3 timecourse_ATM_ctrl1 952.76605 4.87 27.79 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 19.7 100 2.03E+06 ATAPVPTVGEGYGYGHESELS#QASAAAR 8.8 334 ‐3,0 0 0 0 0 RNA‐binding protein 4  35448:170120

952.76971 3 timecourse_ATM_ctrl1 952.76605 3.84 24.5 RBM4  RBM4_HUMAN 3 R.ATAPVPTVGEGYGYGHESELS#QASAAAR.N 16.4 100 1.90E+06 ATAPVPTVGEGYGYGHESELSQAS#AAAR 13.8 337 0 0 0 0 RNA‐binding protein 4  35449:172899

1070.83689 3 timecourse_ATM_combo_8hr 1070.82820 8.12 50.65 RCN1  RCN1_HUMAN 2 K.LTKEEILENWNMFVGS#QATNYGEDLTK.N 6.5 100 3.70E+05 LTKEEILENWNMFVGS#QATNYGEDLTK 16.4 315 0 0 0 0 Reticulocalbin‐1  35451:181180

592.77303 2 timecourse_ATM_combo_1hr 592.76898 6.83 52.22 RDX  RADI_HUMAN 7 R.VTET#QKNER.V 23.7 92 1.40E+05 VTET#QKNER 37.4 518 0 0 0 0 Radixin  35456:46640



683.66363 3 timecourse_ATM_ctrl1 683.65979 5.62 48.66 RDX  RADI_HUMAN 8 R.DETKKT#QNDVLHAENVK.A 4.5 100 1.83E+05 DETKKT#QNDVLHAENVK 17.6 545 0 0 0 0 Radixin  35448:139568

683.66356 3 timecourse_ATM_ctrl2 683.65979 5.51 39.49 RDX  RADI_HUMAN 8 R.DETKKT#QNDVLHAENVK.A 3.1 100 1.15E+05 DETKKT#QNDVLHAENVK 17.6 545 0 0 0 0 Radixin  35447:127567

683.66257 3 timecourse_ATM_ctrl1 683.65979 4.07 34.98 RDX  RADI_HUMAN 8 R.DET#KKTQNDVLHAENVK.A 5.1 100 1.69E+05 DETKKT#QNDVLHAENVK 15 545 0 0 0 0 Radixin  35449:141721

787.05103 3 timecourse_ATM_ctrl1 787.04542 7.13 27.88 RDX  RADI_HUMAN 7 R.AKFFPEDVSEELIQEIT#QR.L 5.6 94 1.25E+05 AKFFPEDVSEELIQEIT#QR 71.4 98 0 0 0 0 Radixin  35448:155260

683.6636 3 timecourse_ATM_combo_2hr 683.65979 5.57 27.79 RDX  RADI_HUMAN 8 R.DETKKT#QNDVLHAENVK.A 2.4 100 7.12E+04 DETKKT#QNDVLHAENVK 18.5 545 0 0 0 0 Radixin  35454:131505

683.66276 3 timecourse_ATM_combo_2hr 683.65979 4.34 25.69 RDX  RADI_HUMAN 8 R.DETKKT#QNDVLHAENVK.A 2.6 100 5.65E+04 DETKKT#QNDVLHAENVK 15 545 0 0 0 0 Radixin  35455:131750

512.99918 4 timecourse_ATM_combo_4hr 512.99666 4.91 22.32 RDX  RADI_HUMAN 8 R.DETKKT#QNDVLHAENVK.A 6.9 100 3.00E+05 DETKKT#QNDVLHAENVK 7.8 545 ‐3,0 0 0 0 0 Radixin  35452:135497

512.99912 4 timecourse_ATM_combo_8hr 512.99666 4.8 17.94 RDX  RADI_HUMAN 8 R.DETKKT#QNDVLHAENVK.A 5.2 100 2.67E+05 DETKKT#QNDVLHAENVK 10 545 ‐3,0 0 0 0 0 Radixin  35451:140311

886.35607 2 timecourse_ATM_combo_8hr 886.35127 5.42 48.93 RECQL  RECQ1_HUMAN 0 R.AESSQT#CHSEQGDKK.M 110.9 100 2.97E+05 AES#SQTCHSEQGDKK 0 602 0,3 0 0 0 0 ATP‐dependent DNA helicase Q1  35451:117282

886.35665 2 timecourse_ATM_combo_8hr 886.35127 6.07 45.53 RECQL  RECQ1_HUMAN 0 R.AESS#QTCHSEQGDKK.M 215.9 100 3.83E+05 AESS#QTCHSEQGDKK 10.3 603 ‐1,0 0 0 0 0 ATP‐dependent DNA helicase Q1  35450:116120

822.30799 2 timecourse_ATM_combo_8hr 822.30379 5.11 44.22 RECQL  RECQ1_HUMAN 0 R.AESS#QTCHSEQGDK.K 16.9 100 1.18E+05 AESS#QTCHSEQGDK 7.4 603 ‐1,0 0 0 0 0 ATP‐dependent DNA helicase Q1  35451:104943

886.35694 2 timecourse_ATM_combo_4hr 886.35127 6.4 41.94 RECQL  RECQ1_HUMAN 0 R.AESS#QTCHSEQGDKK.M 65.6 100 1.62E+05 AES#SQTCHSEQGDKK 11.5 602 0,1 0 0 0 0 ATP‐dependent DNA helicase Q1  35452:113753

822.30819 2 timecourse_ATM_combo_8hr 822.30379 5.35 41.77 RECQL  RECQ1_HUMAN 0 R.AESS#QTCHSEQGDK.K 50.1 100 1.85E+05 AES#SQTCHSEQGDK 0 602 0,1 0 0 0 0 ATP‐dependent DNA helicase Q1  35450:103987

886.3562 2 timecourse_ATM_combo_4hr 886.35127 5.56 40.38 RECQL  RECQ1_HUMAN 0 R.AESS#QTCHSEQGDKK.M 47.3 100 1.39E+05 AES#SQTCHSEQGDKK 0 602 0,3 0 0 0 0 ATP‐dependent DNA helicase Q1  35453:115823

886.35653 2 timecourse_ATM_combo_2hr 886.35127 5.93 31.87 RECQL  RECQ1_HUMAN 0 R.AESS#QTCHSEQGDKK.M 14.5 100 3.80E+04 AESS#QTCHSEQGDKK 9.3 603 ‐1,0 0 0 0 0 ATP‐dependent DNA helicase Q1  35455:109815

591.24011 3 timecourse_ATM_combo_8hr 591.23661 5.94 24.64 RECQL  RECQ1_HUMAN 0 R.AESSQT#CHSEQGDKK.M 288.4 100 1.25E+06 AESS#QTCHSEQGDKK 0 603 0,2 0 0 0 0 ATP‐dependent DNA helicase Q1  35450:116110

591.23961 3 timecourse_ATM_combo_8hr 591.23661 5.07 19.68 RECQL  RECQ1_HUMAN 0 R.AESS#QTCHSEQGDKK.M 172.7 100 8.66E+05 AESS#QTCHSEQGDKK 7.5 603 ‐1,0 0 0 0 0 ATP‐dependent DNA helicase Q1  35451:117272

591.23983 3 timecourse_ATM_combo_2hr 591.23661 5.45 14.45 RECQL  RECQ1_HUMAN 0 R.AESS#QTCHSEQGDKK.M 28.6 100 1.28E+05 AES#SQTCHSEQGDKK 11.5 602 0,1 0 0 0 0 ATP‐dependent DNA helicase Q1  35455:109805

811.40052 2 timecourse_ATM_combo_8hr 811.39528 6.46 49.35 REPIN1  REPI1_HUMAN 6 R.LLSGPS#QESPQTLGK.E 4.0 100 2.66E+05 LLSGPS#QESPQTLGK 20.9 24 0 0 0 0 Replication initiator 1  35451:102789

482.89893 3 timecourse_ATM_combo_2hr 482.89652 4.99 23.24 REPIN1  REPI1_HUMAN 2 R.RFS#QGSHLAAHR.R 16.7 100 2.31E+05 RFS#QGSHLAAHR 8.7 441 0,3 0 0 0 0 Replication initiator 1  35455:77477

482.89959 3 timecourse_ATM_combo_2hr 482.89652 6.36 19.49 REPIN1  REPI1_HUMAN 2 R.RFS#QGSHLAAHR.R 12.7 100 2.17E+05 RFS#QGSHLAAHR 14.8 441 0 0 0 0 Replication initiator 1  35454:78020

482.89955 3 timecourse_ATM_combo_1hr 482.89652 6.27 19.42 REPIN1  REPI1_HUMAN 2 R.RFS#QGSHLAAHR.R 13.8 100 3.54E+05 RFS#QGSHLAAHR 8.7 441 0,3 0 0 0 0 Replication initiator 1  35456:83006

482.89893 3 timecourse_ATM_combo_1hr 482.89652 4.99 19.34 REPIN1  REPI1_HUMAN 2 R.RFSQGS#HLAAHR.R 19.3 100 3.72E+05 RFSQGS#HLAAHR 14.8 444 0 0 0 0 Replication initiator 1  35457:83293

869.68603 4 timecourse_ATM_combo_8hr 869.67862 8.52 63.84 REV3L  DPOLZ_HUMAN 1 R.HKVEEALINEEAILNLMENSQT#FQPLTQR.L 3.9 100 5.94E+05 HKVEEALINEEAILNLMENS#QTFQPLTQR 7.1 389 0,2 0 0 0 0 DNA polymerase zeta catalytic subunit  35451:184330

812.37028 4 timecourse_ATM_ctrl1 812.36591 5.38 45.83 REV3L  DPOLZ_HUMAN 1 R.KGTISQYFTTLHCPVCDDLT#QHGICSK.C 4.4 100 2.96E+05 KGTISQYFTTLHCPVCDDLT#QHGICSK 14.8 3049 0 0 0 0 DNA polymerase zeta catalytic subunit  35448:175850

618.5781 3 timecourse_ATM_ctrl1 618.57551 4.19 34.75 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 24.3 100 4.33E+05 NETS#QMSQPESQDHR 6 279 0,3 0 0 0 0 DNA polymerase zeta catalytic subunit  35449:125958

618.5792 3 timecourse_ATM_ctrl2 618.57551 5.97 33.24 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 19.5 100 2.64E+05 NETS#QMSQPESQDHR 15.5 279 0 0 0 0 DNA polymerase zeta catalytic subunit  35446:109735

618.57852 3 timecourse_ATM_combo_4hr 618.57551 4.87 31.82 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 18.5 100 2.90E+05 NETS#QMSQPESQDHR 21.3 279 0 0 0 0 DNA polymerase zeta catalytic subunit  35452:120314

618.57723 3 timecourse_ATM_combo_1hr 618.57551 2.78 28.86 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 29.6 100 5.50E+05 NETS#QMSQPESQDHR 21.3 279 0 0 0 0 DNA polymerase zeta catalytic subunit  35457:125396

618.57884 3 timecourse_ATM_ctrl2 618.57551 5.38 26.7 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 19.4 100 2.55E+05 NETS#QMSQPESQDHR 15.5 279 0 0 0 0 DNA polymerase zeta catalytic subunit  35447:111813

618.57825 3 timecourse_ATM_combo_1hr 618.57551 4.45 26.47 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 23.3 100 4.95E+05 NETS#QMSQPESQDHR 21.3 279 0 0 0 0 DNA polymerase zeta catalytic subunit  35456:125518

618.57905 3 timecourse_ATM_combo_2hr 618.57551 5.72 26.34 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 19.3 100 3.15E+05 NETS#QMSQPESQDHR 12.2 279 0,3 0 0 0 0 DNA polymerase zeta catalytic subunit  35454:116394

812.37064 4 timecourse_ATM_ctrl1 812.36591 5.82 25.06 REV3L  DPOLZ_HUMAN 1 R.KGTISQYFTTLHCPVCDDLT#QHGICSK.C 4.8 100 2.64E+05 KGTISQYFTTLHCPVCDDLT#QHGICSK 25.5 3049 0 0 0 0 DNA polymerase zeta catalytic subunit  35449:178599

618.57929 3 timecourse_ATM_ctrl1 618.57551 6.11 22.39 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 25.2 100 4.02E+05 NETS#QMSQPESQDHR 21.3 279 0 0 0 0 DNA polymerase zeta catalytic subunit  35448:123917

886.94006 4 timecourse_ATM_combo_8hr 886.93337 7.55 20.81 REV3L  DPOLZ_HUMAN 0 K.TEKPSLS#QQAAHYMFFPSVVLSNCLTRPQK.L 4.1 100 4.33E+05 TEKPSLS#QQAAHYMFFPSVVLSNCLTRPQK 9.5 790 ‐2,0 0 0 0 0 DNA polymerase zeta catalytic subunit  35451:184910

618.57827 3 timecourse_ATM_combo_2hr 618.57551 4.46 19.33 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 18.5 100 2.62E+05 NETS#QMSQPESQDHR 6 279 0,3 0 0 0 0 DNA polymerase zeta catalytic subunit  35455:116416

618.57847 3 timecourse_ATM_combo_8hr 618.57551 4.79 17.87 REV3L  DPOLZ_HUMAN 1 R.NETS#QMSQPESQDHR.F 9.8 100 2.02E+05 NETS#QMSQPESQDHR 8.7 279 0,3 0 0 0 0 DNA polymerase zeta catalytic subunit  35451:124197

708.62759 3 timecourse_ATM_ctrl2 708.62352 5.74 16.11 REV3L  DPOLZ_HUMAN 1 R.NRNETS#QMSQPESQDHR.F 7.6 100 9.56E+04 NRNETS#QMSQPESQDHR 5.9 279 ‐1,0 0 0 0 0 DNA polymerase zeta catalytic subunit  35446:130551

837.99748 3 combeffx_ATM_PI3Ki 837.99434 3.75 74.79 RIC8A  RIC8A_HUMAN 2 R.SYNQEHSQS#FTFDDAQQEDR.K 7.2 100 7.10E+05 SYNQEHS#QSFTFDDAQQEDR 5.2 30 ‐6,0 0 0 0 0 Synembryn‐A  35299:63194

837.99933 3 timecourse_ATM_combo_8hr 837.99434 5.95 71.9 RIC8A  RIC8A_HUMAN 2 R.SYNQEHS#QSFTFDDAQQEDR.K 75.1 100 4.40E+06 SYNQEHS#QSFTFDDAQQEDR 12.7 30 0,2 0 0 0 0 Synembryn‐A  35450:161920

837.99933 3 timecourse_ATM_combo_2hr 837.99434 5.95 71.34 RIC8A  RIC8A_HUMAN 2 R.SYNQEHS#QSFTFDDAQQEDR.K 17.3 100 5.90E+05 SYNQEHS#QSFTFDDAQQEDR 12.7 30 0,2 0 0 0 0 Synembryn‐A  35454:152171

837.99845 3 combeffx_ATM_comboi 837.99434 4.9 69.38 RIC8A  RIC8A_HUMAN 2 R.SYNQEHS#QSFTFDDAQQEDR.K 53.3 100 5.60E+06 SYNQEHS#QSFTFDDAQQEDR 16.2 30 0 0 0 0 Synembryn‐A  35301:68129

837.9988 3 timecourse_ATM_combo_4hr 837.99434 5.32 68.49 RIC8A  RIC8A_HUMAN 2 R.SYNQEHSQS#FTFDDAQQEDR.K 53.2 100 2.44E+06 SYNQEHS#QSFTFDDAQQEDR 12.7 30 0,2 0 0 0 0 Synembryn‐A  35453:160291

837.99809 3 timecourse_ATM_combo_2hr 837.99434 4.49 63.65 RIC8A  RIC8A_HUMAN 2 R.SY#NQEHSQSFTFDDAQQEDR.K 20.1 100 6.03E+05 SYNQEHSQS#FTFDDAQQEDR 7.5 32 ‐2,0 0 0 0 0 Synembryn‐A  35455:152821

837.99931 3 timecourse_ATM_combo_8hr 837.99434 5.93 61.81 RIC8A  RIC8A_HUMAN 2 R.S#YNQEHSQSFTFDDAQQEDR.K 91.6 100 5.16E+06 SYNQEHS#QSFTFDDAQQEDR 18 30 0 0 0 0 Synembryn‐A  35451:164050

837.999 3 timecourse_ATM_combo_4hr 837.99434 5.56 61.63 RIC8A  RIC8A_HUMAN 2 R.SYNQEHS#QSFTFDDAQQEDR.K 40.6 100 2.23E+06 SYNQEHSQS#FTFDDAQQEDR 9.6 32 ‐2,0 0 0 0 0 Synembryn‐A  35452:157350

837.99834 3 combeffx_ATM_comboi 837.99434 4.77 59.87 RIC8A  RIC8A_HUMAN 2 R.SY#NQEHSQSFTFDDAQQEDR.K 48.5 100 7.13E+06 SYNQEHS#QSFTFDDAQQEDR 29.9 30 0 0 0 0 Synembryn‐A  35300:74481

837.99955 3 timecourse_ATM_combo_1hr 837.99434 6.22 53.28 RIC8A  RIC8A_HUMAN 2 R.SYNQEHSQS#FTFDDAQQEDR.K 9.6 100 4.66E+05 SYNQEHS#QSFTFDDAQQEDR 6 30 ‐6,0 0 0 0 0 Synembryn‐A  35456:163467

837.99793 3 timecourse_ATM_combo_1hr 837.99434 4.28 52.65 RIC8A  RIC8A_HUMAN 2 R.SYNQEHS#QSFTFDDAQQEDR.K 11.4 100 5.12E+05 SYNQEHS#QSFTFDDAQQEDR 15 30 0 0 0 0 Synembryn‐A  35457:163515

1021.14924 3 combeffx_ATM_comboi 1021.14431 4.83 76.95 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 47.9 100 1.15E+07 ENTPPVVISADQMVNEDS#QVQITPNQK 48.8 1403 0 0 0 0 Telomere‐associated protein RIF1  35301:74189

1026.48034 3 combeffx_ATM_ctrl 1026.47595 4.28 69.41 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQM*VNEDS#QVQITPNQK.T 19.8 100 2.75E+06 ENTPPVVISADQM*VNEDS#QVQITPNQK 45.8 1403 0 0 0 0 Telomere‐associated protein RIF1  35295:73837

1026.47989 3 combeffx_ATM_MEKi 1026.47595 3.84 62.36 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQM*VNEDS#QVQITPNQK.T 25.1 100 1.78E+06 ENTPPVVISADQM*VNEDS#QVQITPNQK 58.3 1403 0 0 0 0 Telomere‐associated protein RIF1  35297:56338

672.27546 2 timecourse_ATM_combo_4hr 672.27176 5.5 59.94 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDK.S 8.5 100 1.26E+05 SEGDGT#QDIVDK 96.2 1518 0 0 0 0 Telomere‐associated protein RIF1  35453:70137

1081.74653 4 timecourse_ATM_combo_8hr 1081.74005 5.99 58.93 RIF1  RIF1_HUMAN 0 K.KADVQAPVS#PSETS#QANPYSEGQFLDEHHSVNFHLGLK.E 11.4 100 1.05E+06 KADVQAPVS#PSETS#QANPYSEGQFLDEHHSVNFHL 14.7 1772 0 1777 ‐3,0 0 0 Telomere‐associated protein RIF1  35451:188210

1055.96734 2 timecourse_ATM_combo_8hr 1055.96244 4.65 58.56 RIF1  RIF1_HUMAN 0 K.KADPENIKSEGDGT#QDIVD.K 22.4 100 9.38E+05 KADPENIKSEGDGT#QDIVD 22.2 1518 0 0 0 0 Telomere‐associated protein RIF1  35450:142203

1026.47963 3 combeffx_ATM_ctrl 1026.47595 3.59 57.26 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQM*VNEDS#QVQITPNQK.T 15.2 100 2.86E+06 ENTPPVVISADQM*VNEDS#QVQITPNQK 35.6 1403 0 0 0 0 Telomere‐associated protein RIF1  35294:76394

1021.14787 3 combeffx_ATM_ctrl 1021.14431 3.49 56.92 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 18.8 100 2.73E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 63.1 1403 0 0 0 0 Telomere‐associated protein RIF1  35294:76354

1026.47953 3 combeffx_ATM_MEKi 1026.47595 3.49 55.26 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQM*VNEDS#QVQITPNQK.T 49.5 100 4.24E+06 ENTPPVVISADQM*VNEDS#QVQITPNQK 58.4 1403 0 0 0 0 Telomere‐associated protein RIF1  35296:61628

1055.96687 2 timecourse_ATM_combo_4hr 1055.96244 4.2 54.2 RIF1  RIF1_HUMAN 0 K.KADPENIKSEGDGT#QDIVD.K 9.6 100 3.49E+05 KADPENIKSEGDGT#QDIVD 46.4 1518 0 0 0 0 Telomere‐associated protein RIF1  35452:139217

1021.14726 3 combeffx_ATM_PI3Ki 1021.14431 2.89 51.65 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 67.4 100 1.16E+07 ENTPPVVISADQMVNEDS#QVQITPNQK 52.9 1403 0 0 0 0 Telomere‐associated protein RIF1  35298:72336

898.0534 3 timecourse_ATM_combo_8hr 898.05080 2.9 51.32 RIF1  RIF1_HUMAN 0 K.LDNNQMVMESDILQEDHHTS#QK.V 22.2 100 2.34E+06 LDNNQMVMESDILQEDHHT#SQK 6.9 2116 0,1 0 0 0 0 Telomere‐associated protein RIF1  35451:171060

1021.14791 3 combeffx_ATM_MEKi 1021.14431 3.53 50.69 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 21.8 100 1.40E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 48.8 1403 0 0 0 0 Telomere‐associated protein RIF1  35297:56318

672.27529 2 timecourse_ATM_combo_4hr 672.27176 5.25 50.14 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDK.S 8.5 100 1.33E+05 SEGDGT#QDIVDK 54.8 1518 0 0 0 0 Telomere‐associated protein RIF1  35452:68585

1081.74719 4 timecourse_ATM_combo_1hr 1081.74005 6.6 50.12 RIF1  RIF1_HUMAN 0 K.KADVQAPVSPS#ET#SQANPYSEGQFLDEHHSVNFHLGLK.E 17.5 100 1.87E+06 KADVQAPVS#PSET#SQANPYSEGQFLDEHHSVNFHL 7.5 1772 0,5 0 1776 ‐2,0 0 0 Telomere‐associated protein RIF1  35456:185426

1021.14935 3 combeffx_ATM_comboi 1021.14431 4.94 49.54 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 61.7 100 1.84E+07 ENTPPVVISADQMVNEDS#QVQITPNQK 42.2 1403 0 0 0 0 Telomere‐associated protein RIF1  35300:81681

1055.96616 2 timecourse_ATM_combo_8hr 1055.96244 3.53 48.72 RIF1  RIF1_HUMAN 0 K.KADPENIKSEGDGT#QDIVD.K 24.4 100 1.10E+06 KADPENIKSEGDGT#QDIVD 24.3 1518 0 0 0 0 Telomere‐associated protein RIF1  35451:144351

672.27558 2 timecourse_ATM_combo_8hr 672.27176 5.68 47.13 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDK.S 10.2 100 1.94E+05 SEGDGT#QDIVDK 41 1518 0 0 0 0 Telomere‐associated protein RIF1  35451:70756

1021.14875 3 timecourse_ATM_combo_2hr 1021.14431 4.35 46.9 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 36.2 100 4.41E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 47.2 1403 0 0 0 0 Telomere‐associated protein RIF1  35455:165801

1021.14807 3 combeffx_ATM_PI3Ki 1021.14431 3.68 45.4 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 44.1 100 6.74E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 42.1 1403 0 0 0 0 Telomere‐associated protein RIF1  35299:68314

898.05388 3 timecourse_ATM_combo_4hr 898.05080 3.43 44.44 RIF1  RIF1_HUMAN 0 K.LDNNQMVMESDILQEDHHTS#QK.V 9.0 100 6.93E+05 LDNNQMVMESDILQEDHHTS#QK 21.5 2117 0 0 0 0 Telomere‐associated protein RIF1  35453:166901

1021.14805 3 combeffx_ATM_ctrl 1021.14431 3.66 43.24 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 21.2 100 2.34E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 63.4 1403 0 0 0 0 Telomere‐associated protein RIF1  35295:73807

1081.74668 4 timecourse_ATM_combo_4hr 1081.74005 6.13 43.06 RIF1  RIF1_HUMAN 0 K.KADVQAPVS#PSETS#QANPYSEGQFLDEHHSVNFHLGLK.E 14.3 100 1.40E+06 KADVQAPVS#PSETS#QANPYSEGQFLDEHHSVNFHL 20.2 1772 12.3 1777 ‐3,0 0 0 Telomere‐associated protein RIF1  35452:180550

1021.14808 3 timecourse_ATM_combo_8hr 1021.14431 3.69 40.42 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 8.7 100 2.46E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 32.4 1403 0 0 0 0 Telomere‐associated protein RIF1  35450:176280

672.2755 2 timecourse_ATM_combo_2hr 672.27176 5.56 40.13 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDK.S 11.8 100 1.29E+05 SEGDGT#QDIVDK 65 1518 0 0 0 0 Telomere‐associated protein RIF1  35455:66521

592.25388 3 timecourse_ATM_combo_4hr 592.25080 5.2 39.99 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDKSSEK.L 10.9 100 1.96E+05 SEGDGT#QDIVDKSSEK 38.8 1518 0 0 0 0 Telomere‐associated protein RIF1  35452:114023

1081.74636 4 timecourse_ATM_ctrl2 1081.74005 5.83 38.63 RIF1  RIF1_HUMAN 0 K.KADVQAPVS#PSET#SQANPYSEGQFLDEHHSVNFHLGLK.E 6.4 100 4.88E+05 KADVQAPVSPS#ET#SQANPYSEGQFLDEHHSVNFHL 13.2 1774 0 1776 ‐4,0 0 0 Telomere‐associated protein RIF1  35447:173063

1021.14905 3 timecourse_ATM_combo_1hr 1021.14431 4.64 38.31 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 26.6 100 5.38E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 48.8 1403 0 0 0 0 Telomere‐associated protein RIF1  35456:176396

1021.14761 3 timecourse_ATM_combo_8hr 1021.14431 3.23 38.16 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 14.7 100 2.78E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 23.8 1403 0 0 0 0 Telomere‐associated protein RIF1  35451:178730

1055.96616 2 timecourse_ATM_combo_4hr 1055.96244 3.52 38.03 RIF1  RIF1_HUMAN 0 K.KADPENIKSEGDGT#QDIVD.K 11.4 100 4.16E+05 KADPENIKSEGDGT#QDIVD 30.5 1518 0 0 0 0 Telomere‐associated protein RIF1  35453:141747

1061.7556 4 timecourse_ATM_combo_1hr 1061.74847 6.72 37.91 RIF1  RIF1_HUMAN 0 K.KADVQAPVSPSETS#QANPYSEGQFLDEHHSVNFHLGLK.E 3.0 100 2.07E+05 KADVQAPVSPSETS#QANPYSEGQFLDEHHSVNFHLG 14.2 1777 0 0 0 0 Telomere‐associated protein RIF1  35456:185216

704.31353 3 timecourse_ATM_combo_8hr 704.31072 3.99 37.59 RIF1  RIF1_HUMAN 0 K.KADPENIKSEGDGT#QDIVD.K 66.3 100 4.60E+06 KADPENIKSEGDGT#QDIVD 15.3 1518 0 0 0 0 Telomere‐associated protein RIF1  35450:142193

1021.14882 3 timecourse_ATM_combo_2hr 1021.14431 4.42 37.22 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 26.4 100 3.88E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 47.2 1403 0 0 0 0 Telomere‐associated protein RIF1  35454:164701

1021.14761 3 timecourse_ATM_ctrl1 1021.14431 3.23 36.42 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 10.9 100 1.11E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 45.2 1403 0 0 0 0 Telomere‐associated protein RIF1  35449:176119

1021.14737 3 combeffx_ATM_PI3Ki 1021.14431 3 35.15 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 66.3 100 1.16E+07 ENTPPVVISADQMVNEDS#QVQITPNQK 40.4 1403 0 0 0 0 Telomere‐associated protein RIF1  35298:72346

1021.14913 3 timecourse_ATM_combo_4hr 1021.14431 4.72 34.33 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 21.0 100 4.33E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 21.1 1403 0 0 0 0 Telomere‐associated protein RIF1  35453:174571

849.60584 5 timecourse_ATM_combo_1hr 849.60023 6.6 33.45 RIF1  RIF1_HUMAN 0 K.KADVQAPVSPSET#SQANPYSEGQFLDEHHSVNFHLGLK.E 14.2 100 1.29E+06 KADVQAPVSPSETS#QANPYSEGQFLDEHHSVNFHLG 9.4 1777 ‐1,0 0 0 0 0 Telomere‐associated protein RIF1  35456:185206

849.60492 5 timecourse_ATM_combo_4hr 849.60023 5.52 32.76 RIF1  RIF1_HUMAN 0 K.KADVQAPVSPSETS#QANPYSEGQFLDEHHSVNFHLGLK.E 7.9 100 5.73E+05 KADVQAPVSPSETS#QANPYSEGQFLDEHHSVNFHLG 19.7 1777 0 0 0 0 Telomere‐associated protein RIF1  35453:183991

608.22743 2 timecourse_ATM_combo_8hr 608.22429 5.16 32.4 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVD.K 7.4 100 7.14E+05 SEGDGT#QDIVD 31.3 1518 0 0 0 0 Telomere‐associated protein RIF1  35450:51635

1021.14802 3 timecourse_ATM_combo_4hr 1021.14431 3.63 32.16 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 17.5 100 3.08E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 40.4 1403 0 0 0 0 Telomere‐associated protein RIF1  35452:171300

704.31291 3 timecourse_ATM_combo_8hr 704.31072 3.11 30.46 RIF1  RIF1_HUMAN 0 K.KADPENIKSEGDGT#QDIVD.K 70.5 100 4.69E+06 KADPENIKSEGDGT#QDIVD 16.9 1518 0 0 0 0 Telomere‐associated protein RIF1  35451:144341

1021.1493 3 combeffx_ATM_comboi 1021.14431 4.89 29.51 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 62.8 100 1.84E+07 ENTPPVVISADQMVNEDS#QVQITPNQK 35.6 1403 0 0 0 0 Telomere‐associated protein RIF1  35300:81671

1049.7223 4 timecourse_ATM_combo_8hr 1049.71631 5.71 27.07 RIF1  RIF1_HUMAN 0 K.KADVQAPVS#PSETS#QANPYSEGQFLDEHHSVNFHLGL.K 5.9 100 3.85E+05 KADVQAPVSPS#ETS#QANPYSEGQFLDEHHSVNFHL 5.1 1774 0,2 4 1777 ‐5,0 0 0 Telomere‐associated protein RIF1  35451:187940

1021.14759 3 timecourse_ATM_combo_1hr 1021.14431 3.21 26.26 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 33.8 100 6.50E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 52.9 1403 0 0 0 0 Telomere‐associated protein RIF1  35457:176905

1081.74579 4 timecourse_ATM_combo_1hr 1081.74005 5.31 24.95 RIF1  RIF1_HUMAN 0 K.KADVQAPVS#PS#ETSQANPYSEGQFLDEHHSVNFHLGLK.E 18.3 100 1.90E+06 KADVQAPVS#PSETS#QANPYSEGQFLDEHHSVNFHL 31.5 1772 13.2 1777 0 0 Telomere‐associated protein RIF1  35457:186315

592.25345 3 timecourse_ATM_combo_1hr 592.25080 4.47 24.21 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDKSSEK.L 11.9 100 2.26E+05 SEGDGT#QDIVDKSSEK 32.5 1518 0 0 0 0 Telomere‐associated protein RIF1  35457:118563

887.87878 2 timecourse_ATM_combo_2hr 887.87256 7.01 23.9 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDKSSEK.L 4.0 100 3.55E+04 SEGDGT#QDIVDKSSEK 3.7 1518 ‐5,0 0 0 0 0 Telomere‐associated protein RIF1  35454:110308

898.0533 3 timecourse_ATM_combo_8hr 898.05080 2.78 23.7 RIF1  RIF1_HUMAN 0 K.LDNNQMVMESDILQEDHHTS#QK.V 14.3 100 1.88E+06 LDNNQMVMESDILQEDHHT#SQK 7.9 2116 0,1 0 0 0 0 Telomere‐associated protein RIF1  35450:168930

592.25389 3 timecourse_ATM_combo_1hr 592.25080 5.22 23.61 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDKSSEK.L 11.5 100 2.04E+05 SEGDGT#QDIVDKSSEK 28.9 1518 0 0 0 0 Telomere‐associated protein RIF1  35456:118861

673.79174 4 timecourse_ATM_combo_8hr 673.78992 2.7 22 RIF1  RIF1_HUMAN 0 K.LDNNQMVMESDILQEDHHTS#QK.V 6.3 100 7.99E+05 LDNNQMVMESDILQEDHHT#SQK 0 2116 0,1 0 0 0 0 Telomere‐associated protein RIF1  35451:171050

887.87788 2 timecourse_ATM_combo_1hr 887.87256 5.99 21.64 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDKSSEK.L 4.9 100 6.58E+04 SEGDGT#QDIVDKSSEK 2.6 1518 ‐5,0 0 0 0 0 Telomere‐associated protein RIF1  35456:118871

1081.74654 4 timecourse_ATM_combo_2hr 1081.74005 6 21.33 RIF1  RIF1_HUMAN 0 K.KADVQAPVSPSET#S#QANPYSEGQFLDEHHSVNFHLGLK.E 16.4 100 1.21E+06 KADVQAPVSPS#ETS#QANPYSEGQFLDEHHSVNFHL 0 1774 ‐2,0 0 1777 ‐5,0 0 0 Telomere‐associated protein RIF1  35454:173121

592.25444 3 timecourse_ATM_combo_2hr 592.25080 6.15 21.28 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDKSSEK.L 12.2 100 1.60E+05 SEGDGT#QDIVDKSSEK 26.9 1518 0 0 0 0 Telomere‐associated protein RIF1  35454:110298

898.0541 3 timecourse_ATM_combo_4hr 898.05080 3.67 20.11 RIF1  RIF1_HUMAN 0 K.LDNNQMVMESDILQEDHHTS#QK.V 8.5 100 6.95E+05 LDNNQMVMESDILQEDHHTS#QK 0 2117 ‐1,0 0 0 0 0 Telomere‐associated protein RIF1  35452:163930

865.59923 5 timecourse_ATM_combo_1hr 865.59349 6.63 19.9 RIF1  RIF1_HUMAN 0 K.KADVQAPVS#PSET#SQANPYSEGQFLDEHHSVNFHLGLK.E 21.0 100 2.10E+06 KADVQAPVS#PSET#SQANPYSEGQFLDEHHSVNFHL 28.8 1772 16.8 1776 0 0 Telomere‐associated protein RIF1  35456:185436

1021.14809 3 combeffx_ATM_PI3Ki 1021.14431 3.7 19.89 RIF1  RIF1_HUMAN 0 K.ENTPPVVISADQMVNEDS#QVQITPNQK.T 43.1 100 6.74E+06 ENTPPVVISADQMVNEDS#QVQITPNQK 11.8 1403 ‐9,0 0 0 0 0 Telomere‐associated protein RIF1  35299:68324

592.25398 3 timecourse_ATM_combo_4hr 592.25080 5.37 19.01 RIF1  RIF1_HUMAN 0 K.SEGDGT#QDIVDKSSEK.L 8.6 100 1.57E+05 SEGDGT#QDIVDKSSEK 20.6 1518 0 0 0 0 Telomere‐associated protein RIF1  35453:116063

662.29865 4 timecourse_ATM_combo_8hr 662.29496 5.57 46.7 RLIM  RNF12_HUMAN 1 R.SHHSISSQT#FEHPLVNETEGSSR.T 14.0 100 1.49E+06 SHHSIS#SQTFEHPLVNETEGSSR 3.7 247 ‐5,1 0 0 0 0 E3 ubiquitin‐protein ligase RLIM  35451:169430

662.29827 4 timecourse_ATM_combo_8hr 662.29496 5 45.44 RLIM  RNF12_HUMAN 1 R.SHHSISS#QTFEHPLVNETEGSSR.T 15.8 100 1.62E+06 SHHSIS#SQTFEHPLVNETEGSSR 11.6 247 ‐5,0 0 0 0 0 E3 ubiquitin‐protein ligase RLIM  35450:167320

650.2885 3 timecourse_ATM_ctrl1 650.28472 5.81 44.59 RLIM  RNF12_HUMAN 1 R.SRSQT#PNNTVTYESER.G 25.7 100 7.94E+05 S#RSQTPNNTVTYESER 0 345 0,4 0 0 0 0 E3 ubiquitin‐protein ligase RLIM  35448:131910

650.28787 3 timecourse_ATM_ctrl1 650.28472 4.84 43.49 RLIM  RNF12_HUMAN 1 R.SRS#QTPNNTVTYESER.G 23.3 100 7.33E+05 SRS#QTPNNTVTYESER 3.6 347 0,2 0 0 0 0 E3 ubiquitin‐protein ligase RLIM  35449:134151

650.28771 3 timecourse_ATM_combo_1hr 650.28472 4.6 42.58 RLIM  RNF12_HUMAN 1 R.SRS#QTPNNTVTYESER.G 19.9 100 5.47E+05 SRS#QTPNNTVTYESER 7 347 ‐2,0 0 0 0 0 E3 ubiquitin‐protein ligase RLIM  35457:133958

662.29879 4 timecourse_ATM_combo_4hr 662.29496 5.78 39.31 RLIM  RNF12_HUMAN 1 R.SHHSISSQT#FEHPLVNETEGSSR.T 11.9 100 9.40E+05 SHHSISS#QTFEHPLVNETEGSSR 5.1 248 ‐6,2 0 0 0 0 E3 ubiquitin‐protein ligase RLIM  35452:162410

650.2877 3 timecourse_ATM_combo_2hr 650.28472 4.58 36.37 RLIM  RNF12_HUMAN 1 R.SRS#QTPNNTVTYESER.G 18.2 100 2.92E+05 SRS#QTPNNTVTYESER 13.5 347 0 0 0 0 E3 ubiquitin‐protein ligase RLIM  35455:124340

882.72891 3 timecourse_ATM_combo_8hr 882.72419 5.35 19.64 RLIM  RNF12_HUMAN 1 R.SHHSISSQT#FEHPLVNETEGSSR.T 4.1 100 3.25E+05 SHHSISS#QTFEHPLVNETEGSSR 6.4 248 0,2 0 0 0 0 E3 ubiquitin‐protein ligase RLIM  35451:169420

677.98317 3 timecourse_ATM_ctrl2 677.97964 5.21 53.24 RNF6  RNF6_HUMAN 2 R.TRS#QTSVNFNGSSSNIPR.T 20.3 100 5.88E+05 T#RSQTSVNFNGSSSNIPR 0 197 0,4 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35446:123849

1016.47099 2 timecourse_ATM_combo_1hr 1016.46582 5.09 48.31 RNF6  RNF6_HUMAN 2 R.TRS#QTSVNFNGSSSNIPR.T 2.7 100 6.09E+04 TRSQT#SVNFNGSSSNIPR 7.5 201 ‐2,0 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35457:140560

677.98239 3 timecourse_ATM_combo_4hr 677.97964 4.06 40.76 RNF6  RNF6_HUMAN 2 R.TRSQT#SVNFNGSSSNIPR.T 18.5 100 5.31E+05 TRS#QTSVNFNGSSSNIPR 8.1 199 ‐2,0 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35453:136987

677.98285 3 timecourse_ATM_ctrl1 677.97964 4.73 39.1 RNF6  RNF6_HUMAN 2 R.TRSQT#SVNFNGSSSNIPR.T 36.2 100 1.08E+06 TRSQT#SVNFNGSSSNIPR 0 201 ‐4,1 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35449:140361

677.98352 3 timecourse_ATM_combo_1hr 677.97964 5.72 37.72 RNF6  RNF6_HUMAN 2 R.TRSQT#SVNFNGSSSNIPR.T 20.4 100 6.17E+05 TRSQT#SVNFNGSSSNIPR 0 201 ‐4,0 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35456:140329

677.98312 3 timecourse_ATM_combo_4hr 677.97964 5.15 37 RNF6  RNF6_HUMAN 2 R.TRSQT#SVNFNGSSSNIPR.T 16.2 100 5.01E+05 TRSQT#SVNFNGSSSNIPR 7.5 201 ‐4,1 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35452:134328

677.98277 3 timecourse_ATM_combo_1hr 677.97964 4.62 35.82 RNF6  RNF6_HUMAN 2 R.TRSQTS#VNFNGSSSNIPR.T 24.4 100 7.17E+05 TRSQT#SVNFNGSSSNIPR 0 201 ‐4,1 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35457:140550

677.98237 3 timecourse_ATM_combo_2hr 677.97964 4.03 35.08 RNF6  RNF6_HUMAN 2 R.TRSQTS#VNFNGSSSNIPR.T 21.0 100 4.54E+05 TRSQT#SVNFNGSSSNIPR 3.5 201 ‐4,1 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35455:130570

677.9835 3 timecourse_ATM_ctrl1 677.97964 5.69 31.13 RNF6  RNF6_HUMAN 2 R.TRSQT#SVNFNGSSSNIPR.T 31.3 100 1.06E+06 TRSQT#SVNFNGSSSNIPR 0 201 ‐4,1 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35448:138270

677.98334 3 timecourse_ATM_combo_2hr 677.97964 5.46 29.38 RNF6  RNF6_HUMAN 2 R.TRSQTS#VNFNGSSSNIPR.T 18.2 100 4.27E+05 TRSQT#SVNFNGSSSNIPR 4.8 201 ‐4,0 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35454:130335

677.98287 3 timecourse_ATM_ctrl2 677.97964 4.76 27.43 RNF6  RNF6_HUMAN 2 R.TRSQTS#VNFNGSSSNIPR.T 22.9 100 5.77E+05 TRS#QTSVNFNGSSSNIPR 3.6 199 0,3 0 0 0 0 E3 ubiquitin‐protein ligase RNF6  35447:126269

599.80191 2 timecourse_ATM_combo_2hr 599.79869 5.37 35.22 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 24.8 100 8.74E+05 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35454:46757

599.80184 2 timecourse_ATM_ctrl1 599.79869 5.25 34.8 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 29.6 100 1.59E+06 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35448:49624

599.80143 2 timecourse_ATM_ctrl1 599.79869 4.57 33.79 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 32.1 100 1.69E+06 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35449:50381

599.80175 2 timecourse_ATM_combo_8hr 599.79869 5.1 32.73 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 27.4 100 1.43E+06 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35451:48931

599.8013 2 timecourse_ATM_combo_1hr 599.79869 4.35 32.25 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 24.9 100 1.53E+06 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35457:49498

599.80139 2 timecourse_ATM_combo_4hr 599.79869 4.5 31.68 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 28.1 100 1.31E+06 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35453:48881

599.80183 2 timecourse_ATM_ctrl2 599.79869 5.24 30.41 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 27.0 100 9.16E+05 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35447:43217

604.30856 3 timecourse_ATM_combo_1hr 604.30485 6.14 30.23 ROCK2  ROCK2_HUMAN 4 K.LFHVRPVT#QTDVYR.A 32.8 100 1.39E+06 LFHVRPVT#QTDVYR 9.2 1212 0,2 0 0 0 0 Rho‐associated protein kinase 2  35456:121991

599.80167 2 timecourse_ATM_combo_4hr 599.79869 4.97 29.37 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 27.8 100 1.30E+06 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35452:47783

599.80176 2 timecourse_ATM_combo_1hr 599.79869 5.12 29.36 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 30.7 100 1.73E+06 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35456:49153

599.80194 2 timecourse_ATM_combo_8hr 599.79869 5.42 28.95 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 25.1 100 1.37E+06 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35450:48935

599.80156 2 timecourse_ATM_combo_2hr 599.79869 4.78 27.85 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 21.0 100 7.69E+05 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35455:45901

599.80222 2 timecourse_ATM_ctrl2 599.79869 5.89 27.19 ROCK2  ROCK2_HUMAN 4 R.EKLT#QQMIK.Y 21.8 100 7.69E+05 EKLT#QQMIK 1000 1078 0 0 0 0 Rho‐associated protein kinase 2  35446:42698

604.30824 3 timecourse_ATM_combo_2hr 604.30485 5.61 22.45 ROCK2  ROCK2_HUMAN 4 K.LFHVRPVT#QTDVYR.A 18.3 100 5.11E+05 LFHVRPVT#QTDVYR 0 1212 0,2 0 0 0 0 Rho‐associated protein kinase 2  35454:113208

604.30859 3 timecourse_ATM_combo_4hr 604.30485 6.19 22.18 ROCK2  ROCK2_HUMAN 4 K.LFHVRPVT#QTDVYR.A 17.3 100 7.88E+05 LFHVRPVT#QTDVYR 10.9 1212 0,2 0 0 0 0 Rho‐associated protein kinase 2  35452:117004

604.30766 3 timecourse_ATM_combo_1hr 604.30485 4.65 21.57 ROCK2  ROCK2_HUMAN 4 K.LFHVRPVT#QTDVYR.A 37.2 100 1.42E+06 LFHVRPVT#QTDVYR 4.9 1212 0,5 0 0 0 0 Rho‐associated protein kinase 2  35457:121783

604.30848 3 timecourse_ATM_ctrl1 604.30485 6.01 19.1 ROCK2  ROCK2_HUMAN 4 K.LFHVRPVT#QTDVYR.A 22.4 100 1.08E+06 LFHVRPVT#QTDVYR 2.2 1212 0,5 0 0 0 0 Rho‐associated protein kinase 2  35448:120481

604.30819 3 timecourse_ATM_combo_8hr 604.30485 5.53 18.78 ROCK2  ROCK2_HUMAN 4 K.LFHVRPVTQTDVY#R.A 20.5 100 9.65E+05 LFHVRPVT#QTDVYR 6.3 1212 0,2 0 0 0 0 Rho‐associated protein kinase 2  35450:119660

604.30826 3 timecourse_ATM_combo_8hr 604.30485 5.64 16.59 ROCK2  ROCK2_HUMAN 4 K.LFHVRPVT#QTDVYR.A 19.9 100 9.98E+05 LFHVRPVT#QTDVYR 15.4 1212 0 0 0 0 Rho‐associated protein kinase 2  35451:120892

604.30783 3 timecourse_ATM_combo_4hr 604.30485 4.93 13.88 ROCK2  ROCK2_HUMAN 4 K.LFHVRPVT#QTDVYR.A 23.1 100 9.31E+05 LFHVRPVT#QTDVYR 0 1212 0,2 0 0 0 0 Rho‐associated protein kinase 2  35453:119245

783.35614 2 timecourse_ATM_combo_1hr 783.35141 6.04 54.58 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGT#QSK.V 9.6 100 2.29E+05 AAGPSLSHTSGGT#QSK 24.8 180 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35456:97334

783.3556 2 timecourse_ATM_combo_8hr 783.35141 5.35 46.4 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGT#QSK.V 10.1 100 2.65E+05 AAGPSLSHTSGGT#QSK 11.9 180 ‐3,0 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35451:96923

783.35516 2 timecourse_ATM_combo_1hr 783.35141 4.79 37.87 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGT#QSK.V 9.3 94 1.11E+05 AAGPSLSHTSGGT#QSK 25.9 180 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35457:97280

783.35652 2 timecourse_ATM_ctrl1 783.35141 6.52 37.14 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGT#QSK.V 16.3 100 3.92E+05 AAGPSLSHTSGGT#QSK 20.1 180 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35448:96647

783.35582 2 timecourse_ATM_ctrl2 783.35141 5.63 36.83 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGT#QSK.V 13.5 100 2.42E+05 AAGPSLSHTSGGT#QSK 21.3 180 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35446:83899

783.35564 2 timecourse_ATM_combo_4hr 783.35141 5.4 35.55 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGT#QSK.V 8.0 100 1.95E+05 AAGPSLSHTSGGT#QSK 26.5 180 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35452:93831

783.3556 2 timecourse_ATM_ctrl1 783.35141 5.35 33.83 RPA1  RFA1_HUMAN 0 K.AAGPSLSHT#SGGTQSK.V 14.5 100 4.04E+05 AAGPSLSHTSGGT#QSK 8.1 180 0,2 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35449:97804

783.35594 2 timecourse_ATM_ctrl2 783.35141 5.78 30.71 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGTQS#K.V 16.8 100 3.05E+05 AAGPSLSHTSGGT#QSK 18.9 180 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35447:85266

783.35562 2 timecourse_ATM_combo_8hr 783.35141 5.37 29.38 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGT#QSK.V 11.5 100 2.23E+05 AAGPSLSHTSGGT#QSK 11.9 180 ‐4,0 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35450:95957

522.57281 3 timecourse_ATM_combo_4hr 522.57003 5.32 23.55 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGTQS#K.V 17.6 100 4.63E+05 AAGPSLSHTSGGTQS#K 7 182 ‐2,0 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35452:93821

783.35579 2 timecourse_ATM_combo_4hr 783.35141 5.59 23.5 RPA1  RFA1_HUMAN 0 K.AAGPS#LSHTSGGTQSK.V 11.3 100 2.38E+05 AAGPSLSHTSGGT#QSK 15.8 180 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35453:95622

522.57314 3 timecourse_ATM_combo_1hr 522.57003 5.95 23.35 RPA1  RFA1_HUMAN 0 K.AAGPSLSHTSGGTQS#K.V 15.6 100 5.21E+05 AAGPSLSHTSGGT#QSK 6.8 180 ‐4,0 0 0 0 0 Replication protein A 70 kDa DNA‐binding subunit  35456:97324

768.33545 2 timecourse_ATM_ctrl1 768.33163 4.97 74.35 RPL18A  RL18A_HUMAN 3 R.DLTTAGAVT#QCYR.D 5.6 100 1.38E+05 DLTTAGAVT#QCYR 64.5 107 0 0 0 0 60S ribosomal protein L18a  35449:94983

768.33608 2 timecourse_ATM_combo_8hr 768.33163 5.79 70.57 RPL18A  RL18A_HUMAN 3 R.DLTTAGAVT#QCYR.D 7.8 100 2.76E+05 DLTTAGAVT#QCYR 64.5 107 0 0 0 0 60S ribosomal protein L18a  35451:94140

860.94775 2 timecourse_ATM_combo_2hr 860.94274 5.82 81.01 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 6.8 100 1.88E+05 VYNVT#QHAVGIVVNK 49.6 68 0 0 0 0 60S ribosomal protein L21  35454:105741

860.94797 2 timecourse_ATM_combo_1hr 860.94274 6.07 77.1 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 11.1 100 3.70E+05 VYNVT#QHAVGIVVNK 41.3 68 0 0 0 0 60S ribosomal protein L21  35456:114046

860.94633 2 timecourse_ATM_ctrl1 860.94274 4.17 73.77 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 10.5 100 3.67E+05 VYNVT#QHAVGIVVNK 64.5 68 0 0 0 0 60S ribosomal protein L21  35449:114345

860.94703 2 timecourse_ATM_combo_1hr 860.94274 4.98 72.51 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 9.6 100 3.19E+05 VYNVT#QHAVGIVVNK 49.6 68 0 0 0 0 60S ribosomal protein L21  35457:113573

860.94711 2 timecourse_ATM_combo_4hr 860.94274 5.08 68.47 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 6.5 100 2.91E+05 VYNVT#QHAVGIVVNK 58.3 68 0 0 0 0 60S ribosomal protein L21  35453:111210

860.94747 2 timecourse_ATM_ctrl2 860.94274 5.49 66.18 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 7.1 100 1.76E+05 VYNVT#QHAVGIVVNK 15.8 68 0 0 0 0 60S ribosomal protein L21  35446:98715

860.9472 2 timecourse_ATM_combo_8hr 860.94274 5.18 64.64 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 4.1 100 1.97E+05 VYNVT#QHAVGIVVNK 68.6 68 0 0 0 0 60S ribosomal protein L21  35451:112555

860.9478 2 timecourse_ATM_ctrl1 860.94274 5.88 62.23 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 10.1 100 3.78E+05 VYNVT#QHAVGIVVNK 41.3 68 0 0 0 0 60S ribosomal protein L21  35448:112548

860.9478 2 timecourse_ATM_combo_4hr 860.94274 5.88 56.42 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 5.8 100 2.05E+05 VYNVT#QHAVGIVVNK 43.5 68 0 0 0 0 60S ribosomal protein L21  35452:109141

860.94683 2 timecourse_ATM_combo_2hr 860.94274 4.75 53.2 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 7.2 100 1.86E+05 VYNVT#QHAVGIVVNK 34.5 68 0 0 0 0 60S ribosomal protein L21  35455:105519

860.94779 2 timecourse_ATM_ctrl2 860.94274 5.87 48.75 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 5.5 100 1.73E+05 VYNVT#QHAVGIVVNK 11.9 68 ‐3,0 0 0 0 0 60S ribosomal protein L21  35447:100495

574.30073 3 timecourse_ATM_combo_2hr 574.29759 5.47 34.04 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 41.5 100 8.92E+05 VYNVT#QHAVGIVVNK 50.6 68 0 0 0 0 60S ribosomal protein L21  35454:105731

574.30105 3 timecourse_ATM_combo_1hr 574.29759 6.02 31.13 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 47.4 100 1.39E+06 VYNVT#QHAVGIVVNK 52.4 68 0 0 0 0 60S ribosomal protein L21  35456:114036

574.30119 3 timecourse_ATM_ctrl1 574.29759 6.27 30.25 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 42.2 100 1.29E+06 VYNVT#QHAVGIVVNK 50.6 68 0 0 0 0 60S ribosomal protein L21  35448:112558

574.3011 3 timecourse_ATM_combo_4hr 574.29759 6.11 29.33 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 30.2 100 1.04E+06 VYNVT#QHAVGIVVNK 52.1 68 0 0 0 0 60S ribosomal protein L21  35452:109151

574.3006 3 timecourse_ATM_combo_8hr 574.29759 5.24 29.17 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 23.7 100 8.47E+05 VYNVT#QHAVGIVVNK 65.6 68 0 0 0 0 60S ribosomal protein L21  35451:112565

574.30028 3 timecourse_ATM_combo_2hr 574.29759 4.68 28.76 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 39.6 100 8.59E+05 VYNVT#QHAVGIVVNK 57.7 68 0 0 0 0 60S ribosomal protein L21  35455:105509

574.30065 3 timecourse_ATM_combo_8hr 574.29759 5.33 27.6 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 24.8 100 9.68E+05 VYNVT#QHAVGIVVNK 57.7 68 0 0 0 0 60S ribosomal protein L21  35450:111477

574.30037 3 timecourse_ATM_combo_1hr 574.29759 4.84 27.53 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 43.9 100 1.52E+06 VYNVT#QHAVGIVVNK 45 68 0 0 0 0 60S ribosomal protein L21  35457:113563

574.3003 3 timecourse_ATM_combo_4hr 574.29759 4.72 23.18 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 29.1 100 1.00E+06 VYNVT#QHAVGIVVNK 44.1 68 0 0 0 0 60S ribosomal protein L21  35453:111190

574.30079 3 timecourse_ATM_ctrl2 574.29759 5.57 22.47 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 34.0 100 7.84E+05 VYNVT#QHAVGIVVNK 52.4 68 0 0 0 0 60S ribosomal protein L21  35446:98725

574.30084 3 timecourse_ATM_ctrl2 574.29759 5.66 20.02 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 30.3 100 7.40E+05 VYNVT#QHAVGIVVNK 40.6 68 0 0 0 0 60S ribosomal protein L21  35447:100485

574.30024 3 timecourse_ATM_ctrl1 574.29759 4.61 18.75 RPL21  RL21_HUMAN 3 R.VYNVT#QHAVGIVVNK.Q 53.5 100 1.52E+06 VYNVT#QHAVGIVVNK 45 68 0 0 0 0 60S ribosomal protein L21  35449:114355

560.79648 4 combeffx_ATM_PI3Ki 560.79412 4.21 26.75 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRTQAPT#K.A 11.8 100 6.75E+05 AQAAAPASVPAQAPKRTQAPT#K 11.7 155 ‐4,0 0 0 0 0 60S ribosomal protein L29  35299:58854

747.3933 3 timecourse_ATM_combo_1hr 747.38974 4.76 25.97 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRT#QAPTK.A 18.1 100 7.01E+05 AQAAAPASVPAQAPKRTQAPT#K 8.7 155 ‐13,0 0 0 0 0 60S ribosomal protein L29  35457:152375

747.39375 3 timecourse_ATM_ctrl1 747.38974 5.37 24.33 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRTQAPT#K.A 5.0 100 4.68E+05 AQAAAPASVPAQAPKRTQAPT#K 8.7 155 ‐13,0 0 0 0 0 60S ribosomal protein L29  35449:152369

560.79683 4 timecourse_ATM_combo_2hr 560.79412 4.83 24.15 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRTQAPT#K.A 10.4 100 2.26E+05 AQAAAPASVPAQAPKRTQAPT#K 6.1 155 ‐13,0 0 0 0 0 60S ribosomal protein L29  35455:142031

560.79709 4 timecourse_ATM_ctrl2 560.79412 5.3 23.16 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRTQAPT#K.A 5.9 100 3.28E+05 AQAAAPASVPAQAPKRTQAPT#K 8.7 155 ‐4,0 0 0 0 0 60S ribosomal protein L29  35447:138153

560.79707 4 combeffx_ATM_comboi 560.79412 5.26 20.8 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRTQAPT#K.A 13.6 100 9.44E+05 AQAAAPASVPAQAPKRTQAPT#K 4.5 155 ‐4,0 0 0 0 0 60S ribosomal protein L29  35301:63179

560.79724 4 timecourse_ATM_combo_1hr 560.79412 5.56 20.59 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRT#QAPTK.A 16.5 100 4.58E+05 AQAAAPASVPAQAPKRT#QAPTK 4.2 151 0,4 0 0 0 0 60S ribosomal protein L29  35456:152287

747.39418 3 timecourse_ATM_combo_1hr 747.38974 5.94 20.23 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRTQAPT#K.A 15.4 100 6.83E+05 AQAAAPASVPAQAPKRT#QAPTK 5.2 151 ‐9,0 0 0 0 0 60S ribosomal protein L29  35456:152297

747.39481 3 timecourse_ATM_ctrl2 747.38974 6.78 17.77 RPL29  RL29_HUMAN 2 K.AQAAAPAS#VPAQAPKRTQAPTK.A 3.4 100 3.48E+05 AQAAAPASVPAQAPKRT#QAPTK 2.8 151 0,4 0 0 0 0 60S ribosomal protein L29  35446:135746

560.79628 4 timecourse_ATM_ctrl1 560.79412 3.85 17.54 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRTQAPT#K.A 5.0 100 3.92E+05 AQAAAPASVPAQAPKRT#QAPTK 0 151 ‐9,0 0 0 0 0 60S ribosomal protein L29  35449:152359

560.79612 4 combeffx_ATM_PI3Ki 560.79412 3.57 16.86 RPL29  RL29_HUMAN 2 K.AQAAAPASVPAQAPKRTQAPT#K.A 12.8 100 8.64E+05 AQAAAPASVPAQAPKRTQAPT#K 4.5 155 ‐4,0 0 0 0 0 60S ribosomal protein L29  35298:61956

546.28318 3 combeffx_ATM_PI3Ki 546.28170 2.71 33.19 RPL35  RL35_HUMAN 2 K.QLDDLKVELS#QLR.V 17.9 100 9.88E+05 QLDDLKVELS#QLR 1000 29 0 0 0 0 60S ribosomal protein L35  35299:40617

546.28338 3 combeffx_ATM_MEKi 546.28170 3.08 29.14 RPL35  RL35_HUMAN 2 K.QLDDLKVELS#QLR.V 15.6 100 5.06E+05 QLDDLKVELS#QLR 1000 29 0 0 0 0 60S ribosomal protein L35  35297:34924

546.28348 3 timecourse_ATM_combo_4hr 546.28170 3.26 29.04 RPL35  RL35_HUMAN 2 K.QLDDLKVELS#QLR.V 9.3 100 2.79E+05 QLDDLKVELS#QLR 1000 29 0 0 0 0 60S ribosomal protein L35  35452:100921

546.28365 3 combeffx_ATM_ctrl 546.28170 3.57 29.04 RPL35  RL35_HUMAN 2 K.QLDDLKVELS#QLR.V 22.4 100 1.31E+06 QLDDLKVELS#QLR 1000 29 0 0 0 0 60S ribosomal protein L35  35294:45493

546.28404 3 timecourse_ATM_combo_1hr 546.28170 4.28 28.23 RPL35  RL35_HUMAN 2 K.QLDDLKVELS#QLR.V 13.2 100 4.40E+05 QLDDLKVELS#QLR 1000 29 0 0 0 0 60S ribosomal protein L35  35456:105127

546.28377 3 timecourse_ATM_ctrl1 546.28170 3.79 28.03 RPL35  RL35_HUMAN 2 K.QLDDLKVELS#QLR.V 8.2 100 2.29E+05 QLDDLKVELS#QLR 1000 29 0 0 0 0 60S ribosomal protein L35  35448:104127

546.28421 3 timecourse_ATM_ctrl2 546.28170 4.59 24.91 RPL35  RL35_HUMAN 2 K.QLDDLKVELS#QLR.V 7.4 100 3.36E+05 QLDDLKVELS#QLR 1000 29 0 0 0 0 60S ribosomal protein L35  35446:90640

546.28339 3 timecourse_ATM_combo_1hr 546.28170 3.09 22.84 RPL35  RL35_HUMAN 2 K.QLDDLKVELS#QLR.V 11.2 100 4.41E+05 QLDDLKVELS#QLR 1000 29 0 0 0 0 60S ribosomal protein L35  35457:104902

546.28409 3 timecourse_ATM_combo_2hr 546.28170 4.38 19.51 RPL35  RL35_HUMAN 2 K.QLDDLKVELS#QLR.V 6.1 100 1.24E+05 QLDDLKVELS#QLR 1000 29 0 0 0 0 60S ribosomal protein L35  35454:97698

951.75153 3 timecourse_ATM_combo_4hr 951.74617 5.63 66.72 RPRD2  RPRD2_HUMAN 1 R.SGTPT#QDEMMDKPTSSSVDTMSLLSK.I 6.2 100 3.46E+05 SGTPT#QDEMMDKPTSSSVDTMSLLSK 33.7 734 0 0 0 0 Regulation of nuclear pre‐mRNA domain‐containing protein 2  35453:171061

951.75212 3 timecourse_ATM_combo_4hr 951.74617 6.26 66.31 RPRD2  RPRD2_HUMAN 1 R.SGTPT#QDEMMDKPTSSSVDTMSLLSK.I 6.3 100 3.04E+05 SGTPT#QDEMMDKPTSSSVDTMSLLSK 43.3 734 0 0 0 0 Regulation of nuclear pre‐mRNA domain‐containing protein 2  35452:168000

644.7629 2 timecourse_ATM_combo_2hr 644.75996 4.56 31.82 RPRD2  RPRD2_HUMAN 1 R.PSSLMDS#SQEK.F 6.0 100 7.59E+04 PSSLMDS#SQEK 11.5 816 0,1 0 0 0 0 Regulation of nuclear pre‐mRNA domain‐containing protein 2  35455:59620

644.76334 2 timecourse_ATM_combo_1hr 644.75996 5.24 28.42 RPRD2  RPRD2_HUMAN 1 R.PSSLMDSS#QEK.F 5.3 100 1.11E+05 PSSLMDSS#QEK 7.9 817 ‐1,0 0 0 0 0 Regulation of nuclear pre‐mRNA domain‐containing protein 2  35456:63954

1142.75321 4 timecourse_ATM_combo_2hr 1142.74721 5.25 26.65 RPRD2  RPRD2_HUMAN 1 R.ELSNSVSTYRPFGLGSESPY#KQPSDGMERPSSLMDS#SQEK.F 18.2 100 1.14E+06 ELSNSVSTYRPFGLGSESPY#KQPSDGMERPSSLMDS# 5.3 800 ‐12,0 0 816 0,1 0 0 Regulation of nuclear pre‐mRNA domain‐containing protein 2  35455:175081

754.88029 2 combeffx_ATM_comboi 754.87707 4.27 42.89 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 60.5 100 4.00E+06 VSVQRT#QAPAVATT 32.1 285 0 0 0 0 40S ribosomal protein S2  35301:36002

754.8789 2 combeffx_ATM_PI3Ki 754.87707 2.42 40.89 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 49.3 100 2.69E+06 VSVQRT#QAPAVATT 10.4 285 ‐4,0 0 0 0 0 40S ribosomal protein S2  35298:35947

754.88082 2 timecourse_ATM_combo_8hr 754.87707 4.97 40.81 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 15.4 100 5.16E+05 VSVQRT#QAPAVATT 20.2 285 0 0 0 0 40S ribosomal protein S2  35451:90957

754.88176 2 timecourse_ATM_ctrl2 754.87707 6.21 39.4 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 21.9 100 4.70E+05 VSVQRT#QAPAVATT 23.6 285 0 0 0 0 40S ribosomal protein S2  35446:78469

754.88091 2 combeffx_ATM_comboi 754.87707 5.09 38.49 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 71.5 100 5.38E+06 VSVQRT#QAPAVATT 40.5 285 0 0 0 0 40S ribosomal protein S2  35300:38985

754.87927 2 combeffx_ATM_PI3Ki 754.87707 2.91 38 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 56.7 100 2.38E+06 VSVQRT#QAPAVATT 20.1 285 0 0 0 0 40S ribosomal protein S2  35299:34665

754.88141 2 timecourse_ATM_combo_4hr 754.87707 5.75 36.1 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 36.8 100 1.07E+06 VSVQRT#QAPAVATT 21.8 285 0 0 0 0 40S ribosomal protein S2  35452:87951

754.88126 2 timecourse_ATM_ctrl2 754.87707 5.55 34.77 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 25.0 100 5.29E+05 VSVQRT#QAPAVATT 18 285 0 0 0 0 40S ribosomal protein S2  35447:79727

754.88116 2 timecourse_ATM_combo_8hr 754.87707 5.42 34.5 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 14.2 100 4.73E+05 VSVQRT#QAPAVATT 23.6 285 0 0 0 0 40S ribosomal protein S2  35450:90013

754.88055 2 timecourse_ATM_combo_1hr 754.87707 4.61 33.94 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 41.3 100 1.34E+06 VSVQRT#QAPAVATT 10.4 285 ‐4,0 0 0 0 0 40S ribosomal protein S2  35457:91294

754.87938 2 combeffx_ATM_MEKi 754.87707 3.06 33.25 RPS2  RS2_HUMAN 7 R.VS#VQRTQAPAVATT.‐ 9.6 100 4.30E+05 VSVQRT#QAPAVATT 34.5 285 0 0 0 0 40S ribosomal protein S2  35297:29870

754.88166 2 timecourse_ATM_combo_1hr 754.87707 6.08 32.18 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 43.6 100 1.29E+06 VSVQRT#QAPAVATT 11 285 ‐4,0 0 0 0 0 40S ribosomal protein S2  35456:91129

754.88087 2 timecourse_ATM_ctrl1 754.87707 5.05 31.22 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 18.6 100 6.53E+05 VSVQRT#QAPAVATT 16.2 285 0 0 0 0 40S ribosomal protein S2  35449:91899

754.88109 2 timecourse_ATM_combo_4hr 754.87707 5.33 30.65 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 38.5 100 1.06E+06 VSVQRT#QAPAVATT 10.4 285 ‐4,0 0 0 0 0 40S ribosomal protein S2  35453:89662

754.88066 2 timecourse_ATM_combo_2hr 754.87707 4.76 30.1 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 17.9 100 4.09E+05 VSVQRT#QAPAVATT 10.4 285 ‐4,0 0 0 0 0 40S ribosomal protein S2  35455:84855

754.88159 2 timecourse_ATM_ctrl1 754.87707 5.99 29.39 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 20.5 100 6.65E+05 VSVQRT#QAPAVATT 25.8 285 0 0 0 0 40S ribosomal protein S2  35448:90581

754.88137 2 timecourse_ATM_combo_2hr 754.87707 5.7 29.3 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 21.8 100 4.34E+05 VSVQRT#QAPAVATT 13.3 285 0 0 0 0 40S ribosomal protein S2  35454:85370

754.88094 2 combeffx_ATM_comboi 754.87707 5.13 23.21 RPS2  RS2_HUMAN 7 R.VSVQRT#QAPAVATT.‐ 68.7 100 5.38E+06 VSVQRT#QAPAVATT 2.6 285 ‐4,0 0 0 0 0 40S ribosomal protein S2  35300:38995

705.34641 2 timecourse_ATM_ctrl2 705.34286 5.03 22.63 RPS2  RS2_HUMAN 7 V.SVQRT#QAPAVATT.‐ 4.3 100 6.79E+04 SVQRT#QAPAVATT 10.7 285 ‐4,0 0 0 0 0 40S ribosomal protein S2  35447:69136

651.2732 2 timecourse_ATM_ctrl2 651.26884 6.69 28.44 RPS28  RS28_HUMAN 1 R.TGS#QGQCTQVR.V 4.5 100 4.61E+04 TGS#QGQCTQVR 0 23 ‐2,0 0 0 0 0 40S ribosomal protein S28  35446:56448

651.27166 2 timecourse_ATM_combo_8hr 651.26884 4.33 24.51 RPS28  RS28_HUMAN 1 R.TGSQGQCT#QVR.V 7.9 100 7.25E+04 TGSQGQCT#QVR 46.4 28 0 0 0 0 40S ribosomal protein S28  35450:64996

651.2727 2 timecourse_ATM_ctrl1 651.26884 5.93 23.09 RPS28  RS28_HUMAN 1 R.TGSQGQCT#QVR.V 10.2 100 8.00E+04 TGSQGQCT#QVR 42.1 28 0 0 0 0 40S ribosomal protein S28  35448:65618

990.03811 2 timecourse_ATM_ctrl2 990.03226 5.91 37.72 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 3.7 100 1.67E+05 TEIIILATRT#QNVLGEK 22 55 0 0 0 0 40S ribosomal protein S3  35447:122416

990.03837 2 timecourse_ATM_combo_4hr 990.03226 6.17 37.15 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 5.6 100 2.04E+05 TEIIILATRT#QNVLGEK 14.2 55 0 0 0 0 40S ribosomal protein S3  35453:132865

660.36124 3 timecourse_ATM_combo_4hr 660.35727 6.01 34.12 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 25.0 100 1.15E+06 TEIIILATRT#QNVLGEK 32.1 55 0 0 0 0 40S ribosomal protein S3  35453:132855

660.36128 3 timecourse_ATM_combo_8hr 660.35727 6.07 32.07 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 16.1 100 8.37E+05 TEIIILATRT#QNVLGEK 20.1 55 0 0 0 0 40S ribosomal protein S3  35451:134881

660.36047 3 timecourse_ATM_ctrl1 660.35727 4.85 30.01 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 27.1 100 1.21E+06 TEIIILATRT#QNVLGEK 21.8 55 0 0 0 0 40S ribosomal protein S3  35449:136511

660.3612 3 timecourse_ATM_combo_4hr 660.35727 5.95 28.88 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 23.0 100 1.18E+06 TEIIILATRT#QNVLGEK 20.2 55 0 0 0 0 40S ribosomal protein S3  35452:130388

990.03716 2 timecourse_ATM_combo_1hr 990.03226 4.95 28.69 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 5.7 100 2.32E+05 TEIIILATRT#QNVLGEK 5.9 55 ‐2,0 0 0 0 0 40S ribosomal protein S3  35457:136538

660.3604 3 timecourse_ATM_combo_1hr 660.35727 4.74 27.7 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 35.7 100 1.42E+06 TEIIILATRT#QNVLGEK 25.8 55 0 0 0 0 40S ribosomal protein S3  35457:136528



660.3606 3 timecourse_ATM_combo_2hr 660.35727 5.04 25.31 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 23.2 100 7.51E+05 TEIIILATRT#QNVLGEK 22.9 55 0 0 0 0 40S ribosomal protein S3  35455:126690

660.36091 3 timecourse_ATM_ctrl2 660.35727 5.51 23.81 RPS3  RS3_HUMAN 8 R.TEIIILATRT#QNVLGEK.G 22.5 100 9.62E+05 TEIIILATRT#QNVLGEK 22.9 55 0 0 0 0 40S ribosomal protein S3  35447:122406

592.80923 2 timecourse_ATM_ctrl1 592.80538 6.49 42.06 RPS3A  RS3A_HUMAN 12 K.TLVTRT#QGTK.I 12.1 100 2.00E+05 TLVTRT#QGTK 12.2 52 ‐2,0 0 0 0 0 40S ribosomal protein S3a  35448:47022

592.80889 2 timecourse_ATM_combo_1hr 592.80538 5.92 41.43 RPS3A  RS3A_HUMAN 12 K.TLVTRT#QGTK.I 16.1 100 2.64E+05 TLVTRT#QGTK 43 52 0 0 0 0 40S ribosomal protein S3a  35456:46670

592.80822 2 timecourse_ATM_ctrl1 592.80538 4.79 35.56 RPS3A  RS3A_HUMAN 12 K.TLVTRT#QGTK.I 13.6 100 2.05E+05 TLVTRT#QGTK 28.5 52 0 0 0 0 40S ribosomal protein S3a  35449:47845

592.80806 2 timecourse_ATM_combo_1hr 592.80538 4.52 33.4 RPS3A  RS3A_HUMAN 12 K.TLVTRT#QGTK.I 14.6 100 2.69E+05 TLVTRT#QGTK 12.2 52 ‐2,0 0 0 0 0 40S ribosomal protein S3a  35457:46859

592.80884 2 timecourse_ATM_ctrl2 592.80538 5.84 31.95 RPS3A  RS3A_HUMAN 12 K.TLVTRT#QGTK.I 13.3 100 1.65E+05 TLVTRT#QGTK 26.5 52 0 0 0 0 40S ribosomal protein S3a  35447:40916

592.80868 2 timecourse_ATM_combo_4hr 592.80538 5.58 18.17 RPS3A  RS3A_HUMAN 12 K.TLVTRT#QGTK.I 11.3 100 1.89E+05 TLVT#RTQGTK 18.9 50 0 0 0 0 40S ribosomal protein S3a  35453:46360

1008.38558 2 timecourse_ATM_ctrl2 1008.37985 5.68 14.6 RPS6  RS6_HUMAN 3 R.LSS#LRAS#T#S#KSESSQK.‐ 397.8 100 8.52E+06 LSS#LRAS#TSKS#ESS#QK 0 236 ‐1,0 13.2 240 21.3 244 40S ribosomal protein S6  35447:124996

1252.58278 3 timecourse_ATM_ctrl1 1252.57422 6.83 114.71 RPS6KA5  KS6A5_HUMAN 3 R.YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK.A 9.9 100 4.97E+05 YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK 28.7 691 0 0 0 0 Ribosomal protein S6 kinase alpha‐5  35449:182969

1252.58022 3 timecourse_ATM_combo_8hr 1252.57422 4.79 107.22 RPS6KA5  KS6A5_HUMAN 3 R.YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK.A 10.3 100 1.26E+06 YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK 14 691 0 0 0 0 Ribosomal protein S6 kinase alpha‐5  35450:183250

1252.58147 3 timecourse_ATM_combo_4hr 1252.57422 5.79 89.88 RPS6KA5  KS6A5_HUMAN 3 R.YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK.A 9.2 100 6.96E+05 YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK 14.7 691 0 0 0 0 Ribosomal protein S6 kinase alpha‐5  35453:182331

1252.58334 3 timecourse_ATM_combo_1hr 1252.57422 7.28 88.64 RPS6KA5  KS6A5_HUMAN 3 R.YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK.A 11.7 100 6.54E+05 YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK 32.3 691 0 0 0 0 Ribosomal protein S6 kinase alpha‐5  35457:184325

1252.58149 3 timecourse_ATM_combo_8hr 1252.57422 5.8 79.44 RPS6KA5  KS6A5_HUMAN 3 R.YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK.A 12.9 100 1.64E+06 YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK 14.7 691 0 0 0 0 Ribosomal protein S6 kinase alpha‐5  35451:186280

1252.58428 3 timecourse_ATM_combo_1hr 1252.57422 8.03 73.22 RPS6KA5  KS6A5_HUMAN 3 R.YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK.A 11.3 100 6.97E+05 YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK 14 691 0 0 0 0 Ribosomal protein S6 kinase alpha‐5  35456:183576

1252.5817 3 timecourse_ATM_combo_4hr 1252.57422 5.97 67.3 RPS6KA5  KS6A5_HUMAN 3 R.YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK.A 8.8 100 6.72E+05 YNEWLQDGS#QLSSNPLMTPDILGSSGAAVHTCVK 47 691 0 0 0 0 Ribosomal protein S6 kinase alpha‐5  35452:178680

1034.93836 2 timecourse_ATM_combo_8hr 1034.93200 6.15 71.04 RRBP1  RRBP1_HUMAN 4 R.DAQDVQAS#QAEADQQQTR.L 8.1 100 1.18E+05 DAQDVQAS#QAEADQQQTR 150.6 978 0 0 0 0 Ribosome‐binding protein 1  35451:141521

690.29432 3 timecourse_ATM_combo_8hr 690.29043 5.64 58.1 RRBP1  RRBP1_HUMAN 4 R.DAQDVQAS#QAEADQQQTR.L 14.4 100 3.45E+05 DAQDVQAS#QAEADQQQTR 154.3 978 0 0 0 0 Ribosome‐binding protein 1  35450:139603

1034.93819 2 timecourse_ATM_combo_4hr 1034.93200 5.98 50.73 RRBP1  RRBP1_HUMAN 4 R.DAQDVQAS#QAEADQQQTR.L 5.8 100 7.32E+04 DAQDVQAS#QAEADQQQTR 70.2 978 0 0 0 0 Ribosome‐binding protein 1  35453:139267

777.05434 3 combeffx_ATM_comboi 777.05051 4.93 92.54 RREB1  RREB1_HUMAN 1 R.SKRPAHPILATADGAS#QLVGME.‐ 23.2 100 3.48E+06 SKRPAHPILATADGAS#QLVGME 36.9 1681 0 0 0 0 Ras‐responsive element‐binding protein 1  35301:64839

777.05393 3 timecourse_ATM_combo_4hr 777.05051 4.4 87.58 RREB1  RREB1_HUMAN 1 R.SKRPAHPILATADGAS#QLVGME.‐ 13.2 100 8.60E+05 SKRPAHPILATADGAS#QLVGME 33.4 1681 0 0 0 0 Ras‐responsive element‐binding protein 1  35453:152591

782.38505 3 combeffx_ATM_comboi 782.38215 3.71 84.18 RREB1  RREB1_HUMAN 1 R.SKRPAHPILATADGAS#QLVGM*E.‐ 20.3 100 2.69E+06 SKRPAHPILATADGAS#QLVGM*E 44.4 1681 0 0 0 0 Ras‐responsive element‐binding protein 1  35300:71281

777.05468 3 combeffx_ATM_comboi 777.05051 5.37 72.98 RREB1  RREB1_HUMAN 1 R.SKRPAHPILATADGAS#QLVGME.‐ 30.4 100 4.51E+06 SKRPAHPILATADGAS#QLVGME 19.1 1681 0 0 0 0 Ras‐responsive element‐binding protein 1  35300:70851

782.38517 3 combeffx_ATM_comboi 782.38215 3.86 64.8 RREB1  RREB1_HUMAN 1 R.SKRPAHPILATADGAS#QLVGM*E.‐ 16.5 100 1.78E+06 SKRPAHPILATADGAS#QLVGM*E 39.7 1681 0 0 0 0 Ras‐responsive element‐binding protein 1  35301:65139

777.05324 3 timecourse_ATM_combo_8hr 777.05051 3.51 61.76 RREB1  RREB1_HUMAN 1 R.SKRPAHPILATADGAS#QLVGME.‐ 27.1 100 2.01E+06 SKRPAHPILATADGAS#QLVGME 33.3 1681 0 0 0 0 Ras‐responsive element‐binding protein 1  35451:156070

777.0536 3 timecourse_ATM_combo_4hr 777.05051 3.98 57.31 RREB1  RREB1_HUMAN 1 R.SKRPAHPILATADGAS#QLVGME.‐ 14.8 100 1.01E+06 SKRPAHPILATADGAS#QLVGME 38.1 1681 0 0 0 0 Ras‐responsive element‐binding protein 1  35452:149890

777.05314 3 timecourse_ATM_combo_8hr 777.05051 3.38 52.94 RREB1  RREB1_HUMAN 1 R.SKRPAHPILATADGAS#QLVGME.‐ 22.7 100 1.95E+06 SKRPAHPILATADGAS#QLVGME 27.8 1681 0 0 0 0 Ras‐responsive element‐binding protein 1  35450:154040

1033.18852 4 timecourse_ATM_combo_8hr 1033.18564 2.79 47.71 RREB1  RREB1_HUMAN 1 K.FSPFLQTAEDNT#QDEVAGAPADHHGPSDEEQGSPPEDK.L 7.0 100 1.68E+06 FSPFLQTAEDNT#QDEVAGAPADHHGPSDEEQGSPP 32.3 1204 0 0 0 0 Ras‐responsive element‐binding protein 1  35450:184620

782.38495 3 combeffx_ATM_comboi 782.38215 3.58 47.18 RREB1  RREB1_HUMAN 1 R.SKRPAHPILATADGAS#QLVGM*E.‐ 20.1 100 2.69E+06 SKRPAHPILATADGAS#QLVGM*E 19.2 1681 0 0 0 0 Ras‐responsive element‐binding protein 1  35300:71271

1053.18219 4 timecourse_ATM_combo_1hr 1053.17722 4.72 24.84 RREB1  RREB1_HUMAN 1 K.FSPFLQT#AEDNTQDEVAGAPADHHGPS#DEEQGSPPEDK.L 11.7 100 1.37E+06 FSPFLQT#AEDNTQDEVAGAPADHHGPSDEEQGS#P 38.7 1199 9.5 1225 ‐6,0 0 0 Ras‐responsive element‐binding protein 1  35456:185186

1053.18202 4 timecourse_ATM_combo_4hr 1053.17722 4.56 20.61 RREB1  RREB1_HUMAN 1 K.FSPFLQT#AEDNTQDEVAGAPADHHGPS#DEEQGSPPEDK.L 13.2 100 1.71E+06 FSPFLQT#AEDNTQDEVAGAPADHHGPS#DEEQGSP 10.1 1199 0,5 5.4 1219 0,6 0 0 Ras‐responsive element‐binding protein 1  35452:180290

1320.547 2 timecourse_ATM_ctrl1 1320.53959 5.61 83.58 RRP12  RRP12_HUMAN 6 R.ALS#QAAVEEEEEEEEEEEPAQGK.G 10.0 100 4.11E+05 ALS#QAAVEEEEEEEEEEEPAQGK 1000 1049 0 0 0 0 RRP12‐like protein  35448:164780

1320.54631 2 timecourse_ATM_combo_1hr 1320.53959 5.09 72.64 RRP12  RRP12_HUMAN 6 R.ALS#QAAVEEEEEEEEEEEPAQGK.G 3.0 100 2.52E+05 ALS#QAAVEEEEEEEEEEEPAQGK 1000 1049 0 0 0 0 RRP12‐like protein  35456:167587

1320.54578 2 timecourse_ATM_ctrl1 1320.53959 4.69 65.98 RRP12  RRP12_HUMAN 6 R.ALS#QAAVEEEEEEEEEEEPAQGK.G 7.9 100 3.67E+05 ALS#QAAVEEEEEEEEEEEPAQGK 1000 1049 0 0 0 0 RRP12‐like protein  35449:167439

880.69911 3 timecourse_ATM_ctrl1 880.69549 4.11 48.56 RRP12  RRP12_HUMAN 6 R.ALS#QAAVEEEEEEEEEEEPAQGK.G 21.7 100 9.98E+05 ALS#QAAVEEEEEEEEEEEPAQGK 1000 1049 0 0 0 0 RRP12‐like protein  35449:167429

880.70014 3 timecourse_ATM_combo_1hr 880.69549 5.28 44.54 RRP12  RRP12_HUMAN 6 R.ALS#QAAVEEEEEEEEEEEPAQGK.G 13.2 100 5.64E+05 ALS#QAAVEEEEEEEEEEEPAQGK 1000 1049 0 0 0 0 RRP12‐like protein  35456:167597

880.70022 3 timecourse_ATM_ctrl2 880.69549 5.37 40.12 RRP12  RRP12_HUMAN 6 R.ALS#QAAVEEEEEEEEEEEPAQGK.G 12.1 100 5.56E+05 ALS#QAAVEEEEEEEEEEEPAQGK 1000 1049 0 0 0 0 RRP12‐like protein  35447:154223

880.70032 3 timecourse_ATM_ctrl1 880.69549 5.48 40.11 RRP12  RRP12_HUMAN 6 R.ALS#QAAVEEEEEEEEEEEPAQGK.G 20.5 100 1.10E+06 ALS#QAAVEEEEEEEEEEEPAQGK 1000 1049 0 0 0 0 RRP12‐like protein  35448:164770

474.72658 2 timecourse_ATM_combo_8hr 474.72419 5.03 39.61 RRP12  RRP12_HUMAN 6 R.RGS#QVGHK.N 357.4 100 9.42E+05 RGS#QVGHK 1000 1284 0 0 0 0 RRP12‐like protein  35450:17791

474.72731 2 timecourse_ATM_combo_4hr 474.72419 6.57 33.8 RRP12  RRP12_HUMAN 6 R.RGS#QVGHK.N 122.8 100 4.02E+05 RGS#QVGHK 1000 1284 0 0 0 0 RRP12‐like protein  35452:17646

474.72622 2 timecourse_ATM_combo_8hr 474.72419 4.28 33.24 RRP12  RRP12_HUMAN 6 R.RGS#QVGHK.N 161.4 100 9.17E+05 RGS#QVGHK 1000 1284 0 0 0 0 RRP12‐like protein  35451:18049

474.72702 2 timecourse_ATM_combo_2hr 474.72419 5.96 32.74 RRP12  RRP12_HUMAN 6 R.RGS#QVGHK.N 26.8 100 7.77E+04 RGS#QVGHK 1000 1284 0 0 0 0 RRP12‐like protein  35454:16977

474.72673 2 timecourse_ATM_combo_4hr 474.72419 5.35 31.73 RRP12  RRP12_HUMAN 6 R.RGS#QVGHK.N 78.7 100 4.17E+05 RGS#QVGHK 1000 1284 0 0 0 0 RRP12‐like protein  35453:17746

880.70069 3 timecourse_ATM_ctrl2 880.69549 5.92 31.62 RRP12  RRP12_HUMAN 6 R.ALS#QAAVEEEEEEEEEEEPAQGK.G 12.2 100 5.91E+05 ALS#QAAVEEEEEEEEEEEPAQGK 1000 1049 0 0 0 0 RRP12‐like protein  35446:151222

880.69941 3 timecourse_ATM_combo_2hr 880.69549 4.45 30.85 RRP12  RRP12_HUMAN 6 R.ALS#QAAVEEEEEEEEEEEPAQGK.G 12.2 100 3.89E+05 ALS#QAAVEEEEEEEEEEEPAQGK 1000 1049 0 0 0 0 RRP12‐like protein  35455:157191

474.7278 2 timecourse_ATM_combo_1hr 474.72419 7.6 29.47 RRP12  RRP12_HUMAN 6 R.RGS#QVGHK.N 23.9 100 7.58E+04 RGS#QVGHK 1000 1284 0 0 0 0 RRP12‐like protein  35456:17841

474.72651 2 timecourse_ATM_combo_2hr 474.72419 4.89 22.57 RRP12  RRP12_HUMAN 6 R.RGS#QVGHK.N 18.7 100 8.20E+04 RGS#QVGHK 1000 1284 0 0 0 0 RRP12‐like protein  35455:16333

474.72694 2 timecourse_ATM_ctrl2 474.72419 5.79 19.89 RRP12  RRP12_HUMAN 6 R.RGS#QVGHK.N 18.3 100 6.58E+04 RGS#QVGHK 1000 1284 0 0 0 0 RRP12‐like protein  35447:15769

645.34094 3 timecourse_ATM_combo_2hr 645.33798 4.59 43.65 RSF1  RSF1_HUMAN 0 K.AIENLIGKPT#EKSQTPK.D 15.0 100 3.64E+05 AIENLIGKPTEKS#QTPK 6.8 1391 0,2 0 0 0 0 Remodeling and spacing factor 1  35455:123010

645.34179 3 timecourse_ATM_combo_8hr 645.33798 5.9 40.62 RSF1  RSF1_HUMAN 0 K.AIENLIGKPTEKS#QTPK.D 36.4 100 1.47E+06 AIENLIGKPTEKS#QTPK 8.5 1391 0,2 0 0 0 0 Remodeling and spacing factor 1  35451:131172

645.34121 3 timecourse_ATM_combo_4hr 645.33798 5.01 39.99 RSF1  RSF1_HUMAN 0 K.AIENLIGKPTEKSQT#PK.D 25.6 100 9.41E+05 AIENLIGKPTEKS#QTPK 3.5 1391 0,2 0 0 0 0 Remodeling and spacing factor 1  35453:129185

645.34195 3 timecourse_ATM_combo_8hr 645.33798 6.15 37.48 RSF1  RSF1_HUMAN 0 K.AIENLIGKPT#EKSQTPK.D 34.9 100 1.35E+06 AIENLIGKPTEKS#QTPK 21.4 1391 0 0 0 0 Remodeling and spacing factor 1  35450:129703

984.34454 2 timecourse_ATM_combo_4hr 984.33904 5.59 36.18 RSF1  RSF1_HUMAN 0 R.QINYKEDS#ES#DGS#QK.S 84.2 100 3.20E+06 QINYKEDS#ES#DGS#QK 46.7 1221 52.6 1223 88.6 1226 Remodeling and spacing factor 1  35452:129548

645.34173 3 timecourse_ATM_combo_4hr 645.33798 5.81 31.62 RSF1  RSF1_HUMAN 0 K.AIENLIGKPT#EKSQTPK.D 22.8 100 8.91E+05 AIENLIGKPTEKS#QTPK 6 1391 0,2 0 0 0 0 Remodeling and spacing factor 1  35452:126848

1062.39596 2 timecourse_ATM_combo_4hr 1062.38959 6 30.41 RSF1  RSF1_HUMAN 0 K.RQINYKEDS#ES#DGS#QK.S 17.1 100 2.59E+05 RQINYKEDS#ES#DGS#QK 47.3 1221 69.3 1223 69.7 1226 Remodeling and spacing factor 1  35453:143767

984.34454 2 timecourse_ATM_combo_8hr 984.33904 5.59 29.77 RSF1  RSF1_HUMAN 0 R.QINYKEDS#ES#DGS#QK.S 76.8 100 3.49E+06 QINYKEDS#ES#DGS#QK 91.4 1221 96.7 1223 87 1226 Remodeling and spacing factor 1  35450:132473

1062.39618 2 timecourse_ATM_combo_1hr 1062.38959 6.2 28.75 RSF1  RSF1_HUMAN 0 K.RQINYKEDS#ES#DGS#QK.S 20.2 100 2.83E+05 RQINYKEDS#ES#DGS#QK 44.3 1221 71.8 1223 105.4 1226 Remodeling and spacing factor 1  35456:147489

645.34146 3 timecourse_ATM_combo_2hr 645.33798 5.39 28.21 RSF1  RSF1_HUMAN 0 K.AIENLIGKPT#EKSQTPK.D 12.9 100 3.42E+05 AIENLIGKPTEKS#QTPK 17.3 1391 0 0 0 0 Remodeling and spacing factor 1  35454:122785

984.34422 2 timecourse_ATM_combo_1hr 984.33904 5.26 24.14 RSF1  RSF1_HUMAN 0 R.QINYKEDS#ES#DGS#QK.S 88.9 100 3.27E+06 QINYKEDS#ES#DGS#QK 86.1 1221 90.1 1223 102.3 1226 Remodeling and spacing factor 1  35457:135668

570.26762 3 timecourse_ATM_combo_4hr 570.26449 5.49 23.67 RSF1  RSF1_HUMAN 0 K.DADSSIS#VLEIHSQK.A 61.4 100 3.32E+06 DADSSISVLEIHS#QK 24.6 524 0 0 0 0 Remodeling and spacing factor 1  35453:110182

1062.39566 2 timecourse_ATM_combo_8hr 1062.38959 5.71 23.64 RSF1  RSF1_HUMAN 0 K.RQINYKEDS#ES#DGS#QK.S 18.6 100 3.89E+05 RQINYKEDS#ES#DGS#QK 39.8 1221 52.1 1223 88.5 1226 Remodeling and spacing factor 1  35451:146831

645.33968 3 combeffx_ATM_PI3Ki 645.33798 2.63 22.47 RSF1  RSF1_HUMAN 0 K.AIENLIGKPT#EKSQTPK.D 2.8 92 1.70E+05 AIENLIGKPTEKS#QTPK 0 1391 0,2 0 0 0 0 Remodeling and spacing factor 1  35298:54092

708.59974 3 timecourse_ATM_combo_2hr 708.59549 6 16.45 RSF1  RSF1_HUMAN 0 K.RQINYKEDS#ES#DGS#QK.S 76.8 100 1.52E+06 RQINYKEDS#ES#DGS#QK 25.2 1221 29.4 1223 26 1226 Remodeling and spacing factor 1  35454:137197

1062.39633 2 timecourse_ATM_combo_2hr 1062.38959 6.34 12.34 RSF1  RSF1_HUMAN 0 K.RQINYKEDS#ES#DGS#QK.S 17.8 100 2.16E+05 RQINYKEDS#ES#DGS#QK 35 1221 50.6 1223 61 1226 Remodeling and spacing factor 1  35454:137207

607.63815 3 timecourse_ATM_combo_4hr 607.63492 5.32 59.6 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 91.1 100 2.50E+06 KLT#QIQESQVTSHNK 65.3 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35453:120015

846.90642 2 timecourse_ATM_combo_8hr 846.90126 6.09 56.78 RTF1  RTF1_HUMAN 0 K.LTQIQES#QVTSHNK.E 8.1 100 2.52E+05 LTQIQES#QVTSHNK 41.3 258 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35450:109207

607.63761 3 timecourse_ATM_combo_1hr 607.63492 4.43 53.31 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 21.4 100 6.05E+05 KLT#QIQESQVTSHNK 84.3 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35457:122623

607.63807 3 timecourse_ATM_combo_4hr 607.63492 5.18 51.18 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 82.4 100 2.38E+06 KLT#QIQESQVTSHNK 58.5 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35452:117814

607.63838 3 timecourse_ATM_combo_8hr 607.63492 5.69 50.82 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 103.0 100 3.59E+06 KLT#QIQESQVTSHNK 77.7 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35450:120460

607.6383 3 timecourse_ATM_combo_8hr 607.63492 5.56 50.28 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 107.0 100 3.48E+06 KLT#QIQESQVTSHNK 77.7 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35451:121692

846.90622 2 timecourse_ATM_combo_8hr 846.90126 5.86 49.96 RTF1  RTF1_HUMAN 0 K.LTQIQES#QVTSHNK.E 9.9 100 3.17E+05 LTQIQES#QVTSHNK 31.9 258 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35451:110165

607.63808 3 timecourse_ATM_combo_2hr 607.63492 5.2 47.13 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 32.4 100 6.91E+05 KLT#QIQESQVTSHNK 65.3 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35454:113928

607.63793 3 timecourse_ATM_combo_2hr 607.63492 4.95 44.47 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 29.1 100 6.36E+05 KLT#QIQESQVTSHNK 96.1 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35455:113940

607.63702 3 timecourse_ATM_ctrl1 607.63492 3.46 41.83 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 11.7 100 5.79E+05 KLT#QIQESQVTSHNK 70.2 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35449:123362

846.90611 2 timecourse_ATM_combo_4hr 846.90126 5.73 37.78 RTF1  RTF1_HUMAN 0 K.LTQIQESQVT#SHNK.E 5.2 100 1.52E+05 LTQIQES#QVTSHNK 31.9 258 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35453:108812

607.63876 3 timecourse_ATM_ctrl2 607.63492 6.32 35.32 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 7.3 100 2.57E+05 KLT#QIQESQVTSHNK 59.8 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35446:107227

659.98822 3 combeffx_ATM_comboi 659.98450 5.64 21.51 RTF1  RTF1_HUMAN 0 K.LTQIQES#QVTSHNKER.R 3.7 100 2.70E+05 LTQIQES#QVTSHNKER 31.8 258 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35300:61411

564.93973 3 timecourse_ATM_combo_4hr 564.93660 5.54 20.23 RTF1  RTF1_HUMAN 0 K.LTQIQES#QVTSHNK.E 25.6 100 7.50E+05 LTQIQES#QVTSHNK 6.9 258 0,3 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35452:106821

910.95402 2 timecourse_ATM_combo_4hr 910.94874 5.8 20.21 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 4.3 100 7.08E+04 KLT#QIQESQVTSHNK 57.4 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35453:120025

910.954 2 timecourse_ATM_combo_4hr 910.94874 5.77 18.89 RTF1  RTF1_HUMAN 0 K.KLT#QIQESQVTSHNK.E 3.9 100 6.51E+04 KLT#QIQESQVTSHNK 57.4 253 0 0 0 0 RNA polymerase‐associated protein RTF1 homolog  35452:117824

1005.54287 2 timecourse_ATM_combo_1hr 1005.53721 5.63 71.07 RUNDC1  RUND1_HUMAN 0 R.KLS#QSFALPVTGGTVVTPK.Q 4.2 100 3.48E+05 KLS#QSFALPVTGGTVVTPK 30.7 497 0 0 0 0 RUN domain‐containing protein 1  35456:138479

1005.54186 2 timecourse_ATM_combo_4hr 1005.53721 4.62 66.3 RUNDC1  RUND1_HUMAN 0 R.KLS#QSFALPVTGGTVVTPK.Q 3.8 100 3.32E+05 KLS#QSFALPVTGGTVVTPK 13.3 497 0 0 0 0 RUN domain‐containing protein 1  35453:135235

1005.54186 2 timecourse_ATM_combo_4hr 1005.53721 4.62 61.27 RUNDC1  RUND1_HUMAN 0 R.KLS#QSFALPVTGGTVVTPK.Q 3.4 100 2.16E+05 KLS#QSFALPVTGGTVVTPK 14.2 497 0 0 0 0 RUN domain‐containing protein 1  35452:132618

1005.54279 2 timecourse_ATM_ctrl1 1005.53721 5.55 53.46 RUNDC1  RUND1_HUMAN 0 R.KLS#QSFALPVTGGTVVTPK.Q 7.2 100 3.91E+05 KLS#QSFALPVTGGTVVTPK 30.7 497 0 0 0 0 RUN domain‐containing protein 1  35448:136620

670.69578 3 combeffx_ATM_PI3Ki 670.69390 2.8 51.1 RUNDC1  RUND1_HUMAN 0 R.KLSQS#FALPVTGGTVVTPK.Q 12.2 100 1.34E+06 KLSQS#FALPVTGGTVVTPK 6 499 ‐2,0 0 0 0 0 RUN domain‐containing protein 1  35298:56752

670.69769 3 timecourse_ATM_ctrl2 670.69390 5.65 48.55 RUNDC1  RUND1_HUMAN 0 R.KLS#QSFALPVTGGTVVTPK.Q 28.8 100 1.17E+06 KLSQS#FALPVTGGTVVTPK 4.1 499 ‐2,0 0 0 0 0 RUN domain‐containing protein 1  35446:122209

1005.5417 2 timecourse_ATM_ctrl1 1005.53721 4.47 40.74 RUNDC1  RUND1_HUMAN 0 R.KLS#QSFALPVTGGTVVTPK.Q 5.9 100 3.71E+05 KLS#QSFALPVTGGTVVTPK 24.8 497 0 0 0 0 RUN domain‐containing protein 1  35449:138801

1005.542 2 timecourse_ATM_combo_8hr 1005.53721 4.76 35.47 RUNDC1  RUND1_HUMAN 0 R.KLS#QSFALPVTGGTVVTPK.Q 4.0 100 2.85E+05 KLS#QSFALPVTGGTVVTPK 14.2 497 0 0 0 0 RUN domain‐containing protein 1  35451:137261

670.69759 3 timecourse_ATM_ctrl2 670.69390 5.5 35.11 RUNDC1  RUND1_HUMAN 0 R.KLS#QSFALPVTGGTVVTPK.Q 27.3 100 1.19E+06 KLSQS#FALPVTGGTVVTPK 4.9 499 ‐2,0 0 0 0 0 RUN domain‐containing protein 1  35447:124586

670.69609 3 combeffx_ATM_ctrl 670.69390 3.27 34.87 RUNDC1  RUND1_HUMAN 0 R.KLSQS#FALPVTGGTVVTPK.Q 11.8 100 9.95E+05 KLSQS#FALPVTGGTVVTPK 0 499 ‐2,0 0 0 0 0 RUN domain‐containing protein 1  35295:59138

598.22384 2 timecourse_ATM_combo_8hr 598.22048 5.62 37.37 RUVBL2  RUVB2_HUMAN 2 R.DYDAMGS#QTK.F 39.9 100 9.26E+05 DYDAMGS#QTK 38.7 220 0 0 0 0 RuvB‐like 2  35450:48409

598.22413 2 timecourse_ATM_combo_8hr 598.22048 6.1 37.04 RUVBL2  RUVB2_HUMAN 2 R.DYDAMGS#QTK.F 42.7 100 1.02E+06 DYDAMGS#QTK 48.9 220 0 0 0 0 RuvB‐like 2  35451:48432

598.22381 2 timecourse_ATM_combo_4hr 598.22048 5.57 35.08 RUVBL2  RUVB2_HUMAN 2 R.DYDAMGS#QTK.F 25.3 100 4.49E+05 DYDAMGS#QTK 33.7 220 0 0 0 0 RuvB‐like 2  35452:47252

598.22417 2 timecourse_ATM_combo_4hr 598.22048 6.17 34.08 RUVBL2  RUVB2_HUMAN 2 R.DYDAMGS#QTK.F 23.3 100 3.99E+05 DYDAMGS#QTK 38.7 220 0 0 0 0 RuvB‐like 2  35453:48330

711.79428 2 timecourse_ATM_combo_4hr 711.78959 6.59 32.57 RUVBL2  RUVB2_HUMAN 2 R.ARDYDAMGS#QTK.F 5.6 100 7.26E+04 ARDYDAMGSQT#K 0 222 ‐2,0 0 0 0 0 RuvB‐like 2  35453:79474

598.22364 2 combeffx_ATM_comboi 598.22048 5.28 26.27 RUVBL2  RUVB2_HUMAN 2 R.DYDAMGS#QTK.F 9.5 100 3.92E+05 DYDAMGS#QTK 18.9 220 0 0 0 0 RuvB‐like 2  35300:20108

711.79409 2 timecourse_ATM_combo_8hr 711.78959 6.32 19.84 RUVBL2  RUVB2_HUMAN 2 R.ARDYDAMGS#QTK.F 5.4 100 8.53E+04 ARDYDAMGS#QTK 21.3 220 0 0 0 0 RuvB‐like 2  35450:79704

598.22325 2 timecourse_ATM_ctrl1 598.22048 4.63 19.35 RUVBL2  RUVB2_HUMAN 2 R.DYDAMGS#QTK.F 7.5 100 1.30E+05 DYDAMGSQT#K 5.9 222 ‐2,0 0 0 0 0 RuvB‐like 2  35449:49824

698.82627 2 timecourse_ATM_combo_1hr 698.82377 3.58 14.97 RUVBL2  RUVB2_HUMAN 2 R.QAS#QGMVGQLAAR.R 3.7 100 1.42E+05 QAS#QGMVGQLAAR 1000 43 0 0 0 0 RuvB‐like 2  35457:77728

706.81165 2 timecourse_ATM_ctrl1 706.80832 4.71 48.56 SAAL1  SAAL1_HUMAN 3 R.TDLT#QDDFHLK.I 17.5 100 6.78E+05 TDLT#QDDFHLK 53.8 387 0 0 0 0 Protein SAAL1  35449:80482

706.81175 2 timecourse_ATM_combo_4hr 706.80832 4.85 41.36 SAAL1  SAAL1_HUMAN 3 R.TDLT#QDDFHLK.I 17.4 100 7.06E+05 TDLT#QDDFHLK 36.3 387 0 0 0 0 Protein SAAL1  35453:78384

706.81203 2 timecourse_ATM_combo_1hr 706.80832 5.25 34.78 SAAL1  SAAL1_HUMAN 3 R.TDLT#QDDFHLK.I 13.4 100 5.13E+05 TDLT#QDDFHLK 22.8 387 0 0 0 0 Protein SAAL1  35457:79716

471.54331 3 timecourse_ATM_ctrl1 471.54130 4.26 32.47 SAAL1  SAAL1_HUMAN 3 R.TDLT#QDDFHLK.I 19.8 100 5.15E+05 TDLT#QDDFHLK 33.5 387 0 0 0 0 Protein SAAL1  35449:80472

471.5435 3 timecourse_ATM_combo_4hr 471.54130 4.67 28.22 SAAL1  SAAL1_HUMAN 3 R.TDLT#QDDFHLK.I 19.5 100 6.00E+05 TDLT#QDDFHLK 28.8 387 0 0 0 0 Protein SAAL1  35453:78374

523.57802 3 timecourse_ATM_combo_8hr 523.57501 5.75 23.79 SAAL1  SAAL1_HUMAN 3 K.RTDLT#QDDFHLK.I 10.9 100 6.36E+05 RTDLT#QDDFHLK 23.6 387 0 0 0 0 Protein SAAL1  35451:97293

706.81153 2 timecourse_ATM_combo_2hr 706.80832 4.54 23.16 SAAL1  SAAL1_HUMAN 3 R.TDLT#QDDFHLK.I 12.0 100 3.04E+05 TDLT#QDDFHLK 30.3 387 0 0 0 0 Protein SAAL1  35455:74127

589.29038 3 combeffx_ATM_ctrl 589.28752 4.85 48.82 SAE1  SAE1_HUMAN 5 K.VAKVS#QGVEDGPDTKR.A 4.9 100 3.92E+05 VAKVS#QGVEDGPDTKR 70.2 185 0 0 0 0 SUMO‐activating enzyme subunit 1  35294:52417

589.29059 3 combeffx_ATM_ctrl 589.28752 5.21 40.62 SAE1  SAE1_HUMAN 5 K.VAKVS#QGVEDGPDTKR.A 4.5 100 3.79E+05 VAKVS#QGVEDGPDTKR 91.7 185 0 0 0 0 SUMO‐activating enzyme subunit 1  35295:50331

589.28903 3 combeffx_ATM_PI3Ki 589.28752 2.56 33.67 SAE1  SAE1_HUMAN 5 K.VAKVS#QGVEDGPDTKR.A 5.3 100 3.41E+05 VAKVS#QGVEDGPDTKR 65.3 185 0 0 0 0 SUMO‐activating enzyme subunit 1  35298:48241

800.3797 2 timecourse_ATM_combo_4hr 800.37602 4.6 48.6 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 16.5 100 4.10E+05 MAVESRVT#QEEIK 27 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35453:99172

800.37969 2 timecourse_ATM_ctrl1 800.37602 4.59 46.87 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 19.6 100 5.20E+05 MAVESRVT#QEEIK 37.5 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35449:101713

800.38028 2 timecourse_ATM_combo_8hr 800.37602 5.32 45.89 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 14.8 100 4.90E+05 MAVESRVT#QEEIK 25.9 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35450:99647

800.38023 2 timecourse_ATM_combo_8hr 800.37602 5.26 45.68 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 18.4 100 5.18E+05 MAVESRVT#QEEIK 15.2 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35451:100503

759.83318 2 timecourse_ATM_combo_8hr 759.82892 5.61 45.42 SAP18  SAP18_HUMAN 0 R.KGTDDSMTLQS#QK.F 8.9 100 2.18E+05 KGTDDSMTLQS#QK 39.3 124 0 0 0 0 Histone deacetylase complex subunit SAP18  35451:92195

800.37954 2 timecourse_ATM_combo_1hr 800.37602 4.41 41.79 SAP18  SAP18_HUMAN 0 ‐.MAVES#RVTQEEIK.K 15.6 100 4.24E+05 MAVESRVT#QEEIK 20.1 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35457:100942

800.38045 2 timecourse_ATM_ctrl1 800.37602 5.53 37.42 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 14.9 100 5.20E+05 MAVESRVT#QEEIK 20.1 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35448:100194

759.83368 2 timecourse_ATM_combo_8hr 759.82892 6.26 37.1 SAP18  SAP18_HUMAN 0 R.KGTDDSMTLQS#QK.F 8.8 100 2.11E+05 KGTDDSMTLQS#QK 53.5 124 0 0 0 0 Histone deacetylase complex subunit SAP18  35450:91135

533.92225 3 timecourse_ATM_ctrl1 533.91977 4.64 28.06 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 28.8 100 8.88E+05 MAVESRVT#QEEIK 11.3 8 ‐3,0 0 0 0 0 Histone deacetylase complex subunit SAP18  35448:100184

533.9224 3 timecourse_ATM_combo_8hr 533.91977 4.93 27.26 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 25.1 100 8.60E+05 MAVESRVT#QEEIK 20.8 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35450:99637

533.92208 3 timecourse_ATM_combo_4hr 533.91977 4.33 26.28 SAP18  SAP18_HUMAN 0 ‐.MAVES#RVTQEEIK.K 31.6 100 8.07E+05 MAVESRVT#QEEIK 22.2 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35452:97311

533.92188 3 timecourse_ATM_ctrl1 533.91977 3.95 25.42 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 30.9 100 8.24E+05 MAVESRVT#QEEIK 14.9 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35449:101703

533.92214 3 timecourse_ATM_combo_2hr 533.91977 4.44 25.21 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 23.7 100 4.35E+05 MAVESRVT#QEEIK 33.7 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35454:94080

800.38001 2 timecourse_ATM_combo_4hr 800.37602 4.99 24.1 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 14.3 100 4.13E+05 MAVES#RVTQEEIK 4 5 0,3 0 0 0 0 Histone deacetylase complex subunit SAP18  35452:97321

533.92189 3 timecourse_ATM_combo_1hr 533.91977 3.97 23.12 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 23.9 100 6.41E+05 MAVESRVT#QEEIK 27.2 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35457:100932

533.92192 3 timecourse_ATM_combo_4hr 533.91977 4.03 19.46 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 33.0 100 7.69E+05 MAVESRVT#QEEIK 15 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35453:99162

533.92275 3 timecourse_ATM_combo_1hr 533.91977 5.58 19.18 SAP18  SAP18_HUMAN 0 ‐.MAVES#RVTQEEIK.K 28.8 100 7.42E+05 MAVES#RVTQEEIK 12.2 5 0,3 0 0 0 0 Histone deacetylase complex subunit SAP18  35456:101184

533.92243 3 timecourse_ATM_combo_8hr 533.91977 4.98 18.2 SAP18  SAP18_HUMAN 0 ‐.MAVESRVT#QEEIK.K 29.2 100 8.43E+05 MAVESRVT#QEEIK 17.6 8 0 0 0 0 Histone deacetylase complex subunit SAP18  35451:100493

756.00953 3 timecourse_ATM_ctrl1 756.00434 6.87 36.94 SARS  SYSC_HUMAN 3 K.EVMQEVAQLS#QFDEELYK.V 9.0 100 2.50E+05 EVMQEVAQLS#QFDEELYK 55.4 241 0 0 0 0 Seryl‐tRNA synthetase, cytoplasmic  35448:150960

756.00974 3 timecourse_ATM_combo_1hr 756.00434 7.14 32.22 SARS  SYSC_HUMAN 3 K.EVMQEVAQLS#QFDEELYK.V 7.6 100 2.38E+05 EVMQEVAQLS#QFDEELYK 55.7 241 0 0 0 0 Seryl‐tRNA synthetase, cytoplasmic  35456:153257

756.00941 3 timecourse_ATM_combo_8hr 756.00434 6.71 29.73 SARS  SYSC_HUMAN 3 K.EVMQEVAQLS#QFDEELYK.V 5.3 100 2.59E+05 EVMQEVAQLS#QFDEELYK 50.4 241 0 0 0 0 Seryl‐tRNA synthetase, cytoplasmic  35451:153150

756.00882 3 timecourse_ATM_combo_2hr 756.00434 5.94 27.12 SARS  SYSC_HUMAN 3 K.EVMQEVAQLS#QFDEELYK.V 10.0 100 1.84E+05 EVMQEVAQLS#QFDEELYK 39.2 241 0 0 0 0 Seryl‐tRNA synthetase, cytoplasmic  35454:142631

756.00979 3 timecourse_ATM_combo_4hr 756.00434 7.21 26.88 SARS  SYSC_HUMAN 3 K.EVMQEVAQLS#QFDEELYK.V 6.5 100 1.96E+05 EVMQEVAQLS#QFDEELYK 53.8 241 0 0 0 0 Seryl‐tRNA synthetase, cytoplasmic  35452:147170

756.00908 3 timecourse_ATM_combo_1hr 756.00434 6.27 20.37 SARS  SYSC_HUMAN 3 K.EVMQEVAQLS#QFDEELYK.V 8.6 100 2.85E+05 EVMQEVAQLS#QFDEELYK 31.3 241 0 0 0 0 Seryl‐tRNA synthetase, cytoplasmic  35457:153275

1050.4538 2 combeffx_ATM_MEKi 1050.44951 4.08 113.18 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 24.9 100 9.93E+05 ADDLLPLGDQT#QDGDFGSR 127.5 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35297:47342

1050.45436 2 combeffx_ATM_comboi 1050.44951 4.62 103.57 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 23.4 100 3.99E+06 ADDLLPLGDQT#QDGDFGSR 139.1 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35300:65914

1050.45342 2 combeffx_ATM_MEKi 1050.44951 3.72 99.99 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 36.0 100 1.74E+06 ADDLLPLGDQT#QDGDFGSR 139.1 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35296:51649

1050.45353 2 combeffx_ATM_PI3Ki 1050.44951 3.83 98.53 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 31.8 100 3.54E+06 ADDLLPLGDQT#QDGDFGSR 160.2 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35298:59451

1050.45355 2 combeffx_ATM_PI3Ki 1050.44951 3.85 95.77 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 30.3 100 2.29E+06 ADDLLPLGDQT#QDGDFGSR 139.1 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35299:56411

1050.45502 2 combeffx_ATM_comboi 1050.44951 5.25 91.66 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 21.8 100 2.81E+06 ADDLLPLGDQT#QDGDFGSR 97.6 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35301:60551

1050.45416 2 timecourse_ATM_combo_1hr 1050.44951 4.43 89.79 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 118.7 100 5.68E+06 ADDLLPLGDQT#QDGDFGSR 108.8 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35457:144920

1050.45593 2 timecourse_ATM_combo_4hr 1050.44951 6.11 88.53 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 106.5 100 5.19E+06 ADDLLPLGDQT#QDGDFGSR 110.2 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35452:138507

1050.45528 2 timecourse_ATM_combo_8hr 1050.44951 5.49 85.25 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 94.3 100 6.14E+06 ADDLLPLGDQT#QDGDFGSR 85.4 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35450:141493

1050.45647 2 timecourse_ATM_ctrl2 1050.44951 6.63 84.87 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 39.7 100 1.77E+06 ADDLLPLGDQT#QDGDFGSR 87.5 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35446:128061

1050.45509 2 timecourse_ATM_combo_4hr 1050.44951 5.31 84.62 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 116.4 100 5.81E+06 ADDLLPLGDQT#QDGDFGSR 85.4 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35453:141117

1050.45351 2 combeffx_ATM_ctrl 1050.44951 3.81 82.13 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 29.2 100 1.96E+06 ADDLLPLGDQT#QDGDFGSR 109.5 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35294:64191

1050.45525 2 timecourse_ATM_combo_8hr 1050.44951 5.46 79.98 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 115.0 100 7.04E+06 ADDLLPLGDQT#QDGDFGSR 103.3 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35451:143571

1050.45518 2 timecourse_ATM_combo_2hr 1050.44951 5.4 79.42 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 85.4 100 3.00E+06 ADDLLPLGDQT#QDGDFGSR 101 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35455:134684

1050.45549 2 timecourse_ATM_ctrl2 1050.44951 5.69 77.69 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 48.4 100 2.06E+06 ADDLLPLGDQT#QDGDFGSR 109.5 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35447:130727

1050.45351 2 combeffx_ATM_ctrl 1050.44951 3.81 76.41 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 20.3 100 1.52E+06 ADDLLPLGDQT#QDGDFGSR 97.6 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35295:62063

1050.45592 2 timecourse_ATM_combo_1hr 1050.44951 6.1 72.81 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 119.9 100 5.72E+06 ADDLLPLGDQT#QDGDFGSR 91.9 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35456:144679

1050.45473 2 timecourse_ATM_combo_2hr 1050.44951 4.97 70.11 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 88.3 100 2.98E+06 ADDLLPLGDQT#QDGDFGSR 93.2 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35454:134587

1050.45415 2 timecourse_ATM_ctrl1 1050.44951 4.43 68.01 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 84.9 100 4.16E+06 ADDLLPLGDQT#QDGDFGSR 109.5 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35449:144848

1050.45469 2 timecourse_ATM_ctrl1 1050.44951 4.93 66.89 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 87.6 100 4.28E+06 ADDLLPLGDQT#QDGDFGSR 101 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35448:142678

700.63998 3 timecourse_ATM_ctrl2 700.63544 6.48 41.01 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 31.4 100 1.43E+06 ADDLLPLGDQT#QDGDFGSR 34.6 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35446:128051

700.6392 3 timecourse_ATM_combo_8hr 700.63544 5.37 31.7 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 58.1 100 4.26E+06 ADDLLPLGDQT#QDGDFGSR 26.3 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35451:143561

700.63961 3 timecourse_ATM_combo_4hr 700.63544 5.95 31.41 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQTQDGDFGS#R.L 72.9 100 4.34E+06 ADDLLPLGDQTQDGDFGS#R 26.2 437 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35452:138497

700.63912 3 timecourse_ATM_combo_4hr 700.63544 5.25 29.97 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 75.6 100 4.03E+06 ADDLLPLGDQTQDGDFGS#R 17.2 437 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35453:141107

700.63887 3 timecourse_ATM_ctrl1 700.63544 4.9 28.95 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 49.4 100 2.67E+06 ADDLLPLGDQT#QDGDFGSR 21.4 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35448:142668

700.63903 3 timecourse_ATM_combo_2hr 700.63544 5.12 27.83 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 64.2 100 2.02E+06 ADDLLPLGDQT#QDGDFGSR 21.4 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35455:134674

700.63891 3 timecourse_ATM_combo_2hr 700.63544 4.95 27.26 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 58.2 100 2.03E+06 ADDLLPLGDQT#QDGDFGSR 31.8 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35454:134577

700.63844 3 timecourse_ATM_ctrl1 700.63544 4.28 26.76 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 55.7 100 2.59E+06 ADDLLPLGDQT#QDGDFGSR 14.5 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35449:144838

700.63909 3 timecourse_ATM_combo_8hr 700.63544 5.22 26.62 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 70.1 100 4.60E+06 ADDLLPLGDQT#QDGDFGSR 26.3 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35450:141483

700.63747 3 combeffx_ATM_MEKi 700.63544 2.9 26.15 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQTQDGDFGS#R.L 35.5 100 1.91E+06 ADDLLPLGDQT#QDGDFGSR 16.2 430 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35296:51639

700.63949 3 timecourse_ATM_combo_1hr 700.63544 5.78 23.7 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQTQDGDFGS#R.L 67.1 100 3.77E+06 ADDLLPLGDQTQDGDFGS#R 12.7 437 ‐7,0 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35456:144669

700.63816 3 timecourse_ATM_combo_1hr 700.63544 3.88 21.08 SART1  SNUT1_HUMAN 3 R.ADDLLPLGDQT#QDGDFGSR.L 69.3 100 3.73E+06 ADDLLPLGDQTQDGDFGS#R 12.7 437 ‐7,0 0 0 0 0 U4/U6.U5 tri‐snRNP‐associated protein 1  35457:144910

815.73523 3 timecourse_ATM_combo_8hr 815.73049 5.81 55.9 SART3  SART3_HUMAN 5 R.RVENSIPAAGET#QNVEVAAGPAGK.C 9.1 100 6.87E+05 RVENSIPAAGET#QNVEVAAGPAGK 59.8 657 0 0 0 0 Squamous cell carcinoma antigen recognized by T‐cells 3  35450:159170

815.73555 3 timecourse_ATM_combo_8hr 815.73049 6.2 51.71 SART3  SART3_HUMAN 5 R.RVENSIPAAGET#QNVEVAAGPAGK.C 6.8 100 6.67E+05 RVENSIPAAGET#QNVEVAAGPAGK 21 657 0 0 0 0 Squamous cell carcinoma antigen recognized by T‐cells 3  35451:161310

738.32357 3 combeffx_ATM_comboi 738.32044 4.25 43.35 SART3  SART3_HUMAN 3 K.GLAYVEYENES#QASQAVM*K.M 4.7 100 5.21E+05 GLAYVEYENES#QASQAVM*K 23.6 852 0 0 0 0 Squamous cell carcinoma antigen recognized by T‐cells 3  35301:62769

732.9917 3 combeffx_ATM_comboi 732.98880 3.96 28.69 SART3  SART3_HUMAN 3 K.GLAYVEYENES#QASQAVMK.M 8.3 100 9.81E+05 GLAYVEYENES#QASQAVMK 18.5 852 0 0 0 0 Squamous cell carcinoma antigen recognized by T‐cells 3  35301:62549

784.86479 2 timecourse_ATM_combo_8hr 784.86056 5.39 84.32 SASH1  SASH1_HUMAN 5 K.LLVDS#QGLSGCSPR.D 10.7 100 5.50E+05 LLVDS#QGLSGCSPR 35 714 0 0 0 0 SAM and SH3 domain‐containing protein 1  35450:96387

935.44043 3 timecourse_ATM_combo_8hr 935.43396 6.92 81.03 SASH1  SASH1_HUMAN 5 R.AVLLTAVELLQEYDSNSDQSGS#QEK.L 6.8 100 2.29E+06 AVLLTAVELLQEYDSNSDQSGS#QEK 24.8 706 0 0 0 0 SAM and SH3 domain‐containing protein 1  35450:171950

935.43992 3 timecourse_ATM_ctrl1 935.43396 6.37 79.97 SASH1  SASH1_HUMAN 5 R.AVLLTAVELLQEYDSNSDQSGS#QEK.L 16.2 100 3.38E+06 AVLLTAVELLQEYDSNSDQSGS#QEK 13.5 706 0 0 0 0 SAM and SH3 domain‐containing protein 1  35449:171899

935.44064 3 timecourse_ATM_combo_2hr 935.43396 7.14 73.4 SASH1  SASH1_HUMAN 5 R.AVLLTAVELLQEYDSNSDQSGS#QEK.L 7.3 100 1.43E+06 AVLLTAVELLQEYDSNSDQSGS#QEK 5.1 706 ‐2,0 0 0 0 0 SAM and SH3 domain‐containing protein 1  35455:161701

935.44204 3 timecourse_ATM_ctrl2 935.43396 8.64 70.91 SASH1  SASH1_HUMAN 5 R.AVLLTAVELLQEYDSNSDQSGS#QEK.L 6.4 100 1.42E+06 AVLLTAVELLQEYDSNSDQSGS#QEK 32.1 706 0 0 0 0 SAM and SH3 domain‐containing protein 1  35446:155662

935.44106 3 timecourse_ATM_combo_8hr 935.43396 7.59 68.57 SASH1  SASH1_HUMAN 5 R.AVLLTAVELLQEYDSNSDQSGS#QEK.L 12.1 100 3.47E+06 AVLLTAVELLQEYDSNSDQSGS#QEK 9.5 706 ‐2,0 0 0 0 0 SAM and SH3 domain‐containing protein 1  35451:174340

935.43996 3 timecourse_ATM_combo_1hr 935.43396 6.41 63.15 SASH1  SASH1_HUMAN 5 R.AVLLTAVELLQEYDSNSDQSGS#QEK.L 5.5 94 1.00E+06 AVLLTAVELLQEYDSNSDQSGS#QEK 19.7 706 0 0 0 0 SAM and SH3 domain‐containing protein 1  35457:172355

935.44046 3 timecourse_ATM_combo_4hr 935.43396 6.95 63.11 SASH1  SASH1_HUMAN 5 R.AVLLTAVELLQEYDSNSDQSGS#QEK.L 9.0 100 2.25E+06 AVLLTAVELLQEYDSNSDQSGS#QEK 24.8 706 0 0 0 0 SAM and SH3 domain‐containing protein 1  35453:170121

784.86479 2 timecourse_ATM_combo_8hr 784.86056 5.39 56.81 SASH1  SASH1_HUMAN 5 K.LLVDS#QGLSGCSPR.D 11.6 100 5.29E+05 LLVDS#QGLSGCSPR 39.8 714 0 0 0 0 SAM and SH3 domain‐containing protein 1  35451:97303

599.65456 3 combeffx_ATM_MEKi 599.65213 4.05 42.07 SATB1  SATB1_HUMAN 5 R.VAFNRT#QGLLSEILR.K 8.9 100 2.09E+05 VAFNRT#QGLLSEILR 58.1 401 0 0 0 0 DNA‐binding protein SATB1  35297:40045

640.2699 2 timecourse_ATM_combo_8hr 640.26608 5.97 34.62 SCAMP1  SCAM1_HUMAN 1 R.EMQNLS#QHGR.K 16.1 100 2.83E+05 EMQNLS#QHGR 1000 112 0 0 0 0 Secretory carrier‐associated membrane protein 1  35451:62142

640.26952 2 timecourse_ATM_combo_2hr 640.26608 5.37 21.9 SCAMP1  SCAM1_HUMAN 1 R.EMQNLS#QHGR.K 20.4 100 2.19E+05 EMQNLS#QHGR 1000 112 0 0 0 0 Secretory carrier‐associated membrane protein 1  35455:58483

491.24433 2 timecourse_ATM_combo_8hr 491.24187 5.01 25.51 SCFD1  SCFD1_HUMAN 5 K.QLS#QLGQK.‐ 12.0 100 4.75E+05 QLS#QLGQK 1000 637 0 0 0 0 Sec1 family domain‐containing protein 1  35451:21408

491.24421 2 timecourse_ATM_combo_1hr 491.24187 4.76 22.86 SCFD1  SCFD1_HUMAN 5 K.QLS#QLGQK.‐ 4.3 100 1.46E+05 QLS#QLGQK 1000 637 0 0 0 0 Sec1 family domain‐containing protein 1  35457:21348

491.24433 2 timecourse_ATM_combo_4hr 491.24187 5.01 21.29 SCFD1  SCFD1_HUMAN 5 K.QLS#QLGQK.‐ 5.8 100 1.80E+05 QLS#QLGQK 1000 637 0 0 0 0 Sec1 family domain‐containing protein 1  35452:21255

695.81094 2 timecourse_ATM_combo_8hr 695.80894 2.87 47.14 SCRN1  SCRN1_HUMAN 4 R.CICS#QLSLTTK.M 37.9 100 4.38E+06 CICS#QLSLTTK 64.5 189 0 0 0 0 Secernin‐1  35450:75833

695.81083 2 timecourse_ATM_combo_8hr 695.80894 2.72 46.77 SCRN1  SCRN1_HUMAN 4 R.CICS#QLSLTTK.M 38.6 100 4.43E+06 CICS#QLSLTTK 58.3 189 0 0 0 0 Secernin‐1  35451:76347

695.81109 2 timecourse_ATM_combo_4hr 695.80894 3.09 37.77 SCRN1  SCRN1_HUMAN 4 R.CICS#QLSLTTK.M 10.8 100 7.68E+05 CICS#QLSLTTK 61.1 189 0 0 0 0 Secernin‐1  35452:73996

695.8106 2 timecourse_ATM_combo_4hr 695.80894 2.39 34.78 SCRN1  SCRN1_HUMAN 4 R.CICS#QLSLTTK.M 11.9 100 8.36E+05 CICS#QLSLTTK 53.5 189 0 0 0 0 Secernin‐1  35453:75669

1238.15911 3 combeffx_ATM_ctrl 1238.15473 3.54 95.67 SCYL3  PACE1_HUMAN 1 R.EPCDDVKSQCTT#LDVEESSWDDCEPSSLDTK.V 6.3 100 7.03E+05 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 7.7 558 0,4 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35295:75707

1238.15951 3 combeffx_ATM_PI3Ki 1238.15473 3.86 72.37 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 4.9 100 5.12E+05 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 11.8 558 0,3 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35299:70394

1238.15887 3 combeffx_ATM_PI3Ki 1238.15473 3.34 71.4 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 10.2 100 1.20E+06 EPCDDVKSQCT#TLDVEESSWDDCEPSSLDTK 4.9 561 0,1 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35298:74696

1238.15976 3 combeffx_ATM_MEKi 1238.15473 4.06 62.57 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 4.8 100 3.77E+05 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 9.9 558 0,4 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35296:62918

1238.1609 3 timecourse_ATM_ctrl1 1238.15473 4.98 55.33 SCYL3  PACE1_HUMAN 1 R.EPCDDVKSQCT#TLDVEESSWDDCEPSSLDTK.V 38.4 100 3.24E+06 EPCDDVKSQCT#TLDVEESSWDDCEPSSLDTK 7.7 561 ‐3,0 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35449:182699

1238.16058 3 timecourse_ATM_combo_1hr 1238.15473 4.73 50.32 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 29.5 100 3.27E+06 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 4.5 558 0,3 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35457:184015

1238.16227 3 timecourse_ATM_ctrl1 1238.15473 6.09 50.16 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 24.8 100 2.66E+06 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 0 558 0,4 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35448:179740

1238.1621 3 timecourse_ATM_combo_4hr 1238.15473 5.95 44.01 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 11.6 100 1.56E+06 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 0 558 0,3 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35452:178380

1238.16183 3 timecourse_ATM_combo_2hr 1238.15473 5.73 42.2 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 15.0 100 1.36E+06 EPCDDVKSQCTT#LDVEESSWDDCEPSSLDTK 0 562 ‐4,0 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35454:171331

1238.16185 3 timecourse_ATM_ctrl2 1238.15473 5.75 41.83 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 11.6 94 9.62E+05 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 4.9 558 0,3 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35446:167222

1238.16202 3 timecourse_ATM_combo_8hr 1238.15473 5.89 41.74 SCYL3  PACE1_HUMAN 1 R.EPCDDVKSQCT#TLDVEESSWDDCEPSSLDTK.V 9.8 100 1.36E+06 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 0 558 0,4 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35451:185970

1238.16157 3 timecourse_ATM_combo_4hr 1238.15473 5.52 40.77 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 19.7 100 2.30E+06 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 0 558 0,4 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35453:181981

1238.16233 3 timecourse_ATM_ctrl2 1238.15473 6.14 39.07 SCYL3  PACE1_HUMAN 1 R.EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK.V 17.2 100 1.67E+06 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 8.8 558 0,4 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35447:170973

1238.16156 3 timecourse_ATM_combo_2hr 1238.15473 5.52 31.95 SCYL3  PACE1_HUMAN 1 R.EPCDDVKSQCTT#LDVEESSWDDCEPSSLDTK.V 24.2 100 1.75E+06 EPCDDVKS#QCTTLDVEESSWDDCEPSSLDTK 1.3 558 0,10 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35455:172741

1238.16275 3 timecourse_ATM_combo_1hr 1238.15473 6.48 28.81 SCYL3  PACE1_HUMAN 1 R.EPCDDVKSQCTT#LDVEESSWDDCEPSSLDTK.V 19.3 100 2.27E+06 EPCDDVKSQCTT#LDVEESSWDDCEPSSLDTK 5 562 ‐4,6 0 0 0 0 Protein‐associating with the carboxyl‐terminal domain of ezrin  35456:183286

594.27339 2 timecourse_ATM_combo_4hr 594.27083 4.31 57.66 SDAD1  SDA1_HUMAN 2 R.VLT#QEDFQK.I 59.6 100 1.73E+06 VLT#QEDFQK 1000 552 0 0 0 0 Protein SDA1 homolog  35453:46950

594.27379 2 timecourse_ATM_combo_2hr 594.27083 4.98 55.14 SDAD1  SDA1_HUMAN 2 R.VLT#QEDFQK.I 19.2 100 4.30E+05 VLT#QEDFQK 1000 552 0 0 0 0 Protein SDA1 homolog  35454:44717

594.27403 2 timecourse_ATM_combo_8hr 594.27083 5.38 49.75 SDAD1  SDA1_HUMAN 2 R.VLT#QEDFQK.I 79.2 100 2.82E+06 VLT#QEDFQK 1000 552 0 0 0 0 Protein SDA1 homolog  35451:46992

594.27347 2 timecourse_ATM_combo_2hr 594.27083 4.44 49.38 SDAD1  SDA1_HUMAN 2 R.VLT#QEDFQK.I 21.3 100 3.85E+05 VLT#QEDFQK 1000 552 0 0 0 0 Protein SDA1 homolog  35455:43931

594.27361 2 combeffx_ATM_comboi 594.27083 4.68 48.66 SDAD1  SDA1_HUMAN 2 R.VLT#QEDFQK.I 13.2 100 1.24E+06 VLT#QEDFQK 1000 552 0 0 0 0 Protein SDA1 homolog  35300:19638

594.27387 2 timecourse_ATM_combo_8hr 594.27083 5.13 46.73 SDAD1  SDA1_HUMAN 2 R.VLT#QEDFQK.I 75.6 100 2.91E+06 VLT#QEDFQK 1000 552 0 0 0 0 Protein SDA1 homolog  35450:47079

594.27378 2 timecourse_ATM_combo_4hr 594.27083 4.96 41.41 SDAD1  SDA1_HUMAN 2 R.VLT#QEDFQK.I 56.9 100 1.70E+06 VLT#QEDFQK 1000 552 0 0 0 0 Protein SDA1 homolog  35452:45793

1182.55361 2 timecourse_ATM_combo_1hr 1182.54506 7.23 90.3 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 32.3 100 2.18E+06 LYPELS#QYMGLSLNEEEIR 13.3 54 0 0 0 0 Syntenin‐1  35457:157445

1182.55485 2 timecourse_ATM_combo_1hr 1182.54506 8.28 90.19 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 35.0 100 2.15E+06 LYPELS#QYMGLSLNEEEIR 30.7 54 0 0 0 0 Syntenin‐1  35456:157507

1182.55341 2 timecourse_ATM_combo_2hr 1182.54506 7.06 85.26 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 40.9 100 2.17E+06 LYPELS#QYMGLSLNEEEIR 30.7 54 0 0 0 0 Syntenin‐1  35455:146901

1182.55406 2 timecourse_ATM_combo_4hr 1182.54506 7.61 76.67 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 37.1 100 2.43E+06 LYPELS#QYMGLSLNEEEIR 30.7 54 0 0 0 0 Syntenin‐1  35453:154031

1182.55526 2 timecourse_ATM_ctrl2 1182.54506 8.63 70.38 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 13.3 100 6.13E+05 LYPELS#QYMGLSLNEEEIR 18.9 54 0 0 0 0 Syntenin‐1  35447:143543

788.7055 3 timecourse_ATM_combo_8hr 788.69913 8.09 67.94 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 84.6 100 4.04E+06 LYPELS#QYMGLSLNEEEIR 17.1 54 0 0 0 0 Syntenin‐1  35450:155560

1182.553 2 timecourse_ATM_ctrl1 1182.54506 6.71 66.06 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 24.8 100 1.42E+06 LYPELS#QYMGLSLNEEEIR 30.7 54 0 0 0 0 Syntenin‐1  35449:157989

1182.55379 2 timecourse_ATM_combo_2hr 1182.54506 7.38 65.57 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 33.1 100 1.51E+06 LYPELS#QYMGLSLNEEEIR 30.7 54 0 0 0 0 Syntenin‐1  35454:146491

788.7051 3 timecourse_ATM_combo_4hr 788.69913 7.57 65.32 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 94.7 100 4.14E+06 LYPELS#QYMGLSLNEEEIR 5.1 54 0,2 0 0 0 0 Syntenin‐1  35453:154021

1182.55479 2 timecourse_ATM_combo_8hr 1182.54506 8.23 59.43 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 31.7 100 2.30E+06 LYPELS#QYMGLSLNEEEIR 17 54 0 0 0 0 Syntenin‐1  35450:155570

1182.5551 2 timecourse_ATM_ctrl2 1182.54506 8.49 56.18 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 10.9 100 4.61E+05 LYPELS#QYMGLSLNEEEIR 24.8 54 0 0 0 0 Syntenin‐1  35446:140992

1190.54872 2 timecourse_ATM_combo_1hr 1190.54252 5.21 55.35 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYM*GLSLNEEEIR.A 6.5 100 2.64E+05 LYPELS#QYM*GLSLNEEEIR 30.7 54 0 0 0 0 Syntenin‐1  35457:158005

1182.55442 2 timecourse_ATM_combo_8hr 1182.54506 7.92 55.1 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 40.0 100 3.17E+06 LYPELS#QYMGLSLNEEEIR 24.8 54 0 0 0 0 Syntenin‐1  35451:157530

794.03561 3 timecourse_ATM_combo_4hr 794.03077 6.1 54.3 SDCBP  SDCB1_HUMAN 4 R.LYPELSQY#M*GLSLNEEEIR.A 9.3 100 5.06E+05 LYPELSQY#M*GLSLNEEEIR 7.5 56 ‐2,0 0 0 0 0 Syntenin‐1  35453:154601

788.70445 3 timecourse_ATM_combo_2hr 788.69913 6.75 54.02 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 102.1 100 3.51E+06 LYPELSQY#MGLSLNEEEIR 2.6 56 ‐2,0 0 0 0 0 Syntenin‐1  35455:146891

794.03529 3 timecourse_ATM_combo_2hr 794.03077 5.69 53.32 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYM*GLSLNEEEIR.A 15.9 100 5.56E+05 LYPELS#QYM*GLSLNEEEIR 2.2 54 0,2 0 0 0 0 Syntenin‐1  35455:147461

794.03516 3 timecourse_ATM_combo_1hr 794.03077 5.53 53.26 SDCBP  SDCB1_HUMAN 4 R.LYPELSQY#M*GLSLNEEEIR.A 11.2 100 6.03E+05 LYPELS#QYM*GLSLNEEEIR 6.1 54 0,2 0 0 0 0 Syntenin‐1  35457:158015

788.7046 3 timecourse_ATM_combo_1hr 788.69913 6.94 52.59 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 93.8 100 3.95E+06 LYPELS#QYMGLSLNEEEIR 8.8 54 0,2 0 0 0 0 Syntenin‐1  35457:157435

1190.54948 2 timecourse_ATM_combo_2hr 1190.54252 5.85 52.18 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYM*GLSLNEEEIR.A 9.6 100 2.97E+05 LYPELS#QYM*GLSLNEEEIR 21.3 54 0 0 0 0 Syntenin‐1  35455:147471

788.70512 3 timecourse_ATM_combo_1hr 788.69913 7.61 52.01 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 71.6 100 3.05E+06 LYPELSQY#MGLSLNEEEIR 4.1 56 ‐2,0 0 0 0 0 Syntenin‐1  35456:157497

1190.54971 2 timecourse_ATM_combo_2hr 1190.54252 6.04 50.63 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYM*GLSLNEEEIR.A 8.2 100 2.43E+05 LYPELS#QYM*GLSLNEEEIR 7.5 54 0,2 0 0 0 0 Syntenin‐1  35454:147091

788.70523 3 timecourse_ATM_combo_4hr 788.69913 7.73 50.02 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 82.7 100 3.61E+06 LYPELSQY#MGLSLNEEEIR 0 56 ‐2,0 0 0 0 0 Syntenin‐1  35452:151300

1182.55412 2 timecourse_ATM_combo_4hr 1182.54506 7.66 49.57 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 29.9 100 1.86E+06 LYPELSQY#MGLSLNEEEIR 0 56 ‐2,0 0 0 0 0 Syntenin‐1  35452:151290

788.70496 3 timecourse_ATM_combo_2hr 788.69913 7.39 47.65 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 91.1 100 2.64E+06 LYPELS#QYMGLSLNEEEIR 5.1 54 0,2 0 0 0 0 Syntenin‐1  35454:146501

788.70446 3 timecourse_ATM_ctrl1 788.69913 6.76 44.81 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 55.4 100 2.26E+06 LYPELSQY#MGLSLNEEEIR 6.1 56 ‐2,0 0 0 0 0 Syntenin‐1  35449:157999

788.70551 3 timecourse_ATM_combo_8hr 788.69913 8.09 44.58 SDCBP  SDCB1_HUMAN 4 R.LYPELSQY#MGLSLNEEEIR.A 84.0 100 4.80E+06 LYPELS#QYMGLSLNEEEIR 3 54 0,2 0 0 0 0 Syntenin‐1  35451:157540

794.03519 3 timecourse_ATM_combo_2hr 794.03077 5.57 40.93 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYM*GLSLNEEEIR.A 16.5 100 4.77E+05 LYPELS#QYM*GLSLNEEEIR 2.6 54 0,2 0 0 0 0 Syntenin‐1  35454:147081



794.03586 3 timecourse_ATM_combo_4hr 794.03077 6.41 40.25 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYM*GLSLNEEEIR.A 7.2 100 4.65E+05 LYPELS#QYM*GLSLNEEEIR 4.1 54 0,2 0 0 0 0 Syntenin‐1  35452:151880

794.03505 3 timecourse_ATM_ctrl1 794.03077 5.39 38.77 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYM*GLSLNEEEIR.A 8.7 100 4.09E+05 LYPELS#QYM*GLSLNEEEIR 6.1 54 0,2 0 0 0 0 Syntenin‐1  35449:158579

788.70327 3 combeffx_ATM_comboi 788.69913 5.25 38.14 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 12.2 100 1.36E+06 LYPELSQY#MGLSLNEEEIR 0 56 ‐6,0 0 0 0 0 Syntenin‐1  35300:71681

788.70541 3 timecourse_ATM_ctrl1 788.69913 7.96 35.7 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 50.2 100 1.79E+06 LYPELS#QYMGLSLNEEEIR 2.7 54 0,2 0 0 0 0 Syntenin‐1  35448:155550

788.7052 3 timecourse_ATM_ctrl2 788.69913 7.7 34.33 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 31.7 100 1.14E+06 LYPELSQY#MGLSLNEEEIR 4.9 56 ‐6,0 0 0 0 0 Syntenin‐1  35447:143533

794.03594 3 timecourse_ATM_ctrl1 794.03077 6.51 33.99 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYM*GLSLNEEEIR.A 10.4 100 3.98E+05 LYPELS#QYM*GLSLNEEEIR 2.2 54 0,2 0 0 0 0 Syntenin‐1  35448:156130

1182.55534 2 timecourse_ATM_ctrl1 1182.54506 8.69 32.66 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 20.7 100 1.15E+06 LYPELSQY#MGLSLNEEEIR 0 56 ‐2,0 0 0 0 0 Syntenin‐1  35448:155560

788.70279 3 combeffx_ATM_comboi 788.69913 4.64 29.47 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYMGLSLNEEEIR.A 8.1 100 6.94E+05 LYPELS#QYMGLSLNEEEIR 3 54 ‐4,0 0 0 0 0 Syntenin‐1  35301:65529

794.03626 3 timecourse_ATM_combo_1hr 794.03077 6.91 29.28 SDCBP  SDCB1_HUMAN 4 R.LYPELS#QYM*GLSLNEEEIR.A 12.9 100 5.25E+05 LYPELS#QYM*GLSLNEEEIR 4.1 54 0,2 0 0 0 0 Syntenin‐1  35456:158067

875.09408 3 timecourse_ATM_combo_1hr 875.08811 6.82 80.11 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 99.9 100 5.94E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35456:167077

875.09313 3 timecourse_ATM_combo_4hr 875.08811 5.74 79.84 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 78.6 100 4.40E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35452:161670

875.09346 3 timecourse_ATM_ctrl1 875.08811 6.11 78.19 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 79.0 100 4.36E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35448:164350

875.0927 3 timecourse_ATM_combo_2hr 875.08811 5.25 75.06 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 108.1 100 3.95E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35455:156641

875.09198 3 timecourse_ATM_combo_1hr 875.08811 4.42 70.92 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 102.6 100 5.74E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35457:167315

875.09287 3 timecourse_ATM_combo_8hr 875.08811 5.44 65.53 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 56.4 100 3.71E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35450:166560

875.09356 3 timecourse_ATM_ctrl2 875.08811 6.23 62.9 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 65.7 100 2.78E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35447:153633

875.09303 3 timecourse_ATM_combo_8hr 875.08811 5.62 62.6 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 64.0 100 4.05E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35451:168650

875.09276 3 timecourse_ATM_combo_4hr 875.08811 5.31 62.53 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 83.5 100 4.71E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35453:164591

875.09292 3 timecourse_ATM_combo_2hr 875.08811 5.5 62.28 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 86.7 100 3.59E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35454:156001

784.71621 3 timecourse_ATM_combo_4hr 784.71210 5.24 61.8 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLK.D 17.0 100 7.73E+05 LNEELKVDEET#QEVLENLK 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35453:153581

784.71663 3 timecourse_ATM_combo_4hr 784.71210 5.77 61.17 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLK.D 12.5 100 6.87E+05 LNEELKVDEET#QEVLENLK 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35452:150830

875.09359 3 timecourse_ATM_ctrl2 875.08811 6.27 60.17 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 61.8 100 2.48E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35446:150642

784.71686 3 timecourse_ATM_combo_2hr 784.71210 6.07 57.78 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLK.D 19.8 100 6.89E+05 LNEELKVDEET#QEVLENLK 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35454:146051

875.09218 3 timecourse_ATM_ctrl1 875.08811 4.65 56.87 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 83.0 100 4.39E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35449:166929

784.7157 3 timecourse_ATM_combo_1hr 784.71210 4.59 56.33 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLK.D 19.8 100 9.95E+05 LNEELKVDEET#QEVLENLK 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35457:156945

784.71625 3 timecourse_ATM_ctrl1 784.71210 5.29 54.6 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLK.D 14.7 100 6.71E+05 LNEELKVDEET#QEVLENLK 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35448:155000

784.716 3 timecourse_ATM_combo_2hr 784.71210 4.97 50.65 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLK.D 20.7 100 7.13E+05 LNEELKVDEET#QEVLENLK 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35455:146481

784.7166 3 timecourse_ATM_combo_8hr 784.71210 5.73 45.25 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLK.D 13.7 100 8.92E+05 LNEELKVDEET#QEVLENLK 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35451:157030

632.96179 3 timecourse_ATM_combo_2hr 632.95772 6.43 37.92 SDF4  CAB45_HUMAN 0 K.VDEET#QEVLENLKDR.W 17.0 100 5.16E+05 VDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35454:119441

656.57175 4 timecourse_ATM_combo_2hr 656.56790 5.86 31.37 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 184.3 100 6.19E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35454:156011

656.57185 4 timecourse_ATM_combo_8hr 656.56790 6.02 30.37 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 109.3 100 6.49E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35450:166570

656.57089 4 combeffx_ATM_comboi 656.56790 4.55 29.07 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 13.9 100 2.34E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35300:76411

784.71692 3 timecourse_ATM_ctrl2 784.71210 6.14 28.85 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLK.D 8.4 100 3.16E+05 LNEELKVDEET#QEVLENLK 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35447:142943

656.57125 4 timecourse_ATM_ctrl1 656.56790 5.1 27.49 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 148.1 100 7.16E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35449:166939

632.96172 3 timecourse_ATM_ctrl1 632.95772 6.32 27.28 SDF4  CAB45_HUMAN 0 K.VDEET#QEVLENLKDR.W 10.3 100 5.37E+05 VDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35448:127187

656.57248 4 timecourse_ATM_combo_1hr 656.56790 6.98 26.7 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 185.5 100 9.59E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35456:167087

656.57168 4 timecourse_ATM_combo_2hr 656.56790 5.76 24.42 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 190.2 100 6.68E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35455:156651

656.57175 4 timecourse_ATM_combo_4hr 656.56790 5.86 24.15 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 154.7 100 7.59E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35453:164601

656.57109 4 timecourse_ATM_combo_1hr 656.56790 4.86 22.97 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 207.1 100 1.00E+07 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35457:167325

656.57209 4 timecourse_ATM_ctrl1 656.56790 6.38 22.63 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 143.4 100 6.97E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35448:164360

656.57202 4 timecourse_ATM_combo_8hr 656.56790 6.28 21.94 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 105.1 100 6.30E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35451:168660

656.57227 4 timecourse_ATM_ctrl2 656.56790 6.66 21.82 SDF4  CAB45_HUMAN 0 R.LNEELKVDEET#QEVLENLKDR.W 134.2 100 4.72E+06 LNEELKVDEET#QEVLENLKDR 1000 193 0 0 0 0 45 kDa calcium‐binding protein  35446:150652

1065.4756 3 timecourse_ATM_ctrl1 1065.46950 5.73 49.12 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPSHSDS#LAS#QQSVASHPR.Q 9.9 100 8.76E+05 TLENPVNVYNPSHSDS#LAS#QQSVASHPR 10.4 838 ‐4,0 14.2 841 0 0 Protein transport protein Sec16A  35448:175120

1065.47409 3 timecourse_ATM_combo_1hr 1065.46950 4.31 47.85 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPSHSDS#LAS#QQSVASHPR.Q 12.8 100 9.78E+05 TLENPVNVYNPSHSDS#LAS#QQSVASHPR 22.1 838 29 841 0 0 Protein transport protein Sec16A  35457:178955

779.366 4 combeffx_ATM_ctrl 779.36236 4.67 46.62 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPSHSDSLAS#QQSVASHPR.Q 8.5 100 1.22E+06 TLENPVNVYNPSHSDS#LASQQSVASHPR 1.8 838 ‐4,6 0 0 0 0 Protein transport protein Sec16A  35294:76524

1065.47582 3 timecourse_ATM_ctrl2 1065.46950 5.93 46.48 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPSHSDS#LAS#QQSVASHPR.Q 6.4 100 5.60E+05 TLENPVNVYNPSHSDS#LAS#QQSVASHPR 32.1 838 5.5 841 0,3 0 0 Protein transport protein Sec16A  35446:161962

1065.47397 3 timecourse_ATM_ctrl1 1065.46950 4.2 46.28 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPS#HS#DSLASQQSVASHPR.Q 10.6 100 8.63E+05 TLENPVNVYNPS#HSDSLAS#QQSVASHPR 9.5 834 0,4 9.3 841 ‐5,0 0 0 Protein transport protein Sec16A  35449:177939

1038.81808 3 timecourse_ATM_ctrl1 1038.81406 3.87 44.88 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPSHSDS#LASQQSVASHPR.Q 6.7 100 4.86E+05 TLENPVNVYNPSHSDSLAS#QQSVASHPR 9.9 841 0,3 0 0 0 0 Protein transport protein Sec16A  35449:176589

1038.81922 3 timecourse_ATM_ctrl2 1038.81406 4.97 38.22 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPSHSDSLAS#QQSVASHPR.Q 8.3 100 3.40E+05 TLENPVNVYNPSHSDSLAS#QQSVASHPR 40 841 0 0 0 0 Protein transport protein Sec16A  35447:164003

779.36807 4 combeffx_ATM_MEKi 779.36236 7.33 29.82 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPSHSDSLASQQS#VASHPR.Q 5.9 100 3.88E+05 TLENPVNVYNPSHSDSLASQQS#VASHPR 37.9 844 0 0 0 0 Protein transport protein Sec16A  35297:56418

566.25488 3 combeffx_ATM_PI3Ki 566.25281 3.66 29.49 SEC16A  SC16A_HUMAN 6 R.SSLSSHSHQS#QIYR.S 5.6 100 2.48E+05 SSLSSHSHQS#QIYR 11.3 1199 0,3 0 0 0 0 Protein transport protein Sec16A  35299:43560

779.3658 4 timecourse_ATM_combo_4hr 779.36236 4.41 28.04 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPS#HSDSLASQQSVASHPR.Q 9.3 94 8.18E+05 TLENPVNVYNPSHSDS#LASQQSVASHPR 0 838 ‐4,6 0 0 0 0 Protein transport protein Sec16A  35453:175081

566.25507 3 combeffx_ATM_PI3Ki 566.25281 3.99 24.22 SEC16A  SC16A_HUMAN 6 R.SSLSSHSHQS#QIYR.S 8.5 100 3.44E+05 SSLSSHSHQS#QIYR 13 1199 0,3 0 0 0 0 Protein transport protein Sec16A  35298:45353

779.3654 4 timecourse_ATM_combo_1hr 779.36236 3.9 23.38 SEC16A  SC16A_HUMAN 2 R.TLENPVNVYNPSHS#DSLASQQSVASHPR.Q 11.1 100 1.01E+06 TLENPVNVYNPSHS#DSLASQQSVASHPR 2.8 836 0,8 0 0 0 0 Protein transport protein Sec16A  35457:177325

620.32206 3 timecourse_ATM_combo_4hr 620.31937 4.34 23.47 SENP3  SENP3_HUMAN 0 R.LPPRWS#QLGTSQRPR.P 21.7 94 4.25E+06 LPPRWS#QLGTSQRPR 44.1 103 0 0 0 0 Sentrin‐specific protease 3  35453:123081

1115.79663 3 timecourse_ATM_combo_8hr 1115.79240 3.79 81.41 SENP6  SENP6_HUMAN 2 K.CSTVEDSCISSSASEMES#CSQNSSAKPVIK.K 13.8 100 7.84E+05 CSTVEDSCISSSASEMESCS#QNSSAKPVIK 8.7 815 ‐2,0 0 0 0 0 Sentrin‐specific protease 6  35451:183000

1115.79644 3 timecourse_ATM_combo_4hr 1115.79240 3.63 78.18 SENP6  SENP6_HUMAN 2 K.CSTVEDSCISSSASEMESCS#QNSSAKPVIK.K 9.8 100 3.87E+05 CSTVEDSCISSSASEMESCS#QNSSAKPVIK 7 815 0,4 0 0 0 0 Sentrin‐specific protease 6  35453:178651

1115.79771 3 timecourse_ATM_combo_8hr 1115.79240 4.76 60.62 SENP6  SENP6_HUMAN 2 K.CSTVEDSCISSSASEMESCS#QNSSAKPVIK.K 6.9 100 5.37E+05 CSTVEDSCISSSASEMESCSQNS#SAKPVIK 9.9 818 ‐5,1 0 0 0 0 Sentrin‐specific protease 6  35450:180150

716.00692 3 combeffx_ATM_comboi 716.00367 4.54 40.98 SEP10 SEP10_HUMAN 9 K.ATS#EIFHSQSFLATGSNLR.K 18.8 100 3.51E+06 ATS#EIFHSQSFLATGSNLR 7.7 427 0,5 0 0 0 0 Septin‐10  35300:67351

716.00651 3 combeffx_ATM_comboi 716.00367 3.97 35.1 SEP10 SEP10_HUMAN 9 K.AT#SEIFHSQSFLATGSNLR.K 26.7 100 2.67E+06 ATSEIFHSQS#FLATGSNLR 2.6 434 ‐8,0 0 0 0 0 Septin‐10  35301:61789

716.00559 3 combeffx_ATM_PI3Ki 716.00367 2.68 29.99 SEP10 SEP10_HUMAN 9 K.ATSEIFHSQS#FLATGSNLR.K 16.3 100 1.16E+06 ATSEIFHS#QSFLATGSNLR 2.6 432 ‐6,0 0 0 0 0 Septin‐10  35299:57501

1011.48778 3 timecourse_ATM_combo_8hr 1011.48533 2.42 34.65 SEPT2 SEPT2_HUMAN 10 K.QQPT#QFINPETPGYVGFANLPNQVHR.K 4.1 100 8.53E+05 QQPT#QFINPETPGYVGFANLPNQVHR 30.2 7 0 0 0 0 Septin‐2  35450:175940

1011.48719 3 timecourse_ATM_ctrl1 1011.48533 1.84 30.98 SEPT2 SEPT2_HUMAN 10 K.QQPT#QFINPETPGYVGFANLPNQVHR.K 5.4 100 6.98E+05 QQPT#QFINPETPGYVGFANLPNQVHR 44.3 7 0 0 0 0 Septin‐2  35449:175759

780.40008 3 timecourse_ATM_combo_1hr 780.39533 6.09 75.1 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGS#QAGGSQTLKR.D 50.5 100 1.82E+06 KTAAELLQSQGS#QAGGSQTLKR 20.2 411 0 0 0 0 Septin‐6  35456:156407

780.39683 3 combeffx_ATM_PI3Ki 780.39533 1.92 64.97 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGSQAGGS#QTLKR.D 10.7 100 9.97E+05 KTAAELLQSQGSQAGGS#QTLKR 7.5 416 0,2 0 0 0 0 Septin‐6  35298:63836

780.39979 3 timecourse_ATM_combo_8hr 780.39533 5.72 62.84 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGS#QAGGSQTLKR.D 5.8 94 2.55E+05 KTAAELLQSQGS#QAGGSQTLKR 9.6 411 ‐3,0 0 0 0 0 Septin‐6  35451:156460

737.70099 3 timecourse_ATM_ctrl2 737.69701 5.41 58.71 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGS#QAGGSQTLKR.D 7.8 100 2.90E+05 TAAELLQSQGS#QAGGSQTLKR 30.9 411 0 0 0 0 Septin‐6  35447:136943

780.39589 3 timecourse_ATM_ctrl2 780.39533 0.72 58.44 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGSQAGGS#QTLKR.D 28.3 94 5.32E+05 KTAAELLQSQGSQAGGSQT#LKR 6 418 ‐2,0 0 0 0 0 Septin‐6  35447:142393

780.39856 3 timecourse_ATM_combo_1hr 780.39533 4.14 56.5 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGSQAGGS#QTLKR.D 50.4 100 1.83E+06 KTAAELLQSQGSQAGGSQT#LKR 18.3 418 0 0 0 0 Septin‐6  35457:156435

780.39959 3 timecourse_ATM_ctrl1 780.39533 5.46 56.24 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGS#QAGGSQTLKR.D 30.6 100 1.18E+06 KTAAELLQSQGS#QAGGSQTLKR 7.8 411 ‐3,0 0 0 0 0 Septin‐6  35448:154440

780.39921 3 timecourse_ATM_combo_4hr 780.39533 4.97 53.95 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGS#QAGGSQTLKR.D 36.6 100 1.28E+06 KTAAELLQSQGS#QAGGSQTLKR 18.5 411 0 0 0 0 Septin‐6  35453:153021

737.70118 3 timecourse_ATM_ctrl2 737.69701 5.65 48.91 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGS#QAGGSQTLKR.D 7.9 100 2.84E+05 TAAELLQSQGS#QAGGSQTLKR 14.9 411 0 0 0 0 Septin‐6  35446:134556

737.70062 3 timecourse_ATM_combo_1hr 737.69701 4.91 48.4 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGS#QAGGSQTLKR.D 11.3 94 4.17E+05 TAAELLQSQGS#QAGGSQTLKR 52.1 411 0 0 0 0 Septin‐6  35457:151255

780.39877 3 timecourse_ATM_combo_2hr 780.39533 4.41 47 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGS#QAGGSQTLKR.D 41.0 100 8.56E+05 KTAAELLQSQGS#QAGGSQTLKR 8.7 411 ‐3,0 0 0 0 0 Septin‐6  35455:145981

780.3993 3 timecourse_ATM_combo_2hr 780.39533 5.09 46.48 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGS#QAGGSQTLKR.D 35.8 100 8.21E+05 KTAAELLQSQGS#QAGGSQTLKR 8.7 411 ‐3,0 0 0 0 0 Septin‐6  35454:145571

737.70024 3 timecourse_ATM_ctrl1 737.69701 4.38 46.39 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGS#QAGGSQTLKR.D 9.5 100 3.42E+05 TAAELLQSQGS#QAGGSQTLKR 28.4 411 0 0 0 0 Septin‐6  35449:151119

780.39927 3 timecourse_ATM_ctrl1 780.39533 5.06 43.88 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGS#QAGGSQTLKR.D 10.4 94 3.65E+05 KTAAELLQSQGS#QAGGSQTLKR 10 411 ‐3,0 0 0 0 0 Septin‐6  35449:156849

737.7016 3 timecourse_ATM_ctrl1 737.69701 6.22 40.44 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGS#QAGGSQTLKR.D 11.6 100 3.95E+05 TAAELLQSQGS#QAGGSQTLKR 16.5 411 0 0 0 0 Septin‐6  35448:148840

737.70021 3 timecourse_ATM_combo_2hr 737.69701 4.34 39.56 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGSQAGGS#QTLKR.D 16.2 100 4.76E+05 TAAELLQSQGSQAGGS#QTLKR 7.5 416 0,2 0 0 0 0 Septin‐6  35455:140901

780.38921 3 timecourse_ATM_ctrl2 780.39533 ‐7.84 39.33 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGSQAGGS#QTLKR.D 24.8 100 7.21E+05 KTAAELLQSQGSQAGGSQT#LKR 10.4 418 ‐2,0 0 0 0 0 Septin‐6  35446:139852

780.39717 3 combeffx_ATM_PI3Ki 780.39533 2.36 37.64 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGSQAGGSQT#LKR.D 14.5 94 7.14E+05 KTAAELLQSQGSQAGGSQT#LKR 3 418 ‐2,0 0 0 0 0 Septin‐6  35299:60514

737.7014 3 timecourse_ATM_combo_1hr 737.69701 5.95 36.69 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGSQAGGS#QTLKR.D 19.8 100 8.10E+05 TAAELLQSQGSQAGGS#QTLKR 6.7 416 0,2 0 0 0 0 Septin‐6  35456:151247

780.3997 3 timecourse_ATM_combo_4hr 780.39533 5.6 36.09 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGS#QAGGSQTLKR.D 34.3 100 1.32E+06 KTAAELLQSQGS#QAGGSQTLKR 16.5 411 0 0 0 0 Septin‐6  35452:150270

728.36537 3 timecourse_ATM_combo_4hr 728.36163 5.15 31.27 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGSQAGGS#QTLK.R 6.1 100 3.79E+05 KTAAELLQSQGSQAGGS#QTLK 10.9 416 0,2 0 0 0 0 Septin‐6  35452:143976

780.39774 3 combeffx_ATM_MEKi 780.39533 3.09 30.6 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGSQAGGSQT#LKR.D 7.7 100 3.91E+05 KTAAELLQSQGSQAGGSQT#LKR 0 418 ‐2,0 0 0 0 0 Septin‐6  35297:50488

728.36466 3 timecourse_ATM_combo_4hr 728.36163 4.16 28.96 SEPT6 SEPT6_HUMAN 11 R.KTAAELLQSQGSQAGGS#QTLK.R 7.1 94 3.15E+05 KTAAELLQSQGSQAGGS#QTLK 6.7 416 0,2 0 0 0 0 Septin‐6  35453:146341

737.70085 3 timecourse_ATM_combo_2hr 737.69701 5.21 28.28 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGSQAGGSQT#LKR.D 16.2 100 5.06E+05 TAAELLQSQGSQAGGSQT#LKR 4.1 418 ‐7,0 0 0 0 0 Septin‐6  35454:140781

737.70071 3 timecourse_ATM_combo_4hr 737.69701 5.02 27.5 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGSQAGGS#QTLKR.D 12.7 100 5.30E+05 TAAELLQSQGS#QAGGSQTLKR 10.8 411 0,7 0 0 0 0 Septin‐6  35453:147621

737.69997 3 timecourse_ATM_combo_1hr 737.69701 4.01 21.42 SEPT6 SEPT6_HUMAN 11 K.TAAELLQSQGSQAGGSQT#LKR.D 19.4 100 8.04E+05 TAAELLQSQGS#QAGGSQTLKR 4.8 411 0,5 0 0 0 0 Septin‐6  35457:151245

985.14133 3 timecourse_ATM_combo_8hr 985.13613 5.28 59.05 SEPT9 SEPT9_HUMAN 1 K.PAEAPTAPSPAQTLENSEPAPVS#QLQSR.L 10.6 100 6.28E+05 PAEAPTAPSPAQTLENSEPAPVS#QLQSR 26.9 217 0 0 0 0 Septin‐9  35451:176970

985.14072 3 timecourse_ATM_ctrl1 985.13613 4.66 53.36 SEPT9 SEPT9_HUMAN 1 K.PAEAPTAPSPAQTLENSEPAPVS#QLQSR.L 7.8 100 5.61E+05 PAEAPTAPSPAQTLENSEPAPVS#QLQSR 28.7 217 0 0 0 0 Septin‐9  35449:174559

985.14185 3 timecourse_ATM_ctrl1 985.13613 5.81 45.93 SEPT9 SEPT9_HUMAN 1 K.PAEAPTAPSPAQTLENSEPAPVS#QLQSR.L 8.6 100 5.48E+05 PAEAPTAPSPAQTLENSEPAPVS#QLQSR 15.2 217 0 0 0 0 Septin‐9  35448:171800

985.14242 3 timecourse_ATM_combo_1hr 985.13613 6.38 36.41 SEPT9 SEPT9_HUMAN 1 K.PAEAPTAPSPAQTLENSEPAPVS#QLQSR.L 4.5 100 3.34E+05 PAEAPTAPSPAQTLENSEPAPVS#QLQSR 11 217 0,4 0 0 0 0 Septin‐9  35456:174966

984.5004 4 timecourse_ATM_ctrl1 984.48966 10.91 35.96 SEPT9 SEPT9_HUMAN 1 K.RVEIQMPKPAEAPTAPSPAQTLENSEPAPVS#QLQSR.L 4.0 100 3.92E+05 RVEIQMPKPAEAPTAPSPAQTLENSEPAPVS#QLQSR 20.9 217 0 0 0 0 Septin‐9  35449:183649

511.22923 2 timecourse_ATM_combo_1hr 511.22676 4.83 30.65 SEPT9 SEPT9_HUMAN 2 R.HVDSLS#QR.S 103.4 100 1.69E+06 HVDSLS#QR 33.7 82 0 0 0 0 Septin‐9  35457:25644

587.29541 3 combeffx_ATM_comboi 587.29239 5.14 30.45 SEPT9 SEPT9_HUMAN 2 R.ATVASS#TQKFQDLGVK.N 14.2 100 2.43E+06 ATVASST#QKFQDLGVK 0 60 ‐2,0 0 0 0 0 Septin‐9  35300:53026

511.22969 2 timecourse_ATM_combo_4hr 511.22676 5.73 26.86 SEPT9 SEPT9_HUMAN 2 R.HVDSLS#QR.S 72.0 100 1.18E+06 HVDS#LSQR 10.3 80 0,2 0 0 0 0 Septin‐9  35453:25554

511.22961 2 timecourse_ATM_combo_2hr 511.22676 5.57 25.01 SEPT9 SEPT9_HUMAN 2 R.HVDSLS#QR.S 79.0 100 8.73E+05 HVDSLS#QR 23.3 82 0 0 0 0 Septin‐9  35455:23512

511.2291 2 combeffx_ATM_PI3Ki 511.22676 4.58 23.24 SEPT9 SEPT9_HUMAN 2 R.HVDS#LSQR.S 35.9 100 8.04E+05 HVDSLS#QR 4 82 ‐2,0 0 0 0 0 Septin‐9  35298:11058

511.22934 2 timecourse_ATM_combo_8hr 511.22676 5.05 21.65 SEPT9 SEPT9_HUMAN 2 R.HVDS#LSQR.S 37.7 100 1.05E+06 HVDSLS#QR 17 82 0 0 0 0 Septin‐9  35451:25811

511.22956 2 timecourse_ATM_combo_8hr 511.22676 5.48 20.66 SEPT9 SEPT9_HUMAN 2 R.HVDS#LSQR.S 50.4 100 1.12E+06 HVDSLS#QR 8.7 82 ‐2,0 0 0 0 0 Septin‐9  35450:25535

511.22924 2 timecourse_ATM_combo_4hr 511.22676 4.85 20.63 SEPT9 SEPT9_HUMAN 2 R.HVDS#LSQR.S 50.8 100 1.05E+06 HVDSLS#QR 24.8 82 0 0 0 0 Septin‐9  35452:25294

511.22972 2 timecourse_ATM_combo_2hr 511.22676 5.79 18.82 SEPT9 SEPT9_HUMAN 2 R.HVDSLS#QR.S 57.9 100 8.17E+05 HVDS#LSQR 10.3 80 0,2 0 0 0 0 Septin‐9  35454:24610

587.29476 3 combeffx_ATM_PI3Ki 587.29239 4.04 16.18 SEPT9 SEPT9_HUMAN 2 R.ATVASST#QKFQDLGVK.N 13.2 100 1.13E+06 ATVASST#QKFQDLGVK 5.3 60 ‐2,0 0 0 0 0 Septin‐9  35298:48051

1084.52973 2 timecourse_ATM_ctrl2 1084.52279 6.4 104.74 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 18.8 100 8.31E+05 KPANDITS#QLEINFGDLGR 28.9 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35446:132500

1084.52741 2 combeffx_ATM_PI3Ki 1084.52279 4.26 102.7 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 15.2 100 1.17E+06 KPANDITS#QLEINFGDLGR 26.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35298:60869

1084.52814 2 combeffx_ATM_comboi 1084.52279 4.93 95.53 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 34.8 100 2.97E+06 KPANDIT#SQLEINFGDLGR 10.3 352 0,1 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35301:62159

1084.52912 2 timecourse_ATM_combo_4hr 1084.52279 5.84 93.74 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 134.9 100 6.67E+06 KPANDITS#QLEINFGDLGR 26.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35452:143250

1084.52942 2 timecourse_ATM_combo_2hr 1084.52279 6.11 93.68 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 120.8 100 3.90E+06 KPANDITS#QLEINFGDLGR 28.9 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35454:139011

1084.52733 2 combeffx_ATM_comboi 1084.52279 4.19 93.22 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 28.2 100 4.21E+06 KPANDITS#QLEINFGDLGR 10.3 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35300:67741

1084.52851 2 timecourse_ATM_combo_4hr 1084.52279 5.27 92.59 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 165.7 100 8.49E+06 KPANDIT#SQLEINFGDLGR 9.3 352 0,1 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35453:145687

1084.5297 2 timecourse_ATM_ctrl1 1084.52279 6.37 89.39 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 43.2 100 1.79E+06 KPANDITS#QLEINFGDLGR 22.9 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35448:146971

1084.52892 2 timecourse_ATM_ctrl2 1084.52279 5.65 88.24 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 27.7 100 1.06E+06 KPANDITS#QLEINFGDLGR 21.5 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35447:134959

1084.52811 2 timecourse_ATM_combo_8hr 1084.52279 4.91 84.1 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 163.0 100 1.01E+07 KPANDITS#QLEINFGDLGR 26.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35451:148941

1084.5278 2 timecourse_ATM_combo_8hr 1084.52279 4.62 81.99 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 131.9 100 8.33E+06 KPANDITS#QLEINFGDLGR 28.9 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35450:146973

1084.52965 2 timecourse_ATM_combo_2hr 1084.52279 6.33 80.16 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 122.9 100 4.28E+06 KPANDITS#QLEINFGDLGR 28.9 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35455:138977

1084.52755 2 timecourse_ATM_ctrl1 1084.52279 4.39 75.86 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 40.9 100 1.84E+06 KPANDITS#QLEINFGDLGR 11.5 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35449:149223

1084.53056 2 timecourse_ATM_combo_1hr 1084.52279 7.16 74.49 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 111.6 100 4.89E+06 KPANDITS#QLEINFGDLGR 26.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35456:149545

1084.52951 2 timecourse_ATM_combo_1hr 1084.52279 6.2 73.39 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 104.2 100 4.47E+06 KPANDITS#QLEINFGDLGR 20.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35457:149425

723.35324 3 combeffx_ATM_PI3Ki 723.35096 3.15 65.18 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 123.7 100 6.09E+06 KPANDITS#QLEINFGDLGR 19.8 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35299:57784

1006.47899 2 timecourse_ATM_combo_1hr 1006.47224 6.71 59.36 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 24.4 100 1.40E+06 KPANDITS#QLEINFGDLG 28.9 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35457:138918

1006.47914 2 timecourse_ATM_combo_2hr 1006.47224 6.86 58.23 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 39.5 100 1.54E+06 KPANDITS#QLEINFGDLG 13.2 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35455:128920

1006.47891 2 timecourse_ATM_combo_2hr 1006.47224 6.63 52.71 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 36.1 100 1.36E+06 KPANDITS#QLEINFGDLG 20.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35454:128645

921.42347 2 combeffx_ATM_comboi 921.41948 4.33 52.51 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGD.L 10.2 100 1.76E+06 KPANDITS#QLEINFGD 26.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35300:56557

723.35435 3 combeffx_ATM_MEKi 723.35096 4.69 51.56 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 17.8 100 7.18E+05 KPANDITS#QLEINFGDLGR 6.4 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35296:52809

921.42559 2 timecourse_ATM_combo_8hr 921.41948 6.63 47.16 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGD.L 30.0 100 2.61E+06 KPANDITS#QLEINFGD 26.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35451:123420

723.35368 3 combeffx_ATM_PI3Ki 723.35096 3.76 45.63 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 119.3 100 8.44E+06 KPANDITS#QLEINFGDLGR 5 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35298:60859

723.35429 3 combeffx_ATM_comboi 723.35096 4.6 44.71 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 267.9 100 2.44E+07 KPANDITS#QLEINFGDLGR 6.4 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35301:62149

1006.47817 2 timecourse_ATM_combo_8hr 1006.47224 5.89 44.03 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 65.8 100 4.48E+06 KPANDITS#QLEINFGDLG 11.5 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35450:135513

723.35397 3 combeffx_ATM_comboi 723.35096 4.16 43.14 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 272.0 100 3.95E+07 KPANDITS#QLEINFGDLGR 14 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35300:67731

723.35542 3 timecourse_ATM_combo_2hr 723.35096 6.17 42.16 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 504.7 100 1.76E+07 KPANDITS#QLEINFGDLGR 5.8 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35454:139021

723.35467 3 combeffx_ATM_MEKi 723.35096 5.13 41.66 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 16.6 100 4.20E+05 KPANDITS#QLEINFGDLGR 7 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35297:48388

723.35575 3 timecourse_ATM_combo_4hr 723.35096 6.62 41.33 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 732.0 100 3.57E+07 KPANDITS#QLEINFGDLGR 14.9 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35452:143260

826.74714 3 timecourse_ATM_combo_4hr 826.74273 5.33 41.23 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGRPGR.G 7.5 100 4.74E+05 KPANDITS#QLEINFGDLGRPGR 0 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35453:159161

723.35495 3 timecourse_ATM_combo_8hr 723.35096 5.52 40.5 SERBP1  PAIRB_HUMAN 4 R.KPANDIT#SQLEINFGDLGR.P 599.1 100 4.00E+07 KPANDITS#QLEINFGDLGR 17 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35451:148951

723.35401 3 combeffx_ATM_comboi 723.35096 4.22 40.3 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 271.6 100 3.95E+07 KPANDITS#QLEINFGDLGR 5.4 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35300:67751

1006.47953 2 timecourse_ATM_combo_8hr 1006.47224 7.24 39 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 82.4 100 5.16E+06 KPANDITS#QLEINFGDLG 19.3 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35451:137331

723.35503 3 timecourse_ATM_ctrl2 723.35096 5.63 38.85 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 124.9 100 6.53E+06 KPANDITS#QLEINFGDLGR 0 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35447:134949

1006.48049 2 timecourse_ATM_combo_1hr 1006.47224 8.2 38.59 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 28.7 100 1.36E+06 KPANDITS#QLEINFGDLG 11.5 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35456:138489

723.35556 3 timecourse_ATM_ctrl1 723.35096 6.36 37.58 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 190.9 100 8.28E+06 KPANDITS#QLEINFGDLGR 5.8 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35448:146961

1006.47921 2 timecourse_ATM_combo_4hr 1006.47224 6.93 36.57 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 42.7 100 2.63E+06 KPANDITS#QLEINFGDLG 18.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35453:135255

723.3556 3 timecourse_ATM_combo_2hr 723.35096 6.41 36.25 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 533.2 100 1.85E+07 KPANDITS#QLEINFGDLGR 11.5 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35455:138997

723.35562 3 timecourse_ATM_ctrl2 723.35096 6.44 36.14 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 121.5 100 6.03E+06 KPANDITS#QLEINFGDLGR 5.8 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35446:132510

723.35534 3 timecourse_ATM_combo_8hr 723.35096 6.06 35.3 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 613.9 100 3.84E+07 KPANDITS#QLEINFGDLGR 32.3 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35450:146983

723.35555 3 timecourse_ATM_combo_4hr 723.35096 6.35 34.28 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 694.5 100 3.56E+07 KPANDITS#QLEINFGDLGR 6.4 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35453:145697

1006.47935 2 timecourse_ATM_combo_4hr 1006.47224 7.06 33.4 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 37.3 100 2.24E+06 KPANDITS#QLEINFGDLG 22.9 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35452:132638

671.32087 3 timecourse_ATM_combo_8hr 671.31725 5.39 32.6 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 19.3 100 1.13E+06 KPANDITS#QLEINFGDLG 14.5 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35450:135503

921.42488 2 timecourse_ATM_combo_8hr 921.41948 5.86 32.32 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGD.L 24.2 100 2.17E+06 KPANDITS#QLEINFGD 24.4 353 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35450:122178

723.35422 3 timecourse_ATM_ctrl1 723.35096 4.51 31.36 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 184.3 100 8.65E+06 KPANDITS#QLEINFGDLGR 6.4 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35449:149233

1006.47915 2 timecourse_ATM_ctrl1 1006.47224 6.87 30.97 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLG.R 10.9 100 5.22E+05 KPANDITS#QLEINFGDLG 10.3 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35448:136640

723.35608 3 timecourse_ATM_combo_1hr 723.35096 7.08 27.36 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 417.9 100 1.97E+07 KPANDITS#QLEINFGDLGR 5.4 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35456:149535

723.35542 3 timecourse_ATM_combo_1hr 723.35096 6.17 24.09 SERBP1  PAIRB_HUMAN 4 R.KPANDITS#QLEINFGDLGR.P 332.6 100 2.06E+07 KPANDITS#QLEINFGDLGR 0 353 ‐1,0 0 0 0 0 Plasminogen activator inhibitor 1 RNA‐binding protein  35457:149405

938.42203 2 timecourse_ATM_combo_8hr 938.41660 5.79 53.03 SERGEF  SRGEF_HUMAN 1 K.VTYLSPDAIEDTES#QK.A 4.5 100 2.63E+05 VTYLSPDAIEDTES#QK 7.5 427 ‐2,0 0 0 0 0 Secretion‐regulating guanine nucleotide exchange factor  35451:126067

938.42134 2 timecourse_ATM_combo_4hr 938.41660 5.05 47.13 SERGEF  SRGEF_HUMAN 1 K.VTYLSPDAIEDT#ESQK.A 2.4 86 5.38E+04 VTYLSPDAIEDT#ESQK 10.3 425 0,2 0 0 0 0 Secretion‐regulating guanine nucleotide exchange factor  35453:124241

674.65768 3 timecourse_ATM_ctrl2 674.65399 5.47 28.68 SF3A1  SF3A1_HUMAN 2 K.VMQQQQQTT#QQQLPQK.V 4.9 100 1.08E+05 VMQQQQQTT#QQQLPQK 9.8 124 ‐1,0 0 0 0 0 Splicing factor 3A subunit 1  35446:123329

674.65726 3 timecourse_ATM_ctrl1 674.65399 4.85 23.77 SF3A1  SF3A1_HUMAN 2 K.VMQQQQQTT#QQQLPQK.V 7.6 100 2.16E+05 VMQQQQQTT#QQQLPQK 11.5 124 ‐1,0 0 0 0 0 Splicing factor 3A subunit 1  35449:139801

674.65802 3 timecourse_ATM_combo_1hr 674.65399 5.97 19.28 SF3A1  SF3A1_HUMAN 2 K.VMQQQQQTT#QQQLPQK.V 6.0 100 1.73E+05 VMQQQQQTT#QQQLPQK 14.5 124 0 0 0 0 Splicing factor 3A subunit 1  35456:139749

848.0123 3 timecourse_ATM_combo_1hr 848.00892 3.99 39.9 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 22.9 100 2.22E+06 SRWDET#PAS#QMGGST#PVLTPGK 22.7 341 44.4 344 10.3 350 ‐1,0 Splicing factor 3B subunit 1  35457:164525

848.01303 3 timecourse_ATM_combo_4hr 848.00892 4.85 34.14 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 16.5 100 1.62E+06 SRWDET#PAS#QMGGST#PVLTPGK 34.5 341 22.2 344 4.8 350 ‐1,0 Splicing factor 3B subunit 1  35453:161551

1069.98281 2 timecourse_ATM_combo_4hr 1069.97685 5.57 33.98 SF3B1  SF3B1_HUMAN 4 R.WDETPASQMGGS#TPVLTPGK.T 1.7 81 5.45E+04 WDETPAS#QMGGSTPVLTPGK 11.6 344 ‐3,0 0 0 0 0 Splicing factor 3B subunit 1  35452:142017

848.01342 3 timecourse_ATM_ctrl2 848.00892 5.31 33.3 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 15.9 100 1.16E+06 SRWDET#PAS#QMGGST#PVLTPGK 30.3 341 12.7 344 ‐8,0 4 350 ‐1,0 Splicing factor 3B subunit 1  35446:147912

848.0135 3 timecourse_ATM_combo_1hr 848.00892 5.4 32.11 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 23.9 100 2.30E+06 SRWDET#PAS#QMGGST#PVLTPGK 28.2 341 29.1 344 6.6 350 ‐1,0 Splicing factor 3B subunit 1  35456:164457

848.0126 3 timecourse_ATM_combo_8hr 848.00892 4.34 30.57 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 10.6 100 9.32E+05 SRWDET#PAS#QMGGST#PVLTPGK 25.7 341 29.1 344 13.3 350 Splicing factor 3B subunit 1  35451:165530

848.01324 3 timecourse_ATM_combo_2hr 848.00892 5.09 29.02 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 18.8 100 1.12E+06 SRWDET#PAS#QMGGST#PVLTPGK 28.6 341 25.6 344 23.3 350 Splicing factor 3B subunit 1  35454:153281

848.01262 3 timecourse_ATM_ctrl1 848.00892 4.36 27.99 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 14.9 100 1.63E+06 SRWDET#PAS#QMGGST#PVLTPGK 28.6 341 32.4 344 24.8 350 Splicing factor 3B subunit 1  35449:164239

848.01325 3 timecourse_ATM_ctrl2 848.00892 5.11 26.22 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 18.7 100 1.33E+06 SRWDET#PAS#QMGGST#PVLTPGK 31.8 341 29.4 344 22 350 Splicing factor 3B subunit 1  35447:150733

848.0134 3 timecourse_ATM_combo_4hr 848.00892 5.28 25.09 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 16.6 100 1.57E+06 SRWDET#PAS#QMGGST#PVLTPGK 26.2 341 36.1 344 13.3 350 Splicing factor 3B subunit 1  35452:158690

848.013 3 timecourse_ATM_combo_2hr 848.00892 4.81 19.56 SF3B1  SF3B1_HUMAN 4 K.SRWDET#PAS#QMGGS#TPVLTPGK.T 15.0 100 1.02E+06 SRWDET#PAS#QMGGST#PVLTPGK 19.9 341 8.6 344 ‐8,0 14.2 350 Splicing factor 3B subunit 1  35455:153871

1149.94976 2 timecourse_ATM_combo_4hr 1149.94317 5.73 16.25 SF3B1  SF3B1_HUMAN 4 R.WDET#PAS#QMGGST#PVLTPGK.T 3.6 100 5.38E+05 WDET#PAS#QMGGST#PVLTPGK 34.1 341 19.6 344 16.2 350 Splicing factor 3B subunit 1  35453:151161

996.99018 4 timecourse_ATM_combo_4hr 996.98351 6.69 47.11 SF3B2  SF3B2_HUMAN 2 R.KGPAPELQGVEVALAPEELELDPMAMT#QKYEEHVR.E 7.1 100 4.57E+05 KGPAPELQGVEVALAPEELELDPMAMT#QKYEEHVR 6.9 841 0,3 0 0 0 0 Splicing factor 3B subunit 2  35453:183251

832.39999 2 timecourse_ATM_combo_8hr 832.39560 5.27 52.86 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 18.4 100 1.36E+06 YTIHS#QLEHLQSK 55.2 9 0 0 0 0 Splicing factor 3B subunit 5  35451:107333

832.40027 2 timecourse_ATM_combo_8hr 832.39560 5.61 40.73 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 16.2 100 1.19E+06 YTIHS#QLEHLQSK 30.7 9 0 0 0 0 Splicing factor 3B subunit 5  35450:106347

555.26803 3 combeffx_ATM_PI3Ki 555.26616 3.37 39.4 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 25.6 100 2.48E+06 YTIHS#QLEHLQSK 33.5 9 0 0 0 0 Splicing factor 3B subunit 5  35298:43809

832.40001 2 timecourse_ATM_combo_4hr 832.39560 5.3 39.13 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 6.0 100 4.41E+05 YTIHS#QLEHLQSK 20.9 9 0 0 0 0 Splicing factor 3B subunit 5  35452:103961

555.26865 3 combeffx_ATM_comboi 555.26616 4.48 36.54 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 156.0 100 2.58E+07 YTIHS#QLEHLQSK 21.3 9 0 0 0 0 Splicing factor 3B subunit 5  35300:48100

555.26877 3 timecourse_ATM_combo_4hr 555.26616 4.7 35.72 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 153.0 100 6.57E+06 YTIHS#QLEHLQSK 27.1 9 0 0 0 0 Splicing factor 3B subunit 5  35453:105952

555.26886 3 timecourse_ATM_combo_8hr 555.26616 4.86 34.86 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 276.0 100 1.59E+07 YTIHS#QLEHLQSK 40.2 9 0 0 0 0 Splicing factor 3B subunit 5  35451:107323

555.26854 3 combeffx_ATM_comboi 555.26616 4.29 31.33 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 189.7 100 2.11E+07 YTIHS#QLEHLQSK 40.2 9 0 0 0 0 Splicing factor 3B subunit 5  35301:44032

832.39947 2 timecourse_ATM_combo_4hr 832.39560 4.66 31.15 SF3B5  SF3B5_HUMAN 0 R.YT#IHSQLEHLQSK.Y 6.7 100 5.18E+05 YTIHS#QLEHLQSK 30.7 9 0 0 0 0 Splicing factor 3B subunit 5  35453:105942

555.2679 3 combeffx_ATM_PI3Ki 555.26616 3.13 28.62 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 26.9 100 1.81E+06 YTIHS#QLEHLQSK 40.2 9 0 0 0 0 Splicing factor 3B subunit 5  35299:42146

555.26907 3 timecourse_ATM_combo_8hr 555.26616 5.24 26.66 SF3B5  SF3B5_HUMAN 0 R.YTIHS#QLEHLQSK.Y 269.2 100 1.58E+07 YTIHS#QLEHLQSK 40.2 9 0 0 0 0 Splicing factor 3B subunit 5  35450:106337

1165.90545 3 timecourse_ATM_ctrl1 1165.90360 1.59 87.43 SGK223  SG223_HUMAN 1 K.GAPSASSS#QLSVSSQASTGSTQLQLHGLLSNISSK.E 7.5 100 7.64E+05 GAPSASSS#QLSVSSQASTGSTQLQLHGLLSNISSK 9.3 919 ‐1,0 0 0 0 0 Tyrosine‐protein kinase SgK223  35449:181119

1165.90729 3 timecourse_ATM_ctrl1 1165.90360 3.16 52.84 SGK223  SG223_HUMAN 1 K.GAPSASSS#QLSVSSQASTGSTQLQLHGLLSNISSK.E 5.5 100 6.35E+05 GAPSASSS#QLSVSSQASTGSTQLQLHGLLSNISSK 21.5 919 0 0 0 0 Tyrosine‐protein kinase SgK223  35448:178170

760.34696 3 timecourse_ATM_combo_1hr 760.34246 5.92 26.76 SGK223  SG223_HUMAN 1 K.EKPSFPYQDRPST#QESFR.Q 3.0 94 2.83E+05 EKPSFPYQDRPST#QESFR 17 203 0 0 0 0 Tyrosine‐protein kinase SgK223  35456:153857

760.34681 3 timecourse_ATM_ctrl1 760.34246 5.72 22.29 SGK223  SG223_HUMAN 1 K.EKPSFPYQDRPST#QESFR.Q 6.0 94 4.21E+05 EKPSFPYQDRPST#QESFR 8.7 203 ‐1,0 0 0 0 0 Tyrosine‐protein kinase SgK223  35448:151660

456.7157 2 combeffx_ATM_comboi 456.71294 6.04 39.87 SH3PXD2B  SPD2B_HUMAN 1 K.ELLS#SQR.D 13.0 100 5.57E+05 ELLS#SQR 16.2 318 0 0 0 0 SH3 and PX domain‐containing protein 2B  35300:5808

585.28422 2 timecourse_ATM_combo_1hr 585.28171 4.29 38.19 SH3PXD2B  SPD2B_HUMAN 1 R.EKELLSS#QR.D 21.0 100 4.22E+05 EKELLSS#QR 24.4 319 0 0 0 0 SH3 and PX domain‐containing protein 2B  35457:44691

585.28461 2 timecourse_ATM_combo_4hr 585.28171 4.95 32.3 SH3PXD2B  SPD2B_HUMAN 1 R.EKELLSS#QR.D 16.9 100 3.67E+05 EKELLSS#QR 20.4 319 0 0 0 0 SH3 and PX domain‐containing protein 2B  35452:43333

456.71546 2 combeffx_ATM_comboi 456.71294 5.52 30.69 SH3PXD2B  SPD2B_HUMAN 1 K.ELLS#SQR.D 8.0 100 3.12E+05 ELLS#SQR 16.2 318 0 0 0 0 SH3 and PX domain‐containing protein 2B  35301:5488

585.28454 2 timecourse_ATM_combo_1hr 585.28171 4.84 29.38 SH3PXD2B  SPD2B_HUMAN 1 R.EKELLSS#QR.D 19.9 100 4.50E+05 EKELLSS#QR 22.9 319 0 0 0 0 SH3 and PX domain‐containing protein 2B  35456:44534

585.28459 2 timecourse_ATM_combo_8hr 585.28171 4.92 23.78 SH3PXD2B  SPD2B_HUMAN 1 R.EKELLSS#QR.D 16.8 100 4.15E+05 EKELLSS#QR 21.5 319 0 0 0 0 SH3 and PX domain‐containing protein 2B  35451:44481

585.28459 2 timecourse_ATM_combo_8hr 585.28171 4.92 20.76 SH3PXD2B  SPD2B_HUMAN 1 R.EKELLS#SQR.D 15.3 100 4.37E+05 EKELLSS#QR 9.3 319 ‐1,0 0 0 0 0 SH3 and PX domain‐containing protein 2B  35450:44459

585.28437 2 timecourse_ATM_combo_2hr 585.28171 4.54 17.67 SH3PXD2B  SPD2B_HUMAN 1 R.EKELLSS#QR.D 17.7 100 2.55E+05 EKELLSS#QR 21.5 319 0 0 0 0 SH3 and PX domain‐containing protein 2B  35455:41617

996.43875 2 timecourse_ATM_combo_8hr 996.43331 5.46 78.54 SIN3A  SIN3A_HUMAN 1 R.SLLDGNIDSS#QYEDSLR.E 20.4 100 1.10E+06 SLLDGNIDSS#QYEDSLR 21.5 977 0 0 0 0 Paired amphipathic helix protein Sin3a  35450:134093

666.63953 3 combeffx_ATM_comboi 666.63565 5.82 56.79 SIPA1L1  SI1L1_HUMAN 3 R.SPASIDRQNT#QSDIGGSGK.S 6.6 100 4.17E+05 SPASIDRQNT#QSDIGGSGK 12.7 1190 0,2 0 0 0 0 Signal‐induced proliferation‐associated 1‐like protein 1  35300:62278

666.63884 3 combeffx_ATM_PI3Ki 666.63565 4.79 34.03 SIPA1L1  SI1L1_HUMAN 3 R.SPASIDRQNT#QSDIGGSGK.S 3.5 100 1.64E+05 SPASIDRQNT#QSDIGGSGK 15 1190 0 0 0 0 Signal‐induced proliferation‐associated 1‐like protein 1  35299:53297

808.84983 2 timecourse_ATM_combo_1hr 808.84643 4.2 34.01 SIPA1L1  SI1L1_HUMAN 4 K.LIDLES#PTPES#QK.S 7.4 100 4.54E+05 LIDLES#PTPES#QK 33.7 1549 43.5 1554 0 0 Signal‐induced proliferation‐associated 1‐like protein 1  35457:102762

636.27129 2 timecourse_ATM_ctrl1 636.26681 7.04 30.98 SIPA1L1  SI1L1_HUMAN 3 R.QNT#QSDIGGSGK.S 5.8 100 6.03E+04 QNT#QSDIGGSGK 24.8 1190 0 0 0 0 Signal‐induced proliferation‐associated 1‐like protein 1  35448:61686

636.26976 2 timecourse_ATM_combo_8hr 636.26681 4.64 24.06 SIPA1L1  SI1L1_HUMAN 3 R.QNT#QSDIGGSGK.S 4.6 100 5.14E+04 QNT#QSDIGGSGK 30.7 1190 0 0 0 0 Signal‐induced proliferation‐associated 1‐like protein 1  35450:61072

774.03254 3 timecourse_ATM_ctrl1 774.02831 5.46 66.21 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 175.6 100 7.38E+06 EGLDISHLQGQEELLSS#QEK 6.6 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35448:153580

854.42432 3 timecourse_ATM_ctrl1 854.42132 3.51 54.99 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 40.3 100 2.64E+06 LKEGLDISHLQGQEELLSS#QEK 21.5 940 0 0 0 0 Solute carrier family 12 member 2  35449:164879

641.07097 4 timecourse_ATM_combo_4hr 641.06781 4.93 53.33 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 16.3 100 9.72E+05 LKEGLDISHLQGQEELLSS#QEK 0 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35452:159470

774.0331 3 timecourse_ATM_combo_4hr 774.02831 6.19 53.05 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 266.8 100 1.07E+07 EGLDISHLQGQEELLSS#QEK 5.9 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35452:149430

707.58683 4 timecourse_ATM_combo_1hr 707.58343 4.81 52.94 SLC12A2  S12A2_HUMAN 3 R.DGGGVRDEGPAAAGDGLGRPLGPTPSQS#R.F 3.8 100 1.84E+05 DGGGVRDEGPAAAGDGLGRPLGPTPSQS#R 5.1 79 ‐2,0 0 0 0 0 Solute carrier family 12 member 2  35457:172725

1160.54627 2 timecourse_ATM_combo_4hr 1160.53883 6.41 52.1 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 24.4 100 1.02E+06 EGLDISHLQGQEELLSS#QEK 8.6 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35452:149440

641.07102 4 timecourse_ATM_combo_8hr 641.06781 5.01 51.02 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 9.9 100 5.08E+05 LKEGLDISHLQGQEELLSS#QEK 18.9 940 0 0 0 0 Solute carrier family 12 member 2  35450:164320

854.42632 3 timecourse_ATM_ctrl2 854.42132 5.85 50.54 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 33.0 100 1.35E+06 LKEGLDISHLQGQEELLSS#QEK 32.4 940 0 0 0 0 Solute carrier family 12 member 2  35446:148762

774.03317 3 timecourse_ATM_combo_8hr 774.02831 6.28 47.17 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 182.8 100 8.66E+06 EGLDISHLQGQEELLSS#QEK 11.3 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35451:155610

774.03259 3 timecourse_ATM_combo_4hr 774.02831 5.53 47.09 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 263.8 100 1.05E+07 EGLDISHLQGQEELLSS#QEK 5.9 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35453:152131

774.03361 3 timecourse_ATM_combo_8hr 774.02831 6.85 46.72 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 171.2 100 8.24E+06 EGLDISHLQGQEELLSS#QEK 5.9 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35450:153580

1160.54509 2 timecourse_ATM_combo_1hr 1160.53883 5.39 46.39 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLS#SQEK.S 36.0 100 1.65E+06 EGLDISHLQGQEELLS#SQEK 11.5 939 0,1 0 0 0 0 Solute carrier family 12 member 2  35457:155625

774.03226 3 timecourse_ATM_combo_1hr 774.02831 5.1 46.27 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 324.2 100 1.49E+07 EGLDISHLQGQEELLSS#QEK 6.6 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35457:155615

774.0328 3 timecourse_ATM_combo_2hr 774.02831 5.8 45.74 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 355.5 100 1.11E+07 EGLDISHLQGQEELLSS#QEK 15.5 940 0 0 0 0 Solute carrier family 12 member 2  35454:144791

1160.54526 2 timecourse_ATM_combo_2hr 1160.53883 5.55 45.72 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 39.6 100 1.17E+06 EGLDISHLQGQEELLSS#QEK 10.3 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35455:145201

854.42557 3 timecourse_ATM_combo_4hr 854.42132 4.97 45.68 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 57.8 100 3.83E+06 LKEGLDISHLQGQEELLSS#QEK 8.6 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35452:159480

774.03206 3 timecourse_ATM_ctrl1 774.02831 4.84 45.57 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 173.6 100 7.07E+06 EGLDISHLQGQEELLSS#QEK 5.9 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35449:155979

854.4243 3 timecourse_ATM_combo_1hr 854.42132 3.5 45.27 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 82.0 100 5.39E+06 LKEGLDISHLQGQEELLSS#QEK 22.9 940 0 0 0 0 Solute carrier family 12 member 2  35457:165195

1160.54604 2 timecourse_ATM_combo_1hr 1160.53883 6.21 45.15 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 38.6 100 1.91E+06 EGLDISHLQGQEELLSS#QEK 20.4 940 0 0 0 0 Solute carrier family 12 member 2  35456:155617

774.03302 3 timecourse_ATM_combo_1hr 774.02831 6.08 44.19 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 341.3 100 1.58E+07 EGLDISHLQGQEELLSS#QEK 5.9 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35456:155607

641.07137 4 timecourse_ATM_combo_1hr 641.06781 5.55 43.67 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 23.7 100 1.25E+06 LKEGLDISHLQGQEELLSS#QEK 4.8 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35456:165157

854.42527 3 timecourse_ATM_combo_4hr 854.42132 4.62 43.34 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 63.4 100 3.87E+06 LKEGLDISHLQGQEELLSS#QEK 26.4 940 0 0 0 0 Solute carrier family 12 member 2  35453:162341

774.03254 3 timecourse_ATM_combo_2hr 774.02831 5.46 42.94 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 388.3 100 1.11E+07 EGLDISHLQGQEELLSS#QEK 5.9 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35455:145191

641.0705 4 timecourse_ATM_combo_2hr 641.06781 4.2 42.51 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 20.5 100 7.63E+05 LKEGLDISHLQGQEELLSS#QEK 0 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35455:154581

774.03298 3 timecourse_ATM_ctrl2 774.02831 6.03 42.36 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 97.8 100 3.21E+06 EGLDISHLQGQEELLSS#QEK 5.3 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35447:141663

1160.54606 2 timecourse_ATM_combo_8hr 1160.53883 6.23 41.25 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 20.2 100 9.37E+05 EGLDISHLQGQEELLSS#QEK 24.4 940 0 0 0 0 Solute carrier family 12 member 2  35451:155600

854.42502 3 timecourse_ATM_combo_8hr 854.42132 4.33 41.17 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 33.4 100 2.38E+06 LKEGLDISHLQGQEELLSS#QEK 8.6 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35451:166340

641.0701 4 timecourse_ATM_combo_1hr 641.06781 3.57 40.64 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 16.6 100 1.06E+06 LKEGLDISHLQGQEELLSS#QEK 8.7 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35457:165205

774.03297 3 timecourse_ATM_ctrl2 774.02831 6.02 39.87 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 98.1 100 3.09E+06 EGLDISHLQGQEELLSS#QEK 6.6 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35446:139112

854.42622 3 timecourse_ATM_combo_1hr 854.42132 5.73 39.52 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 90.9 100 5.76E+06 LKEGLDISHLQGQEELLSS#QEK 21.5 940 0 0 0 0 Solute carrier family 12 member 2  35456:165177

854.42498 3 timecourse_ATM_combo_2hr 854.42132 4.28 39.51 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 74.7 100 3.60E+06 LKEGLDISHLQGQEELLSS#QEK 13.2 940 0 0 0 0 Solute carrier family 12 member 2  35455:154591

854.42566 3 timecourse_ATM_combo_8hr 854.42132 5.08 39.34 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 30.8 100 2.31E+06 LKEGLDISHLQGQEELLSS#QEK 16.2 940 0 0 0 0 Solute carrier family 12 member 2  35450:164330

1160.54534 2 timecourse_ATM_ctrl1 1160.53883 5.61 39.34 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 19.6 100 7.54E+05 EGLDISHLQGQEELLSS#QEK 18.4 940 0 0 0 0 Solute carrier family 12 member 2  35448:153590

854.42533 3 timecourse_ATM_ctrl1 854.42132 4.69 38.57 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 38.3 100 2.54E+06 LKEGLDISHLQGQEELLSS#QEK 13.2 940 0 0 0 0 Solute carrier family 12 member 2  35448:162390

1160.54489 2 timecourse_ATM_ctrl1 1160.53883 5.22 36.91 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 21.9 100 7.65E+05 EGLDISHLQGQEELLSS#QEK 28.9 940 0 0 0 0 Solute carrier family 12 member 2  35449:155989

641.07069 4 timecourse_ATM_combo_4hr 641.06781 4.49 35.92 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 17.1 100 8.45E+05 LKEGLDISHLQGQEELLSS#QEK 6.6 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35453:162331

641.07016 4 timecourse_ATM_ctrl1 641.06781 3.67 33.97 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 10.1 100 5.38E+05 LKEGLDISHLQGQEELLSS#QEK 0 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35449:164889

854.42566 3 timecourse_ATM_combo_2hr 854.42132 5.08 33.63 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 77.2 100 3.47E+06 LKEGLDISHLQGQEELLSS#QEK 11.5 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35454:154011



1160.54513 2 timecourse_ATM_combo_4hr 1160.53883 5.43 33.26 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 25.9 100 1.10E+06 EGLDISHLQGQEELLSS#QEK 10.3 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35453:152121

854.42555 3 timecourse_ATM_ctrl2 854.42132 4.95 32.74 SLC12A2  S12A2_HUMAN 3 R.LKEGLDISHLQGQEELLSS#QEK.S 29.8 100 1.45E+06 LKEGLDISHLQGQEELLSS#QEK 13.2 940 0 0 0 0 Solute carrier family 12 member 2  35447:151603

1160.5459 2 timecourse_ATM_ctrl2 1160.53883 6.09 32.5 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 11.9 100 3.44E+05 EGLDISHLQGQEELLSS#QEK 9.3 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35447:141673

1160.54657 2 timecourse_ATM_combo_8hr 1160.53883 6.67 29.84 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 20.2 100 8.46E+05 EGLDISHLQGQEELLSS#QEK 13.2 940 0 0 0 0 Solute carrier family 12 member 2  35450:153570

1160.54588 2 timecourse_ATM_combo_2hr 1160.53883 6.07 25.05 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 37.7 100 1.20E+06 EGLDISHLQGQEELLSS#QEK 11.5 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35454:144801

1160.54601 2 timecourse_ATM_ctrl2 1160.53883 6.2 24.88 SLC12A2  S12A2_HUMAN 3 K.EGLDISHLQGQEELLSS#QEK.S 9.0 100 2.94E+05 EGLDISHLQGQEELLSS#QEK 7.9 940 ‐1,0 0 0 0 0 Solute carrier family 12 member 2  35446:139122

793.85504 2 timecourse_ATM_combo_2hr 793.85090 5.22 48.79 SLC19A2  S19A2_HUMAN 2 R.KLEDPQSSS#QVTTS.‐ 10.0 100 3.52E+05 KLEDPQSSS#QVTTS 13.3 492 0 0 0 0 Thiamine transporter 1  35454:92829

793.8528 2 timecourse_ATM_combo_8hr 793.85090 2.39 48.1 SLC19A2  S19A2_HUMAN 2 R.KLEDPQSSS#QVTTS.‐ 20.0 100 1.38E+06 KLEDPQSSS#QVTTS 13.3 492 0 0 0 0 Thiamine transporter 1  35450:98240

793.85447 2 combeffx_ATM_PI3Ki 793.85090 4.5 47.57 SLC19A2  S19A2_HUMAN 2 R.KLEDPQS#SSQVTTS.‐ 6.5 100 4.82E+05 KLEDPQSSS#QVTTS 13.3 492 0 0 0 0 Thiamine transporter 1  35298:39484

793.85537 2 timecourse_ATM_combo_2hr 793.85090 5.63 46.16 SLC19A2  S19A2_HUMAN 2 R.KLEDPQSSS#QVTTS.‐ 14.2 100 3.85E+05 KLEDPQSSS#QVTTS 13.3 492 0 0 0 0 Thiamine transporter 1  35455:92535

793.85219 2 timecourse_ATM_combo_1hr 793.85090 1.62 46.03 SLC19A2  S19A2_HUMAN 2 R.KLEDPQSSS#QVTTS.‐ 17.6 100 5.10E+05 KLEDPQSSS#QVTTS 13.3 492 0 0 0 0 Thiamine transporter 1  35457:99521

793.85192 2 timecourse_ATM_combo_8hr 793.85090 1.28 44.42 SLC19A2  S19A2_HUMAN 2 R.KLEDPQSSS#QVTTS.‐ 18.4 100 1.47E+06 KLEDPQSSS#QVTTS 13.3 492 0 0 0 0 Thiamine transporter 1  35451:99043

793.85264 2 timecourse_ATM_combo_4hr 793.85090 2.19 42.18 SLC19A2  S19A2_HUMAN 2 R.KLEDPQSSS#QVTTS.‐ 13.0 100 5.33E+05 KLEDPQSSS#QVTTS 13.3 492 0 0 0 0 Thiamine transporter 1  35452:95961

793.85476 2 timecourse_ATM_combo_1hr 793.85090 4.86 38.65 SLC19A2  S19A2_HUMAN 2 R.KLEDPQSSS#QVTTS.‐ 13.7 100 6.60E+05 KLEDPQSSS#QVTTS 13.3 492 0 0 0 0 Thiamine transporter 1  35456:99734

793.85599 2 timecourse_ATM_ctrl2 793.85090 6.41 37.61 SLC19A2  S19A2_HUMAN 2 R.KLEDPQSSS#QVTTS.‐ 1.9 89 1.49E+05 KLEDPQSSS#QVTTS 10.3 492 ‐2,0 0 0 0 0 Thiamine transporter 1  35447:87136

793.85235 2 timecourse_ATM_combo_4hr 793.85090 1.83 31.84 SLC19A2  S19A2_HUMAN 2 R.KLEDPQSSS#QVTTS.‐ 11.9 100 5.93E+05 KLEDPQSSS#QVTTS 13.3 492 0 0 0 0 Thiamine transporter 1  35453:97762

763.86078 2 combeffx_ATM_MEKi 763.85760 4.16 87.51 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 67.5 100 1.49E+06 YFPT#QALNFAFK 53.2 84 0 0 0 0 ADP/ATP translocase 1  35296:33005

763.86116 2 combeffx_ATM_comboi 763.85760 4.66 72.53 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 38.9 100 6.57E+06 YFPT#QALNFAFK 53.2 84 0 0 0 0 ADP/ATP translocase 1  35300:40206

763.86038 2 combeffx_ATM_PI3Ki 763.85760 3.64 72.22 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 62.9 100 2.91E+06 YFPT#QALNFAFK 44.7 84 0 0 0 0 ADP/ATP translocase 1  35298:36917

763.86041 2 combeffx_ATM_comboi 763.85760 3.68 65.79 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 30.0 100 3.57E+06 YFPT#QALNFAFK 30.7 84 0 0 0 0 ADP/ATP translocase 1  35301:37052

763.86255 2 timecourse_ATM_combo_4hr 763.85760 6.48 65.3 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 313.7 100 1.45E+07 YFPT#QALNFAFK 46.2 84 0 0 0 0 ADP/ATP translocase 1  35453:91772

763.86046 2 combeffx_ATM_PI3Ki 763.85760 3.74 63.35 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 63.2 100 2.05E+06 YFPT#QALNFAFK 26.8 84 0 0 0 0 ADP/ATP translocase 1  35299:35685

763.86119 2 combeffx_ATM_MEKi 763.85760 4.7 62.94 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 54.7 100 1.02E+06 YFPT#QALNFAFK 37.5 84 0 0 0 0 ADP/ATP translocase 1  35297:30620

763.86054 2 combeffx_ATM_ctrl 763.85760 3.85 62.36 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 52.9 100 1.49E+06 YFPT#QALNFAFK 26.8 84 0 0 0 0 ADP/ATP translocase 1  35294:39558

885.42279 2 timecourse_ATM_combo_1hr 885.41855 4.79 61.66 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 9.0 100 7.22E+05 YFPT#QALNFAFKDK 38.8 84 0 0 0 0 ADP/ATP translocase 1  35457:118082

763.86339 2 timecourse_ATM_combo_1hr 763.85760 7.58 60.15 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 283.1 100 1.24E+07 YFPT#QALNFAFK 26.8 84 0 0 0 0 ADP/ATP translocase 1  35456:93395

763.86403 2 timecourse_ATM_combo_2hr 763.85760 8.42 59.17 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 269.5 100 7.99E+06 YFPT#QALNFAFK 46.2 84 0 0 0 0 ADP/ATP translocase 1  35454:87349

763.86082 2 combeffx_ATM_ctrl 763.85760 4.22 59.16 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 28.3 100 8.16E+05 YFPT#QALNFAFK 35.8 84 0 0 0 0 ADP/ATP translocase 1  35295:37749

682.32996 2 timecourse_ATM_combo_2hr 682.32594 5.89 57.65 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 30.7 100 3.23E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35455:68661

885.42296 2 timecourse_ATM_ctrl1 885.41855 4.98 57.27 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 9.4 100 5.89E+05 YFPT#QALNFAFKDK 47.7 84 0 0 0 0 ADP/ATP translocase 1  35449:118731

682.32942 2 timecourse_ATM_ctrl1 682.32594 5.11 56.78 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 19.9 100 3.35E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35449:74607

763.86186 2 timecourse_ATM_combo_1hr 763.85760 5.58 56.77 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 281.8 100 1.40E+07 YFPT#QALNFAFK 44.7 84 0 0 0 0 ADP/ATP translocase 1  35457:93439

763.86312 2 timecourse_ATM_combo_8hr 763.85760 7.23 56.73 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 175.1 100 8.62E+06 YFPT#QALNFAFK 27 84 0 0 0 0 ADP/ATP translocase 1  35450:92165

682.33045 2 timecourse_ATM_combo_4hr 682.32594 6.61 55.03 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 44.5 100 2.83E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35453:72559

682.33012 2 timecourse_ATM_ctrl2 682.32594 6.13 52.67 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 19.9 100 2.38E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35447:64165

763.86414 2 timecourse_ATM_ctrl2 763.85760 8.56 52.07 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 160.7 100 5.29E+06 YFPT#QALNFAFK 26.8 84 0 0 0 0 ADP/ATP translocase 1  35446:80406

763.86268 2 timecourse_ATM_combo_4hr 763.85760 6.65 51.97 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 282.1 100 1.27E+07 YFPT#QALNFAFK 35.8 84 0 0 0 0 ADP/ATP translocase 1  35452:90091

682.32942 2 timecourse_ATM_combo_1hr 682.32594 5.1 51.78 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 18.7 100 3.73E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35457:73910

682.32741 2 timecourse_ATM_combo_8hr 682.32594 2.17 51.12 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 5.5 94 1.06E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35450:72667

763.86175 2 timecourse_ATM_ctrl1 763.85760 5.43 50.26 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 333.6 100 1.30E+07 YFPT#QALNFAFK 35.8 84 0 0 0 0 ADP/ATP translocase 1  35449:94052

682.33064 2 timecourse_ATM_ctrl2 682.32594 6.89 49.37 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 18.1 100 2.32E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35446:63135

682.33087 2 timecourse_ATM_ctrl1 682.32594 7.23 49.27 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 49.0 100 3.38E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35448:73668

763.86228 2 timecourse_ATM_combo_2hr 763.85760 6.13 49.17 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 253.2 100 9.04E+06 YFPT#QALNFAFK 26.8 84 0 0 0 0 ADP/ATP translocase 1  35455:86845

885.42423 2 timecourse_ATM_ctrl1 885.41855 6.42 48.85 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 7.8 100 5.91E+05 YFPT#QALNFAFKDK 22.6 84 0 0 0 0 ADP/ATP translocase 1  35448:116891

682.32976 2 timecourse_ATM_combo_2hr 682.32594 5.6 48.71 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 21.5 100 2.85E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35454:69281

885.42395 2 timecourse_ATM_combo_1hr 885.41855 6.1 48.59 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 9.4 100 6.26E+05 YFPT#QALNFAFKDK 38.8 84 0 0 0 0 ADP/ATP translocase 1  35456:118381

682.33015 2 timecourse_ATM_ctrl1 682.32594 6.17 47.9 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 18.6 100 3.32E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35448:73658

682.33002 2 timecourse_ATM_combo_2hr 682.32594 5.98 47.86 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 50.5 100 2.81E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35454:69291

763.86312 2 timecourse_ATM_combo_8hr 763.85760 7.23 44.93 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 195.7 100 1.03E+07 YFPT#QALNFAFK 46.2 84 0 0 0 0 ADP/ATP translocase 1  35451:93105

687.66924 3 combeffx_ATM_PI3Ki 687.66755 2.46 44.55 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDKYK.Q 75.3 100 6.05E+06 YFPT#QALNFAFKDKYK 24.8 84 0 0 0 0 ADP/ATP translocase 1  35298:58391

682.33062 2 timecourse_ATM_combo_4hr 682.32594 6.86 43.64 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 34.1 100 2.86E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35452:70929

682.33105 2 timecourse_ATM_ctrl2 682.32594 7.49 43.33 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 34.4 100 2.18E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35446:63145

682.33005 2 timecourse_ATM_combo_8hr 682.32594 6.02 43.13 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 24.1 94 1.84E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35450:72677

682.33002 2 timecourse_ATM_ctrl1 682.32594 5.98 42.93 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 46.5 100 2.95E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35449:74617

682.33085 2 timecourse_ATM_combo_1hr 682.32594 7.2 42.4 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 43.7 100 3.76E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35456:73698

682.33058 2 timecourse_ATM_ctrl2 682.32594 6.8 41.73 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 37.2 100 2.33E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35447:64175

885.42438 2 timecourse_ATM_ctrl2 885.41855 6.58 41.36 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 5.4 100 3.18E+05 YFPT#QALNFAFKDK 38.8 84 0 0 0 0 ADP/ATP translocase 1  35446:102857

682.33025 2 timecourse_ATM_combo_1hr 682.32594 6.32 40.63 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 45.3 100 3.61E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35457:73920

885.42351 2 timecourse_ATM_combo_2hr 885.41855 5.6 40.06 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 7.1 100 3.82E+05 YFPT#QALNFAFKDK 38.8 84 0 0 0 0 ADP/ATP translocase 1  35455:109615

763.86043 2 combeffx_ATM_PI3Ki 763.85760 3.7 40.03 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 60.7 100 2.91E+06 YFPT#QALNFAFK 30.7 84 0 0 0 0 ADP/ATP translocase 1  35298:36927

763.86407 2 timecourse_ATM_ctrl1 763.85760 8.47 39.85 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 352.9 100 1.22E+07 YFPT#QALNFAFK 35.8 84 0 0 0 0 ADP/ATP translocase 1  35448:92765

885.42429 2 timecourse_ATM_ctrl2 885.41855 6.48 38.42 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 6.0 100 4.61E+05 Y#FPTQALNFAFKDK 12.3 81 0,3 0 0 0 0 ADP/ATP translocase 1  35447:104916

687.66999 3 combeffx_ATM_ctrl 687.66755 3.55 37.15 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDKYK.Q 65.4 100 4.20E+06 YFPT#QALNFAFKDKYK 29.8 84 0 0 0 0 ADP/ATP translocase 1  35294:63128

885.42394 2 timecourse_ATM_combo_4hr 885.41855 6.09 36.62 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 6.6 100 5.39E+05 YFPT#QALNFAFKDK 38.8 84 0 0 0 0 ADP/ATP translocase 1  35452:113533

682.33077 2 timecourse_ATM_combo_8hr 682.32594 7.08 36.34 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 25.4 100 2.45E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35451:73206

763.86349 2 timecourse_ATM_ctrl2 763.85760 7.71 35.57 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 166.3 100 5.57E+06 YFPT#QALNFAFK 26.8 84 0 0 0 0 ADP/ATP translocase 1  35447:81577

687.67033 3 combeffx_ATM_MEKi 687.66755 4.04 33.47 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDKYK.Q 66.9 100 2.64E+06 YFPT#QALNFAFKDKYK 29.8 84 0 0 0 0 ADP/ATP translocase 1  35297:46662

590.61764 3 timecourse_ATM_combo_8hr 590.61480 4.81 31.74 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 16.4 100 9.24E+05 YFPT#QALNFAFKDK 61.5 84 0 0 0 0 ADP/ATP translocase 1  35451:117022

682.33014 2 timecourse_ATM_combo_2hr 682.32594 6.16 30.41 SLC25A4  ADT1_HUMAN 9 Y.FPT#QALNFAFK.D 56.4 100 2.35E+06 FPT#QALNFAFK 1000 84 0 0 0 0 ADP/ATP translocase 1  35455:68671

687.66979 3 combeffx_ATM_PI3Ki 687.66755 3.26 28.69 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDKYK.Q 52.7 100 3.51E+06 YFPT#QALNFAFKDKYK 29.8 84 0 0 0 0 ADP/ATP translocase 1  35299:55371

763.86127 2 combeffx_ATM_MEKi 763.85760 4.8 28.23 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFK.D 52.8 100 1.02E+06 YFPT#QALNFAFK 44.7 84 0 0 0 0 ADP/ATP translocase 1  35297:30630

590.61772 3 timecourse_ATM_combo_4hr 590.61480 4.94 27.87 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 34.1 100 2.13E+06 YFPT#QALNFAFKDK 61.5 84 0 0 0 0 ADP/ATP translocase 1  35452:113523

687.66965 3 combeffx_ATM_MEKi 687.66755 3.05 26.17 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDKYK.Q 80.7 100 4.08E+06 YFPT#QALNFAFKDKYK 24.8 84 0 0 0 0 ADP/ATP translocase 1  35296:50929

590.61712 3 timecourse_ATM_combo_1hr 590.61480 3.93 25.51 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 34.9 100 2.43E+06 YFPT#QALNFAFKDK 61.5 84 0 0 0 0 ADP/ATP translocase 1  35457:118072

590.61712 3 timecourse_ATM_ctrl1 590.61480 3.93 24.47 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 38.0 100 2.10E+06 YFPT#QALNFAFKDK 61.5 84 0 0 0 0 ADP/ATP translocase 1  35449:118721

687.67019 3 combeffx_ATM_MEKi 687.66755 3.84 22.72 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDKYK.Q 65.0 100 2.64E+06 YFPT#QALNFAFKDKYK 29.8 84 0 0 0 0 ADP/ATP translocase 1  35297:46652

590.61738 3 timecourse_ATM_ctrl2 590.61480 4.37 21.41 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 26.0 100 1.60E+06 YFPT#QALNFAFKDK 61.5 84 0 0 0 0 ADP/ATP translocase 1  35447:104906

687.67061 3 combeffx_ATM_comboi 687.66755 4.45 19.66 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDKYK.Q 41.1 100 7.49E+06 YFPT#QALNFAFKDKYK 29.8 84 0 0 0 0 ADP/ATP translocase 1  35300:64665

516.00473 4 combeffx_ATM_comboi 516.00249 4.34 18.02 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDKYK.Q 27.5 100 3.94E+06 YFPT#QALNFAFKDKYK 19.9 84 0 0 0 0 ADP/ATP translocase 1  35300:64655

687.67219 3 timecourse_ATM_ctrl2 687.66755 6.75 17.31 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDKYK.Q 103.1 100 5.18E+06 YFPT#QALNFAFKDKYK 24.8 84 0 0 0 0 ADP/ATP translocase 1  35446:125852

590.61779 3 timecourse_ATM_combo_8hr 590.61480 5.06 16.43 SLC25A4  ADT1_HUMAN 9 R.YFPT#QALNFAFKDK.Y 16.8 100 9.18E+05 YFPT#QALNFAFKDK 42.3 84 0 0 0 0 ADP/ATP translocase 1  35450:115900

637.9841 3 timecourse_ATM_combo_1hr 637.98037 5.85 22.45 SLC25A6  ADT3_HUMAN 3 K.QIFLGGVDKHT#QFWR.Y 15.5 100 6.69E+05 QIFLGGVDKHT#QFWR 1000 107 0 0 0 0 ADP/ATP translocase 3  35456:130258

637.98246 3 timecourse_ATM_combo_1hr 637.98037 3.28 19.35 SLC25A6  ADT3_HUMAN 3 K.QIFLGGVDKHT#QFWR.Y 21.6 100 7.94E+05 QIFLGGVDKHT#QFWR 1000 107 0 0 0 0 ADP/ATP translocase 3  35457:130296

637.98352 3 timecourse_ATM_combo_4hr 637.98037 4.94 18.76 SLC25A6  ADT3_HUMAN 3 K.QIFLGGVDKHT#QFWR.Y 15.3 100 6.39E+05 QIFLGGVDKHT#QFWR 1000 107 0 0 0 0 ADP/ATP translocase 3  35452:124704

637.98291 3 timecourse_ATM_ctrl1 637.98037 3.98 17.6 SLC25A6  ADT3_HUMAN 3 K.QIFLGGVDKHT#QFWR.Y 19.3 100 6.90E+05 QIFLGGVDKHT#QFWR 1000 107 0 0 0 0 ADP/ATP translocase 3  35449:130688

637.98315 3 timecourse_ATM_combo_2hr 637.98037 4.36 17.25 SLC25A6  ADT3_HUMAN 3 K.QIFLGGVDKHT#QFWR.Y 13.8 100 4.15E+05 QIFLGGVDKHT#QFWR 1000 107 0 0 0 0 ADP/ATP translocase 3  35454:120651

637.98263 3 timecourse_ATM_combo_4hr 637.98037 3.54 16.62 SLC25A6  ADT3_HUMAN 3 K.QIFLGGVDKHT#QFWR.Y 14.7 100 6.17E+05 QIFLGGVDKHT#QFWR 1000 107 0 0 0 0 ADP/ATP translocase 3  35453:127111

860.05592 3 combeffx_ATM_PI3Ki 860.05342 2.91 62.16 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 105.3 100 9.25E+06 QGGASQSDKTPEELFHPLGADS#QV 101.5 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35299:63964

860.3896 2 timecourse_ATM_combo_8hr 860.38492 5.45 60.18 SLC2A1  GTR1_HUMAN 5 K.TPEELFHPLGADS#QV.‐ 37.2 100 3.07E+06 TPEELFHPLGADS#QV 143.4 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35450:111357

860.0568 3 combeffx_ATM_comboi 860.05342 3.93 50.32 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 253.7 100 3.97E+07 QGGASQSDKTPEELFHPLGADS#QV 112.4 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35301:69099

860.05617 3 combeffx_ATM_MEKi 860.05342 3.2 49.84 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 103.0 100 3.79E+06 QGGASQSDKTPEELFHPLGADS#QV 110.6 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35297:53088

860.05523 3 combeffx_ATM_PI3Ki 860.05342 2.1 49.5 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 117.8 100 1.36E+07 QGGASQSDKTPEELFHPLGADS#QV 111 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35298:67616

860.38979 2 timecourse_ATM_combo_4hr 860.38492 5.66 49.36 SLC2A1  GTR1_HUMAN 5 K.TPEELFHPLGADS#QV.‐ 17.2 100 9.88E+05 TPEELFHPLGADS#QV 159.2 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35452:109031

860.39008 2 timecourse_ATM_combo_8hr 860.38492 6.01 47.95 SLC2A1  GTR1_HUMAN 5 K.TPEELFHPLGADS#QV.‐ 40.8 100 3.29E+06 TPEELFHPLGADS#QV 125.5 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35451:112445

860.05676 3 combeffx_ATM_comboi 860.05342 3.88 47.81 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 264.3 100 3.97E+07 QGGASQSDKTPEELFHPLGADS#QV 90.9 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35301:69089

860.38912 2 timecourse_ATM_combo_1hr 860.38492 4.88 47.46 SLC2A1  GTR1_HUMAN 5 K.TPEELFHPLGADS#QV.‐ 6.7 100 4.34E+05 TPEELFHPLGADS#QV 99.2 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35457:113463

860.38949 2 timecourse_ATM_combo_4hr 860.38492 5.31 46.8 SLC2A1  GTR1_HUMAN 5 K.TPEELFHPLGADS#QV.‐ 17.7 100 1.17E+06 TPEELFHPLGADS#QV 120.7 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35453:111070

860.05785 3 timecourse_ATM_combo_4hr 860.05342 5.15 46.43 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 593.8 100 4.10E+07 QGGASQSDKTPEELFHPLGADS#QV 100.5 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35453:163031

860.05715 3 combeffx_ATM_comboi 860.05342 4.34 44.92 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 263.4 100 6.26E+07 QGGASQSDKTPEELFHPLGADS#QV 83.5 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35300:75611

860.05634 3 combeffx_ATM_ctrl 860.05342 3.4 43.78 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 62.7 100 5.45E+06 QGGASQSDKTPEELFHPLGADS#QV 110.6 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35295:70137

1329.56686 2 timecourse_ATM_combo_8hr 1329.55966 5.42 42.09 SLC2A1  GTR1_HUMAN 5 R.QGGAS#QSDKTPEELFHPLGADS#QV.‐ 32.7 100 2.19E+06 QGGASQS#DKTPEELFHPLGADS#QV 0 475 ‐2,0 46.9 490 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35451:169800

860.05742 3 timecourse_ATM_combo_2hr 860.05342 4.65 41.91 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 291.0 100 1.25E+07 QGGASQSDKTPEELFHPLGADS#QV 64.7 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35455:155241

860.056 3 combeffx_ATM_ctrl 860.05342 3 37.59 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 68.2 100 6.33E+06 QGGASQSDKTPEELFHPLGADS#QV 132.1 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35294:72164

1289.58299 2 timecourse_ATM_combo_4hr 1289.57650 5.03 37.5 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 16.4 100 1.03E+06 QGGASQSDKTPEELFHPLGADS#QV 58.8 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35453:163021

860.05598 3 combeffx_ATM_ctrl 860.05342 2.98 36.95 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 67.2 100 6.33E+06 QGGASQSDKTPEELFHPLGADS#QV 101.9 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35294:72154

886.71289 3 combeffx_ATM_comboi 886.70887 4.53 36.61 SLC2A1  GTR1_HUMAN 5 R.QGGASQS#DKTPEELFHPLGADS#QV.‐ 25.4 100 5.17E+06 QGGASQSDKT#PEELFHPLGADS#QV 7.5 478 ‐3,0 75.8 490 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35300:77091

860.0559 3 combeffx_ATM_MEKi 860.05342 2.88 36.08 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 107.3 100 5.77E+06 QGGASQSDKTPEELFHPLGADS#QV 104 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35296:58138

886.71279 3 combeffx_ATM_comboi 886.70887 4.42 35.02 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKT#PEELFHPLGADS#QV.‐ 25.6 100 5.17E+06 QGGASQSDKT#PEELFHPLGADS#QV 14 478 74.1 490 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35300:77081

860.05589 3 combeffx_ATM_MEKi 860.05342 2.87 33.76 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 104.5 100 5.77E+06 QGGASQSDKTPEELFHPLGADS#QV 69.4 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35296:58128

1329.56734 2 timecourse_ATM_combo_8hr 1329.55966 5.78 33.2 SLC2A1  GTR1_HUMAN 5 R.QGGAS#QSDKTPEELFHPLGADS#QV.‐ 26.0 100 1.68E+06 QGGASQS#DKTPEELFHPLGADS#QV 0 475 ‐2,0 51.6 490 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35450:167700

886.71445 3 timecourse_ATM_combo_8hr 886.70887 6.29 32.97 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKT#PEELFHPLGADS#QV.‐ 9.6 100 7.25E+05 QGGASQSDKT#PEELFHPLGADS#QV 22.3 478 52.2 490 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35451:169820

1289.58347 2 timecourse_ATM_combo_2hr 1289.57650 5.4 30.56 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 7.7 100 2.73E+05 QGGASQSDKTPEELFHPLGADS#QV 71 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35454:154581

886.71415 3 timecourse_ATM_combo_8hr 886.70887 5.95 30.21 SLC2A1  GTR1_HUMAN 5 R.QGGAS#QSDKTPEELFHPLGADS#QV.‐ 511.0 100 3.57E+07 QGGASQSDKT#PEELFHPLGADS#QV 18.1 478 43.3 490 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35451:169810

1289.58217 2 timecourse_ATM_combo_8hr 1289.57650 4.4 28.75 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 22.2 100 1.74E+06 QGGASQSDKTPEELFHPLGADS#QV 58.8 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35450:164920

860.05709 3 combeffx_ATM_comboi 860.05342 4.27 28.16 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 279.5 100 6.26E+07 QGGASQSDKTPEELFHPLGADS#QV 64.7 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35300:75601

886.71414 3 timecourse_ATM_combo_4hr 886.70887 5.94 26.88 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKT#PEELFHPLGADS#QV.‐ 176.5 100 9.51E+06 QGGASQSDKT#PEELFHPLGADS#QV 9.1 478 ‐5,0 88.4 490 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35453:165761

1289.58319 2 combeffx_ATM_comboi 1289.57650 5.19 25.02 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 12.5 100 2.30E+06 QGGASQSDKTPEELFHPLGADS#QV 72.2 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35300:75621

1289.5827 2 timecourse_ATM_combo_8hr 1289.57650 4.81 24.92 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 25.7 100 2.09E+06 QGGASQSDKTPEELFHPLGADS#QV 71 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35451:166960

860.38952 2 timecourse_ATM_ctrl1 860.38492 5.35 24.58 SLC2A1  GTR1_HUMAN 5 K.TPEELFHPLGADS#QV.‐ 5.9 100 3.30E+05 TPEELFHPLGADS#QV 76 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35449:114225

860.05871 3 timecourse_ATM_ctrl2 860.05342 6.15 23.84 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 139.2 100 6.92E+06 QGGASQSDKTPEELFHPLGADS#QV 65.5 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35446:149292

860.05778 3 timecourse_ATM_combo_2hr 860.05342 5.07 23.21 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 288.9 100 1.28E+07 QGGASQSDKTPEELFHPLGADS#QV 57.8 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35454:154571

860.05682 3 timecourse_ATM_combo_1hr 860.05342 3.95 23.16 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 309.9 100 1.92E+07 QGGASQSDKTPEELFHPLGADS#QV 73 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35457:165795

860.05656 3 timecourse_ATM_ctrl1 860.05342 3.65 22.69 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 220.8 100 1.25E+07 QGGASQSDKTPEELFHPLGADS#QV 50 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35449:165489

860.39001 2 timecourse_ATM_combo_1hr 860.38492 5.92 22.22 SLC2A1  GTR1_HUMAN 5 K.TPEELFHPLGADS#QV.‐ 7.9 100 4.75E+05 TPEELFHPLGADS#QV 29.3 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35456:113916

913.36992 3 timecourse_ATM_combo_8hr 913.36431 6.14 21.43 SLC2A1  GTR1_HUMAN 5 R.QGGAS#QSDKT#PEELFHPLGADS#QV.‐ 31.0 100 2.80E+06 QGGASQS#DKT#PEELFHPLGADS#QV 0 475 ‐2,0 5.2 478 ‐5,0 29.6 490 Solute carrier family 2, facilitated glucose transporter member 1  35451:172510

886.71424 3 timecourse_ATM_combo_4hr 886.70887 6.06 21.42 SLC2A1  GTR1_HUMAN 5 R.QGGASQS#DKTPEELFHPLGADS#QV.‐ 161.8 100 8.75E+06 QGGAS#QSDKTPEELFHPLGADS#QV 7.7 473 0,2 51.7 490 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35452:162790

886.71407 3 timecourse_ATM_combo_2hr 886.70887 5.86 18.51 SLC2A1  GTR1_HUMAN 5 R.QGGAS#QSDKTPEELFHPLGADS#QV.‐ 14.6 100 5.70E+05 QGGAS#QSDKTPEELFHPLGADS#QV 5 473 0,5 45.1 490 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35455:157721

860.05747 3 timecourse_ATM_ctrl1 860.05342 4.71 18.09 SLC2A1  GTR1_HUMAN 5 R.QGGASQSDKTPEELFHPLGADS#QV.‐ 203.5 100 1.28E+07 QGGASQSDKTPEELFHPLGADS#QV 64.7 490 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 1  35448:162900

929.41419 2 timecourse_ATM_combo_8hr 929.40806 6.61 57.47 SLC2A14  GTR14_HUMAN 8 R.LWGT#QDVSQDIQEMK.D 3.1 100 1.12E+05 LWGT#QDVSQDIQEMK 58.5 256 0 0 0 0 Solute carrier family 2, facilitated glucose transporter member 14  35450:123278

788.04968 3 combeffx_ATM_comboi 788.04689 3.54 40.61 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTTMGQRLS#QK.A 14.1 100 2.10E+06 VTGDLFYTHVTTMGQRLS#QK 9.8 262 ‐6,0 0 0 0 0 Large neutral amino acids transporter small subunit 3  35300:71651

788.04885 3 timecourse_ATM_combo_1hr 788.04689 2.49 38.83 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTTMGQRLS#QK.A 29.0 100 2.17E+06 VTGDLFYTHVTT#MGQRLSQK 14.2 256 0 0 0 0 Large neutral amino acids transporter small subunit 3  35457:157385

788.05059 3 timecourse_ATM_combo_4hr 788.04689 4.7 36.7 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTTMGQRLS#QK.A 16.7 100 1.21E+06 VTGDLFYTHVTTMGQRLS#QK 12 262 ‐6,0 0 0 0 0 Large neutral amino acids transporter small subunit 3  35452:151250

788.05014 3 combeffx_ATM_comboi 788.04689 4.12 34.39 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTTMGQRLS#QK.A 11.8 100 1.41E+06 VTGDLFYTHVTTMGQRLS#QK 30.3 262 0 0 0 0 Large neutral amino acids transporter small subunit 3  35301:65509

788.05111 3 timecourse_ATM_combo_1hr 788.04689 5.36 29.58 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTTMGQRLS#QK.A 30.1 100 1.93E+06 VTGDLFYTHVTTMGQRLS#QK 19.6 262 0 0 0 0 Large neutral amino acids transporter small subunit 3  35456:157417

788.04928 3 combeffx_ATM_PI3Ki 788.04689 3.03 26.83 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTT#MGQRLSQK.A 19.1 100 1.63E+06 VTGDLFYTHVTTMGQRLS#QK 17.3 262 0 0 0 0 Large neutral amino acids transporter small subunit 3  35298:64316

788.05008 3 timecourse_ATM_ctrl2 788.04689 4.05 26.49 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTTMGQRLS#QK.A 15.0 100 5.83E+05 VTGDLFYTHVTTMGQRLS#QK 11 262 ‐7,0 0 0 0 0 Large neutral amino acids transporter small subunit 3  35447:143453

788.05146 3 timecourse_ATM_ctrl2 788.04689 5.8 25.05 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTT#MGQRLSQK.A 9.8 100 4.71E+05 VTGDLFYTHVT#TMGQRLSQK 0 255 ‐4,0 0 0 0 0 Large neutral amino acids transporter small subunit 3  35446:140932

788.05079 3 timecourse_ATM_combo_8hr 788.04689 4.95 23.46 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTTMGQRLS#QK.A 14.8 100 1.26E+06 VTGDLFYTHVTTMGQRLS#QK 13.4 262 0 0 0 0 Large neutral amino acids transporter small subunit 3  35450:155490

788.05012 3 timecourse_ATM_combo_8hr 788.04689 4.1 23.43 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTTMGQRLS#QK.A 17.1 100 1.32E+06 VTGDLFYTHVTT#MGQRLSQK 14.2 256 0 0 0 0 Large neutral amino acids transporter small subunit 3  35451:157470

788.04988 3 timecourse_ATM_combo_2hr 788.04689 3.79 23.34 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTT#MGQRLSQK.A 20.7 100 1.08E+06 VTGDLFYTHVT#TMGQRLSQK 10.3 255 0,1 0 0 0 0 Large neutral amino acids transporter small subunit 3  35454:146451

788.04908 3 timecourse_ATM_combo_2hr 788.04689 2.78 22.27 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTTMGQRLS#QK.A 24.6 100 1.21E+06 VTGDLFYTHVTTMGQRLS#QK 16.5 262 0 0 0 0 Large neutral amino acids transporter small subunit 3  35455:146851

788.05017 3 timecourse_ATM_combo_4hr 788.04689 4.16 21.33 SLC43A1  LAT3_HUMAN 2 K.VTGDLFYTHVTT#MGQRLSQK.A 24.1 100 1.45E+06 VTGDLFYTHVTTMGQRLS#QK 24 262 0 0 0 0 Large neutral amino acids transporter small subunit 3  35453:153991

1004.05479 3 timecourse_ATM_ctrl1 1004.04985 4.92 66.75 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCS.K 28.5 100 6.94E+05 ETQTHENMS#QLSEEEQNKDYQDCS 11.1 709 ‐5,0 0 0 0 0 Kanadaptin  35449:175299

1046.75229 3 timecourse_ATM_combo_4hr 1046.74817 3.94 56.33 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 80.4 100 2.98E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 16.1 709 0 0 0 0 Kanadaptin  35453:175411

1046.75228 3 timecourse_ATM_ctrl1 1046.74817 3.93 55.94 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 54.5 100 2.01E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 10.2 709 0,3 0 0 0 0 Kanadaptin  35449:176939

1046.75337 3 timecourse_ATM_combo_1hr 1046.74817 4.97 51.88 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 63.9 100 2.58E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 25.2 709 0 0 0 0 Kanadaptin  35456:177046

921.70112 3 timecourse_ATM_combo_8hr 921.69562 5.97 50.4 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQD.C 274.7 100 1.00E+07 ETQT#HENMSQLSEEEQNKDYQD 0 704 0,5 0 0 0 0 Kanadaptin  35451:173280

1046.75169 3 timecourse_ATM_combo_1hr 1046.74817 3.36 48.81 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 59.1 100 2.44E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 16.1 709 0 0 0 0 Kanadaptin  35457:177665

1046.75299 3 timecourse_ATM_combo_2hr 1046.74817 4.6 47.01 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 53.2 100 1.53E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 19.9 709 0 0 0 0 Kanadaptin  35455:166611

1004.05449 3 timecourse_ATM_combo_1hr 1004.04985 4.62 45.37 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCS.K 29.5 100 8.34E+05 ETQTHENMS#QLSEEEQNKDYQDCS 8.4 709 ‐7,0 0 0 0 0 Kanadaptin  35457:176115

1046.7542 3 timecourse_ATM_ctrl2 1046.74817 5.76 44.34 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 34.1 100 1.09E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 9.1 709 ‐7,0 0 0 0 0 Kanadaptin  35446:160922

1046.75325 3 timecourse_ATM_combo_4hr 1046.74817 4.85 44.23 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 72.2 100 2.96E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 22.1 709 0 0 0 0 Kanadaptin  35452:172140

948.35593 3 timecourse_ATM_combo_4hr 948.35106 5.15 43.46 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLS#EEEQNKDYQD.C 31.9 100 9.00E+05 ETQT#HENMSQLS#EEEQNKDYQD 0 704 0,5 40.8 712 0 0 Kanadaptin  35453:170891

921.70056 3 timecourse_ATM_combo_4hr 921.69562 5.36 41.89 SLC4A1AP  NADAP_HUMAN 1 K.ETQT#HENMSQLSEEEQNKDYQD.C 82.4 100 2.43E+06 ETQTHENMS#QLSEEEQNKDYQD 11.3 709 ‐5,0 0 0 0 0 Kanadaptin  35452:166110

1004.05544 3 timecourse_ATM_combo_4hr 1004.04985 5.57 41.76 SLC4A1AP  NADAP_HUMAN 1 K.ETQT#HENMSQLSEEEQNKDYQDCS.K 35.6 100 9.61E+05 ETQTHENMS#QLSEEEQNKDYQDCS 16 709 0 0 0 0 Kanadaptin  35452:170500

1004.05523 3 timecourse_ATM_combo_4hr 1004.04985 5.36 41.56 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCS.K 32.1 100 8.81E+05 ETQTHENMS#QLSEEEQNKDYQDCS 5.7 709 ‐7,0 0 0 0 0 Kanadaptin  35453:173741

1004.05644 3 timecourse_ATM_combo_1hr 1004.04985 6.56 41.29 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCS.K 33.1 100 8.77E+05 ETQTHENMS#QLSEEEQNKDYQDCS 17.1 709 0 0 0 0 Kanadaptin  35456:175686

921.70171 3 timecourse_ATM_combo_8hr 921.69562 6.61 39.9 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQD.C 261.8 100 9.03E+06 ETQTHENMS#QLSEEEQNKDYQD 3 709 ‐7,0 0 0 0 0 Kanadaptin  35450:170950

1046.75326 3 timecourse_ATM_ctrl2 1046.74817 4.86 38.82 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 40.8 100 1.29E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 25.2 709 0 0 0 0 Kanadaptin  35447:164393

1004.05596 3 timecourse_ATM_combo_2hr 1004.04985 6.09 38.8 SLC4A1AP  NADAP_HUMAN 1 K.ETQT#HENMSQLSEEEQNKDYQDCS.K 35.2 100 5.85E+05 ETQTHENMS#QLSEEEQNKDYQDCS 5.4 709 ‐7,0 0 0 0 0 Kanadaptin  35454:163951

1073.40871 3 timecourse_ATM_combo_4hr 1073.40361 4.75 38.48 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLS#EEEQNKDYQDCSK.T 14.0 100 2.87E+05 ETQTHENMS#QLS#EEEQNKDYQDCSK 15 709 17.1 712 0 0 Kanadaptin  35453:176951

1004.05489 3 timecourse_ATM_combo_2hr 1004.04985 5.02 37.7 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCS.K 34.2 100 5.41E+05 ETQTHENMS#QLSEEEQNKDYQDCS 10 709 ‐7,0 0 0 0 0 Kanadaptin  35455:165031

747.97414 3 timecourse_ATM_ctrl1 747.97036 5.05 37.55 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNK.D 6.9 100 3.02E+05 ETQTHENMS#QLSEEEQNK 17.5 709 0 0 0 0 Kanadaptin  35449:152419

1004.05667 3 timecourse_ATM_ctrl2 1004.04985 6.79 37.54 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCS.K 18.1 100 3.09E+05 ETQTHENMS#QLSEEEQNKDYQDCS 7.1 709 ‐5,0 0 0 0 0 Kanadaptin  35446:159212

1046.75211 3 timecourse_ATM_combo_8hr 1046.74817 3.76 36.55 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 43.0 100 2.09E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 12.4 709 0,3 0 0 0 0 Kanadaptin  35451:179640

1046.75277 3 timecourse_ATM_combo_8hr 1046.74817 4.39 35.49 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 36.6 100 1.87E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 10.2 709 0,3 0 0 0 0 Kanadaptin  35450:177110

1004.05637 3 timecourse_ATM_combo_8hr 1004.04985 6.49 35.49 SLC4A1AP  NADAP_HUMAN 1 K.ET#QTHENMSQLSEEEQNKDYQDCS.K 26.2 100 9.32E+05 ETQTHENMS#QLSEEEQNKDYQDCS 3.3 709 ‐5,0 0 0 0 0 Kanadaptin  35450:175450

1004.05566 3 timecourse_ATM_ctrl1 1004.04985 5.79 33.97 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCS.K 23.6 100 6.49E+05 ETQTHENMS#QLSEEEQNKDYQDCS 5.7 709 ‐7,0 0 0 0 0 Kanadaptin  35448:172520

1004.05616 3 timecourse_ATM_combo_8hr 1004.04985 6.28 33.6 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCS.K 35.3 100 1.15E+06 ETQTHENMS#QLSEEEQNKDYQDCS 14.1 709 0 0 0 0 Kanadaptin  35451:177880

1046.75301 3 timecourse_ATM_ctrl1 1046.74817 4.62 32.09 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 49.5 100 2.08E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 19.9 709 0 0 0 0 Kanadaptin  35448:174120

747.97428 3 timecourse_ATM_combo_1hr 747.97036 5.24 28.82 SLC4A1AP  NADAP_HUMAN 1 K.ETQT#HENMSQLSEEEQNK.D 12.8 100 4.67E+05 ETQTHENMS#QLSEEEQNK 11.6 709 ‐5,0 0 0 0 0 Kanadaptin  35456:152347

747.97431 3 timecourse_ATM_combo_2hr 747.97036 5.28 28.11 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNK.D 11.9 100 3.35E+05 ETQTHENMS#QLSEEEQNK 8.5 709 ‐7,0 0 0 0 0 Kanadaptin  35454:141811

805.30915 4 timecourse_ATM_combo_4hr 805.30453 5.74 24.78 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLS#EEEQNKDYQDCSK.T 10.1 100 3.69E+05 ETQT#HENMSQLSEEEQNKDY#QDCSK 9.5 704 0,5 18.2 720 0 0 Kanadaptin  35452:173710

1046.75331 3 timecourse_ATM_combo_2hr 1046.74817 4.91 24.35 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNKDYQDCSK.T 51.1 100 1.48E+06 ETQTHENMS#QLSEEEQNKDYQDCSK 17.9 709 0 0 0 0 Kanadaptin  35454:165391

747.97393 3 timecourse_ATM_combo_4hr 747.97036 4.77 22.16 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNK.D 18.0 100 6.09E+05 ETQTHENMS#QLSEEEQNK 7.3 709 ‐7,0 0 0 0 0 Kanadaptin  35452:146256

747.97358 3 timecourse_ATM_combo_2hr 747.97036 4.3 22.06 SLC4A1AP  NADAP_HUMAN 1 K.ETQTHENMS#QLSEEEQNK.D 9.0 100 2.80E+05 ETQTHENMS#QLSEEEQNK 16.1 709 0 0 0 0 Kanadaptin  35455:142091

1030.7104 3 timecourse_ATM_combo_8hr 1030.70529 4.96 20.64 SLC4A1AP  NADAP_HUMAN 1 K.ET#QTHENMSQLS#EEEQNKDYQDCS.K 17.8 100 6.45E+05 ET#QTHENMSQLS#EEEQNKDYQDCS 7.5 702 0,7 8.7 712 ‐8,0 0 0 Kanadaptin  35451:178980

629.78146 2 timecourse_ATM_combo_4hr 629.77849 4.72 37.45 SLC7A2  CTR2_HUMAN 0 K.SES#QVTMLQR.Q 16.2 100 7.73E+05 SES#QVTMLQR 33.7 464 0 0 0 0 Low affinity cationic amino acid transporter 2  35452:57590

629.78108 2 timecourse_ATM_combo_4hr 629.77849 4.11 32.82 SLC7A2  CTR2_HUMAN 0 K.SES#QVTMLQR.Q 20.9 100 7.72E+05 SES#QVTMLQR 43.3 464 0 0 0 0 Low affinity cationic amino acid transporter 2  35453:58728

637.77877 2 combeffx_ATM_MEKi 637.77595 4.42 27.53 SLC7A2  CTR2_HUMAN 0 K.SES#QVTM*LQR.Q 3.7 100 1.79E+05 SES#QVTM*LQR 21.8 464 0 0 0 0 Low affinity cationic amino acid transporter 2  35297:20496

629.78164 2 timecourse_ATM_combo_1hr 629.77849 5 26.17 SLC7A2  CTR2_HUMAN 0 K.SES#QVTMLQR.Q 12.7 100 6.13E+05 SES#QVTMLQR 21.8 464 0 0 0 0 Low affinity cationic amino acid transporter 2  35456:59578

629.78099 2 timecourse_ATM_combo_8hr 629.77849 3.97 25.8 SLC7A2  CTR2_HUMAN 0 K.SES#QVTMLQR.Q 17.1 100 8.79E+05 SES#QVTMLQR 27.7 464 0 0 0 0 Low affinity cationic amino acid transporter 2  35451:59215

637.77833 2 combeffx_ATM_MEKi 637.77595 3.73 23.71 SLC7A2  CTR2_HUMAN 0 K.SES#QVTM*LQR.Q 3.6 100 2.12E+05 SES#QVTM*LQR 26.8 464 0 0 0 0 Low affinity cationic amino acid transporter 2  35296:22099

563.93588 3 combeffx_ATM_MEKi 563.93409 3.17 20.51 SLC7A2  CTR2_HUMAN 0 R.VTS#KSESQVTM*LQR.Q 7.1 92 2.51E+05 VTSKS#ESQVTM*LQR 0 462 ‐3,2 0 0 0 0 Low affinity cationic amino acid transporter 2  35296:40240

1138.2031 3 timecourse_ATM_combo_1hr 1138.19836 4.16 34.66 SLC7A6  YLAT2_HUMAN 3 R.EPGRPTPTYHLVPNT#SQSQVEEDVSSPPQR.S 5.4 100 5.06E+05 EPGRPTPTYHLVPNTS#QSQVEEDVSSPPQR 0 20 0,2 0 0 0 0 Y+L amino acid transporter 2  35457:181715

853.90557 4 timecourse_ATM_combo_8hr 853.90059 5.83 30.65 SLC7A6  YLAT2_HUMAN 3 R.EPGRPTPTYHLVPNTS#QSQVEEDVSSPPQR.S 4.4 100 8.02E+05 EPGRPTPTYHLVPNTSQS#QVEEDVSSPPQR 2.5 22 ‐12,0 0 0 0 0 Y+L amino acid transporter 2  35451:183730

853.90516 4 timecourse_ATM_combo_2hr 853.90059 5.35 25.51 SLC7A6  YLAT2_HUMAN 3 R.EPGRPTPTYHLVPNTSQS#QVEEDVSSPPQR.S 8.8 100 7.88E+05 EPGRPTPTYHLVPNTSQS#QVEEDVSSPPQR 12.2 22 ‐12,0 0 0 0 0 Y+L amino acid transporter 2  35455:170401

914.04188 3 combeffx_ATM_PI3Ki 914.03894 3.22 88.52 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 19.6 100 2.60E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 22 787 28.3 788 0 0 Sodium/hydrogen exchanger 1  35298:70156

914.04385 3 timecourse_ATM_combo_4hr 914.03894 5.37 81.29 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDSPS#S#QR.I 188.2 100 1.06E+07 SKETSSPGTDDVFTPAPSDSPS#S#QR 20.1 787 25.8 788 0 0 Sodium/hydrogen exchanger 1  35453:168361

914.04342 3 combeffx_ATM_comboi 914.03894 4.9 75.11 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDSPS#S#QR.I 14.0 100 2.02E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 20.1 787 25.8 788 0 0 Sodium/hydrogen exchanger 1  35301:72029

914.04418 3 timecourse_ATM_ctrl1 914.03894 5.73 74.96 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDSPS#S#QR.I 40.3 100 2.34E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 30.7 787 26.4 788 0 0 Sodium/hydrogen exchanger 1  35448:167600

914.04428 3 timecourse_ATM_combo_8hr 914.03894 5.84 73.19 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 97.3 100 6.32E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 20.1 787 25.8 788 0 0 Sodium/hydrogen exchanger 1  35451:172560

914.04293 3 combeffx_ATM_PI3Ki 914.03894 4.37 71.42 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 15.7 100 1.79E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 22 787 28.3 788 0 0 Sodium/hydrogen exchanger 1  35299:66344

914.04383 3 combeffx_ATM_comboi 914.03894 5.35 71.35 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 10.8 100 2.28E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 24.2 787 31.3 788 0 0 Sodium/hydrogen exchanger 1  35300:79021

842.33434 3 timecourse_ATM_combo_1hr 842.32995 5.21 64.4 SLC9A1  SL9A1_HUMAN 4 K.ETSSPGTDDVFTPAPSDS#PS#SQR.I 27.3 100 2.11E+06 ETSSPGTDDVFTPAPSDSPS#S#QR 3 787 ‐4,0 6.8 788 ‐5,0 0 0 Sodium/hydrogen exchanger 1  35457:163925

842.33322 3 timecourse_ATM_combo_2hr 842.32995 3.88 64.06 SLC9A1  SL9A1_HUMAN 4 K.ETSSPGTDDVFTPAPSDS#PS#SQR.I 6.7 94 1.46E+05 ETSSPGTDDVFTPAPSDS#PSS#QR 0 785 ‐2,0 0 788 ‐5,0 0 0 Sodium/hydrogen exchanger 1  35454:152681

914.0441 3 timecourse_ATM_combo_4hr 914.03894 5.65 63.94 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDSPS#S#QR.I 176.1 100 1.09E+07 SKETSSPGTDDVFTPAPSDSPS#S#QR 24.2 787 20.2 788 0 0 Sodium/hydrogen exchanger 1  35452:165410

914.04443 3 timecourse_ATM_combo_2hr 914.03894 6.01 63.59 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDSPS#S#QR.I 185.6 100 7.11E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 8.7 787 ‐2,0 7.5 788 ‐3,0 0 0 Sodium/hydrogen exchanger 1  35454:159201

914.04367 3 timecourse_ATM_combo_2hr 914.03894 5.17 63.14 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 175.8 100 6.75E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 27 787 31.3 788 0 0 Sodium/hydrogen exchanger 1  35455:160191

914.04321 3 timecourse_ATM_combo_1hr 914.03894 4.67 60.08 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 156.2 100 1.04E+07 SKETSSPGTDDVFTPAPSDSPS#S#QR 27 787 22.9 788 0 0 Sodium/hydrogen exchanger 1  35457:170735

1262.99746 2 timecourse_ATM_combo_2hr 1262.99129 4.89 59.39 SLC9A1  SL9A1_HUMAN 4 K.ETSSPGTDDVFTPAPSDS#PS#SQR.I 8.2 100 3.32E+05 ETSSPGTDDVFTPAPSDS#PS#SQR 16.8 785 0 787 0,1 0 0 Sodium/hydrogen exchanger 1  35455:153291

914.04434 3 timecourse_ATM_ctrl2 914.03894 5.91 58.84 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPS#DS#PSSQR.I 32.9 100 1.48E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 24.2 787 31.3 788 0 0 Sodium/hydrogen exchanger 1  35446:154122

914.04442 3 timecourse_ATM_combo_8hr 914.03894 6 57.73 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDSPS#S#QR.I 98.3 100 6.19E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 24.2 787 28.3 788 0 0 Sodium/hydrogen exchanger 1  35450:170350

914.04435 3 timecourse_ATM_combo_1hr 914.03894 5.92 57.59 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDSPS#S#QR.I 208.6 100 1.17E+07 SKETSSPGTDDVFTPAPSDSPS#S#QR 20.1 787 25.8 788 0 0 Sodium/hydrogen exchanger 1  35456:170607

914.04197 3 combeffx_ATM_PI3Ki 914.03894 3.31 56.65 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 19.4 100 2.60E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 24.2 787 31.3 788 0 0 Sodium/hydrogen exchanger 1  35298:70166

914.04288 3 timecourse_ATM_ctrl1 914.03894 4.31 55.46 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 35.1 100 2.32E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 22 787 28.3 788 0 0 Sodium/hydrogen exchanger 1  35449:170319

914.04481 3 timecourse_ATM_ctrl2 914.03894 6.42 54.22 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDSPS#S#QR.I 34.1 100 1.47E+06 SKETSSPGTDDVFTPAPSDSPS#S#QR 20.1 787 16.2 788 0 0 Sodium/hydrogen exchanger 1  35447:157163

842.33354 3 timecourse_ATM_combo_8hr 842.32995 4.27 50.93 SLC9A1  SL9A1_HUMAN 4 K.ETSSPGTDDVFTPAPSDSPS#S#QR.I 12.6 100 1.51E+06 ETSSPGTDDVFTPAPSDS#PSS#QR 0 785 ‐2,0 0 788 ‐5,0 0 0 Sodium/hydrogen exchanger 1  35451:164770

842.33398 3 timecourse_ATM_combo_2hr 842.32995 4.78 42.44 SLC9A1  SL9A1_HUMAN 4 K.ETSSPGTDDVFTPAPSDS#PS#SQR.I 27.9 100 1.48E+06 ETSSPGTDDVFTPAPSDS#PSS#QR 8.5 785 ‐2,0 6.5 788 ‐5,0 0 0 Sodium/hydrogen exchanger 1  35455:153281

842.33378 3 timecourse_ATM_combo_4hr 842.32995 4.55 39.45 SLC9A1  SL9A1_HUMAN 4 K.ETSSPGTDDVFTPAPS#DS#PSSQR.I 10.6 100 2.20E+06 ETSSPGTDDVFTPAPS#DSPS#SQR 19.5 783 0 787 ‐2,0 0 0 Sodium/hydrogen exchanger 1  35452:157960

1370.56158 2 timecourse_ATM_combo_1hr 1370.55478 4.96 38.56 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 12.3 100 4.07E+05 SKETSSPGTDDVFTPAPSDS#PS#SQR 9.8 785 0,3 0 787 0,1 0 0 Sodium/hydrogen exchanger 1  35457:170745

842.33367 3 timecourse_ATM_combo_1hr 842.32995 4.42 38.38 SLC9A1  SL9A1_HUMAN 4 K.ETSSPGTDDVFTPAPSDSPS#S#QR.I 20.3 100 2.34E+06 ETSSPGTDDVFTPAPSDSPS#S#QR 3.9 787 ‐4,0 8.8 788 ‐5,0 0 0 Sodium/hydrogen exchanger 1  35456:163917

1370.5623 2 timecourse_ATM_combo_4hr 1370.55478 5.49 38.21 SLC9A1  SL9A1_HUMAN 4 R.SKETSSPGTDDVFTPAPSDS#PS#SQR.I 8.1 100 4.00E+05 SKETSSPGTDDVFTPAPSDS#PSS#QR 30.7 785 0 788 ‐1,0 0 0 Sodium/hydrogen exchanger 1  35452:165400

842.33377 3 timecourse_ATM_combo_4hr 842.32995 4.54 34.8 SLC9A1  SL9A1_HUMAN 4 K.ETSSPGTDDVFTPAPSDS#PS#SQR.I 25.2 100 2.25E+06 ETSSPGTDDVFTPAPSDSPS#S#QR 7 787 ‐4,0 5.5 788 ‐5,0 0 0 Sodium/hydrogen exchanger 1  35453:160821

1026.47342 3 timecourse_ATM_ctrl1 1026.46710 6.16 76.42 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 46.3 100 2.99E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 23.2 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35448:173470

1026.47271 3 timecourse_ATM_combo_1hr 1026.46710 5.47 70.53 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 45.9 100 3.90E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 27.1 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35457:177005

1026.47271 3 timecourse_ATM_combo_2hr 1026.46710 5.47 70.02 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 47.4 100 2.85E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 41.4 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35455:165931

1026.4732 3 timecourse_ATM_combo_1hr 1026.46710 5.94 68.43 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 47.2 100 3.78E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 51.4 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35456:176476

1026.47277 3 timecourse_ATM_combo_2hr 1026.46710 5.52 67.8 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 45.8 100 2.46E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 34.6 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35454:164781

1078.5058 3 timecourse_ATM_combo_1hr 1078.50080 4.65 58.76 SLK  SLK_HUMAN 1 K.RASSDLSIASSEEDKLS#QNACILESVSEK.T 5.6 100 5.29E+05 RASSDLSIASSEEDKLS#QNACILESVSEK 7.2 354 ‐7,0 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35456:178726

1026.47363 3 timecourse_ATM_ctrl2 1026.46710 6.36 58.39 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 25.8 100 1.57E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 6.2 354 ‐6,0 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35446:160242

1026.4728 3 timecourse_ATM_combo_8hr 1026.46710 5.55 56.97 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 20.6 100 2.10E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 38 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35450:176420

1053.12915 3 timecourse_ATM_ctrl1 1053.12254 6.28 56.84 SLK  SLK_HUMAN 1 R.ASSDLSIASS#EEDKLS#QNACILESVSEK.T 9.3 100 4.93E+05 ASSDLSIAS#SEEDKLS#QNACILESVSEK 15.9 347 42.9 354 0 0 STE20‐like serine/threonine‐protein kinase  35448:174470

1078.5061 3 timecourse_ATM_combo_2hr 1078.50080 4.91 53.67 SLK  SLK_HUMAN 1 K.RASSDLSIASSEEDKLS#QNACILESVSEK.T 4.7 100 3.31E+05 RASSDLSIASSEEDKLS#QNACILESVSEK 37.4 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35454:166991

1053.12884 3 timecourse_ATM_combo_2hr 1053.12254 5.98 52.88 SLK  SLK_HUMAN 1 R.ASSDLSIASS#EEDKLS#QNACILESVSEK.T 11.5 100 4.93E+05 ASSDLSIAS#SEEDKLS#QNACILESVSEK 6.4 347 0,1 55.4 354 0 0 STE20‐like serine/threonine‐protein kinase  35455:167041

1026.47303 3 timecourse_ATM_ctrl2 1026.46710 5.78 52.57 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 26.4 100 1.71E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 20.7 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35447:163613

1026.47304 3 timecourse_ATM_combo_4hr 1026.46710 5.79 51.88 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 30.6 100 2.37E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 17.7 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35453:174701

809.13096 4 timecourse_ATM_combo_2hr 809.12742 4.38 51.82 SLK  SLK_HUMAN 1 K.RASSDLSIASSEEDKLS#QNACILESVSEK.T 5.3 100 4.53E+05 RASSDLSIASSEEDKLS#QNACILESVSEK 18.2 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35455:168341

1026.47211 3 timecourse_ATM_ctrl1 1026.46710 4.88 49.62 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 42.0 100 3.16E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 7.6 354 ‐6,0 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35449:176219

1026.47269 3 timecourse_ATM_combo_8hr 1026.46710 5.45 48.68 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 23.4 100 2.41E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 14.1 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35451:178850

1026.47255 3 timecourse_ATM_combo_4hr 1026.46710 5.31 48.18 SLK  SLK_HUMAN 1 R.ASSDLSIASSEEDKLS#QNACILESVSEK.T 28.0 100 2.31E+06 ASSDLSIASSEEDKLS#QNACILESVSEK 56.2 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35452:171460

809.12973 4 timecourse_ATM_combo_1hr 809.12742 2.85 46.77 SLK  SLK_HUMAN 1 K.RASSDLSIASSEEDKLS#QNACILESVSEK.T 6.3 100 7.50E+05 RASSDLSIASSEEDKLS#QNACILESVSEK 15.7 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35457:179535

809.13019 4 timecourse_ATM_ctrl1 809.12742 3.42 40.95 SLK  SLK_HUMAN 1 K.RASSDLSIASSEEDKLS#QNACILESVSEK.T 6.7 100 4.14E+05 RASSDLSIASSEEDKLS#QNACILESVSEK 14.5 354 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35448:175630

809.13122 4 timecourse_ATM_combo_2hr 809.12742 4.7 35.51 SLK  SLK_HUMAN 1 K.RASSDLSIASSEEDKLS#QNACILESVSEK.T 3.9 100 3.46E+05 RASSDLSIASSEEDKLS#QNACILESVSEK 12.7 354 ‐6,0 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35454:166981

795.37185 3 timecourse_ATM_combo_8hr 795.36700 6.11 33.68 SLK  SLK_HUMAN 1 K.EANIQAVDSEVGLTKEDT#QEK.L 16.6 100 8.58E+05 EANIQAVDSEVGLTKEDT#QEK 2.3 527 ‐4,0 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35450:156330

615.27327 3 timecourse_ATM_combo_8hr 615.27008 5.18 25.97 SLK  SLK_HUMAN 1 K.EDT#QEKLGEDDKTQK.D 6.6 100 1.67E+05 EDT#QEKLGEDDKTQK 64.3 527 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35451:123600

615.27335 3 timecourse_ATM_combo_8hr 615.27008 5.31 21.76 SLK  SLK_HUMAN 1 K.EDT#QEKLGEDDKTQK.D 5.2 100 1.56E+05 EDT#QEKLGEDDKTQK 48.4 527 0 0 0 0 STE20‐like serine/threonine‐protein kinase  35450:122348



1004.91996 2 timecourse_ATM_combo_8hr 1004.91388 6.05 93.35 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 118.3 100 1.02E+07 INEELES#QYQQSMDSK 10.3 82 0,2 0 0 0 0 Small acidic protein  35451:137121

1004.91933 2 timecourse_ATM_combo_4hr 1004.91388 5.42 91.86 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 189.0 100 8.60E+06 INEELES#QYQQSMDSK 15.5 82 0 0 0 0 Small acidic protein  35452:132518

1004.91957 2 timecourse_ATM_combo_2hr 1004.91388 5.67 80.87 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 76.7 100 2.45E+06 INEELES#QYQQSMDSK 23.3 82 0 0 0 0 Small acidic protein  35454:128545

1004.91998 2 timecourse_ATM_combo_1hr 1004.91388 6.07 80.05 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 50.1 100 3.05E+06 INEELES#QYQQSMDSK 21.3 82 0 0 0 0 Small acidic protein  35456:138359

1004.91875 2 timecourse_ATM_ctrl1 1004.91388 4.85 75.9 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 146.0 100 5.86E+06 INEELES#QYQQSMDSK 14.2 82 0 0 0 0 Small acidic protein  35449:138721

1004.91899 2 timecourse_ATM_combo_4hr 1004.91388 5.08 75.34 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 150.5 100 9.19E+06 INEELES#QYQQSMDSK 17 82 0 0 0 0 Small acidic protein  35453:135135

1004.91874 2 timecourse_ATM_combo_1hr 1004.91388 4.84 71.28 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 49.5 100 2.94E+06 INEELES#QYQQSMDSK 13.2 82 0 0 0 0 Small acidic protein  35457:138798

1004.91979 2 timecourse_ATM_ctrl2 1004.91388 5.88 71.01 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 66.9 100 2.26E+06 INEELES#QYQQSMDSK 15.5 82 0 0 0 0 Small acidic protein  35446:122129

1004.92004 2 timecourse_ATM_combo_8hr 1004.91388 6.13 70.13 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 145.4 100 8.97E+06 INEELES#QYQQSMDSK 18.9 82 0 0 0 0 Small acidic protein  35450:135353

1004.9199 2 timecourse_ATM_ctrl1 1004.91388 5.99 69.97 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 135.0 100 6.06E+06 INEELES#QYQQSMDSK 18.9 82 0 0 0 0 Small acidic protein  35448:136540

1004.91856 2 timecourse_ATM_combo_2hr 1004.91388 4.66 69.26 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 79.1 100 2.41E+06 INEELES#QYQQSMDSK 7.5 82 0,2 0 0 0 0 Small acidic protein  35455:128790

1068.96762 2 timecourse_ATM_combo_4hr 1068.96136 5.86 62.05 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 7.1 100 2.69E+05 KINEELES#QYQQSMDSK 28.5 82 0 0 0 0 Small acidic protein  35453:144307

1068.96793 2 timecourse_ATM_combo_8hr 1068.96136 6.15 61.91 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 6.2 100 2.60E+05 KINEELES#QYQQSMDSK 33.7 82 0 0 0 0 Small acidic protein  35450:145283

1004.92012 2 timecourse_ATM_ctrl2 1004.91388 6.21 60.05 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 68.4 100 2.42E+06 INEELES#QYQQSMDSK 15.5 82 0 0 0 0 Small acidic protein  35447:124516

670.28225 3 timecourse_ATM_combo_8hr 670.27835 5.82 57.24 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 41.0 100 3.07E+06 INEELES#QYQQSMDSK 22.9 82 0 0 0 0 Small acidic protein  35450:135343

670.28168 3 timecourse_ATM_combo_4hr 670.27835 4.97 56.24 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 59.6 100 3.29E+06 INEELES#QYQQSMDSK 20.2 82 0 0 0 0 Small acidic protein  35452:132508

1068.96725 2 timecourse_ATM_ctrl1 1068.96136 5.51 55.41 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 5.2 100 1.89E+05 KINEELES#QYQQSMDSK 18.9 82 0 0 0 0 Small acidic protein  35449:147818

670.28131 3 timecourse_ATM_ctrl1 670.27835 4.42 54.26 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 32.4 100 1.54E+06 INEELES#QYQQSMDSK 22.9 82 0 0 0 0 Small acidic protein  35449:138711

670.2822 3 timecourse_ATM_combo_8hr 670.27835 5.74 54.22 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 41.8 100 2.82E+06 INEELES#QYQQSMDSK 26.4 82 0 0 0 0 Small acidic protein  35451:137111

897.3551 2 timecourse_ATM_combo_8hr 897.35039 5.25 53.91 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMD.S 12.4 100 6.03E+05 INEELES#QYQQSMD 17 82 0 0 0 0 Small acidic protein  35451:119362

670.2824 3 timecourse_ATM_ctrl2 670.27835 6.04 52.29 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 23.4 94 7.87E+05 INEELES#QYQQSMDSK 26.4 82 0 0 0 0 Small acidic protein  35447:124506

1068.96755 2 timecourse_ATM_combo_4hr 1068.96136 5.79 51.38 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 7.7 100 2.40E+05 KINEELES#QYQQSMDSK 30.8 82 0 0 0 0 Small acidic protein  35452:141827

670.28205 3 timecourse_ATM_ctrl1 670.27835 5.52 50.43 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 33.6 94 1.77E+06 INEELES#QYQQSMDSK 22.9 82 0 0 0 0 Small acidic protein  35448:136530

670.28203 3 timecourse_ATM_ctrl2 670.27835 5.49 49.92 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 20.9 94 7.44E+05 INEELES#QYQQSMDSK 26.4 82 0 0 0 0 Small acidic protein  35446:122119

670.28145 3 timecourse_ATM_combo_4hr 670.27835 4.62 48.41 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 56.5 100 3.14E+06 INEELES#QYQQSMDSK 28.3 82 0 0 0 0 Small acidic protein  35453:135125

1044.90291 2 timecourse_ATM_combo_4hr 1044.89705 5.61 46.76 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQS#MDSK.L 19.9 100 6.36E+05 INEELES#QYQQS#MDSK 10.3 82 0,2 41.3 87 0 0 Small acidic protein  35453:140607

670.28123 3 timecourse_ATM_combo_1hr 670.27835 4.3 43.83 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 11.4 94 7.69E+05 INEELES#QYQQSMDSK 26.4 82 0 0 0 0 Small acidic protein  35457:138788

670.28211 3 timecourse_ATM_combo_1hr 670.27835 5.61 42.9 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 14.8 94 9.62E+05 INEELES#QYQQSMDSK 24.1 82 0 0 0 0 Small acidic protein  35456:138349

670.28188 3 timecourse_ATM_combo_2hr 670.27835 5.27 42.88 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 19.3 94 7.02E+05 INEELES#QYQQSMDSK 22.9 82 0 0 0 0 Small acidic protein  35454:128535

670.28113 3 timecourse_ATM_combo_2hr 670.27835 4.15 42.76 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSMDSK.L 21.3 94 6.80E+05 INEELES#QYQQSMDSK 26.4 82 0 0 0 0 Small acidic protein  35455:128780

1044.90322 2 timecourse_ATM_combo_8hr 1044.89705 5.91 42.14 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQS#MDSK.L 13.3 100 5.65E+05 INEELES#QYQQS#MDSK 18.9 82 35.8 87 0 0 Small acidic protein  35450:140963

1012.91713 2 timecourse_ATM_ctrl1 1012.91134 5.72 41.74 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQSM*DSK.L 3.1 100 8.11E+04 INEELES#QYQQSM*DSK 15.5 82 0 0 0 0 Small acidic protein  35448:137810

1044.90321 2 timecourse_ATM_combo_8hr 1044.89705 5.9 39.47 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQS#MDSK.L 14.2 100 5.93E+05 INEELES#QYQQS#MDSK 18.9 82 20.9 87 0 0 Small acidic protein  35451:143031

1044.90286 2 timecourse_ATM_combo_4hr 1044.89705 5.56 38.21 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQS#MDSK.L 15.1 100 6.11E+05 INEELES#QYQQS#MDSK 10.3 82 0,2 41.3 87 0 0 Small acidic protein  35452:137947

712.98094 3 timecourse_ATM_ctrl2 712.97667 5.99 35.89 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 6.0 100 2.55E+05 KINEELES#QYQQSMDSK 12.7 82 0,2 0 0 0 0 Small acidic protein  35446:131111

712.98104 3 timecourse_ATM_combo_8hr 712.97667 6.13 33.4 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 18.5 100 1.08E+06 KINEELES#QYQQSMDSK 22.9 82 0 0 0 0 Small acidic protein  35451:147341

712.98103 3 timecourse_ATM_ctrl1 712.97667 6.12 32.81 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 14.4 100 7.13E+05 KINEELES#QYQQSMDSK 11 82 0,2 0 0 0 0 Small acidic protein  35448:145628

712.98161 3 timecourse_ATM_combo_8hr 712.97667 6.93 32.12 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 17.8 100 1.02E+06 KINEELES#QYQQSMDSK 22.9 82 0 0 0 0 Small acidic protein  35450:145293

712.98095 3 timecourse_ATM_combo_4hr 712.97667 6.02 29.94 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 27.8 100 1.14E+06 KINEELES#QYQQSMDSK 20.2 82 0 0 0 0 Small acidic protein  35452:141837

712.97999 3 timecourse_ATM_combo_2hr 712.97667 4.66 29.79 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 7.7 100 2.52E+05 KINEELES#QYQQSMDSK 26.4 82 0 0 0 0 Small acidic protein  35455:137654

712.98087 3 timecourse_ATM_combo_4hr 712.97667 5.89 27.75 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 21.2 100 1.10E+06 KINEELES#QYQQSMDSK 26.4 82 0 0 0 0 Small acidic protein  35453:144317

712.98009 3 timecourse_ATM_ctrl1 712.97667 4.8 26.86 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 14.2 100 6.16E+05 KINEELES#QYQQSMDSK 26.4 82 0 0 0 0 Small acidic protein  35449:147808

712.9812 3 timecourse_ATM_combo_1hr 712.97667 6.35 24.04 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 8.6 100 3.85E+05 KINEELES#QYQQSMDSK 22.9 82 0 0 0 0 Small acidic protein  35456:148049

712.98097 3 timecourse_ATM_ctrl2 712.97667 6.03 24 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 8.8 100 2.92E+05 KINEELES#QYQQSMDSK 22.9 82 0 0 0 0 Small acidic protein  35447:133607

1044.9022 2 timecourse_ATM_combo_2hr 1044.89705 4.93 23.49 SMAP  SMAP_HUMAN 3 K.INEELES#QYQQS#MDSK.L 7.4 100 1.17E+05 INEELES#QYQQS#MDSK 15.5 82 27 87 0 0 Small acidic protein  35455:134150

712.98062 3 timecourse_ATM_combo_2hr 712.97667 5.54 22.91 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 10.7 100 2.87E+05 KINEELES#QYQQSMDSK 12.7 82 0,2 0 0 0 0 Small acidic protein  35454:137697

712.98013 3 timecourse_ATM_combo_1hr 712.97667 4.87 19.19 SMAP  SMAP_HUMAN 3 K.KINEELES#QYQQSMDSK.L 6.5 100 2.82E+05 KINEELES#QYQQSMDSK 26.4 82 0 0 0 0 Small acidic protein  35457:148020

1122.82755 3 combeffx_ATM_PI3Ki 1122.82373 3.4 125.83 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 20.6 100 2.21E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 19.8 588 0 0 0 0 Probable global transcription activator SNF2L2  35299:69644

877.39645 2 timecourse_ATM_combo_8hr 877.39125 5.93 113.99 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 38.4 100 6.38E+06 VPSNS#QLEIEGNSSGR 64.8 1410 0 0 0 0 Probable global transcription activator SNF2L2  35450:114350

1128.16116 3 combeffx_ATM_comboi 1128.15537 5.13 109.46 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QM*SDLPVK.V 15.0 100 2.01E+06 KAEENAEGGESALGPDGEPIDESS#QM*SDLPVK 9.3 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35301:75819

1165.52518 3 timecourse_ATM_combo_8hr 1165.52205 2.69 106.02 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 11.0 100 1.09E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 7 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35451:184470

877.39634 2 timecourse_ATM_combo_2hr 877.39125 5.8 103.16 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 7.6 100 6.26E+05 VPSNS#QLEIEGNSSGR 42.6 1410 0 0 0 0 Probable global transcription activator SNF2L2  35454:108578

1122.83019 3 combeffx_ATM_comboi 1122.82373 5.75 97.93 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 26.2 100 6.86E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 11.5 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35300:83651

1128.15992 3 combeffx_ATM_MEKi 1128.15537 4.03 96.45 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESSQM*S#DLPVK.V 13.4 100 1.18E+06 KAEENAEGGESALGPDGEPIDESSQM*S#DLPVK 0 591 ‐4,0 0 0 0 0 Probable global transcription activator SNF2L2  35296:62438

877.39616 2 timecourse_ATM_combo_8hr 877.39125 5.6 95.9 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 40.4 100 6.77E+06 VPSNS#QLEIEGNSSGR 37.4 1410 0 0 0 0 Probable global transcription activator SNF2L2  35451:115442

877.39585 2 timecourse_ATM_combo_8hr 877.39125 5.24 93.45 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 45.6 100 6.42E+06 VPSNS#QLEIEGNSSGR 21.3 1410 0 0 0 0 Probable global transcription activator SNF2L2  35450:114330

877.39596 2 timecourse_ATM_combo_4hr 877.39125 5.37 93.14 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 13.2 100 1.47E+06 VPSNS#QLEIEGNSSGR 33.7 1410 0 0 0 0 Probable global transcription activator SNF2L2  35452:112043

1122.82996 3 combeffx_ATM_comboi 1122.82373 5.55 92.15 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 24.9 100 4.46E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 17 588 0 0 0 0 Probable global transcription activator SNF2L2  35301:75789

877.39572 2 timecourse_ATM_combo_4hr 877.39125 5.09 90.54 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 13.5 100 1.67E+06 VPSNS#QLEIEGNSSGR 30.7 1410 0 0 0 0 Probable global transcription activator SNF2L2  35453:114113

1165.52518 3 timecourse_ATM_combo_4hr 1165.52205 2.69 87.68 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 22.5 100 1.45E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 14 588 0 0 0 0 Probable global transcription activator SNF2L2  35452:176710

1122.82842 3 combeffx_ATM_PI3Ki 1122.82373 4.18 87.04 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDES#SQMSDLPVK.V 19.2 100 2.70E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 11.5 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35298:73766

1122.82859 3 timecourse_ATM_combo_8hr 1122.82373 4.33 86.55 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 65.4 100 6.94E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 11.5 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35451:183230

1128.161 3 combeffx_ATM_comboi 1128.15537 4.99 86.24 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESSQM*S#DLPVK.V 14.7 100 2.01E+06 KAEENAEGGESALGPDGEPIDESS#QM*SDLPVK 7.4 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35301:75809

1122.8297 3 timecourse_ATM_combo_4hr 1122.82373 5.32 85.67 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 12.2 100 9.95E+05 KKAEENAEGGESALGPDGEPIDES#SQMSDLPV 16.2 587 0 0 0 0 Probable global transcription activator SNF2L2  35453:178891

877.39569 2 timecourse_ATM_combo_4hr 877.39125 5.06 85.62 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 16.2 100 1.68E+06 VPSNS#QLEIEGNSSGR 33.7 1410 0 0 0 0 Probable global transcription activator SNF2L2  35453:114103

1114.00459 2 timecourse_ATM_combo_8hr 1113.99809 5.83 85.57 SMARCA2  SMCA2_HUMAN 1 K.AS#QLDAWLEMNPGYEVAPR.S 12.0 100 8.01E+05 AS#QLDAWLEMNPGYEVAPR 189.5 615 0 0 0 0 Probable global transcription activator SNF2L2  35451:151700

1165.52737 3 timecourse_ATM_combo_2hr 1165.52205 4.56 83.67 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 14.7 100 7.96E+05 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 18.3 588 0 0 0 0 Probable global transcription activator SNF2L2  35454:169611

877.3955 2 timecourse_ATM_combo_8hr 877.39125 4.84 81.01 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 48.5 100 6.81E+06 VPSNS#QLEIEGNSSGR 21.3 1410 0 0 0 0 Probable global transcription activator SNF2L2  35451:115422

1122.82904 3 timecourse_ATM_combo_1hr 1122.82373 4.73 80.25 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 12.1 100 1.06E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPV 0 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35457:181325

1128.16101 3 combeffx_ATM_comboi 1128.15537 5 79.78 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QM*SDLPVK.V 11.6 100 3.28E+06 KAEENAEGGESALGPDGEPIDESS#QM*SDLPVK 20.4 588 0 0 0 0 Probable global transcription activator SNF2L2  35300:83661

1165.52549 3 timecourse_ATM_combo_1hr 1165.52205 2.95 79.23 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 23.6 100 1.94E+06 KKAEENAEGGESALGPDGEPIDES#SQMSDLPVK 7 587 0,1 0 0 0 0 Probable global transcription activator SNF2L2  35456:181566

1122.82891 3 timecourse_ATM_combo_4hr 1122.82373 4.61 79.05 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 106.0 100 9.67E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 11.5 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35453:178871

1165.52624 3 timecourse_ATM_combo_2hr 1165.52205 3.6 77.84 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDES#SQMSDLPVK.V 12.0 100 7.26E+05 KKAEENAEGGESALGPDGEPIDES#SQMSDLPVK 5 587 0,1 0 0 0 0 Probable global transcription activator SNF2L2  35455:171061

1122.82807 3 timecourse_ATM_combo_1hr 1122.82373 3.87 76.86 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 113.5 100 1.08E+07 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 14 588 0 0 0 0 Probable global transcription activator SNF2L2  35457:181305

1122.82936 3 timecourse_ATM_combo_4hr 1122.82373 5.01 76.51 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 104.9 100 8.99E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 29 588 0 0 0 0 Probable global transcription activator SNF2L2  35452:175550

795.36045 3 combeffx_ATM_comboi 795.35644 5.04 76.5 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 26.8 100 5.41E+06 CNVEKVPSNS#QLEIEGNSSGR 6 1410 ‐2,0 0 0 0 0 Probable global transcription activator SNF2L2  35300:71991

1122.82954 3 timecourse_ATM_combo_8hr 1122.82373 5.18 76.48 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 67.9 100 6.64E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 15.9 588 0 0 0 0 Probable global transcription activator SNF2L2  35450:180370

877.39556 2 timecourse_ATM_combo_2hr 877.39125 4.91 75.37 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 8.8 100 6.47E+05 VPSNS#QLEIEGNSSGR 43 1410 0 0 0 0 Probable global transcription activator SNF2L2  35455:108245

874.39601 4 timecourse_ATM_ctrl1 874.39335 3.04 73.97 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 9.3 100 6.93E+05 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 18.4 588 0 0 0 0 Probable global transcription activator SNF2L2  35449:181089

1149.48559 3 combeffx_ATM_comboi 1149.47917 5.59 73.81 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMS#DLPVK.V 6.9 100 1.41E+06 KAEENAEGGESALGPDGEPIDES#SQMS#DLPVK 5 587 0,1 38.4 591 0 0 Probable global transcription activator SNF2L2  35300:83921

1165.52418 3 timecourse_ATM_combo_1hr 1165.52205 1.83 72.37 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 23.3 100 1.98E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 0 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35457:182365

795.36 3 timecourse_ATM_combo_2hr 795.35644 4.48 71.61 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 38.5 100 1.33E+06 CNVEKVPSNS#QLEIEGNSSGR 16.2 1410 0 0 0 0 Probable global transcription activator SNF2L2  35455:147671

795.36025 3 combeffx_ATM_comboi 795.35644 4.79 70.09 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 41.6 100 4.83E+06 CNVEKVPSNS#QLEIEGNSSGR 7.5 1410 ‐2,0 0 0 0 0 Probable global transcription activator SNF2L2  35301:65849

1122.8278 3 timecourse_ATM_ctrl1 1122.82373 3.62 69.88 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 47.1 100 4.71E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 11.5 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35449:180109

1080.13104 3 combeffx_ATM_comboi 1080.12541 5.21 69.44 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDES#SQMSDLPVK.V 14.6 100 2.61E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 0 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35301:75099

795.36065 3 timecourse_ATM_combo_4hr 795.35644 5.29 67.74 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 64.3 100 4.48E+06 CNVEKVPSNS#QLEIEGNSSGR 29.9 1410 0 0 0 0 Probable global transcription activator SNF2L2  35452:152070

1149.48383 3 timecourse_ATM_combo_1hr 1149.47917 4.05 67.37 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMS#DLPVK.V 29.5 100 2.47E+06 KAEENAEGGESALGPDGEPIDESS#QMS#DLPVK 6.4 588 ‐1,0 17.8 591 0 0 Probable global transcription activator SNF2L2  35457:182005

877.3961 2 timecourse_ATM_combo_4hr 877.39125 5.53 66.44 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 15.4 100 1.68E+06 VPSNS#QLEIEGNSSGR 14.2 1410 0 0 0 0 Probable global transcription activator SNF2L2  35452:112053

1122.82924 3 timecourse_ATM_combo_2hr 1122.82373 4.91 66.18 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 67.7 100 4.57E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 11.5 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35454:168551

1122.82921 3 timecourse_ATM_ctrl1 1122.82373 4.88 66.06 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 52.7 100 4.95E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 11.5 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35448:177360

1122.82838 3 timecourse_ATM_combo_2hr 1122.82373 4.14 65.46 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDES#SQMSDLPVK.V 75.2 100 4.81E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 9.8 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35455:169991

1080.13084 3 combeffx_ATM_comboi 1080.12541 5.04 64.55 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDES#SQMSDLPVK.V 16.3 100 4.16E+06 AEENAEGGESALGPDGEPIDES#SQMSDLPVK 14.5 587 0 0 0 0 Probable global transcription activator SNF2L2  35300:82811

1114.00434 2 timecourse_ATM_combo_8hr 1113.99809 5.61 64.45 SMARCA2  SMCA2_HUMAN 1 K.AS#QLDAWLEMNPGYEVAPR.S 9.5 100 5.24E+05 AS#QLDAWLEMNPGYEVAPR 153.7 615 0 0 0 0 Probable global transcription activator SNF2L2  35450:149710

1165.52416 3 timecourse_ATM_combo_4hr 1165.52205 1.81 64.44 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 23.7 100 1.79E+06 KKAEENAEGGESALGPDGEPIDES#SQMSDLPVK 4.2 587 0,1 0 0 0 0 Probable global transcription activator SNF2L2  35453:180241

874.39492 4 timecourse_ATM_combo_1hr 874.39335 1.8 64.08 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 22.1 100 2.26E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 16.8 588 0 0 0 0 Probable global transcription activator SNF2L2  35457:182355

1122.83026 3 timecourse_ATM_ctrl2 1122.82373 5.82 63.74 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDES#SQMSDLPVK.V 40.6 100 2.63E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 11.5 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35446:164332

1122.82977 3 timecourse_ATM_combo_8hr 1122.82373 5.38 63.46 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 16.0 100 1.53E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPV 0 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35451:183250

874.39732 4 timecourse_ATM_ctrl2 874.39335 4.54 63.31 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 7.3 100 4.55E+05 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 22.8 588 0 0 0 0 Probable global transcription activator SNF2L2  35446:165312

795.36036 3 timecourse_ATM_combo_8hr 795.35644 4.93 63.27 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 127.8 100 8.27E+06 CNVEKVPSNS#QLEIEGNSSGR 7.5 1410 ‐2,0 0 0 0 0 Probable global transcription activator SNF2L2  35450:156320

1080.13122 3 timecourse_ATM_combo_4hr 1080.12541 5.38 62.35 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDES#SQMSDLPVK.V 55.4 100 4.03E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 0 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35452:173970

1192.18259 3 timecourse_ATM_combo_4hr 1192.17749 4.28 62.08 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMS#DLPVK.V 11.7 100 7.65E+05 KKAEENAEGGESALGPDGEPIDES#S#QMSDLPVK 1.9 587 0,4 2.6 588 0,3 0 0 Probable global transcription activator SNF2L2  35453:180991

1122.82938 3 timecourse_ATM_ctrl2 1122.82373 5.03 61.88 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 38.7 100 2.77E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 17 588 0 0 0 0 Probable global transcription activator SNF2L2  35447:167833

795.36055 3 timecourse_ATM_combo_8hr 795.35644 5.17 61.8 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 125.9 100 8.70E+06 CNVEKVPSNS#QLEIEGNSSGR 20.2 1410 0 0 0 0 Probable global transcription activator SNF2L2  35451:158380

795.3602 3 timecourse_ATM_combo_4hr 795.35644 4.73 61.25 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 67.9 100 4.47E+06 CNVEKVPSNS#QLEIEGNSSGR 16.2 1410 0 0 0 0 Probable global transcription activator SNF2L2  35453:154801

874.39589 4 timecourse_ATM_combo_1hr 874.39335 2.92 61 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 27.6 100 2.39E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 12.3 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35456:181556

874.39518 4 timecourse_ATM_ctrl1 874.39335 2.09 60.84 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 13.3 100 8.82E+05 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 13.5 588 0 0 0 0 Probable global transcription activator SNF2L2  35448:178140

1122.83001 3 timecourse_ATM_combo_2hr 1122.82373 5.59 60.48 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 11.8 100 6.37E+05 KKAEENAEGGESALGPDGEPIDESS#QMSDLPV 0 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35455:170011

1149.48503 3 timecourse_ATM_combo_8hr 1149.47917 5.11 60.31 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDES#S#QMSDLPVK.V 38.0 100 3.38E+06 KAEENAEGGESALGPDGEPIDESS#QMS#DLPVK 6.4 588 ‐1,0 28.7 591 0 0 Probable global transcription activator SNF2L2  35451:184040

1149.48573 3 timecourse_ATM_combo_4hr 1149.47917 5.71 60.08 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDES#SQMS#DLPVK.V 41.0 100 3.07E+06 KAEENAEGGESALGPDGEPIDES#SQMS#DLPVK 5.4 587 0,1 24.4 591 0 0 Probable global transcription activator SNF2L2  35452:176290

795.35913 3 combeffx_ATM_PI3Ki 795.35644 3.38 59.73 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 9.0 100 7.66E+05 CNVEKVPS#NSQLEIEGNSSGR 15 1408 0 0 0 0 Probable global transcription activator SNF2L2  35298:64636

874.39605 4 timecourse_ATM_combo_8hr 874.39335 3.09 59.41 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 13.2 100 1.45E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 18.4 588 0 0 0 0 Probable global transcription activator SNF2L2  35451:184480

1149.48508 3 timecourse_ATM_combo_2hr 1149.47917 5.14 58.81 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDES#SQMS#DLPVK.V 27.6 100 1.59E+06 KAEENAEGGESALGPDGEPIDES#SQMS#DLPVK 7.7 587 0,1 17.9 591 0 0 Probable global transcription activator SNF2L2  35454:169271

795.36069 3 timecourse_ATM_combo_2hr 795.35644 5.34 58.18 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 32.2 100 1.31E+06 CNVEKVPSNS#QLEIEGNSSGR 6 1410 ‐2,0 0 0 0 0 Probable global transcription activator SNF2L2  35454:147251

894.38827 4 timecourse_ATM_combo_4hr 894.38494 3.72 56.32 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMS#DLPVK.V 6.1 100 4.25E+05 KKAEENAEGGESALGPDGEPIDESS#QMS#DLPVK 19.7 588 33.4 591 0 0 Probable global transcription activator SNF2L2  35453:180981

874.39584 4 timecourse_ATM_combo_4hr 874.39335 2.85 56.26 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 23.0 100 1.92E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 15 588 0 0 0 0 Probable global transcription activator SNF2L2  35452:176720

1080.1315 3 timecourse_ATM_combo_1hr 1080.12541 5.64 55.91 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDES#SQMSDLPVK.V 57.3 100 4.69E+06 AEENAEGGESALGPDGEPIDES#SQMSDLPVK 6.4 587 0,1 0 0 0 0 Probable global transcription activator SNF2L2  35456:178756

1122.83017 3 timecourse_ATM_combo_1hr 1122.82373 5.74 55.57 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 109.7 100 1.11E+07 KAEENAEGGESALGPDGEPIDESS#QMSDLPVK 9.8 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35456:180436

877.39527 2 timecourse_ATM_combo_1hr 877.39125 4.58 55.48 SMARCA2  SMCA2_HUMAN 4 K.VPSNS#QLEIEGNSSGR.Q 3.4 100 3.09E+05 VPSNS#QLEIEGNSSGR 21.3 1410 0 0 0 0 Probable global transcription activator SNF2L2  35457:116492

1149.48503 3 timecourse_ATM_combo_8hr 1149.47917 5.1 55.37 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMS#DLPVK.V 40.2 100 3.22E+06 KAEENAEGGESALGPDGEPIDESS#QMS#DLPVK 9.8 588 ‐1,0 11 591 ‐4,0 0 0 Probable global transcription activator SNF2L2  35450:181050

1055.73233 4 combeffx_ATM_comboi 1055.72696 5.1 55.35 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPVKVTHTETGK.V 6.2 100 1.61E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPVKVTHT 7.8 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35301:77219

1122.8302 3 timecourse_ATM_combo_1hr 1122.82373 5.76 54.33 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 10.0 100 9.06E+05 KKAEENAEGGESALGPDGEPIDESS#QMSDLPV 6.1 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35456:180446

1149.48446 3 timecourse_ATM_combo_2hr 1149.47917 4.6 53.2 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDES#SQMS#DLPVK.V 27.6 100 1.53E+06 KAEENAEGGESALGPDGEPIDES#S#QMSDLPVK 13.3 587 5.3 588 0,3 0 0 Probable global transcription activator SNF2L2  35455:170711

874.39652 4 timecourse_ATM_combo_8hr 874.39335 3.63 52.93 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 13.0 100 1.25E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 19.7 588 0 0 0 0 Probable global transcription activator SNF2L2  35450:181480

1149.48576 3 timecourse_ATM_combo_1hr 1149.47917 5.73 52.83 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDES#SQMS#DLPVK.V 31.7 100 2.65E+06 KAEENAEGGESALGPDGEPIDES#SQMS#DLPVK 15.9 587 24.4 591 0 0 Probable global transcription activator SNF2L2  35456:181226

1055.73148 4 combeffx_ATM_PI3Ki 1055.72696 4.28 51.83 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESSQMS#DLPVKVTHTETGK.V 7.6 100 1.17E+06 KAEENAEGGESALGPDGEPIDES#SQMSDLPVKVTHT 4.3 587 0,1 0 0 0 0 Probable global transcription activator SNF2L2  35299:70824

1055.73198 4 combeffx_ATM_comboi 1055.72696 4.75 51.03 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESSQMS#DLPVKVTHTETGK.V 8.5 100 2.64E+06 KAEENAEGGESALGPDGEPIDES#SQMSDLPVKVTHT 9.4 587 0,15 0 0 0 0 Probable global transcription activator SNF2L2  35300:85331

1122.82957 3 timecourse_ATM_combo_2hr 1122.82373 5.2 50.55 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 12.5 100 6.31E+05 KKAEENAEGGESALGPDGEPIDES#SQMSDLPV 9.2 587 0,4 0 0 0 0 Probable global transcription activator SNF2L2  35454:168561

1122.82979 3 timecourse_ATM_combo_8hr 1122.82373 5.41 47.33 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 15.4 100 1.45E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPV 9.6 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35450:180380

874.39501 4 timecourse_ATM_combo_4hr 874.39335 1.9 43.29 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 20.7 100 1.72E+06 KKAEENAEGGESALGPDGEPIDESS#QMSDLPVK 13.5 588 0 0 0 0 Probable global transcription activator SNF2L2  35453:180251

1149.48441 3 timecourse_ATM_combo_4hr 1149.47917 4.56 42.77 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDES#S#QMSDLPVK.V 41.6 100 3.32E+06 KAEENAEGGESALGPDGEPIDES#SQMS#DLPVK 0 587 0,1 16.2 591 0 0 Probable global transcription activator SNF2L2  35453:179761

1080.12895 3 combeffx_ATM_PI3Ki 1080.12541 3.28 42.75 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 6.8 100 7.22E+05 AEENAEGGESALGPDGEPIDESSQMS#DLPVK 15 591 0 0 0 0 Probable global transcription activator SNF2L2  35299:69024

1192.5366 2 timecourse_ATM_combo_8hr 1192.53102 4.69 41.65 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPS#NSQLEIEGNSSGR.Q 10.4 100 4.38E+05 CNVEKVPSNS#QLEIEGNSSGR 4 1410 ‐2,0 0 0 0 0 Probable global transcription activator SNF2L2  35451:158370

1080.12988 3 timecourse_ATM_combo_1hr 1080.12541 4.14 41.12 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDES#SQMSDLPVK.V 58.3 100 4.40E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 0 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35457:179565

1080.12851 3 timecourse_ATM_combo_4hr 1080.12541 2.87 39.74 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 25.9 100 2.80E+06 KAEENAEGGESALGPDGEPIDES#SQMSDLPV 9.1 587 0,4 0 0 0 0 Probable global transcription activator SNF2L2  35453:177181

1080.13109 3 timecourse_ATM_combo_8hr 1080.12541 5.26 39.57 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 32.7 100 2.74E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 0 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35451:181620

1106.78822 3 timecourse_ATM_combo_8hr 1106.78085 6.66 39.51 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESS#QMS#DLPVK.V 6.8 94 8.10E+05 AEENAEGGESALGPDGEPIDESS#QMS#DLPVK 7 588 ‐1,0 24 591 0 0 Probable global transcription activator SNF2L2  35451:182750

1106.78671 3 timecourse_ATM_combo_8hr 1106.78085 5.29 39.03 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDES#S#QMSDLPVK.V 5.2 100 1.07E+06 AEENAEGGESALGPDGEPIDES#S#QMSDLPVK 0 587 0,4 0 588 0,3 0 0 Probable global transcription activator SNF2L2  35450:179890

1192.18318 3 timecourse_ATM_combo_2hr 1192.17749 4.77 38.62 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDES#S#QMSDLPVK.V 9.8 100 3.90E+05 KKAEENAEGGESALGPDGEPIDES#SQMS#DLPVK 0 587 0,1 8.1 591 ‐3,0 0 0 Probable global transcription activator SNF2L2  35455:171791

1080.13192 3 timecourse_ATM_ctrl1 1080.12541 6.03 38.62 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESSQMS#DLPVK.V 26.6 100 1.84E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 0 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35448:175650

1080.12897 3 timecourse_ATM_combo_8hr 1080.12541 3.3 37.94 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 40.2 100 4.47E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPV 0 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35451:181610

1080.13109 3 timecourse_ATM_combo_2hr 1080.12541 5.26 37.31 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 45.9 100 1.98E+06 AEENAEGGESALGPDGEPIDES#SQMSDLPVK 6.4 587 0,4 0 0 0 0 Probable global transcription activator SNF2L2  35455:168361

585.26666 3 timecourse_ATM_combo_8hr 585.26326 5.81 36.55 SMARCA2  SMCA2_HUMAN 4 K.VPS#NSQLEIEGNSSGR.Q 10.8 100 1.24E+06 VPSNS#QLEIEGNSSGR 2.2 1410 ‐2,0 0 0 0 0 Probable global transcription activator SNF2L2  35450:114340

1080.13034 3 timecourse_ATM_combo_1hr 1080.12541 4.56 35.46 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 27.5 100 3.11E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPV 7 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35456:178746

894.38876 4 timecourse_ATM_combo_8hr 894.38494 4.27 34.36 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMS#DLPVK.V 5.9 100 6.30E+05 KKAEENAEGGESALGPDGEPIDESS#QMS#DLPVK 7.8 588 ‐1,0 24.6 591 0 0 Probable global transcription activator SNF2L2  35450:182100

1122.82912 3 timecourse_ATM_ctrl1 1122.82373 4.8 34.13 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 6.1 100 5.03E+05 KKAEENAEGGESALGPDGEPIDESS#QMSDLPV 0 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35448:177350

1122.83041 3 timecourse_ATM_combo_4hr 1122.82373 5.95 33.67 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 11.4 100 9.82E+05 KKAEENAEGGESALGPDGEPIDESS#QMSDLPV 0 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35452:175570

1080.13236 3 timecourse_ATM_ctrl2 1080.12541 6.43 33.63 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 24.6 100 1.14E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 5 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35446:162592

743.00562 3 timecourse_ATM_combo_8hr 743.00115 6.02 32.03 SMARCA2  SMCA2_HUMAN 1 K.AS#QLDAWLEMNPGYEVAPR.S 15.9 100 8.07E+05 AS#QLDAWLEMNPGYEVAPR 76.8 615 0 0 0 0 Probable global transcription activator SNF2L2  35450:149720

1080.13052 3 timecourse_ATM_ctrl1 1080.12541 4.73 30.3 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 18.9 100 1.35E+06 KAEENAEGGESALGPDGEPIDESS#QMSDLPV 5 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35448:175640

1122.82894 3 timecourse_ATM_ctrl1 1122.82373 4.64 30.19 SMARCA2  SMCA2_HUMAN 1 K.KKAEENAEGGESALGPDGEPIDESS#QMSDLPV.K 6.5 100 5.18E+05 KKAEENAEGGESALGPDGEPIDES#SQMSDLPV 4.5 587 0,4 0 0 0 0 Probable global transcription activator SNF2L2  35449:180119

1080.13106 3 timecourse_ATM_combo_4hr 1080.12541 5.23 29.41 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 60.8 100 4.24E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 0 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35453:177191

1080.12885 3 timecourse_ATM_ctrl1 1080.12541 3.18 29.06 SMARCA2  SMCA2_HUMAN 1 K.KAEENAEGGESALGPDGEPIDESSQMS#DLPV.K 17.9 100 1.56E+06 KAEENAEGGESALGPDGEPIDESSQMS#DLPV 15 591 0 0 0 0 Probable global transcription activator SNF2L2  35449:178419

1080.13155 3 timecourse_ATM_ctrl2 1080.12541 5.68 28.84 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 19.1 100 1.10E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 0 588 ‐1,0 0 0 0 0 Probable global transcription activator SNF2L2  35447:166013

585.26633 3 timecourse_ATM_combo_8hr 585.26326 5.25 27.99 SMARCA2  SMCA2_HUMAN 4 K.VPS#NSQLEIEGNSSGR.Q 10.3 100 1.12E+06 VPSNS#QLEIEGNSSGR 6.8 1410 ‐2,0 0 0 0 0 Probable global transcription activator SNF2L2  35451:115432

1192.53684 2 timecourse_ATM_combo_8hr 1192.53102 4.89 27.88 SMARCA2  SMCA2_HUMAN 4 R.CNVEKVPSNS#QLEIEGNSSGR.Q 8.2 100 3.66E+05 CNVEKVPSNS#QLEIEGNSSGR 30.8 1410 0 0 0 0 Probable global transcription activator SNF2L2  35450:156310

1080.13094 3 timecourse_ATM_combo_2hr 1080.12541 5.12 25.17 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESSQMS#DLPVK.V 32.7 100 1.83E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 0 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35454:167011

1080.13037 3 timecourse_ATM_ctrl1 1080.12541 4.59 19.55 SMARCA2  SMCA2_HUMAN 1 K.AEENAEGGESALGPDGEPIDESS#QMSDLPVK.V 24.1 100 1.80E+06 AEENAEGGESALGPDGEPIDESS#QMSDLPVK 8.6 588 0,3 0 0 0 0 Probable global transcription activator SNF2L2  35449:178429

1134.16183 3 combeffx_ATM_MEKi 1134.15615 5.01 108.43 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 25.9 100 2.29E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 5.4 610 ‐1,0 22.1 613 0 0 Transcription activator BRG1  35297:57168

1134.1599 3 combeffx_ATM_PI3Ki 1134.15615 3.31 103.36 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK.V 24.5 100 5.06E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 18.3 610 32.1 613 0 0 Transcription activator BRG1  35299:69684

1102.17311 3 timecourse_ATM_combo_1hr 1102.16907 3.67 99.92 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 43.4 100 6.40E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 10.4 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35457:180445

1134.16 3 combeffx_ATM_PI3Ki 1134.15615 3.39 97.66 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 23.6 100 5.06E+06 KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK 14.5 609 14.7 613 0 0 Transcription activator BRG1  35299:69694

1107.50372 3 combeffx_ATM_ctrl 1107.50071 2.72 97.63 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 167.9 100 2.15E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35294:77394

1134.15911 3 combeffx_ATM_MEKi 1134.15615 2.61 97.61 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 42.4 100 4.60E+06 KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK 14.5 609 7.6 613 ‐3,0 0 0 Transcription activator BRG1  35296:62468

1107.505 3 combeffx_ATM_PI3Ki 1107.50071 3.87 97.29 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 71.2 100 1.16E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35299:69424

1064.80666 3 combeffx_ATM_ctrl 1064.80239 4.01 95.75 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 21.0 100 3.74E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 19.8 610 0 0 0 0 Transcription activator BRG1  35294:76914

1171.52627 3 combeffx_ATM_PI3Ki 1171.52283 2.94 93.33 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 9.5 100 1.57E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 21.8 613 0 0 Transcription activator BRG1  35299:70014

1134.16192 3 combeffx_ATM_comboi 1134.15615 5.09 92.79 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 11.8 100 7.27E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 14 610 22.1 613 0 0 Transcription activator BRG1  35300:83731

1102.17263 3 combeffx_ATM_ctrl 1102.16907 3.23 91.84 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 87.5 100 1.38E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5 610 0,3 0 0 0 0 Transcription activator BRG1  35294:77304

1134.16281 3 combeffx_ATM_comboi 1134.15615 5.87 90.07 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 11.0 100 7.27E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 7 610 ‐1,0 14.7 613 0 0 Transcription activator BRG1  35300:83741

1134.1622 3 combeffx_ATM_comboi 1134.15615 5.34 89.92 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 15.5 100 5.10E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 19.8 610 32.1 613 0 0 Transcription activator BRG1  35301:75889

1102.17406 3 combeffx_ATM_comboi 1102.16907 4.53 89.3 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 197.8 100 7.75E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5 610 0,3 0 0 0 0 Transcription activator BRG1  35300:83151

1144.87349 3 timecourse_ATM_ctrl1 1144.86738 5.34 88.46 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 53.1 100 5.60E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35448:177800

1102.17344 3 combeffx_ATM_comboi 1102.16907 3.97 87.83 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 162.5 100 5.01E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 0,3 0 0 0 0 Transcription activator BRG1  35301:75339

1134.16006 3 combeffx_ATM_PI3Ki 1134.15615 3.45 87.68 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 24.7 100 7.52E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 7 610 ‐1,0 14 613 0 0 Transcription activator BRG1  35298:73826

1128.82822 3 combeffx_ATM_PI3Ki 1128.82451 3.29 87.06 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 96.3 100 1.59E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 19.8 610 25.2 613 0 0 Transcription activator BRG1  35299:69654

1102.17268 3 combeffx_ATM_PI3Ki 1102.16907 3.28 85.59 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 202.3 100 2.92E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35299:69304

1102.17354 3 combeffx_ATM_comboi 1102.16907 4.06 84.81 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 160.0 100 5.01E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35301:75349

1107.50436 3 combeffx_ATM_PI3Ki 1107.50071 3.3 83.41 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 154.5 100 1.86E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35298:73556

1144.87156 3 combeffx_ATM_PI3Ki 1144.86738 3.65 83.19 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 16.0 100 2.47E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35298:73976

1107.50521 3 timecourse_ATM_combo_4hr 1107.50071 4.06 83.01 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 20.4 100 2.66E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35452:175080

1144.87302 3 combeffx_ATM_comboi 1144.86738 4.93 82.97 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 10.8 100 2.53E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35301:76009

1064.8075 3 combeffx_ATM_comboi 1064.80239 4.8 82.85 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 22.3 100 4.90E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 30.5 610 0 0 0 0 Transcription activator BRG1  35301:74879

1107.50643 3 combeffx_ATM_comboi 1107.50071 5.16 82.68 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 82.9 100 1.74E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35301:75519

1107.50462 3 combeffx_ATM_MEKi 1107.50071 3.53 82.63 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 201.3 100 2.18E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 14.5 610 0 0 0 0 Transcription activator BRG1  35296:62288

1107.50503 3 combeffx_ATM_ctrl 1107.50071 3.9 82.51 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 85.5 100 1.82E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35295:74847

1107.50628 3 combeffx_ATM_comboi 1107.50071 5.03 82.44 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 79.9 100 1.73E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 11.5 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35301:75499

1064.80643 3 combeffx_ATM_PI3Ki 1064.80239 3.79 82.2 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 18.8 100 3.30E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 39.6 610 0 0 0 0 Transcription activator BRG1  35298:72946

1102.17253 3 combeffx_ATM_ctrl 1102.16907 3.14 81.79 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 74.1 100 1.16E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 6.4 610 0,3 0 0 0 0 Transcription activator BRG1  35295:74727

1064.80802 3 combeffx_ATM_comboi 1064.80239 5.29 80.8 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 28.1 100 8.22E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 8.8 610 0,3 0 0 0 0 Transcription activator BRG1  35300:82541

1134.16014 3 combeffx_ATM_PI3Ki 1134.15615 3.52 80.42 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 21.1 100 7.61E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 18.3 610 24.1 613 0 0 Transcription activator BRG1  35298:73836

1107.50369 3 combeffx_ATM_ctrl 1107.50071 2.69 80.21 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 165.5 100 2.15E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 11.5 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35294:77384

1059.47496 3 combeffx_ATM_PI3Ki 1059.47075 3.97 79.61 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 38.6 100 5.91E+06 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35299:68704

1059.47543 3 combeffx_ATM_comboi 1059.47075 4.42 78.52 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 55.0 100 1.23E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35301:74709

1107.50637 3 combeffx_ATM_comboi 1107.50071 5.11 78.49 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 83.4 100 1.74E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 14.5 610 0 0 0 0 Transcription activator BRG1  35301:75509

1102.17354 3 combeffx_ATM_MEKi 1102.16907 4.06 78.34 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 71.5 100 5.81E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 6.4 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35297:56988

1171.52693 3 combeffx_ATM_PI3Ki 1171.52283 3.5 78.18 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 15.9 100 2.89E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 12.2 613 ‐3,0 0 0 Transcription activator BRG1  35298:74266

1144.87224 3 timecourse_ATM_ctrl1 1144.86738 4.25 77.99 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 60.3 100 5.86E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 8.6 610 0,3 0 0 0 0 Transcription activator BRG1  35449:180609

1128.82872 3 combeffx_ATM_MEKi 1128.82451 3.73 77.2 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 16.7 100 1.35E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 21.8 610 36.3 613 0 0 Transcription activator BRG1  35297:57138

1064.80537 3 combeffx_ATM_MEKi 1064.80239 2.8 76.73 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 42.1 100 4.94E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 18.6 610 0 0 0 0 Transcription activator BRG1  35296:61988

1144.87384 3 timecourse_ATM_ctrl2 1144.86738 5.64 76.1 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 37.0 100 3.01E+06 KKAENAEGQTPAIGPDGEPLDET#SQMSDLPVK 5 609 0,1 0 0 0 0 Transcription activator BRG1  35446:164892

1102.17352 3 combeffx_ATM_MEKi 1102.16907 4.04 75.49 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 70.7 100 5.81E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 7.7 610 0,3 0 0 0 0 Transcription activator BRG1  35297:56978

1102.17291 3 combeffx_ATM_ctrl 1102.16907 3.48 75.43 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 87.4 100 1.38E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 7 610 0,3 0 0 0 0 Transcription activator BRG1  35294:77314

1102.17298 3 combeffx_ATM_ctrl 1102.16907 3.55 75.14 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMSDLPVK.V 76.2 100 1.16E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35295:74737

1059.47636 3 combeffx_ATM_comboi 1059.47075 5.3 74.9 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 76.3 100 2.11E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35300:82341

1171.52909 3 timecourse_ATM_ctrl1 1171.52283 5.34 74.74 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 17.4 100 1.23E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 28.3 613 0 0 Transcription activator BRG1  35449:181209

1064.80652 3 combeffx_ATM_MEKi 1064.80239 3.88 74.53 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 43.9 100 2.94E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 13.2 610 0 0 0 0 Transcription activator BRG1  35297:56688

1102.17509 3 timecourse_ATM_ctrl1 1102.16907 5.46 74.49 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 442.1 100 6.31E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 0,3 0 0 0 0 Transcription activator BRG1  35448:176530

1128.82983 3 combeffx_ATM_comboi 1128.82451 4.71 73.91 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 69.6 100 3.02E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 11.5 610 ‐1,0 26.4 613 0 0 Transcription activator BRG1  35300:83691

1171.53034 3 timecourse_ATM_combo_4hr 1171.52283 6.41 73.56 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 36.9 100 3.54E+06 KKAENAEGQTPAIGPDGEPLDET#S#QMSDLPVK 4.9 609 0,4 6.8 610 0,3 0 0 Transcription activator BRG1  35452:176880

1043.24905 4 combeffx_ATM_ctrl 1043.24506 3.82 73.36 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVKVIHVESGK.I 9.9 100 2.03E+06 KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVKVIHV 6.6 609 0,4 0 0 0 0 Transcription activator BRG1  35294:78554

1171.52841 3 combeffx_ATM_comboi 1171.52283 4.76 73.24 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 7.5 100 2.29E+06 KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 7.7 610 ‐1,0 16.1 613 0 0 Transcription activator BRG1  35300:84211

1102.17574 3 timecourse_ATM_ctrl1 1102.16907 6.05 72.76 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 29.2 100 3.81E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 18.3 610 0 0 0 0 Transcription activator BRG1  35448:176550

1102.17592 3 timecourse_ATM_combo_1hr 1102.16907 6.21 72.74 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 41.5 100 6.97E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 11 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35456:179616

1064.80648 3 combeffx_ATM_ctrl 1064.80239 3.84 72.5 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 27.8 100 3.39E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 5.5 610 0,3 0 0 0 0 Transcription activator BRG1  35295:74287

1144.87374 3 timecourse_ATM_combo_4hr 1144.86738 5.56 72.45 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 57.3 100 5.98E+06 KKAENAEGQTPAIGPDGEPLDET#SQMSDLPVK 5.8 609 0,1 0 0 0 0 Transcription activator BRG1  35452:176140

1102.17512 3 timecourse_ATM_combo_8hr 1102.16907 5.49 72.11 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 267.6 100 4.74E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 8.6 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35451:182560

1107.50444 3 combeffx_ATM_ctrl 1107.50071 3.37 72.04 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 84.8 100 1.82E+07 KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVK 8.6 609 0,1 0 0 0 0 Transcription activator BRG1  35295:74837

1102.17521 3 timecourse_ATM_combo_4hr 1102.16907 5.58 71.84 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 555.5 100 7.50E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35452:174790

1144.87202 3 timecourse_ATM_combo_1hr 1144.86738 4.05 71.35 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 93.1 100 1.12E+07 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5 610 0,3 0 0 0 0 Transcription activator BRG1  35457:181875

1128.82944 3 combeffx_ATM_comboi 1128.82451 4.37 71.35 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 60.3 100 1.79E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 36.7 610 35.8 613 0 0 Transcription activator BRG1  35301:75839

1107.50332 3 timecourse_ATM_combo_1hr 1107.50071 2.36 70.85 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 42.8 100 5.54E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 14.5 610 0 0 0 0 Transcription activator BRG1  35457:180705

1128.82798 3 combeffx_ATM_PI3Ki 1128.82451 3.07 70.53 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 113.2 100 2.31E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 11.5 610 ‐1,0 29 613 0 0 Transcription activator BRG1  35298:73816

1102.17263 3 combeffx_ATM_MEKi 1102.16907 3.23 70.52 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 93.2 100 9.99E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 7 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35296:62228

1144.87328 3 timecourse_ATM_combo_8hr 1144.86738 5.15 70.51 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 30.1 100 3.63E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35450:180930

1064.80689 3 combeffx_ATM_MEKi 1064.80239 4.23 70.45 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 43.9 100 2.94E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 19.8 610 0 0 0 0 Transcription activator BRG1  35297:56698

1144.87254 3 timecourse_ATM_combo_4hr 1144.86738 4.52 69.71 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 68.5 100 7.07E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35453:179561

1102.1726 3 combeffx_ATM_PI3Ki 1102.16907 3.2 69.56 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 201.6 100 2.92E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.4 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35299:69284

1107.50399 3 combeffx_ATM_ctrl 1107.50071 2.96 69.3 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 167.0 100 2.15E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35294:77404

1171.52952 3 timecourse_ATM_combo_2hr 1171.52283 5.71 69.16 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 31.6 100 2.05E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 5.4 609 0,1 16.2 613 0 0 Transcription activator BRG1  35454:169791

1039.24979 4 combeffx_ATM_PI3Ki 1039.24633 3.33 69.07 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVKVIHVESGK.I 13.5 100 1.67E+06 KAENAEGQTPAIGPDGEPLDETSQMS#DLPVKVIHVE 5.2 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35299:70794

1128.82741 3 combeffx_ATM_PI3Ki 1128.82451 2.57 68.97 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 112.1 100 2.31E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 21.8 610 18.6 613 0 0 Transcription activator BRG1  35298:73786

1144.87261 3 combeffx_ATM_comboi 1144.86738 4.57 68.87 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 11.3 100 3.29E+06 KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK 16.2 613 0 0 0 0 Transcription activator BRG1  35300:83861

1107.50547 3 combeffx_ATM_MEKi 1107.50071 4.3 68.73 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETSQM*S#DLPVK.V 179.5 100 2.18E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 14.5 610 0 0 0 0 Transcription activator BRG1  35296:62298

1128.82968 3 combeffx_ATM_comboi 1128.82451 4.58 68.6 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 59.0 100 1.79E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 11.5 610 ‐1,0 29 613 0 0 Transcription activator BRG1  35301:75849

1102.17436 3 combeffx_ATM_comboi 1102.16907 4.8 68.6 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 199.9 100 7.75E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35300:83161

1102.17175 3 combeffx_ATM_PI3Ki 1102.16907 2.43 68.55 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 210.8 100 4.14E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5 610 0,3 0 0 0 0 Transcription activator BRG1  35298:73436

1102.17346 3 timecourse_ATM_ctrl1 1102.16907 3.98 68.47 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 25.0 100 3.47E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 15 610 0 0 0 0 Transcription activator BRG1  35449:179249



1128.82783 3 combeffx_ATM_PI3Ki 1128.82451 2.94 67.55 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 111.9 100 2.31E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 24.2 610 33.5 613 0 0 Transcription activator BRG1  35298:73806

1039.25121 4 combeffx_ATM_MEKi 1039.24633 4.7 67.2 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVKVIHVESGK.I 6.0 100 4.79E+05 KAENAEGQTPAIGPDGEPLDETSQMS#DLPVKVIHVE 3.1 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35297:57778

1107.50445 3 combeffx_ATM_MEKi 1107.50071 3.38 67.17 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 201.2 100 2.18E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 8.6 610 0,3 0 0 0 0 Transcription activator BRG1  35296:62258

1064.80667 3 combeffx_ATM_PI3Ki 1064.80239 4.02 66.63 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 16.0 100 2.44E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 23.5 610 0 0 0 0 Transcription activator BRG1  35299:68844

1102.17189 3 combeffx_ATM_PI3Ki 1102.16907 2.56 65.78 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 208.0 100 4.14E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35298:73446

1102.17498 3 timecourse_ATM_ctrl1 1102.16907 5.36 65.5 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 463.6 100 6.31E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 8.6 610 0,3 0 0 0 0 Transcription activator BRG1  35448:176510

1059.47706 3 timecourse_ATM_combo_2hr 1059.47075 5.96 65.37 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 148.4 100 1.33E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35454:166131

1134.16152 3 timecourse_ATM_combo_1hr 1134.15615 4.73 65.22 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 13.2 100 1.19E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 15.9 610 10.9 613 ‐4,0 0 0 Transcription activator BRG1  35457:181605

1128.83191 3 timecourse_ATM_combo_1hr 1128.82451 6.56 65.07 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 222.0 100 2.44E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 18.3 610 22.1 613 0 0 Transcription activator BRG1  35456:180616

1102.17315 3 combeffx_ATM_comboi 1102.16907 3.7 64.93 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 194.6 100 7.75E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 15.9 610 0 0 0 0 Transcription activator BRG1  35300:83111

1144.8737 3 timecourse_ATM_ctrl2 1144.86738 5.52 64.4 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 42.3 100 3.34E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35447:168403

1102.17421 3 timecourse_ATM_combo_1hr 1102.16907 4.67 64.28 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 708.6 100 1.21E+08 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35457:180485

1171.52953 3 timecourse_ATM_combo_4hr 1171.52283 5.72 64.24 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 47.8 100 4.28E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 13.3 613 0 0 Transcription activator BRG1  35453:180391

1102.17504 3 timecourse_ATM_combo_8hr 1102.16907 5.42 64.08 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 28.9 100 4.78E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 7.5 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35451:182550

1102.1746 3 timecourse_ATM_combo_2hr 1102.16907 5.02 64.06 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 592.7 100 5.74E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 7 610 0,3 0 0 0 0 Transcription activator BRG1  35455:169181

1128.82823 3 combeffx_ATM_PI3Ki 1128.82451 3.3 63.79 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#S#QMSDLPVK.V 96.0 100 1.59E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 21.8 610 25.2 613 0 0 Transcription activator BRG1  35299:69664

1107.50457 3 timecourse_ATM_ctrl1 1107.50071 3.49 63.73 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 20.4 100 2.28E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 8.6 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35449:179499

878.89803 4 combeffx_ATM_comboi 878.89394 4.65 63.21 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 10.1 100 4.07E+06 KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 36.3 610 61 613 0 0 Transcription activator BRG1  35300:84201

1107.50438 3 combeffx_ATM_PI3Ki 1107.50071 3.31 63.12 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 71.2 100 1.16E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35299:69404

1102.17556 3 timecourse_ATM_combo_2hr 1102.16907 5.89 63.07 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 603.4 100 5.73E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 0,3 0 0 0 0 Transcription activator BRG1  35455:169231

1102.17459 3 timecourse_ATM_combo_8hr 1102.16907 5.01 62.6 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 258.3 100 4.26E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35450:179680

1107.50567 3 timecourse_ATM_combo_8hr 1107.50071 4.48 62.17 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 11.2 100 1.51E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 8.6 610 0,3 0 0 0 0 Transcription activator BRG1  35451:182790

1107.50729 3 combeffx_ATM_comboi 1107.50071 5.94 61.73 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 65.0 100 2.69E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 7 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35300:83351

1134.16146 3 combeffx_ATM_MEKi 1134.15615 4.68 61.6 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 23.2 100 2.34E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 15.9 610 10.9 613 ‐4,0 0 0 Transcription activator BRG1  35297:57158

1011.22419 4 combeffx_ATM_MEKi 1011.22132 2.84 61.47 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*SDLPVKVIHVESGK.I 4.5 100 5.50E+05 AENAEGQTPAIGPDGEPLDETSQM*S#DLPVKVIHVE 0 613 ‐4,11 0 0 0 0 Transcription activator BRG1  35296:63118

1102.1751 3 timecourse_ATM_combo_2hr 1102.16907 5.47 61.27 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 575.3 100 5.58E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35454:167821

1134.16168 3 timecourse_ATM_combo_2hr 1134.15615 4.88 61.1 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK.V 13.7 100 8.85E+05 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 19.8 610 32.1 613 0 0 Transcription activator BRG1  35455:170291

1102.174 3 timecourse_ATM_ctrl1 1102.16907 4.47 60.77 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 452.0 100 6.32E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35449:179279

1059.47647 3 timecourse_ATM_ctrl1 1059.47075 5.4 60.67 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQMSDLPVK.V 148.3 100 1.50E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35449:177629

1144.87331 3 timecourse_ATM_combo_8hr 1144.86738 5.18 60.65 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 34.4 100 4.08E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35451:183870

1171.53035 3 timecourse_ATM_ctrl2 1171.52283 6.42 60.63 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 11.2 100 7.78E+05 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 11 613 ‐3,0 0 0 Transcription activator BRG1  35447:169103

1086.13169 3 timecourse_ATM_combo_2hr 1086.12619 5.06 60.59 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 33.4 100 3.46E+06 AENAEGQTPAIGPDGEPLDET#S#QMSDLPVK 2.8 609 0,4 3.7 610 0,3 0 0 Transcription activator BRG1  35455:168581

1107.50591 3 combeffx_ATM_comboi 1107.50071 4.7 60.46 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 74.1 100 2.70E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 14.5 610 0 0 0 0 Transcription activator BRG1  35300:83311

1102.17442 3 timecourse_ATM_combo_1hr 1102.16907 4.85 59.84 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 701.5 100 1.21E+08 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 0,3 0 0 0 0 Transcription activator BRG1  35457:180495

1102.17549 3 timecourse_ATM_combo_2hr 1102.16907 5.82 59.81 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 554.2 100 5.57E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 7 610 0,3 0 0 0 0 Transcription activator BRG1  35454:167841

1107.5059 3 timecourse_ATM_ctrl2 1107.50071 4.69 59.64 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 16.6 100 1.55E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 7.7 610 0,3 0 0 0 0 Transcription activator BRG1  35447:167223

1134.16324 3 timecourse_ATM_combo_1hr 1134.15615 6.25 59.55 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK.V 14.2 100 1.41E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 6.4 610 ‐1,0 4.1 613 ‐4,0 0 0 Transcription activator BRG1  35456:180766

1128.82977 3 combeffx_ATM_comboi 1128.82451 4.66 59.45 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 69.6 100 3.02E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 11.5 610 ‐1,0 26.4 613 0 0 Transcription activator BRG1  35300:83681

1102.17509 3 timecourse_ATM_combo_2hr 1102.16907 5.46 59.37 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQMS#DLPV.K 37.7 100 3.82E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 6 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35454:167811

1102.17423 3 timecourse_ATM_combo_4hr 1102.16907 4.68 59.34 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 28.2 100 4.67E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35453:178061

1102.17577 3 timecourse_ATM_combo_1hr 1102.16907 6.08 59.15 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMSDLPVK.V 745.0 100 1.26E+08 KAENAEGQTPAIGPDGEPLDET#SQMSDLPVK 5.4 609 0,1 0 0 0 0 Transcription activator BRG1  35456:179606

1086.13009 3 timecourse_ATM_combo_1hr 1086.12619 3.59 58.81 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 33.3 100 5.03E+06 AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 9.8 610 ‐1,0 7.8 613 ‐4,0 0 0 Transcription activator BRG1  35457:179825

858.90737 4 timecourse_ATM_combo_4hr 858.90236 5.83 58.79 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 86.1 100 1.01E+07 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 30.3 610 0 0 0 0 Transcription activator BRG1  35452:176150

830.88059 4 combeffx_ATM_MEKi 830.87735 3.9 58.76 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 45.5 100 2.94E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 5.1 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35297:57018

1064.80657 3 combeffx_ATM_PI3Ki 1064.80239 3.93 58.58 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 19.6 100 3.30E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 3.1 610 0,3 0 0 0 0 Transcription activator BRG1  35298:72956

1107.50597 3 combeffx_ATM_comboi 1107.50071 4.75 58.55 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 71.0 100 2.70E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35300:83321

1102.17521 3 timecourse_ATM_combo_4hr 1102.16907 5.57 58.5 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 549.1 100 7.49E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.4 610 0,3 0 0 0 0 Transcription activator BRG1  35452:174780

1144.87282 3 timecourse_ATM_combo_2hr 1144.86738 4.75 58.12 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 65.8 100 4.98E+06 KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK 13.8 613 0 0 0 0 Transcription activator BRG1  35455:170551

1102.17609 3 timecourse_ATM_ctrl2 1102.16907 6.37 57.91 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 383.9 100 3.47E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.4 610 0,3 0 0 0 0 Transcription activator BRG1  35446:163452

1134.162 3 timecourse_ATM_combo_4hr 1134.15615 5.16 57.69 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 10.5 100 9.81E+05 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 18.3 610 12.3 613 ‐4,0 0 0 Transcription activator BRG1  35453:179241

1144.8739 3 timecourse_ATM_combo_1hr 1144.86738 5.7 57.56 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDET#SQMSDLPVK.V 107.5 100 1.18E+07 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35456:181056

1102.17502 3 timecourse_ATM_combo_1hr 1102.16907 5.4 57.42 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 749.4 94 7.04E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35456:179576

1171.53027 3 timecourse_ATM_combo_8hr 1171.52283 6.35 57.3 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 24.1 100 2.79E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 11 613 ‐3,0 0 0 Transcription activator BRG1  35451:184680

846.87269 4 combeffx_ATM_PI3Ki 846.87020 2.94 56.75 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 10.8 100 2.52E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 19.2 610 24.6 613 0 0 Transcription activator BRG1  35298:73796

1128.82974 3 timecourse_ATM_ctrl1 1128.82451 4.63 56.69 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 68.9 100 7.89E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 15.9 610 30.9 613 0 0 Transcription activator BRG1  35449:180239

1059.47435 3 combeffx_ATM_MEKi 1059.47075 3.4 56.69 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 26.2 100 2.32E+06 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35296:61878

1102.17556 3 timecourse_ATM_combo_4hr 1102.16907 5.9 56.54 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 616.9 100 8.19E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.4 610 0,3 0 0 0 0 Transcription activator BRG1  35453:178101

858.9049 4 combeffx_ATM_PI3Ki 858.90236 2.96 56.47 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 23.8 100 4.87E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 19.2 610 0 0 0 0 Transcription activator BRG1  35298:73966

1107.50416 3 timecourse_ATM_combo_2hr 1107.50071 3.12 56.27 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 39.4 100 2.97E+06 KAENAEGQTPAIGPDGEPLDETSQM*S#DLPVK 4.9 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35455:169461

1107.50458 3 timecourse_ATM_combo_2hr 1107.50071 3.49 55.86 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 33.4 100 2.79E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35454:168061

1107.50612 3 timecourse_ATM_ctrl2 1107.50071 4.88 54.84 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 18.2 100 1.47E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 7.5 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35446:163732

1102.17515 3 timecourse_ATM_combo_4hr 1102.16907 5.52 54.53 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 611.0 100 8.19E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.8 610 0,3 0 0 0 0 Transcription activator BRG1  35453:178091

1128.83073 3 timecourse_ATM_ctrl2 1128.82451 5.51 54.02 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 68.2 100 5.50E+06 KAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 5.4 609 0,1 10.4 613 ‐3,0 0 0 Transcription activator BRG1  35447:167993

1107.50506 3 timecourse_ATM_combo_4hr 1107.50071 3.93 53.63 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETSQM*S#DLPVK.V 22.7 100 2.68E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35453:178351

1102.1737 3 timecourse_ATM_combo_8hr 1102.16907 4.2 53.6 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 260.0 100 4.24E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 6.4 610 0,3 0 0 0 0 Transcription activator BRG1  35450:179670

1091.46177 3 combeffx_ATM_MEKi 1091.45783 3.61 53.31 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK.V 3.9 100 3.30E+05 AENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 27.7 610 17.6 613 0 0 Transcription activator BRG1  35297:56888

830.88022 4 combeffx_ATM_MEKi 830.87735 3.45 53.18 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 31.1 100 4.11E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 5.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35296:62268

1134.16224 3 timecourse_ATM_combo_8hr 1134.15615 5.37 53.03 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 4.4 100 6.59E+05 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 7.7 610 ‐1,0 5.4 613 ‐4,0 0 0 Transcription activator BRG1  35450:180690

1134.16213 3 timecourse_ATM_combo_2hr 1134.15615 5.27 53.02 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#S#QM*SDLPVK.V 16.4 100 1.05E+06 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 18.3 610 14 613 0 0 Transcription activator BRG1  35454:168861

858.90744 4 timecourse_ATM_combo_1hr 858.90236 5.91 52.65 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 124.2 100 1.58E+07 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 13.5 610 0 0 0 0 Transcription activator BRG1  35456:181076

1144.87321 3 timecourse_ATM_combo_2hr 1144.86738 5.09 52.59 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 68.4 100 4.85E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.4 610 0,3 0 0 0 0 Transcription activator BRG1  35454:169121

1102.17488 3 timecourse_ATM_combo_8hr 1102.16907 5.27 52.54 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 26.3 100 4.27E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35450:179710

1107.5048 3 combeffx_ATM_PI3Ki 1107.50071 3.69 52.37 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 138.1 100 1.86E+07 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 3.5 610 0,3 0 0 0 0 Transcription activator BRG1  35298:73566

1107.50665 3 timecourse_ATM_combo_8hr 1107.50071 5.36 52.3 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 9.5 100 1.41E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35450:179930

1134.16283 3 timecourse_ATM_combo_8hr 1134.15615 5.89 51.73 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 7.1 100 6.71E+05 KAENAEGQTPAIGPDGEPLDET#S#QM*SDLPVK 2.5 609 0,4 3.5 610 0,3 0 0 Transcription activator BRG1  35451:183580

1059.47514 3 combeffx_ATM_MEKi 1059.47075 4.14 51.21 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 19.0 100 1.35E+06 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35297:56578

1128.83023 3 timecourse_ATM_combo_2hr 1128.82451 5.07 51.14 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#S#QMSDLPVK.V 192.4 100 1.51E+07 KAENAEGQTPAIGPDGEPLDET#S#QMSDLPVK 13 609 0,4 10.1 610 0,3 0 0 Transcription activator BRG1  35454:168681

1107.50603 3 timecourse_ATM_ctrl1 1107.50071 4.81 50.91 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 20.9 100 2.52E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35448:176800

1128.82979 3 timecourse_ATM_combo_8hr 1128.82451 4.68 50.86 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPV.K 11.2 100 1.19E+06 KKAENAEGQTPAIGPDGEPLDET#S#QMSDLPV 6.3 609 0,4 7.5 610 0,3 0 0 Transcription activator BRG1  35450:180460

1059.47385 3 combeffx_ATM_PI3Ki 1059.47075 2.93 50.85 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 49.3 100 8.50E+06 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35298:72786

1102.1751 3 timecourse_ATM_combo_2hr 1102.16907 5.47 50.41 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 41.6 100 4.08E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 15 610 0 0 0 0 Transcription activator BRG1  35455:169211

1064.8086 3 timecourse_ATM_combo_4hr 1064.80239 5.83 50.06 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 9.0 100 7.17E+05 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 11.5 610 0,3 0 0 0 0 Transcription activator BRG1  35452:173320

1059.47493 3 combeffx_ATM_ctrl 1059.47075 3.95 50.03 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 15.0 100 1.76E+06 AENAEGQTPAIGPDGEPLDETSQMS#DLPVK 0 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35295:74187

1128.8312 3 timecourse_ATM_combo_1hr 1128.82451 5.93 49.9 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 186.1 100 2.44E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 14.9 610 5.4 613 ‐4,0 0 0 Transcription activator BRG1  35456:180606

1102.17359 3 timecourse_ATM_ctrl1 1102.16907 4.1 49.77 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 443.9 100 6.32E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.4 610 0,3 0 0 0 0 Transcription activator BRG1  35449:179269

1128.83025 3 timecourse_ATM_ctrl1 1128.82451 5.08 49.57 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 72.0 100 8.61E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 14 610 30.9 613 0 0 Transcription activator BRG1  35448:177470

1128.82953 3 timecourse_ATM_combo_1hr 1128.82451 4.45 49.49 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 183.6 100 2.41E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 19.8 610 27.1 613 0 0 Transcription activator BRG1  35457:181465

1128.83073 3 timecourse_ATM_combo_8hr 1128.82451 5.51 49.22 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#S#QMSDLPVK.V 137.4 100 1.67E+07 KAENAEGQTPAIGPDGEPLDET#S#QMSDLPVK 6.7 609 0,4 3.7 610 0,3 0 0 Transcription activator BRG1  35450:180480

1171.5304 3 timecourse_ATM_combo_8hr 1171.52283 6.46 49.09 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 20.4 100 2.20E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 20.1 613 0 0 Transcription activator BRG1  35450:181640

1102.17235 3 timecourse_ATM_ctrl2 1102.16907 2.98 49.05 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 9.0 100 1.52E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 0 610 0,3 0 0 0 0 Transcription activator BRG1  35446:163412

1107.50468 3 timecourse_ATM_combo_1hr 1107.50071 3.58 49.01 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETSQM*S#DLPVK.V 43.0 100 6.01E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 11.5 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35456:179846

1086.13144 3 timecourse_ATM_combo_4hr 1086.12619 4.83 48.52 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 27.8 100 5.44E+06 AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 9.8 610 ‐1,0 11.7 613 ‐4,0 0 0 Transcription activator BRG1  35452:174190

1059.47706 3 timecourse_ATM_combo_4hr 1059.47075 5.96 48.35 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 160.2 100 1.76E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35452:172980

1102.17505 3 timecourse_ATM_ctrl2 1102.16907 5.43 48.11 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 379.3 100 3.78E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35447:166903

1102.17434 3 timecourse_ATM_combo_8hr 1102.16907 4.78 47.78 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 275.2 100 4.73E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5 610 0,3 0 0 0 0 Transcription activator BRG1  35451:182520

1128.83032 3 timecourse_ATM_combo_8hr 1128.82451 5.15 47.56 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#S#QMSDLPVK.V 134.2 100 1.82E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 11.5 610 ‐1,0 19.9 613 0 0 Transcription activator BRG1  35451:183350

1059.47658 3 timecourse_ATM_combo_1hr 1059.47075 5.5 46.95 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 203.5 100 2.83E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35457:178565

1171.53076 3 timecourse_ATM_ctrl2 1171.52283 6.77 46.47 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 11.8 100 7.00E+05 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 12.2 613 ‐3,0 0 0 Transcription activator BRG1  35446:165472

1059.47624 3 timecourse_ATM_combo_2hr 1059.47075 5.18 46.41 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 132.7 94 2.72E+06 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35455:167441

846.87507 4 timecourse_ATM_combo_1hr 846.87020 5.75 46.24 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 20.7 100 2.32E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 15 610 24.6 613 0 0 Transcription activator BRG1  35456:180596

830.88008 4 combeffx_ATM_ctrl 830.87735 3.29 46.14 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 18.9 100 4.13E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 27.1 610 0 0 0 0 Transcription activator BRG1  35295:74827

1064.80716 3 timecourse_ATM_combo_1hr 1064.80239 4.48 45.57 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQM*S#DLPVK.V 18.7 100 1.53E+06 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 9.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35457:178885

1134.16095 3 timecourse_ATM_ctrl1 1134.15615 4.23 45.49 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 5.9 100 3.89E+05 KAENAEGQTPAIGPDGEPLDET#S#QM*SDLPVK 2.1 609 0,4 3 610 0,3 0 0 Transcription activator BRG1  35449:180359

1063.23971 4 combeffx_ATM_PI3Ki 1063.23664 2.89 45.42 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#S#QM*SDLPVKVIHVESGK.I 5.6 100 1.17E+06 KAENAEGQTPAIGPDGEPLDET#S#QM*SDLPVKVIH 3.4 609 0,4 2.4 610 0,3 0 0 Transcription activator BRG1  35298:75326

1059.47819 3 timecourse_ATM_combo_1hr 1059.47075 7.02 45.12 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 228.0 100 2.85E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35456:177816

1128.83023 3 timecourse_ATM_combo_2hr 1128.82451 5.07 45.11 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 181.6 100 1.57E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 21.8 610 35.8 613 0 0 Transcription activator BRG1  35455:170111

820.37027 2 timecourse_ATM_combo_1hr 820.36787 2.93 44.7 SMARCA4  SMCA4_HUMAN 9 E.PLDETSQMS#DLPVK.V 4.4 100 1.79E+05 PLDETS#QMSDLPVK 22.9 610 0 0 0 0 Transcription activator BRG1  35457:105230

858.90599 4 combeffx_ATM_comboi 858.90236 4.24 44.46 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDET#SQMSDLPVK.V 33.7 100 8.50E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 30.3 610 0 0 0 0 Transcription activator BRG1  35301:75989

1171.52949 3 timecourse_ATM_combo_2hr 1171.52283 5.68 44.4 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 32.1 100 2.18E+06 KKAENAEGQTPAIGPDGEPLDET#S#QMSDLPVK 3.5 609 0,4 4.5 610 0,3 0 0 Transcription activator BRG1  35455:171231

846.87471 4 timecourse_ATM_ctrl2 846.87020 5.33 44.32 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 7.1 100 4.89E+05 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 18.4 610 32.1 613 0 0 Transcription activator BRG1  35447:167983

1059.47663 3 timecourse_ATM_combo_4hr 1059.47075 5.55 44.27 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 180.2 100 1.91E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35453:176321

1128.83062 3 timecourse_ATM_combo_8hr 1128.82451 5.41 44.24 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 129.5 100 1.82E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 14.5 610 27.1 613 0 0 Transcription activator BRG1  35451:183360

1128.83027 3 timecourse_ATM_combo_4hr 1128.82451 5.1 44.13 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 236.0 100 2.78E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 18.3 610 7.3 613 ‐4,0 0 0 Transcription activator BRG1  35453:179011

1102.17648 3 timecourse_ATM_ctrl2 1102.16907 6.72 44.09 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 382.9 100 3.47E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 7.7 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35446:163462

1102.17548 3 timecourse_ATM_combo_4hr 1102.16907 5.82 44.02 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDET#SQMSDLPV.K 28.3 100 3.96E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35452:174800

1059.47757 3 timecourse_ATM_ctrl1 1059.47075 6.44 43.9 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 161.7 100 1.50E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35448:174790

1059.47626 3 timecourse_ATM_combo_1hr 1059.47075 5.2 43.89 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 143.5 100 2.94E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 7 610 0,3 0 0 0 0 Transcription activator BRG1  35456:177806

1007.22512 4 combeffx_ATM_PI3Ki 1007.22259 2.51 43.73 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQMSDLPVKVIHVESGK.I 3.2 100 6.29E+05 AENAEGQTPAIGPDGEPLDET#SQMSDLPVKVIHVES 9.4 609 0,15 0 0 0 0 Transcription activator BRG1  35298:75156

858.90703 4 timecourse_ATM_ctrl1 858.90236 5.44 43.51 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 61.2 100 7.30E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 27.1 610 0 0 0 0 Transcription activator BRG1  35448:177810

878.89665 4 combeffx_ATM_PI3Ki 878.89394 3.08 43.32 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 18.1 100 2.87E+06 KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 27.1 610 41.8 613 0 0 Transcription activator BRG1  35298:74256

1059.24166 4 combeffx_ATM_PI3Ki 1059.23791 3.54 42.93 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#S#QMSDLPVKVIHVESGK.I 31.6 100 4.37E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVKVIHV 0 610 ‐1,0 0.3 613 ‐4,0 0 0 Transcription activator BRG1  35298:75296

846.87439 4 timecourse_ATM_combo_8hr 846.87020 4.95 42.12 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 11.8 100 1.58E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 22.8 610 12.5 613 ‐4,0 0 0 Transcription activator BRG1  35450:180470

1059.47712 3 timecourse_ATM_combo_1hr 1059.47075 6.01 41.46 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 252.9 100 3.34E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPV 5.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35457:178595

1128.83117 3 timecourse_ATM_combo_4hr 1128.82451 5.9 41.45 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPV.K 11.5 100 1.07E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPV 0 609 0,1 16.2 613 0 0 Transcription activator BRG1  35453:179031

878.89646 4 combeffx_ATM_PI3Ki 878.89394 2.87 41.45 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 18.4 100 2.87E+06 KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 24.8 610 41.6 613 0 0 Transcription activator BRG1  35298:74246

1064.80829 3 timecourse_ATM_combo_2hr 1064.80239 5.54 41.25 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETSQM*S#DLPV.K 28.3 100 1.72E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV 0 610 0,3 0 0 0 0 Transcription activator BRG1  35455:167761

1102.17495 3 timecourse_ATM_ctrl2 1102.16907 5.33 40.75 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 385.3 100 3.78E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.4 610 0,3 0 0 0 0 Transcription activator BRG1  35447:166893

858.90681 4 timecourse_ATM_combo_2hr 858.90236 5.18 40.66 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 80.2 100 6.53E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 9.4 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35454:169131

858.90541 4 combeffx_ATM_PI3Ki 858.90236 3.55 40.28 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 20.7 100 3.74E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 9.4 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35299:69834

1059.47564 3 timecourse_ATM_combo_8hr 1059.47075 4.62 40.24 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 41.4 94 1.21E+06 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35451:180560

846.87425 4 timecourse_ATM_ctrl1 846.87020 4.78 39.93 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 9.3 100 7.59E+05 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 18.4 610 12.3 613 ‐4,0 0 0 Transcription activator BRG1  35448:177460

1059.24243 4 combeffx_ATM_PI3Ki 1059.23791 4.27 39.93 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVKVIHVESGK.I 23.1 100 3.17E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVKVIHV 0 610 ‐1,0 1.5 613 ‐4,0 0 0 Transcription activator BRG1  35299:70834

1171.52977 3 timecourse_ATM_ctrl1 1171.52283 5.92 39.89 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 13.7 100 1.26E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 12.7 613 ‐3,0 0 0 Transcription activator BRG1  35448:178270

846.87453 4 timecourse_ATM_combo_8hr 846.87020 5.11 39.64 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 11.2 100 1.17E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 30.3 610 24.6 613 0 0 Transcription activator BRG1  35451:183340

1128.83201 3 timecourse_ATM_combo_1hr 1128.82451 6.64 39.59 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPV.K 13.6 100 8.69E+05 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPV 0 609 0,1 10.4 613 ‐3,0 0 0 Transcription activator BRG1  35456:180626

1102.17201 3 timecourse_ATM_ctrl2 1102.16907 2.67 39.25 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 6.9 100 1.55E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPV 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35447:166883

1064.80846 3 timecourse_ATM_ctrl1 1064.80239 5.7 38.76 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 9.5 100 7.46E+05 AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK 7 609 0,4 0 0 0 0 Transcription activator BRG1  35448:175060

1144.87408 3 timecourse_ATM_combo_1hr 1144.86738 5.85 38.74 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 101.8 100 1.18E+07 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35456:181066

1134.16299 3 timecourse_ATM_combo_4hr 1134.15615 6.03 38.61 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK.V 9.5 100 9.82E+05 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 7 610 ‐1,0 9.7 613 ‐4,0 0 0 Transcription activator BRG1  35452:175870

846.87486 4 timecourse_ATM_ctrl2 846.87020 5.5 38.44 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 9.2 100 6.14E+05 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 16.8 610 20.2 613 0 0 Transcription activator BRG1  35446:164432

1128.831 3 timecourse_ATM_ctrl2 1128.82451 5.75 38.17 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 63.3 100 5.12E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 17 610 22.1 613 0 0 Transcription activator BRG1  35446:164442

858.90557 4 combeffx_ATM_comboi 858.90236 3.74 38.07 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 27.0 100 9.75E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 19.9 610 0 0 0 0 Transcription activator BRG1  35300:83841

858.90667 4 timecourse_ATM_combo_8hr 858.90236 5.02 37.87 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 38.5 100 4.69E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 4 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35451:183860

1059.47791 3 timecourse_ATM_ctrl2 1059.47075 6.76 37.32 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 80.4 100 8.85E+06 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35447:165113

858.90618 4 combeffx_ATM_comboi 858.90236 4.45 37.16 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 33.5 100 8.50E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 7.8 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35301:75999

1128.83121 3 timecourse_ATM_combo_4hr 1128.82451 5.94 37.13 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 212.6 100 2.54E+07 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 14.9 610 24.1 613 0 0 Transcription activator BRG1  35452:175670

1059.47801 3 timecourse_ATM_combo_4hr 1059.47075 6.85 37.12 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMSDLPV.K 180.3 100 2.14E+07 KAENAEGQTPAIGPDGEPLDET#SQMSDLPV 9.8 609 0,1 0 0 0 0 Transcription activator BRG1  35452:172990

1059.47483 3 timecourse_ATM_combo_1hr 1059.47075 3.85 37.03 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 125.0 100 2.56E+07 AENAEGQTPAIGPDGEPLDETSQMS#DLPVK 0 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35457:178555

858.90602 4 timecourse_ATM_combo_1hr 858.90236 4.26 36.95 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 118.5 100 1.53E+07 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 12.3 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35457:181885

1059.47772 3 timecourse_ATM_ctrl2 1059.47075 6.58 36.68 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 81.7 100 8.45E+06 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35446:161642

846.87467 4 timecourse_ATM_combo_4hr 846.87020 5.28 36.54 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 25.3 100 2.78E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 10.3 610 ‐1,0 20.3 613 0 0 Transcription activator BRG1  35453:179021

862.90415 4 combeffx_ATM_ctrl 862.90109 3.55 36.08 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 17.1 100 3.20E+06 KKAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 24.8 610 0 0 0 0 Transcription activator BRG1  35295:75217

1059.47554 3 timecourse_ATM_combo_2hr 1059.47075 4.52 35.78 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 107.2 100 1.08E+07 AENAEGQTPAIGPDGEPLDETSQMS#DLPVK 7.3 613 ‐3,0 0 0 0 0 Transcription activator BRG1  35455:167431

846.87355 4 combeffx_ATM_comboi 846.87020 3.96 35.68 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 18.2 100 6.94E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 11.2 610 ‐1,0 14.2 613 0 0 Transcription activator BRG1  35300:83671

1064.80756 3 timecourse_ATM_combo_4hr 1064.80239 4.86 35.18 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 7.4 100 6.21E+05 AENAEGQTPAIGPDGEPLDETSQM*S#DLPVK 3.1 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35453:176601

1059.4776 3 timecourse_ATM_combo_4hr 1059.47075 6.47 34.88 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 198.6 100 2.18E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPV 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35453:176331

846.87507 4 timecourse_ATM_combo_4hr 846.87020 5.75 34.88 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 29.5 100 3.04E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 9.5 610 ‐1,0 24.7 613 0 0 Transcription activator BRG1  35452:175660

1064.8086 3 timecourse_ATM_combo_1hr 1064.80239 5.83 34.73 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV.K 25.9 100 2.69E+06 KAENAEGQTPAIGPDGEPLDET#SQM*SDLPV 5.8 609 0,4 0 0 0 0 Transcription activator BRG1  35456:178116

1064.80843 3 timecourse_ATM_combo_1hr 1064.80239 5.67 34.7 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 19.2 100 1.51E+06 AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK 6.4 609 0,4 0 0 0 0 Transcription activator BRG1  35456:178106

1144.87287 3 combeffx_ATM_ctrl 1144.86738 4.8 34.49 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 3.7 100 5.04E+05 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 9.8 610 0,3 0 0 0 0 Transcription activator BRG1  35294:77654

1086.1316 3 timecourse_ATM_combo_8hr 1086.12619 4.98 34.46 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#S#QMSDLPVK.V 18.9 100 3.47E+06 AENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 0 613 ‐3,0 0 0 Transcription activator BRG1  35450:179050

834.80063 5 combeffx_ATM_ctrl 834.79750 3.75 34.42 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVKVIHVESGK.I 5.5 100 1.23E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVKVIHV 4.5 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35294:78544

1064.8071 3 timecourse_ATM_combo_2hr 1064.80239 4.42 33.78 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 14.6 100 7.64E+05 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 19.8 610 0 0 0 0 Transcription activator BRG1  35455:167751

826.88231 4 timecourse_ATM_combo_4hr 826.87862 4.46 33.76 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 58.4 100 8.01E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.1 610 0,3 0 0 0 0 Transcription activator BRG1  35453:178051

846.87395 4 timecourse_ATM_combo_1hr 846.87020 4.43 33.61 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 21.1 100 2.16E+06 KAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 9.4 609 0,1 22.2 613 0 0 Transcription activator BRG1  35457:181445

1588.71168 2 timecourse_ATM_combo_1hr 1588.70248 5.79 33.49 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 5.0 100 3.67E+05 KAENAEGQTPAIGPDGEPLDETS#QMSDLPV 7.7 610 0,3 0 0 0 0 Transcription activator BRG1  35457:178575

1059.47593 3 timecourse_ATM_combo_4hr 1059.47075 4.89 33.32 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 90.7 100 1.63E+07 AENAEGQTPAIGPDGEPLDET#SQMSDLPVK 9.8 609 0,4 0 0 0 0 Transcription activator BRG1  35452:172970

826.88187 4 timecourse_ATM_ctrl1 826.87862 3.93 33.16 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 57.7 100 6.22E+06 KAENAEGQTPAIGPDGEPLDETSQMS#DLPVK 11.7 613 ‐3,0 0 0 0 0 Transcription activator BRG1  35449:179239

830.87945 4 combeffx_ATM_ctrl 830.87735 2.53 32.98 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 23.0 100 3.25E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 8.4 610 0,3 0 0 0 0 Transcription activator BRG1  35294:77374

834.79949 5 combeffx_ATM_MEKi 834.79750 2.38 32.75 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVKVIHVESGK.I 13.0 100 1.02E+06 KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVKVIHV 3.6 609 0,15 0 0 0 0 Transcription activator BRG1  35296:63158

1171.53137 3 timecourse_ATM_combo_1hr 1171.52283 7.29 32.67 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 34.8 100 3.89E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 4.9 613 ‐3,0 0 0 Transcription activator BRG1  35456:181706

1128.83094 3 timecourse_ATM_combo_2hr 1128.82451 5.7 32.18 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPV.K 13.1 100 6.31E+05 KKAENAEGQTPAIGPDGEPLDET#S#QMSDLPV 4.8 609 0,4 6 610 0,3 0 0 Transcription activator BRG1  35454:168701

846.87463 4 timecourse_ATM_combo_2hr 846.87020 5.23 31.99 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 21.3 100 1.35E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 10.3 610 ‐1,0 20.3 613 0 0 Transcription activator BRG1  35455:170121

1128.83019 3 timecourse_ATM_combo_4hr 1128.82451 5.03 31.99 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPV.K 10.2 100 8.80E+05 KKAENAEGQTPAIGPDGEPLDET#S#QMSDLPV 6.3 609 0,4 7.5 610 0,3 0 0 Transcription activator BRG1  35452:175650

1086.13162 3 combeffx_ATM_comboi 1086.12619 5 30.87 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 14.0 100 4.91E+06 AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 5 610 ‐1,0 15 613 0 0 Transcription activator BRG1  35300:82891

826.8826 4 combeffx_ATM_comboi 826.87862 4.81 30.87 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 46.9 100 1.95E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 11.2 610 0,3 0 0 0 0 Transcription activator BRG1  35300:83171

862.9038 4 combeffx_ATM_ctrl 862.90109 3.14 30.68 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 13.7 100 3.44E+06 KKAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 42.1 610 0 0 0 0 Transcription activator BRG1  35294:77744

1134.16354 3 timecourse_ATM_ctrl2 1134.15615 6.52 30.53 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*S#DLPVK.V 3.7 100 2.04E+05 KAENAEGQTPAIGPDGEPLDETS#QM*S#DLPVK 11.5 610 ‐1,0 6.3 613 ‐4,0 0 0 Transcription activator BRG1  35446:164572

913.40442 2 timecourse_ATM_combo_1hr 913.39990 4.95 30.51 SMARCA4  SMCA4_HUMAN 9 D.GEPLDETS#QMSDLPVK.V 3.4 100 1.14E+05 GEPLDETS#QMSDLPVK 13.2 610 0 0 0 0 Transcription activator BRG1  35457:123076

826.88184 4 combeffx_ATM_comboi 826.87862 3.89 30.26 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 34.7 100 9.37E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35301:75319

862.90409 4 combeffx_ATM_MEKi 862.90109 3.48 30.2 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 20.9 100 1.90E+06 KKAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 30.3 610 0 0 0 0 Transcription activator BRG1  35297:57328

1086.1319 3 timecourse_ATM_combo_8hr 1086.12619 5.26 30.03 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPV.K 16.1 100 2.97E+06 KAENAEGQTPAIGPDGEPLDET#SQMS#DLPV 0 609 0,1 7.5 613 ‐3,0 0 0 Transcription activator BRG1  35450:179060

1059.47741 3 timecourse_ATM_combo_8hr 1059.47075 6.29 29.3 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQMSDLPV.K 141.3 100 2.48E+07 KAENAEGQTPAIGPDGEPLDET#SQMSDLPV 9.8 609 0,1 0 0 0 0 Transcription activator BRG1  35451:180570

826.88158 4 timecourse_ATM_combo_8hr 826.87862 3.58 28.87 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 36.4 100 5.37E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 4 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35450:179660

858.90687 4 timecourse_ATM_combo_8hr 858.90236 5.25 28.51 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 37.8 100 4.91E+06 KKAENAEGQTPAIGPDGEPLDET#SQMSDLPVK 3.3 609 0,1 0 0 0 0 Transcription activator BRG1  35450:180940

1064.80915 3 timecourse_ATM_ctrl2 1064.80239 6.35 28.47 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQM*S#DLPVK.V 6.2 100 4.35E+05 AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK 2.3 609 0,1 0 0 0 0 Transcription activator BRG1  35446:161912

1064.80605 3 timecourse_ATM_ctrl1 1064.80239 3.44 28.39 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPV.K 13.7 100 1.29E+06 KAENAEGQTPAIGPDGEPLDET#SQM*SDLPV 7 609 0,1 0 0 0 0 Transcription activator BRG1  35449:177889

1171.52919 3 timecourse_ATM_combo_1hr 1171.52283 5.44 28.2 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 41.6 100 3.83E+06 KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 6 613 ‐3,0 0 0 Transcription activator BRG1  35457:182505

1064.80784 3 timecourse_ATM_combo_2hr 1064.80239 5.13 28.17 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 18.0 100 8.69E+05 AENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 1.6 610 0,3 0 0 0 0 Transcription activator BRG1  35454:166431

858.90725 4 timecourse_ATM_ctrl2 858.90236 5.69 27.99 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 55.5 100 4.87E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35446:164902

1059.47785 3 timecourse_ATM_ctrl2 1059.47075 6.7 27.5 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 104.6 100 7.97E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPV 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35447:165103

862.90407 4 combeffx_ATM_MEKi 862.90109 3.45 27.41 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK.V 19.0 100 2.11E+06 KKAENAEGQTPAIGPDGEPLDETS#QM*SDLPVK 27.1 610 0 0 0 0 Transcription activator BRG1  35296:62638

1027.21763 4 combeffx_ATM_PI3Ki 1027.21417 3.37 27.03 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#S#QMSDLPVKVIHVESGK.I 3.9 100 4.10E+05 AENAEGQTPAIGPDGEPLDETS#QMS#DLPVKVIHVE 4.5 610 ‐1,0 6.8 613 ‐4,0 0 0 Transcription activator BRG1  35299:70744

1059.47526 3 timecourse_ATM_combo_8hr 1059.47075 4.26 26.96 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 49.3 100 1.03E+07 AENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 0,3 0 0 0 0 Transcription activator BRG1  35450:177840

878.89775 4 combeffx_ATM_comboi 878.89394 4.33 26.66 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 11.0 100 3.08E+06 KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 22.8 610 33.4 613 0 0 Transcription activator BRG1  35301:76239

1086.13051 3 timecourse_ATM_combo_8hr 1086.12619 3.98 26.45 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 23.8 100 3.64E+06 AENAEGQTPAIGPDGEPLDET#SQMS#DLPVK 0 609 0,1 17.3 613 0 0 Transcription activator BRG1  35451:181900

1059.47826 3 timecourse_ATM_combo_1hr 1059.47075 7.09 26.36 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 309.4 100 3.26E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPV 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35456:177826

1059.47771 3 timecourse_ATM_ctrl1 1059.47075 6.57 26.03 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 143.0 100 1.85E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPV 0 610 0,3 0 0 0 0 Transcription activator BRG1  35448:174800

830.88143 4 timecourse_ATM_combo_1hr 830.87735 4.91 26.01 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 12.1 100 1.17E+06 KAENAEGQTPAIGPDGEPLDETSQM*S#DLPVK 14.2 613 0 0 0 0 Transcription activator BRG1  35456:179856

846.87399 4 timecourse_ATM_ctrl1 846.87020 4.48 25.82 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 9.5 100 6.99E+05 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 22.8 610 43 613 0 0 Transcription activator BRG1  35449:180229

858.90635 4 timecourse_ATM_combo_4hr 858.90236 4.65 25.31 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 85.8 100 9.49E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 10.3 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35453:179571

1064.80642 3 timecourse_ATM_combo_8hr 1064.80239 3.78 25.26 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETSQM*S#DLPV.K 15.2 100 1.51E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV 0 610 0,3 0 0 0 0 Transcription activator BRG1  35451:180910

1086.13141 3 timecourse_ATM_combo_2hr 1086.12619 4.81 25.06 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 28.2 100 3.16E+06 AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 9.8 610 ‐1,0 4.5 613 ‐4,0 0 0 Transcription activator BRG1  35454:167251

858.9046 4 combeffx_ATM_MEKi 858.90236 2.61 24.83 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 7.2 100 9.02E+05 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 19.7 610 0 0 0 0 Transcription activator BRG1  35296:62558

1064.80786 3 timecourse_ATM_ctrl1 1064.80239 5.14 24.71 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETSQM*S#DLPV.K 17.4 100 1.45E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV 8.5 610 0,3 0 0 0 0 Transcription activator BRG1  35448:175050

878.89673 4 combeffx_ATM_PI3Ki 878.89394 3.17 24.57 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDET#SQMS#DLPVK.V 12.9 100 2.25E+06 KKAENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 15 610 19.1 613 0 0 Transcription activator BRG1  35299:70024

1588.71388 2 timecourse_ATM_combo_1hr 1588.70248 7.18 24.46 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPV.K 6.5 100 4.64E+05 KAENAEGQTPAIGPDGEPLDETSQMS#DLPV 0 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35456:177836

1059.47729 3 timecourse_ATM_combo_8hr 1059.47075 6.17 24.41 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 75.1 100 1.01E+07 AENAEGQTPAIGPDGEPLDETSQMS#DLPVK 2.6 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35450:177850

1064.80735 3 timecourse_ATM_combo_1hr 1064.80239 4.66 24.38 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV.K 25.0 100 2.61E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV 6.4 610 0,3 0 0 0 0 Transcription activator BRG1  35457:178895

862.90361 4 combeffx_ATM_PI3Ki 862.90109 2.92 24.37 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQM*S#DLPVK.V 10.6 100 2.68E+06 KKAENAEGQTPAIGPDGEPLDETSQM*S#DLPVK 16.6 613 0 0 0 0 Transcription activator BRG1  35298:74046

826.8838 4 timecourse_ATM_combo_1hr 826.87862 6.26 24.09 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 93.0 100 1.41E+07 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 0 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35456:179626

826.8835 4 timecourse_ATM_ctrl2 826.87862 5.9 23.91 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 56.6 100 4.73E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 6.6 610 0,3 0 0 0 0 Transcription activator BRG1  35446:163442

1086.13323 3 timecourse_ATM_combo_8hr 1086.12619 6.48 23.5 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMS#DLPV.K 20.5 100 3.85E+06 KAENAEGQTPAIGPDGEPLDETS#QMS#DLPV 5.8 610 ‐1,0 10.9 613 ‐4,0 0 0 Transcription activator BRG1  35451:181910

858.90661 4 timecourse_ATM_combo_2hr 858.90236 4.95 22.99 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 80.4 100 6.48E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 3.3 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35455:170561

1059.47552 3 combeffx_ATM_comboi 1059.47075 4.5 22.84 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 53.9 100 1.23E+07 AENAEGQTPAIGPDGEPLDETSQMS#DLPVK 3.8 613 ‐3,0 0 0 0 0 Transcription activator BRG1  35301:74719

858.90716 4 timecourse_ATM_ctrl2 858.90236 5.59 22.73 SMARCA4  SMCA4_HUMAN 9 K.KKAENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 47.7 100 4.66E+06 KKAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 19.2 610 0 0 0 0 Transcription activator BRG1  35447:168413

1086.1314 3 timecourse_ATM_combo_4hr 1086.12619 4.8 22.25 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 31.5 100 5.69E+06 AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 14.9 610 14.8 613 0 0 Transcription activator BRG1  35453:177431

1086.12967 3 combeffx_ATM_PI3Ki 1086.12619 3.2 22.04 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK.V 16.5 100 3.02E+06 AENAEGQTPAIGPDGEPLDETS#QMS#DLPVK 6.4 610 ‐1,0 5.7 613 ‐4,0 0 0 Transcription activator BRG1  35298:73226

1059.47475 3 combeffx_ATM_ctrl 1059.47075 3.78 21.54 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDETSQMS#DLPVK.V 17.9 100 2.53E+06 AENAEGQTPAIGPDGEPLDETSQMS#DLPVK 2.2 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35294:76794

1588.71373 2 timecourse_ATM_ctrl1 1588.70248 7.09 21.53 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETSQMS#DLPV.K 4.3 100 2.55E+05 KAENAEGQTPAIGPDGEPLDETSQMS#DLPV 0 613 ‐4,0 0 0 0 0 Transcription activator BRG1  35448:174820

1064.80782 3 timecourse_ATM_combo_4hr 1064.80239 5.1 21.31 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPV.K 15.6 100 1.31E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV 8.6 610 0,3 0 0 0 0 Transcription activator BRG1  35452:173310

1064.80859 3 timecourse_ATM_ctrl2 1064.80239 5.82 21.02 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETSQM*S#DLPV.K 16.0 100 6.51E+05 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV 0 610 0,3 0 0 0 0 Transcription activator BRG1  35446:161902

1064.80652 3 timecourse_ATM_combo_4hr 1064.80239 3.88 20 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#SQM*SDLPV.K 14.7 100 1.17E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV 0 610 0,3 0 0 0 0 Transcription activator BRG1  35453:176591

830.88135 4 timecourse_ATM_ctrl1 830.87735 4.81 19.88 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETSQM*S#DLPVK.V 6.1 100 6.18E+05 KAENAEGQTPAIGPDGEPLDETSQM*S#DLPVK 22.2 613 0 0 0 0 Transcription activator BRG1  35448:176810

826.88055 4 combeffx_ATM_PI3Ki 826.87862 2.33 19.39 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 24.9 100 5.07E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 5.1 610 0,3 0 0 0 0 Transcription activator BRG1  35298:73416

1064.80803 3 timecourse_ATM_combo_8hr 1064.80239 5.3 18.89 SMARCA4  SMCA4_HUMAN 9 K.AENAEGQTPAIGPDGEPLDET#SQM*SDLPVK.V 3.2 100 3.50E+05 AENAEGQTPAIGPDGEPLDETSQM*S#DLPVK 10.8 613 ‐3,0 0 0 0 0 Transcription activator BRG1  35451:180920

1064.80702 3 timecourse_ATM_combo_8hr 1064.80239 4.35 17.93 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV.K 12.6 100 1.50E+06 KAENAEGQTPAIGPDGEPLDETS#QM*SDLPV 0 610 0,3 0 0 0 0 Transcription activator BRG1  35450:178150

826.88269 4 timecourse_ATM_ctrl1 826.87862 4.92 16.73 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK.V 57.7 100 6.37E+06 KAENAEGQTPAIGPDGEPLDETS#QMSDLPVK 6.6 610 ‐1,0 0 0 0 0 Transcription activator BRG1  35448:176500

1086.13283 3 timecourse_ATM_combo_8hr 1086.12619 6.11 15.98 SMARCA4  SMCA4_HUMAN 9 K.KAENAEGQTPAIGPDGEPLDET#S#QMSDLPV.K 21.6 100 2.77E+06 KAENAEGQTPAIGPDGEPLDET#S#QMSDLPV 7.3 609 0,4 9.6 610 0,3 0 0 Transcription activator BRG1  35450:179070

1161.98924 2 timecourse_ATM_combo_4hr 1161.98285 5.5 46.03 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYAS#QSEVPNGK.K 10.1 100 3.05E+05 VFAEDQDMQYAS#QSEVPNGK 24.8 302 0 0 0 0 SMARCAD1 protein (Fragment)  35453:152271

1161.98862 2 timecourse_ATM_combo_8hr 1161.98285 4.97 43.51 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYAS#QSEVPNGK.K 11.6 100 5.22E+05 VFAEDQDMQYAS#QSEVPNGK 42.6 302 0 0 0 0 SMARCAD1 protein (Fragment)  35451:155730

774.99472 3 timecourse_ATM_ctrl1 774.99099 4.81 38.08 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYAS#QSEVPNGK.K 8.9 100 4.47E+05 VFAEDQDMQYAS#QSEVPNGK 6.5 302 0,2 0 0 0 0 SMARCAD1 protein (Fragment)  35449:156089

774.99469 3 timecourse_ATM_combo_2hr 774.99099 4.77 31.29 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYAS#QSEVPNGK.K 10.7 100 3.42E+05 VFAEDQDMQYAS#QSEVPNGK 19.5 302 0 0 0 0 SMARCAD1 protein (Fragment)  35455:145311

774.99503 3 timecourse_ATM_combo_4hr 774.99099 5.21 30.11 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYASQS#EVPNGK.K 15.3 100 6.83E+05 VFAEDQDMQYAS#QSEVPNGK 10.9 302 0,2 0 0 0 0 SMARCAD1 protein (Fragment)  35453:152261

774.99485 3 timecourse_ATM_combo_1hr 774.99099 4.99 29.37 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYAS#QSEVPNGK.K 11.0 100 4.61E+05 VFAEDQDMQYASQS#EVPNGK 20.1 304 0 0 0 0 SMARCAD1 protein (Fragment)  35457:155755

774.99551 3 timecourse_ATM_ctrl2 774.99099 5.83 29.16 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYAS#QSEVPNGK.K 8.2 100 2.38E+05 VFAEDQDMQYAS#QSEVPNGK 7.7 302 0,2 0 0 0 0 SMARCAD1 protein (Fragment)  35446:139262

1161.9902 2 timecourse_ATM_combo_2hr 1161.98285 6.33 26.84 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYAS#QSEVPNGK.K 6.7 100 1.43E+05 VFAEDQDMQYAS#QSEVPNGK 43 302 0 0 0 0 SMARCAD1 protein (Fragment)  35454:144941



1161.98905 2 timecourse_ATM_combo_2hr 1161.98285 5.34 25.47 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYAS#QSEVPNGK.K 6.8 100 1.51E+05 VFAEDQDMQYAS#QSEVPNGK 10.3 302 0,2 0 0 0 0 SMARCAD1 protein (Fragment)  35455:145321

774.99542 3 timecourse_ATM_combo_2hr 774.99099 5.72 24.21 SMARCAD1  Q05D56_HUMAN 0 K.VFAEDQDMQYAS#QSEVPNGK.K 12.1 100 3.76E+05 VFAEDQDMQYAS#QSEVPNGK 10.7 302 0,2 0 0 0 0 SMARCAD1 protein (Fragment)  35454:144931

792.63116 4 timecourse_ATM_ctrl1 792.62647 5.93 57.01 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 20.4 100 1.53E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 0 129 0,10 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135448:174640

792.6308 4 timecourse_ATM_combo_4hr 792.62647 5.46 54.58 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 55.1 100 4.49E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 4.4 129 0,10 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135452:172770

792.63021 4 timecourse_ATM_ctrl1 792.62647 4.72 52.49 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 22.9 100 1.57E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 4 129 0,10 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135449:177449

792.62847 4 combeffx_ATM_PI3Ki 792.62647 2.52 47.02 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 17.8 100 1.63E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 0 129 0,5 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135298:72716

792.63061 4 timecourse_ATM_combo_2hr 792.62647 5.24 45.42 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 30.9 100 1.61E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 0 129 0,10 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135455:167241

792.63077 4 timecourse_ATM_combo_4hr 792.62647 5.42 45.09 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 62.6 100 4.92E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 0 129 0,10 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135453:176101

792.63081 4 timecourse_ATM_combo_2hr 792.62647 5.49 44.46 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 27.5 100 1.53E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 6.5 129 0,5 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135454:165961

792.63124 4 timecourse_ATM_ctrl2 792.62647 6.02 43.81 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 16.9 100 9.79E+05 RNS#QWVPTLPNSSHHLDAVPCSTTINR 0 129 0,10 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135447:164953

792.63042 4 timecourse_ATM_combo_8hr 792.62647 4.98 37.33 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 36.9 100 4.03E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 0 129 0,10 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135450:177640

792.63 4 timecourse_ATM_combo_1hr 792.62647 4.45 36.24 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 38.7 100 2.72E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 6.5 129 0,10 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135457:178405

792.63147 4 timecourse_ATM_combo_1hr 792.62647 6.31 32.05 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 31.0 100 2.54E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 3.4 129 0,5 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135456:177636

1056.50515 3 timecourse_ATM_combo_4hr 1056.49954 5.31 30.28 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 7.1 100 3.88E+05 RNS#QWVPTLPNSSHHLDAVPCSTTINR 22.1 129 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135453:176091

792.63136 4 timecourse_ATM_ctrl2 792.62647 6.17 30.22 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 14.2 100 8.78E+05 RNS#QWVPTLPNSSHHLDAVPCSTTINR 10.3 129 0,5 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135446:161462

792.63046 4 timecourse_ATM_combo_8hr 792.62647 5.03 29.76 SMARCB1  SNF5_HUMAN 6 K.RNS#QWVPTLPNSSHHLDAVPCSTTINR.N 42.5 100 3.99E+06 RNS#QWVPTLPNSSHHLDAVPCSTTINR 6.5 129 0,20 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily B member 135451:180350

936.89978 2 timecourse_ATM_combo_8hr 936.89532 4.76 41.51 SMARCC2  SMRC2_HUMAN 0 K.TPQQTSAS#QQMLNFPD.K 8.6 100 7.62E+05 TPQQTSAS#QQMLNFPD 21.3 555 0 0 0 0 SWI/SNF complex subunit SMARCC2  35451:125837

729.34015 3 timecourse_ATM_combo_4hr 729.33643 5.1 37.1 SMARCC2  SMRC2_HUMAN 0 K.TPQQTS#ASQQMLNFPDKGK.E 28.1 100 2.00E+06 TPQQTSAS#QQMLNFPDKGK 3 555 ‐3,0 0 0 0 0 SWI/SNF complex subunit SMARCC2  35453:146491

729.33964 3 combeffx_ATM_comboi 729.33643 4.4 36.89 SMARCC2  SMRC2_HUMAN 0 K.TPQQTS#ASQQMLNFPDKGK.E 35.9 100 5.56E+06 TPQQTSAS#QQMLNFPDKGK 7.6 555 ‐2,0 0 0 0 0 SWI/SNF complex subunit SMARCC2  35301:62429

734.67164 3 combeffx_ATM_comboi 734.66807 4.86 32.6 SMARCC2  SMRC2_HUMAN 0 K.TPQQTSAS#QQM*LNFPDKGK.E 12.8 100 3.19E+06 TPQQTSAS#QQM*LNFPDKGK 7.5 555 ‐3,0 0 0 0 0 SWI/SNF complex subunit SMARCC2  35300:68271

729.3406 3 timecourse_ATM_combo_8hr 729.33643 5.72 32.26 SMARCC2  SMRC2_HUMAN 0 K.TPQQTSAS#QQMLNFPDKGK.E 42.8 100 4.20E+06 TPQQTSAS#QQMLNFPDKGK 6.1 555 ‐2,0 0 0 0 0 SWI/SNF complex subunit SMARCC2  35451:149800

729.34033 3 timecourse_ATM_combo_4hr 729.33643 5.35 31.79 SMARCC2  SMRC2_HUMAN 0 K.TPQQTS#ASQQMLNFPDKGK.E 23.9 100 1.93E+06 TPQQTSAS#QQMLNFPDKGK 15 555 0 0 0 0 SWI/SNF complex subunit SMARCC2  35452:144116

729.34004 3 combeffx_ATM_comboi 729.33643 4.95 31.18 SMARCC2  SMRC2_HUMAN 0 K.TPQQTSAS#QQMLNFPDKGK.E 45.7 100 9.55E+06 TPQQTSAS#QQMLNFPDKGK 7.5 555 ‐2,0 0 0 0 0 SWI/SNF complex subunit SMARCC2  35300:68041

729.34059 3 timecourse_ATM_combo_8hr 729.33643 5.7 30.11 SMARCC2  SMRC2_HUMAN 0 K.TPQQTSAS#QQMLNFPDKGK.E 40.9 100 4.01E+06 TPQQTSAS#QQMLNFPDKGK 8.5 555 ‐2,0 0 0 0 0 SWI/SNF complex subunit SMARCC2  35450:147870

734.67121 3 combeffx_ATM_comboi 734.66807 4.27 23.28 SMARCC2  SMRC2_HUMAN 0 K.TPQQTSAS#QQM*LNFPDKGK.E 8.7 100 2.11E+06 TPQQTSAS#QQM*LNFPDKGK 4.1 555 ‐2,0 0 0 0 0 SWI/SNF complex subunit SMARCC2  35301:62639

734.67121 3 combeffx_ATM_comboi 734.66807 4.27 22.03 SMARCC2  SMRC2_HUMAN 0 K.TPQQTSAS#QQM*LNFPDKGK.E 8.7 100 2.11E+06 TPQQTSAS#QQM*LNFPDKGK 20.1 555 0 0 0 0 SWI/SNF complex subunit SMARCC2  35301:62629

840.73266 3 timecourse_ATM_combo_1hr 840.72776 5.83 27.81 SMARCD1  SMRD1_HUMAN 3 K.TQMNSFLLST#ASQQEIATLDNK.I 2.1 100 8.79E+04 TQMNSFLLSTAS#QQEIATLDNK 13.3 413 0 0 0 0 SWI/SNF‐related matrix‐associated actin‐dependent regulator of chromatin subfamily D member  35457:163825

810.69096 3 combeffx_ATM_ctrl 810.68785 3.84 80.05 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 12.1 100 1.05E+06 MEEESQS#QGRDLTLEENQVK 12.7 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35295:68437

1283.50464 2 timecourse_ATM_combo_2hr 1283.49779 5.34 74.07 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 18.1 100 5.50E+05 GTMDDISQEEGSSQGEDS#VSGSQR 49 962 0 0 0 0 Structural maintenance of chromosomes protein 1A  35455:154791

1283.50541 2 timecourse_ATM_combo_2hr 1283.49779 5.94 72.35 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDS#VSGSQR.I 13.4 100 5.48E+05 GTMDDISQEEGSS#QGEDSVSGSQR 28.9 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35454:154201

856.00545 3 timecourse_ATM_combo_1hr 856.00095 5.26 68.73 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 55.1 100 4.01E+06 GTMDDISQEEGSS#QGEDSVSGSQR 18.9 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35457:165385

1283.50404 2 timecourse_ATM_combo_1hr 1283.49779 4.87 65.28 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 20.4 100 8.58E+05 GTMDDISQEEGSSQGEDS#VSGSQR 0 962 0,2 0 0 0 0 Structural maintenance of chromosomes protein 1A  35457:165375

1283.50429 2 timecourse_ATM_combo_8hr 1283.49779 5.06 65.09 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDS#VSGSQR.I 25.7 100 1.31E+06 GTMDDISQEEGSS#QGEDSVSGSQR 22.9 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35451:166530

861.33727 3 combeffx_ATM_comboi 861.33259 5.43 64.51 SMC1A  SMC1A_HUMAN 0 K.GTM*DDISQEEGSSQGEDSVSGS#QR.I 13.6 94 1.17E+06 GTM*DDISQEEGSSQGEDSVSGS#QR 43 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35300:75681

810.69044 3 combeffx_ATM_PI3Ki 810.68785 3.19 64.19 SMC1A  SMC1A_HUMAN 4 R.MEEES#QSQGRDLTLEENQVK.K 25.5 100 2.05E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35298:65326

810.69138 3 combeffx_ATM_comboi 810.68785 4.35 64.11 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 41.9 100 3.92E+06 MEEESQS#QGRDLTLEENQVK 6 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35301:66679

1283.50467 2 timecourse_ATM_combo_4hr 1283.49779 5.36 62.65 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVS#GSQR.I 18.7 100 9.82E+05 GTMDDISQEEGSSQGEDS#VSGSQR 0 962 0,4 0 0 0 0 Structural maintenance of chromosomes protein 1A  35453:162581

810.69126 3 timecourse_ATM_combo_8hr 810.68785 4.21 61.56 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 113.1 100 5.41E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35451:160240

810.69076 3 timecourse_ATM_combo_2hr 810.68785 3.6 61.54 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 145.5 100 3.69E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35455:149301

882.66053 3 combeffx_ATM_comboi 882.65639 4.69 61.39 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 38.1 100 7.87E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 21.3 957 33.7 966 0 0 Structural maintenance of chromosomes protein 1A  35301:70239

816.02378 3 combeffx_ATM_comboi 816.01949 5.26 60.98 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVK.K 21.3 100 2.72E+06 M*EEESQS#QGRDLTLEENQVK 8.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35300:73411

856.00529 3 timecourse_ATM_combo_8hr 856.00095 5.07 60.22 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 72.8 100 7.31E+06 GTMDDISQEEGSS#QGEDSVSGSQR 26.5 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35451:166540

856.00578 3 timecourse_ATM_ctrl1 856.00095 5.64 59.98 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 24.5 100 1.59E+06 GTMDDISQEEGSS#QGEDSVSGSQR 31.5 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35448:162550

810.69144 3 timecourse_ATM_combo_2hr 810.68785 4.43 59.45 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 134.0 100 3.85E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35454:148771

856.00638 3 timecourse_ATM_combo_1hr 856.00095 6.34 59.35 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 53.3 100 4.24E+06 GTMDDISQEEGSS#QGEDSVSGSQR 21.3 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35456:165317

856.00411 3 combeffx_ATM_PI3Ki 856.00095 3.69 59.02 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 25.0 100 1.96E+06 GTMDDISQEEGSSQGEDSVSGS#QR 37.4 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35298:67456

1283.50482 2 timecourse_ATM_combo_8hr 1283.49779 5.48 58.24 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 17.8 100 1.05E+06 GTMDDISQEEGSSQGEDSVSGS#QR 10.3 966 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35450:164500

810.69128 3 timecourse_ATM_ctrl2 810.68785 4.23 58.14 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 90.0 100 2.91E+06 MEEESQS#QGRDLTLEENQVK 7.6 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35447:146323

810.69051 3 timecourse_ATM_combo_1hr 810.68785 3.28 56.11 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 137.1 100 5.58E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35457:159815

810.69137 3 timecourse_ATM_combo_8hr 810.68785 4.34 55.43 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 110.1 100 5.08E+06 MEEESQS#QGRDLTLEENQVK 15 360 0 0 0 0 Structural maintenance of chromosomes protein 1A  35450:158180

853.39007 3 timecourse_ATM_combo_4hr 853.38617 4.57 55.41 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVKK.Y 8.1 100 2.33E+05 MEEESQS#QGRDLTLEENQVKK 18.3 360 0 0 0 0 Structural maintenance of chromosomes protein 1A  35452:159360

882.66193 3 timecourse_ATM_combo_1hr 882.65639 6.28 55.36 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 41.7 100 5.99E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 17 957 40.7 966 0 0 Structural maintenance of chromosomes protein 1A  35456:167787

856.00539 3 timecourse_ATM_combo_4hr 856.00095 5.19 54.74 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 71.1 100 5.23E+06 GTMDDISQEEGSS#QGEDSVSGSQR 18.9 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35452:159660

882.66159 3 timecourse_ATM_combo_8hr 882.65639 5.89 54.42 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 288.5 100 4.70E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 15.5 957 30.8 966 0 0 Structural maintenance of chromosomes protein 1A  35451:169380

856.00629 3 timecourse_ATM_combo_8hr 856.00095 6.24 54 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 64.7 100 7.23E+06 GTMDDISQEEGSSQGEDSVSGS#QR 50 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35450:164510

856.00575 3 timecourse_ATM_combo_2hr 856.00095 5.61 53.82 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 58.0 100 3.34E+06 GTMDDISQEEGSSQGEDSVSGS#QR 80 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35454:154181

810.69148 3 timecourse_ATM_ctrl2 810.68785 4.48 53.55 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 86.7 100 3.06E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35446:143552

810.69163 3 combeffx_ATM_comboi 810.68785 4.66 53.47 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 48.7 100 5.98E+06 MEEESQS#QGRDLTLEENQVK 6 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35300:72871

810.69134 3 combeffx_ATM_PI3Ki 810.68785 4.3 53.36 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 29.9 100 1.71E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35299:61944

816.02371 3 combeffx_ATM_comboi 816.01949 5.17 52.85 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVK.K 27.5 100 1.87E+06 M*EEESQS#QGRDLTLEENQVK 10.4 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35301:67099

1283.50584 2 timecourse_ATM_combo_1hr 1283.49779 6.27 52.66 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVS#GSQR.I 13.3 100 7.81E+05 GTMDDISQEEGSSQGEDSVS#GSQR 0 964 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35456:165307

882.66102 3 combeffx_ATM_comboi 882.65639 5.25 52.31 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 41.6 100 1.16E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 33.7 957 37.4 966 0 0 Structural maintenance of chromosomes protein 1A  35300:76881

810.69148 3 timecourse_ATM_combo_1hr 810.68785 4.48 51.72 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 143.6 100 5.68E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35456:159857

853.3904 3 timecourse_ATM_ctrl1 853.38617 4.96 51.49 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVKK.Y 8.4 100 3.56E+05 MEEESQS#QGRDLTLEENQVKK 18 360 0 0 0 0 Structural maintenance of chromosomes protein 1A  35448:162270

810.69076 3 timecourse_ATM_combo_4hr 810.68785 3.59 51.21 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 101.0 100 3.58E+06 MEEESQS#QGRDLTLEENQVK 6.8 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35453:156601

861.3374 3 combeffx_ATM_comboi 861.33259 5.58 50.66 SMC1A  SMC1A_HUMAN 0 K.GTM*DDISQEEGSSQGEDSVSGS#QR.I 14.8 100 1.03E+06 GTM*DDISQEEGSSQGEDSVSGS#QR 39.3 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35301:69169

810.69038 3 timecourse_ATM_ctrl1 810.68785 3.12 49.72 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 133.6 100 5.65E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35449:160409

810.6907 3 combeffx_ATM_MEKi 810.68785 3.52 49.66 SMC1A  SMC1A_HUMAN 4 R.MEEES#QSQGRDLTLEENQVK.K 7.3 100 3.45E+05 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35297:51668

816.0227 3 combeffx_ATM_ctrl 816.01949 3.93 49.62 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVK.K 18.1 100 1.64E+06 M*EEESQS#QGRDLTLEENQVK 4.1 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35295:68637

856.00531 3 timecourse_ATM_combo_4hr 856.00095 5.09 49.29 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 71.8 100 5.14E+06 GTMDDISQEEGSSQGEDS#VSGSQR 0 962 0,2 0 0 0 0 Structural maintenance of chromosomes protein 1A  35453:162571

856.00652 3 timecourse_ATM_ctrl2 856.00095 6.51 49.2 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 19.8 100 1.15E+06 GTMDDISQEEGSS#QGEDSVSGSQR 17 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35446:148922

856.00617 3 timecourse_ATM_ctrl2 856.00095 6.1 49.17 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 19.2 100 1.00E+06 GTMDDISQEEGSS#QGEDSVSGSQR 14.2 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35447:151803

816.02222 3 combeffx_ATM_MEKi 816.01949 3.35 49.07 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVK.K 28.0 100 1.25E+06 M*EEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35296:56828

810.69121 3 timecourse_ATM_combo_4hr 810.68785 4.14 49 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 80.7 100 3.68E+06 MEEESQS#QGRDLTLEENQVK 12.2 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35452:153770

853.39086 3 timecourse_ATM_combo_1hr 853.38617 5.5 48.87 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVKK.Y 10.6 100 4.02E+05 MEEESQS#QGRDLTLEENQVKK 10.4 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35456:165067

856.0056 3 timecourse_ATM_combo_4hr 856.00095 5.43 47.78 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDS#VSGSQR.I 72.9 100 4.94E+06 GTMDDISQEEGSSQGEDS#VSGSQR 37.7 962 0 0 0 0 Structural maintenance of chromosomes protein 1A  35453:162591

810.6916 3 timecourse_ATM_ctrl1 810.68785 4.63 47.75 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 112.9 100 5.78E+06 MEEESQS#QGRDLTLEENQVK 13.3 360 0 0 0 0 Structural maintenance of chromosomes protein 1A  35448:158030

882.66079 3 timecourse_ATM_combo_2hr 882.65639 4.99 47.63 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 105.4 100 8.36E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 24.8 957 57.8 966 0 0 Structural maintenance of chromosomes protein 1A  35455:157311

816.02238 3 combeffx_ATM_ctrl 816.01949 3.54 46.28 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVK.K 27.1 100 2.15E+06 M*EEESQS#QGRDLTLEENQVK 6 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35294:70684

882.66078 3 timecourse_ATM_combo_4hr 882.65639 4.97 45.96 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 258.1 100 3.02E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 14.2 957 21.3 966 0 0 Structural maintenance of chromosomes protein 1A  35453:165331

882.66152 3 timecourse_ATM_combo_2hr 882.65639 5.81 45.73 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 89.5 100 8.87E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 15.5 957 48.9 966 0 0 Structural maintenance of chromosomes protein 1A  35454:156571

856.00585 3 timecourse_ATM_combo_4hr 856.00095 5.72 45.46 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 68.5 100 5.47E+06 GTMDDISQEEGSSQGEDS#VSGSQR 0 962 0,2 0 0 0 0 Structural maintenance of chromosomes protein 1A  35452:159670

1215.53439 2 timecourse_ATM_combo_8hr 1215.52814 5.14 45.03 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 7.4 100 2.37E+05 MEEES#QSQGRDLTLEENQVK 0 358 0,2 0 0 0 0 Structural maintenance of chromosomes protein 1A  35450:158190

882.66101 3 timecourse_ATM_combo_4hr 882.65639 5.25 44.79 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 249.0 100 2.43E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 18.9 957 26.5 966 0 0 Structural maintenance of chromosomes protein 1A  35453:165361

853.39075 3 timecourse_ATM_ctrl2 853.38617 5.37 44.27 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVKK.Y 10.3 100 3.15E+05 MEEESQS#QGRDLTLEENQVKK 16.2 360 0 0 0 0 Structural maintenance of chromosomes protein 1A  35447:151483

882.66142 3 timecourse_ATM_combo_4hr 882.65639 5.7 44.1 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 99.4 94 1.11E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 18.9 957 28.5 966 0 0 Structural maintenance of chromosomes protein 1A  35452:162350

882.66046 3 timecourse_ATM_combo_2hr 882.65639 4.61 44.07 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 110.3 100 9.00E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 18.9 957 52.8 966 0 0 Structural maintenance of chromosomes protein 1A  35455:157301

810.69009 3 combeffx_ATM_MEKi 810.68785 2.76 44.04 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 14.9 100 6.96E+05 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35296:56658

837.34847 3 timecourse_ATM_combo_8hr 837.34329 6.19 43.17 SMC1A  SMC1A_HUMAN 4 R.MEEES#QSQGRDLT#LEENQVK.K 11.1 100 6.91E+05 MEEES#QS#QGRDLTLEENQVK 44 358 44.4 360 0 0 Structural maintenance of chromosomes protein 1A  35450:161790

882.66156 3 timecourse_ATM_combo_4hr 882.65639 5.86 42.92 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 185.7 100 2.76E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 24.8 957 67.7 966 0 0 Structural maintenance of chromosomes protein 1A  35452:162370

856.00582 3 timecourse_ATM_combo_2hr 856.00095 5.69 42.88 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVS#GSQR.I 62.8 100 3.05E+06 GTMDDISQEEGSS#QGEDSVSGSQR 19.2 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35455:154801

810.69098 3 timecourse_ATM_ctrl1 810.68785 3.86 42.71 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 132.1 100 5.76E+06 MEEESQS#QGRDLTLEENQVK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35448:158020

882.66242 3 timecourse_ATM_combo_8hr 882.65639 6.83 42.14 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 250.7 100 4.29E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 17 957 42.7 966 0 0 Structural maintenance of chromosomes protein 1A  35450:167280

856.00598 3 timecourse_ATM_combo_2hr 856.00095 5.88 41.69 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 48.5 100 3.14E+06 GTMDDISQEEGSS#QGEDSVSGSQR 16.2 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35454:154191

861.3367 3 combeffx_ATM_MEKi 861.33259 4.77 41.22 SMC1A  SMC1A_HUMAN 0 K.GTM*DDISQEEGSSQGEDSVSGS#QR.I 12.8 100 5.34E+05 GTM*DDISQEEGSSQGEDSVSGS#QR 23.3 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35297:53118

887.99308 3 combeffx_ATM_comboi 887.98803 5.69 40.83 SMC1A  SMC1A_HUMAN 0 K.GTM*DDISQEEGSS#QGEDS#VSGSQR.I 9.5 100 1.94E+06 GTM*DDISQEEGSS#QGEDSVSGS#QR 33.7 957 28.5 966 0 0 Structural maintenance of chromosomes protein 1A  35300:77111

816.02198 3 combeffx_ATM_PI3Ki 816.01949 3.05 40.57 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVK.K 12.2 100 6.12E+05 M*EEESQS#QGRDLTLEENQVK 13.3 360 0 0 0 0 Structural maintenance of chromosomes protein 1A  35299:62214

882.6619 3 timecourse_ATM_combo_8hr 882.65639 6.24 40.26 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 273.5 100 4.45E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 28.5 957 45.7 966 0 0 Structural maintenance of chromosomes protein 1A  35451:169400

853.38998 3 combeffx_ATM_comboi 853.38617 4.46 40.01 SMC1A  SMC1A_HUMAN 4 R.MEEES#QSQGRDLTLEENQVKK.Y 10.6 100 9.53E+05 MEEESQS#QGRDLTLEENQVKK 4.1 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35300:75321

1323.48852 2 timecourse_ATM_combo_4hr 1323.48095 5.72 39.96 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 33.4 100 4.12E+06 GTMDDISQEEGSS#QGEDS#VSGSQR 11.5 957 ‐1,0 0 962 0,2 0 0 Structural maintenance of chromosomes protein 1A  35452:162360

853.39161 3 timecourse_ATM_ctrl2 853.38617 6.37 39.68 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVKK.Y 10.0 100 2.83E+05 MEEESQS#QGRDLTLEENQVKK 16.2 360 0 0 0 0 Structural maintenance of chromosomes protein 1A  35446:148652

856.00535 3 timecourse_ATM_combo_8hr 856.00095 5.14 39.61 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDSVSGSQR.I 67.7 100 6.99E+06 GTMDDISQEEGSS#QGEDSVSGSQR 21.8 957 0 0 0 0 Structural maintenance of chromosomes protein 1A  35450:164490

1323.48929 2 timecourse_ATM_combo_4hr 1323.48095 6.3 39.33 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 38.2 100 3.81E+06 GTMDDISQEEGSS#QGEDSVS#GSQR 20.4 957 19.2 964 0 0 Structural maintenance of chromosomes protein 1A  35452:162380

810.69094 3 timecourse_ATM_combo_2hr 810.68785 3.81 38.54 SMC1A  SMC1A_HUMAN 4 R.MEEES#QSQGRDLTLEENQVK.K 131.3 100 3.69E+06 MEEES#QSQGRDLTLEENQVK 10.4 358 0,2 0 0 0 0 Structural maintenance of chromosomes protein 1A  35455:149311

856.00534 3 timecourse_ATM_ctrl1 856.00095 5.13 38.44 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 31.9 100 1.53E+06 GTMDDISQEEGSSQGEDS#VSGSQR 0 962 0,2 0 0 0 0 Structural maintenance of chromosomes protein 1A  35449:165089

882.66018 3 combeffx_ATM_PI3Ki 882.65639 4.29 36.26 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 15.1 100 1.78E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 21.3 957 30.8 966 0 0 Structural maintenance of chromosomes protein 1A  35298:68646

853.39023 3 combeffx_ATM_comboi 853.38617 4.76 35.72 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVKK.Y 11.8 100 7.36E+05 MEEESQS#QGRDLTLEENQVKK 4.9 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35301:68849

882.66064 3 timecourse_ATM_combo_1hr 882.65639 4.82 35.66 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 50.3 100 5.85E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 28.5 957 47.3 966 0 0 Structural maintenance of chromosomes protein 1A  35457:167955

856.00599 3 timecourse_ATM_combo_8hr 856.00095 5.89 34.57 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 70.4 100 7.42E+06 GTMDDISQEEGSSQGEDSVSGS#QR 42.7 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35451:166550

882.662 3 timecourse_ATM_combo_1hr 882.65639 6.36 34.44 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 44.1 100 5.76E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 15.5 957 43 966 0 0 Structural maintenance of chromosomes protein 1A  35456:167797

856.00605 3 timecourse_ATM_combo_1hr 856.00095 5.96 34.25 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 62.7 100 4.35E+06 GTMDDISQEEGSSQGEDSVSGS#QR 33.7 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35456:165297

837.34847 3 timecourse_ATM_combo_8hr 837.34329 6.19 33.55 SMC1A  SMC1A_HUMAN 4 R.MEEES#QS#QGRDLTLEENQVK.K 12.2 100 6.95E+05 MEEES#QS#QGRDLTLEENQVK 58.4 358 73.6 360 0 0 Structural maintenance of chromosomes protein 1A  35451:163960

858.72218 3 combeffx_ATM_ctrl 858.71781 5.09 33.43 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVKK.Y 4.8 100 4.43E+05 M*EEESQS#QGRDLTLEENQVKK 7.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35294:72114

887.99331 3 timecourse_ATM_combo_8hr 887.98803 5.95 33.04 SMC1A  SMC1A_HUMAN 0 K.GTM*DDISQEEGSS#QGEDS#VSGSQR.I 8.8 100 1.18E+06 GTM*DDISQEEGSS#QGEDSVSGS#QR 15.5 957 26.5 966 0 0 Structural maintenance of chromosomes protein 1A  35450:167740

816.02303 3 timecourse_ATM_combo_2hr 816.01949 4.34 32.6 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVK.K 7.2 100 1.55E+05 M*EEESQS#QGRDLTLEENQVK 4.9 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35455:150301

853.38937 3 timecourse_ATM_ctrl1 853.38617 3.75 32.48 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVKK.Y 9.5 100 3.05E+05 MEEESQS#QGRDLTLEENQVKK 10.4 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35449:164789

882.66109 3 timecourse_ATM_combo_4hr 882.65639 5.32 32.12 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 181.6 100 2.29E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 13.3 957 40.7 966 0 0 Structural maintenance of chromosomes protein 1A  35452:162330

882.66087 3 timecourse_ATM_combo_8hr 882.65639 5.08 31.58 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 47.2 94 7.66E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 22 957 38.7 966 0 0 Structural maintenance of chromosomes protein 1A  35450:167250

1323.48943 2 timecourse_ATM_combo_1hr 1323.48095 6.41 31.41 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 11.0 100 7.74E+05 GTMDDISQEEGSS#QGEDSVSGS#QR 8.6 957 ‐1,0 6.5 966 ‐2,0 0 0 Structural maintenance of chromosomes protein 1A  35456:167807

1283.50411 2 timecourse_ATM_combo_4hr 1283.49779 4.92 31 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 17.8 100 7.19E+05 GTMDDISQEEGSSQGEDS#VSGSQR 0 962 0,2 0 0 0 0 Structural maintenance of chromosomes protein 1A  35452:159650

882.66185 3 timecourse_ATM_combo_8hr 882.65639 6.19 30.29 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 225.1 100 4.04E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 17 957 52.8 966 0 0 Structural maintenance of chromosomes protein 1A  35450:167260

816.02305 3 combeffx_ATM_MEKi 816.01949 4.36 30.28 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVK.K 32.9 100 1.05E+06 M*EEES#QSQGRDLTLEENQVK 0 358 0,2 0 0 0 0 Structural maintenance of chromosomes protein 1A  35297:51858

882.66158 3 timecourse_ATM_combo_2hr 882.65639 5.88 28.83 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 95.0 100 7.58E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 17 957 71.2 966 0 0 Structural maintenance of chromosomes protein 1A  35454:156581

1323.48768 2 timecourse_ATM_combo_2hr 1323.48095 5.09 28.68 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGS#S#QGEDSVSGSQR.I 20.3 100 1.11E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 19.3 957 10.3 966 ‐2,0 0 0 Structural maintenance of chromosomes protein 1A  35455:157321

882.66189 3 timecourse_ATM_ctrl2 882.65639 6.23 28.39 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 6.9 100 5.65E+05 GTMDDISQEEGSS#QGEDSVSGS#QR 15.5 957 17 966 0 0 Structural maintenance of chromosomes protein 1A  35446:151332

853.3896 3 timecourse_ATM_combo_2hr 853.38617 4.02 27.85 SMC1A  SMC1A_HUMAN 4 R.MEEES#QSQGRDLTLEENQVKK.Y 9.6 100 1.94E+05 MEEESQS#QGRDLTLEENQVKK 8.5 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35455:154481

882.65992 3 combeffx_ATM_PI3Ki 882.65639 4 27.72 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 13.6 100 1.53E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 21.3 957 41.2 966 0 0 Structural maintenance of chromosomes protein 1A  35299:64874

856.00532 3 timecourse_ATM_combo_2hr 856.00095 5.11 27.23 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDSVSGS#QR.I 23.1 100 8.88E+05 GTMDDISQEEGSSQGEDSVSGS#QR 31 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35455:154781

837.3484 3 timecourse_ATM_combo_4hr 837.34329 6.1 27.14 SMC1A  SMC1A_HUMAN 4 R.MEEES#QS#QGRDLTLEENQVK.K 7.6 100 3.59E+05 MEEES#QS#QGRDLTLEENQVK 26 358 29.1 360 0 0 Structural maintenance of chromosomes protein 1A  35453:160191

887.99227 3 timecourse_ATM_combo_4hr 887.98803 4.77 26.63 SMC1A  SMC1A_HUMAN 0 K.GTM*DDISQEEGSS#QGEDS#VSGSQR.I 6.1 100 8.26E+05 GTM*DDISQEEGSS#QGEDSVSGS#QR 13.2 957 33.7 966 0 0 Structural maintenance of chromosomes protein 1A  35453:165811

1323.48774 2 timecourse_ATM_combo_4hr 1323.48095 5.13 26.37 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 54.5 100 4.14E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 13.2 957 11.5 966 ‐2,0 0 0 Structural maintenance of chromosomes protein 1A  35453:165351

882.66134 3 timecourse_ATM_combo_4hr 882.65639 5.61 25.35 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 36.6 100 4.50E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 15.5 957 45.7 966 0 0 Structural maintenance of chromosomes protein 1A  35452:162340

861.33731 3 timecourse_ATM_combo_1hr 861.33259 5.48 25.29 SMC1A  SMC1A_HUMAN 0 K.GTM*DDISQEEGSSQGEDSVSGS#QR.I 5.1 100 1.65E+05 GTM*DDISQEEGSSQGEDSVSGS#QR 43 966 0 0 0 0 Structural maintenance of chromosomes protein 1A  35457:165935

882.66074 3 timecourse_ATM_combo_4hr 882.65639 4.93 24.09 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 265.7 100 2.43E+07 GTMDDISQEEGSS#QGEDSVSGS#QR 15.5 957 28.5 966 0 0 Structural maintenance of chromosomes protein 1A  35453:165321

1215.53388 2 timecourse_ATM_ctrl2 1215.52814 4.72 23.47 SMC1A  SMC1A_HUMAN 4 R.MEEESQS#QGRDLTLEENQVK.K 7.7 100 1.48E+05 MEEES#QSQGRDLTLEENQVK 0 358 0,2 0 0 0 0 Structural maintenance of chromosomes protein 1A  35447:146333

816.02332 3 timecourse_ATM_ctrl1 816.01949 4.69 23.22 SMC1A  SMC1A_HUMAN 4 R.M*EEESQS#QGRDLTLEENQVK.K 8.2 100 1.67E+05 M*EEESQS#QGRDLTLEENQVK 4.1 360 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 1A  35449:161089

1323.48994 2 timecourse_ATM_combo_8hr 1323.48095 6.8 21.71 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 48.4 100 6.00E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 16.2 957 0 966 ‐2,0 0 0 Structural maintenance of chromosomes protein 1A  35450:167270

1323.48837 2 timecourse_ATM_combo_8hr 1323.48095 5.61 21.59 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSSQGEDS#VS#GSQR.I 64.7 100 7.47E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 22.9 957 32.4 966 0 0 Structural maintenance of chromosomes protein 1A  35451:169370

882.66122 3 timecourse_ATM_combo_1hr 882.65639 5.47 20.68 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 50.0 100 5.60E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 15.5 957 43 966 0 0 Structural maintenance of chromosomes protein 1A  35457:167965

1323.48894 2 timecourse_ATM_combo_8hr 1323.48095 6.04 20.19 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 65.3 100 7.46E+06 GTMDDISQEEGSS#QGEDSVSGS#QR 13.2 957 7.9 966 ‐2,0 0 0 Structural maintenance of chromosomes protein 1A  35451:169390

882.66203 3 timecourse_ATM_ctrl1 882.65639 6.39 17.4 SMC1A  SMC1A_HUMAN 0 K.GTMDDISQEEGSS#QGEDS#VSGSQR.I 8.2 100 8.76E+05 GTMDDISQEEGSS#QGEDSVSGS#QR 14.2 957 42.7 966 0 0 Structural maintenance of chromosomes protein 1A  35448:164930

887.99318 3 combeffx_ATM_comboi 887.98803 5.8 17.21 SMC1A  SMC1A_HUMAN 0 K.GTM*DDISQEEGSS#QGEDS#VSGSQR.I 10.8 100 1.89E+06 GTM*DDISQEEGSS#QGEDSVSGS#QR 10.3 957 0,5 22 966 0 0 Structural maintenance of chromosomes protein 1A  35301:70389

1022.97669 2 timecourse_ATM_ctrl1 1022.97043 6.12 75.68 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 16.4 100 8.15E+05 GSGS#QSSVPSVDQFTGVGIR 0 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35448:139248

1022.97651 2 timecourse_ATM_combo_8hr 1022.97043 5.94 75.05 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 242.6 100 1.68E+07 GSGS#QSSVPSVDQFTGVGIR 0 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35451:140061

970.47172 2 timecourse_ATM_combo_2hr 970.46662 5.26 73.46 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 15.2 100 5.27E+05 AELGTDLLS#QLSLEDQK 30.7 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35455:123440

970.47165 2 timecourse_ATM_combo_1hr 970.46662 5.18 72.56 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 21.9 100 9.95E+05 AELGTDLLS#QLSLEDQK 26.8 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35457:132998

1022.97604 2 timecourse_ATM_combo_2hr 1022.97043 5.48 72.38 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 63.0 100 2.38E+06 GSGS#QSSVPSVDQFTGVGIR 7.4 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35455:131540

1022.97486 2 combeffx_ATM_comboi 1022.97043 4.33 70.93 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 10.1 100 1.10E+06 GSGS#QSSVPSVDQFTGVGIR 0 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35301:58944

1022.97564 2 timecourse_ATM_combo_1hr 1022.97043 5.09 70.69 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 37.8 100 2.09E+06 GSGSQS#SVPSVDQFTGVGIR 11.6 1085 ‐4,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35457:141580

1022.97687 2 timecourse_ATM_ctrl2 1022.97043 6.3 70.27 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 15.4 100 5.74E+05 GSGS#QSSVPSVDQFTGVGIR 0 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35447:127187

647.31679 3 timecourse_ATM_combo_8hr 647.31351 5.07 69.41 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 48.7 100 2.27E+06 AELGTDLLS#QLSLEDQK 57 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35451:131562

1022.97761 2 timecourse_ATM_ctrl2 1022.97043 7.02 69.39 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 14.1 100 4.90E+05 GSGS#QSSVPSVDQFTGVGIR 0 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35446:124792

1022.97683 2 timecourse_ATM_combo_4hr 1022.97043 6.27 68.72 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 149.7 100 7.31E+06 GSGS#QSSVPSVDQFTGVGIR 0 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35452:135247

1022.97633 2 timecourse_ATM_combo_8hr 1022.97043 5.77 66.88 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 225.2 100 1.43E+07 GSGS#QSSVPSVDQFTGVGIR 0 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35450:138173

970.47273 2 timecourse_ATM_combo_8hr 970.46662 6.3 66.64 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 70.5 100 3.79E+06 AELGTDLLS#QLSLEDQK 30.7 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35450:130113

1022.97621 2 timecourse_ATM_combo_4hr 1022.97043 5.65 65.98 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 151.0 100 7.98E+06 GSGS#QSSVPSVDQFTGVGIR 0 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35453:137927

1022.97723 2 timecourse_ATM_combo_1hr 1022.97043 6.65 65.64 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 39.6 100 2.07E+06 GSGS#QSSVPSVDQFTGVGIR 0 1083 0,2 0 0 0 0 Structural maintenance of chromosomes protein 3  35456:141329

970.47051 2 timecourse_ATM_ctrl1 970.46662 4.01 65.27 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 24.0 100 1.15E+06 AELGTDLLS#QLSLEDQK 26.8 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35449:133251

970.47206 2 timecourse_ATM_combo_4hr 970.46662 5.61 64.73 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 22.0 100 1.03E+06 AELGTDLLS#QLSLEDQK 26.8 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35453:129625

647.31742 3 timecourse_ATM_combo_8hr 647.31351 6.04 63.42 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 55.4 100 2.37E+06 AELGTDLLS#QLSLEDQK 48.9 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35450:130103

647.31715 3 timecourse_ATM_ctrl1 647.31351 5.62 61.86 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 18.8 100 5.93E+05 AELGTDLLS#QLSLEDQK 46 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35448:131110

970.4716 2 timecourse_ATM_ctrl1 970.46662 5.13 61.75 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 23.1 100 1.11E+06 AELGTDLLS#QLSLEDQK 30.7 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35448:131100

1022.97616 2 timecourse_ATM_combo_2hr 1022.97043 5.6 60.6 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 64.6 100 2.28E+06 GS#GSQSSVPSVDQFTGVGIR 0 1081 0,5 0 0 0 0 Structural maintenance of chromosomes protein 3  35454:131225

970.47236 2 timecourse_ATM_combo_8hr 970.46662 5.91 60.44 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 69.5 100 4.45E+06 AELGTDLLS#QLSLEDQK 44.7 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35451:131572

1022.97569 2 timecourse_ATM_ctrl1 1022.97043 5.14 59.35 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 17.9 100 8.40E+05 GSGS#QSSVPSVDQFTGVGIR 8.6 1083 ‐2,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35449:141421

851.76918 3 combeffx_ATM_comboi 851.76508 4.81 58.97 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQKR.V 15.4 100 1.22E+06 ESLKAELGTDLLS#QLSLEDQKR 35.3 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35301:68749

682.32029 3 timecourse_ATM_combo_4hr 682.31604 6.23 56.11 SMC3  SMC3_HUMAN 2 R.GSGSQSS#VPSVDQFTGVGIR.V 96.7 100 5.61E+06 GSGS#QSSVPSVDQFTGVGIR 0 1083 0,3 0 0 0 0 Structural maintenance of chromosomes protein 3  35452:135237

851.76795 3 timecourse_ATM_combo_8hr 851.76508 3.37 55.81 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQKR.V 17.3 100 1.16E+06 ESLKAELGTDLLS#QLSLEDQKR 48 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35451:165990

647.31689 3 timecourse_ATM_combo_4hr 647.31351 5.22 54.79 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 17.8 100 5.46E+05 AELGTDLLS#QLSLEDQK 18.1 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35453:129615

647.31611 3 timecourse_ATM_ctrl1 647.31351 4.02 53.19 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 13.8 100 5.52E+05 AELGTDLLS#QLSLEDQK 30.2 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35449:133261

799.73519 3 combeffx_ATM_comboi 799.73138 4.76 52.96 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 51.3 100 3.82E+06 ESLKAELGTDLLS#QLSLEDQK 40.8 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35301:66089

851.76672 3 timecourse_ATM_ctrl1 851.76508 1.93 52.6 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQKR.V 15.1 100 6.41E+05 ESLKAELGTDLLS#QLSLEDQKR 64.4 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35449:164629

682.32006 3 timecourse_ATM_combo_8hr 682.31604 5.89 52.59 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 129.9 100 9.94E+06 GSGS#QSSVPSVDQFTGVGIR 0 1083 0,3 0 0 0 0 Structural maintenance of chromosomes protein 3  35450:138183

851.76872 3 timecourse_ATM_combo_1hr 851.76508 4.27 50.57 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQKR.V 15.3 100 6.43E+05 ESLKAELGTDLLS#QLSLEDQKR 36 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35456:164897

647.31684 3 timecourse_ATM_combo_2hr 647.31351 5.14 49.39 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 12.7 100 2.67E+05 AELGTDLLS#QLSLEDQK 48.9 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35454:123215

851.76872 3 timecourse_ATM_ctrl2 851.76508 4.27 49.24 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQKR.V 9.8 100 4.11E+05 ESLKAELGTDLLS#QLSLEDQKR 56.2 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35446:148402

799.73754 3 timecourse_ATM_combo_1hr 799.73138 7.7 49.14 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 27.9 100 1.25E+06 ESLKAELGTDLLS#QLSLEDQK 37.7 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35456:158667

647.31705 3 timecourse_ATM_combo_1hr 647.31351 5.47 47.98 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 15.6 100 5.73E+05 AELGTDLLS#QLSLEDQK 27.4 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35457:133008

851.76803 3 timecourse_ATM_ctrl2 851.76508 3.46 47.44 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQKR.V 14.4 100 5.69E+05 ESLKAELGTDLLS#QLSLEDQKR 41.8 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35447:151273

647.31657 3 timecourse_ATM_combo_2hr 647.31351 4.73 46.72 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 11.5 100 2.64E+05 AELGTDLLS#QLSLEDQK 30.2 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35455:123430

647.31704 3 timecourse_ATM_combo_4hr 647.31351 5.45 45.44 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 15.8 100 6.36E+05 AELGTDLLS#QLSLEDQK 39.9 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35452:127238

682.31903 3 combeffx_ATM_comboi 682.31604 4.38 44.98 SMC3  SMC3_HUMAN 2 R.GSGSQSS#VPSVDQFTGVGIR.V 17.3 100 2.34E+06 GSGSQSS#VPSVDQFTGVGIR 14 1086 0 0 0 0 Structural maintenance of chromosomes protein 3  35300:64203

682.32003 3 timecourse_ATM_combo_8hr 682.31604 5.85 44.92 SMC3  SMC3_HUMAN 2 R.GSGSQSS#VPSVDQFTGVGIR.V 110.3 100 8.86E+06 GSGS#QSSVPSVDQFTGVGIR 0 1083 0,6 0 0 0 0 Structural maintenance of chromosomes protein 3  35451:140051

1199.10313 2 timecourse_ATM_combo_8hr 1199.09344 8.08 44.17 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 8.5 100 4.21E+05 ESLKAELGTDLLS#QLSLEDQK 41.7 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35451:158910

682.32003 3 timecourse_ATM_combo_4hr 682.31604 5.85 43.96 SMC3  SMC3_HUMAN 2 R.GSGSQS#SVPSVDQFTGVGIR.V 86.9 100 4.88E+06 GS#GSQSSVPSVDQFTGVGIR 5.1 1081 0,5 0 0 0 0 Structural maintenance of chromosomes protein 3  35453:137937

799.73681 3 timecourse_ATM_ctrl1 799.73138 6.79 43.94 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 35.1 100 1.18E+06 ESLKAELGTDLLS#QLSLEDQK 27.2 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35448:156770

799.73637 3 timecourse_ATM_combo_2hr 799.73138 6.24 43.39 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 17.8 100 5.36E+05 ESLKAELGTDLLS#QLSLEDQK 22.2 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35455:148091

699.35164 3 timecourse_ATM_combo_8hr 699.34721 6.33 42.33 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQKR.V 44.9 100 2.46E+06 AELGTDLLS#QLSLEDQKR 25.9 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35450:141283

682.31976 3 timecourse_ATM_combo_2hr 682.31604 5.45 42.13 SMC3  SMC3_HUMAN 2 R.GSGSQSS#VPSVDQFTGVGIR.V 40.3 100 1.35E+06 GSGS#QSSVPSVDQFTGVGIR 0 1083 0,6 0 0 0 0 Structural maintenance of chromosomes protein 3  35455:131530

699.35176 3 timecourse_ATM_combo_8hr 699.34721 6.51 41.88 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQKR.V 39.8 100 2.43E+06 AELGTDLLS#QLSLEDQKR 31.8 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35451:143371

799.73657 3 timecourse_ATM_combo_1hr 799.73138 6.5 40.79 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 30.9 100 1.34E+06 ESLKAELGTDLLS#QLSLEDQK 22.2 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35457:158585

799.73716 3 timecourse_ATM_ctrl2 799.73138 7.23 40.68 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 24.6 100 8.49E+05 ESLKAELGTDLLS#QLSLEDQK 20.6 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35446:142442

799.73726 3 timecourse_ATM_combo_8hr 799.73138 7.35 40.04 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 45.8 100 2.22E+06 ESLKAELGTDLLS#QLSLEDQK 14.9 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35450:156830

851.76784 3 combeffx_ATM_MEKi 851.76508 3.24 40.01 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQKR.V 6.0 100 1.92E+05 ESLKAELGTDLLS#QLSLEDQKR 40.4 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35297:52888

682.3187 3 combeffx_ATM_comboi 682.31604 3.9 39.15 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 13.0 100 1.52E+06 GSGS#QSSVPSVDQFTGVGIR 3 1083 0,3 0 0 0 0 Structural maintenance of chromosomes protein 3  35301:58934

799.7378 3 timecourse_ATM_combo_8hr 799.73138 8.03 38.76 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 55.3 100 2.43E+06 ESLKAELGTDLLS#QLSLEDQK 20.9 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35451:158900

799.73512 3 combeffx_ATM_comboi 799.73138 4.68 37.88 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 45.1 100 6.39E+06 ESLKAELGTDLLS#QLSLEDQK 8.7 787 0,3 0 0 0 0 Structural maintenance of chromosomes protein 3  35300:72281

851.76728 3 timecourse_ATM_combo_1hr 851.76508 2.58 37.05 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQKR.V 17.8 100 7.14E+05 ESLKAELGT#DLLSQLSLEDQKR 7.5 783 0,4 0 0 0 0 Structural maintenance of chromosomes protein 3  35457:164945

682.31994 3 timecourse_ATM_combo_2hr 682.31604 5.72 36.98 SMC3  SMC3_HUMAN 2 R.GSGS#QSSVPSVDQFTGVGIR.V 37.5 100 1.36E+06 GSGS#QSSVPSVDQFTGVGIR 0 1083 0,3 0 0 0 0 Structural maintenance of chromosomes protein 3  35454:131235

647.31765 3 timecourse_ATM_ctrl2 647.31351 6.4 35.65 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 9.4 100 2.19E+05 AELGTDLLS#QLSLEDQK 24.8 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35446:116829

799.73432 3 combeffx_ATM_ctrl 799.73138 3.68 35.2 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 14.5 94 8.01E+05 ESLKAELGTDLLS#QLSLEDQK 15 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35294:69944

799.7345 3 combeffx_ATM_MEKi 799.73138 3.9 34.99 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 21.2 94 5.64E+05 ESLKAELGTDLLS#QLSLEDQK 31.5 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35297:51228

799.73722 3 timecourse_ATM_combo_4hr 799.73138 7.3 34.35 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 30.9 100 1.26E+06 ESLKAELGTDLLS#QLSLEDQK 45.8 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35453:155261

799.7365 3 timecourse_ATM_ctrl1 799.73138 6.4 33.66 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 33.5 100 1.23E+06 ESLKAELGTDLLS#QLSLEDQK 20.6 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35449:159179

799.73726 3 timecourse_ATM_combo_4hr 799.73138 7.35 32.51 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 29.9 100 1.21E+06 ESLKAELGTDLLS#QLSLEDQK 16.5 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35452:152510

799.73387 3 combeffx_ATM_PI3Ki 799.73138 3.11 31.01 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 15.2 94 9.85E+05 ESLKAELGTDLLS#QLSLEDQK 16.8 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35298:64876

799.73699 3 timecourse_ATM_ctrl2 799.73138 7.01 30.37 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 27.8 100 9.08E+05 ESLKAELGTDLLS#QLSLEDQK 17.6 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35447:145033

647.3178 3 timecourse_ATM_combo_1hr 647.31351 6.63 30.29 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 13.6 100 4.21E+05 AELGTDLLS#QLSLEDQK 22.4 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35456:132879

799.73401 3 combeffx_ATM_MEKi 799.73138 3.29 29.2 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 19.2 94 7.37E+05 ES#LKAELGTDLLSQLSLEDQK 13.7 776 0 0 0 0 Structural maintenance of chromosomes protein 3  35296:56188

647.31646 3 combeffx_ATM_comboi 647.31351 4.56 23.63 SMC3  SMC3_HUMAN 2 K.AELGTDLLS#QLSLEDQK.R 22.7 100 2.51E+06 AELGTDLLS#QLSLEDQK 13.1 787 0 0 0 0 Structural maintenance of chromosomes protein 3  35300:60142

682.31963 3 timecourse_ATM_ctrl1 682.31604 5.26 23.38 SMC3  SMC3_HUMAN 2 R.GSGSQS#SVPSVDQFTGVGIR.V 10.4 100 5.09E+05 GSGS#QSSVPSVDQFTGVGIR 0 1083 0,6 0 0 0 0 Structural maintenance of chromosomes protein 3  35449:141431

1199.10263 2 timecourse_ATM_combo_1hr 1199.09344 7.66 18.25 SMC3  SMC3_HUMAN 2 R.ES#LKAELGTDLLSQLSLEDQK.R 5.3 100 1.96E+05 ESLKAELGTDLLS#QLSLEDQK 6.1 787 ‐11,0 0 0 0 0 Structural maintenance of chromosomes protein 3  35456:158657

1199.10214 2 timecourse_ATM_combo_8hr 1199.09344 7.26 16.54 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 7.1 100 3.10E+05 ESLKAELGT#DLLSQLSLEDQK 3.5 783 0,4 0 0 0 0 Structural maintenance of chromosomes protein 3  35450:156820

799.73666 3 timecourse_ATM_combo_2hr 799.73138 6.6 15.27 SMC3  SMC3_HUMAN 2 R.ESLKAELGTDLLS#QLSLEDQK.R 17.4 100 5.24E+05 ESLKAELGTDLLS#QLSLEDQK 8.7 787 0,3 0 0 0 0 Structural maintenance of chromosomes protein 3  35454:147681

1011.41554 2 timecourse_ATM_ctrl1 1011.41101 4.48 61.36 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 105.9 100 3.16E+06 SNTGQKT#QPDVMS#QNAR 18.3 3550 107.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35449:139781

663.78186 2 combeffx_ATM_PI3Ki 663.77903 4.26 56.18 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 23.9 100 3.17E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35299:26262

971.43292 2 timecourse_ATM_combo_1hr 971.42785 5.22 55.22 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 14.7 100 2.58E+05 SNTGQKT#QPDVMSQNAR 18.3 3550 0 0 0 0 Serine/threonine‐protein kinase SMG1  35457:133168

1011.41671 2 timecourse_ATM_combo_8hr 1011.41101 5.64 54.77 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 44.7 100 1.60E+06 SNTGQKT#QPDVMS#QNAR 18.3 3550 79.2 3556 0 0 Serine/threonine‐protein kinase SMG1  35451:138401

971.4339 2 timecourse_ATM_combo_1hr 971.42785 6.23 54.71 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 14.0 100 2.93E+05 SNTGQKT#QPDVMSQNAR 9.6 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35456:133009

663.78236 2 timecourse_ATM_combo_4hr 663.77903 5.02 54.52 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 57.2 100 3.95E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35453:68279

674.61313 3 combeffx_ATM_MEKi 674.60976 5 54.34 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 18.5 100 1.62E+06 SNTGQKT#QPDVMS#QNAR 12.6 3550 ‐4,0 99.6 3556 0 0 Serine/threonine‐protein kinase SMG1  35296:50069

1011.41707 2 combeffx_ATM_PI3Ki 1011.41101 5.99 53.39 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 5.9 100 5.97E+05 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐6,0 93.4 3556 0 0 Serine/threonine‐protein kinase SMG1  35298:57311

674.61365 3 combeffx_ATM_PI3Ki 674.60976 5.77 53.28 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 22.2 100 4.58E+06 SNTGQKT#QPDVMS#QNAR 18.1 3550 87.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35299:54381

971.43359 2 timecourse_ATM_combo_4hr 971.42785 5.91 52.89 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 10.4 100 1.75E+05 SNTGQKT#QPDVMSQNAR 20.2 3550 0 0 0 0 Serine/threonine‐protein kinase SMG1  35452:127388

663.78261 2 timecourse_ATM_combo_1hr 663.77903 5.39 52.8 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 67.8 100 5.26E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35456:69388

663.78229 2 timecourse_ATM_combo_4hr 663.77903 4.91 52.24 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 51.2 100 4.04E+06 TQPDVMS#QNAR 67.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35452:66795

674.61339 3 combeffx_ATM_PI3Ki 674.60976 5.38 52.03 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 43.5 100 5.01E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 75.6 3556 0 0 Serine/threonine‐protein kinase SMG1  35298:57281

663.7829 2 timecourse_ATM_combo_2hr 663.77903 5.83 51.97 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 43.5 100 2.57E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35454:65370

971.43358 2 timecourse_ATM_combo_4hr 971.42785 5.9 51.89 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 12.2 100 1.83E+05 SNTGQKT#QPDVMSQNAR 26.4 3550 0 0 0 0 Serine/threonine‐protein kinase SMG1  35453:129755

971.43264 2 timecourse_ATM_ctrl1 971.42785 4.93 51.73 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 11.7 100 2.16E+05 SNTGQKT#QPDVMSQNAR 20.2 3550 0 0 0 0 Serine/threonine‐protein kinase SMG1  35449:133391

663.78184 2 combeffx_ATM_PI3Ki 663.77903 4.23 51.59 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 27.9 100 3.90E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35298:26809

971.43393 2 timecourse_ATM_ctrl1 971.42785 6.26 51.32 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 10.0 100 1.93E+05 SNTGQKT#QPDVMSQNAR 16.2 3550 0 0 0 0 Serine/threonine‐protein kinase SMG1  35448:131230

971.43436 2 timecourse_ATM_ctrl2 971.42785 6.7 51.24 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 10.7 100 1.35E+05 SNTGQKT#QPDVMSQNAR 6 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35446:116929

674.61405 3 combeffx_ATM_comboi 674.60976 6.36 49.97 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 21.9 94 3.26E+06 SNTGQKT#QPDVMS#QNAR 12.6 3550 ‐4,0 114.2 3556 0 0 Serine/threonine‐protein kinase SMG1  35300:63533

674.61387 3 timecourse_ATM_ctrl2 674.60976 6.09 49.24 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 513.4 100 1.74E+07 SNTGQKT#QPDVMS#QNAR 18.1 3550 102.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35446:123309

663.78182 2 timecourse_ATM_combo_2hr 663.77903 4.2 49.13 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 45.7 100 2.44E+06 TQPDVMS#QNAR 76.4 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35455:64857

674.61333 3 combeffx_ATM_PI3Ki 674.60976 5.29 48.87 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 16.4 100 3.95E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 64.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35299:54331



674.6134 3 combeffx_ATM_PI3Ki 674.60976 5.4 48.17 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 43.8 100 5.01E+06 SNTGQKT#QPDVMS#QNAR 18.1 3550 115 3556 0 0 Serine/threonine‐protein kinase SMG1  35298:57291

674.61353 3 combeffx_ATM_ctrl 674.60976 5.59 48.03 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 21.7 100 3.58E+06 SNTGQKT#QPDVMS#QNAR 9.5 3550 ‐4,0 83.5 3556 0 0 Serine/threonine‐protein kinase SMG1  35294:61988

663.7829 2 combeffx_ATM_comboi 663.77903 5.83 47.32 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 13.3 100 2.72E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35301:27152

663.78292 2 combeffx_ATM_comboi 663.77903 5.86 47.24 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 19.6 100 4.49E+06 TQPDVMS#QNAR 61.3 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35300:29405

674.61354 3 combeffx_ATM_ctrl 674.60976 5.6 47.21 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 17.2 100 3.72E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 83.5 3556 0 0 Serine/threonine‐protein kinase SMG1  35295:59854

674.61332 3 combeffx_ATM_PI3Ki 674.60976 5.28 47.15 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 41.5 100 5.63E+06 SNTGQKT#QPDVMS#QNAR 14.1 3550 107.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35298:57271

674.61325 3 combeffx_ATM_ctrl 674.60976 5.17 47.02 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 20.3 100 3.58E+06 SNTGQKT#QPDVMS#QNAR 22.1 3550 90.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35294:61978

1011.4171 2 timecourse_ATM_combo_4hr 1011.41101 6.02 46.91 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 133.8 100 3.88E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐6,0 84.4 3556 0 0 Serine/threonine‐protein kinase SMG1  35453:136395

674.61387 3 combeffx_ATM_ctrl 674.60976 6.09 46.82 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 17.3 100 3.16E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 86.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35295:59864

663.78281 2 timecourse_ATM_ctrl2 663.77903 5.69 46.32 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 46.6 100 2.49E+06 TQPDVMS#QNAR 67.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35446:59548

663.78205 2 combeffx_ATM_PI3Ki 663.77903 4.55 46.3 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 23.2 100 3.17E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35299:26272

663.78289 2 combeffx_ATM_comboi 663.77903 5.82 45.74 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 21.2 100 3.85E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35300:29395

674.61278 3 combeffx_ATM_MEKi 674.60976 4.48 45.7 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 20.1 100 1.62E+06 SNTGQKT#QPDVMS#QNAR 14.1 3550 96.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35296:50049

663.78287 2 combeffx_ATM_comboi 663.77903 5.79 45.49 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 20.2 100 4.49E+06 TQPDVMS#QNAR 46.3 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35300:29385

663.78176 2 timecourse_ATM_combo_1hr 663.77903 4.11 45.22 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 67.9 100 5.26E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35457:69571

674.61272 3 timecourse_ATM_ctrl1 674.60976 4.39 44.94 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 430.4 100 1.86E+07 SNTGQKT#QPDVMS#QNAR 18.1 3550 93.6 3556 0 0 Serine/threonine‐protein kinase SMG1  35449:139771

674.61386 3 timecourse_ATM_ctrl2 674.60976 6.08 44.81 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 500.7 100 1.65E+07 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 82.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35446:123299

1011.41701 2 timecourse_ATM_combo_4hr 1011.41101 5.93 44.74 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 121.2 100 3.42E+06 SNTGQKT#QPDVMS#QNAR 12.7 3550 ‐6,0 43.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35452:133728

663.78292 2 timecourse_ATM_ctrl1 663.77903 5.86 44.49 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 41.5 100 3.38E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35448:69188

674.61387 3 combeffx_ATM_comboi 674.60976 6.09 44.37 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 9.3 94 2.43E+06 SNTGQKT#QPDVMS#QNAR 18.1 3550 102.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35300:63513

663.78235 2 timecourse_ATM_combo_4hr 663.77903 5 44.28 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 66.0 100 3.34E+06 TQPDVMS#QNAR 67.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35452:66805

674.6135 3 combeffx_ATM_PI3Ki 674.60976 5.54 44.1 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 18.5 94 1.91E+06 SNTGQKT#QPDVMS#QNAR 18.1 3550 96.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35299:54361

674.61322 3 combeffx_ATM_ctrl 674.60976 5.14 43.91 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 16.6 100 3.71E+06 SNTGQKT#QPDVMS#QNAR 0 3550 ‐6,0 83.5 3556 0 0 Serine/threonine‐protein kinase SMG1  35295:59844

674.61429 3 combeffx_ATM_comboi 674.60976 6.71 43.74 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 13.2 94 2.36E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 102.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35300:63543

1011.41591 2 timecourse_ATM_combo_1hr 1011.41101 4.84 43.69 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 139.9 100 4.63E+06 SNTGQKT#QPDVMS#QNAR 11 3550 ‐6,0 97.6 3556 0 0 Serine/threonine‐protein kinase SMG1  35457:140028

1011.41762 2 timecourse_ATM_ctrl1 1011.41101 6.54 43.64 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 102.3 100 2.90E+06 SNTGQKT#QPDVMS#QNAR 12.7 3550 ‐6,0 81.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35448:137700

674.61332 3 combeffx_ATM_PI3Ki 674.60976 5.28 43.01 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 16.0 100 3.38E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 86.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35299:54321

674.6136 3 timecourse_ATM_combo_8hr 674.60976 5.69 43 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 196.9 100 9.51E+06 SNTGQKT#QPDVMS#QNAR 12.6 3550 ‐4,0 102.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35450:136583

674.61318 3 combeffx_ATM_ctrl 674.60976 5.07 42.87 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 18.3 100 3.62E+06 SNTGQKT#QPDVMS#QNAR 9.5 3550 ‐4,0 96.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35295:59834

1011.41694 2 timecourse_ATM_combo_8hr 1011.41101 5.86 42.58 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 44.5 100 1.35E+06 SNTGQKT#QPDVMS#QNAR 10.4 3550 ‐6,0 81.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35450:136593

971.43387 2 timecourse_ATM_ctrl2 971.42785 6.2 42.46 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 14.7 100 2.20E+05 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35447:119006

663.7822 2 combeffx_ATM_PI3Ki 663.77903 4.78 41.91 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 21.8 100 3.26E+06 TQPDVMS#QNAR 67.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35299:26282

663.78187 2 combeffx_ATM_PI3Ki 663.77903 4.28 41.89 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 27.0 100 3.90E+06 TQPDVMS#QNAR 76.4 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35298:26819

674.61374 3 combeffx_ATM_PI3Ki 674.60976 5.9 41.55 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 26.4 100 4.25E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 83.5 3556 0 0 Serine/threonine‐protein kinase SMG1  35299:54391

674.61354 3 combeffx_ATM_PI3Ki 674.60976 5.6 41.52 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 26.9 100 2.92E+06 SNTGQKT#QPDVMS#QNAR 3.5 3550 ‐4,0 114.2 3556 0 0 Serine/threonine‐protein kinase SMG1  35299:54371

663.78273 2 combeffx_ATM_comboi 663.77903 5.57 41.4 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 14.3 100 2.70E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35301:27132

674.61403 3 timecourse_ATM_combo_2hr 674.60976 6.33 41.35 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 335.6 100 1.11E+07 SNTGQKT#QPDVMS#QNAR 18.1 3550 110.5 3556 0 0 Serine/threonine‐protein kinase SMG1  35454:129795

1011.41747 2 timecourse_ATM_ctrl2 1011.41101 6.39 41.33 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 80.4 100 1.91E+06 SNTGQKT#QPDVMS#QNAR 4.9 3550 ‐6,0 56.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35446:123319

647.95769 3 timecourse_ATM_combo_2hr 647.95432 5.2 41.28 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 90.2 100 1.93E+06 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐4,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35455:123570

971.43436 2 timecourse_ATM_combo_2hr 971.42785 6.7 41.16 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMSQNAR.K 10.5 100 1.23E+05 SNTGQKT#QPDVMSQNAR 12.7 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35454:123345

674.61293 3 combeffx_ATM_MEKi 674.60976 4.7 41.15 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 19.4 100 1.66E+06 SNTGQKT#QPDVMS#QNAR 14.1 3550 101.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35296:50059

663.78182 2 timecourse_ATM_ctrl1 663.77903 4.22 40.77 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 39.4 100 3.34E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35449:70205

674.61435 3 combeffx_ATM_comboi 674.60976 6.8 40.71 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 16.3 94 2.36E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 96.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35300:63553

674.61349 3 combeffx_ATM_PI3Ki 674.60976 5.53 40.68 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 17.5 100 3.34E+06 SNTGQKT#QPDVMS#QNAR 18.1 3550 93.6 3556 0 0 Serine/threonine‐protein kinase SMG1  35299:54351

663.78217 2 combeffx_ATM_ctrl 663.77903 4.73 40.44 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 6.9 100 1.30E+06 TQPDVMS#QNAR 54.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35294:28326

674.61376 3 combeffx_ATM_comboi 674.60976 5.93 40.21 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 20.9 100 3.26E+06 SNTGQKT#QPDVMS#QNAR 17.4 3550 114.2 3556 0 0 Serine/threonine‐protein kinase SMG1  35301:58024

663.78289 2 combeffx_ATM_comboi 663.77903 5.82 39.99 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 13.8 100 2.72E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35301:27142

679.94481 3 timecourse_ATM_ctrl2 679.94140 5.02 39.58 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVM*S#QNAR.K 11.9 100 3.78E+05 SNTGQKT#QPDVM*S#QNAR 18.1 3550 96.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35446:124212

674.61317 3 combeffx_ATM_MEKi 674.60976 5.05 39.55 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 18.0 100 1.66E+06 SNTGQKT#QPDVMS#QNAR 9.5 3550 ‐4,0 83.5 3556 0 0 Serine/threonine‐protein kinase SMG1  35296:50079

674.61343 3 timecourse_ATM_combo_8hr 674.60976 5.44 39.41 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 186.1 100 9.90E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 115 3556 0 0 Serine/threonine‐protein kinase SMG1  35451:138391

647.95789 3 timecourse_ATM_ctrl2 647.95432 5.51 39.15 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 133.2 100 3.06E+06 SNTGQKT#QPDVMSQNAR 6 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35447:118996

674.61338 3 combeffx_ATM_MEKi 674.60976 5.37 38.97 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 10.8 94 2.58E+05 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 66.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35297:45962

674.613 3 timecourse_ATM_combo_1hr 674.60976 4.8 38.95 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 570.7 100 2.84E+07 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 107.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35457:140018

674.61403 3 combeffx_ATM_ctrl 674.60976 6.33 38.84 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 23.1 100 3.58E+06 SNTGQKT#QPDVMS#QNAR 0 3550 ‐4,0 90.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35294:61998

674.61363 3 timecourse_ATM_combo_1hr 674.60976 5.74 38.37 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 614.1 100 2.92E+07 SNTGQKT#QPDVMS#QNAR 18.1 3550 91.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35456:139719

663.78261 2 combeffx_ATM_comboi 663.77903 5.39 38.37 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 14.3 100 2.69E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35301:27122

674.61407 3 combeffx_ATM_comboi 674.60976 6.39 38.32 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 21.2 100 3.26E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 114.2 3556 0 0 Serine/threonine‐protein kinase SMG1  35301:58034

674.61359 3 timecourse_ATM_combo_4hr 674.60976 5.68 38.07 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 555.5 100 2.37E+07 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 90.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35452:133718

674.61322 3 combeffx_ATM_PI3Ki 674.60976 5.13 37.32 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 16.8 100 2.73E+06 SNTGQKT#QPDVMS#QNAR 22.1 3550 87.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35299:54311

674.6135 3 timecourse_ATM_combo_4hr 674.60976 5.54 37.29 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 518.0 100 2.20E+07 SNTGQKT#QPDVMS#QNAR 18.1 3550 104 3556 0 0 Serine/threonine‐protein kinase SMG1  35453:136375

674.61404 3 combeffx_ATM_comboi 674.60976 6.34 37.24 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 20.8 94 3.45E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 64.7 3556 0 0 Serine/threonine‐protein kinase SMG1  35300:63523

674.61482 3 combeffx_ATM_comboi 674.60976 7.5 37.19 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 22.4 94 3.14E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐6,0 96.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35300:63563

1011.41632 2 timecourse_ATM_combo_2hr 1011.41101 5.25 36.54 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 86.2 100 1.73E+06 SNTGQKT#QPDVMS#QNAR 16.2 3550 74.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35455:129960

647.95827 3 timecourse_ATM_ctrl1 647.95432 6.1 36.51 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 114.2 100 3.38E+06 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35448:131220

674.61348 3 combeffx_ATM_MEKi 674.60976 5.51 36.43 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 8.2 94 3.90E+05 SNTGQKT#QPDVMS#QNAR 0 3550 ‐6,0 87.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35297:45982

663.78268 2 timecourse_ATM_combo_8hr 663.77903 5.51 36.3 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 29.3 100 2.54E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35451:68645

933.36596 2 timecourse_ATM_combo_4hr 933.36046 5.9 36.08 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNA.R 11.4 100 6.30E+05 SNTGQKT#QPDVMS#QNA 35 3550 107.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35452:121134

674.61335 3 combeffx_ATM_PI3Ki 674.60976 5.32 36.08 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 17.2 100 3.18E+06 SNTGQKT#QPDVMS#QNAR 11.7 3550 ‐4,0 90.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35299:54341

663.78237 2 combeffx_ATM_ctrl 663.77903 5.03 35.99 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 7.7 100 1.31E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35295:26935

663.7828 2 combeffx_ATM_comboi 663.77903 5.68 35.95 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 18.7 100 4.49E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35300:29375

663.78243 2 timecourse_ATM_ctrl2 663.77903 5.12 35.88 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 43.6 100 2.72E+06 TQPDVMS#QNAR 76.4 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35447:60456

674.61423 3 combeffx_ATM_comboi 674.60976 6.63 35.78 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 26.9 100 3.26E+06 SNTGQKT#QPDVMS#QNAR 18.1 3550 79.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35301:58054

647.95739 3 timecourse_ATM_ctrl1 647.95432 4.74 35.65 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 127.9 100 3.44E+06 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐4,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35449:133381

1011.41722 2 timecourse_ATM_ctrl2 1011.41101 6.15 35.51 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 118.8 100 2.89E+06 SNTGQKT#QPDVMS#QNAR 11 3550 ‐6,0 84.4 3556 0 0 Serine/threonine‐protein kinase SMG1  35447:125696

663.78152 2 combeffx_ATM_MEKi 663.77903 3.75 35.34 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 5.4 100 5.90E+05 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35296:24578

674.61361 3 timecourse_ATM_ctrl1 674.60976 5.71 34.81 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 441.0 100 1.98E+07 SNTGQKT#QPDVMS#QNAR 18.1 3550 100.5 3556 0 0 Serine/threonine‐protein kinase SMG1  35448:137680

674.61299 3 combeffx_ATM_PI3Ki 674.60976 4.79 34.65 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 37.1 100 6.33E+06 SNTGQKT#QPDVMS#QNAR 18.1 3550 102.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35298:57251

663.7829 2 timecourse_ATM_combo_8hr 663.77903 5.83 34.54 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 27.2 100 2.38E+06 TQPDVMS#QNAR 61.3 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35450:68426

1011.41765 2 timecourse_ATM_combo_2hr 1011.41101 6.57 34.43 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 79.1 100 1.69E+06 SNTGQKT#QPDVMS#QNAR 18 3550 106.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35454:129805

674.61319 3 timecourse_ATM_combo_2hr 674.60976 5.08 33.69 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 332.2 100 1.09E+07 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 96.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35455:129950

674.61382 3 timecourse_ATM_ctrl1 674.60976 6.02 33.52 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 436.3 100 1.96E+07 SNTGQKT#QPDVMS#QNAR 0 3550 ‐6,0 96.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35448:137690

674.61344 3 combeffx_ATM_PI3Ki 674.60976 5.46 33.3 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 40.9 100 6.04E+06 SNTGQKT#QPDVMS#QNAR 18.1 3550 66.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35298:57301

647.95841 3 timecourse_ATM_combo_2hr 647.95432 6.31 33.15 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 94.9 100 2.01E+06 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35454:123335

933.36504 2 timecourse_ATM_combo_1hr 933.36046 4.91 32.81 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNA.R 16.7 100 7.42E+05 SNTGQKT#QPDVMS#QNA 22.9 3550 112.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35457:126346

647.95727 3 timecourse_ATM_combo_1hr 647.95432 4.55 32.77 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 133.9 100 4.16E+06 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35457:133148

663.78178 2 combeffx_ATM_PI3Ki 663.77903 4.14 32.75 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 29.0 100 3.90E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35298:26799

647.95843 3 timecourse_ATM_ctrl2 647.95432 6.34 32.7 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 132.8 100 2.89E+06 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35446:116919

933.36679 2 timecourse_ATM_ctrl1 933.36046 6.79 32.53 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNA.R 9.6 100 5.30E+05 SNTGQKT#QPDVMS#QNA 31.3 3550 84.4 3556 0 0 Serine/threonine‐protein kinase SMG1  35448:124757

674.61413 3 combeffx_ATM_comboi 674.60976 6.48 32.47 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 21.1 100 3.26E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 64.7 3556 0 0 Serine/threonine‐protein kinase SMG1  35301:58044

674.61293 3 timecourse_ATM_combo_1hr 674.60976 4.7 32.12 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 566.6 100 2.85E+07 SNTGQKT#QPDVMS#QNAR 9.5 3550 ‐4,0 79.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35457:140008

663.7819 2 combeffx_ATM_ctrl 663.77903 4.32 31.62 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 7.5 100 1.31E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35295:26915

933.36577 2 timecourse_ATM_combo_1hr 933.36046 5.69 31.44 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNA.R 19.5 100 8.91E+05 SNTGQKT#QPDVMS#QNA 40.5 3550 115.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35456:126538

647.95793 3 timecourse_ATM_combo_4hr 647.95432 5.57 31.39 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 101.7 100 2.93E+06 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐4,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35453:129745

679.94485 3 timecourse_ATM_combo_1hr 679.94140 5.07 31.35 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVM*S#QNAR.K 17.7 100 6.66E+05 SNTGQKT#QPDVM*S#QNAR 9.5 3550 ‐4,0 76 3556 0 0 Serine/threonine‐protein kinase SMG1  35456:140749

674.61335 3 timecourse_ATM_combo_1hr 674.60976 5.32 31.21 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVMS#QNAR.K 633.5 100 2.92E+07 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 83.5 3556 0 0 Serine/threonine‐protein kinase SMG1  35456:139709

674.61315 3 combeffx_ATM_ctrl 674.60976 5.03 31.17 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 16.3 100 3.65E+06 SNTGQKT#QPDVMS#QNAR 30.6 3550 107.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35295:59824

644.27616 2 timecourse_ATM_combo_8hr 644.27358 4 30.9 SMG1  SMG1_HUMAN 0 K.QLT#QDMSTQR.A 5.0 100 1.43E+05 QLT#QDMSTQR 76.7 3380 0 0 0 0 Serine/threonine‐protein kinase SMG1  35451:63345

663.78286 2 timecourse_ATM_combo_8hr 663.77903 5.77 30.8 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 34.2 100 2.21E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35450:68416

674.61335 3 timecourse_ATM_ctrl2 674.60976 5.32 30.75 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 568.5 100 1.84E+07 SNTGQKT#QPDVMS#QNAR 22.1 3550 79.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35447:125676

647.95814 3 timecourse_ATM_combo_1hr 647.95432 5.9 30.5 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 137.7 100 4.14E+06 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35456:132999

674.61451 3 combeffx_ATM_comboi 674.60976 7.04 29.68 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 6.4 94 4.63E+05 SNTGQKT#QPDVMS#QNAR 18.1 3550 90.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35301:58074

663.78226 2 timecourse_ATM_combo_1hr 663.77903 4.87 29.52 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 79.8 100 4.45E+06 TQPDVMS#QNAR 51.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35457:69581

674.61343 3 combeffx_ATM_MEKi 674.60976 5.44 29.06 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 3.7 94 1.14E+05 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 69.4 3556 0 0 Serine/threonine‐protein kinase SMG1  35297:45972

663.78317 2 timecourse_ATM_ctrl1 663.77903 6.24 29.03 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 52.1 100 2.79E+06 TQPDVMS#QNAR 67.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35448:69198

663.78268 2 combeffx_ATM_comboi 663.77903 5.5 29 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 18.3 100 4.46E+06 TQPDVMS#QNAR 69.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35300:29365

679.94368 3 timecourse_ATM_combo_4hr 679.94140 3.35 28.99 SMG1  SMG1_HUMAN 0 R.SNT#GQKTQPDVM*S#QNAR.K 11.0 100 3.84E+05 SNTGQKT#QPDVM*S#QNAR 0 3550 ‐6,0 48.4 3556 0 0 Serine/threonine‐protein kinase SMG1  35452:134647

674.61304 3 combeffx_ATM_PI3Ki 674.60976 4.86 28.99 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 38.4 100 6.45E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 73.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35298:57261

663.78292 2 timecourse_ATM_combo_8hr 663.77903 5.86 28.88 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 38.6 100 2.47E+06 TQPDVMS#QNAR 35.8 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35451:68655

679.94406 3 timecourse_ATM_ctrl2 679.94140 3.91 28.61 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVM*S#QNAR.K 9.1 100 3.30E+05 SNTGQKT#QPDVM*S#QNAR 30.6 3550 87.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35447:126607

674.61397 3 combeffx_ATM_MEKi 674.60976 6.24 28.51 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 5.6 94 2.47E+05 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐6,0 63.3 3556 0 0 Serine/threonine‐protein kinase SMG1  35297:46002

674.61448 3 combeffx_ATM_comboi 674.60976 7 28.45 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 4.9 94 1.85E+05 SNTGQKT#QPDVMS#QNAR 4.9 3550 ‐6,0 86.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35301:58064

663.78313 2 combeffx_ATM_comboi 663.77903 6.18 28.01 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 12.6 100 2.76E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35301:27162

674.6124 3 combeffx_ATM_PI3Ki 674.60976 3.91 27.89 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 35.1 100 5.49E+06 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 48.4 3556 0 0 Serine/threonine‐protein kinase SMG1  35298:57241

663.78309 2 timecourse_ATM_combo_2hr 663.77903 6.12 27.33 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 52.1 100 1.88E+06 TQPDVMS#QNAR 60.7 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35454:65380

971.43273 2 timecourse_ATM_combo_2hr 971.42785 5.02 26.84 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 9.0 100 1.22E+05 SNTGQKT#QPDVMSQNAR 15 3550 0 0 0 0 Serine/threonine‐protein kinase SMG1  35455:123560

663.78287 2 timecourse_ATM_combo_4hr 663.77903 5.79 26.6 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 71.8 100 2.63E+06 TQPDVMS#QNAR 28.8 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35453:68289

1011.41698 2 timecourse_ATM_combo_1hr 1011.41101 5.9 26.54 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 157.4 100 4.93E+06 SNTGQKT#QPDVMS#QNAR 0 3550 ‐6,0 68.5 3556 0 0 Serine/threonine‐protein kinase SMG1  35456:139729

674.61328 3 timecourse_ATM_ctrl1 674.60976 5.23 26.27 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 428.3 100 1.85E+07 SNTGQKT#QPDVMS#QNAR 0 3550 ‐6,0 57.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35449:139791

703.76657 2 timecourse_ATM_combo_2hr 703.76219 6.22 26.14 SMG1  SMG1_HUMAN 0 K.T#QPDVMS#QNAR.K 6.4 100 2.86E+05 T#QPDVMS#QNAR 1000 3550 0 3556 0 0 Serine/threonine‐protein kinase SMG1  35454:74135

933.36598 2 timecourse_ATM_ctrl2 933.36046 5.91 26.03 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNA.R 13.3 100 3.51E+05 SNTGQKT#QPDVMS#QNA 25.8 3550 93.4 3556 0 0 Serine/threonine‐protein kinase SMG1  35446:110605

663.78321 2 timecourse_ATM_ctrl2 663.77903 6.3 26 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 49.9 100 1.96E+06 TQPDVMS#QNAR 54.9 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35446:59558

663.7826 2 timecourse_ATM_ctrl2 663.77903 5.38 25.74 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 52.7 100 2.45E+06 TQPDVMS#QNAR 46.3 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35447:60466

674.61357 3 timecourse_ATM_ctrl2 674.60976 5.65 25.49 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 539.9 100 1.82E+07 SNTGQKT#QPDVMS#QNAR 18.1 3550 73.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35447:125686

647.95773 3 timecourse_ATM_combo_4hr 647.95432 5.26 25.15 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMSQNAR.K 110.2 100 2.99E+06 SNTGQKT#QPDVMSQNAR 7.5 3550 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase SMG1  35452:127378

674.61379 3 combeffx_ATM_MEKi 674.60976 5.97 24.56 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 10.2 100 7.70E+05 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐6,0 50.9 3556 0 0 Serine/threonine‐protein kinase SMG1  35297:45992

674.61322 3 timecourse_ATM_combo_4hr 674.60976 5.13 23.73 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 551.4 100 2.35E+07 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 74.8 3556 0 0 Serine/threonine‐protein kinase SMG1  35452:133688

674.61293 3 timecourse_ATM_combo_2hr 674.60976 4.7 23.45 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 342.1 100 1.07E+07 SNTGQKT#QPDVMS#QNAR 9.5 3550 ‐4,0 57.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35455:129940

663.78159 2 combeffx_ATM_MEKi 663.77903 3.86 21.58 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 4.0 86 9.83E+04 TQPDVMS#QNAR 43.3 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35296:24588

674.61356 3 timecourse_ATM_combo_4hr 674.60976 5.63 19.94 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 505.7 100 2.18E+07 SNTGQKT#QPDVMS#QNAR 7.5 3550 ‐4,0 56.1 3556 0 0 Serine/threonine‐protein kinase SMG1  35453:136385

1011.41668 2 timecourse_ATM_combo_4hr 1011.41101 5.61 19.84 SMG1  SMG1_HUMAN 0 R.SNTGQKT#QPDVMS#QNAR.K 121.9 100 3.41E+06 SNTGQKT#QPDVMS#QNAR 18.3 3550 20.6 3556 0 0 Serine/threonine‐protein kinase SMG1  35452:133708

663.7823 2 combeffx_ATM_ctrl 663.77903 4.93 18.95 SMG1  SMG1_HUMAN 0 K.TQPDVMS#QNAR.K 8.0 100 1.31E+06 TQPDVMS#QNAR 40.2 3556 0 0 0 0 Serine/threonine‐protein kinase SMG1  35295:26925

703.76621 2 timecourse_ATM_combo_4hr 703.76219 5.71 15.07 SMG1  SMG1_HUMAN 0 K.T#QPDVMS#QNAR.K 7.1 94 3.20E+05 T#QPDVMS#QNAR 1000 3550 0 3556 0 0 Serine/threonine‐protein kinase SMG1  35452:76256

938.97759 2 combeffx_ATM_ctrl 938.97442 3.38 82.92 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 20.2 100 1.37E+06 LQLEVS#QLEGSLQQPK 81.7 838 0 0 0 0 Protein SMG5  35294:56515

938.97673 2 combeffx_ATM_MEKi 938.97442 2.46 82.28 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 41.0 100 1.58E+06 LQLEVS#QLEGSLQQPK 81.7 838 0 0 0 0 Protein SMG5  35296:45817

938.97786 2 combeffx_ATM_MEKi 938.97442 3.66 79.9 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 26.4 100 9.22E+05 LQLEVS#QLEGSLQQPK 60 838 0 0 0 0 Protein SMG5  35297:42038

938.97828 2 combeffx_ATM_ctrl 938.97442 4.11 77.99 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 18.1 100 1.27E+06 LQLEVS#QLEGSLQQPK 63.9 838 0 0 0 0 Protein SMG5  35295:54369

626.32021 3 combeffx_ATM_MEKi 626.31870 2.41 77.45 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 60.7 100 2.36E+06 LQLEVS#QLEGSLQQPK 106 838 0 0 0 0 Protein SMG5  35296:45807

938.97803 2 combeffx_ATM_PI3Ki 938.97442 3.86 77.01 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 7.7 100 6.09E+05 LQLEVS#QLEGSLQQPK 96.7 838 0 0 0 0 Protein SMG5  35298:52185

626.32101 3 combeffx_ATM_ctrl 626.31870 3.69 72.75 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 28.5 100 2.03E+06 LQLEVS#QLEGSLQQPK 84.5 838 0 0 0 0 Protein SMG5  35295:54359

938.98068 2 timecourse_ATM_combo_1hr 938.97442 6.67 67.47 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 15.4 100 9.80E+05 LQLEVS#QLEGSLQQPK 48.8 838 0 0 0 0 Protein SMG5  35456:127388

938.98044 2 timecourse_ATM_combo_1hr 938.97442 6.41 66.95 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 14.8 100 9.14E+05 LQLEVS#QLEGSLQQPK 37.1 838 0 0 0 0 Protein SMG5  35457:127316

938.97979 2 timecourse_ATM_ctrl1 938.97442 5.73 63.34 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 19.4 100 1.11E+06 LQLEVS#QLEGSLQQPK 48.8 838 0 0 0 0 Protein SMG5  35449:127728

626.3246 3 timecourse_ATM_combo_1hr 626.31870 9.42 63.17 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 16.3 100 5.49E+05 LQLEVS#QLEGSLQQPK 87.6 838 0 0 0 0 Protein SMG5  35457:127326

626.32466 3 timecourse_ATM_ctrl2 626.31870 9.52 62.32 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 19.7 100 4.92E+05 LQLEVS#QLEGSLQQPK 84.5 838 0 0 0 0 Protein SMG5  35446:111495

938.97961 2 timecourse_ATM_combo_2hr 938.97442 5.53 60.36 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 7.1 100 3.23E+05 LQLEVS#QLEGSLQQPK 48.8 838 0 0 0 0 Protein SMG5  35454:118051

626.32092 3 combeffx_ATM_MEKi 626.31870 3.54 59.71 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 45.3 100 1.74E+06 LQLEVS#QLEGSLQQPK 119 838 0 0 0 0 Protein SMG5  35297:42028

938.9807 2 timecourse_ATM_combo_4hr 938.97442 6.69 58.62 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 8.3 100 5.01E+05 LQLEVS#QLEGSLQQPK 56.6 838 0 0 0 0 Protein SMG5  35452:121894

938.98147 2 timecourse_ATM_combo_4hr 938.97442 7.51 55.58 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 9.0 100 5.46E+05 LQLEVS#QLEGSLQQPK 30.5 838 0 0 0 0 Protein SMG5  35453:124271

938.98065 2 timecourse_ATM_ctrl2 938.97442 6.63 54.99 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 11.0 100 6.10E+05 LQLEVS#QLEGSLQQPK 42.8 838 0 0 0 0 Protein SMG5  35446:111485

938.9791 2 combeffx_ATM_comboi 938.97442 4.98 54.97 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 6.8 100 5.71E+05 LQLEVS#QLEGSLQQPK 28.4 838 0 0 0 0 Protein SMG5  35301:52639

938.98042 2 timecourse_ATM_combo_2hr 938.97442 6.39 52.71 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 9.2 100 4.12E+05 LQLEVS#QLEGSLQQPK 42.8 838 0 0 0 0 Protein SMG5  35455:118106

938.98044 2 timecourse_ATM_combo_8hr 938.97442 6.41 51.86 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 4.6 100 2.50E+05 LQLEVS#QLEGSLQQPK 45.1 838 0 0 0 0 Protein SMG5  35451:126097

938.98011 2 timecourse_ATM_ctrl1 938.97442 6.06 51.46 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 18.9 100 1.17E+06 LQLEVS#QLEGSLQQPK 39.3 838 0 0 0 0 Protein SMG5  35448:125597

626.3209 3 combeffx_ATM_ctrl 626.31870 3.51 44.9 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 28.2 100 1.85E+06 LQLEVS#QLEGSLQQPK 72.3 838 0 0 0 0 Protein SMG5  35294:56525

626.32125 3 combeffx_ATM_comboi 626.31870 4.07 43.23 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 14.2 100 1.22E+06 LQLEVS#QLEGSLQQPK 56.1 838 0 0 0 0 Protein SMG5  35301:52629

938.98133 2 timecourse_ATM_ctrl2 938.97442 7.36 41.52 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 13.2 100 7.69E+05 LQLEVS#QLEGSLQQPK 61.7 838 0 0 0 0 Protein SMG5  35447:113553

626.32428 3 timecourse_ATM_ctrl1 626.31870 8.91 41.46 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 20.7 100 8.51E+05 LQLEVS#QLEGSLQQPK 87.6 838 0 0 0 0 Protein SMG5  35449:127738

938.98084 2 timecourse_ATM_combo_8hr 938.97442 6.84 38.6 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 4.4 100 2.28E+05 LQLEVS#QLEGSLQQPK 34.5 838 0 0 0 0 Protein SMG5  35450:124628

626.32198 3 combeffx_ATM_comboi 626.31870 5.24 37.61 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 21.1 100 2.37E+06 LQLEVS#QLEGSLQQPK 41.3 838 0 0 0 0 Protein SMG5  35300:57772

626.32748 3 timecourse_ATM_ctrl1 626.31870 14.02 34.69 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 23.9 100 7.73E+05 LQLEVS#QLEGSLQQPK 61 838 0 0 0 0 Protein SMG5  35448:125607

626.32613 3 timecourse_ATM_ctrl2 626.31870 11.86 31.71 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 14.7 100 4.63E+05 LQLEVS#QLEGSLQQPK 78.4 838 0 0 0 0 Protein SMG5  35447:113573

626.32549 3 timecourse_ATM_combo_4hr 626.31870 10.84 31.21 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 12.9 100 4.41E+05 LQLEVS#QLEGSLQQPK 67 838 0 0 0 0 Protein SMG5  35452:121904

626.32742 3 timecourse_ATM_combo_2hr 626.31870 13.92 27.71 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 9.5 100 2.43E+05 LQLEVS#QLEGSLQQPK 51.6 838 0 0 0 0 Protein SMG5  35455:118116

626.32348 3 timecourse_ATM_combo_8hr 626.31870 7.63 22.35 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 4.3 100 2.03E+05 LQLEVS#QLEGSLQQPK 27.7 838 0 0 0 0 Protein SMG5  35451:126107

626.32552 3 timecourse_ATM_combo_4hr 626.31870 10.89 18.58 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 11.4 100 3.95E+05 LQLEVS#QLEGSLQQPK 58.8 838 0 0 0 0 Protein SMG5  35453:124281

626.32472 3 timecourse_ATM_combo_8hr 626.31870 9.61 17.85 SMG5  SMG5_HUMAN 1 R.LQLEVS#QLEGSLQQPK.A 3.6 100 1.73E+05 LQLEVS#QLEGSLQQPK 37.1 838 0 0 0 0 Protein SMG5  35450:124638

1001.12513 3 timecourse_ATM_ctrl1 1001.12027 4.85 35.76 SMNDC1  SPF30_HUMAN 1 K.DLLSTQPSETLASSDSFAS#TQPTHSWK.V 11.5 100 1.02E+06 DLLSTQPSETLASSDSFAS#TQPTHSWK 6.6 66 0,6 0 0 0 0 Survival of motor neuron‐related‐splicing factor 30  35449:175209

1001.1265 3 timecourse_ATM_combo_1hr 1001.12027 6.22 35.19 SMNDC1  SPF30_HUMAN 1 K.DLLSTQPSETLASSDSFAS#TQPTHSWK.V 6.7 100 6.96E+05 DLLSTQPSETLASSDSFAS#TQPTHSWK 8.7 66 ‐3,6 0 0 0 0 Survival of motor neuron‐related‐splicing factor 30  35456:175586

1001.1261 3 timecourse_ATM_ctrl1 1001.12027 5.82 33.09 SMNDC1  SPF30_HUMAN 1 K.DLLSTQPSETLASSDS#FASTQPTHSWK.V 10.8 100 9.34E+05 DLLSTQPSETLASSDSFAS#TQPTHSWK 9.4 66 ‐9,6 0 0 0 0 Survival of motor neuron‐related‐splicing factor 30  35448:172440

1001.12569 3 timecourse_ATM_combo_4hr 1001.12027 5.41 28.9 SMNDC1  SPF30_HUMAN 1 K.DLLSTQPSETLASSDSFAS#TQPTHSWK.V 14.2 100 1.69E+06 DLLSTQPSETLASSDSFAS#TQPTHSWK 7.5 66 0,6 0 0 0 0 Survival of motor neuron‐related‐splicing factor 30  35452:170270

1001.12567 3 timecourse_ATM_combo_4hr 1001.12027 5.39 28.83 SMNDC1  SPF30_HUMAN 1 K.DLLSTQPSETLASSDSFAST#QPTHSWK.V 11.7 100 1.66E+06 DLLSTQPSETLASSDSFAS#TQPTHSWK 4.3 66 ‐14,6 0 0 0 0 Survival of motor neuron‐related‐splicing factor 30  35453:173561

1001.12636 3 timecourse_ATM_combo_8hr 1001.12027 6.08 27.01 SMNDC1  SPF30_HUMAN 1 K.DLLSTQPSETLASSDSFAST#QPTHSWK.V 14.8 100 1.59E+06 DLLSTQPSETLASSDSFAS#TQPTHSWK 8.7 66 0,6 0 0 0 0 Survival of motor neuron‐related‐splicing factor 30  35450:175210

1001.12597 3 timecourse_ATM_combo_8hr 1001.12027 5.69 25.71 SMNDC1  SPF30_HUMAN 1 K.DLLSTQPSET#LASSDSFASTQPTHSWK.V 13.6 100 1.61E+06 DLLSTQPSETLASSDSFAS#TQPTHSWK 5.9 66 ‐9,6 0 0 0 0 Survival of motor neuron‐related‐splicing factor 30  35451:177660

957.12081 3 timecourse_ATM_combo_1hr 957.11434 6.76 38.88 SNAP23  SNP23_HUMAN 1 R.ITNDAREDEMEENLT#QVGSILGNLK.D 8.7 100 3.46E+05 ITNDAREDEMEENLT#QVGSILGNLK 48 157 0 0 0 0 Synaptosomal‐associated protein 23  35457:173705

733.67387 3 timecourse_ATM_combo_8hr 733.66773 8.37 22.41 SNAP23  SNP23_HUMAN 1 R.EDEMEENLT#QVGSILGNLK.D 6.0 100 1.72E+05 EDEMEENLT#QVGSILGNLK 23.1 157 0 0 0 0 Synaptosomal‐associated protein 23  35451:150470

656.81456 2 timecourse_ATM_combo_8hr 656.81085 5.65 70.98 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 17.1 100 2.41E+05 VADISGDT#QKAK 27 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35450:66627

656.81485 2 timecourse_ATM_ctrl2 656.81085 6.09 59.28 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 10.6 100 1.06E+05 VADISGDT#QKAK 20.9 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35447:58827

656.815 2 timecourse_ATM_ctrl1 656.81085 6.32 52.33 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 10.1 100 1.24E+05 VADISGDT#QKAK 27.7 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35448:67280

656.81469 2 timecourse_ATM_combo_8hr 656.81085 5.85 52.16 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 18.8 100 2.48E+05 VADISGDT#QKAK 30.7 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35451:66818

656.81451 2 timecourse_ATM_combo_4hr 656.81085 5.57 48.25 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 10.5 100 1.33E+05 VADISGDT#QKAK 13.4 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35453:66439

656.81516 2 timecourse_ATM_ctrl2 656.81085 6.56 46.97 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 9.0 100 8.85E+04 VADISGDT#QKAK 27 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35446:57930

656.81418 2 timecourse_ATM_ctrl1 656.81085 5.07 45.83 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 10.8 100 1.26E+05 VADISGDT#QKAK 31.9 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35449:68135

656.81491 2 timecourse_ATM_combo_1hr 656.81085 6.18 39.67 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 10.8 100 1.49E+05 VADISGDT#QKAK 24.2 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35456:67394

656.81471 2 timecourse_ATM_combo_4hr 656.81085 5.88 39.15 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 10.2 100 1.23E+05 VADISGDT#QKAK 20.1 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35452:65035

656.8147 2 timecourse_ATM_combo_2hr 656.81085 5.86 38.73 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 7.5 100 6.68E+04 VADISGDT#QKAK 8.7 511 ‐3,0 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35455:62949

656.81388 2 timecourse_ATM_combo_1hr 656.81085 4.61 31.82 SND1  SND1_HUMAN 5 R.VADISGDT#QKAK.Q 13.0 100 1.53E+05 VADISGDT#QKAK 29.6 511 0 0 0 0 Staphylococcal nuclease domain‐containing protein 1  35457:67631

906.38747 2 timecourse_ATM_combo_8hr 906.38141 6.69 89.18 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEER.E 17.2 100 3.19E+05 DRDT#QNLQAQEEER 1000 169 0 0 0 0 Smad nuclear‐interacting protein 1  35451:120942

906.38741 2 timecourse_ATM_combo_8hr 906.38141 6.62 85.15 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEER.E 17.5 100 2.73E+05 DRDT#QNLQAQEEER 1000 169 0 0 0 0 Smad nuclear‐interacting protein 1  35450:119710

750.00858 3 timecourse_ATM_combo_4hr 750.00451 5.43 64.05 SNIP1  SNIP1_HUMAN 3 R.NDVGGGGSES#QELVPRPGGNNK.E 6.5 100 5.78E+05 NDVGGGGSES#QELVPRPGGNNK 2.2 202 ‐2,0 0 0 0 0 Smad nuclear‐interacting protein 1  35452:146476

750.00804 3 timecourse_ATM_combo_4hr 750.00451 4.71 55.11 SNIP1  SNIP1_HUMAN 3 R.NDVGGGGSES#QELVPRPGGNNK.E 7.6 100 6.16E+05 NDVGGGGSES#QELVPRPGGNNK 0 202 ‐2,0 0 0 0 0 Smad nuclear‐interacting protein 1  35453:149061

906.38671 2 timecourse_ATM_combo_4hr 906.38141 5.85 54.77 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEER.E 7.4 100 8.40E+04 DRDT#QNLQAQEEER 1000 169 0 0 0 0 Smad nuclear‐interacting protein 1  35452:117064

750.00883 3 timecourse_ATM_combo_8hr 750.00451 5.76 50.85 SNIP1  SNIP1_HUMAN 3 R.NDVGGGGSES#QELVPRPGGNNK.E 10.2 100 9.82E+05 NDVGGGGS#ESQELVPRPGGNNK 3 200 0,2 0 0 0 0 Smad nuclear‐interacting protein 1  35450:150420

604.59395 3 timecourse_ATM_combo_8hr 604.59003 6.48 42.79 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEER.E 71.7 100 1.61E+06 DRDT#QNLQAQEEER 1000 169 0 0 0 0 Smad nuclear‐interacting protein 1  35451:120932

604.59326 3 timecourse_ATM_combo_4hr 604.59003 5.34 40.87 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEER.E 30.4 100 5.88E+05 DRDT#QNLQAQEEER 1000 169 0 0 0 0 Smad nuclear‐interacting protein 1  35452:117054

864.7126 3 timecourse_ATM_combo_2hr 864.70852 4.72 35.24 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 8.5 100 4.25E+05 DRDT#QNLQAQEEEREFYNAR 101 169 0 0 0 0 Smad nuclear‐interacting protein 1  35455:155621

864.71166 3 timecourse_ATM_combo_8hr 864.70852 3.63 35.24 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 39.4 100 2.93E+06 DRDT#QNLQAQEEEREFYNAR 89.2 169 0 0 0 0 Smad nuclear‐interacting protein 1  35450:165390

648.78573 4 timecourse_ATM_combo_4hr 648.78321 3.88 34.97 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 19.5 100 1.47E+06 DRDT#QNLQAQEEEREFYNAR 83.7 169 0 0 0 0 Smad nuclear‐interacting protein 1  35452:160540

604.59363 3 timecourse_ATM_combo_2hr 604.59003 5.95 34.57 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEER.E 9.4 100 1.32E+05 DRDT#QNLQAQEEER 1000 169 0 0 0 0 Smad nuclear‐interacting protein 1  35454:113238

648.78538 4 timecourse_ATM_combo_8hr 648.78321 3.34 33.84 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 21.0 100 1.99E+06 DRDT#QNLQAQEEEREFYNAR 60.7 169 0 0 0 0 Smad nuclear‐interacting protein 1  35451:167520

648.78546 4 timecourse_ATM_combo_4hr 648.78321 3.47 31.98 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 18.0 100 1.28E+06 DRDT#QNLQAQEEEREFYNAR 66.6 169 0 0 0 0 Smad nuclear‐interacting protein 1  35453:163481

864.71204 3 timecourse_ATM_combo_4hr 864.70852 4.07 31.65 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 30.9 100 2.01E+06 DRDT#QNLQAQEEEREFYNAR 120.6 169 0 0 0 0 Smad nuclear‐interacting protein 1  35452:160550

604.59324 3 timecourse_ATM_combo_2hr 604.59003 5.31 28.9 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEER.E 8.6 100 1.19E+05 DRDT#QNLQAQEEER 1000 169 0 0 0 0 Smad nuclear‐interacting protein 1  35455:113220

864.71151 3 timecourse_ATM_combo_8hr 864.70852 3.46 28.46 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 45.6 100 3.49E+06 DRDT#QNLQAQEEEREFYNAR 80.7 169 0 0 0 0 Smad nuclear‐interacting protein 1  35451:167530

648.78557 4 timecourse_ATM_combo_8hr 648.78321 3.64 26.94 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 19.6 100 1.98E+06 DRDT#QNLQAQEEEREFYNAR 61.2 169 0 0 0 0 Smad nuclear‐interacting protein 1  35450:165400

864.71324 3 timecourse_ATM_ctrl2 864.70852 5.46 23.3 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 3.1 100 1.27E+05 DRDT#QNLQAQEEEREFYNAR 45.1 169 0 0 0 0 Smad nuclear‐interacting protein 1  35446:149582

864.71169 3 timecourse_ATM_combo_4hr 864.70852 3.67 22.49 SNIP1  SNIP1_HUMAN 3 R.DRDT#QNLQAQEEEREFYNAR.R 33.8 100 2.27E+06 DRDT#QNLQAQEEEREFYNAR 81.3 169 0 0 0 0 Smad nuclear‐interacting protein 1  35453:163491

724.66906 3 timecourse_ATM_ctrl2 724.66499 5.62 64.89 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 50.1 100 2.21E+06 RMT#QNPNYYNLQGISHR 56.5 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35447:135289

724.6683 3 timecourse_ATM_ctrl1 724.66499 4.57 60.65 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 68.7 100 3.79E+06 RMT#QNPNYYNLQGISHR 51.6 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35449:149563

724.66896 3 timecourse_ATM_combo_8hr 724.66499 5.48 50.62 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 27.1 100 1.96E+06 RMT#QNPNYYNLQGISHR 30.2 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35451:149241

724.66833 3 timecourse_ATM_combo_2hr 724.66499 4.61 49.45 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 52.9 100 2.02E+06 RMT#QNPNYYNLQGISHR 72.3 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35455:139277

724.66901 3 timecourse_ATM_ctrl2 724.66499 5.55 48.75 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 48.5 100 2.10E+06 RMT#QNPNYYNLQGISHR 62.7 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35446:132860

724.66937 3 timecourse_ATM_combo_1hr 724.66499 6.04 48.29 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 69.2 100 3.60E+06 RMT#QNPNYYNLQGISHR 84.1 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35456:149855

724.66912 3 timecourse_ATM_combo_2hr 724.66499 5.7 47.94 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 49.9 100 2.00E+06 RMT#QNPNYYNLQGISHR 56.5 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35454:139301

724.66859 3 timecourse_ATM_combo_4hr 724.66499 4.97 46.64 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 47.3 100 2.63E+06 RMT#QNPNYYNLQGISHR 78.4 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35453:145977

724.66835 3 timecourse_ATM_combo_1hr 724.66499 4.65 44.07 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 68.6 100 3.68E+06 RMT#QNPNYYNLQGISHR 67 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35457:149745

724.66914 3 timecourse_ATM_ctrl1 724.66499 5.73 41.46 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 64.4 100 3.47E+06 RMT#QNPNYYNLQGISHR 61.1 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35448:147321

724.6672 3 combeffx_ATM_comboi 724.66499 3.06 41.36 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 9.0 100 8.95E+05 RMT#QNPNYYNLQGISHR 46.9 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35301:62259

724.66905 3 timecourse_ATM_combo_4hr 724.66499 5.6 39.43 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 46.2 100 2.68E+06 RMT#QNPNYYNLQGISHR 33.4 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35452:143540

724.6687 3 timecourse_ATM_combo_8hr 724.66499 5.12 39.17 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISHR.H 26.3 100 1.90E+06 RMT#QNPNYYNLQGISHR 38.1 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35450:147263

672.63514 3 timecourse_ATM_ctrl1 672.63128 5.74 33.9 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISH.R 7.9 100 2.83E+05 RMT#QNPNYYNLQGISH 22.5 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35448:137130

729.99851 3 combeffx_ATM_ctrl 729.99663 2.58 26.35 SNRNP200  U520_HUMAN 7 R.RM*T#QNPNYYNLQGISHR.H 5.2 100 4.53E+05 RM*T#QNPNYYNLQGISHR 11.7 1765 0,5 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35295:64007

672.63513 3 timecourse_ATM_ctrl1 672.63128 5.72 22.38 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISH.R 7.7 100 2.83E+05 RMT#QNPNYYNLQGISH 36 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35448:137120

672.6354 3 timecourse_ATM_combo_1hr 672.63128 6.13 15.39 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISH.R 5.8 100 3.09E+05 RMT#QNPNYYNLQGISH 43.8 1765 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35456:139069

672.63476 3 timecourse_ATM_combo_8hr 672.63128 5.17 11.53 SNRNP200  U520_HUMAN 7 R.RMT#QNPNYYNLQGISH.R 4.7 100 2.34E+05 RMT#QNPNYYNLQGISH 11.6 1765 0,5 0 0 0 0 U5 small nuclear ribonucleoprotein 200 kDa helicase  35450:135963

656.29586 2 timecourse_ATM_ctrl1 656.29738 ‐2.32 34.73 SNRPD2  SMD2_HUMAN 0 K.NNT#QVLINCR.N 2.9 86 7.28E+04 NNT#QVLINCR 1000 40 0 0 0 0 Small nuclear ribonucleoprotein Sm D2  35448:67150

648.8115 2 timecourse_ATM_ctrl2 648.80776 5.76 78.27 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 26.2 100 9.64E+05 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35447:56785

648.81094 2 combeffx_ATM_comboi 648.80776 4.9 74.41 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 24.4 100 3.45E+06 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35300:27553

698.36866 2 combeffx_ATM_comboi 698.36580 4.1 73.8 SNX1  SNX1_HUMAN 5 R.AVGT#QTLSGAGLLK.M 13.5 100 1.99E+06 AVGT#QTLSGAGLLK 30.7 276 0 0 0 0 Sorting nexin‐1  35300:32955

648.81142 2 timecourse_ATM_ctrl2 648.80776 5.64 70.39 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 26.4 100 9.12E+05 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35446:55908

648.81117 2 timecourse_ATM_ctrl1 648.80776 5.26 68.37 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 21.1 100 9.83E+05 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35448:65046

648.81071 2 combeffx_ATM_comboi 648.80776 4.55 65.99 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 26.1 100 2.60E+06 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35301:25220

698.36928 2 combeffx_ATM_comboi 698.36580 5 59.09 SNX1  SNX1_HUMAN 5 R.AVGT#QTLSGAGLLK.M 9.4 100 1.17E+06 AVGT#QTLSGAGLLK 24.8 276 0 0 0 0 Sorting nexin‐1  35301:30486

648.81098 2 timecourse_ATM_combo_8hr 648.80776 4.96 55.92 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 29.9 100 1.51E+06 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35450:64358

648.80967 2 combeffx_ATM_ctrl 648.80776 2.94 55.41 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 13.4 100 1.52E+06 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35294:26163

648.80963 2 combeffx_ATM_MEKi 648.80776 2.88 49.84 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 22.2 100 7.90E+05 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35297:21396

648.80978 2 combeffx_ATM_PI3Ki 648.80776 3.11 39.03 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 12.4 100 1.17E+06 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35299:24514

648.81008 2 combeffx_ATM_ctrl 648.80776 3.58 18.69 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 10.6 100 1.14E+06 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35295:24935



648.8097 2 combeffx_ATM_PI3Ki 648.80776 2.99 12.69 SNX1  SNX1_HUMAN 11 R.ALS#QLAEVEEK.I 17.1 100 1.69E+06 ALS#QLAEVEEK 1000 368 0 0 0 0 Sorting nexin‐1  35298:24950

818.41943 2 timecourse_ATM_combo_1hr 818.41634 3.78 63.97 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 39.5 100 2.63E+06 VRYS#QLLGLHEQL 28.9 38 0 0 0 0 Sorting nexin‐17  35457:104732

818.41882 2 timecourse_ATM_ctrl1 818.41634 3.03 61.99 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 70.4 100 3.78E+06 VRYS#QLLGLHEQL 20.4 38 0 0 0 0 Sorting nexin‐17  35449:105509

846.93683 2 timecourse_ATM_combo_8hr 846.93268 4.91 58.5 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLR.K 7.6 100 5.47E+05 RYS#QLLGLHEQLR 32.4 38 0 0 0 0 Sorting nexin‐17  35451:110195

846.93712 2 timecourse_ATM_ctrl2 846.93268 5.25 57.2 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLR.K 8.9 100 3.05E+05 RYS#QLLGLHEQLR 13.2 38 0 0 0 0 Sorting nexin‐17  35447:98085

597.98222 3 combeffx_ATM_MEKi 597.98035 3.14 56.05 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 99.6 100 3.41E+06 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35297:39895

597.98352 3 timecourse_ATM_ctrl1 597.98035 5.3 54.66 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 690.6 100 2.72E+07 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35449:120782

896.47252 2 timecourse_ATM_combo_1hr 896.46689 6.28 54.58 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 18.0 100 7.92E+05 VRYS#QLLGLHEQLR 22.9 38 0 0 0 0 Sorting nexin‐17  35456:120311

818.41976 2 timecourse_ATM_ctrl1 818.41634 4.18 54.11 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 57.2 100 3.66E+06 VRYS#QLLGLHEQL 11.5 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35448:103917

818.4203 2 timecourse_ATM_combo_8hr 818.41634 4.84 53.89 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 51.0 100 5.09E+06 VRYS#QLLGLHEQL 22.9 38 0 0 0 0 Sorting nexin‐17  35451:104103

846.93621 2 timecourse_ATM_ctrl1 846.93268 4.17 52.45 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLR.K 8.0 100 3.80E+05 RYS#QLLGLHEQLR 13.2 38 0 0 0 0 Sorting nexin‐17  35449:111675

896.47145 2 timecourse_ATM_ctrl1 896.46689 5.09 51.32 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 25.1 100 9.65E+05 VRYS#QLLGLHEQLR 24.4 38 0 0 0 0 Sorting nexin‐17  35449:120772

818.41991 2 timecourse_ATM_combo_4hr 818.41634 4.36 50.19 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 21.6 100 1.50E+06 VRYS#QLLGLHEQL 19.3 38 0 0 0 0 Sorting nexin‐17  35452:100761

818.41952 2 timecourse_ATM_ctrl2 818.41634 3.89 48.77 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 24.9 100 1.63E+06 VRYS#QLLGLHEQL 11.5 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35447:92085

818.41983 2 timecourse_ATM_combo_2hr 818.41634 4.28 47.17 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 33.6 100 1.25E+06 VRYS#QLLGLHEQL 11.5 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35454:97498

597.98232 3 combeffx_ATM_ctrl 597.98035 3.29 46.64 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 174.4 100 1.21E+07 VRYS#QLLGLHEQLR 15.9 38 0 0 0 0 Sorting nexin‐17  35295:51319

896.47198 2 timecourse_ATM_ctrl1 896.46689 5.68 46.42 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 24.9 100 1.08E+06 VRYS#QLLGLHEQLR 28.9 38 0 0 0 0 Sorting nexin‐17  35448:118841

846.93758 2 timecourse_ATM_ctrl2 846.93268 5.79 45.97 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLR.K 6.1 100 2.06E+05 RYS#QLLGLHEQLR 32.4 38 0 0 0 0 Sorting nexin‐17  35446:96465

818.41971 2 timecourse_ATM_combo_2hr 818.41634 4.12 45.89 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 30.3 100 1.36E+06 VRYS#QLLGLHEQL 26.4 38 0 0 0 0 Sorting nexin‐17  35455:97139

597.98213 3 combeffx_ATM_PI3Ki 597.98035 2.98 45.04 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 79.2 100 6.08E+06 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35298:49147

597.98231 3 combeffx_ATM_PI3Ki 597.98035 3.28 44.5 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 66.3 100 4.66E+06 VRY#SQLLGLHEQLR 5.3 37 0,1 0 0 0 0 Sorting nexin‐17  35299:46940

896.4721 2 timecourse_ATM_combo_8hr 896.46689 5.81 44.39 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 23.6 100 1.13E+06 VRYS#QLLGLHEQLR 7.9 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35451:119252

597.98258 3 combeffx_ATM_comboi 597.98035 3.73 44.38 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 245.1 100 2.51E+07 VRYS#QLLGLHEQLR 14 38 0 0 0 0 Sorting nexin‐17  35301:49733

896.47265 2 timecourse_ATM_ctrl2 896.46689 6.43 41.97 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 11.1 100 3.82E+05 VRYS#QLLGLHEQLR 26.4 38 0 0 0 0 Sorting nexin‐17  35446:104657

846.93766 2 timecourse_ATM_combo_1hr 846.93268 5.88 41.83 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLR.K 5.9 100 3.09E+05 RYS#QLLGLHEQLR 32.4 38 0 0 0 0 Sorting nexin‐17  35456:111437

818.42002 2 timecourse_ATM_combo_1hr 818.41634 4.5 41 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 43.1 100 2.77E+06 VRYS#QLLGLHEQL 10.3 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35456:104927

818.41942 2 timecourse_ATM_combo_4hr 818.41634 3.76 40 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 26.7 100 1.79E+06 VRYS#QLLGLHEQL 20.4 38 0 0 0 0 Sorting nexin‐17  35453:102902

545.94908 3 timecourse_ATM_combo_8hr 545.94665 4.45 39.93 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 70.8 100 4.94E+06 VRYS#QLLGLHEQL 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35451:104093

896.4721 2 timecourse_ATM_combo_8hr 896.46689 5.81 39.58 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 18.7 100 9.40E+05 VRYS#QLLGLHEQLR 13.2 38 0 0 0 0 Sorting nexin‐17  35450:118030

597.98196 3 combeffx_ATM_MEKi 597.98035 2.69 39.21 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 109.1 100 5.57E+06 VRYS#QLLGLHEQLR 7 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35296:43407

896.47201 2 timecourse_ATM_combo_2hr 896.46689 5.71 39.18 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 10.1 100 2.87E+05 VRYS#QLLGLHEQLR 6.9 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35455:111515

846.93619 2 timecourse_ATM_combo_1hr 846.93268 4.14 38.12 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLR.K 7.2 100 3.27E+05 RYS#QLLGLHEQLR 32.4 38 0 0 0 0 Sorting nexin‐17  35457:111125

846.93711 2 timecourse_ATM_ctrl1 846.93268 5.23 38.09 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLR.K 9.7 100 4.21E+05 RYS#QLLGLHEQLR 26.4 38 0 0 0 0 Sorting nexin‐17  35448:110098

597.98233 3 combeffx_ATM_ctrl 597.98035 3.31 37.6 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 173.9 100 1.21E+07 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35295:51329

549.75431 2 timecourse_ATM_combo_1hr 549.75059 6.77 37.33 SNX17  SNX17_HUMAN 8 R.RSDS#QQAVK.S 17.9 92 1.34E+05 RSDS#QQAVK 37.4 409 0 0 0 0 Sorting nexin‐17  35456:33828

597.98274 3 combeffx_ATM_comboi 597.98035 4 35.99 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 261.4 100 3.59E+07 VRY#SQLLGLHEQLR 6.6 37 0,1 0 0 0 0 Sorting nexin‐17  35300:54406

545.9482 3 timecourse_ATM_ctrl1 545.94665 2.84 35.38 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQL.R 81.1 100 3.55E+06 VRYS#QLLGLHEQL 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35449:105499

597.98444 3 timecourse_ATM_ctrl2 597.98035 6.84 33.29 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 380.8 100 1.15E+07 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35446:104667

896.47201 2 timecourse_ATM_combo_2hr 896.46689 5.71 33.1 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 8.0 100 2.53E+05 VRYS#QLLGLHEQLR 9.3 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35454:111748

896.47152 2 timecourse_ATM_combo_1hr 896.46689 5.18 31.89 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 17.7 100 7.21E+05 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35457:120043

597.98349 3 timecourse_ATM_combo_1hr 597.98035 5.25 31.64 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 523.5 100 2.10E+07 VRYS#QLLGLHEQLR 5.8 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35457:120053

597.98416 3 timecourse_ATM_ctrl1 597.98035 6.37 31.62 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 670.9 100 2.65E+07 VRY#SQLLGLHEQLR 5.3 37 0,1 0 0 0 0 Sorting nexin‐17  35448:118851

607.65922 3 timecourse_ATM_ctrl2 607.65587 5.51 31.53 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLRK.E 59.3 100 2.31E+06 RYS#QLLGLHEQLRK 17 38 0 0 0 0 Sorting nexin‐17  35447:109416

607.65886 3 timecourse_ATM_ctrl1 607.65587 4.92 30.57 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLRK.E 37.9 100 1.97E+06 RYS#QLLGLHEQLRK 21.3 38 0 0 0 0 Sorting nexin‐17  35449:123382

549.75318 2 timecourse_ATM_combo_1hr 549.75059 4.71 30.33 SNX17  SNX17_HUMAN 8 R.RSDS#QQAVK.S 8.7 100 1.23E+05 RSDS#QQAVK 37.4 409 0 0 0 0 Sorting nexin‐17  35457:33728

597.98375 3 timecourse_ATM_combo_2hr 597.98035 5.69 28.66 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 292.0 100 8.61E+06 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35454:111738

597.98408 3 timecourse_ATM_combo_8hr 597.98035 6.24 28.09 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 581.4 100 2.60E+07 VRY#SQLLGLHEQLR 4.8 37 0,1 0 0 0 0 Sorting nexin‐17  35450:118040

597.98413 3 timecourse_ATM_ctrl2 597.98035 6.32 27.98 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 391.7 100 1.21E+07 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35447:106786

597.98207 3 combeffx_ATM_ctrl 597.98035 2.88 27.9 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 204.3 100 1.57E+07 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35294:53367

607.65966 3 timecourse_ATM_ctrl1 607.65587 6.24 27.82 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLRK.E 41.7 100 2.03E+06 RYS#QLLGLHEQLRK 14.2 38 0 0 0 0 Sorting nexin‐17  35448:121271

597.98392 3 timecourse_ATM_combo_8hr 597.98035 5.97 27.11 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 635.7 100 2.74E+07 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35451:119262

607.65848 3 timecourse_ATM_combo_1hr 607.65587 4.3 26.51 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLRK.E 32.0 100 1.64E+06 RYS#QLLGLHEQLRK 15.5 38 0 0 0 0 Sorting nexin‐17  35457:122633

597.98437 3 timecourse_ATM_combo_1hr 597.98035 6.72 26.33 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 527.1 100 2.12E+07 VRYS#QLLGLHEQLR 5.8 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35456:120331

480.76284 4 timecourse_ATM_combo_1hr 480.76082 4.2 25.03 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 80.0 100 5.38E+06 VRYS#QLLGLHEQLRK 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35456:131038

597.98389 3 timecourse_ATM_combo_4hr 597.98035 5.92 25 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 382.0 100 1.44E+07 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35453:117565

640.68025 3 combeffx_ATM_MEKi 640.67867 2.47 23.14 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 15.5 100 7.42E+05 VRYS#QLLGLHEQLRK 7.7 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35297:43108

607.65961 3 timecourse_ATM_combo_1hr 607.65587 6.15 22.83 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLRK.E 41.0 100 1.89E+06 RYS#QLLGLHEQLRK 21.3 38 0 0 0 0 Sorting nexin‐17  35456:122861

640.68102 3 timecourse_ATM_combo_4hr 640.67867 3.67 22.8 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 31.1 100 1.94E+06 VRYS#QLLGLHEQLRK 7 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35453:127931

607.659 3 timecourse_ATM_combo_2hr 607.65587 5.15 22.78 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLRK.E 17.7 100 7.44E+05 RYS#QLLGLHEQLRK 17 38 0 0 0 0 Sorting nexin‐17  35455:113950

607.65797 3 timecourse_ATM_combo_8hr 607.65587 3.46 21.99 SNX17  SNX17_HUMAN 3 V.RYS#QLLGLHEQLRK.E 36.1 100 1.73E+06 RYS#QLLGLHEQLRK 15.5 38 0 0 0 0 Sorting nexin‐17  35451:121712

640.68174 3 timecourse_ATM_combo_1hr 640.67867 4.81 20.71 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 43.8 100 2.70E+06 VRYS#QLLGLHEQLRK 5 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35456:131048

640.68039 3 combeffx_ATM_ctrl 640.67867 2.68 20.38 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 34.5 100 4.89E+06 VRYS#QLLGLHEQLRK 6.4 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35295:55939

640.68077 3 combeffx_ATM_comboi 640.67867 3.28 20 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 46.4 100 5.02E+06 VRY#SQLLGLHEQLRK 7.5 37 0,1 0 0 0 0 Sorting nexin‐17  35300:59342

896.47246 2 timecourse_ATM_combo_4hr 896.46689 6.21 19.35 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 12.6 100 5.11E+05 VRYS#QLLGLHEQLR 6.5 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35453:117575

896.47243 2 timecourse_ATM_combo_4hr 896.46689 6.18 16.78 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 12.3 100 5.23E+05 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35452:115414

640.68129 3 timecourse_ATM_combo_4hr 640.67867 4.09 16.77 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 26.2 100 1.74E+06 VRYS#QLLGLHEQLRK 5.8 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35452:125534

597.98346 3 timecourse_ATM_combo_8hr 597.98035 5.2 15.32 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 560.0 100 2.75E+07 VRYS#QLLGLHEQLR 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35451:119232

640.681 3 combeffx_ATM_comboi 640.67867 3.64 15.01 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 19.6 100 3.81E+06 VRY#SQLLGLHEQLRK 7.5 37 0,1 0 0 0 0 Sorting nexin‐17  35301:54179

448.73932 4 timecourse_ATM_combo_1hr 448.73709 4.97 14.86 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLR.K 8.6 100 2.73E+05 VRY#SQLLGLHEQLR 5.1 37 0,1 0 0 0 0 Sorting nexin‐17  35457:120033

640.68068 3 timecourse_ATM_ctrl1 640.67867 3.14 13.71 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 50.3 100 3.20E+06 VRYS#QLLGLHEQLRK 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35449:131458

640.68045 3 combeffx_ATM_MEKi 640.67867 2.78 12.16 SNX17  SNX17_HUMAN 3 R.VRYS#QLLGLHEQLRK.E 22.3 100 1.26E+06 VRYS#QLLGLHEQLRK 0 38 ‐1,0 0 0 0 0 Sorting nexin‐17  35296:47077

572.6156 3 timecourse_ATM_combo_1hr 572.61234 5.69 37.03 SP110  SP110_HUMAN 4 R.RVT#QGAASPGHGIQEK.L 8.2 100 2.29E+05 RVT#QGAASPGHGIQEK 47.5 375 0 0 0 0 Sp110 nuclear body protein  35456:113656

572.61563 3 timecourse_ATM_ctrl2 572.61234 5.75 33.47 SP110  SP110_HUMAN 4 R.RVT#QGAASPGHGIQEK.L 8.9 100 1.54E+05 RVT#QGAASPGHGIQEK 33.4 375 0 0 0 0 Sp110 nuclear body protein  35447:100175

599.27088 3 timecourse_ATM_combo_2hr 599.26778 5.17 31.18 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 69.1 100 1.32E+06 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35455:111795

898.40265 2 timecourse_ATM_ctrl1 898.39803 5.14 30.08 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 6.9 100 1.02E+05 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35449:121042

898.40399 2 timecourse_ATM_ctrl1 898.39803 6.63 28.06 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 6.0 100 8.56E+04 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35448:119111

898.4033 2 timecourse_ATM_ctrl2 898.39803 5.87 25.65 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 5.8 100 5.41E+04 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35447:107066

599.27044 3 timecourse_ATM_combo_1hr 599.26778 4.46 23.53 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 82.7 100 2.41E+06 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35457:120303

599.27134 3 timecourse_ATM_combo_2hr 599.26778 5.94 22.99 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 64.7 100 1.42E+06 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35454:112028

898.4033 2 timecourse_ATM_combo_4hr 898.39803 5.87 22.92 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 5.6 100 5.41E+04 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35452:115714

572.615 3 timecourse_ATM_combo_1hr 572.61234 4.65 21.69 SP110  SP110_HUMAN 4 R.RVT#QGAASPGHGIQEK.L 11.3 100 2.38E+05 RVT#QGAASPGHGIQEK 27.7 375 0 0 0 0 Sp110 nuclear body protein  35457:113223

599.27146 3 timecourse_ATM_ctrl2 599.26778 6.14 21.48 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 44.3 100 8.44E+05 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35446:104947

898.40353 2 timecourse_ATM_combo_1hr 898.39803 6.12 21.46 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 7.6 100 1.09E+05 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35456:120561

572.61523 3 timecourse_ATM_ctrl1 572.61234 5.05 20.85 SP110  SP110_HUMAN 4 R.RVT#QGAASPGHGIQEK.L 15.3 100 3.41E+05 RVT#QGAASPGHGIQEK 47.5 375 0 0 0 0 Sp110 nuclear body protein  35449:113935

599.27129 3 timecourse_ATM_ctrl1 599.26778 5.86 20.27 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 70.7 100 1.76E+06 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35448:119101

599.27123 3 timecourse_ATM_ctrl2 599.26778 5.76 20.17 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 49.4 100 9.85E+05 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35447:107056

898.40246 2 timecourse_ATM_combo_1hr 898.39803 4.93 19.73 SP110  SP110_HUMAN 4 R.RVT#QGAAS#PGHGIQEK.L 7.6 100 1.03E+05 RVT#QGAAS#PGHGIQEK 1000 375 0 380 0 0 Sp110 nuclear body protein  35457:120313

572.61549 3 timecourse_ATM_combo_2hr 572.61234 5.52 18.18 SP110  SP110_HUMAN 4 R.RVT#QGAASPGHGIQEK.L 7.3 100 1.15E+05 RVT#QGAASPGHGIQEK 51 375 0 0 0 0 Sp110 nuclear body protein  35454:105381

687.32288 2 timecourse_ATM_combo_8hr 687.31905 5.57 61.57 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 19.8 100 4.88E+05 STNTS#QTGLVGTK 18.9 401 0 0 0 0 Sperm‐associated antigen 5  35451:74307

687.32304 2 timecourse_ATM_combo_1hr 687.31905 5.81 59.76 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 34.3 100 7.96E+05 STNTS#QTGLVGTK 18.9 401 0 0 0 0 Sperm‐associated antigen 5  35456:74718

687.32257 2 timecourse_ATM_ctrl2 687.31905 5.12 59.49 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 24.2 100 4.08E+05 STNTS#QTGLVGTK 15.5 401 0 0 0 0 Sperm‐associated antigen 5  35447:65076

687.32235 2 timecourse_ATM_ctrl1 687.31905 4.8 58.13 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 23.8 100 4.81E+05 STNTS#QTGLVGTK 0 401 ‐1,0 0 0 0 0 Sperm‐associated antigen 5  35449:75688

687.32288 2 timecourse_ATM_combo_8hr 687.31905 5.57 56.76 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 18.1 100 4.66E+05 STNTS#QTGLVGTK 0 401 ‐1,0 0 0 0 0 Sperm‐associated antigen 5  35450:73757

687.32306 2 timecourse_ATM_combo_2hr 687.31905 5.83 53.62 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 31.3 100 4.57E+05 STNTS#QTGLVGTK 17 401 0 0 0 0 Sperm‐associated antigen 5  35454:70311

687.32349 2 timecourse_ATM_ctrl1 687.31905 6.46 52.8 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 17.9 100 4.52E+05 STNTS#QTGLVGTK 21.3 401 0 0 0 0 Sperm‐associated antigen 5  35448:74635

687.32222 2 timecourse_ATM_combo_1hr 687.31905 4.63 52.77 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 37.2 100 7.88E+05 STNTS#QTGLVGTK 18.9 401 0 0 0 0 Sperm‐associated antigen 5  35457:74948

687.32292 2 timecourse_ATM_combo_4hr 687.31905 5.63 49.07 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 28.5 100 4.70E+05 STNTS#QTGLVGTK 21.3 401 0 0 0 0 Sperm‐associated antigen 5  35453:73669

687.32212 2 timecourse_ATM_combo_2hr 687.31905 4.47 47.42 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 29.8 100 4.36E+05 STNTS#QTGLVGTK 21.3 401 0 0 0 0 Sperm‐associated antigen 5  35455:69687

687.32252 2 timecourse_ATM_combo_4hr 687.31905 5.06 40.59 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 26.7 100 4.89E+05 STNTS#QTGLVGTK 21.3 401 0 0 0 0 Sperm‐associated antigen 5  35452:72009

687.32343 2 timecourse_ATM_ctrl2 687.31905 6.37 36.66 SPAG5  SPAG5_HUMAN 1 K.STNTS#QTGLVGTK.H 22.2 100 4.00E+05 STNTS#QTGLVGTK 18.9 401 0 0 0 0 Sperm‐associated antigen 5  35446:64025

983.49586 2 combeffx_ATM_ctrl 983.49263 3.28 103.46 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 33.7 100 2.21E+06 EVENLILENT#QLLETK 105.5 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35294:59917

983.49547 2 combeffx_ATM_PI3Ki 983.49263 2.89 101.34 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 25.7 100 1.78E+06 EVENLILENT#QLLETK 105.5 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35298:55212

983.49565 2 combeffx_ATM_MEKi 983.49263 3.07 94.28 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 54.7 100 2.32E+06 EVENLILENT#QLLETK 105.5 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35296:48356

983.49662 2 combeffx_ATM_ctrl 983.49263 4.06 85.55 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 26.4 100 1.53E+06 EVENLILENT#QLLETK 105.5 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35295:57588

983.49627 2 combeffx_ATM_MEKi 983.49263 3.7 81.66 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 49.8 100 1.36E+06 EVENLILENT#QLLETK 105.5 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35297:44322

983.49567 2 combeffx_ATM_PI3Ki 983.49263 3.1 79.59 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 14.5 100 9.39E+05 EVENLILENT#QLLETK 97.8 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35299:52377

983.4974 2 combeffx_ATM_comboi 983.49263 4.85 75.96 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 9.1 100 8.21E+05 EVENLILENT#QLLETK 105.5 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35301:55788

655.9996 3 combeffx_ATM_MEKi 655.99751 3.19 39.76 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 52.5 100 2.19E+06 EVENLILENT#QLLETK 85.9 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35296:48366

655.99983 3 combeffx_ATM_ctrl 655.99751 3.54 38.37 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 29.1 100 2.03E+06 EVENLILENT#QLLETK 105.7 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35294:59927

655.99992 3 combeffx_ATM_PI3Ki 655.99751 3.67 35.65 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 25.9 100 1.63E+06 EVENLILENT#QLLETK 85.9 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35298:55222

904.89558 2 timecourse_ATM_ctrl1 904.88936 6.87 26.7 SPAG9  JIP4_HUMAN 6 R.SAS#QSS#LDKLDQELK.E 4.2 100 2.96E+05 SAS#QSS#LDKLDQELK 0 730 0,2 11.5 733 ‐1,0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35449:122162

606.78233 2 timecourse_ATM_combo_8hr 606.77902 5.46 26.51 SPAG9  JIP4_HUMAN 6 R.SSTLS#QLPGDK.S 19.2 100 7.31E+05 SSTLS#QLPGDK 43 597 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35451:51111

655.99968 3 combeffx_ATM_ctrl 655.99751 3.31 26.05 SPAG9  JIP4_HUMAN 3 R.EVENLILENT#QLLETK.N 31.5 100 1.88E+06 EVENLILENT#QLLETK 103 418 0 0 0 0 C‐Jun‐amino‐terminal kinase‐interacting protein 4  35295:57578

807.84686 2 timecourse_ATM_combo_8hr 807.84185 6.2 54.79 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPT.R 16.5 100 5.46E+05 GSVGRVS#QCNLCPT 38.6 531 0 0 0 0 SPATS2‐like protein  35450:101237

885.89705 2 timecourse_ATM_combo_2hr 885.89240 5.25 44.5 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 11.8 100 2.90E+05 GSVGRVS#QCNLCPTR 24.8 531 0 0 0 0 SPATS2‐like protein  35454:109948

590.93346 3 timecourse_ATM_combo_4hr 590.93069 4.69 44.38 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 50.8 100 2.34E+06 GSVGRVS#QCNLCPTR 36.6 531 0 0 0 0 SPATS2‐like protein  35452:113613

885.89664 2 timecourse_ATM_combo_1hr 885.89240 4.79 43.64 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 15.1 100 4.49E+05 GSVGRVS#QCNLCPTR 37.4 531 0 0 0 0 SPATS2‐like protein  35457:118182

807.84551 2 timecourse_ATM_ctrl1 807.84185 4.53 43.23 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPT.R 11.3 100 2.55E+05 GSVGRVS#QCNLCPT 60.7 531 0 0 0 0 SPATS2‐like protein  35449:103337

885.89655 2 timecourse_ATM_combo_4hr 885.89240 4.68 42.28 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 22.7 100 6.75E+05 GSVGRVS#QCNLCPTR 28.9 531 0 0 0 0 SPATS2‐like protein  35453:115673

590.93421 3 timecourse_ATM_combo_1hr 590.93069 5.96 40.06 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 29.6 100 1.55E+06 GSVGRVS#QCNLCPTR 37.2 531 0 0 0 0 SPATS2‐like protein  35456:118451

885.89759 2 timecourse_ATM_combo_8hr 885.89240 5.86 38.42 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 14.1 100 6.52E+05 GSVGRVS#QCNLCPTR 37.4 531 0 0 0 0 SPATS2‐like protein  35450:115990

857.3867 2 timecourse_ATM_ctrl2 857.38167 5.87 38.3 SPATS2L  SPS2L_HUMAN 3 G.SVGRVS#QCNLCPTR.I 5.7 100 1.30E+05 SVGRVS#QCNLCPTR 29.8 531 0 0 0 0 SPATS2‐like protein  35446:98165

857.38539 2 timecourse_ATM_combo_8hr 857.38167 4.34 38.13 SPATS2L  SPS2L_HUMAN 3 G.SVGRVS#QCNLCPTR.I 10.3 100 4.47E+05 SVGRVS#QCNLCPTR 37.4 531 0 0 0 0 SPATS2‐like protein  35451:112015

885.89727 2 timecourse_ATM_combo_8hr 885.89240 5.5 37.8 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 19.5 100 7.41E+05 GSVGRVS#QCNLCPTR 34 531 0 0 0 0 SPATS2‐like protein  35451:117132

857.38605 2 timecourse_ATM_ctrl2 857.38167 5.11 37.43 SPATS2L  SPS2L_HUMAN 3 G.SVGRVS#QCNLCPTR.I 8.5 100 1.95E+05 SVGRVS#QCNLCPTR 29.8 531 0 0 0 0 SPATS2‐like protein  35447:99915

885.89724 2 timecourse_ATM_ctrl2 885.89240 5.46 37.23 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 9.1 100 2.31E+05 GSVGRVS#QCNLCPTR 23.1 531 0 0 0 0 SPATS2‐like protein  35447:105016

885.89729 2 timecourse_ATM_ctrl1 885.89240 5.52 36.88 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 12.8 100 4.97E+05 GSVGRVS#QCNLCPTR 28.9 531 0 0 0 0 SPATS2‐like protein  35448:117001

885.89771 2 timecourse_ATM_ctrl2 885.89240 5.99 35.73 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 8.2 100 1.85E+05 GSVGRVS#QCNLCPTR 24.8 531 0 0 0 0 SPATS2‐like protein  35446:102937

857.38523 2 timecourse_ATM_ctrl1 857.38167 4.16 34.18 SPATS2L  SPS2L_HUMAN 3 G.SVGRVS#QCNLCPTR.I 8.9 100 2.38E+05 SVGRVS#QCNLCPTR 32.6 531 0 0 0 0 SPATS2‐like protein  35449:113665

857.38619 2 timecourse_ATM_ctrl1 857.38167 5.27 34.15 SPATS2L  SPS2L_HUMAN 3 G.SVGRVS#QCNLCPTR.I 6.9 100 2.41E+05 SVGRVS#QCNLCPTR 45.6 531 0 0 0 0 SPATS2‐like protein  35448:111978

590.93247 3 combeffx_ATM_PI3Ki 590.93069 3.01 33.73 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 18.9 100 1.30E+06 GSVGRVS#QCNLCPTR 20.8 531 0 0 0 0 SPATS2‐like protein  35298:48431

857.38501 2 timecourse_ATM_combo_2hr 857.38167 3.9 33.14 SPATS2L  SPS2L_HUMAN 3 G.SVGRVS#QCNLCPTR.I 5.4 100 1.38E+05 SVGRVS#QCNLCPTR 51.7 531 0 0 0 0 SPATS2‐like protein  35455:104959

885.89641 2 timecourse_ATM_ctrl1 885.89240 4.53 33.09 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 14.0 100 5.19E+05 GSVGRVS#QCNLCPTR 41 531 0 0 0 0 SPATS2‐like protein  35449:118831

807.84628 2 timecourse_ATM_combo_4hr 807.84185 5.48 32.89 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPT.R 8.2 100 2.50E+05 GSVGRVS#QCNLCPT 28.9 531 0 0 0 0 SPATS2‐like protein  35452:98821

590.93382 3 timecourse_ATM_ctrl2 590.93069 5.3 32.71 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 23.3 100 7.56E+05 GSVGRVS#QCNLCPTR 33.2 531 0 0 0 0 SPATS2‐like protein  35447:105006

590.93345 3 combeffx_ATM_comboi 590.93069 4.67 32.06 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 31.9 100 3.38E+06 GSVGRVS#QCNLCPTR 30.6 531 0 0 0 0 SPATS2‐like protein  35301:48813

885.89695 2 timecourse_ATM_combo_2hr 885.89240 5.14 31.37 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 11.3 100 2.54E+05 GSVGRVS#QCNLCPTR 14 531 0 0 0 0 SPATS2‐like protein  35455:109705

590.93311 3 timecourse_ATM_combo_4hr 590.93069 4.1 31.15 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 55.3 100 2.26E+06 GSVGRVS#QCNLCPTR 30.6 531 0 0 0 0 SPATS2‐like protein  35453:115663

807.8463 2 timecourse_ATM_ctrl1 807.84185 5.51 30.68 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPT.R 7.8 100 2.52E+05 GSVGRVS#QCNLCPT 29.8 531 0 0 0 0 SPATS2‐like protein  35448:101761

590.93263 3 combeffx_ATM_PI3Ki 590.93069 3.28 29.27 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 16.9 100 1.15E+06 GSVGRVS#QCNLCPTR 36.6 531 0 0 0 0 SPATS2‐like protein  35299:46280

590.93351 3 combeffx_ATM_comboi 590.93069 4.77 28.61 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 41.5 100 5.10E+06 GSVGRVS#QCNLCPTR 30.6 531 0 0 0 0 SPATS2‐like protein  35300:53456

590.93344 3 timecourse_ATM_combo_1hr 590.93069 4.67 27.91 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 26.7 100 1.43E+06 GSVGRVS#QCNLCPTR 33.2 531 0 0 0 0 SPATS2‐like protein  35457:118172

885.89705 2 timecourse_ATM_combo_4hr 885.89240 5.25 26.65 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 17.1 100 6.50E+05 GSVGRVS#QCNLCPTR 26 531 0 0 0 0 SPATS2‐like protein  35452:113623

590.93402 3 timecourse_ATM_ctrl2 590.93069 5.65 24.25 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 21.1 100 7.25E+05 GSVGRVS#QCNLCPTR 36.6 531 0 0 0 0 SPATS2‐like protein  35446:102927

590.93298 3 timecourse_ATM_ctrl1 590.93069 3.88 23.82 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 39.2 100 1.59E+06 GSVGRVS#QCNLCPTR 44.7 531 0 0 0 0 SPATS2‐like protein  35449:118821

807.84626 2 timecourse_ATM_combo_2hr 807.84185 5.46 23.42 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPT.R 6.6 100 1.34E+05 GSVGRVS#QCNLCPT 29 531 0 0 0 0 SPATS2‐like protein  35454:95540

590.93406 3 timecourse_ATM_combo_8hr 590.93069 5.7 23.18 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 40.3 100 2.09E+06 GSVGRVS#QCNLCPTR 30.6 531 0 0 0 0 SPATS2‐like protein  35450:115980

885.89791 2 timecourse_ATM_combo_1hr 885.89240 6.22 22.81 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 12.1 100 5.16E+05 GSVGRVS#QCNLCPTR 29.8 531 0 0 0 0 SPATS2‐like protein  35456:118461

590.93263 3 combeffx_ATM_MEKi 590.93069 3.28 22.45 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 7.9 100 5.00E+05 GSVGRVS#QCNLCPTR 33.2 531 0 0 0 0 SPATS2‐like protein  35296:42775

807.84556 2 timecourse_ATM_combo_1hr 807.84185 4.59 22.44 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPT.R 5.9 100 1.71E+05 GSVGRVS#QCNLCPT 19.6 531 0 0 0 0 SPATS2‐like protein  35457:102512

590.9337 3 timecourse_ATM_combo_8hr 590.93069 5.09 22.37 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 46.2 100 2.20E+06 GSVGRVS#QCNLCPTR 30.6 531 0 0 0 0 SPATS2‐like protein  35451:117122

590.93378 3 timecourse_ATM_ctrl1 590.93069 5.23 21.67 SPATS2L  SPS2L_HUMAN 3 R.GSVGRVS#QCNLCPTR.I 34.9 100 1.47E+06 GSVGRVS#QCNLCPTR 32.3 531 0 0 0 0 SPATS2‐like protein  35448:116991

864.10052 3 combeffx_ATM_comboi 864.09684 4.26 40.05 SPEN  MINT_HUMAN 2 R.SVQSAAVPAPTS#QLLSSLEKDEPR.K 12.5 100 1.92E+06 SVQSAAVPAPTS#QLLSSLEKDEPR 6.7 320 ‐1,4 0 0 0 0 Msx2‐interacting protein  35301:69239

864.10034 3 combeffx_ATM_comboi 864.09684 4.05 31.68 SPEN  MINT_HUMAN 2 R.SVQSAAVPAPTS#QLLSSLEKDEPR.K 11.6 100 2.58E+06 SVQSAAVPAPTS#QLLSSLEKDEPR 6.7 320 ‐1,4 0 0 0 0 Msx2‐interacting protein  35300:75801

864.10047 3 combeffx_ATM_comboi 864.09684 4.2 22.05 SPEN  MINT_HUMAN 2 R.SVQSAAVPAPT#SQLLSSLEKDEPR.K 12.9 100 1.92E+06 SVQSAAVPAPT#SQLLSSLEKDEPR 6.6 319 0,6 0 0 0 0 Msx2‐interacting protein  35301:69229

866.74927 3 timecourse_ATM_combo_4hr 866.74470 5.27 99.58 SPG20  SPG20_HUMAN 3 K.KTATQT#GHTLLEDYQIVDNSQR.E 16.7 100 1.09E+06 KTATQT#GHTLLEDYQIVDNSQR 0 620 ‐4,3 0 0 0 0 Spartin  35453:163751

866.74884 3 timecourse_ATM_combo_2hr 866.74470 4.78 78.76 SPG20  SPG20_HUMAN 3 K.KTATQTGHT#LLEDYQIVDNSQR.E 17.7 100 8.89E+05 KTAT#QTGHTLLEDYQIVDNSQR 9.8 618 ‐2,0 0 0 0 0 Spartin  35455:155891

866.74929 3 timecourse_ATM_combo_4hr 866.74470 5.3 75.55 SPG20  SPG20_HUMAN 3 K.KT#ATQTGHTLLEDYQIVDNSQR.E 16.2 100 1.02E+06 KT#ATQTGHTLLEDYQIVDNSQR 0 616 0,4 0 0 0 0 Spartin  35452:160800

866.74918 3 timecourse_ATM_ctrl1 866.74470 5.17 74.84 SPG20  SPG20_HUMAN 3 K.KT#ATQTGHTLLEDYQIVDNSQR.E 12.1 100 8.14E+05 KTATQT#GHTLLEDYQIVDNSQR 4.4 620 ‐4,0 0 0 0 0 Spartin  35448:163500

866.74967 3 timecourse_ATM_combo_2hr 866.74470 5.73 70.28 SPG20  SPG20_HUMAN 3 K.KTAT#QTGHTLLEDYQIVDNSQR.E 13.7 100 7.73E+05 KTATQT#GHTLLEDYQIVDNSQR 0 620 ‐4,0 0 0 0 0 Spartin  35454:155231

866.74948 3 timecourse_ATM_combo_1hr 866.74470 5.51 68.99 SPG20  SPG20_HUMAN 3 K.KT#ATQTGHTLLEDYQIVDNSQR.E 35.8 100 2.30E+06 KTATQT#GHTLLEDYQIVDNSQR 0 620 ‐2,0 0 0 0 0 Spartin  35456:166287

824.0502 3 timecourse_ATM_combo_1hr 824.04638 4.64 68.17 SPG20  SPG20_HUMAN 3 K.TAT#QTGHTLLEDYQIVDNSQR.E 75.1 100 4.14E+06 TAT#QTGHTLLEDYQIVDNSQR 0 618 ‐2,0 0 0 0 0 Spartin  35457:161945

824.05027 3 timecourse_ATM_ctrl1 824.04638 4.72 67.85 SPG20  SPG20_HUMAN 3 K.TATQT#GHTLLEDYQIVDNSQR.E 34.8 100 1.59E+06 TAT#QTGHTLLEDYQIVDNSQR 23.3 618 0 0 0 0 Spartin  35449:162019

866.74862 3 timecourse_ATM_combo_1hr 866.74470 4.53 67.3 SPG20  SPG20_HUMAN 3 K.KTATQT#GHTLLEDYQIVDNSQR.E 37.8 100 2.27E+06 KTATQT#GHTLLEDYQIVDNSQR 5.1 620 ‐4,3 0 0 0 0 Spartin  35457:166435

824.05109 3 timecourse_ATM_combo_1hr 824.04638 5.72 62.43 SPG20  SPG20_HUMAN 3 K.TATQT#GHTLLEDYQIVDNSQR.E 73.4 100 3.95E+06 TATQTGHT#LLEDYQIVDNSQR 0 623 ‐7,0 0 0 0 0 Spartin  35456:161917

866.74865 3 timecourse_ATM_ctrl1 866.74470 4.57 59.86 SPG20  SPG20_HUMAN 3 K.KTATQT#GHTLLEDYQIVDNSQR.E 14.5 100 8.48E+05 KTAT#QTGHTLLEDYQIVDNSQR 7.8 618 ‐2,5 0 0 0 0 Spartin  35449:166149

824.05073 3 timecourse_ATM_combo_2hr 824.04638 5.28 58.21 SPG20  SPG20_HUMAN 3 K.TATQTGHT#LLEDYQIVDNSQR.E 44.5 100 1.58E+06 TATQTGHT#LLEDYQIVDNSQR 0 623 ‐7,0 0 0 0 0 Spartin  35454:150761

824.05053 3 timecourse_ATM_ctrl1 824.04638 5.04 57.52 SPG20  SPG20_HUMAN 3 K.TATQT#GHTLLEDYQIVDNSQR.E 35.0 100 1.56E+06 TATQTGHT#LLEDYQIVDNSQR 0 623 ‐7,0 0 0 0 0 Spartin  35448:159530

824.05085 3 timecourse_ATM_combo_4hr 824.04638 5.42 56.98 SPG20  SPG20_HUMAN 3 K.TAT#QTGHTLLEDYQIVDNSQR.E 39.8 100 2.12E+06 TATQTGHT#LLEDYQIVDNSQR 0 623 ‐7,0 0 0 0 0 Spartin  35453:158791

824.05117 3 timecourse_ATM_combo_4hr 824.04638 5.82 55.51 SPG20  SPG20_HUMAN 3 K.TATQTGHT#LLEDYQIVDNSQR.E 38.6 100 1.97E+06 TAT#QTGHTLLEDYQIVDNSQR 0 618 ‐2,0 0 0 0 0 Spartin  35452:155910

824.05153 3 timecourse_ATM_ctrl2 824.04638 6.26 53.46 SPG20  SPG20_HUMAN 3 K.TATQTGHT#LLEDYQIVDNSQR.E 14.0 100 4.83E+05 TATQTGHT#LLEDYQIVDNSQR 0 623 ‐7,0 0 0 0 0 Spartin  35446:145242

824.05078 3 timecourse_ATM_combo_8hr 824.04638 5.34 47.9 SPG20  SPG20_HUMAN 3 K.TAT#QTGHTLLEDYQIVDNSQR.E 24.1 100 1.79E+06 TAT#QTGHTLLEDYQIVDNSQR 13.2 618 0 0 0 0 Spartin  35451:162400

824.05039 3 timecourse_ATM_combo_2hr 824.04638 4.87 42.7 SPG20  SPG20_HUMAN 3 K.TATQTGHT#LLEDYQIVDNSQR.E 42.5 100 1.57E+06 TATQTGHT#LLEDYQIVDNSQR 0 623 ‐7,0 0 0 0 0 Spartin  35455:151341

824.05108 3 timecourse_ATM_combo_8hr 824.04638 5.7 42.04 SPG20  SPG20_HUMAN 3 K.TATQTGHT#LLEDYQIVDNSQR.E 23.0 100 1.80E+06 TATQTGHT#LLEDYQIVDNSQR 0 623 ‐7,0 0 0 0 0 Spartin  35450:160260

858.70266 3 timecourse_ATM_ctrl2 858.69781 5.65 72.54 SPIRE1  SPIR1_HUMAN 2 K.RKT#QSFYMSSPGPSEYCPSER.T 10.6 100 5.86E+05 RKT#QSFYMSSPGPSEYCPSER 24.8 733 0 0 0 0 Protein spire homolog 1  35446:149132

858.70152 3 timecourse_ATM_ctrl1 858.69781 4.32 65.39 SPIRE1  SPIR1_HUMAN 2 K.RKT#QSFYMSSPGPSEYCPSER.T 17.2 100 1.25E+06 RKT#QSFYMSSPGPSEYCPSER 15.5 733 0 0 0 0 Protein spire homolog 1  35449:165309

858.70272 3 timecourse_ATM_combo_2hr 858.69781 5.72 56.5 SPIRE1  SPIR1_HUMAN 2 K.RKT#QSFYMSSPGPSEYCPSER.T 8.1 100 4.82E+05 RKT#QSFYMSSPGPSEYCPSER 14.2 733 0 0 0 0 Protein spire homolog 1  35454:154441

858.70149 3 timecourse_ATM_combo_2hr 858.69781 4.29 49.79 SPIRE1  SPIR1_HUMAN 2 K.RKT#QSFYMSSPGPSEYCPSER.T 10.9 100 5.44E+05 RKT#QSFYMSSPGPSEYCPSER 13.2 733 0 0 0 0 Protein spire homolog 1  35455:155061

858.70278 3 timecourse_ATM_ctrl1 858.69781 5.79 48.96 SPIRE1  SPIR1_HUMAN 2 K.RKT#QSFYMSSPGPSEYCPSER.T 14.5 100 1.14E+06 RKT#QSFYMSSPGPSEYCPSER 21.3 733 0 0 0 0 Protein spire homolog 1  35448:162750

858.70264 3 timecourse_ATM_combo_1hr 858.69781 5.62 47.72 SPIRE1  SPIR1_HUMAN 2 K.RKT#QSFYMSSPGPSEYCPSER.T 14.0 100 1.21E+06 RKT#QSFYMSSPGPSEYCPSER 5.7 733 0,4 0 0 0 0 Protein spire homolog 1  35456:165557

858.70125 3 timecourse_ATM_combo_1hr 858.69781 4.01 46.19 SPIRE1  SPIR1_HUMAN 2 K.RKT#QSFYMSSPGPSEYCPSER.T 17.3 100 1.22E+06 RKT#QSFYMSSPGPSEYCPSER 6.7 733 0,4 0 0 0 0 Protein spire homolog 1  35457:165625

858.70237 3 timecourse_ATM_ctrl2 858.69781 5.31 41.28 SPIRE1  SPIR1_HUMAN 2 K.RKT#QSFYMSSPGPSEYCPSER.T 10.5 100 5.61E+05 RKT#QSFYMSSPGPSEYCPSER 14.2 733 0 0 0 0 Protein spire homolog 1  35447:151993

858.7024 3 timecourse_ATM_combo_4hr 858.69781 5.35 31.33 SPIRE1  SPIR1_HUMAN 2 K.RKTQS#FYMSSPGPSEYCPSER.T 6.5 100 5.36E+05 RKT#QSFYMSSPGPSEYCPSER 3.6 733 0,2 0 0 0 0 Protein spire homolog 1  35452:159930

644.27912 4 timecourse_ATM_ctrl1 644.27517 6.13 21.5 SPIRE1  SPIR1_HUMAN 2 K.RKT#QSFYMSSPGPSEYCPSER.T 6.8 100 4.39E+05 RKT#QSFYMSSPGPSEYCPSER 6.5 733 0,2 0 0 0 0 Protein spire homolog 1  35448:162760

917.41516 2 timecourse_ATM_combo_2hr 917.40998 5.65 80.04 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 11.9 100 2.45E+05 GEQVS#QNGLPAEQGSPR 99 2128 0 0 0 0 Spectrin beta chain, brain 1  35454:114884

917.41442 2 timecourse_ATM_combo_2hr 917.40998 4.84 78.89 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 11.7 100 2.28E+05 GEQVS#QNGLPAEQGSPR 121.1 2128 0 0 0 0 Spectrin beta chain, brain 1  35455:114936

1046.51391 3 timecourse_ATM_combo_8hr 1046.50768 5.95 72.74 SPTBN1  SPTB2_HUMAN 3 K.TALPAQSAATLPART#QETPSAQMEGFLNR.K 3.4 100 2.93E+05 TALPAQSAATLPART#QETPSAQMEGFLNR 31.8 2192 0 0 0 0 Spectrin beta chain, brain 1  35451:179630

1189.53064 3 timecourse_ATM_ctrl1 1189.52708 2.99 69.33 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 31.4 100 1.93E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 29.9 2128 0 0 0 0 Spectrin beta chain, brain 1  35449:181669

1189.53435 3 timecourse_ATM_ctrl2 1189.52708 6.11 69.1 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 25.7 100 1.20E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 42 2128 0 0 0 0 Spectrin beta chain, brain 1  35446:166002

917.4149 2 timecourse_ATM_combo_8hr 917.40998 5.37 67.48 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 6.7 100 2.62E+05 GEQVS#QNGLPAEQGSPR 107.9 2128 0 0 0 0 Spectrin beta chain, brain 1  35450:121408

1189.53194 3 timecourse_ATM_combo_8hr 1189.52708 4.09 67.08 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 14.7 100 9.64E+05 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 29.9 2128 0 0 0 0 Spectrin beta chain, brain 1  35450:182040

917.41567 2 timecourse_ATM_combo_1hr 917.40998 6.21 65.78 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 8.8 100 3.14E+05 GEQVS#QNGLPAEQGSPR 111.7 2128 0 0 0 0 Spectrin beta chain, brain 1  35456:123928

917.41517 2 timecourse_ATM_combo_4hr 917.40998 5.66 64.15 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 8.2 100 2.53E+05 GEQVS#QNGLPAEQGSPR 119.7 2128 0 0 0 0 Spectrin beta chain, brain 1  35452:118824

1189.53443 3 timecourse_ATM_combo_2hr 1189.52708 6.18 63.57 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 27.0 100 1.13E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 18.8 2128 0 0 0 0 Spectrin beta chain, brain 1  35454:170241

1189.53423 3 timecourse_ATM_combo_1hr 1189.52708 6.01 62.65 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 37.6 100 2.16E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 22 2128 0 0 0 0 Spectrin beta chain, brain 1  35456:182176

957.39892 2 timecourse_ATM_combo_1hr 957.39314 6.04 59.52 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGS#PR.M 1.1 89 8.40E+04 GEQVS#QNGLPAEQGS#PR 1000 2128 0 2138 0 0 Spectrin beta chain, brain 1  35456:130388

917.41635 2 timecourse_ATM_ctrl1 917.40998 6.94 58.9 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 8.0 100 2.88E+05 GEQVS#QNGLPAEQGSPR 131 2128 0 0 0 0 Spectrin beta chain, brain 1  35448:122297

917.41445 2 timecourse_ATM_combo_1hr 917.40998 4.87 58.81 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 13.4 100 3.88E+05 GEQVS#QNGLPAEQGSPR 110.3 2128 0 0 0 0 Spectrin beta chain, brain 1  35457:123696

1189.53413 3 timecourse_ATM_ctrl2 1189.52708 5.93 57.31 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 33.9 100 1.29E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 51.6 2128 0 0 0 0 Spectrin beta chain, brain 1  35447:169623

957.39837 2 timecourse_ATM_combo_1hr 957.39314 5.46 55.06 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGS#PR.M 3.1 100 8.63E+04 GEQVS#QNGLPAEQGS#PR 1000 2128 0 2138 0 0 Spectrin beta chain, brain 1  35457:130426

917.41501 2 timecourse_ATM_combo_4hr 917.40998 5.48 53.25 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 8.1 100 2.49E+05 GEQVS#QNGLPAEQGSPR 111.7 2128 0 0 0 0 Spectrin beta chain, brain 1  35453:120961

1189.53165 3 timecourse_ATM_combo_8hr 1189.52708 3.84 52.73 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 16.9 100 1.14E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 38.1 2128 0 0 0 0 Spectrin beta chain, brain 1  35451:185100

892.39983 4 timecourse_ATM_ctrl1 892.39713 3.03 52.39 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 22.0 100 1.52E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 4.3 2128 ‐18,0 0 0 0 0 Spectrin beta chain, brain 1  35449:181679

917.41567 2 timecourse_ATM_ctrl2 917.40998 6.2 51.37 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 5.9 100 1.57E+05 GEQVS#QNGLPAEQGSPR 103.2 2128 0 0 0 0 Spectrin beta chain, brain 1  35447:110363

1189.53241 3 timecourse_ATM_combo_4hr 1189.52708 4.48 49.76 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 28.3 100 1.57E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 34.6 2128 0 0 0 0 Spectrin beta chain, brain 1  35453:180911

1189.53288 3 timecourse_ATM_combo_4hr 1189.52708 4.88 47.39 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 22.8 100 1.63E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 44.2 2128 0 0 0 0 Spectrin beta chain, brain 1  35452:177340

892.40105 4 timecourse_ATM_combo_4hr 892.39713 4.39 46.03 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 17.5 100 1.59E+06 VSEEAESQQQWDTS#KGEQVSQNGLPAEQGSPR 8.1 2122 ‐7,6 0 0 0 0 Spectrin beta chain, brain 1  35453:180901

892.39945 4 combeffx_ATM_PI3Ki 892.39713 2.6 45.24 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTS#KGEQVSQNGLPAEQGSPR.M 6.4 92 6.14E+05 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 9.7 2128 ‐18,0 0 0 0 0 Spectrin beta chain, brain 1  35298:74476

892.40255 4 timecourse_ATM_ctrl2 892.39713 6.07 44.56 SPTBN1  SPTB2_HUMAN 4 K.VSEEAES#QQQWDTSKGEQVSQNGLPAEQGSPR.M 22.5 100 1.34E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 1.9 2128 ‐13,0 0 0 0 0 Spectrin beta chain, brain 1  35446:165992

892.40115 4 timecourse_ATM_combo_4hr 892.39713 4.5 43.98 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 18.7 100 1.60E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 12.5 2128 ‐13,0 0 0 0 0 Spectrin beta chain, brain 1  35452:177330

892.40239 4 timecourse_ATM_ctrl2 892.39713 5.89 43.52 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 24.9 100 1.41E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 13.9 2128 0 0 0 0 Spectrin beta chain, brain 1  35447:169613

892.40253 4 timecourse_ATM_combo_1hr 892.39713 6.05 43.34 SPTBN1  SPTB2_HUMAN 4 K.VSEEAES#QQQWDTSKGEQVSQNGLPAEQGSPR.M 21.5 100 1.92E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 19.5 2128 0 0 0 0 Spectrin beta chain, brain 1  35456:182186

1189.53256 3 timecourse_ATM_combo_1hr 1189.52708 4.61 43.29 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 41.2 100 2.27E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 34.1 2128 0 0 0 0 Spectrin beta chain, brain 1  35457:183025

892.40265 4 timecourse_ATM_combo_2hr 892.39713 6.19 42.52 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 20.3 100 9.60E+05 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 13.9 2128 0 0 0 0 Spectrin beta chain, brain 1  35454:170251

892.40142 4 timecourse_ATM_combo_2hr 892.39713 4.81 41.13 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 19.6 100 9.77E+05 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 7 2128 ‐7,0 0 0 0 0 Spectrin beta chain, brain 1  35455:171691

1189.53304 3 timecourse_ATM_combo_2hr 1189.52708 5.01 40.14 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 32.1 100 1.14E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 22 2128 0 0 0 0 Spectrin beta chain, brain 1  35455:171701

892.40116 4 timecourse_ATM_combo_1hr 892.39713 4.52 39 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 26.9 100 2.03E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 15.7 2128 0 0 0 0 Spectrin beta chain, brain 1  35457:183015

1189.53395 3 timecourse_ATM_ctrl1 1189.52708 5.78 34.1 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 26.7 100 1.67E+06 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR 17.8 2128 0 0 0 0 Spectrin beta chain, brain 1  35448:178720

1216.18653 3 timecourse_ATM_combo_4hr 1216.18252 3.3 33.94 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGS#PR.M 4.5 100 3.31E+05 VSEEAESQQQWDTSKGEQVS#QNGLPAEQGS#PR 36.9 2128 66.5 2138 0 0 Spectrin beta chain, brain 1  35453:181621

892.40211 4 timecourse_ATM_ctrl1 892.39713 5.58 33.76 SPTBN1  SPTB2_HUMAN 4 K.VSEEAESQQQWDTSKGEQVS#QNGLPAEQGSPR.M 18.6 100 1.48E+06 VSEEAESQQQWDT#SKGEQVSQNGLPAEQGSPR 8.2 2121 ‐11,0 0 0 0 0 Spectrin beta chain, brain 1  35448:178710

957.39704 2 timecourse_ATM_combo_2hr 957.39314 4.07 30.48 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGS#PR.M 5.1 100 6.56E+04 GEQVS#QNGLPAEQGS#PR 1000 2128 0 2138 0 0 Spectrin beta chain, brain 1  35455:121007

611.94584 3 timecourse_ATM_combo_1hr 611.94241 5.61 29.1 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 5.9 100 2.71E+05 GEQVS#QNGLPAEQGSPR 75.4 2128 0 0 0 0 Spectrin beta chain, brain 1  35456:123918

957.3989 2 timecourse_ATM_combo_8hr 957.39314 6.02 28.83 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGS#PR.M 2.4 100 7.95E+04 GEQVS#QNGLPAEQGS#PR 1000 2128 0 2138 0 0 Spectrin beta chain, brain 1  35451:129197

611.9463 3 timecourse_ATM_ctrl1 611.94241 6.36 28.16 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 5.0 100 1.84E+05 GEQVS#QNGLPAEQGSPR 74.4 2128 0 0 0 0 Spectrin beta chain, brain 1  35448:122287

611.94613 3 timecourse_ATM_combo_8hr 611.94241 6.08 28.09 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 3.9 100 2.07E+05 GEQVS#QNGLPAEQGSPR 80.7 2128 0 0 0 0 Spectrin beta chain, brain 1  35450:121418

611.94518 3 timecourse_ATM_combo_1hr 611.94241 4.53 24.99 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 5.1 100 2.25E+05 GEQVS#QNGLPAEQGSPR 65 2128 0 0 0 0 Spectrin beta chain, brain 1  35457:123686

611.9456 3 timecourse_ATM_combo_2hr 611.94241 5.21 16.95 SPTBN1  SPTB2_HUMAN 4 K.GEQVS#QNGLPAEQGSPR.M 4.1 100 1.10E+05 GEQVS#QNGLPAEQGSPR 55.2 2128 0 0 0 0 Spectrin beta chain, brain 1  35454:114874

1107.13301 3 timecourse_ATM_ctrl1 1107.12689 5.54 84.34 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 5.4 100 4.19E+05 S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR 19.2 282 0 0 0 0 Sequestosome‐1  35448:176780

1107.13179 3 timecourse_ATM_combo_4hr 1107.12689 4.43 83.5 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 56.5 100 4.17E+06 SSS#QPSSCCSDPSKPGGNVEGATQSLAEQMR 0 284 ‐2,0 0 0 0 0 Sequestosome‐1  35453:178341

1107.13216 3 timecourse_ATM_combo_4hr 1107.12689 4.76 75.83 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 51.6 100 3.94E+06 S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR 16.2 282 0 0 0 0 Sequestosome‐1  35452:175070

1107.13261 3 timecourse_ATM_combo_8hr 1107.12689 5.17 75.33 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 47.4 100 4.88E+06 S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR 16.2 282 0 0 0 0 Sequestosome‐1  35450:179920

1107.13251 3 timecourse_ATM_combo_1hr 1107.12689 5.08 70.97 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 58.7 100 3.77E+06 S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR 16.2 282 0 0 0 0 Sequestosome‐1  35456:179836

1107.13093 3 timecourse_ATM_combo_1hr 1107.12689 3.65 59.17 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 48.4 100 3.71E+06 SSS#QPSSCCSDPSKPGGNVEGATQSLAEQMR 12.3 284 ‐2,0 0 0 0 0 Sequestosome‐1  35457:180685

1107.13224 3 timecourse_ATM_combo_8hr 1107.12689 4.83 58.26 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 47.3 100 5.46E+06 S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR 16.2 282 0 0 0 0 Sequestosome‐1  35451:182780

1107.13154 3 timecourse_ATM_ctrl1 1107.12689 4.2 54.65 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 8.7 100 5.37E+05 S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR 16.2 282 0 0 0 0 Sequestosome‐1  35449:179489

1107.13241 3 timecourse_ATM_combo_2hr 1107.12689 4.99 51.73 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 29.7 100 1.30E+06 S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR 16.2 282 0 0 0 0 Sequestosome‐1  35455:169451

1107.13258 3 timecourse_ATM_combo_2hr 1107.12689 5.14 49.47 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 34.2 100 1.25E+06 S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR 16.2 282 0 0 0 0 Sequestosome‐1  35454:168051



830.60112 4 timecourse_ATM_combo_1hr 830.59698 4.98 37.98 SQSTM1  SQSTM_HUMAN 3 K.SSS#QPSSCCSDPSKPGGNVEGATQSLAEQMR.K 8.2 100 6.70E+05 SSSQPSSCCS#DPSKPGGNVEGATQSLAEQMR 8.1 291 ‐9,3 0 0 0 0 Sequestosome‐1  35456:179826

830.60004 4 timecourse_ATM_combo_1hr 830.59698 3.68 37 SQSTM1  SQSTM_HUMAN 3 K.SSSQPSS#CCSDPSKPGGNVEGATQSLAEQMR.K 8.6 100 6.02E+05 SSSQPSSCCS#DPSKPGGNVEGATQSLAEQMR 3.4 291 ‐9,3 0 0 0 0 Sequestosome‐1  35457:180695

1055.0984 3 timecourse_ATM_combo_4hr 1055.09318 4.95 32.88 SQSTM1  SQSTM_HUMAN 3 K.SSS#QPSSCCSDPSKPGGNVEGATQSLAEQM.R 6.6 100 3.10E+05 SSS#QPSSCCSDPSKPGGNVEGATQSLAEQM 0 284 ‐2,4 0 0 0 0 Sequestosome‐1  35452:172690

1055.09875 3 timecourse_ATM_combo_8hr 1055.09318 5.28 30.51 SQSTM1  SQSTM_HUMAN 3 K.SSS#QPSSCCSDPSKPGGNVEGATQSLAEQM.R 8.2 100 7.41E+05 SSS#QPSSCCSDPSKPGGNVEGATQSLAEQM 0 284 ‐2,0 0 0 0 0 Sequestosome‐1  35450:177610

830.60111 4 timecourse_ATM_combo_8hr 830.59698 4.97 30.35 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 7.5 100 8.65E+05 SSS#QPSSCCSDPSKPGGNVEGATQSLAEQMR 8.1 284 ‐2,10 0 0 0 0 Sequestosome‐1  35450:179910

830.6008 4 timecourse_ATM_combo_4hr 830.59698 4.6 26.82 SQSTM1  SQSTM_HUMAN 3 K.S#SSQPSSCCSDPSKPGGNVEGATQSLAEQMR.K 9.9 100 7.96E+05 SSSQPS#SCCSDPSKPGGNVEGATQSLAEQMR 0 287 ‐5,7 0 0 0 0 Sequestosome‐1  35452:175060

1118.18505 3 timecourse_ATM_combo_1hr 1118.17792 6.38 100.48 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 38.8 100 2.82E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 45.7 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35457:181165

1118.18578 3 timecourse_ATM_combo_8hr 1118.17792 7.03 99.55 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 27.3 100 2.37E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 50.7 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35450:180260

1118.18495 3 timecourse_ATM_combo_2hr 1118.17792 6.29 95.17 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 37.1 100 1.88E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 21.3 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35455:169831

1118.18582 3 timecourse_ATM_combo_4hr 1118.17792 7.07 93.13 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 24.2 100 1.96E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 21.3 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35452:175450

1118.18633 3 timecourse_ATM_combo_1hr 1118.17792 7.52 91.87 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 35.8 100 2.62E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 26.5 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35456:180266

1118.18668 3 timecourse_ATM_combo_8hr 1118.17792 7.83 90.73 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 31.6 100 2.95E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 40.7 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35451:183110

1118.1849 3 timecourse_ATM_ctrl1 1118.17792 6.24 83.39 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 7.9 100 6.64E+05 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 24.8 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35449:179969

1118.18597 3 timecourse_ATM_combo_4hr 1118.17792 7.2 81.05 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 27.0 100 2.38E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 48.9 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35453:178761

1144.84186 3 timecourse_ATM_combo_4hr 1144.83336 7.42 80.02 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK.A 11.5 100 9.95E+05 HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK 8.8 807 ‐2,0 30.7 811 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35453:179551

1144.842 3 timecourse_ATM_combo_4hr 1144.83336 7.55 77.7 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK.A 10.3 100 7.99E+05 HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK 27 807 21.3 811 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35452:176130

1011.44941 2 timecourse_ATM_combo_1hr 1011.44231 7.02 72.06 SRGAP1  SRGP1_HUMAN 1 Y.IVVQDMDDTFSDTLS#QK.A 5.6 100 2.04E+05 IVVQDMDDTFSDTLS#QK 24.8 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35456:139739

1118.18511 3 timecourse_ATM_combo_2hr 1118.17792 6.43 70.62 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 33.8 100 1.72E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 37.4 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35454:168421

1118.18572 3 timecourse_ATM_ctrl2 1118.17792 6.98 70.3 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDT#LSQK.A 10.3 100 4.82E+05 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 22 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35447:167663

1118.18623 3 timecourse_ATM_ctrl1 1118.17792 7.43 69.29 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 9.0 100 6.73E+05 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 30.7 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35448:177230

1118.18641 3 timecourse_ATM_ctrl2 1118.17792 7.6 64.2 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 7.7 100 4.23E+05 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 36.8 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35446:164202

1011.44809 2 timecourse_ATM_combo_2hr 1011.44231 5.71 59.61 SRGAP1  SRGP1_HUMAN 1 Y.IVVQDMDDTFSDTLS#QK.A 4.4 100 1.34E+05 IVVQDMDDTFSDTLS#QK 15.5 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35455:129970

1144.84084 3 timecourse_ATM_combo_2hr 1144.83336 6.53 54.21 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK.A 14.5 100 9.49E+05 HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK 10.7 807 0,2 5.9 811 ‐2,0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35455:170541

1144.84233 3 timecourse_ATM_combo_1hr 1144.83336 7.84 51.69 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK.A 16.0 100 1.26E+06 HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK 5.9 807 0,2 15.5 811 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35456:181046

1144.84117 3 timecourse_ATM_combo_1hr 1144.83336 6.82 51.06 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK.A 18.6 100 1.52E+06 HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK 0 807 0,2 4 811 ‐6,0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35457:181865

1144.84229 3 timecourse_ATM_combo_2hr 1144.83336 7.8 42.26 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFS#DTLS#QK.A 17.6 100 8.58E+05 HNGIDGLVPHQYIVVQDMDDTFS#DT#LSQK 13.4 807 0 809 0,2 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35454:169111

838.89073 4 timecourse_ATM_combo_1hr 838.88526 6.52 40.57 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 54.8 100 3.41E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 44.7 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35457:181175

838.89134 4 timecourse_ATM_combo_8hr 838.88526 7.25 38.72 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 44.2 100 3.45E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 46.2 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35450:180270

838.89176 4 timecourse_ATM_combo_1hr 838.88526 7.75 36.85 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDT#FSDTLSQK.A 46.9 100 3.02E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 46.2 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35456:180276

838.89059 4 timecourse_ATM_combo_2hr 838.88526 6.35 31.14 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 47.7 100 2.21E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 58.3 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35455:169841

838.89118 4 timecourse_ATM_combo_4hr 838.88526 7.07 30.3 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 39.2 100 2.81E+06 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 41.3 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35452:175460

838.89118 4 timecourse_ATM_ctrl2 838.88526 7.06 24.57 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 14.4 100 5.97E+05 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 53.5 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35447:167673

838.89137 4 timecourse_ATM_ctrl2 838.88526 7.28 24.03 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFS#DTLSQK.A 12.2 100 5.82E+05 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 30.7 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35446:164192

838.89054 4 timecourse_ATM_ctrl1 838.88526 6.29 19.77 SRGAP1  SRGP1_HUMAN 1 R.HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK.A 12.7 100 8.01E+05 HNGIDGLVPHQYIVVQDMDDTFSDTLS#QK 58.3 811 0 0 0 0 SLIT‐ROBO Rho GTPase‐activating protein 1  35449:179979

909.07914 3 timecourse_ATM_combo_1hr 909.07600 3.45 55.85 SRP68  SRP68_HUMAN 8 K.CSLQAAAILDANDAHQT#ETSSSQVK.D 5.8 100 2.71E+05 CSLQAAAILDANDAHQTETSS#SQVK 0 545 ‐4,1 0 0 0 0 Signal recognition particle 68 kDa protein  35457:170285

909.07987 3 timecourse_ATM_ctrl1 909.07600 4.26 54.25 SRP68  SRP68_HUMAN 8 K.CSLQAAAILDANDAHQTETSSS#QVK.D 3.7 100 2.37E+05 CSLQAAAILDANDAHQT#ETSSSQVK 8.7 541 0,5 0 0 0 0 Signal recognition particle 68 kDa protein  35448:167150

909.08016 3 timecourse_ATM_combo_8hr 909.07600 4.58 51.66 SRP68  SRP68_HUMAN 8 K.CSLQAAAILDANDAHQTETSS#SQVK.D 3.7 100 3.78E+05 CSLQAAAILDANDAHQT#ETSSSQVK 9.9 541 0,5 0 0 0 0 Signal recognition particle 68 kDa protein  35451:172070

1071.82116 3 timecourse_ATM_combo_4hr 1071.81948 1.57 50.92 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMT#QEKLEESSTIGQDQTLMER.D 28.3 100 3.23E+06 ENPPNKMT#QEKLEESSTIGQDQTLMER 26.2 326 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35453:176921

1071.82148 3 timecourse_ATM_combo_8hr 1071.81948 1.87 49.49 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMT#QEKLEESSTIGQDQTLMER.D 32.4 100 7.95E+06 ENPPNKMT#QEKLEESSTIGQDQTLMER 42.9 326 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35450:178460

1071.8218 3 timecourse_ATM_combo_4hr 1071.81948 2.16 44.95 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMT#QEKLEESSTIGQDQTLMER.D 23.4 100 2.80E+06 ENPPNKMT#QEKLEESSTIGQDQTLMER 29.1 326 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35452:173670

804.12034 4 timecourse_ATM_combo_2hr 804.11643 4.86 41.21 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMTQEKLEESST#IGQDQTLMER.D 19.7 100 1.03E+06 ENPPNKMTQEKLEESST#IGQDQTLMER 8.7 335 ‐9,0 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35455:168121

1071.82134 3 timecourse_ATM_combo_8hr 1071.81948 1.74 40.02 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMT#QEKLEESSTIGQDQTLMER.D 35.2 100 9.44E+06 ENPPNKMT#QEKLEESSTIGQDQTLMER 34.1 326 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35451:181260

698.30574 2 timecourse_ATM_combo_8hr 698.30232 4.9 37.67 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMT#QEK.L 11.3 100 4.66E+05 ENPPNKMT#QEK 1000 326 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35451:76954

1071.82498 3 timecourse_ATM_combo_2hr 1071.81948 5.13 37.15 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMT#QEKLEESSTIGQDQTLMER.D 9.9 100 4.29E+05 ENPPNKMT#QEKLEESSTIGQDQTLMER 32.4 326 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35455:168131

804.12138 4 timecourse_ATM_combo_2hr 804.11643 6.16 33.34 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMTQEKLEESST#IGQDQTLMER.D 17.3 100 1.12E+06 ENPPNKMTQEKLEESST#IGQDQTLMER 8.1 335 ‐9,0 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35454:166731

804.11794 4 timecourse_ATM_combo_8hr 804.11643 1.88 32.84 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMTQEKLEESST#IGQDQTLMER.D 93.8 100 1.69E+07 ENPPNKMTQEKLEESST#IGQDQTLMER 13.4 335 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35450:178470

698.30567 2 timecourse_ATM_combo_8hr 698.30232 4.8 31.18 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMT#QEK.L 12.3 100 4.31E+05 ENPPNKMT#QEK 1000 326 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35450:76443

808.12022 4 timecourse_ATM_combo_8hr 808.11516 6.26 30.8 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMTQEKLEESST#IGQDQTLM*ER.D 11.5 100 7.03E+05 ENPPNKMTQEKLEES#STIGQDQTLM*ER 0 333 ‐7,2 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35451:181550

1071.82568 3 timecourse_ATM_combo_2hr 1071.81948 5.78 30.38 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMT#QEKLEESSTIGQDQTLMER.D 8.1 100 4.34E+05 ENPPNKMT#QEKLEESSTIGQDQTLMER 19 326 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35454:166721

808.12028 4 timecourse_ATM_combo_8hr 808.11516 6.34 20.42 SRPK1  SRPK1_HUMAN 4 K.ENPPNKMTQEKLEESST#IGQDQTLM*ER.D 10.7 100 7.10E+05 ENPPNKMTQEKLEESST#IGQDQTLM*ER 2.7 335 ‐9,0 0 0 0 0 Serine/threonine‐protein kinase SRPK1  35450:178710

932.39101 3 timecourse_ATM_combo_4hr 932.38634 5.01 47.11 SRRM2  SRRM2_HUMAN 1 R.GEGDAPFSEPGTTST#QRPS#SPETATK.Q 5.9 100 1.97E+05 GEGDAPFSEPGTTST#QRPSS#PETATK 2.6 318 ‐1,10 9.8 323 ‐7,5 0 0 Serine/arginine repetitive matrix protein 2  35453:169891

661.30366 3 timecourse_ATM_ctrl1 661.30026 5.14 25.47 SRRM2  SRRM2_HUMAN 2 R.SGSS#QELDVKPSASPQER.S 5.0 100 2.38E+05 SGSS#QELDVKPSASPQER 15.9 1542 0 0 0 0 Serine/arginine repetitive matrix protein 2  35448:134420

661.30289 3 timecourse_ATM_combo_1hr 661.30026 3.98 25.17 SRRM2  SRRM2_HUMAN 2 R.SGSS#QELDVKPSASPQER.S 3.0 100 1.87E+05 SGSS#QELDVKPSASPQER 14.9 1542 0 0 0 0 Serine/arginine repetitive matrix protein 2  35457:136698

661.30346 3 timecourse_ATM_combo_8hr 661.30026 4.84 24.78 SRRM2  SRRM2_HUMAN 2 R.SGSS#QELDVKPSASPQER.S 4.7 100 2.91E+05 SGSS#QELDVKPSASPQER 7 1542 ‐3,0 0 0 0 0 Serine/arginine repetitive matrix protein 2  35451:135061

661.30304 3 timecourse_ATM_combo_2hr 661.30026 4.2 23.74 SRRM2  SRRM2_HUMAN 2 R.SGSS#QELDVKPSASPQER.S 4.1 100 1.36E+05 SGSS#QELDVKPSASPQER 5 1542 ‐3,0 0 0 0 0 Serine/arginine repetitive matrix protein 2  35454:126565

984.42457 3 timecourse_ATM_combo_4hr 984.42004 4.6 21.43 SRRM2  SRRM2_HUMAN 1 R.RGEGDAPFSEPGTTST#QRPS#SPETATK.Q 17.4 100 5.91E+05 RGEGDAPFSEPGTTS#TQRPS#SPETATK 0 317 ‐2,1 0 322 0,1 0 0 Serine/arginine repetitive matrix protein 2  35453:172861

984.4249 3 timecourse_ATM_combo_8hr 984.42004 4.94 17.71 SRRM2  SRRM2_HUMAN 1 R.RGEGDAPFSEPGTTST#QRPS#SPETATK.Q 10.3 100 5.72E+05 RGEGDAPFSEPGTTST#QRPSS#PETATK 8.7 318 0,4 6.4 323 ‐1,0 0 0 Serine/arginine repetitive matrix protein 2  35451:176950

911.33247 2 combeffx_ATM_comboi 911.32599 7.11 79.85 SSFA2  SSFA2_HUMAN 4 R.TAS#QHSDSSGFAEDSTD.C 6.2 100 2.33E+05 TAS#QHSDSSGFAEDSTD 16.2 503 0 0 0 0 Sperm‐specific antigen 2  35301:50852

911.33119 2 combeffx_ATM_comboi 911.32599 5.71 66.15 SSFA2  SSFA2_HUMAN 4 R.T#ASQHSDSSGFAEDSTD.C 9.2 100 3.57E+05 TAS#QHSDSSGFAEDSTD 13.2 503 0 0 0 0 Sperm‐specific antigen 2  35300:55627

911.33138 2 timecourse_ATM_combo_8hr 911.32599 5.91 60.82 SSFA2  SSFA2_HUMAN 4 R.T#ASQHSDSSGFAEDSTD.C 18.8 100 3.54E+05 TAS#QHSDSSGFAEDSTD 13.2 503 0 0 0 0 Sperm‐specific antigen 2  35450:120510

911.33151 2 timecourse_ATM_combo_4hr 911.32599 6.06 53.96 SSFA2  SSFA2_HUMAN 4 R.TAS#QHSDSSGFAEDSTD.C 11.2 100 1.62E+05 T#ASQHSDSSGFAEDSTD 9.3 501 0,2 0 0 0 0 Sperm‐specific antigen 2  35453:120065

911.33165 2 timecourse_ATM_combo_4hr 911.32599 6.22 53.44 SSFA2  SSFA2_HUMAN 4 R.TAS#QHSDSSGFAEDSTD.C 9.6 100 1.51E+05 TAS#QHSDSSGFAEDSTD 13.2 503 0 0 0 0 Sperm‐specific antigen 2  35452:117864

691.80687 2 timecourse_ATM_combo_8hr 691.80302 5.57 48.5 SSFA2  SSFA2_HUMAN 6 R.GPDPAAAPYST#QK.S 7.6 100 3.16E+05 GPDPAAAPYST#QK 13.2 945 0 0 0 0 Sperm‐specific antigen 2  35451:75407

691.80696 2 timecourse_ATM_combo_8hr 691.80302 5.7 41.77 SSFA2  SSFA2_HUMAN 6 R.GPDPAAAPYST#QK.S 7.4 100 2.99E+05 GPDPAAAPYST#QK 13.2 945 0 0 0 0 Sperm‐specific antigen 2  35450:74837

911.33117 2 timecourse_ATM_combo_8hr 911.32599 5.68 38.26 SSFA2  SSFA2_HUMAN 4 R.TAS#QHSDSSGFAEDSTD.C 20.0 100 3.58E+05 TAS#QHSDSSGFAEDSTD 5.9 503 ‐2,0 0 0 0 0 Sperm‐specific antigen 2  35451:121732

910.76528 3 combeffx_ATM_comboi 910.76147 4.18 39.1 SSRP1  SSRP1_HUMAN 2 R.FYVPPT#QEDGVDPVEAFAQNVLSK.A 9.9 100 2.69E+06 FYVPPT#QEDGVDPVEAFAQNVLSK 37.1 170 0 0 0 0 FACT complex subunit SSRP1  35301:71789

701.64289 3 timecourse_ATM_ctrl1 701.64039 3.56 22.99 SSRP1  SSRP1_HUMAN 0 K.QGT#QYTFSSIEREEYGK.L 7.6 100 3.50E+05 QGT#QYTFSSIEREEYGK 0 399 0,2 0 0 0 0 FACT complex subunit SSRP1  35449:145038

701.64374 3 timecourse_ATM_combo_2hr 701.64039 4.77 21.28 SSRP1  SSRP1_HUMAN 0 K.QGT#QYTFSSIEREEYGK.L 5.8 100 2.12E+05 QGT#QYTFSSIEREEYGK 0 399 0,2 0 0 0 0 FACT complex subunit SSRP1  35455:134864

701.64302 3 timecourse_ATM_combo_1hr 701.64039 3.75 20.5 SSRP1  SSRP1_HUMAN 0 K.QGT#QYTFSSIEREEYGK.L 8.1 100 4.12E+05 QGT#QYTFSSIEREEYGK 0 399 0,3 0 0 0 0 FACT complex subunit SSRP1  35457:145120

701.6444 3 timecourse_ATM_combo_2hr 701.64039 5.72 18.29 SSRP1  SSRP1_HUMAN 0 K.QGT#QYTFSSIEREEYGK.L 5.9 100 2.48E+05 QGT#QYTFSSIEREEYGK 0 399 0,2 0 0 0 0 FACT complex subunit SSRP1  35454:134787

701.64396 3 timecourse_ATM_combo_1hr 701.64039 5.09 12.56 SSRP1  SSRP1_HUMAN 0 K.QGT#QYTFSSIEREEYGK.L 8.2 100 4.07E+05 QGT#QYTFSSIEREEYGK 0 399 0,2 0 0 0 0 FACT complex subunit SSRP1  35456:144909

643.29838 2 combeffx_ATM_ctrl 643.29651 2.91 65.41 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 53.8 100 4.74E+06 INKTEICS#QL 72.4 337 0 0 0 0 Metalloreductase STEAP1  35295:24352

643.29856 2 combeffx_ATM_MEKi 643.29651 3.19 62.61 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 90.2 100 4.55E+06 INKTEICS#QL 72.4 337 0 0 0 0 Metalloreductase STEAP1  35296:22566

643.29856 2 combeffx_ATM_PI3Ki 643.29651 3.19 59.35 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 58.5 100 3.91E+06 INKTEICS#QL 72.4 337 0 0 0 0 Metalloreductase STEAP1  35299:23940

643.30013 2 timecourse_ATM_combo_4hr 643.29651 5.63 55.31 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 69.0 100 2.62E+06 INKTEICS#QL 65 337 0 0 0 0 Metalloreductase STEAP1  35453:62732

643.30091 2 timecourse_ATM_ctrl2 643.29651 6.84 54.43 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 43.4 100 1.25E+06 INKTEICS#QL 63.8 337 0 0 0 0 Metalloreductase STEAP1  35447:55650

643.29864 2 combeffx_ATM_MEKi 643.29651 3.31 53.69 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 113.1 100 3.99E+06 INKTEICS#QL 72.4 337 0 0 0 0 Metalloreductase STEAP1  35297:20924

643.29834 2 combeffx_ATM_PI3Ki 643.29651 2.84 52.8 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 61.3 100 4.90E+06 INKTEICS#QL 59.3 337 0 0 0 0 Metalloreductase STEAP1  35298:24284

643.29949 2 timecourse_ATM_combo_1hr 643.29651 4.63 52.31 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 73.4 100 2.64E+06 INKTEICS#QL 72.4 337 0 0 0 0 Metalloreductase STEAP1  35457:63735

643.30026 2 timecourse_ATM_combo_4hr 643.29651 5.83 49.54 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 73.6 100 2.55E+06 INKTEICS#QL 59.3 337 0 0 0 0 Metalloreductase STEAP1  35452:61373

643.30073 2 timecourse_ATM_ctrl1 643.29651 6.58 46.41 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 57.5 100 2.21E+06 INKTEICS#QL 59.3 337 0 0 0 0 Metalloreductase STEAP1  35448:63605

643.30055 2 timecourse_ATM_combo_8hr 643.29651 6.28 45.68 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 28.2 100 1.10E+06 INKTEICS#QL 54.6 337 0 0 0 0 Metalloreductase STEAP1  35451:63125

643.30085 2 timecourse_ATM_combo_8hr 643.29651 6.75 43.47 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 29.3 100 1.26E+06 INKTEICS#QL 65 337 0 0 0 0 Metalloreductase STEAP1  35450:63023

643.29973 2 timecourse_ATM_ctrl1 643.29651 5.01 42.48 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 55.4 100 2.25E+06 INKTEICS#QL 72.4 337 0 0 0 0 Metalloreductase STEAP1  35449:64348

643.30085 2 combeffx_ATM_comboi 643.29651 6.75 41.72 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 39.5 100 4.79E+06 INKTEICS#QL 92.2 337 0 0 0 0 Metalloreductase STEAP1  35300:26831

643.30051 2 timecourse_ATM_combo_1hr 643.29651 6.22 41.23 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 79.4 100 2.72E+06 INKTEICS#QL 59.3 337 0 0 0 0 Metalloreductase STEAP1  35456:63535

643.30129 2 timecourse_ATM_ctrl2 643.29651 7.43 39.89 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 38.8 100 1.20E+06 INKTEICS#QL 54.6 337 0 0 0 0 Metalloreductase STEAP1  35446:54748

643.29949 2 timecourse_ATM_combo_2hr 643.29651 4.63 36.76 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 61.4 100 1.48E+06 INKTEICS#QL 63.8 337 0 0 0 0 Metalloreductase STEAP1  35455:59340

643.30034 2 timecourse_ATM_combo_2hr 643.29651 5.95 34.82 STEAP1  STEA1_HUMAN 1 K.INKTEICS#QL.‐ 66.3 100 1.61E+06 INKTEICS#QL 59.3 337 0 0 0 0 Metalloreductase STEAP1  35454:60071

586.75798 2 timecourse_ATM_combo_2hr 586.75448 5.96 31.73 STEAP1  STEA1_HUMAN 1 I.NKTEICS#QL.‐ 9.4 100 2.13E+05 NKTEICS#QL 39.8 337 0 0 0 0 Metalloreductase STEAP1  35454:42664

701.83054 2 timecourse_ATM_combo_1hr 701.82737 4.52 44.35 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 142.4 100 4.22E+06 LTEPQHGLGS#QR 93.8 512 0 0 0 0 Stromal interaction molecule 1  35457:78666

701.83071 2 timecourse_ATM_combo_4hr 701.82737 4.76 42.34 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 103.6 100 2.91E+06 LTEPQHGLGS#QR 77.5 512 0 0 0 0 Stromal interaction molecule 1  35453:77314

468.22308 3 timecourse_ATM_combo_2hr 468.22067 5.15 41.75 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 229.0 100 4.00E+06 LTEPQHGLGS#QR 94.5 512 0 0 0 0 Stromal interaction molecule 1  35454:73645

701.83057 2 combeffx_ATM_PI3Ki 701.82737 4.56 41.08 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 23.4 100 9.21E+05 LTEPQHGLGS#QR 61.7 512 0 0 0 0 Stromal interaction molecule 1  35299:29886

701.83057 2 timecourse_ATM_combo_2hr 701.82737 4.57 39.8 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 152.5 100 2.74E+06 LTEPQHGLGS#QR 64.3 512 0 0 0 0 Stromal interaction molecule 1  35455:73097

701.83092 2 timecourse_ATM_combo_4hr 701.82737 5.06 37.36 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 95.5 100 2.79E+06 LTEPQHGLGS#QR 65.9 512 0 0 0 0 Stromal interaction molecule 1  35452:75786

701.83174 2 timecourse_ATM_ctrl1 701.82737 6.23 36.71 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 14.5 100 5.09E+05 LTEPQHGLGS#QR 60.3 512 0 0 0 0 Stromal interaction molecule 1  35448:78177

701.83122 2 timecourse_ATM_combo_1hr 701.82737 5.49 34.82 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 151.4 100 4.52E+06 LTEPQHGLGS#QR 64.3 512 0 0 0 0 Stromal interaction molecule 1  35456:78329

701.83119 2 combeffx_ATM_comboi 701.82737 5.44 34.61 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 42.9 100 1.68E+06 LTEPQHGLGS#QR 70.6 512 0 0 0 0 Stromal interaction molecule 1  35301:30806

701.83106 2 timecourse_ATM_combo_2hr 701.82737 5.26 31.98 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 140.7 100 2.87E+06 LTEPQHGLGS#QR 71.1 512 0 0 0 0 Stromal interaction molecule 1  35454:73655

701.83054 2 timecourse_ATM_ctrl1 701.82737 4.52 31.43 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 14.2 100 5.10E+05 LTEPQHGLGS#QR 53.4 512 0 0 0 0 Stromal interaction molecule 1  35449:79392

701.83148 2 combeffx_ATM_comboi 701.82737 5.86 31.02 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 41.1 100 2.72E+06 LTEPQHGLGS#QR 53.8 512 0 0 0 0 Stromal interaction molecule 1  35300:33355

468.22284 3 timecourse_ATM_combo_4hr 468.22067 4.63 29.37 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 173.6 100 4.00E+06 LTEPQHGLGS#QR 74.4 512 0 0 0 0 Stromal interaction molecule 1  35453:77304

468.22324 3 timecourse_ATM_combo_1hr 468.22067 5.49 29.25 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 234.3 100 5.99E+06 LTEPQHGLGS#QR 58.9 512 0 0 0 0 Stromal interaction molecule 1  35456:78319

701.82963 2 combeffx_ATM_MEKi 701.82737 3.22 27.91 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 11.8 100 3.35E+05 LTEPQHGLGS#QR 49.5 512 0 0 0 0 Stromal interaction molecule 1  35296:27667

468.22264 3 combeffx_ATM_PI3Ki 468.22067 4.21 27.38 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 84.4 100 3.00E+06 LTEPQHGLGS#QR 74.4 512 0 0 0 0 Stromal interaction molecule 1  35299:29876

701.83093 2 timecourse_ATM_combo_8hr 701.82737 5.07 27.34 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 57.4 100 2.50E+06 LTEPQHGLGS#QR 53.4 512 0 0 0 0 Stromal interaction molecule 1  35451:78080

701.83115 2 timecourse_ATM_ctrl2 701.82737 5.39 25.57 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 12.0 100 2.57E+05 LTEPQHGLGS#QR 53.8 512 0 0 0 0 Stromal interaction molecule 1  35447:68366

468.22225 3 combeffx_ATM_PI3Ki 468.22067 3.37 24.74 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 84.0 100 3.41E+06 LTEPQHGLGS#QR 32.5 512 0 0 0 0 Stromal interaction molecule 1  35298:30692

701.83135 2 timecourse_ATM_ctrl2 701.82737 5.67 24.41 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 9.0 100 2.06E+05 LTEPQHGLGS#QR 47.6 512 0 0 0 0 Stromal interaction molecule 1  35446:67285

468.22314 3 timecourse_ATM_combo_4hr 468.22067 5.28 23.95 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 174.9 100 4.16E+06 LTEPQHGLGS#QR 84.2 512 0 0 0 0 Stromal interaction molecule 1  35452:75796

468.22213 3 combeffx_ATM_MEKi 468.22067 3.12 23.9 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 49.8 100 1.24E+06 LTEPQHGLGS#QR 63 512 0 0 0 0 Stromal interaction molecule 1  35296:27657

468.22283 3 timecourse_ATM_combo_1hr 468.22067 4.61 23.86 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 240.8 100 5.86E+06 LTEPQHGLGS#QR 52.3 512 0 0 0 0 Stromal interaction molecule 1  35457:78676

468.2229 3 combeffx_ATM_comboi 468.22067 4.76 23.75 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 119.9 100 5.48E+06 LTEPQHGLGS#QR 36.1 512 0 0 0 0 Stromal interaction molecule 1  35301:30796

701.83117 2 timecourse_ATM_combo_8hr 701.82737 5.41 22.67 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 52.5 100 2.23E+06 LTEPQHGLGS#QR 20.9 512 0 0 0 0 Stromal interaction molecule 1  35450:77553

468.22281 3 timecourse_ATM_combo_2hr 468.22067 4.57 21.29 STIM1  STIM1_HUMAN 3 R.LTEPQHGLGS#QR.D 236.6 100 3.84E+06 LTEPQHGLGS#QR 46 512 0 0 0 0 Stromal interaction molecule 1  35455:73107

645.97175 3 combeffx_ATM_PI3Ki 645.96884 4.5 61.48 STK10  STK10_HUMAN 0 K.QVAEQGGDLSPAANRS#QK.A 13.1 100 5.79E+05 QVAEQGGDLSPAANRS#QK 9.1 444 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase 10  35298:54152

672.62784 3 timecourse_ATM_combo_1hr 672.62429 5.28 59.13 STK10  STK10_HUMAN 0 K.QVAEQGGDLS#PAANRS#QK.A 13.0 100 2.93E+05 QVAEQGGDLS#PAANRS#QK 1000 438 0 444 0 0 Serine/threonine‐protein kinase 10  35456:139039

645.97254 3 combeffx_ATM_comboi 645.96884 5.73 43.91 STK10  STK10_HUMAN 0 K.QVAEQGGDLSPAANRS#QK.A 9.7 100 7.66E+05 QVAEQGGDLSPAANRS#QK 9.8 444 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase 10  35300:60022

645.97274 3 combeffx_ATM_comboi 645.96884 6.04 41.14 STK10  STK10_HUMAN 0 K.QVAEQGGDLSPAANRS#QK.A 5.4 100 3.41E+05 QVAEQGGDLSPAANRS#QK 9.8 444 ‐6,0 0 0 0 0 Serine/threonine‐protein kinase 10  35301:54809

645.97141 3 timecourse_ATM_combo_1hr 645.96884 3.98 35.91 STK10  STK10_HUMAN 0 K.QVAEQGGDLSPAANRS#QK.A 7.3 100 2.13E+05 QVAEQGGDLSPAANRS#QK 15.1 444 0 0 0 0 Serine/threonine‐protein kinase 10  35456:132609

645.97072 3 timecourse_ATM_combo_1hr 645.96884 2.91 34.86 STK10  STK10_HUMAN 0 K.QVAEQGGDLSPAANRS#QK.A 10.1 100 2.65E+05 QVAEQGGDLSPAANRS#QK 16.5 444 0 0 0 0 Serine/threonine‐protein kinase 10  35457:132718

672.62805 3 timecourse_ATM_combo_2hr 672.62429 5.59 24.91 STK10  STK10_HUMAN 0 K.QVAEQGGDLS#PAANRS#QK.A 7.4 100 1.18E+05 QVAEQGGDLS#PAANRS#QK 1000 438 0 444 0 0 Serine/threonine‐protein kinase 10  35454:129175

672.62761 3 timecourse_ATM_combo_4hr 672.62429 4.94 23.75 STK10  STK10_HUMAN 0 K.QVAEQGGDLS#PAANRS#QK.A 7.0 100 1.39E+05 QVAEQGGDLS#PAANRS#QK 1000 438 0 444 0 0 Serine/threonine‐protein kinase 10  35452:133078

770.84926 2 timecourse_ATM_combo_8hr 770.84524 5.22 44.37 STOML1  STML1_HUMAN 3 R.FQQSSFGFLGS#QK.G 6.3 100 4.59E+05 FQQSSFGFLGS#QK 91 28 0 0 0 0 Stomatin‐like protein 1  35450:93757

842.40309 3 combeffx_ATM_PI3Ki 842.40021 3.42 19.52 STOML1  STML1_HUMAN 3 R.ALPLGDFDRFQQSSFGFLGS#QK.G 4.6 100 1.43E+05 ALPLGDFDRFQQSSFGFLGS#QK 59.8 28 0 0 0 0 Stomatin‐like protein 1  35298:66906

825.72489 3 timecourse_ATM_combo_8hr 825.72189 3.63 59.45 STX5  STX5_HUMAN 2 D.SRT#SQQLQLIDEQDSYIQSR.A 10.5 100 9.35E+05 SRT#SQQLQLIDEQDSYIQSR 0 252 ‐2,0 0 0 0 0 Syntaxin‐5  35450:160400

825.72448 3 timecourse_ATM_combo_4hr 825.72189 3.14 52.13 STX5  STX5_HUMAN 2 D.SRTS#QQLQLIDEQDSYIQSR.A 14.6 100 8.97E+05 SRT#SQQLQLIDEQDSYIQSR 7.4 252 ‐2,0 0 0 0 0 Syntaxin‐5  35452:156100

825.72452 3 timecourse_ATM_combo_8hr 825.72189 3.19 43.6 STX5  STX5_HUMAN 2 D.SRTS#QQLQLIDEQDSYIQSR.A 15.7 100 9.74E+05 SRT#SQQLQLIDEQDSYIQSR 5 252 0,1 0 0 0 0 Syntaxin‐5  35451:162560

825.72428 3 timecourse_ATM_combo_4hr 825.72189 2.89 41.25 STX5  STX5_HUMAN 2 D.SRTS#QQLQLIDEQDSYIQSR.A 16.6 100 8.40E+05 SRT#SQQLQLIDEQDSYIQSR 0 252 0,1 0 0 0 0 Syntaxin‐5  35453:158961

941.12295 3 combeffx_ATM_comboi 941.11830 4.94 43.31 SUB1  TCP4_HUMAN 2 K.GISLNPEQWS#QLKEQISDIDDAVR.K 10.8 100 1.66E+06 GISLNPEQWS#QLKEQISDIDDAVR 44.4 111 0 0 0 0 Activated RNA polymerase II transcriptional coactivator p15  35300:80021

738.1199 4 timecourse_ATM_combo_8hr 738.11429 7.6 43.09 SUB1  TCP4_HUMAN 2 R.KGISLNPEQWS#QLKEQISDIDDAVR.K 5.2 100 2.02E+05 KGISLNPEQWS#QLKEQISDIDDAVR 22.9 111 0 0 0 0 Activated RNA polymerase II transcriptional coactivator p15  35450:174600

941.12654 3 timecourse_ATM_combo_8hr 941.11830 8.76 31.63 SUB1  TCP4_HUMAN 2 K.GISLNPEQWS#QLKEQISDIDDAVR.K 7.5 100 1.97E+06 GISLNPEQWS#QLKEQISDIDDAVR 40.4 111 0 0 0 0 Activated RNA polymerase II transcriptional coactivator p15  35450:172290

987.76887 3 timecourse_ATM_combo_4hr 987.76304 5.9 113.06 SUN2  SUN2_HUMAN 13 R.LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK.D 52.4 100 4.12E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 17 12 0 0 0 0 SUN domain‐containing protein 2  35452:169710

987.76923 3 timecourse_ATM_combo_8hr 987.76304 6.27 113.06 SUN2  SUN2_HUMAN 13 R.LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK.D 113.4 100 1.02E+07 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 9.8 12 ‐1,0 0 0 0 0 SUN domain‐containing protein 2  35451:177090

987.76811 3 timecourse_ATM_ctrl1 987.76304 5.13 112.06 SUN2  SUN2_HUMAN 13 R.LTRYSQGDDDGS#SSSGGSSVAGSQSTLFK.D 146.7 100 6.44E+06 LTRYSQGDDDGS#SSSGGSSVAGSQSTLFK 5.8 19 ‐10,0 0 0 0 0 SUN domain‐containing protein 2  35449:174629

987.76901 3 timecourse_ATM_ctrl2 987.76304 6.04 100.04 SUN2  SUN2_HUMAN 13 R.LTRYSQGDDDGS#SSSGGSSVAGSQSTLFK.D 158.7 100 5.84E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 8.6 12 ‐3,0 0 0 0 0 SUN domain‐containing protein 2  35446:158592

987.76822 3 timecourse_ATM_combo_1hr 987.76304 5.24 94.73 SUN2  SUN2_HUMAN 13 R.LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK.D 29.8 100 1.29E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 8.6 12 ‐1,0 0 0 0 0 SUN domain‐containing protein 2  35457:175335

987.76913 3 timecourse_ATM_ctrl1 987.76304 6.17 93.58 SUN2  SUN2_HUMAN 13 R.LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK.D 138.8 100 6.58E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 0 12 ‐3,8 0 0 0 0 SUN domain‐containing protein 2  35448:171850

987.7686 3 timecourse_ATM_combo_4hr 987.76304 5.63 88.56 SUN2  SUN2_HUMAN 13 R.LTRYSQGDDDGS#SSSGGSSVAGSQSTLFK.D 85.6 100 4.35E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 9.8 12 ‐1,0 0 0 0 0 SUN domain‐containing protein 2  35453:172971

987.76931 3 timecourse_ATM_combo_8hr 987.76304 6.35 84.92 SUN2  SUN2_HUMAN 13 R.LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK.D 97.6 100 9.33E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 5.8 12 ‐1,0 0 0 0 0 SUN domain‐containing protein 2  35450:174710

987.76893 3 timecourse_ATM_ctrl2 987.76304 5.96 79.43 SUN2  SUN2_HUMAN 13 R.LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK.D 156.1 100 5.88E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 9.8 12 ‐1,0 0 0 0 0 SUN domain‐containing protein 2  35447:161733

987.76788 3 timecourse_ATM_combo_2hr 987.76304 4.9 76.64 SUN2  SUN2_HUMAN 13 R.LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK.D 32.2 100 1.06E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 8.6 12 ‐1,0 0 0 0 0 SUN domain‐containing protein 2  35455:164381

987.7693 3 timecourse_ATM_combo_2hr 987.76304 6.34 72.96 SUN2  SUN2_HUMAN 13 R.LTRYSQGDDDGSS#SSGGSSVAGSQSTLFK.D 29.7 100 1.18E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 0 12 ‐3,0 0 0 0 0 SUN domain‐containing protein 2  35454:163321

987.76925 3 timecourse_ATM_combo_1hr 987.76304 6.29 67.3 SUN2  SUN2_HUMAN 13 R.LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK.D 26.5 100 1.37E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFK 7.7 12 ‐3,0 0 0 0 0 SUN domain‐containing protein 2  35456:174996

1203.85697 3 timecourse_ATM_combo_8hr 1203.85079 5.13 48 SUN2  SUN2_HUMAN 13 R.LT#RYSQGDDDGSSSSGGSSVAGSQSTLFKDS#PLR.T 6.0 100 4.98E+05 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFKDS#PLR 13.2 12 29 38 0 0 SUN domain‐containing protein 2  35450:182310

1203.85747 3 timecourse_ATM_combo_8hr 1203.85079 5.55 47.82 SUN2  SUN2_HUMAN 13 R.LTRY#SQGDDDGSSSSGGSSVAGSQSTLFKDS#PLR.T 6.5 100 5.09E+05 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFKDS#PLR 13.2 12 52.6 38 0 0 SUN domain‐containing protein 2  35451:185330

1203.85588 3 timecourse_ATM_ctrl1 1203.85079 4.23 42.11 SUN2  SUN2_HUMAN 13 R.LT#RYSQGDDDGSSSSGGSSVAGSQSTLFKDS#PLR.T 28.3 100 1.72E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFKDS#PLR 6.5 12 ‐3,0 29.3 38 0 0 SUN domain‐containing protein 2  35449:181989

1014.42222 3 timecourse_ATM_combo_8hr 1014.41849 3.68 39.64 SUN2  SUN2_HUMAN 13 R.LTRY#SQGDDDGSSSSGGSSVAGS#QSTLFK.D 15.2 100 1.95E+06 LTRYS#QGDDDGSSSSGGSSVAGS#QSTLFK 0 12 ‐3,7 15 30 0 0 SUN domain‐containing protein 2  35451:178420

945.069 3 timecourse_ATM_combo_8hr 945.06473 4.52 36.06 SUN2  SUN2_HUMAN 13 R.LT#RYSQGDDDGSSSSGGSSVAGSQSTLF.K 19.8 100 1.58E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLF 8.5 12 ‐1,0 0 0 0 0 SUN domain‐containing protein 2  35451:174830

1203.856 3 timecourse_ATM_combo_1hr 1203.85079 4.33 36.04 SUN2  SUN2_HUMAN 13 R.LTRY#SQGDDDGSSSSGGSSVAGSQSTLFKDS#PLR.T 10.3 100 5.39E+05 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFKDS#PLR 7.9 12 ‐1,0 23.6 38 0 0 SUN domain‐containing protein 2  35457:183385

1203.85783 3 timecourse_ATM_ctrl2 1203.85079 5.85 34.73 SUN2  SUN2_HUMAN 13 R.LT#RYSQGDDDGSSSSGGSSVAGSQSTLFKDS#PLR.T 29.8 100 1.36E+06 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFKDS#PLR 11.5 12 ‐1,0 11.6 38 ‐8,0 0 0 SUN domain‐containing protein 2  35447:169993

945.06879 3 timecourse_ATM_combo_8hr 945.06473 4.3 33.31 SUN2  SUN2_HUMAN 13 R.LT#RYSQGDDDGSSSSGGSSVAGSQSTLF.K 19.5 100 1.40E+06 LT#RYSQGDDDGSSSSGGSSVAGSQSTLF 16.8 9 0 0 0 0 SUN domain‐containing protein 2  35450:172540

1203.85758 3 timecourse_ATM_combo_4hr 1203.85079 5.64 26.6 SUN2  SUN2_HUMAN 13 R.LTRY#SQGDDDGSSSSGGSSVAGSQSTLFKDS#PLR.T 8.4 100 5.45E+05 LTRYS#QGDDDGSSSSGGSSVAGSQSTLFKDS#PLR 16.2 12 27.1 38 0 0 SUN domain‐containing protein 2  35452:177650

859.37131 2 timecourse_ATM_combo_8hr 859.36620 5.95 75.41 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPLQDGSR.T 18.0 100 1.07E+06 TPMYGS#QTPLQDGSR 21.3 789 0 0 0 0 Transcription elongation factor SPT5  35450:111227

859.37088 2 timecourse_ATM_combo_4hr 859.36620 5.46 73.26 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPLQDGSR.T 10.5 100 4.70E+05 TPMYGS#QTPLQDGSR 24.8 789 0 0 0 0 Transcription elongation factor SPT5  35453:110960

859.37137 2 timecourse_ATM_combo_8hr 859.36620 6.02 70.84 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPLQDGSR.T 23.0 100 1.21E+06 TPMYGS#QTPLQDGSR 18.9 789 0 0 0 0 Transcription elongation factor SPT5  35451:112315

859.37114 2 timecourse_ATM_combo_4hr 859.36620 5.75 68.64 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPLQDGSR.T 9.3 100 4.35E+05 TPMYGS#QTPLQDGSR 21.3 789 0 0 0 0 Transcription elongation factor SPT5  35452:108921

900.36551 2 timecourse_ATM_combo_8hr 900.36006 6.05 60.51 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPMYGSGSR.T 14.5 100 6.84E+05 TPMYGS#QTPMYGSGSR 24.8 773 0 0 0 0 Transcription elongation factor SPT5  35451:119882

900.36529 2 timecourse_ATM_combo_4hr 900.36006 5.81 58 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPMYGSGSR.T 6.6 100 2.72E+05 TPMYGS#QTPMYGSGSR 24.8 773 0 0 0 0 Transcription elongation factor SPT5  35452:116034

900.36546 2 timecourse_ATM_combo_8hr 900.36006 6 55.69 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPMYGSGSR.T 11.2 100 5.59E+05 TPMYGS#QTPMYGSGSR 30.7 773 0 0 0 0 Transcription elongation factor SPT5  35450:118650

900.3649 2 timecourse_ATM_combo_4hr 900.36006 5.38 52.2 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPMYGSGSR.T 7.8 100 3.14E+05 TPMYGS#QTPMYGSGSR 21.3 773 0 0 0 0 Transcription elongation factor SPT5  35453:118215

859.37135 2 timecourse_ATM_combo_2hr 859.36620 5.99 44.54 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPLQDGSR.T 4.7 100 1.34E+05 TPMYGS#QTPLQDGSR 24.8 789 0 0 0 0 Transcription elongation factor SPT5  35454:105501

859.37055 2 timecourse_ATM_combo_2hr 859.36620 5.06 42.54 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPLQDGSR.T 3.6 100 1.05E+05 TPMYGS#QTPLQDGSR 18.9 789 0 0 0 0 Transcription elongation factor SPT5  35455:105259

900.36447 2 timecourse_ATM_combo_2hr 900.36006 4.91 41.92 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPMYGSGSR.T 3.5 100 8.52E+04 TPMYGS#QTPMYGSGSR 24.8 773 0 0 0 0 Transcription elongation factor SPT5  35455:112150

859.37054 2 timecourse_ATM_combo_1hr 859.36620 5.05 39.27 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPLQDGSR.T 2.8 100 1.24E+05 TPMYGS#QTPLQDGSR 7.5 789 0,2 0 0 0 0 Transcription elongation factor SPT5  35457:113343

900.36562 2 timecourse_ATM_combo_2hr 900.36006 6.18 33.57 SUPT5H  SPT5H_HUMAN 3 R.TPMYGS#QTPMYGSGSR.T 3.4 100 8.50E+04 TPMYGS#QTPMYGSGSR 6.6 773 ‐2,0 0 0 0 0 Transcription elongation factor SPT5  35454:112318

578.25482 3 timecourse_ATM_combo_8hr 578.25282 3.46 30.14 SUPT5H  SPT5H_HUMAN 3 R.TPHYGS#QTPLHDGSR.T 47.7 100 2.86E+06 TPHY#GSQTPLHDGSR 0 802 0,4 0 0 0 0 Transcription elongation factor SPT5  35450:112440

578.25475 3 timecourse_ATM_combo_4hr 578.25282 3.35 26.55 SUPT5H  SPT5H_HUMAN 3 R.TPHYGS#QTPLHDGSR.T 31.7 100 1.13E+06 TPHY#GSQTPLHDGSR 6 802 0,4 0 0 0 0 Transcription elongation factor SPT5  35452:110053

578.25435 3 timecourse_ATM_combo_8hr 578.25282 2.65 18.44 SUPT5H  SPT5H_HUMAN 3 R.TPHY#GSQTPLHDGSR.T 51.3 100 2.83E+06 TPHYGS#QTPLHDGSR 6.1 804 0,2 0 0 0 0 Transcription elongation factor SPT5  35451:113482

1317.84791 3 timecourse_ATM_combo_8hr 1317.84179 4.64 70.61 SV2A  SV2A_HUMAN 1 R.GEGT#QDEEEGGASSDATEGHDEDDEIYEGEYQGIPR.A 5.0 94 5.47E+05 GEGT#QDEEEGGASSDATEGHDEDDEIYEGEYQGIPR 36.1 71 0 0 0 0 Synaptic vesicle glycoprotein 2A  35450:184070

1035.99392 2 combeffx_ATM_MEKi 1035.99081 3 124.1 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 13.5 92 5.11E+05 YQT#QPVTLGEVEQVQSGK 14.5 852 0 0 0 0 Supervillin  35296:51119

1035.9955 2 combeffx_ATM_PI3Ki 1035.99081 4.53 116.53 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 7.8 100 6.28E+05 YQT#QPVTLGEVEQVQSGK 14.5 852 0 0 0 0 Supervillin  35299:55641

1035.99488 2 combeffx_ATM_PI3Ki 1035.99081 3.93 113.77 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 18.5 100 1.31E+06 YQT#QPVTLGEVEQVQSGK 43.3 852 0 0 0 0 Supervillin  35298:58741

1035.99493 2 timecourse_ATM_combo_2hr 1035.99081 3.98 109.25 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 9.0 100 4.11E+05 YQT#QPVTLGEVEQVQSGK 24.2 852 0 0 0 0 Supervillin  35454:132765

1035.99512 2 combeffx_ATM_ctrl 1035.99081 4.16 93.91 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 7.9 100 7.58E+05 YQT#QPVTLGEVEQVQSGK 34.3 852 0 0 0 0 Supervillin  35294:63418

1035.99462 2 timecourse_ATM_ctrl2 1035.99081 3.68 91.33 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 9.8 100 5.23E+05 YQT#QPVTLGEVEQVQSGK 9.8 852 ‐2,0 0 0 0 0 Supervillin  35447:128967

1035.99451 2 timecourse_ATM_combo_1hr 1035.99081 3.57 90.17 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 11.2 100 9.70E+05 YQT#QPVTLGEVEQVQSGK 14.5 852 0 0 0 0 Supervillin  35456:142859

1035.99243 2 timecourse_ATM_combo_4hr 1035.99081 1.56 86.76 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 9.1 100 7.02E+05 YQT#QPVTLGEVEQVQSGK 14.5 852 0 0 0 0 Supervillin  35453:139397

690.99857 3 combeffx_ATM_PI3Ki 690.99630 3.29 86.57 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 20.4 100 2.43E+06 Y#QTQPVTLGEVEQVQSGK 5.3 850 0,2 0 0 0 0 Supervillin  35298:58731

1035.99404 2 timecourse_ATM_combo_4hr 1035.99081 3.12 84.6 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 7.7 100 6.96E+05 YQT#QPVTLGEVEQVQSGK 21.8 852 0 0 0 0 Supervillin  35452:136697

690.99855 3 combeffx_ATM_MEKi 690.99630 3.26 83.37 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 21.2 100 8.37E+05 YQT#QPVTLGEVEQVQSGK 0 852 ‐2,0 0 0 0 0 Supervillin  35297:46852

1035.99334 2 timecourse_ATM_combo_8hr 1035.99081 2.44 81.64 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 4.9 100 5.13E+05 YQT#QPVTLGEVEQVQSGK 14.5 852 0 0 0 0 Supervillin  35451:141651

1035.99412 2 timecourse_ATM_ctrl1 1035.99081 3.19 81.36 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 11.1 100 7.77E+05 YQT#QPVTLGEVEQVQSGK 33.7 852 0 0 0 0 Supervillin  35448:140898

1035.99225 2 timecourse_ATM_combo_1hr 1035.99081 1.39 80.86 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 8.7 100 9.43E+05 YQT#QPVTLGEVEQVQSGK 33.7 852 0 0 0 0 Supervillin  35457:143160

690.99716 3 timecourse_ATM_ctrl1 690.99630 1.24 80.66 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 10.7 100 1.18E+06 YQT#QPVTLGEVEQVQSGK 8.7 852 ‐2,0 0 0 0 0 Supervillin  35449:143121

690.99957 3 combeffx_ATM_comboi 690.99630 4.73 77.19 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 22.9 100 3.50E+06 YQT#QPVTLGEVEQVQSGK 0 852 ‐2,0 0 0 0 0 Supervillin  35300:65005

690.99945 3 combeffx_ATM_comboi 690.99630 4.56 75.71 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 18.8 100 2.17E+06 YQT#QPVTLGEVEQVQSGK 8.7 852 ‐2,0 0 0 0 0 Supervillin  35301:59737

1035.99237 2 timecourse_ATM_ctrl1 1035.99081 1.51 75.43 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 9.7 100 9.29E+05 Y#QTQPVTLGEVEQVQSGK 0 850 0,2 0 0 0 0 Supervillin  35449:143131

690.99793 3 timecourse_ATM_combo_4hr 690.99630 2.36 74.68 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 10.6 100 9.83E+05 Y#QTQPVTLGEVEQVQSGK 5.9 850 0,2 0 0 0 0 Supervillin  35452:136687

690.99864 3 combeffx_ATM_ctrl 690.99630 3.39 73.94 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 16.0 100 1.56E+06 YQT#QPVTLGEVEQVQSGK 8.7 852 ‐2,0 0 0 0 0 Supervillin  35295:61224

690.99889 3 combeffx_ATM_PI3Ki 690.99630 3.75 73.46 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 20.5 100 1.93E+06 YQT#QPVTLGEVEQVQSGK 0 852 ‐2,0 0 0 0 0 Supervillin  35299:55631

690.99869 3 combeffx_ATM_ctrl 690.99630 3.46 72.34 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 20.0 100 1.95E+06 YQT#QPVTLGEVEQVQSGK 3.9 852 ‐2,0 0 0 0 0 Supervillin  35294:63408

690.99833 3 timecourse_ATM_ctrl2 690.99630 2.94 69.6 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 9.9 100 6.20E+05 Y#QTQPVTLGEVEQVQSGK 11.3 850 0,2 0 0 0 0 Supervillin  35447:128957

690.99695 3 timecourse_ATM_combo_1hr 690.99630 0.94 69.5 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 11.4 100 1.19E+06 YQT#QPVTLGEVEQVQSGK 8.7 852 ‐2,0 0 0 0 0 Supervillin  35457:143150

690.99819 3 combeffx_ATM_MEKi 690.99630 2.74 68.44 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 22.6 100 1.39E+06 YQT#QPVTLGEVEQVQSGK 8.7 852 ‐2,0 0 0 0 0 Supervillin  35296:51109

1035.99368 2 timecourse_ATM_combo_8hr 1035.99081 2.77 67.94 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 5.2 100 4.38E+05 YQT#QPVTLGEVEQVQSGK 19.8 852 0 0 0 0 Supervillin  35450:139713

690.99865 3 timecourse_ATM_combo_2hr 690.99630 3.4 67.34 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 10.9 100 6.00E+05 YQT#QPVTLGEVEQVQSGK 0 852 ‐2,0 0 0 0 0 Supervillin  35455:132920

690.99759 3 timecourse_ATM_combo_8hr 690.99630 1.87 66.72 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 7.8 100 6.91E+05 Y#QTQPVTLGEVEQVQSGK 5.9 850 0,2 0 0 0 0 Supervillin  35450:139703

690.99887 3 timecourse_ATM_combo_2hr 690.99630 3.72 65.18 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 10.9 100 5.21E+05 YQT#QPVTLGEVEQVQSGK 0 852 ‐2,0 0 0 0 0 Supervillin  35454:132755

690.99853 3 timecourse_ATM_ctrl1 690.99630 3.23 65.08 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 12.2 100 1.12E+06 YQT#QPVTLGEVEQVQSGK 8.7 852 ‐2,0 0 0 0 0 Supervillin  35448:140908

1035.99425 2 timecourse_ATM_ctrl2 1035.99081 3.32 63.4 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 8.5 100 4.61E+05 YQT#QPVTLGEVEQVQSGK 14.5 852 0 0 0 0 Supervillin  35446:126472

690.9988 3 timecourse_ATM_combo_1hr 690.99630 3.62 63.16 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 15.8 100 1.34E+06 YQT#QPVTLGEVEQVQSGK 8.7 852 ‐2,0 0 0 0 0 Supervillin  35456:142869

690.99899 3 timecourse_ATM_ctrl2 690.99630 3.89 62.82 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 10.2 100 6.84E+05 YQT#QPVTLGEVEQVQSGK 0 852 ‐2,0 0 0 0 0 Supervillin  35446:126482

690.99805 3 timecourse_ATM_combo_8hr 690.99630 2.53 62.35 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 5.3 100 6.54E+05 YQT#QPVTLGEVEQVQSGK 0 852 ‐2,0 0 0 0 0 Supervillin  35451:141661

690.99726 3 timecourse_ATM_combo_4hr 690.99630 1.39 59.95 SVIL  SVIL_HUMAN 0 R.YQT#QPVTLGEVEQVQSGK.L 6.9 100 8.47E+05 Y#QTQPVTLGEVEQVQSGK 6.6 850 0,2 0 0 0 0 Supervillin  35453:139387

592.26321 3 timecourse_ATM_combo_8hr 592.26075 4.15 34.82 SVIL  SVIL_HUMAN 4 R.VTESRES#QMTIEER.K 8.9 100 3.64E+05 VTES#RESQMTIEER 2.8 1177 0,3 0 0 0 0 Supervillin  35451:117592

505.25759 3 combeffx_ATM_PI3Ki 505.25560 3.94 33.83 SVIL  SVIL_HUMAN 0 R.FRT#QPITSAERK.E 29.4 100 1.20E+06 FRT#QPITSAERK 97.9 657 0 0 0 0 Supervillin  35298:36187

505.25796 3 combeffx_ATM_comboi 505.25560 4.67 32.64 SVIL  SVIL_HUMAN 0 R.FRT#QPITSAERK.E 14.6 100 7.47E+05 FRT#QPITSAERK 52.6 657 0 0 0 0 Supervillin  35301:36292

505.25809 3 combeffx_ATM_PI3Ki 505.25560 4.93 31.04 SVIL  SVIL_HUMAN 0 R.FRT#QPITSAERK.E 21.5 94 7.73E+05 FRT#QPITSAERK 115.5 657 0 0 0 0 Supervillin  35299:34955

887.89246 2 timecourse_ATM_combo_1hr 887.88748 5.61 30.08 SVIL  SVIL_HUMAN 4 R.VTESRES#QMTIEER.K 2.9 100 6.23E+04 VTESRES#QMTIEER 20.9 1180 0 0 0 0 Supervillin  35457:118583

592.26324 3 timecourse_ATM_combo_2hr 592.26075 4.2 28.41 SVIL  SVIL_HUMAN 4 R.VTESRES#QMTIEER.K 8.0 100 1.70E+05 VTESRES#QMTIEER 8 1180 ‐3,0 0 0 0 0 Supervillin  35455:110095

505.2581 3 combeffx_ATM_ctrl 505.25560 4.95 27.11 SVIL  SVIL_HUMAN 0 R.FRT#QPITSAERK.E 15.4 100 9.57E+05 FRT#QPITSAERK 67.4 657 0 0 0 0 Supervillin  35294:38683

592.26368 3 timecourse_ATM_combo_4hr 592.26075 4.95 26.89 SVIL  SVIL_HUMAN 4 R.VTESRES#QMTIEER.K 6.8 100 2.04E+05 VTESRES#QMTIEER 4.1 1180 ‐3,0 0 0 0 0 Supervillin  35453:116073

592.26384 3 timecourse_ATM_combo_2hr 592.26075 5.22 26.39 SVIL  SVIL_HUMAN 4 R.VTESRES#QMTIEER.K 8.7 100 1.79E+05 VTES#RESQMTIEER 0 1177 0,3 0 0 0 0 Supervillin  35454:110318

505.25804 3 combeffx_ATM_ctrl 505.25560 4.83 25.91 SVIL  SVIL_HUMAN 0 R.FRT#QPITSAERK.E 19.3 100 9.71E+05 FRT#QPITSAERK 84.6 657 0 0 0 0 Supervillin  35295:36969

592.26395 3 timecourse_ATM_combo_1hr 592.26075 5.4 25.86 SVIL  SVIL_HUMAN 4 R.VTESRES#QMTIEER.K 10.1 100 2.18E+05 VTESRES#QMTIEER 19.6 1180 0 0 0 0 Supervillin  35457:118573

592.26389 3 timecourse_ATM_combo_8hr 592.26075 5.3 25.86 SVIL  SVIL_HUMAN 4 R.VTES#RESQMTIEER.K 8.1 100 3.30E+05 VTESRES#QMTIEER 0 1180 ‐3,0 0 0 0 0 Supervillin  35450:116410

505.2581 3 combeffx_ATM_MEKi 505.25560 4.95 25.51 SVIL  SVIL_HUMAN 0 R.FRT#QPITSAERK.E 8.2 100 2.25E+05 FRT#QPITSAERK 79.9 657 0 0 0 0 Supervillin  35297:30100

592.2638 3 timecourse_ATM_combo_4hr 592.26075 5.15 25.43 SVIL  SVIL_HUMAN 4 R.VTESRESQMT#IEER.K 7.0 100 2.25E+05 VTESRES#QMTIEER 16.4 1180 0 0 0 0 Supervillin  35452:114033

505.25742 3 combeffx_ATM_MEKi 505.25560 3.6 23.96 SVIL  SVIL_HUMAN 0 R.FRT#QPITSAERK.E 9.9 100 3.08E+05 FRT#QPITSAERK 70.6 657 0 0 0 0 Supervillin  35296:32375

505.25864 3 combeffx_ATM_comboi 505.25560 6.02 20.87 SVIL  SVIL_HUMAN 0 R.FRT#QPITSAERK.E 17.7 100 1.15E+06 FRT#QPITSAERK 58.5 657 0 0 0 0 Supervillin  35300:39295

592.26398 3 timecourse_ATM_combo_1hr 592.26075 5.45 19.42 SVIL  SVIL_HUMAN 4 R.VTES#RESQMTIEER.K 10.0 100 2.62E+05 VTES#RESQMTIEER 1.5 1177 0,3 0 0 0 0 Supervillin  35456:118881

1277.55069 2 timecourse_ATM_combo_4hr 1277.54381 5.39 84.37 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 4.9 100 2.12E+05 SVASQFFT#QEEGPGIDGMTTSER 24.8 20 0 0 0 0 Symplekin  35452:159170

1277.55151 2 timecourse_ATM_combo_8hr 1277.54381 6.03 83.1 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 8.8 100 6.11E+05 SVASQFFT#QEEGPGIDGMTTSER 19.5 20 0 0 0 0 Symplekin  35451:166020

852.03595 3 timecourse_ATM_combo_4hr 852.03163 5.07 80.67 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 40.6 100 2.24E+06 SVASQFFT#QEEGPGIDGMTTSER 41.8 20 0 0 0 0 Symplekin  35453:162051

852.03594 3 timecourse_ATM_combo_8hr 852.03163 5.06 75.89 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 52.0 100 3.78E+06 SVASQFFT#QEEGPGIDGMTTSER 36 20 0 0 0 0 Symplekin  35450:163920

852.03644 3 timecourse_ATM_combo_8hr 852.03163 5.65 68.76 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 54.9 100 3.84E+06 SVASQFFT#QEEGPGIDGMTTSER 40.4 20 0 0 0 0 Symplekin  35451:166010

1277.55059 2 timecourse_ATM_combo_4hr 1277.54381 5.31 65.68 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 6.7 100 2.72E+05 SVASQFFT#QEEGPGIDGMTTSER 26.3 20 0 0 0 0 Symplekin  35453:162061

1277.55026 2 timecourse_ATM_combo_8hr 1277.54381 5.05 65.37 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 9.4 100 5.60E+05 SVASQFFT#QEEGPGIDGMTTSER 15 20 0 0 0 0 Symplekin  35450:163910

852.03594 3 timecourse_ATM_combo_2hr 852.03163 5.06 62.48 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 11.6 100 4.27E+05 SVASQFFT#QEEGPGIDGMTTSER 24.4 20 0 0 0 0 Symplekin  35455:154301

852.03619 3 timecourse_ATM_combo_4hr 852.03163 5.35 61.67 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 36.3 100 2.18E+06 SVASQFFT#QEEGPGIDGMTTSER 42.3 20 0 0 0 0 Symplekin  35452:159160

852.03384 3 timecourse_ATM_combo_8hr 852.03163 2.59 57.41 SYMPK  SYMPK_HUMAN 3 R.SVAS#QFFTQEEGPGIDGMTTSER.V 17.3 100 2.20E+06 SVAS#QFFTQEEGPGIDGMTTSER 13.5 16 0 0 0 0 Symplekin  35450:163900

852.03405 3 timecourse_ATM_combo_8hr 852.03163 2.84 51.76 SYMPK  SYMPK_HUMAN 3 R.SVAS#QFFTQEEGPGIDGMTTSER.V 20.0 100 2.12E+06 SVAS#QFFTQEEGPGIDGMTTSER 12.3 16 ‐3,0 0 0 0 0 Symplekin  35451:166000

852.03324 3 timecourse_ATM_combo_4hr 852.03163 1.89 48.88 SYMPK  SYMPK_HUMAN 3 R.SVAS#QFFTQEEGPGIDGMTTSER.V 12.4 100 1.38E+06 SVAS#QFFTQEEGPGIDGMTTSER 12.3 16 ‐3,0 0 0 0 0 Symplekin  35453:162041

852.03358 3 timecourse_ATM_combo_4hr 852.03163 2.29 46.81 SYMPK  SYMPK_HUMAN 3 R.SVAS#QFFTQEEGPGIDGMTTSER.V 11.6 100 1.51E+06 SVAS#QFFTQEEGPGIDGMTTSER 12.3 16 0,4 0 0 0 0 Symplekin  35452:159150

852.03599 3 timecourse_ATM_combo_2hr 852.03163 5.12 45.95 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGMTTSER.V 11.7 100 4.17E+05 SVASQFFT#QEEGPGIDGMTTSER 26.5 20 0 0 0 0 Symplekin  35454:153711



857.36896 3 timecourse_ATM_combo_8hr 857.36327 6.64 32.81 SYMPK  SYMPK_HUMAN 3 R.SVASQFFT#QEEGPGIDGM*TTSER.V 3.5 94 1.81E+05 SVASQFFT#QEEGPGIDGM*TTSER 49 20 0 0 0 0 Symplekin  35451:166630

670.82502 2 timecourse_ATM_combo_8hr 670.82155 5.17 42.93 SYNE2  SYNE2_HUMAN 5 R.RIS#QLQDSWK.D 8.2 100 5.95E+05 RIS#QLQDSWK 63.9 5785 0 0 0 0 Nesprin‐2  35451:70316

670.82521 2 timecourse_ATM_combo_8hr 670.82155 5.46 33.85 SYNE2  SYNE2_HUMAN 5 R.RIS#QLQDSWK.D 7.1 100 5.59E+05 RIS#QLQDSWK 65.4 5785 0 0 0 0 Nesprin‐2  35450:69876

646.68235 3 timecourse_ATM_combo_8hr 646.67829 6.28 30.5 SYNE2  SYNE2_HUMAN 3 K.LVSKT#QLEMNLPLMIK.K 6.7 100 3.11E+05 LVSKT#QLEMNLPLMIK 14.7 665 0 0 0 0 Nesprin‐2  35450:129993

646.68228 3 timecourse_ATM_combo_8hr 646.67829 6.17 26.39 SYNE2  SYNE2_HUMAN 3 K.LVSKT#QLEMNLPLMIK.K 8.9 100 2.98E+05 LVSKT#QLEMNLPLMIK 12.7 665 ‐2,0 0 0 0 0 Nesprin‐2  35451:131482

763.85584 2 timecourse_ATM_combo_8hr 763.85157 5.59 45.59 SYNM  SYNEM_HUMAN 1 R.SRT#QEAGALGVSDR.G 3.8 100 1.77E+05 SRT#QEAGALGVSDR 17 1476 0 0 0 0 Synemin  35451:93085

849.90201 4 timecourse_ATM_combo_4hr 849.89837 4.28 43.18 SYNM  SYNEM_HUMAN 1 K.APLASFNHSSALYSNLS#GHRGSQTGTSIGGDAR.R 13.6 94 1.28E+06 APLASFNHSSALYSNLS#GHRGSQTGTSIGGDAR 5.7 379 0,10 0 0 0 0 Synemin  35453:179211

849.90249 4 timecourse_ATM_combo_8hr 849.89837 4.85 42.94 SYNM  SYNEM_HUMAN 1 K.APLASFNHSSALYSNLSGHRGS#QTGTSIGGDAR.R 23.8 100 3.15E+06 APLASFNHSSALYSNLS#GHRGSQTGTSIGGDAR 21.3 379 0 0 0 0 Synemin  35450:180630

849.90218 4 timecourse_ATM_combo_8hr 849.89837 4.48 37.8 SYNM  SYNEM_HUMAN 1 K.APLASFNHSSALYSNLS#GHRGSQTGTSIGGDAR.R 25.6 100 3.31E+06 APLASFNHSSALYS#NLSGHRGSQTGTSIGGDAR 7.3 376 0,13 0 0 0 0 Synemin  35451:183510

734.33248 3 timecourse_ATM_combo_8hr 734.32922 4.44 25.51 SYNM  SYNEM_HUMAN 1 L.YSNLSGHRGS#QTGTSIGGDAR.R 14.6 100 6.20E+05 YSNLSGHRGS#QTGTSIGGDAR 17.9 384 0 0 0 0 Synemin  35451:150620

871.3365 3 combeffx_ATM_comboi 871.33123 6.06 92 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 17.2 100 1.62E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 42.9 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35300:76261

871.33484 3 combeffx_ATM_ctrl 871.33123 4.14 91.45 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDSQAET#K.S 26.6 100 1.89E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 45.6 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35295:70597

871.33457 3 combeffx_ATM_PI3Ki 871.33123 3.83 90.63 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 17.9 100 8.78E+05 GGAAGEDEAGGPEGDPEEEDS#QAETK 46.3 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35299:64414

1306.5009 2 timecourse_ATM_combo_1hr 1306.49321 5.89 87.63 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 32.8 100 9.88E+05 GGAAGEDEAGGPEGDPEEEDS#QAETK 18.9 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35456:166767

1306.49927 2 timecourse_ATM_combo_1hr 1306.49321 4.64 86.13 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 34.3 100 9.49E+05 GGAAGEDEAGGPEGDPEEEDS#QAETK 21.3 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35457:166945

1306.50044 2 timecourse_ATM_ctrl1 1306.49321 5.53 84.79 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 36.4 100 1.34E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 30.7 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35448:163990

871.33585 3 timecourse_ATM_ctrl1 871.33123 5.31 83.4 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 183.9 100 8.14E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 32.6 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35448:163980

871.33618 3 combeffx_ATM_comboi 871.33123 5.68 83.09 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 16.8 100 1.03E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 50.1 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35301:69639

871.3352 3 combeffx_ATM_ctrl 871.33123 4.56 81.96 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 39.1 100 2.42E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 41 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35294:72574

871.3366 3 timecourse_ATM_ctrl2 871.33123 6.16 81.55 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 122.3 100 3.69E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 41 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35446:150302

871.3359 3 timecourse_ATM_combo_4hr 871.33123 5.36 81.06 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 80.3 100 2.80E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 32.6 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35452:161260

871.33512 3 timecourse_ATM_combo_2hr 871.33123 4.46 80.93 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 155.3 100 3.81E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 31.3 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35455:156281

871.3346 3 combeffx_ATM_MEKi 871.33123 3.87 79.15 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 36.0 100 1.23E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 51.7 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35296:58498

871.33476 3 timecourse_ATM_combo_8hr 871.33123 4.05 78.22 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 34.2 100 2.14E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 72.3 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35451:168260

871.33557 3 combeffx_ATM_PI3Ki 871.33123 4.98 76.19 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 17.7 100 1.21E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 29 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35298:68086

1306.49908 2 timecourse_ATM_combo_2hr 1306.49321 4.49 76.17 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 31.1 100 6.32E+05 GGAAGEDEAGGPEGDPEEEDS#QAETK 13.3 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35455:156291

1306.50171 2 timecourse_ATM_combo_2hr 1306.49321 6.51 75.55 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 27.4 100 6.40E+05 GGAAGEDEAGGPEGDPEEEDS#QAETK 8.7 44 0,4 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35454:155711

871.33562 3 timecourse_ATM_combo_8hr 871.33123 5.04 72.86 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 37.8 100 2.01E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 37.4 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35450:166130

871.33634 3 timecourse_ATM_combo_2hr 871.33123 5.86 72.56 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 138.0 100 4.06E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 37.2 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35454:155701

871.33516 3 timecourse_ATM_combo_1hr 871.33123 4.51 70.24 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 125.0 100 5.43E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 45.6 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35457:166935

871.33508 3 combeffx_ATM_MEKi 871.33123 4.42 68.25 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 20.6 100 6.83E+05 GGAAGEDEAGGPEGDPEEEDS#QAETK 28.9 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35297:53408

871.33479 3 timecourse_ATM_ctrl1 871.33123 4.09 66.06 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 169.9 100 7.64E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 37.4 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35449:166549

871.33619 3 timecourse_ATM_ctrl2 871.33123 5.69 66.02 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 117.5 100 3.78E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 41 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35447:153273

871.33555 3 timecourse_ATM_combo_4hr 871.33123 4.96 64.56 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 70.6 100 2.74E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 14 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35453:164181

1306.49865 2 timecourse_ATM_ctrl1 1306.49321 4.16 63.93 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDSQAET#K.S 38.5 100 1.45E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 5.9 44 0,4 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35449:166559

871.33617 3 timecourse_ATM_combo_1hr 871.33123 5.67 60.76 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 159.9 100 6.06E+06 GGAAGEDEAGGPEGDPEEEDS#QAETK 29.8 44 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35456:166757

1306.5008 2 timecourse_ATM_combo_4hr 1306.49321 5.81 52.63 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDSQAET#K.S 13.7 100 4.35E+05 GGAAGEDEAGGPEGDPEEEDSQAET#K 26.4 48 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35452:161270

1306.50077 2 timecourse_ATM_ctrl2 1306.49321 5.79 41.86 TACC1  TACC1_HUMAN 2 R.GGAAGEDEAGGPEGDPEEEDS#QAETK.S 20.5 100 5.59E+05 GGAAGEDEAGGPEGDPEEEDS#QAETK 0 44 0,4 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 1  35447:153283

542.28433 2 combeffx_ATM_comboi 542.28153 5.16 42.29 TACC3  TACC3_HUMAN 7 R.SSVLRVS#QK.E 352.4 100 2.36E+07 SSVLRVS#QK 72.1 39 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 3  35300:15057

542.28408 2 combeffx_ATM_ctrl 542.28153 4.7 32.79 TACC3  TACC3_HUMAN 7 R.SSVLRVS#QK.E 13.4 100 8.71E+05 SSVLRVS#QK 68.1 39 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 3  35294:14512

542.28385 2 combeffx_ATM_ctrl 542.28153 4.28 30.92 TACC3  TACC3_HUMAN 7 R.SSVLRVS#QK.E 19.3 100 1.01E+06 SSVLRVS#QK 44.1 39 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 3  35295:13835

542.28421 2 combeffx_ATM_comboi 542.28153 4.96 29.37 TACC3  TACC3_HUMAN 7 R.SSVLRVS#QK.E 302.3 100 1.57E+07 SSVLRVS#QK 65.6 39 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 3  35301:13745

542.28357 2 combeffx_ATM_PI3Ki 542.28153 3.76 27.34 TACC3  TACC3_HUMAN 7 R.SSVLRVS#QK.E 126.2 100 5.75E+06 SSVLRVS#QK 35.3 39 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 3  35299:13550

542.28409 2 timecourse_ATM_combo_1hr 542.28153 4.72 26.8 TACC3  TACC3_HUMAN 7 R.SSVLRVS#QK.E 86.6 100 1.67E+06 SSVLRVS#QK 81.7 39 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 3  35457:31929

542.28433 2 combeffx_ATM_comboi 542.28153 5.18 23.84 TACC3  TACC3_HUMAN 7 R.SSVLRVS#QK.E 376.4 100 2.36E+07 SSVLRVS#QK 74.3 39 0 0 0 0 Transforming acidic coiled‐coil‐containing protein 3  35300:15067

546.55611 3 timecourse_ATM_combo_8hr 546.55326 5.21 40.71 TAF15  RBP56_HUMAN 1 R.ENYSHHT#QDDRR.D 99.2 100 7.89E+05 ENYSHHT#QDDRR 24.4 160 0 0 0 0 TATA‐binding protein‐associated factor 2N  35450:103387

1045.73998 3 timecourse_ATM_combo_8hr 1045.73469 5.06 29.97 TAF15  RBP56_HUMAN 1 K.QSSYS#QQPYNNQGQQQNMES#SGSQGGR.A 17.8 100 7.64E+05 QSSYS#QQPYNNQGQQQNMESSGS#QGGR 29 79 5.3 97 ‐3,0 0 0 TATA‐binding protein‐associated factor 2N  35450:177010

546.55671 3 timecourse_ATM_combo_4hr 546.55326 6.31 27.41 TAF15  RBP56_HUMAN 1 R.ENYSHHT#QDDRR.D 148.9 100 9.67E+05 ENYSHHT#QDDRR 15 160 0 0 0 0 TATA‐binding protein‐associated factor 2N  35452:101011

819.3307 2 timecourse_ATM_combo_8hr 819.32625 5.43 24.27 TAF15  RBP56_HUMAN 1 R.ENYS#HHTQDDRR.D 25.2 92 1.18E+05 ENY#SHHTQDDRR 7.9 156 0,4 0 0 0 0 TATA‐binding protein‐associated factor 2N  35450:103397

1045.7399 3 timecourse_ATM_combo_2hr 1045.73469 4.98 20.68 TAF15  RBP56_HUMAN 1 K.QSS#YSQQPYNNQGQQQNMES#SGSQGGR.A 8.4 100 1.59E+05 QSSY#SQQPYNNQGQQQNMES#SGSQGGR 0 78 ‐2,1 14.5 94 0 0 TATA‐binding protein‐associated factor 2N  35455:166531

688.29483 2 combeffx_ATM_PI3Ki 688.29249 3.4 26.05 TAGLN  TAGL_HUMAN 3 R.EFTES#QLQEGK.H 6.9 100 4.73E+05 EFTES#QLQEGK 12.2 166 ‐2,0 0 0 0 0 Transgelin  35298:29242

785.05141 3 timecourse_ATM_combo_4hr 785.04806 4.27 22.21 TANC1  TANC1_HUMAN 0 R.IAATPAGS#RTQHLEGTGTFTTR.A 3.7 100 1.21E+05 IAATPAGSRT#QHLEGTGTFTTR 10.4 1579 ‐2,0 0 0 0 0 Protein TANC1  35453:153621

785.05166 3 timecourse_ATM_ctrl1 785.04806 4.59 17.7 TANC1  TANC1_HUMAN 0 R.IAATPAGSRT#QHLEGTGTFTTR.A 6.9 100 2.07E+05 IAATPAGSRT#QHLEGTGTFTTR 2.6 1579 ‐2,0 0 0 0 0 Protein TANC1  35449:157509

831.89855 2 combeffx_ATM_PI3Ki 831.89598 3.09 87.44 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 118.9 100 1.10E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35298:43759

831.89902 2 combeffx_ATM_comboi 831.89598 3.65 78.37 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 107.4 100 2.05E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35300:48050

831.89873 2 combeffx_ATM_PI3Ki 831.89598 3.31 76.2 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 105.6 100 8.35E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35299:42106

831.89885 2 combeffx_ATM_MEKi 831.89598 3.45 73.73 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 104.0 100 5.28E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35296:38975

831.89847 2 combeffx_ATM_ctrl 831.89598 2.99 73.18 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 65.0 100 6.18E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35294:47209

831.90059 2 timecourse_ATM_combo_8hr 831.89598 5.54 71.69 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 34.4 100 4.05E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35451:107283

831.9001 2 timecourse_ATM_combo_2hr 831.89598 4.95 71.13 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 90.5 100 4.47E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35455:100169

831.89927 2 timecourse_ATM_combo_1hr 831.89598 3.95 70.29 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 137.3 100 1.19E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35457:107960

831.90048 2 timecourse_ATM_combo_2hr 831.89598 5.41 69.4 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 88.5 100 4.83E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35454:100478

831.90023 2 timecourse_ATM_combo_8hr 831.89598 5.11 69.18 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 28.3 100 3.72E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35450:106247

831.89899 2 combeffx_ATM_ctrl 831.89598 3.62 69.07 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 48.7 100 4.40E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35295:45447

831.90092 2 timecourse_ATM_combo_1hr 831.89598 5.94 68.74 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 127.4 100 1.27E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35456:108087

831.89945 2 combeffx_ATM_comboi 831.89598 4.17 68.27 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 116.7 100 1.45E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35301:43992

831.90008 2 timecourse_ATM_combo_4hr 831.89598 4.94 66.08 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 66.9 100 6.23E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35453:105882

831.89881 2 combeffx_ATM_MEKi 831.89598 3.4 65.46 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 78.7 100 3.70E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35297:36001

831.90057 2 timecourse_ATM_ctrl2 831.89598 5.53 65.36 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 17.9 100 1.07E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35447:95195

831.8991 2 timecourse_ATM_ctrl1 831.89598 3.76 59.53 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 32.6 100 2.46E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35449:108703

753.85043 2 timecourse_ATM_combo_1hr 753.84543 6.63 57.11 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 40.8 100 1.75E+06 SSS#QLGSPDVSHLI 16.2 1740 0 0 0 0 Protein TANC2  35456:90809

753.84963 2 timecourse_ATM_combo_8hr 753.84543 5.57 57.09 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 21.5 100 9.33E+05 SSS#QLGSPDVSHLI 16.2 1740 0 0 0 0 Protein TANC2  35450:89753

753.84974 2 timecourse_ATM_combo_4hr 753.84543 5.72 56.89 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 22.1 100 7.81E+05 SSS#QLGSPDVSHLI 13.2 1740 0 0 0 0 Protein TANC2  35452:87721

753.84934 2 timecourse_ATM_combo_4hr 753.84543 5.2 50.25 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 23.7 100 8.24E+05 SSS#QLGSPDVSHLI 10.3 1740 ‐2,0 0 0 0 0 Protein TANC2  35453:89431

831.90016 2 timecourse_ATM_combo_4hr 831.89598 5.02 49.35 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 61.7 100 5.94E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35452:103911

554.93505 3 combeffx_ATM_MEKi 554.93308 3.55 48.66 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 272.9 100 1.25E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35297:36011

554.93468 3 combeffx_ATM_PI3Ki 554.93308 2.88 48.52 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 340.7 100 3.22E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35298:43749

753.84904 2 timecourse_ATM_combo_1hr 753.84543 4.79 48.21 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 42.3 100 1.66E+06 SSS#QLGSPDVSHLI 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35457:91013

554.9355 3 combeffx_ATM_comboi 554.93308 4.36 47.43 TANC2  TANC2_HUMAN 0 R.SS#SQLGSPDVSHLIR.R 397.7 100 4.77E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35301:44002

753.84919 2 timecourse_ATM_combo_2hr 753.84543 4.99 46.93 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 30.1 100 8.10E+05 SSS#QLGSPDVSHLI 13.2 1740 0 0 0 0 Protein TANC2  35455:84635

753.84935 2 timecourse_ATM_ctrl1 753.84543 5.2 46.35 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 9.7 100 3.31E+05 SSS#QLGSPDVSHLI 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35449:91589

554.93505 3 combeffx_ATM_MEKi 554.93308 3.55 44.75 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 298.0 100 1.76E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35296:38985

972.46492 2 timecourse_ATM_combo_1hr 972.45913 5.95 43.65 TANC2  TANC2_HUMAN 0 R.GDLLERVS#QASSYPDVK.V 14.7 100 6.19E+05 GDLLERVS#QASSYPDVK 27.7 1939 0 0 0 0 Protein TANC2  35456:133289

554.93617 3 timecourse_ATM_combo_2hr 554.93308 5.57 43.57 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 167.6 100 7.62E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35454:100488

972.46422 2 timecourse_ATM_combo_2hr 972.45913 5.23 42.82 TANC2  TANC2_HUMAN 0 R.GDLLERVS#QASSYPDVK.V 10.8 100 2.44E+05 GDLLERVS#QASSYPDVK 22 1939 0 0 0 0 Protein TANC2  35455:123840

554.93499 3 combeffx_ATM_PI3Ki 554.93308 3.44 42.79 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 356.5 100 2.75E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35299:42116

753.84975 2 timecourse_ATM_ctrl1 753.84543 5.73 41.95 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 9.8 100 3.46E+05 SSS#QLGSPDVSHLI 16.2 1740 0 0 0 0 Protein TANC2  35448:90261

972.46391 2 timecourse_ATM_ctrl1 972.45913 4.92 41.89 TANC2  TANC2_HUMAN 0 R.GDLLERVS#QASSYPDVK.V 14.3 100 4.74E+05 GDLLERVS#QASSYPDVK 58 1939 0 0 0 0 Protein TANC2  35448:131470

554.93507 3 combeffx_ATM_ctrl 554.93308 3.59 40.18 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 175.6 100 1.49E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35295:45437

753.84954 2 timecourse_ATM_combo_2hr 753.84543 5.45 38.81 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 35.3 100 8.89E+05 SSS#QLGSPDVSHLI 8.6 1740 ‐2,0 0 0 0 0 Protein TANC2  35454:85120

753.84935 2 timecourse_ATM_combo_8hr 753.84543 5.2 36.76 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLI.R 24.9 100 1.03E+06 SSS#QLGSPDVSHLI 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35451:90677

554.93472 3 combeffx_ATM_ctrl 554.93308 2.96 34.87 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 176.6 100 1.78E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35294:47199

972.46391 2 timecourse_ATM_combo_4hr 972.45913 4.92 33.24 TANC2  TANC2_HUMAN 0 R.GDLLERVS#QASSYPDVK.V 8.5 100 3.56E+05 GDLLERVS#QASSYPDVK 41.3 1939 0 0 0 0 Protein TANC2  35453:130035

648.64506 3 timecourse_ATM_combo_8hr 648.64185 4.95 31.24 TANC2  TANC2_HUMAN 0 R.GDLLERVS#QASSYPDVK.V 6.6 100 4.32E+05 GDLLERVS#QASSYPDVK 28.4 1939 0 0 0 0 Protein TANC2  35451:131942

972.46319 2 timecourse_ATM_combo_1hr 972.45913 4.17 30.63 TANC2  TANC2_HUMAN 0 R.GDLLERVS#QASSYPDVK.V 16.1 100 5.73E+05 GDLLERVS#QASSYPDVK 24.2 1939 0 0 0 0 Protein TANC2  35457:133458

554.93599 3 timecourse_ATM_combo_4hr 554.93308 5.24 29.78 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 126.3 100 9.61E+06 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35453:105892

554.93524 3 combeffx_ATM_comboi 554.93308 3.89 29.1 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 415.4 100 7.12E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35300:48060

554.9361 3 timecourse_ATM_combo_4hr 554.93308 5.44 28.89 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 118.9 100 9.89E+06 SSS#QLGSPDVSHLIR 18.1 1740 0 0 0 0 Protein TANC2  35452:103921

972.46425 2 timecourse_ATM_combo_2hr 972.45913 5.26 27.7 TANC2  TANC2_HUMAN 0 R.GDLLERVS#QASSYPDVK.V 9.1 100 2.31E+05 GDLLERVS#QASSYPDVK 43.5 1939 0 0 0 0 Protein TANC2  35454:123585

648.64504 3 timecourse_ATM_combo_8hr 648.64185 4.92 26.45 TANC2  TANC2_HUMAN 0 R.GDLLERVS#QASSYPDVK.V 7.9 100 5.13E+05 GDLLERVS#QASSYPDVK 40.6 1939 0 0 0 0 Protein TANC2  35450:130483

554.9365 3 timecourse_ATM_combo_1hr 554.93308 6.16 26.3 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 233.8 100 1.94E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35456:108097

554.93544 3 timecourse_ATM_combo_1hr 554.93308 4.25 24.42 TANC2  TANC2_HUMAN 0 R.SSS#QLGSPDVSHLIR.R 247.4 100 1.91E+07 SSS#QLGSPDVSHLIR 0 1740 ‐2,0 0 0 0 0 Protein TANC2  35457:107970

1122.52178 3 timecourse_ATM_combo_8hr 1122.51557 5.54 78.11 TARBP1  TARB1_HUMAN 0 K.LKPGDWS#QQDIGTNLVEADNQAEWTDVQK.K 9.4 100 6.09E+05 LKPGDWS#QQDIGTNLVEADNQAEWTDVQK 38 1410 0 0 0 0 Probable methyltransferase TARBP1  35451:183190

1122.52166 3 timecourse_ATM_combo_8hr 1122.51557 5.43 57.71 TARBP1  TARB1_HUMAN 0 K.LKPGDWS#QQDIGTNLVEADNQAEWTDVQK.K 7.9 100 4.73E+05 LKPGDWS#QQDIGTNLVEADNQAEWTDVQK 12.5 1410 0,6 0 0 0 0 Probable methyltransferase TARBP1  35450:180330

1083.49779 2 timecourse_ATM_combo_8hr 1083.49117 6.11 52.41 TARBP1  TARB1_HUMAN 0 K.LKPGDWS#QQDIGTNLVEAD.N 26.7 100 1.28E+06 LKPGDWS#QQDIGTNLVEAD 65.6 1410 0 0 0 0 Probable methyltransferase TARBP1  35450:146913

1083.49811 2 timecourse_ATM_combo_8hr 1083.49117 6.41 45.77 TARBP1  TARB1_HUMAN 0 K.LKPGDWS#QQDIGTNLVEAD.N 24.2 100 1.41E+06 LKPGDWS#QQDIGTNLVEAD 74.9 1410 0 0 0 0 Probable methyltransferase TARBP1  35451:148881

727.30695 2 timecourse_ATM_combo_8hr 727.30338 4.91 50.3 TBCB  TBCB_HUMAN 2 K.YTIS#QEAYDQR.Q 15.7 100 5.14E+05 YTIS#QEAYDQR 52.8 110 0 0 0 0 Tubulin‐folding cofactor B  35451:83805

727.30738 2 timecourse_ATM_combo_8hr 727.30338 5.5 48.01 TBCB  TBCB_HUMAN 2 K.YTIS#QEAYDQR.Q 12.8 100 4.10E+05 YTIS#QEAYDQR 40.7 110 0 0 0 0 Tubulin‐folding cofactor B  35450:83049

727.30684 2 timecourse_ATM_combo_4hr 727.30338 4.76 44.37 TBCB  TBCB_HUMAN 2 K.YTIS#QEAYDQR.Q 5.6 100 1.49E+05 YTIS#QEAYDQR 30.8 110 0 0 0 0 Tubulin‐folding cofactor B  35453:82664

712.3491 3 combeffx_ATM_comboi 712.34619 4.09 28.97 TBL1XR1  TBL1R_HUMAN 5 K.LAQQQAAAAAAAAAAAS#QQGSAK.N 17.4 100 1.86E+06 LAQQQAAAAAAAAAAAS#QQGSAK 26.9 119 0 0 0 0 F‐box‐like/WD repeat‐containing protein TBL1XR1  35300:67081

649.2917 2 timecourse_ATM_ctrl2 649.28789 5.87 36 TBRG4  TBRG4_HUMAN 6 L.SFHQT#QVSQR.L 2.8 100 2.77E+04 SFHQT#QVSQR 33.5 310 0 0 0 0 Protein TBRG4  35446:56018

649.2913 2 timecourse_ATM_combo_1hr 649.28789 5.25 35.61 TBRG4  TBRG4_HUMAN 6 L.SFHQTQVS#QR.L 4.0 100 6.52E+04 SFHQT#QVSQR 42.7 310 0 0 0 0 Protein TBRG4  35457:65351

649.29155 2 timecourse_ATM_combo_4hr 649.28789 5.64 35.6 TBRG4  TBRG4_HUMAN 6 L.SFHQT#QVSQR.L 3.8 100 4.43E+04 SFHQT#QVSQR 28.3 310 0 0 0 0 Protein TBRG4  35452:62793

649.29155 2 timecourse_ATM_ctrl1 649.28789 5.64 32.61 TBRG4  TBRG4_HUMAN 6 L.SFHQT#QVSQR.L 4.7 100 5.06E+04 SFHQT#QVSQR 24.4 310 0 0 0 0 Protein TBRG4  35448:65147

649.29097 2 timecourse_ATM_ctrl1 649.28789 4.74 31.42 TBRG4  TBRG4_HUMAN 6 L.SFHQT#QVSQR.L 4.8 100 6.27E+04 SFHQT#QVSQR 41.2 310 0 0 0 0 Protein TBRG4  35449:65895

649.29224 2 timecourse_ATM_combo_2hr 649.28789 6.71 29.27 TBRG4  TBRG4_HUMAN 6 L.SFHQT#QVSQR.L 5.6 100 5.65E+04 SFHQT#QVSQR 35.9 310 0 0 0 0 Protein TBRG4  35454:61500

649.29152 2 timecourse_ATM_combo_8hr 649.28789 5.61 28.49 TBRG4  TBRG4_HUMAN 6 L.SFHQT#QVSQR.L 3.5 100 5.01E+04 SFHQT#QVSQR 28.3 310 0 0 0 0 Protein TBRG4  35451:64535

733.30896 2 timecourse_ATM_combo_8hr 733.30510 5.26 39.77 TCEA1  TCEA1_HUMAN 6 K.TGGTQTDLFT#CGK.C 4.8 100 1.92E+05 TGGTQTDLFT#CGK 65 262 0 0 0 0 Transcription elongation factor A protein 1  35451:85359

733.30905 2 timecourse_ATM_combo_4hr 733.30510 5.39 39.36 TCEA1  TCEA1_HUMAN 6 K.TGGTQTDLFT#CGK.C 3.8 100 1.14E+05 TGGTQTDLFT#CGK 76.7 262 0 0 0 0 Transcription elongation factor A protein 1  35453:84210

733.30945 2 timecourse_ATM_combo_8hr 733.30510 5.93 36.76 TCEA1  TCEA1_HUMAN 6 K.TGGTQTDLFT#CGK.C 5.5 100 2.41E+05 TGGTQTDLFT#CGK 71.2 262 0 0 0 0 Transcription elongation factor A protein 1  35450:84632

733.30936 2 timecourse_ATM_combo_1hr 733.30510 5.81 31.24 TCEA1  TCEA1_HUMAN 6 K.TGGTQTDLFT#CGK.C 5.6 100 1.88E+05 TGGTQTDLFT#CGK 63.8 262 0 0 0 0 Transcription elongation factor A protein 1  35456:85345

1206.97513 2 timecourse_ATM_ctrl1 1206.96917 4.94 101.78 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 169.7 100 9.80E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35449:159909

804.9877 3 timecourse_ATM_ctrl1 804.98187 7.24 88.48 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1077.0 94 3.58E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35448:157550

1039.74656 3 combeffx_ATM_PI3Ki 1039.74185 4.53 87.95 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 18.2 100 1.35E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 187.9 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35298:72496

1206.97415 2 timecourse_ATM_combo_1hr 1206.96917 4.13 87.65 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 213.2 100 9.58E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:159315

1206.97718 2 timecourse_ATM_ctrl1 1206.96917 6.64 87.35 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 192.0 100 9.54E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35448:157540

1206.97616 2 timecourse_ATM_combo_4hr 1206.96917 5.79 82.54 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 214.8 100 9.31E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:156071

1128.92537 2 combeffx_ATM_comboi 1128.91862 5.98 80.01 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 33.1 100 2.40E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35300:69191

1206.97622 2 timecourse_ATM_ctrl2 1206.96917 5.84 78.54 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 100.2 100 3.30E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35447:145783

1039.74646 3 timecourse_ATM_ctrl1 1039.74185 4.43 77.65 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 50.9 100 2.42E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 142.2 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35449:176629

1206.97558 2 timecourse_ATM_combo_2hr 1206.96917 5.31 77.44 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 248.5 100 7.35E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:148851

1039.7485 3 timecourse_ATM_ctrl2 1039.74185 6.4 76.35 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 65.9 100 2.71E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 166.6 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35446:160632

804.98598 3 combeffx_ATM_comboi 804.98187 5.12 75.18 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 41.1 100 4.56E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35301:66409

1128.92524 2 timecourse_ATM_combo_8hr 1128.91862 5.86 73.4 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 277.8 100 5.33E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:150820

1039.74782 3 timecourse_ATM_combo_1hr 1039.74185 5.75 71.1 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 82.9 100 3.82E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 136.7 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:176786

804.98623 3 timecourse_ATM_combo_8hr 804.98187 5.43 70.83 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1069.5 94 4.12E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:157590

849.33604 2 timecourse_ATM_combo_8hr 849.33053 6.49 70.44 TCEAL3  TCAL3_HUMAN 0 E.PGDEGQLEDEGS#QEK.Q 7.2 100 3.08E+05 PGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:110615

1128.92545 2 combeffx_ATM_comboi 1128.91862 6.05 70.44 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 27.3 100 1.86E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35301:63429

1206.97664 2 timecourse_ATM_combo_2hr 1206.96917 6.19 70.15 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 242.0 100 7.67E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:148361

1039.74708 3 timecourse_ATM_combo_8hr 1039.74185 5.03 70.06 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 9.1 100 5.53E+05 TECEGKREDEGEPGDEGQLEDEGS#QEK 100.7 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:176740

1128.92444 2 timecourse_ATM_combo_4hr 1128.91862 5.16 69.56 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1786.1 100 7.44E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:149361

942.36645 2 timecourse_ATM_combo_8hr 942.36255 4.14 69.01 TCEAL3  TCAL3_HUMAN 0 E.GEPGDEGQLEDEGS#QEK.Q 7.5 100 6.12E+05 GEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:125088

1206.97653 2 timecourse_ATM_combo_4hr 1206.96917 6.1 68.95 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 213.4 100 9.06E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:153230

1206.97727 2 timecourse_ATM_ctrl2 1206.96917 6.71 68.82 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 80.7 100 2.37E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35446:143112

1128.92539 2 timecourse_ATM_combo_2hr 1128.91862 6 68.71 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1528.1 100 6.41E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:142271

1206.97644 2 timecourse_ATM_combo_1hr 1206.96917 6.02 68.22 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 246.2 100 1.07E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:159357

1039.74741 3 timecourse_ATM_combo_4hr 1039.74185 5.36 68.17 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 65.2 100 2.97E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 111.5 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:175101

752.95222 3 timecourse_ATM_combo_1hr 752.94817 5.38 68.02 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 874.9 100 4.51E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:152925

804.98655 3 timecourse_ATM_ctrl1 804.98187 5.83 67.25 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 275.1 94 5.26E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35449:159919

1039.74681 3 combeffx_ATM_ctrl 1039.74185 4.77 66.91 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 10.4 100 9.55E+05 TECEGKREDEGEPGDEGQLEDEGS#QEK 187.9 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35295:73967

942.36615 2 timecourse_ATM_combo_8hr 942.36255 3.83 66.66 TCEAL3  TCAL3_HUMAN 0 E.GEPGDEGQLEDEGS#QEK.Q 7.0 100 6.13E+05 GEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:126547

1128.92457 2 timecourse_ATM_combo_4hr 1128.91862 5.27 65.27 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1295.1 100 7.13E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:146750

804.987 3 timecourse_ATM_combo_4hr 804.98187 6.37 64.15 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1187.3 100 8.99E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:153240

1128.92556 2 timecourse_ATM_combo_1hr 1128.91862 6.15 63.9 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1650.2 80 4.09E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:152827

1128.92443 2 timecourse_ATM_combo_1hr 1128.91862 5.15 63.85 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1610.9 100 8.03E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:152915

804.98594 3 timecourse_ATM_combo_8hr 804.98187 5.06 63.68 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1247.7 100 8.15E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:157580

804.98607 3 combeffx_ATM_comboi 804.98187 5.22 63.66 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 65.9 100 6.40E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35300:72621

1128.925 2 timecourse_ATM_combo_8hr 1128.91862 5.65 63.56 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1890.1 100 1.25E+08 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:152750

804.9858 3 timecourse_ATM_combo_1hr 804.98187 4.88 63.4 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1277.9 100 9.46E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:159345

752.9531 3 timecourse_ATM_combo_2hr 752.94817 6.55 63.27 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 945.3 100 3.71E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:142281

1039.74789 3 timecourse_ATM_ctrl1 1039.74185 5.81 62.76 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 47.3 100 2.39E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 136.8 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35448:173830

804.98746 3 timecourse_ATM_combo_2hr 804.98187 6.94 62.68 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1313.5 100 7.50E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:148371

752.95244 3 timecourse_ATM_combo_8hr 752.94817 5.67 62.19 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 908.1 100 5.77E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:152760

866.6917 3 timecourse_ATM_combo_8hr 866.68735 5.02 61.81 TCEAL3  TCAL3_HUMAN 0 E.GKREDEGEPGDEGQLEDEGS#QEK.Q 17.7 100 9.69E+05 GKREDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:167790

849.33515 2 timecourse_ATM_combo_8hr 849.33053 5.44 61.18 TCEAL3  TCAL3_HUMAN 0 E.PGDEGQLEDEGS#QEK.Q 29.1 100 4.55E+05 PGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:110605

1039.74701 3 timecourse_ATM_combo_2hr 1039.74185 4.96 60.9 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 53.4 100 1.83E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 118.2 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:166331

1128.92455 2 timecourse_ATM_combo_8hr 1128.91862 5.25 60.07 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1404.9 100 1.11E+08 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:150810

1039.74756 3 timecourse_ATM_combo_4hr 1039.74185 5.49 59.88 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 62.0 100 2.86E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 98.8 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:171810

804.98584 3 timecourse_ATM_combo_4hr 804.98187 4.93 59.53 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1213.4 100 8.85E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:156051

804.98454 3 combeffx_ATM_PI3Ki 804.98187 3.33 59.36 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 31.5 100 2.41E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35298:65106

1039.74693 3 timecourse_ATM_combo_8hr 1039.74185 4.89 59.26 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 13.1 100 6.99E+05 TECEGKREDEGEPGDEGQLEDEGS#QEK 129.8 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:179260

804.98565 3 timecourse_ATM_combo_2hr 804.98187 4.7 58.3 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1386.8 100 7.22E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:148841

1128.92254 2 timecourse_ATM_combo_8hr 1128.91862 3.47 58.26 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 26.5 94 1.94E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:150790

1206.97579 2 timecourse_ATM_combo_8hr 1206.96917 5.48 57.85 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 233.6 100 1.43E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:157610

1039.74641 3 timecourse_ATM_combo_1hr 1039.74185 4.39 57.77 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 70.9 100 3.43E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 129.6 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:177355

804.98429 3 timecourse_ATM_combo_8hr 804.98187 3.01 57.46 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1357.3 94 8.02E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:159640

780.06129 4 combeffx_ATM_PI3Ki 780.05821 3.95 57.22 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 23.1 100 2.63E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 79.7 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35298:72486

804.98628 3 timecourse_ATM_combo_1hr 804.98187 5.48 56.63 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1306.8 100 7.86E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:159347

1128.92471 2 timecourse_ATM_combo_8hr 1128.91862 5.39 56.39 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1644.4 100 1.27E+08 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:152740

752.95297 3 timecourse_ATM_ctrl1 752.94817 6.37 55.7 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 250.0 94 4.55E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35448:150560

752.95287 3 timecourse_ATM_combo_1hr 752.94817 6.24 55.37 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 894.1 100 4.97E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:152837

1128.92443 2 timecourse_ATM_combo_2hr 1128.91862 5.16 55.37 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1220.2 100 9.11E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:142671

1128.92548 2 timecourse_ATM_combo_8hr 1128.91862 6.08 55.34 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 912.1 94 1.70E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:150850

804.98529 3 combeffx_ATM_PI3Ki 804.98187 4.25 55.3 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 24.1 100 1.59E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35299:61764

752.95198 3 timecourse_ATM_combo_4hr 752.94817 5.06 54.29 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 932.1 100 4.41E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:149351

752.952 3 timecourse_ATM_combo_8hr 752.94817 5.09 54.23 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 751.2 100 7.12E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:150800

752.95204 3 timecourse_ATM_combo_2hr 752.94817 5.14 54.21 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 893.0 100 3.46E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:142661

1128.92554 2 timecourse_ATM_ctrl2 1128.91862 6.13 54.09 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 172.5 100 2.92E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35447:138823

1128.9256 2 timecourse_ATM_ctrl2 1128.91862 6.18 53.9 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 443.5 100 2.21E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35446:136332

1128.92513 2 timecourse_ATM_combo_4hr 1128.91862 5.77 53.89 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1438.7 100 7.38E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:146810

1128.92528 2 timecourse_ATM_combo_2hr 1128.91862 5.9 53.61 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1759.2 100 6.44E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:142261

752.95185 3 timecourse_ATM_ctrl1 752.94817 4.89 53.59 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 221.1 100 5.48E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35449:153009

1128.92425 2 timecourse_ATM_ctrl1 1128.91862 4.99 53.47 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 389.3 100 8.27E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35449:153019

1128.92509 2 timecourse_ATM_combo_4hr 1128.91862 5.73 53.25 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 11.3 94 1.23E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:146800

1128.92487 2 timecourse_ATM_combo_4hr 1128.91862 5.54 53.02 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1568.5 100 7.48E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:149381

849.33525 2 timecourse_ATM_combo_8hr 849.33053 5.56 52.69 TCEAL3  TCAL3_HUMAN 0 E.PGDEGQLEDEGS#QEK.Q 25.6 100 4.02E+05 PGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:109667

804.98619 3 timecourse_ATM_ctrl2 804.98187 5.38 52.03 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 647.4 100 3.48E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35447:145773

1128.92428 2 timecourse_ATM_combo_2hr 1128.91862 5.01 51.81 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1662.8 100 6.17E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:142641

804.9875 3 timecourse_ATM_ctrl2 804.98187 6.99 51.69 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 668.5 100 3.33E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35446:143122

1128.92537 2 timecourse_ATM_ctrl1 1128.91862 5.99 51.67 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 323.2 100 8.30E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35448:150550

752.95217 3 combeffx_ATM_comboi 752.94817 5.31 51.62 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 23.6 100 2.81E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35300:69181

752.95236 3 timecourse_ATM_combo_4hr 752.94817 5.56 51.43 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 842.5 100 4.48E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:149401

1039.74799 3 timecourse_ATM_combo_2hr 1039.74185 5.91 51.27 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 54.5 100 1.82E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 111.5 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:165101

804.98711 3 timecourse_ATM_combo_1hr 804.98187 6.51 51.09 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1323.3 100 9.64E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:159367

804.98647 3 timecourse_ATM_combo_2hr 804.98187 5.71 50.56 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 49.7 100 1.59E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:148351

804.98557 3 timecourse_ATM_combo_8hr 804.98187 4.6 48.86 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 5.5 94 8.11E+05 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:157570

866.69204 3 timecourse_ATM_combo_8hr 866.68735 5.41 48.73 TCEAL3  TCAL3_HUMAN 0 E.GKREDEGEPGDEGQLEDEGS#QEK.Q 14.7 100 8.28E+05 GKREDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:165660

1128.92438 2 timecourse_ATM_combo_1hr 1128.91862 5.1 48.37 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1677.2 100 7.92E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:152905

804.98528 3 timecourse_ATM_combo_1hr 804.98187 4.24 48.35 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 9.1 100 1.11E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:159325

1006.88666 2 timecourse_ATM_combo_8hr 1006.88385 2.79 48.24 TCEAL3  TCAL3_HUMAN 0 D.EGEPGDEGQLEDEGS#QEK.Q 9.0 100 5.59E+05 EGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:137371

1128.92569 2 timecourse_ATM_combo_1hr 1128.91862 6.26 48.12 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1136.0 94 1.73E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:152847

1128.92482 2 timecourse_ATM_combo_4hr 1128.91862 5.49 48.08 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 24.1 100 1.71E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:146760

950.38931 2 timecourse_ATM_combo_4hr 950.38383 5.77 47.85 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 4.9 100 3.91E+04 GTDDSPKDS#QEDLQER 18.3 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:126011

866.69225 3 timecourse_ATM_combo_4hr 866.68735 5.65 47.83 TCEAL3  TCAL3_HUMAN 0 E.GKREDEGEPGDEGQLEDEGS#QEK.Q 7.1 100 2.56E+05 GKREDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:160770

804.98584 3 timecourse_ATM_combo_4hr 804.98187 4.93 47.25 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1244.5 100 8.86E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:156061

1128.92488 2 timecourse_ATM_combo_2hr 1128.91862 5.55 47.21 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1798.7 100 6.23E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:142681

1128.92524 2 timecourse_ATM_combo_8hr 1128.91862 5.86 47.21 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 49.8 100 3.97E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:152780

752.95198 3 timecourse_ATM_combo_2hr 752.94817 5.06 47.08 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 916.7 100 3.45E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:142651

1128.92591 2 timecourse_ATM_ctrl2 1128.91862 6.46 46.54 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 136.3 100 2.24E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35446:136342

804.98724 3 timecourse_ATM_combo_8hr 804.98187 6.67 46.19 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 92.4 94 3.62E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:159670

804.98552 3 timecourse_ATM_combo_2hr 804.98187 4.53 46 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 1464.5 100 7.26E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:148831

1128.92476 2 timecourse_ATM_combo_1hr 1128.91862 5.44 45.72 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1415.5 100 7.13E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:152817

780.06236 4 timecourse_ATM_combo_4hr 780.05821 5.32 45.43 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 51.3 100 3.46E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 55.2 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:171800

752.95325 3 timecourse_ATM_ctrl2 752.94817 6.75 44.8 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 180.0 100 2.31E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35446:136352

1006.88794 2 timecourse_ATM_combo_8hr 1006.88385 4.06 44.67 TCEAL3  TCAL3_HUMAN 0 D.EGEPGDEGQLEDEGS#QEK.Q 6.5 100 6.42E+05 EGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:135563

1128.92384 2 timecourse_ATM_combo_1hr 1128.91862 4.62 44.44 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1454.1 100 7.88E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:152895

804.98624 3 timecourse_ATM_combo_8hr 804.98187 5.43 44.04 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 6.0 94 2.64E+05 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:157600

1206.97667 2 timecourse_ATM_combo_8hr 1206.96917 6.21 43.66 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 274.3 100 1.72E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:159660

804.98577 3 timecourse_ATM_combo_1hr 804.98187 4.84 43.23 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 980.4 94 1.92E+07 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:159335

1039.74765 3 timecourse_ATM_ctrl2 1039.74185 5.58 43.1 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 73.8 100 3.39E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 97.7 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35447:164043

752.95271 3 timecourse_ATM_ctrl2 752.94817 6.03 41.83 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 153.8 100 2.51E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35447:138813

804.98578 3 timecourse_ATM_combo_4hr 804.98187 4.86 41.78 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 13.6 100 1.52E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:153220

752.95261 3 timecourse_ATM_combo_8hr 752.94817 5.9 41.72 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1080.5 100 2.49E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:150840

1128.92503 2 timecourse_ATM_combo_2hr 1128.91862 5.68 40.25 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 446.3 100 4.05E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:142241

633.92861 3 timecourse_ATM_combo_8hr 633.92498 5.73 39.53 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 19.9 100 4.30E+05 GTDDSPKDS#QEDLQER 36.2 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:127757

752.95246 3 timecourse_ATM_combo_4hr 752.94817 5.7 39.14 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 886.7 100 4.55E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:146780

804.98573 3 timecourse_ATM_combo_8hr 804.98187 4.8 39.12 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 6.0 94 6.39E+05 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:159650



780.06264 4 timecourse_ATM_combo_2hr 780.05821 5.68 37.98 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 49.3 100 2.14E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 78.4 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:165091

780.06256 4 timecourse_ATM_ctrl2 780.05821 5.58 37.92 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 61.5 100 4.34E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 43.2 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35447:164033

752.95216 3 combeffx_ATM_comboi 752.94817 5.3 37.54 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 19.1 100 1.76E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35301:63419

780.06184 4 combeffx_ATM_ctrl 780.05821 4.65 37.45 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 12.5 100 1.79E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 80.9 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35294:76534

752.95248 3 timecourse_ATM_combo_4hr 752.94817 5.72 36.67 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 793.4 100 4.55E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:146790

849.33603 2 timecourse_ATM_combo_4hr 849.33053 6.48 36.66 TCEAL3  TCAL3_HUMAN 0 E.PGDEGQLEDEGS#QEK.Q 7.4 100 2.04E+05 PGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:107261

633.9285 3 timecourse_ATM_combo_1hr 633.92498 5.55 36.25 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 9.4 100 1.55E+05 GTDDSPKDS#QEDLQER 22.1 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:129158

633.92902 3 timecourse_ATM_ctrl1 633.92498 6.37 35.98 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 10.0 100 1.20E+05 GTDDSPKDS#QEDLQER 22.9 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35448:127377

849.33572 2 timecourse_ATM_combo_1hr 849.33053 6.12 35.75 TCEAL3  TCAL3_HUMAN 0 E.PGDEGQLEDEGS#QEK.Q 2.4 86 4.32E+04 PGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:111897

752.95235 3 timecourse_ATM_combo_4hr 752.94817 5.55 35.68 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 987.9 100 3.81E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:149391

752.95247 3 timecourse_ATM_combo_8hr 752.94817 5.71 35.54 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 1043.5 100 5.18E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:152770

780.06241 4 timecourse_ATM_combo_4hr 780.05821 5.38 34.72 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 53.2 100 3.37E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 71.8 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:175111

1128.92482 2 timecourse_ATM_combo_4hr 1128.91862 5.49 34.37 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 142.6 100 3.06E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:149371

849.33582 2 timecourse_ATM_combo_4hr 849.33053 6.23 34.19 TCEAL3  TCAL3_HUMAN 0 E.PGDEGQLEDEGS#QEK.Q 9.4 100 2.91E+05 PGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:109272

804.98545 3 timecourse_ATM_combo_4hr 804.98187 4.45 33.33 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 14.6 100 1.39E+06 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:156041

633.92855 3 timecourse_ATM_combo_8hr 633.92498 5.63 32.93 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 22.5 100 4.15E+05 GTDDSPKDS#QEDLQER 36.2 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:126278

752.95245 3 timecourse_ATM_combo_2hr 752.94817 5.68 31.13 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 682.4 100 7.66E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:142251

1128.92356 2 timecourse_ATM_combo_2hr 1128.91862 4.38 30.65 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 6.0 94 2.53E+05 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:142221

633.92801 3 timecourse_ATM_combo_2hr 633.92498 4.78 30.35 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 13.8 100 1.47E+05 GTDDSPKDS#QEDLQER 27.4 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:119786

780.06159 4 timecourse_ATM_combo_1hr 780.05821 4.33 30.32 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 62.7 100 4.29E+06 TECEGKREDEGEPGDEGQLEDEGS#QEK 61.6 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35457:177345

950.38891 2 timecourse_ATM_combo_4hr 950.38383 5.35 29.16 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 5.6 100 4.37E+04 GTDDSPKDS#QEDLQER 24.1 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:123624

752.95143 3 timecourse_ATM_combo_8hr 752.94817 4.33 28.71 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 730.6 100 6.52E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:152730

804.98513 3 timecourse_ATM_combo_2hr 804.98187 4.05 28.6 TCEAL3  TCAL3_HUMAN 0 K.REDEGEPGDEGQLEDEGS#QEK.Q 12.8 100 9.93E+05 REDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:148821

1128.92309 2 timecourse_ATM_combo_2hr 1128.91862 3.96 27.95 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 97.1 100 1.66E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35455:142631

780.06176 4 timecourse_ATM_combo_8hr 780.05821 4.55 27.1 TCEAL3  TCAL3_HUMAN 0 K.TECEGKREDEGEPGDEGQLEDEGS#QEK.Q 9.9 100 7.11E+05 TECEGKREDEGEPGDEGQLEDEGS#QEK 68.6 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35451:179250

752.95242 3 timecourse_ATM_combo_4hr 752.94817 5.64 25.36 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 16.6 100 1.44E+06 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:146770

752.95196 3 timecourse_ATM_combo_1hr 752.94817 5.03 25.07 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 14.1 94 8.43E+05 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35456:152807

752.9526 3 timecourse_ATM_combo_8hr 752.94817 5.88 24.71 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 972.5 100 7.13E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35450:150830

633.92846 3 timecourse_ATM_combo_4hr 633.92498 5.49 23.15 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 16.0 100 2.27E+05 GTDDSPKDS#QEDLQER 13.1 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35453:126001

633.92812 3 timecourse_ATM_combo_4hr 633.92498 4.95 22.41 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 15.6 100 2.50E+05 GTDDSPKDS#QEDLQER 19.7 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35452:123614

633.92855 3 timecourse_ATM_combo_2hr 633.92498 5.63 20.45 TCEAL3  TCAL3_HUMAN 3 R.GTDDSPKDS#QEDLQER.H 13.5 100 1.72E+05 GTDDSPKDS#QEDLQER 13.1 125 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:119631

752.9524 3 timecourse_ATM_combo_2hr 752.94817 5.62 16.56 TCEAL3  TCAL3_HUMAN 0 R.EDEGEPGDEGQLEDEGS#QEK.Q 875.6 100 2.52E+07 EDEGEPGDEGQLEDEGS#QEK 1000 65 0 0 0 0 Transcription elongation factor A protein‐like 3  35454:142231

660.58357 3 timecourse_ATM_combo_4hr 660.58042 4.77 14.6 TCEAL3  TCAL3_HUMAN 3 R.GTDDS#PKDS#QEDLQER.H 4.4 100 7.86E+04 GTDDS#PKDS#QEDLQER 16.4 121 16.2 125 0 0 Transcription elongation factor A protein‐like 3  35452:130418

694.78197 2 combeffx_ATM_PI3Ki 694.77955 3.48 43.36 TCF20  TCF20_HUMAN 0 R.SPS#QYHDFAEK.L 12.6 100 6.34E+05 SPS#QYHDFAEK 9.8 1007 ‐2,0 0 0 0 0 Transcription factor 20  35298:29942

694.78268 2 timecourse_ATM_ctrl1 694.77955 4.5 40.18 TCF20  TCF20_HUMAN 0 R.SPS#QYHDFAEK.L 14.5 100 5.32E+05 SPS#QYHDFAEK 0 1007 ‐2,0 0 0 0 0 Transcription factor 20  35449:77549

694.78335 2 combeffx_ATM_comboi 694.77955 5.47 38.62 TCF20  TCF20_HUMAN 0 R.SPS#QYHDFAEK.L 5.3 100 4.83E+05 SPS#QYHDFAEK 7.7 1007 ‐2,0 0 0 0 0 Transcription factor 20  35301:30156

694.78272 2 combeffx_ATM_comboi 694.77955 4.56 37.84 TCF20  TCF20_HUMAN 0 R.SPS#QYHDFAEK.L 8.3 100 8.14E+05 SPS#QYHDFAEK 9.8 1007 ‐2,0 0 0 0 0 Transcription factor 20  35300:32585

694.78239 2 combeffx_ATM_PI3Ki 694.77955 4.09 37.09 TCF20  TCF20_HUMAN 0 R.SPS#QYHDFAEK.L 11.4 100 5.21E+05 SPS#QYHDFAEK 9.8 1007 ‐2,0 0 0 0 0 Transcription factor 20  35299:29206

463.52399 3 combeffx_ATM_PI3Ki 463.52212 4.03 17.02 TCF20  TCF20_HUMAN 0 R.SPS#QYHDFAEK.L 12.5 100 5.16E+05 SPS#QYHDFAEK 18 1007 0 0 0 0 Transcription factor 20  35299:29196

687.31579 3 timecourse_ATM_combo_4hr 687.31182 5.78 41.37 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAKES#PR.K 46.7 100 9.23E+05 ASGKT#SQVGAASAPAKES#PR 5.3 368 ‐3,0 53.1 381 0 0 Treacle protein  35453:138757

687.31489 3 timecourse_ATM_combo_1hr 687.31182 4.47 41.17 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAKES#PR.K 48.4 100 1.11E+06 ASGKT#SQVGAASAPAKES#PR 0 368 ‐3,0 40.4 381 0 0 Treacle protein  35457:142470

755.87099 2 timecourse_ATM_combo_8hr 755.86668 5.7 40.8 TCOF1  TCOF_HUMAN 2 K.ASGKTS#QVGAASAPAK.E 5.0 100 7.47E+04 ASGKTS#QVGAASAPAK 0 369 ‐1,0 0 0 0 0 Treacle protein  35451:91147

687.31572 3 timecourse_ATM_combo_8hr 687.31182 5.67 34.42 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAKES#PR.K 36.1 100 7.79E+05 ASGKT#SQVGAASAPAKES#PR 0 368 0,1 43.8 381 0 0 Treacle protein  35451:140951

687.31491 3 timecourse_ATM_ctrl1 687.31182 4.5 34 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAKES#PR.K 43.6 100 8.01E+05 ASGKTSQVGAAS#APAKES#PR 8.7 375 ‐6,0 51.9 381 0 0 Treacle protein  35449:142331

687.31543 3 timecourse_ATM_combo_2hr 687.31182 5.25 33.25 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAKES#PR.K 34.5 100 5.71E+05 ASGKT#SQVGAASAPAKES#PR 5.3 368 0,7 54 381 0 0 Treacle protein  35455:132280

687.3158 3 timecourse_ATM_combo_1hr 687.31182 5.79 32.87 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAKES#PR.K 44.3 100 1.05E+06 ASGKTS#QVGAASAPAKES#PR 0 369 ‐1,0 72 381 0 0 Treacle protein  35456:142159

687.31563 3 timecourse_ATM_combo_8hr 687.31182 5.54 31.98 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAKES#PR.K 31.0 100 7.28E+05 ASGKT#SQVGAASAPAKES#PR 4 368 0,1 68.5 381 0 0 Treacle protein  35450:139043

687.31588 3 timecourse_ATM_combo_2hr 687.31182 5.91 31.53 TCOF1  TCOF_HUMAN 2 K.ASGKTS#QVGAASAPAKES#PR.K 34.3 100 5.73E+05 ASGKT#SQVGAASAPAKES#PR 0 368 0,1 49.6 381 0 0 Treacle protein  35454:132095

546.26425 3 timecourse_ATM_combo_1hr 546.26119 5.6 31.3 TCOF1  TCOF_HUMAN 2 K.TSQVGAASAPAKES#PR.K 7.9 100 2.13E+05 TSQVGAASAPAKES#PR 11.6 381 ‐6,0 0 0 0 0 Treacle protein  35456:105047

546.26411 3 timecourse_ATM_combo_1hr 546.26119 5.35 30.26 TCOF1  TCOF_HUMAN 2 K.TSQVGAASAPAKES#PR.K 7.2 100 2.02E+05 TSQVGAASAPAKES#PR 24.2 381 0 0 0 0 Treacle protein  35457:104832

546.2643 3 timecourse_ATM_combo_4hr 546.26119 5.69 30.17 TCOF1  TCOF_HUMAN 2 K.TSQVGAASAPAKES#PR.K 8.5 100 1.80E+05 TSQVGAASAPAKES#PR 5.5 381 ‐6,0 0 0 0 0 Treacle protein  35452:100841

546.26451 3 timecourse_ATM_ctrl2 546.26119 6.1 29.84 TCOF1  TCOF_HUMAN 2 K.TSQVGAASAPAKES#PR.K 10.8 100 1.60E+05 TSQVGAASAPAKES#PR 5.5 381 ‐6,0 0 0 0 0 Treacle protein  35446:90570

687.31629 3 timecourse_ATM_ctrl1 687.31182 6.5 29.58 TCOF1  TCOF_HUMAN 2 K.AS#GKTSQVGAASAPAKES#PR.K 40.4 100 8.03E+05 ASGKT#SQVGAASAPAKES#PR 0 368 ‐3,0 66.2 381 0 0 Treacle protein  35448:140178

546.26444 3 timecourse_ATM_combo_4hr 546.26119 5.95 29.47 TCOF1  TCOF_HUMAN 2 K.TSQVGAASAPAKES#PR.K 7.7 100 1.81E+05 TSQVGAASAPAKES#PR 18.2 381 0 0 0 0 Treacle protein  35453:102982

687.31603 3 timecourse_ATM_ctrl2 687.31182 6.13 28.88 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAKES#PR.K 51.3 100 8.13E+05 ASGKT#SQVGAASAPAKES#PR 0 368 ‐3,0 45.8 381 0 0 Treacle protein  35447:128257

687.31579 3 timecourse_ATM_combo_4hr 687.31182 5.78 25.08 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAKES#PR.K 52.2 100 1.08E+06 ASGKT#SQVGAASAPAKES#PR 0 368 0,7 66.2 381 0 0 Treacle protein  35452:136047

546.26404 3 timecourse_ATM_ctrl1 546.26119 5.22 23.47 TCOF1  TCOF_HUMAN 2 K.TSQVGAASAPAKES#PR.K 12.9 100 2.41E+05 TSQVGAASAPAKES#PR 3.8 381 ‐6,0 0 0 0 0 Treacle protein  35449:105619

546.26356 3 timecourse_ATM_combo_2hr 546.26119 4.34 23.31 TCOF1  TCOF_HUMAN 2 K.TSQVGAASAPAKES#PR.K 6.4 100 1.26E+05 TSQVGAASAPAKES#PR 6.8 381 ‐6,0 0 0 0 0 Treacle protein  35455:97209

755.87081 2 timecourse_ATM_combo_4hr 755.86668 5.46 22.56 TCOF1  TCOF_HUMAN 2 K.ASGKT#SQVGAASAPAK.E 4.2 100 5.89E+04 ASGKTS#QVGAASAPAK 13.2 369 0 0 0 0 Treacle protein  35453:89822

1030.14118 3 timecourse_ATM_combo_1hr 1030.13392 7.05 93.76 TCP1  TCPA_HUMAN 2 K.AHGRS#QMESMLISGYALNCVVGSQGMPK.R 6.9 100 2.96E+05 AHGRS#QMESMLISGYALNCVVGSQGMPK 8.6 204 0,4 0 0 0 0 T‐complex protein 1 subunit alpha  35456:176556

1030.1404 3 timecourse_ATM_ctrl2 1030.13392 6.29 84.37 TCP1  TCPA_HUMAN 2 K.AHGRS#QMESMLISGYALNCVVGSQGMPK.R 5.5 100 2.25E+05 AHGRS#QMESMLISGYALNCVVGSQGMPK 3.1 204 0,4 0 0 0 0 T‐complex protein 1 subunit alpha  35447:163703

1030.14045 3 timecourse_ATM_combo_4hr 1030.13392 6.34 80.61 TCP1  TCPA_HUMAN 2 K.AHGRS#QMESMLISGYALNCVVGSQGMPK.R 4.3 100 2.47E+05 AHGRSQMES#MLISGYALNCVVGSQGMPK 2.5 208 ‐4,0 0 0 0 0 T‐complex protein 1 subunit alpha  35453:174791

1030.14014 3 timecourse_ATM_combo_1hr 1030.13392 6.04 79.03 TCP1  TCPA_HUMAN 2 K.AHGRS#QMESMLISGYALNCVVGSQGMPK.R 5.7 100 2.95E+05 AHGRS#QMESMLISGYALNCVVGSQGMPK 9.7 204 0,4 0 0 0 0 T‐complex protein 1 subunit alpha  35457:177095

1030.13996 3 timecourse_ATM_combo_4hr 1030.13392 5.86 77.95 TCP1  TCPA_HUMAN 2 K.AHGRSQMES#MLISGYALNCVVGSQGMPK.R 3.9 100 2.38E+05 AHGRSQMES#MLISGYALNCVVGSQGMPK 9.7 208 ‐4,0 0 0 0 0 T‐complex protein 1 subunit alpha  35452:171540

662.30079 3 timecourse_ATM_combo_1hr 662.29819 3.93 61.57 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 109.3 100 5.20E+06 RES#QTSIPDYFYDRK 4.1 445 0,3 0 0 0 0 Tudor domain‐containing protein 3  35456:136539

662.30226 3 timecourse_ATM_ctrl2 662.29819 6.15 51.79 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 92.8 100 4.47E+06 RES#QTSIPDYFYDRK 4.1 445 0,3 0 0 0 0 Tudor domain‐containing protein 3  35446:120439

662.30006 3 timecourse_ATM_combo_8hr 662.29819 2.82 51.31 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 159.5 100 1.15E+07 RES#QTSIPDYFYDRK 2.8 445 0,2 0 0 0 0 Tudor domain‐containing protein 3  35450:133733

662.2997 3 timecourse_ATM_combo_1hr 662.29819 2.28 49.85 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 98.9 100 5.07E+06 RES#QTSIPDYFYDRK 11 445 0,2 0 0 0 0 Tudor domain‐containing protein 3  35457:136968

662.30023 3 timecourse_ATM_combo_8hr 662.29819 3.08 48.14 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 147.4 100 1.18E+07 RES#QTSIPDYFYDRK 11 445 0,2 0 0 0 0 Tudor domain‐containing protein 3  35451:135351

662.30037 3 timecourse_ATM_combo_4hr 662.29819 3.29 45.66 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 159.8 100 8.04E+06 RES#QTSIPDYFYDRK 11 445 0,2 0 0 0 0 Tudor domain‐containing protein 3  35453:133265

662.30104 3 timecourse_ATM_ctrl1 662.29819 4.3 44.91 TDRD3  TDRD3_HUMAN 0 K.RESQTS#IPDYFYDRK.S 125.4 100 7.13E+06 RES#QTSIPDYFYDRK 11 445 0,3 0 0 0 0 Tudor domain‐containing protein 3  35448:134650

662.30019 3 timecourse_ATM_combo_2hr 662.29819 3.02 44.38 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 129.6 100 4.68E+06 RES#QTSIPDYFYDRK 4.1 445 0,2 0 0 0 0 Tudor domain‐containing protein 3  35455:127070

662.30154 3 timecourse_ATM_combo_2hr 662.29819 5.06 42.35 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 66.2 94 6.87E+05 RES#QTSIPDYFYDRK 7.6 445 0,3 0 0 0 0 Tudor domain‐containing protein 3  35454:126835

662.30181 3 combeffx_ATM_comboi 662.29819 5.47 42.18 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 12.6 100 1.37E+06 RES#QTSIPDYFYDRK 6 445 0,3 0 0 0 0 Tudor domain‐containing protein 3  35301:56438

662.30069 3 combeffx_ATM_PI3Ki 662.29819 3.77 41.75 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 12.8 100 1.26E+06 RES#QTSIPDYFYDRK 4.9 445 0,3 0 0 0 0 Tudor domain‐containing protein 3  35298:55922

662.30034 3 timecourse_ATM_combo_4hr 662.29819 3.25 40.45 TDRD3  TDRD3_HUMAN 0 K.RESQT#SIPDYFYDRK.S 154.6 100 8.34E+06 RES#QTSIPDYFYDRK 8.5 445 0,3 0 0 0 0 Tudor domain‐containing protein 3  35452:130798

662.30006 3 timecourse_ATM_ctrl1 662.29819 2.82 39.01 TDRD3  TDRD3_HUMAN 0 K.RESQTS#IPDYFYDRK.S 138.9 100 7.15E+06 RES#QTSIPDYFYDRK 0 445 0,2 0 0 0 0 Tudor domain‐containing protein 3  35449:136891

662.30116 3 combeffx_ATM_comboi 662.29819 4.48 37.68 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 14.1 100 1.82E+06 RES#QTSIPDYFYDRK 2.3 445 0,2 0 0 0 0 Tudor domain‐containing protein 3  35300:61721

662.30133 3 timecourse_ATM_ctrl2 662.29819 4.74 31.3 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDRK.S 115.0 100 4.79E+06 RES#QTSIPDYFYDRK 0 445 0,3 0 0 0 0 Tudor domain‐containing protein 3  35447:122736

928.90611 2 timecourse_ATM_combo_8hr 928.89617 10.7 26.04 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDR.K 6.0 100 4.24E+05 RES#QTSIPDYFYDR 14.2 445 0 0 0 0 Tudor domain‐containing protein 3  35451:124527

681.30791 3 timecourse_ATM_combo_4hr 681.30535 3.76 21.98 TDRD3  TDRD3_HUMAN 0 R.GKRES#QTSIPDYFYDR.K 7.5 100 5.67E+05 GKRES#QTSIPDYFYDR 1.9 445 0,3 0 0 0 0 Tudor domain‐containing protein 3  35453:137607

928.90852 2 timecourse_ATM_combo_2hr 928.89617 13.3 21.02 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDR.K 3.5 100 8.27E+04 RES#QTSIPDYFYDR 13.2 445 0 0 0 0 Tudor domain‐containing protein 3  35454:116684

928.90956 2 timecourse_ATM_combo_8hr 928.89617 14.41 20.68 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDR.K 5.0 100 2.07E+05 RES#QTSIPDYFYDR 0 445 0,2 0 0 0 0 Tudor domain‐containing protein 3  35450:123218

928.90888 2 timecourse_ATM_ctrl1 928.89617 13.68 19.43 TDRD3  TDRD3_HUMAN 0 K.RES#QTSIPDYFYDR.K 3.4 86 5.66E+04 RES#QTSIPDYFYDR 12.2 445 0,2 0 0 0 0 Tudor domain‐containing protein 3  35449:126198

771.36983 2 combeffx_ATM_comboi 771.36599 4.98 79.53 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 28.6 100 5.12E+06 YLLGDAPVSPSS#QK 24.4 206 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35300:40995

771.36932 2 combeffx_ATM_comboi 771.36599 4.32 68.58 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 38.9 100 4.18E+06 YLLGDAPVSPSS#QK 26.4 206 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35301:37682

811.3544 2 timecourse_ATM_combo_1hr 811.34915 6.47 64.94 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 58.7 100 3.70E+06 YLLGDAPVS#PSS#QK 26.5 203 24.4 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35456:103620

771.36941 2 timecourse_ATM_combo_2hr 771.36599 4.43 62.36 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 12.0 100 3.13E+05 YLLGDAPVSPSS#QK 26.4 206 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35455:88475

811.35175 2 combeffx_ATM_PI3Ki 811.34915 3.2 61.83 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 17.6 100 1.92E+06 YLLGDAPVS#PSS#QK 33.7 203 20.4 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35299:39915

811.35378 2 timecourse_ATM_combo_4hr 811.34915 5.71 61.6 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 74.2 100 4.75E+06 YLLGDAPVS#PSS#QK 30.8 203 13.2 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35453:101652

811.3536 2 timecourse_ATM_combo_4hr 811.34915 5.48 56.91 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 64.2 100 4.52E+06 YLLGDAPVS#PSS#QK 23.3 203 13.2 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35452:99571

811.35308 2 timecourse_ATM_combo_1hr 811.34915 4.84 55.45 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 53.3 100 3.33E+06 YLLGDAPVS#PSS#QK 14.2 203 16.2 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35457:103382

771.36892 2 combeffx_ATM_PI3Ki 771.36599 3.8 55.07 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 8.9 100 7.20E+05 YLLGDAPVSPSS#QK 24.4 206 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35298:37587

811.35372 2 timecourse_ATM_combo_2hr 811.34915 5.63 54.68 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 53.6 100 2.17E+06 YLLGDAPVS#PSS#QK 22 203 7.9 206 ‐1,0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35454:96290

771.37012 2 timecourse_ATM_combo_8hr 771.36599 5.35 53.78 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 40.4 100 2.51E+06 YLLGDAPVSPSS#QK 19.3 206 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35450:93887

811.3529 2 timecourse_ATM_combo_2hr 811.34915 4.62 52.61 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 57.0 100 2.22E+06 YLLGDAPVS#PSS#QK 17 203 22.9 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35455:95920

771.37014 2 timecourse_ATM_combo_4hr 771.36599 5.38 50.86 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 23.1 100 1.18E+06 YLLGDAPVSPSS#QK 28.9 206 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35453:93462

771.37052 2 timecourse_ATM_combo_4hr 771.36599 5.87 50.48 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 22.3 100 1.23E+06 YLLGDAPVSPSS#QK 24.4 206 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35452:91721

811.35324 2 combeffx_ATM_comboi 811.34915 5.04 49.53 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 22.6 100 3.49E+06 YLLGDAPVS#PSS#QK 33.7 203 21.5 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35301:41665

771.36965 2 timecourse_ATM_combo_1hr 771.36599 4.74 48.94 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 6.8 100 3.00E+05 YLLGDAPVSPSS#QK 7.9 206 ‐1,0 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35457:95129

771.37047 2 timecourse_ATM_combo_8hr 771.36599 5.81 47.3 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 40.9 100 2.50E+06 YLLGDAPVSPSS#QK 20.4 206 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35451:94720

771.37065 2 timecourse_ATM_combo_1hr 771.36599 6.04 45.03 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVSPSS#QK.L 7.4 100 3.32E+05 YLLGDAPVSPS#SQK 9.3 205 0,1 0 0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35456:95078

811.35209 2 combeffx_ATM_PI3Ki 811.34915 3.62 42.93 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PS#SQK.L 18.9 100 2.49E+06 YLLGDAPVS#PS#SQK 18.5 203 7.9 205 0,1 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35298:41311

811.35303 2 combeffx_ATM_comboi 811.34915 4.78 42.58 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 18.9 100 4.69E+06 YLLGDAPVS#PSS#QK 11.3 203 0,2 26.4 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35300:45490

811.35393 2 timecourse_ATM_combo_8hr 811.34915 5.89 41.9 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 65.8 100 5.08E+06 YLLGDAPVS#PSS#QK 36.8 203 22.9 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35451:102759

811.35217 2 combeffx_ATM_PI3Ki 811.34915 3.72 39.37 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 19.3 100 2.49E+06 YLLGDAPVS#PSS#QK 18.9 203 10.3 206 ‐1,0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35298:41321

811.35409 2 timecourse_ATM_ctrl1 811.34915 6.09 38.48 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 8.0 100 4.95E+05 YLLGDAPVS#PSS#QK 17 203 11.5 206 ‐1,0 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35448:102559

811.35421 2 timecourse_ATM_combo_8hr 811.34915 6.24 37.78 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 61.5 100 4.70E+06 YLLGDAPVS#PSS#QK 24.8 203 24.4 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35450:101987

811.3542 2 timecourse_ATM_ctrl2 811.34915 6.22 37.63 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 5.7 100 2.88E+05 YLLGDAPVS#PSS#QK 6.6 203 0,2 19.3 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35447:90654

811.35307 2 timecourse_ATM_ctrl1 811.34915 4.83 30.36 TERF2IP  TE2IP_HUMAN 0 K.YLLGDAPVS#PSS#QK.L 6.9 100 4.45E+05 YLLGDAPVS#PSS#QK 15.5 203 13.2 206 0 0 Telomeric repeat‐binding factor 2‐interacting protein 1  35449:104147

929.96026 2 timecourse_ATM_combo_8hr 929.95463 6.05 77.12 TFAM  TFAM_HUMAN 4 R.FKEQLTPS#QIMSLEK.E 7.5 100 3.63E+05 FKEQLTPS#QIMSLEK 30.7 124 0 0 0 0 Transcription factor A, mitochondrial  35450:123398

929.96059 2 timecourse_ATM_combo_8hr 929.95463 6.41 70.11 TFAM  TFAM_HUMAN 4 R.FKEQLTPS#QIMSLEK.E 8.3 100 4.54E+05 FKEQLTPS#QIMSLEK 30.7 124 0 0 0 0 Transcription factor A, mitochondrial  35451:124697

825.73948 3 combeffx_ATM_comboi 825.73519 5.2 36.26 TFAM  TFAM_HUMAN 4 R.FKEQLTPS#QIMSLEKEIMDK.H 7.7 100 4.45E+05 FKEQLTPS#QIMSLEKEIMDK 31.3 124 0 0 0 0 Transcription factor A, mitochondrial  35301:67549

620.30851 3 timecourse_ATM_combo_8hr 620.30551 4.84 31.24 TFAM  TFAM_HUMAN 4 R.FKEQLTPS#QIMSLEK.E 24.3 100 9.01E+05 FKEQLTPS#QIMSLEK 30.4 124 0 0 0 0 Transcription factor A, mitochondrial  35450:123388

620.30854 3 timecourse_ATM_combo_8hr 620.30551 4.88 25.53 TFAM  TFAM_HUMAN 4 R.FKEQLTPS#QIMSLEK.E 19.5 100 1.04E+06 FKEQLTPS#QIMSLEK 34 124 0 0 0 0 Transcription factor A, mitochondrial  35451:124687

1381.08191 2 timecourse_ATM_combo_4hr 1381.07399 5.73 79.48 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 19.1 100 9.03E+05 FSASDLTNGADGMLATSSNGS#QYSGSR 27 379 0 0 0 0 Transcription factor Dp‐1  35453:169021

1381.08235 2 timecourse_ATM_combo_1hr 1381.07399 6.05 72.24 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 18.3 100 9.14E+05 FSASDLTNGADGMLATSSNGS#QYSGSR 33.7 379 0 0 0 0 Transcription factor Dp‐1  35456:171217

1381.08221 2 timecourse_ATM_combo_4hr 1381.07399 5.95 72.24 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 15.7 100 7.33E+05 FSASDLTNGADGMLATSSNGS#QYSGSR 14.5 379 0 0 0 0 Transcription factor Dp‐1  35452:166020

1381.0815 2 timecourse_ATM_combo_2hr 1381.07399 5.44 70.08 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 24.4 100 7.17E+05 FSASDLTNGADGMLATSSNGS#QYSGSR 27.7 379 0 0 0 0 Transcription factor Dp‐1  35455:160741

1381.08159 2 timecourse_ATM_combo_8hr 1381.07399 5.5 69.54 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 15.3 100 9.34E+05 FSASDLTNGADGMLATSSNGS#QYSGSR 33.7 379 0 0 0 0 Transcription factor Dp‐1  35451:173180

1381.08159 2 timecourse_ATM_ctrl1 1381.07399 5.5 69.13 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 9.9 100 4.50E+05 FSASDLTNGADGMLATSSNGS#QYSGSR 21.8 379 0 0 0 0 Transcription factor Dp‐1  35448:168130

1381.08123 2 timecourse_ATM_ctrl1 1381.07399 5.24 68.77 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 10.1 100 4.10E+05 FSASDLTNGADGMLATSSNGS#QYSGSR 21.8 379 0 0 0 0 Transcription factor Dp‐1  35449:170919

921.05692 3 timecourse_ATM_combo_8hr 921.05175 5.61 64.65 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 73.2 100 6.01E+06 FSASDLTNGADGMLATSSNGS#QYSGSR 0 379 0,2 0 0 0 0 Transcription factor Dp‐1  35450:170860

921.05701 3 timecourse_ATM_combo_4hr 921.05175 5.71 62.37 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 106.4 100 6.13E+06 FSASDLTNGADGMLATSSNGS#QYSGSR 9.7 379 0,2 0 0 0 0 Transcription factor Dp‐1  35453:169011

921.05642 3 timecourse_ATM_combo_1hr 921.05175 5.07 60.43 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 106.5 100 6.13E+06 FSASDLTNGADGMLATSSNGS#QYSGSR 0 379 0,2 0 0 0 0 Transcription factor Dp‐1  35457:171365

921.05693 3 timecourse_ATM_combo_2hr 921.05175 5.62 60.04 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGSQYS#GSR.V 123.4 100 4.63E+06 FSASDLTNGADGMLATSSNGS#QYSGSR 2.7 379 0,2 0 0 0 0 Transcription factor Dp‐1  35455:160751

921.05696 3 timecourse_ATM_combo_8hr 921.05175 5.66 59.74 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 74.6 100 6.07E+06 FSASDLTNGADGMLATSSNGSQY#SGSR 9.4 381 ‐2,0 0 0 0 0 Transcription factor Dp‐1  35451:173190

921.0574 3 timecourse_ATM_combo_1hr 921.05175 6.13 57.38 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 115.7 100 6.76E+06 FSASDLTNGADGMLATSSNGS#QYSGSR 3 379 0,2 0 0 0 0 Transcription factor Dp‐1  35456:171227

921.05708 3 timecourse_ATM_ctrl2 921.05175 5.79 56.36 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 28.5 100 1.30E+06 FSASDLTNGADGMLATSSNGS#QYSGSR 0 379 0,2 0 0 0 0 Transcription factor Dp‐1  35447:157753

921.05735 3 timecourse_ATM_combo_4hr 921.05175 6.08 56.21 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 111.6 100 6.32E+06 FSASDLTNGADGMLATSSNGS#QYSGSR 2.7 379 0,2 0 0 0 0 Transcription factor Dp‐1  35452:166030

921.05699 3 timecourse_ATM_combo_2hr 921.05175 5.69 55.89 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 122.7 100 4.43E+06 FSASDLTNGADGMLATSSNGS#QYSGSR 21.6 379 0 0 0 0 Transcription factor Dp‐1  35454:159701

1381.08187 2 timecourse_ATM_combo_8hr 1381.07399 5.71 49.99 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 13.1 100 7.62E+05 FSASDLTNGADGMLATSSNGS#QYSGSR 33.7 379 0 0 0 0 Transcription factor Dp‐1  35450:170870

921.05637 3 timecourse_ATM_ctrl1 921.05175 5.02 48.83 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 51.8 100 2.77E+06 FSASDLTNGADGMLATSSNGS#QYSGSR 0 379 0,2 0 0 0 0 Transcription factor Dp‐1  35449:170909

926.3894 3 timecourse_ATM_combo_1hr 926.38339 6.49 42.25 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGM*LATSSNGS#QYSGSR.V 9.3 100 3.98E+05 FSASDLTNGADGM*LATSSNGS#QYSGSR 18.2 379 0 0 0 0 Transcription factor Dp‐1  35456:171577

921.05741 3 timecourse_ATM_ctrl2 921.05175 6.15 42.12 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGSQY#SGSR.V 23.9 100 1.11E+06 FSASDLTNGADGMLATSSNGSQY#SGSR 9 381 ‐6,0 0 0 0 0 Transcription factor Dp‐1  35446:154722

1381.08064 2 timecourse_ATM_combo_1hr 1381.07399 4.82 38.87 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 21.3 100 9.93E+05 FSASDLTNGADGMLATSSNGS#QYSGSR 3.4 379 ‐5,0 0 0 0 0 Transcription factor Dp‐1  35457:171355

921.05516 3 combeffx_ATM_comboi 921.05175 3.7 31.95 TFDP1  TFDP1_HUMAN 2 R.FSASDLTNGADGMLATSSNGS#QYSGSR.V 5.2 100 7.18E+05 FSASDLTNGADGMLAT#SSNGSQYSGSR 6 374 0,7 0 0 0 0 Transcription factor Dp‐1  35301:72209

911.75306 3 timecourse_ATM_combo_8hr 911.74682 6.84 34.42 TFG  TFG_HUMAN 6 K.QST#QVMAASMSAFDPLKNQDEINK.N 7.2 100 5.39E+05 QST#QVMAASMSAFDPLKNQDEINK 13.2 158 0 0 0 0 Protein TFG  35451:172420

1047.04863 2 timecourse_ATM_combo_8hr 1047.04317 5.21 27.95 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLESS#QVK.Y 4.3 100 3.02E+05 LTLFVNGQPRPLESS#QVK 32.4 100 0 0 0 0 Protein TFG  35451:143241

698.36905 3 timecourse_ATM_ctrl2 698.36454 6.46 26.4 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLES#SQVK.Y 23.6 100 1.38E+06 LTLFVNGQPRPLES#SQVK 8.7 99 0,1 0 0 0 0 Protein TFG  35446:127792

698.36822 3 timecourse_ATM_combo_2hr 698.36454 5.27 24.96 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLES#SQVK.Y 28.6 100 1.70E+06 LTLFVNGQPRPLES#SQVK 7.5 99 0,1 0 0 0 0 Protein TFG  35454:134245

484.23119 2 timecourse_ATM_combo_2hr 484.22843 5.7 24.22 TFG  TFG_HUMAN 8 R.PLESS#QVK.Y 18.0 100 2.07E+05 PLESS#QVK 10.3 100 ‐1,0 0 0 0 0 Protein TFG  35454:19227

698.3676 3 timecourse_ATM_combo_1hr 698.36454 4.38 24.15 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLESS#QVK.Y 30.9 100 3.01E+06 LTLFVNGQPRPLESS#QVK 0 100 ‐1,0 0 0 0 0 Protein TFG  35457:144620

1047.04925 2 timecourse_ATM_combo_4hr 1047.04317 5.81 23.16 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLESS#QVK.Y 4.7 100 2.92E+05 LTLFVNGQPRPLESS#QVK 24.4 100 0 0 0 0 Protein TFG  35452:138127

698.36698 3 combeffx_ATM_PI3Ki 698.36454 3.49 22.27 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLESS#QVK.Y 5.5 94 1.10E+06 LTLFVNGQPRPLES#SQVK 7.5 99 0,1 0 0 0 0 Protein TFG  35298:59271

698.36868 3 timecourse_ATM_ctrl2 698.36454 5.93 22.2 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLES#SQVK.Y 19.0 100 1.38E+06 LTLFVNGQPRPLES#SQVK 14.2 99 0 0 0 0 Protein TFG  35447:130387

698.36851 3 timecourse_ATM_combo_8hr 698.36454 5.7 19.77 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLES#SQVK.Y 24.8 100 2.72E+06 LTLFVNGQPRPLES#SQVK 6.6 99 0,1 0 0 0 0 Protein TFG  35451:143251

698.36726 3 combeffx_ATM_PI3Ki 698.36454 3.89 18.45 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLES#SQVK.Y 8.0 94 9.20E+05 LTLFVNGQPRPLES#SQVK 7.5 99 0,1 0 0 0 0 Protein TFG  35299:56271

698.36864 3 timecourse_ATM_combo_8hr 698.36454 5.87 16.53 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLES#SQVK.Y 27.9 100 2.74E+06 LTLFVNGQPRPLES#SQVK 4.8 99 0,1 0 0 0 0 Protein TFG  35450:141153

698.36773 3 combeffx_ATM_MEKi 698.36454 4.57 16.51 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLESS#QVK.Y 5.0 100 4.73E+05 LTLFVNGQPRPLESS#QVK 0 100 ‐1,0 0 0 0 0 Protein TFG  35297:47232

698.36877 3 timecourse_ATM_ctrl1 698.36454 6.06 13.93 TFG  TFG_HUMAN 8 K.LTLFVNGQPRPLES#SQVK.Y 25.1 100 2.30E+06 LTLFVNGQPRPLES#SQVK 7.5 99 0,1 0 0 0 0 Protein TFG  35448:142368

1277.56052 2 timecourse_ATM_combo_1hr 1277.55438 4.81 68.7 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 29.2 100 1.03E+06 DSLLATVPDEQDCVT#QEVPDSR 44.2 604 0 0 0 0 Trimethylguanosine synthase  35457:164955

1277.56324 2 timecourse_ATM_combo_1hr 1277.55438 6.94 65.08 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 24.5 100 1.01E+06 DSLLATVPDEQDCVT#QEVPDSR 45.6 604 0 0 0 0 Trimethylguanosine synthase  35456:164917

1277.56035 2 timecourse_ATM_ctrl1 1277.55438 4.67 53.17 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 14.6 100 5.75E+05 DSLLATVPDEQDCVT#QEVPDSR 50.1 604 0 0 0 0 Trimethylguanosine synthase  35449:164639

1277.56121 2 timecourse_ATM_combo_2hr 1277.55438 5.35 50.33 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 16.0 100 4.28E+05 DSLLATVPDEQDCVT#QEVPDSR 56 604 0 0 0 0 Trimethylguanosine synthase  35455:154311

1277.5621 2 timecourse_ATM_combo_4hr 1277.55438 6.04 48.44 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 18.0 100 5.66E+05 DSLLATVPDEQDCVT#QEVPDSR 38.6 604 0 0 0 0 Trimethylguanosine synthase  35453:162071

1277.56188 2 timecourse_ATM_combo_2hr 1277.55438 5.87 47.87 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 14.2 100 4.01E+05 DSLLATVPDEQDCVT#QEVPDSR 45.6 604 0 0 0 0 Trimethylguanosine synthase  35454:153731

1277.56266 2 timecourse_ATM_ctrl2 1277.55438 6.48 37.03 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 5.2 100 1.75E+05 DSLLATVPDEQDCVT#QEVPDSR 29.8 604 0 0 0 0 Trimethylguanosine synthase  35446:148432

1277.56174 2 timecourse_ATM_ctrl1 1277.55438 5.76 36.18 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 12.1 100 5.62E+05 DSLLATVPDEQDCVT#QEVPDSR 39.7 604 0 0 0 0 Trimethylguanosine synthase  35448:162100

852.04352 3 timecourse_ATM_combo_2hr 852.03868 5.68 33.18 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 46.7 100 2.04E+06 DSLLATVPDEQDCVT#QEVPDSR 41.6 604 0 0 0 0 Trimethylguanosine synthase  35454:153721

852.0441 3 timecourse_ATM_ctrl2 852.03868 6.36 32.45 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 24.7 100 1.16E+06 DSLLATVPDEQDCVT#QEVPDSR 41.6 604 0 0 0 0 Trimethylguanosine synthase  35446:148422

852.04372 3 timecourse_ATM_ctrl2 852.03868 5.92 30.92 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 24.4 100 1.08E+06 DSLLATVPDEQDCVT#QEVPDSR 36.3 604 0 0 0 0 Trimethylguanosine synthase  35447:151283

877.34794 3 timecourse_ATM_combo_8hr 877.34224 6.5 29.88 TGS1  TGS1_HUMAN 2 R.NGGTNEESNSSGNTNTDPPAEDS#QK.S 8.5 100 1.80E+05 NGGTNEESNSSGNTNTDPPAEDS#QK 78.5 389 0 0 0 0 Trimethylguanosine synthase  35451:168880

852.04269 3 timecourse_ATM_ctrl1 852.03868 4.72 25.7 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 49.5 100 2.69E+06 DSLLATVPDEQDCVT#QEVPDSR 28.4 604 0 0 0 0 Trimethylguanosine synthase  35449:164649

852.04297 3 timecourse_ATM_combo_1hr 852.03868 5.04 24.25 TGS1  TGS1_HUMAN 1 R.DSLLATVPDEQDCVT#QEVPDSR.Q 82.6 100 5.10E+06 DSLLATVPDEQDCVT#QEVPDSR 28.4 604 0 0 0 0 Trimethylguanosine synthase  35457:164965

814.37481 2 timecourse_ATM_combo_8hr 814.36979 6.16 50.53 THOC2  THOC2_HUMAN 1 K.TTVPNAESKST#QER.E 24.2 100 5.24E+05 TTVPNAESKST#QER 7.9 1354 ‐1,0 0 0 0 0 THO complex subunit 2  35450:102367

814.37487 2 timecourse_ATM_combo_4hr 814.36979 6.24 35.28 THOC2  THOC2_HUMAN 1 K.TTVPNAESKS#TQER.E 17.6 100 3.32E+05 TTVPNAESKS#TQER 9.3 1353 ‐2,0 0 0 0 0 THO complex subunit 2  35453:102052

814.37466 2 timecourse_ATM_combo_4hr 814.36979 5.98 33.69 THOC2  THOC2_HUMAN 1 K.TTVPNAESKS#TQER.E 17.7 100 3.08E+05 TTVPNAESKST#QER 0 1354 ‐3,0 0 0 0 0 THO complex subunit 2  35452:99951

814.37514 2 timecourse_ATM_combo_2hr 814.36979 6.57 29.42 THOC2  THOC2_HUMAN 1 K.TTVPNAESKST#QER.E 5.7 100 5.96E+04 TTVPNAESKST#QER 5.1 1354 ‐1,0 0 0 0 0 THO complex subunit 2  35454:96670

543.25234 3 timecourse_ATM_combo_8hr 543.24895 6.24 29.37 THOC2  THOC2_HUMAN 1 K.TTVPNAESKS#TQER.E 96.4 100 2.58E+06 TTVPNAES#KSTQER 4.2 1351 0,2 0 0 0 0 THO complex subunit 2  35451:103209

543.25244 3 timecourse_ATM_combo_2hr 543.24895 6.42 23.9 THOC2  THOC2_HUMAN 1 K.TTVPNAESKST#QER.E 17.7 100 3.18E+05 TTVPNAES#KSTQER 3.5 1351 0,3 0 0 0 0 THO complex subunit 2  35454:96660

543.25209 3 timecourse_ATM_combo_4hr 543.24895 5.78 21.2 THOC2  THOC2_HUMAN 1 K.TTVPNAESKS#TQER.E 64.7 100 1.58E+06 TTVPNAES#KSTQER 7.6 1351 0,3 0 0 0 0 THO complex subunit 2  35452:99941

638.3001 3 timecourse_ATM_combo_4hr 638.29685 5.09 18.91 THOC2  THOC2_HUMAN 1 K.TTVPNAES#KSTQERER.E 18.5 100 5.90E+05 TTVPNAESKS#TQERER 4.9 1353 0,1 0 0 0 0 THO complex subunit 2  35452:124754

543.25221 3 timecourse_ATM_combo_8hr 543.24895 6 18.34 THOC2  THOC2_HUMAN 1 K.TTVPNAESKST#QER.E 98.4 100 2.59E+06 TTVPNAESKST#QER 6 1354 ‐1,0 0 0 0 0 THO complex subunit 2  35450:102357

638.3001 3 timecourse_ATM_combo_4hr 638.29685 5.09 18.28 THOC2  THOC2_HUMAN 1 K.TTVPNAES#KSTQERER.E 19.0 100 6.06E+05 TTVPNAES#KSTQERER 4.9 1351 0,3 0 0 0 0 THO complex subunit 2  35453:127141

805.38179 2 timecourse_ATM_combo_1hr 805.37775 5.02 39.87 THRAP3  TR150_HUMAN 0 R.SIFQHIQSAQS#QR.S 7.8 100 2.82E+05 SIFQHIQSAQS#QR 53.2 619 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35457:101992

805.38324 2 timecourse_ATM_combo_1hr 805.37775 6.82 39.2 THRAP3  TR150_HUMAN 0 R.SIFQHIQSAQS#QR.S 7.4 100 3.12E+05 SIFQHIQSAQS#QR 44.7 619 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35456:102224

537.25756 3 timecourse_ATM_combo_1hr 537.25426 6.14 32.71 THRAP3  TR150_HUMAN 0 R.SIFQHIQSAQS#QR.S 37.6 100 1.16E+06 SIFQHIQSAQS#QR 40.8 619 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35456:102214

537.25698 3 timecourse_ATM_combo_1hr 537.25426 5.06 32.31 THRAP3  TR150_HUMAN 0 R.SIFQHIQSAQS#QR.S 33.4 100 1.06E+06 SIFQHIQSAQS#QR 74.9 619 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35457:102002

537.25683 3 timecourse_ATM_combo_4hr 537.25426 4.78 28.91 THRAP3  TR150_HUMAN 0 R.SIFQHIQSAQS#QR.S 26.3 100 7.15E+05 SIFQHIQSAQS#QR 28.4 619 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35453:100222

537.25711 3 timecourse_ATM_combo_2hr 537.25426 5.3 27.91 THRAP3  TR150_HUMAN 0 R.SIFQHIQSAQS#QR.S 21.0 100 5.27E+05 SIFQHIQSAQS#QR 56 619 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35454:95010

537.25763 3 timecourse_ATM_combo_8hr 537.25426 6.27 24.48 THRAP3  TR150_HUMAN 0 R.SIFQHIQSAQS#QR.S 14.3 100 7.09E+05 SIFQHIQSAQS#QR 34.5 619 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35450:100687

862.36349 2 timecourse_ATM_ctrl1 862.35804 6.32 24.43 THRAP3  TR150_HUMAN 0 K.TDSEKPFRGS#QS#PK.R 23.0 100 3.15E+05 TDSEKPFRGS#QS#PK 46.6 406 58.6 408 0 0 Thyroid hormone receptor‐associated protein 3  35448:112738

618.72739 2 timecourse_ATM_combo_8hr 618.72445 4.75 24.35 THRAP3  TR150_HUMAN 4 K.EQTFSGGTS#QD.T 5.0 100 3.29E+05 EQTFSGGTS#QD 16.2 211 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35451:55338

537.25681 3 timecourse_ATM_combo_2hr 537.25426 4.75 23.86 THRAP3  TR150_HUMAN 0 R.SIFQHIQSAQS#QR.S 24.3 100 5.25E+05 SIFQHIQSAQS#QR 37.9 619 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35455:94740

537.25733 3 timecourse_ATM_combo_4hr 537.25426 5.71 19.66 THRAP3  TR150_HUMAN 0 R.SIFQHIQSAQS#QR.S 18.5 100 6.49E+05 SIFQHIQSAQS#QR 36.8 619 0 0 0 0 Thyroid hormone receptor‐associated protein 3  35452:98301

862.36266 2 timecourse_ATM_combo_2hr 862.35804 5.36 19.24 THRAP3  TR150_HUMAN 0 K.TDSEKPFRGS#QS#PK.R 17.4 100 1.56E+05 TDSEKPFRGS#QS#PK 32.4 406 43.1 408 0 0 Thyroid hormone receptor‐associated protein 3  35455:105639

940.41255 2 timecourse_ATM_combo_1hr 940.40859 4.21 14.77 THRAP3  TR150_HUMAN 0 K.TDSEKPFRGS#QS#PKR.Y 6.2 100 7.95E+04 TDSEKPFRGS#QS#PKR 60.5 406 58.5 408 0 0 Thyroid hormone receptor‐associated protein 3  35457:127496

582.75359 2 timecourse_ATM_combo_8hr 582.75026 5.71 54.69 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 639.6 100 2.35E+07 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35450:43372

582.75379 2 timecourse_ATM_combo_4hr 582.75026 6.06 53.63 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 323.2 100 8.30E+06 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35452:42352

582.75366 2 timecourse_ATM_combo_8hr 582.75026 5.83 45.86 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 627.2 100 2.45E+07 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35451:43438

582.75379 2 timecourse_ATM_combo_4hr 582.75026 6.06 44.89 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 294.5 100 8.29E+06 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35453:43389

854.88 2 timecourse_ATM_combo_8hr 854.87491 5.97 44.28 TIPRL  TIPRL_HUMAN 0 R.IDPNPADSQKST#QVE.‐ 41.2 100 1.70E+06 IDPNPADSQKST#QVE 8.6 269 ‐1,0 0 0 0 0 TIP41‐like protein  35450:110537

822.06693 3 combeffx_ATM_comboi 822.06336 4.34 41.68 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADSQKST#QVE.‐ 8.6 100 2.04E+06 LIFPERIDPNPADS#QKSTQVE 3.5 265 0,3 0 0 0 0 TIP41‐like protein  35300:73781

854.87981 2 timecourse_ATM_combo_8hr 854.87491 5.73 40.55 TIPRL  TIPRL_HUMAN 0 R.IDPNPADSQKST#QVE.‐ 43.0 100 1.89E+06 IDPNPADSQKST#QVE 16.2 269 0 0 0 0 TIP41‐like protein  35451:111515

640.64942 3 combeffx_ATM_comboi 640.64693 3.89 34.09 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 66.0 100 9.36E+06 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35301:54159

960.47139 2 timecourse_ATM_combo_4hr 960.46676 4.83 33.57 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 11.0 100 6.31E+05 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35453:127851

640.65002 3 timecourse_ATM_combo_4hr 640.64693 4.82 33.22 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 65.6 100 3.97E+06 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35453:127841

960.47202 2 timecourse_ATM_combo_4hr 960.46676 5.48 32.43 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 7.6 100 5.05E+05 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35452:125474

640.65042 3 timecourse_ATM_combo_8hr 640.64693 5.45 31.32 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 30.0 100 2.69E+06 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35450:128288

960.47305 2 timecourse_ATM_combo_8hr 960.46676 6.55 31.04 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 4.5 100 3.71E+05 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35451:129797

854.87964 2 timecourse_ATM_combo_4hr 854.87491 5.53 29.92 TIPRL  TIPRL_HUMAN 0 R.IDPNPADSQKST#QVE.‐ 16.7 100 5.79E+05 IDPNPADSQKST#QVE 13.2 269 0 0 0 0 TIP41‐like protein  35453:110162

894.86353 2 timecourse_ATM_combo_8hr 894.85807 6.1 29.38 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QKST#QVE.‐ 22.4 100 8.18E+05 IDPNPADSQKS#T#QVE 0 268 ‐3,0 0 269 ‐4,0 0 0 TIP41‐like protein  35451:118922

640.64996 3 combeffx_ATM_comboi 640.64693 4.73 29.11 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 76.8 100 1.35E+07 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35300:59322

960.47249 2 timecourse_ATM_combo_8hr 960.46676 5.97 28.43 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 3.8 100 3.51E+05 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35450:128298

854.87977 2 timecourse_ATM_combo_4hr 854.87491 5.68 28.27 TIPRL  TIPRL_HUMAN 0 R.IDPNPADSQKS#TQVE.‐ 17.3 100 6.73E+05 IDPNPADSQKST#QVE 28.9 269 0 0 0 0 TIP41‐like protein  35452:108111

640.65062 3 timecourse_ATM_combo_8hr 640.64693 5.76 27.83 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 26.8 100 2.42E+06 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35451:129787

894.86253 2 timecourse_ATM_combo_4hr 894.85807 4.98 27.77 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QKST#QVE.‐ 11.7 100 3.17E+05 IDPNPADSQKS#T#QVE 0 268 ‐3,0 0 269 ‐4,0 0 0 TIP41‐like protein  35453:117285

640.65037 3 timecourse_ATM_combo_4hr 640.64693 5.37 27.64 TIPRL  TIPRL_HUMAN 0 K.LIFPERIDPNPADS#QK.S 59.8 100 4.05E+06 LIFPERIDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35452:125464

582.75326 2 timecourse_ATM_combo_2hr 582.75026 5.15 27.29 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 94.4 100 2.01E+06 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35455:40719

582.75362 2 timecourse_ATM_ctrl1 582.75026 5.77 26.84 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 8.9 100 2.10E+05 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35448:44053

894.86306 2 timecourse_ATM_combo_4hr 894.85807 5.58 26.11 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QKST#QVE.‐ 9.8 100 3.36E+05 IDPNPADSQKS#T#QVE 0 268 ‐3,0 0 269 ‐4,0 0 0 TIP41‐like protein  35452:115104

582.7539 2 timecourse_ATM_combo_8hr 582.75026 6.26 25.64 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 536.7 100 7.20E+06 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35451:43468

582.75293 2 timecourse_ATM_ctrl1 582.75026 4.58 25.63 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 6.2 100 1.81E+05 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35449:44767

894.86299 2 timecourse_ATM_combo_8hr 894.85807 5.5 24.51 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QKST#QVE.‐ 21.2 100 7.68E+05 IDPNPADSQKS#T#QVE 0 268 ‐3,0 0 269 ‐4,0 0 0 TIP41‐like protein  35450:117680

582.75346 2 timecourse_ATM_combo_8hr 582.75026 5.49 24.1 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 194.1 100 2.24E+06 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35451:43428

582.75359 2 timecourse_ATM_combo_8hr 582.75026 5.71 22.18 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 700.6 100 1.07E+07 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35450:43382

854.88005 2 timecourse_ATM_combo_2hr 854.87491 6.01 18.9 TIPRL  TIPRL_HUMAN 0 R.IDPNPADSQKST#QVE.‐ 4.0 100 9.97E+04 IDPNPADSQKST#QVE 7.9 269 ‐1,0 0 0 0 0 TIP41‐like protein  35454:104711

582.75397 2 timecourse_ATM_combo_1hr 582.75026 6.37 16.43 TIPRL  TIPRL_HUMAN 0 R.IDPNPADS#QK.S 49.8 100 1.22E+06 IDPNPADS#QK 1000 265 0 0 0 0 TIP41‐like protein  35456:43564

662.3221 2 timecourse_ATM_combo_2hr 662.31884 4.94 71.85 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 173.5 100 2.59E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35455:64487

662.3224 2 timecourse_ATM_combo_8hr 662.31884 5.38 63.87 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 76.0 100 1.89E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35451:68295

662.3228 2 timecourse_ATM_combo_1hr 662.31884 5.98 61.63 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 179.8 100 3.90E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35456:68988

662.32275 2 timecourse_ATM_ctrl2 662.31884 5.9 55.31 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 107.1 100 1.74E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35446:59148

662.32167 2 timecourse_ATM_ctrl1 662.31884 4.27 51.57 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 183.7 100 3.91E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35449:69795

662.32275 2 timecourse_ATM_combo_8hr 662.31884 5.9 48.34 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 82.7 100 1.95E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35450:67976

662.32269 2 timecourse_ATM_combo_4hr 662.31884 5.81 46.03 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 107.9 100 2.31E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35452:66435

1044.83043 3 timecourse_ATM_combo_1hr 1044.82448 5.7 45.66 TLN1  TLN1_HUMAN 1 R.TEDSGLQTQVIAAATQCALSTS#QLVACTK.V 8.4 100 4.25E+05 TEDSGLQTQVIAAATQCALST#SQLVACTK 0 713 ‐1,0 0 0 0 0 Talin‐1  35457:177535

662.3227 2 timecourse_ATM_combo_4hr 662.31884 5.83 44.61 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 102.4 100 2.12E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35453:67839

662.32276 2 timecourse_ATM_ctrl1 662.31884 5.92 43.11 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 206.4 100 4.00E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35448:68748

1044.83111 3 timecourse_ATM_combo_2hr 1044.82448 6.35 42.24 TLN1  TLN1_HUMAN 1 R.TEDSGLQTQVIAAATQCALSTS#QLVACTK.V 6.6 100 2.40E+05 TEDSGLQTQVIAAATQCALST#SQLVACTK 0 713 ‐1,0 0 0 0 0 Talin‐1  35455:166491

662.32192 2 timecourse_ATM_combo_1hr 662.31884 4.65 31.44 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 159.7 100 4.12E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35457:69181

476.73775 2 timecourse_ATM_ctrl1 476.73421 7.43 29.48 TLN1  TLN1_HUMAN 1 K.AVT#QALNR.C 19.6 100 2.73E+05 AVT#QALNR 1000 1193 0 0 0 0 Talin‐1  35448:18570

476.73676 2 timecourse_ATM_ctrl1 476.73421 5.35 26.63 TLN1  TLN1_HUMAN 1 K.AVT#QALNR.C 17.5 100 2.66E+05 AVT#QALNR 1000 1193 0 0 0 0 Talin‐1  35449:18735

476.73683 2 timecourse_ATM_combo_1hr 476.73421 5.5 25.7 TLN1  TLN1_HUMAN 1 K.AVT#QALNR.C 17.8 100 2.94E+05 AVT#QALNR 1000 1193 0 0 0 0 Talin‐1  35457:18138

476.73727 2 timecourse_ATM_combo_8hr 476.73421 6.42 21.56 TLN1  TLN1_HUMAN 1 K.AVT#QALNR.C 13.1 100 2.32E+05 AVT#QALNR 1000 1193 0 0 0 0 Talin‐1  35450:18371

662.32296 2 timecourse_ATM_combo_2hr 662.31884 6.22 20 TLN1  TLN1_HUMAN 1 K.VLVQNAAGS#QEK.L 169.6 100 2.63E+06 VLVQNAAGS#QEK 1000 2040 0 0 0 0 Talin‐1  35454:64970

682.68747 3 timecourse_ATM_combo_4hr 682.68415 4.86 18.95 TLN1  TLN1_HUMAN 1 K.ALSTDPAAPNLKS#QLAAAAR.A 4.1 94 2.11E+05 ALSTDPAAPNLKS#QLAAAAR 32.4 1333 0 0 0 0 Talin‐1  35452:135397



682.68731 3 timecourse_ATM_combo_2hr 682.68415 4.63 12.5 TLN1  TLN1_HUMAN 1 K.ALSTDPAAPNLKS#QLAAAAR.A 3.8 100 1.28E+05 ALSTDPAAPNLKS#QLAAAAR 21.8 1333 0 0 0 0 Talin‐1  35454:131385

871.75213 3 combeffx_ATM_ctrl 871.74833 4.36 30.66 TMC6  TMC6_HUMAN 2 R.EVTGSS#QQTLWRPEGTQSTATLR.I 4.2 100 5.31E+05 EVTGS#SQQTLWRPEGTQSTATLR 5.1 62 0,1 0 0 0 0 Transmembrane channel‐like protein 6  35294:72624

966.80119 3 timecourse_ATM_combo_8hr 966.79623 5.13 17.26 TMC6  TMC6_HUMAN 2 R.EREVT#GSSQQTLWRPEGTQSTATLR.I 2.6 92 1.13E+05 EREVT#GSSQQTLWRPEGTQSTATLR 10.7 60 0,2 0 0 0 0 Transmembrane channel‐like protein 6  35450:173730

726.85582 2 timecourse_ATM_ctrl1 726.85136 6.14 75.58 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 45.4 100 8.19E+05 RES#QTALVANQR 45.7 121 0 0 0 0 Transmembrane protein 100  35448:83478

726.8555 2 timecourse_ATM_combo_4hr 726.85136 5.7 61.12 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 76.8 100 1.16E+06 RES#QTALVANQR 36.8 121 0 0 0 0 Transmembrane protein 100  35452:80918

726.85481 2 timecourse_ATM_ctrl1 726.85136 4.75 60.19 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 54.9 100 8.82E+05 RES#QTALVANQR 28.5 121 0 0 0 0 Transmembrane protein 100  35449:84817

536.9403 3 timecourse_ATM_combo_8hr 536.93704 6.07 58.89 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 235.6 100 5.59E+06 RRES#QTALVANQR 29.9 121 0 0 0 0 Transmembrane protein 100  35450:100597

726.85543 2 timecourse_ATM_combo_8hr 726.85136 5.6 57.59 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 128.7 100 2.52E+06 RES#QTALVANQR 24.8 121 0 0 0 0 Transmembrane protein 100  35450:82999

726.85528 2 timecourse_ATM_combo_8hr 726.85136 5.39 56.94 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 142.0 100 2.75E+06 RES#QTALVANQR 33.7 121 0 0 0 0 Transmembrane protein 100  35451:83745

536.93969 3 timecourse_ATM_combo_2hr 536.93704 4.94 52.6 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 80.2 100 1.47E+06 RRES#QTALVANQR 31.5 121 0 0 0 0 Transmembrane protein 100  35455:94670

726.85609 2 timecourse_ATM_combo_1hr 726.85136 6.51 52.54 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 41.8 100 6.52E+05 RES#QTALVANQR 30.7 121 0 0 0 0 Transmembrane protein 100  35456:83704

536.94033 3 timecourse_ATM_combo_2hr 536.93704 6.13 50.9 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 75.8 100 1.52E+06 RRES#QTALVANQR 26.4 121 0 0 0 0 Transmembrane protein 100  35454:94930

726.85516 2 timecourse_ATM_combo_8hr 726.85136 5.23 48.26 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQ.R 9.3 100 2.01E+05 RRES#QTALVANQ 11.3 121 0,2 0 0 0 0 Transmembrane protein 100  35451:83735

726.85525 2 timecourse_ATM_combo_8hr 726.85136 5.35 48.01 TMEM100  TM100_HUMAN 1 K.RRESQT#ALVANQ.R 9.0 100 1.78E+05 RRES#QTALVANQ 13.2 121 0 0 0 0 Transmembrane protein 100  35450:82989

726.85507 2 timecourse_ATM_combo_1hr 726.85136 5.1 47.74 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 40.0 100 6.90E+05 RES#QTALVANQR 40.7 121 0 0 0 0 Transmembrane protein 100  35457:83995

536.93988 3 timecourse_ATM_combo_1hr 536.93704 5.29 47.46 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 90.1 100 1.99E+06 RRES#QTALVANQR 29.9 121 0 0 0 0 Transmembrane protein 100  35457:101912

484.90603 3 timecourse_ATM_combo_8hr 484.90333 5.57 46.22 TMEM100  TM100_HUMAN 1 R.RESQT#ALVANQR.S 167.9 100 3.19E+06 RESQT#ALVANQR 3.4 123 ‐2,0 0 0 0 0 Transmembrane protein 100  35451:83765

536.94057 3 timecourse_ATM_combo_4hr 536.93704 6.57 45.36 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 176.7 100 3.65E+06 RRES#QTALVANQR 15 121 0 0 0 0 Transmembrane protein 100  35453:100152

726.85551 2 timecourse_ATM_ctrl2 726.85136 5.71 45.21 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 38.3 100 5.28E+05 RES#QTALVANQR 24.8 121 0 0 0 0 Transmembrane protein 100  35447:73218

536.94001 3 timecourse_ATM_ctrl2 536.93704 5.53 44.95 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 98.1 100 1.41E+06 RRES#QTALVANQR 26.4 121 0 0 0 0 Transmembrane protein 100  35447:89324

536.94058 3 timecourse_ATM_combo_4hr 536.93704 6.59 43.99 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 202.5 100 3.80E+06 RRES#QTALVANQR 18.3 121 0 0 0 0 Transmembrane protein 100  35452:98221

648.80418 2 timecourse_ATM_combo_8hr 648.80081 5.19 42.06 TMEM100  TM100_HUMAN 1 R.RESQT#ALVANQ.R 9.5 100 2.08E+05 RES#QTALVANQ 5.9 121 0,2 0 0 0 0 Transmembrane protein 100  35451:64425

484.90613 3 timecourse_ATM_combo_4hr 484.90333 5.77 41.64 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 97.0 100 1.59E+06 RESQT#ALVANQR 0 123 ‐2,0 0 0 0 0 Transmembrane protein 100  35452:80928

648.80438 2 timecourse_ATM_combo_8hr 648.80081 5.5 41.37 TMEM100  TM100_HUMAN 1 R.RESQT#ALVANQ.R 7.9 100 1.81E+05 RES#QTALVANQ 7.5 121 0,2 0 0 0 0 Transmembrane protein 100  35450:64338

726.85542 2 timecourse_ATM_combo_2hr 726.85136 5.59 41.14 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 46.8 100 5.70E+05 RES#QTALVANQR 26.5 121 0 0 0 0 Transmembrane protein 100  35455:78158

726.8559 2 timecourse_ATM_combo_2hr 726.85136 6.25 39.92 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 50.2 100 5.49E+05 RES#QTALVANQR 30.7 121 0 0 0 0 Transmembrane protein 100  35454:78628

648.80427 2 timecourse_ATM_combo_8hr 648.80081 5.33 38.93 TMEM100  TM100_HUMAN 1 R.RESQT#ALVANQ.R 7.5 100 1.81E+05 RES#QTALVANQ 12.2 121 0,2 0 0 0 0 Transmembrane protein 100  35450:64328

484.90617 3 timecourse_ATM_combo_8hr 484.90333 5.86 38.66 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 181.8 100 3.47E+06 RESQT#ALVANQR 3.4 123 ‐2,0 0 0 0 0 Transmembrane protein 100  35450:83009

726.85537 2 timecourse_ATM_combo_4hr 726.85136 5.52 38.13 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 72.7 100 1.17E+06 RES#QTALVANQR 43 121 0 0 0 0 Transmembrane protein 100  35453:82614

536.94033 3 timecourse_ATM_combo_1hr 536.93704 6.13 38.09 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 87.3 100 1.93E+06 RRES#QTALVANQR 15 121 0 0 0 0 Transmembrane protein 100  35456:102104

536.93975 3 timecourse_ATM_ctrl1 536.93704 5.05 37.95 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 140.6 100 2.57E+06 RRES#QTALVANQR 15 121 0 0 0 0 Transmembrane protein 100  35449:102786

726.85607 2 timecourse_ATM_ctrl2 726.85136 6.48 35.7 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 33.6 100 4.45E+05 RES#QTALVANQR 21.3 121 0 0 0 0 Transmembrane protein 100  35446:72082

484.90625 3 timecourse_ATM_combo_4hr 484.90333 6.02 35.58 TMEM100  TM100_HUMAN 1 R.RESQT#ALVANQR.S 90.4 100 1.39E+06 RESQT#ALVANQR 3.4 123 ‐2,0 0 0 0 0 Transmembrane protein 100  35453:82624

536.94045 3 timecourse_ATM_combo_8hr 536.93704 6.35 35.37 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 249.1 100 5.47E+06 RRES#QTALVANQR 25.8 121 0 0 0 0 Transmembrane protein 100  35451:101503

484.90641 3 timecourse_ATM_ctrl1 484.90333 6.35 30.93 TMEM100  TM100_HUMAN 1 R.RES#QTALVANQR.S 73.8 100 1.16E+06 RESQT#ALVANQR 0 123 ‐2,0 0 0 0 0 Transmembrane protein 100  35448:83488

484.90569 3 timecourse_ATM_ctrl1 484.90333 4.87 30.46 TMEM100  TM100_HUMAN 1 R.RESQT#ALVANQR.S 70.2 100 1.05E+06 RESQT#ALVANQR 7 123 ‐2,0 0 0 0 0 Transmembrane protein 100  35449:84827

536.94025 3 combeffx_ATM_comboi 536.93704 5.98 29.8 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 4.9 100 9.94E+05 RRES#QTALVANQR 31.3 121 0 0 0 0 Transmembrane protein 100  35300:44606

536.94076 3 timecourse_ATM_ctrl1 536.93704 6.93 27.84 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 130.2 100 2.40E+06 RRES#QTALVANQR 26.4 121 0 0 0 0 Transmembrane protein 100  35448:101159

804.90618 2 timecourse_ATM_ctrl1 804.90191 5.3 27.77 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 7.7 100 1.22E+05 RRES#QTALVANQR 14.2 121 0 0 0 0 Transmembrane protein 100  35449:102796

536.94042 3 timecourse_ATM_ctrl2 536.93704 6.29 27.05 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 98.2 100 1.40E+06 RRES#QTALVANQR 22.9 121 0 0 0 0 Transmembrane protein 100  35446:87827

484.90585 3 timecourse_ATM_combo_2hr 484.90333 5.2 25.14 TMEM100  TM100_HUMAN 1 R.RESQT#ALVANQR.S 67.7 100 7.51E+05 RESQT#ALVANQR 3.9 123 ‐2,0 0 0 0 0 Transmembrane protein 100  35455:78148

804.90753 2 timecourse_ATM_combo_4hr 804.90191 6.98 22.25 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 13.6 100 1.85E+05 RRES#QTALVANQR 5.3 121 0,2 0 0 0 0 Transmembrane protein 100  35453:100162

484.90636 3 timecourse_ATM_ctrl2 484.90333 6.25 22.24 TMEM100  TM100_HUMAN 1 R.RESQT#ALVANQR.S 51.9 100 6.85E+05 RESQT#ALVANQR 6.5 123 ‐2,0 0 0 0 0 Transmembrane protein 100  35446:72072

804.90729 2 timecourse_ATM_combo_8hr 804.90191 6.68 20.32 TMEM100  TM100_HUMAN 1 K.RRES#QTALVANQR.S 17.8 100 3.55E+05 RRESQT#ALVANQR 0 123 ‐2,0 0 0 0 0 Transmembrane protein 100  35451:101513

815.79938 5 timecourse_ATM_ctrl2 815.79340 7.33 33.15 TMEM192  TM192_HUMAN 0 R.MEDGS#LDITQSIEDDPLLDAQLLPHHSLQAHFRPR.F 14.0 100 8.07E+05 MEDGS#LDITQSIEDDPLLDAQLLPHHSLQAHFRPR 11.7 11 0,4 0 0 0 0 Transmembrane protein 192  35446:168692

815.79889 5 timecourse_ATM_ctrl1 815.79340 6.73 27.84 TMEM192  TM192_HUMAN 0 R.MEDGSLDITQS#IEDDPLLDAQLLPHHSLQAHFRPR.F 16.4 100 9.78E+05 MEDGSLDIT#QSIEDDPLLDAQLLPHHSLQAHFRPR 16.6 15 0 0 0 0 Transmembrane protein 192  35448:181070

699.29182 3 timecourse_ATM_ctrl1 699.28771 5.88 57.22 TMEM201  TM201_HUMAN 2 K.KEDDSSQSS#TCVVDTTTR.G 11.1 100 3.78E+05 KEDDSSQS#STCVVDTTTR 8.7 614 ‐2,0 0 0 0 0 Transmembrane protein 201  35448:142498

699.29134 3 timecourse_ATM_combo_4hr 699.28771 5.19 54.02 TMEM201  TM201_HUMAN 2 K.KEDDSSQS#STCVVDTTTR.G 9.2 100 3.08E+05 KEDDSSQS#STCVVDTTTR 8.7 614 ‐2,0 0 0 0 0 Transmembrane protein 201  35453:140937

699.29176 3 timecourse_ATM_combo_8hr 699.28771 5.79 47.19 TMEM201  TM201_HUMAN 2 K.KEDDSSQS#STCVVDTTTR.G 9.6 100 3.15E+05 KEDDSSQS#STCVVDTTTR 8.7 614 ‐2,0 0 0 0 0 Transmembrane protein 201  35450:141273

699.29085 3 timecourse_ATM_combo_1hr 699.28771 4.49 46.77 TMEM201  TM201_HUMAN 2 K.KEDDSSQS#STCVVDTTTR.G 13.5 100 3.78E+05 KEDDSSQS#STCVVDTTTR 17 614 0 0 0 0 Transmembrane protein 201  35457:144730

699.29106 3 timecourse_ATM_combo_1hr 699.28771 4.79 45.37 TMEM201  TM201_HUMAN 2 K.KEDDSSQS#STCVVDTTTR.G 11.8 100 4.20E+05 KEDDSSQS#STCVVDTTTR 0 614 ‐3,1 0 0 0 0 Transmembrane protein 201  35456:144499

699.29142 3 timecourse_ATM_combo_4hr 699.28771 5.31 44.08 TMEM201  TM201_HUMAN 2 K.KEDDSS#QSSTCVVDTTTR.G 11.2 100 3.35E+05 KEDDS#SQSSTCVVDTTTR 10.3 611 0,3 0 0 0 0 Transmembrane protein 201  35452:138277

699.29168 3 timecourse_ATM_combo_2hr 699.28771 5.68 43.08 TMEM201  TM201_HUMAN 2 K.KEDDSSQS#STCVVDTTTR.G 15.7 100 3.61E+05 KEDDSSQS#STCVVDTTTR 5.9 614 ‐3,0 0 0 0 0 Transmembrane protein 201  35454:134417

699.29141 3 timecourse_ATM_combo_8hr 699.28771 5.29 42.15 TMEM201  TM201_HUMAN 2 K.KEDDSSQS#STCVVDTTTR.G 8.7 100 3.17E+05 KEDDSSQS#STCVVDTTTR 13.3 614 0 0 0 0 Transmembrane protein 201  35451:143361

699.29122 3 timecourse_ATM_ctrl2 699.28771 5.02 37.39 TMEM201  TM201_HUMAN 2 K.KEDDSSQS#STCVVDTTTR.G 10.4 100 2.74E+05 KEDDSSQS#STCVVDTTTR 5.9 614 ‐3,0 0 0 0 0 Transmembrane protein 201  35447:130547

699.29061 3 timecourse_ATM_combo_2hr 699.28771 4.15 35.97 TMEM201  TM201_HUMAN 2 K.KEDDSSQS#STCVVDTTTR.G 15.5 100 3.26E+05 KEDDSSQS#STCVVDTTTR 0 614 ‐3,0 0 0 0 0 Transmembrane protein 201  35455:134524

699.29081 3 timecourse_ATM_ctrl1 699.28771 4.43 34.18 TMEM201  TM201_HUMAN 2 K.KEDDSSQS#STCVVDTTTR.G 11.9 100 3.79E+05 KEDDSSQS#STCVVDTTTR 8.8 614 ‐2,0 0 0 0 0 Transmembrane protein 201  35449:144658

740.37349 3 combeffx_ATM_comboi 740.37000 4.71 45.3 TMPO  LAP2A_HUMAN 0 K.ALEESESS#QLISPPLAQAIR.D 14.1 100 2.86E+06 ALEESESS#QLISPPLAQAIR 0 366 ‐3,0 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35301:62909

740.37281 3 timecourse_ATM_combo_4hr 740.37000 3.8 44.01 TMPO  LAP2A_HUMAN 0 K.ALEESESS#QLISPPLAQAIR.D 9.0 94 3.44E+05 ALEESESS#QLISPPLAQAIR 0 366 ‐3,0 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35452:145586

855.24085 5 timecourse_ATM_combo_2hr 855.23758 3.82 40.62 TMPO  LAP2A_HUMAN 0 K.TVVSHSLTTLGLEVAKQSQHDKIDAS#ELSFPFHESILK.V 6.5 100 4.86E+05 TVVSHSLTTLGLEVAKQS#QHDKIDASELSFPFHESILK 12.3 480 ‐10,0 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35455:174641

740.37279 3 timecourse_ATM_combo_8hr 740.37000 3.77 34.01 TMPO  LAP2A_HUMAN 0 K.ALEESESS#QLISPPLAQAIR.D 14.5 100 3.16E+06 ALEESESS#QLISPPLAQAIR 0 366 ‐3,0 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35450:149400

783.0716 3 combeffx_ATM_comboi 783.06832 4.19 32.41 TMPO  LAP2A_HUMAN 0 R.KALEES#ESSQLISPPLAQAIR.D 8.8 100 2.27E+06 KALEES#ESSQLISPPLAQAIR 6 363 0,3 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35301:65159

783.0717 3 combeffx_ATM_comboi 783.06832 4.32 28.69 TMPO  LAP2A_HUMAN 0 R.KALEESESS#QLISPPLAQAIR.D 9.6 100 3.76E+06 KALEES#ESSQLISPPLAQAIR 3.5 363 0,2 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35300:71301

783.07208 3 timecourse_ATM_combo_8hr 783.06832 4.8 28.39 TMPO  LAP2A_HUMAN 0 R.KALEES#ESSQLISPPLAQAIR.D 6.0 100 1.01E+06 KALEESESS#QLISPPLAQAIR 5.9 366 ‐3,0 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35450:154810

783.07248 3 timecourse_ATM_combo_4hr 783.06832 5.31 23.75 TMPO  LAP2A_HUMAN 0 R.KALEES#ESSQLISPPLAQAIR.D 5.1 100 8.72E+05 KALEESES#SQLISPPLAQAIR 7.5 365 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35452:150630

783.07234 3 timecourse_ATM_combo_8hr 783.06832 5.13 23.44 TMPO  LAP2A_HUMAN 0 R.KALEES#ESSQLISPPLAQAIR.D 8.1 100 1.17E+06 KALEES#ESSQLISPPLAQAIR 1.1 363 0,2 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35451:156840

855.24133 5 timecourse_ATM_combo_4hr 855.23758 4.38 21.95 TMPO  LAP2A_HUMAN 0 K.TVVSHSLTTLGLEVAKQSQHDKIDAS#ELSFPFHESILK.V 13.8 94 1.08E+06 TVVSHSLTTLGLEVAKQS#QHDKIDASELSFPFHESILK 11.4 480 ‐12,0 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35452:180410

855.24268 5 timecourse_ATM_combo_8hr 855.23758 5.96 21.5 TMPO  LAP2A_HUMAN 0 K.TVVSHSLTTLGLEVAKQSQHDKIDAS#ELSFPFHESILK.V 12.2 100 1.97E+06 TVVSHSLTTLGLEVAKQS#QHDKIDASELSFPFHESILK 12.3 480 0,8 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35451:188090

855.24118 5 timecourse_ATM_combo_4hr 855.23758 4.21 19.62 TMPO  LAP2A_HUMAN 0 K.TVVSHSLTTLGLEVAKQS#QHDKIDASELSFPFHESILK.V 13.5 100 1.74E+06 TVVSHSLTTLGLEVAKQS#QHDKIDASELSFPFHESILK 4.1 480 0,11 0 0 0 0 Lamina‐associated polypeptide 2, isoform alpha  35453:184091

921.41093 3 combeffx_ATM_comboi 921.40663 4.67 107.7 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 78.2 100 9.26E+06 RVEHNQSYS#QAGITETEWTSGSSK 31.3 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35301:72259

921.40984 3 combeffx_ATM_PI3Ki 921.40663 3.48 97.74 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 19.7 100 1.89E+06 RVEHNQSYS#QAGITETEWTSGSSK 37.4 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35298:70376

921.41055 3 combeffx_ATM_comboi 921.40663 4.25 93.08 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 66.0 100 1.05E+07 RVEHNQSYS#QAGITETEWTSGSSK 16.2 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35300:79291

921.41222 3 timecourse_ATM_combo_4hr 921.40663 6.08 87.31 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 142.3 100 8.39E+06 RVEHNQSYS#QAGITETEWTSGSSK 28.5 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35453:169101

921.41091 3 combeffx_ATM_comboi 921.40663 4.65 87.3 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 79.1 100 9.26E+06 RVEHNQSYS#QAGITETEWTSGSSK 37.4 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35301:72249

921.41246 3 timecourse_ATM_combo_8hr 921.40663 6.33 83.76 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 232.7 100 2.13E+07 RVEHNQSYS#QAGITETEWTSGSSK 30.8 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35450:170920

921.41144 3 timecourse_ATM_combo_1hr 921.40663 5.22 77.57 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 21.7 100 1.24E+06 RVEHNQSYS#QAGITETEWTSGSSK 18.9 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35457:171415

921.41207 3 timecourse_ATM_combo_4hr 921.40663 5.9 75.09 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 125.9 100 8.26E+06 RVEHNQSYS#QAGITETEWTSGSSK 30.8 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35452:166080

869.37811 3 timecourse_ATM_combo_2hr 869.37293 5.96 74.86 TMPO  LAP2B_HUMAN 0 R.VEHNQSYS#QAGITETEWTSGSSK.G 16.2 100 5.26E+05 VEHNQSYS#QAGITETEWTSGSSK 0 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35454:155491

869.37721 3 timecourse_ATM_combo_2hr 869.37293 4.92 73.93 TMPO  LAP2B_HUMAN 0 R.VEHNQSYS#QAGITETEWTSGSSK.G 13.4 100 5.21E+05 VEHNQSYS#QAGITETEWTSGSSK 5.9 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35455:156071

869.37785 3 timecourse_ATM_combo_4hr 869.37293 5.66 72.78 TMPO  LAP2B_HUMAN 0 R.VEHNQSYS#QAGITETEWTSGSSK.G 44.4 100 2.41E+06 VEHNQSYS#QAGITETEWTSGSSK 13.3 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35453:163981

921.41227 3 timecourse_ATM_ctrl2 921.40663 6.12 71.82 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 10.6 100 3.68E+05 RVEHNQSYS#QAGITETEWTSGSSK 18.9 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35447:157763

921.41264 3 timecourse_ATM_combo_8hr 921.40663 6.52 67.88 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 276.6 100 2.36E+07 RVEHNQSYS#QAGITETEWTSGSSK 8.7 224 ‐1,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35451:173260

921.41214 3 timecourse_ATM_ctrl2 921.40663 5.98 67.56 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 11.0 100 4.55E+05 RVEHNQSYS#QAGITETEWTSGSSK 26.5 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35446:154732

869.37871 3 timecourse_ATM_combo_8hr 869.37293 6.65 64.27 TMPO  LAP2B_HUMAN 0 R.VEHNQSYS#QAGITETEWTSGSSK.G 101.1 100 6.46E+06 VEHNQSYS#QAGITETEWTSGSSK 0 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35450:165930

921.41202 3 timecourse_ATM_combo_2hr 921.40663 5.85 62.87 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 63.5 100 2.15E+06 RVEHNQSYS#QAGITETEWTSGSSK 14.2 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35454:159751

921.41274 3 timecourse_ATM_combo_1hr 921.40663 6.63 62.59 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 24.5 100 1.24E+06 RVEHNQSYS#QAGITETEWTSGSSK 24.8 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35456:171287

869.37718 3 combeffx_ATM_comboi 869.37293 4.89 60.99 TMPO  LAP2B_HUMAN 0 R.VEHNQS#YSQAGITETEWTSGSSK.G 28.2 100 3.24E+06 VEHNQSYS#QAGITETEWTSGSSK 0 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35300:76111

921.41152 3 timecourse_ATM_combo_2hr 921.40663 5.31 60.87 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 65.5 100 2.11E+06 RVEHNQSYS#QAGITETEWTSGSSK 26.5 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35455:160821

869.3785 3 timecourse_ATM_combo_8hr 869.37293 6.41 52.18 TMPO  LAP2B_HUMAN 0 R.VEHNQSYS#QAGITETEWTSGSSK.G 113.9 100 7.45E+06 VEHNQSYS#QAGITETEWTSGSSK 0 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35451:168050

869.37681 3 combeffx_ATM_comboi 869.37293 4.46 51.01 TMPO  LAP2B_HUMAN 0 R.VEHNQSYS#QAGITETEWTSGSSK.G 16.3 100 1.89E+06 VEHNQSYS#QAGITETEWTSGSSK 0 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35301:69509

869.37794 3 timecourse_ATM_combo_4hr 869.37293 5.76 49.82 TMPO  LAP2B_HUMAN 0 R.VEHNQSYS#QAGITETEWTSGSSK.G 42.9 100 2.36E+06 VEHNQSYS#QAGITETEWTSGSSK 14.2 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35452:161020

878.71271 3 timecourse_ATM_combo_8hr 878.70831 5.01 49.59 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSS.K 5.6 100 3.11E+05 RVEHNQSYS#QAGITETEWTSGSS 24.8 224 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35451:169050

869.37753 3 timecourse_ATM_combo_1hr 869.37293 5.29 46.53 TMPO  LAP2B_HUMAN 0 R.VEHNQS#YSQAGITETEWTSGSSK.G 7.8 100 2.73E+05 VEHNQS#YSQAGITETEWTSGSSK 1.9 222 0,1 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35457:166665

691.30976 4 combeffx_ATM_comboi 691.30679 4.3 41.77 TMPO  LAP2B_HUMAN 0 R.RVEHNQS#YSQAGITETEWTSGSSK.G 82.6 100 1.51E+07 RVEHNQS#YSQAGITETEWTSGSSK 11.6 222 0,1 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35300:79301

1381.61434 2 timecourse_ATM_combo_8hr 1381.60631 5.81 37.68 TMPO  LAP2B_HUMAN 0 R.RVEHNQS#YSQAGITETEWTSGSSK.G 4.1 100 2.06E+05 RVEHNQSYS#QAGITETEWTSGSSK 6.5 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35451:173240

691.311 4 timecourse_ATM_combo_4hr 691.30679 6.09 34.45 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 65.4 100 5.15E+06 RVEHNQSYS#QAGITETEWTSGSSK 8.1 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35452:166090

691.31089 4 timecourse_ATM_combo_2hr 691.30679 5.93 33.88 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 25.1 100 1.14E+06 RVEHNQSYS#QAGITETEWTSGSSK 10 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35454:159761

691.31141 4 timecourse_ATM_combo_8hr 691.30679 6.68 33.45 TMPO  LAP2B_HUMAN 0 R.RVEHNQS#YSQAGITETEWTSGSSK.G 141.2 100 1.32E+07 RVEHNQS#YSQAGITETEWTSGSSK 4.5 222 0,1 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35450:170930

691.31114 4 timecourse_ATM_combo_8hr 691.30679 6.29 33.35 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYSQAGIT#ETEWTSGSSK.G 149.0 100 1.25E+07 RVEHNQS#YSQAGITETEWTSGSSK 6.7 222 0,1 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35451:173250

691.3103 4 timecourse_ATM_combo_2hr 691.30679 5.08 33.02 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 26.0 100 1.10E+06 RVEHNQSYS#QAGITETEWTSGSSK 0 224 ‐2,0 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35455:160811

691.30998 4 combeffx_ATM_comboi 691.30679 4.61 31.13 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYS#QAGITETEWTSGSSK.G 91.5 100 1.12E+07 RVEHNQS#YSQAGITETEWTSGSSK 0 222 0,2 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35301:72239

691.3098 4 combeffx_ATM_comboi 691.30679 4.35 30.21 TMPO  LAP2B_HUMAN 0 R.RVEHNQSYSQAGIT#ETEWTSGSSK.G 82.7 100 1.51E+07 RVEHNQS#YSQAGITETEWTSGSSK 4.5 222 0,1 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35300:79311

691.30906 4 combeffx_ATM_PI3Ki 691.30679 3.28 28.73 TMPO  LAP2B_HUMAN 0 R.RVEHNQS#YSQAGITETEWTSGSSK.G 17.6 100 1.80E+06 RVEHNQS#YSQAGITETEWTSGSSK 5.9 222 0,2 0 0 0 0 Lamina‐associated polypeptide 2, isoforms beta/gamma  35298:70366

799.4003 2 timecourse_ATM_ctrl1 799.39527 6.29 59.53 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 75.2 100 2.06E+06 KTET#QEKNTLPTK 48.9 23 0 0 0 0 Thymosin beta‐10  35448:99814

799.39992 2 timecourse_ATM_combo_4hr 799.39527 5.82 59.4 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 134.3 100 3.21E+06 KTET#QEKNTLPTK 48.9 23 0 0 0 0 Thymosin beta‐10  35453:98872

799.40041 2 timecourse_ATM_combo_2hr 799.39527 6.43 58.46 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 133.1 100 2.56E+06 KTET#QEKNTLPTK 52.8 23 0 0 0 0 Thymosin beta‐10  35454:93830

735.35171 2 timecourse_ATM_combo_1hr 735.34779 5.33 54.38 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 494.6 100 1.87E+07 TET#QEKNTLPTK 14.5 23 0 0 0 0 Thymosin beta‐10  35457:86121

799.39994 2 timecourse_ATM_combo_4hr 799.39527 5.84 54.07 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 128.4 100 3.11E+06 KTET#QEKNTLPTK 45.7 23 0 0 0 0 Thymosin beta‐10  35452:96991

735.3524 2 timecourse_ATM_combo_1hr 735.34779 6.27 53.19 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 533.1 100 1.91E+07 TET#QEKNTLPTK 14.5 23 0 0 0 0 Thymosin beta‐10  35456:85968

799.4003 2 timecourse_ATM_combo_1hr 799.39527 6.29 52.42 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 306.3 100 8.64E+06 KTET#QEKNTLPTK 45.7 23 0 0 0 0 Thymosin beta‐10  35456:100814

735.35221 2 timecourse_ATM_combo_1hr 735.34779 6.01 48.33 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 614.7 100 1.91E+07 TET#QEKNTLPTK 17 23 0 0 0 0 Thymosin beta‐10  35456:85948

799.39937 2 timecourse_ATM_ctrl1 799.39527 5.13 47.64 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 85.6 100 2.16E+06 KTET#QEKNTLPTK 26.5 23 0 0 0 0 Thymosin beta‐10  35449:101353

799.39944 2 timecourse_ATM_combo_2hr 799.39527 5.22 46.14 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 115.4 100 1.98E+06 KTET#QEKNTLPTK 38.7 23 0 0 0 0 Thymosin beta‐10  35455:93525

735.35203 2 timecourse_ATM_combo_1hr 735.34779 5.77 46.08 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPT.K 86.5 100 2.86E+06 KTET#QEKNTLPT 24.8 23 0 0 0 0 Thymosin beta‐10  35456:85938

735.35113 2 timecourse_ATM_combo_1hr 735.34779 4.54 44.93 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 621.0 100 1.86E+07 TET#QEKNTLPTK 14.5 23 0 0 0 0 Thymosin beta‐10  35457:86081

735.35271 2 timecourse_ATM_ctrl2 735.34779 6.69 41.37 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 149.0 100 3.16E+06 TET#QEKNTLPTK 5.8 23 ‐2,0 0 0 0 0 Thymosin beta‐10  35446:73948

799.39886 2 timecourse_ATM_combo_1hr 799.39527 4.49 39.93 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 329.0 100 7.49E+06 KTET#QEKNTLPTK 24.8 23 0 0 0 0 Thymosin beta‐10  35457:100592

735.35201 2 timecourse_ATM_combo_8hr 735.34779 5.74 39.88 TMSB10  TYB10_HUMAN 2 K.T#ETQEKNTLPTK.E 91.4 100 3.50E+06 TET#QEKNTLPTK 9.8 23 ‐2,0 0 0 0 0 Thymosin beta‐10  35450:85168

735.35158 2 timecourse_ATM_ctrl1 735.34779 5.15 39.76 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 225.1 100 6.01E+06 T#ETQEKNTLPTK 0 21 0,2 0 0 0 0 Thymosin beta‐10  35449:86994

799.40012 2 timecourse_ATM_combo_8hr 799.39527 6.07 38.46 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 61.8 100 1.75E+06 KTET#QEKNTLPTK 42.1 23 0 0 0 0 Thymosin beta‐10  35451:100173

735.35217 2 timecourse_ATM_combo_4hr 735.34779 5.96 37.64 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 251.6 100 7.18E+06 T#ETQEKNTLPTK 0 21 0,2 0 0 0 0 Thymosin beta‐10  35452:83081

735.35241 2 timecourse_ATM_combo_8hr 735.34779 6.28 37.57 TMSB10  TYB10_HUMAN 2 K.T#ETQEKNTLPTK.E 102.9 100 3.80E+06 T#ETQEKNTLPTK 0 21 0,2 0 0 0 0 Thymosin beta‐10  35451:85976

735.35248 2 timecourse_ATM_combo_2hr 735.34779 6.38 36.72 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 305.5 100 6.95E+06 TET#QEKNTLPTK 14.9 23 0 0 0 0 Thymosin beta‐10  35454:80678

735.352 2 timecourse_ATM_combo_2hr 735.34779 5.73 36.69 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 347.4 100 6.76E+06 TET#QEKNTLPTK 14.9 23 0 0 0 0 Thymosin beta‐10  35455:80156

735.35263 2 timecourse_ATM_ctrl1 735.34779 6.58 34.41 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 201.5 100 5.56E+06 TET#QEKNTLPTK 27.7 23 0 0 0 0 Thymosin beta‐10  35448:85632

735.35228 2 timecourse_ATM_combo_4hr 735.34779 6.11 33.79 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 251.1 100 7.06E+06 T#ETQEKNTLPTK 0 21 0,2 0 0 0 0 Thymosin beta‐10  35453:84780

490.57032 3 timecourse_ATM_ctrl1 490.56762 5.5 33.73 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 248.1 100 6.51E+06 TET#QEKNTLPTK 22 23 0 0 0 0 Thymosin beta‐10  35449:87004

735.35151 2 timecourse_ATM_combo_2hr 735.34779 5.06 33 TMSB10  TYB10_HUMAN 2 K.T#ETQEKNTLPTK.E 307.2 100 6.74E+06 TET#QEKNTLPTK 14.5 23 0 0 0 0 Thymosin beta‐10  35455:80126

490.57047 3 timecourse_ATM_combo_4hr 490.56762 5.83 32.14 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 343.8 100 9.14E+06 TET#QEKNTLPTK 22 23 0 0 0 0 Thymosin beta‐10  35452:83071

799.39968 2 combeffx_ATM_comboi 799.39527 5.52 31.65 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 36.3 100 9.71E+05 KTET#QEKNTLPTK 17 23 0 0 0 0 Thymosin beta‐10  35300:43926

490.57091 3 combeffx_ATM_comboi 490.56762 6.71 30.3 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 34.0 100 1.56E+06 TET#QEKNTLPTK 33.3 23 0 0 0 0 Thymosin beta‐10  35300:36839

799.40033 2 timecourse_ATM_ctrl2 799.39527 6.33 29.76 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 83.0 100 1.44E+06 KTET#QEKNTLPTK 12.2 23 ‐2,0 0 0 0 0 Thymosin beta‐10  35447:88254

490.57032 3 timecourse_ATM_combo_2hr 490.56762 5.5 29.23 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 365.7 100 7.97E+06 TET#QEKNTLPTK 46.9 23 0 0 0 0 Thymosin beta‐10  35455:80146

799.39976 2 timecourse_ATM_combo_8hr 799.39527 5.62 29.11 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 66.9 100 1.62E+06 KTET#QEKNTLPTK 19.6 23 0 0 0 0 Thymosin beta‐10  35450:99297

735.3519 2 timecourse_ATM_combo_4hr 735.34779 5.59 28.45 TMSB10  TYB10_HUMAN 2 K.T#ETQEKNTLPTK.E 234.7 100 7.18E+06 T#ETQEKNTLPTK 0 21 0,2 0 0 0 0 Thymosin beta‐10  35452:83061

490.57063 3 timecourse_ATM_ctrl2 490.56762 6.14 28.36 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 222.9 100 4.42E+06 TET#QEKNTLPTK 28.3 23 0 0 0 0 Thymosin beta‐10  35447:75171

533.26875 3 timecourse_ATM_combo_2hr 533.26594 5.27 27.58 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 1317.1 100 3.28E+07 KTET#QEKNTLPTK 13.3 23 0 0 0 0 Thymosin beta‐10  35455:93535

490.57066 3 timecourse_ATM_combo_1hr 490.56762 6.2 25.93 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 641.4 100 2.10E+07 TET#QEKNTLPTK 24.8 23 0 0 0 0 Thymosin beta‐10  35456:85958

490.5709 3 timecourse_ATM_ctrl2 490.56762 6.69 25.42 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 229.4 100 4.71E+06 TET#QEKNTLPTK 33.3 23 0 0 0 0 Thymosin beta‐10  35446:73958

533.26926 3 timecourse_ATM_combo_1hr 533.26594 6.23 23.76 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 2614.8 100 9.10E+07 KTET#QEKNTLPTK 4.9 23 ‐2,0 0 0 0 0 Thymosin beta‐10  35456:100804

533.26947 3 timecourse_ATM_ctrl1 533.26594 6.62 22.78 TMSB10  TYB10_HUMAN 2 K.KTET#QEKNTLPTK.E 947.1 100 2.94E+07 KTET#QEKNTLPTK 3 23 ‐2,0 0 0 0 0 Thymosin beta‐10  35448:99824

776.37476 3 timecourse_ATM_combo_1hr 776.37197 3.59 22.47 TMSB10  TYB10_HUMAN 2 K.TETQEKNT#LPTKETIEQEK.R 22.3 100 1.53E+06 TET#QEKNTLPTKETIEQEK 6.6 23 ‐2,0 0 0 0 0 Thymosin beta‐10  35457:155945

799.40027 2 timecourse_ATM_ctrl2 799.39527 6.25 22.09 TMSB10  TYB10_HUMAN 2 K.KTETQEKNT#LPTK.E 70.3 100 1.13E+06 KTETQEKNT#LPTK 16.2 28 0 0 0 0 Thymosin beta‐10  35446:86787

490.57093 3 timecourse_ATM_ctrl1 490.56762 6.75 20.18 TMSB10  TYB10_HUMAN 2 K.TET#QEKNTLPTK.E 247.6 100 6.89E+06 TET#QEKNTLPTK 46.9 23 0 0 0 0 Thymosin beta‐10  35448:85642

726.34566 2 timecourse_ATM_combo_1hr 726.34250 4.35 65.87 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 489.4 100 2.01E+07 TET#QEKNPLPSK 34.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:83855

790.3939 2 timecourse_ATM_combo_4hr 790.38998 4.96 54.3 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 403.3 100 1.30E+07 KTET#QEKNPLPSK 38.7 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35453:97032

726.3468 2 timecourse_ATM_combo_8hr 726.34250 5.92 54.16 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 326.0 100 1.33E+07 TET#QEKNPLPSK 14.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:82899

790.3935 2 timecourse_ATM_combo_2hr 790.38998 4.45 54.05 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 319.4 100 9.52E+06 KTET#QEKNPLPSK 45.7 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:91795

726.34661 2 timecourse_ATM_combo_1hr 726.34250 5.66 53.77 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 508.0 100 2.06E+07 TET#QEKNPLPSK 21.8 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:83571

1155.05529 2 timecourse_ATM_ctrl1 1155.04902 5.43 49.73 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 9.5 100 4.51E+05 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35448:153040

770.37162 3 combeffx_ATM_PI3Ki 770.36844 4.13 47.59 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 13.9 100 1.37E+06 TET#QEKNPLPSKETIEQEK 15.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35299:60024

726.34608 2 timecourse_ATM_combo_2hr 726.34250 4.93 46.88 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 370.8 100 9.97E+06 TET#QEKNPLPSK 21.8 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:78048

790.39245 2 timecourse_ATM_combo_1hr 790.38998 3.12 46.69 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 572.1 100 1.87E+07 KTET#QEKNPLPSK 15.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:98681

790.39415 2 timecourse_ATM_combo_2hr 790.38998 5.28 46.45 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 350.6 100 1.07E+07 KTET#QEKNPLPSK 33.7 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:92139

770.37215 3 timecourse_ATM_combo_8hr 770.36844 4.82 45.66 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 394.0 100 3.37E+07 TET#QEKNPLPSKETIEQEK 23.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:155020

726.3463 2 timecourse_ATM_combo_1hr 726.34250 5.23 45.61 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPS.K 68.6 100 3.59E+06 KTET#QEKNPLPS 28.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:83541

770.37217 3 timecourse_ATM_combo_8hr 770.36844 4.84 45.5 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 357.5 100 3.13E+07 TET#QEKNPLPSKETIEQEK 22 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:152950

770.373 3 timecourse_ATM_ctrl2 770.36844 5.92 44.93 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 247.2 100 1.41E+07 TET#QEKNPLPSKETIEQEK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35447:141223

770.37109 3 combeffx_ATM_PI3Ki 770.36844 3.44 44.9 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 14.2 100 1.90E+06 TET#QEKNPLPSKETIEQEK 13.2 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35298:63226

1155.05415 2 timecourse_ATM_ctrl1 1155.04902 4.44 44.22 TMSL3  TMSL3_HUMAN 7 K.TETQEKNPLPS#KETIEQEK.Q 10.5 100 3.73E+05 TETQEKNPLPS#KETIEQEK 70.6 31 0 0 0 0 Thymosin beta‐4‐like protein 3  35449:155399

1155.05599 2 timecourse_ATM_combo_1hr 1155.04902 6.03 44.18 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 31.1 100 1.33E+06 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:155107

790.394 2 timecourse_ATM_combo_4hr 790.38998 5.09 44.16 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 349.0 100 1.30E+07 KTET#QEKNPLPSK 28.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:95221

726.34658 2 timecourse_ATM_combo_1hr 726.34250 5.62 43.7 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 485.7 100 2.06E+07 TET#QEKNPLPSK 14 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:83561

726.34659 2 timecourse_ATM_combo_4hr 726.34250 5.63 43.31 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 276.4 100 9.76E+06 TET#QEKNPLPSK 14.9 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35453:82534

790.39385 2 timecourse_ATM_combo_8hr 790.38998 4.9 43.08 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 451.3 100 2.04E+07 KTET#QEKNPLPSK 15.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:98353

770.3724 3 combeffx_ATM_comboi 770.36844 5.14 42.66 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 25.0 100 4.78E+06 TET#QEKNPLPSKETIEQEK 14.2 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35300:70321

770.37204 3 timecourse_ATM_combo_4hr 770.36844 4.67 42.4 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 573.3 100 4.00E+07 TET#QEKNPLPSKETIEQEK 14.2 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35453:151491

770.37243 3 timecourse_ATM_combo_4hr 770.36844 5.18 42.12 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 569.2 100 4.06E+07 TET#QEKNPLPSKETIEQEK 15.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:148870

726.34732 2 combeffx_ATM_comboi 726.34250 6.64 42.08 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 4.9 100 5.83E+05 TET#QEKNPLPSK 33.7 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35300:35859

1155.05368 2 timecourse_ATM_combo_1hr 1155.04902 4.03 41.63 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 26.0 100 1.18E+06 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:155035

770.3721 3 timecourse_ATM_combo_2hr 770.36844 4.75 41.49 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 718.5 100 3.32E+07 TET#QEKNPLPSKETIEQEK 12.2 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:144641

726.34579 2 timecourse_ATM_combo_1hr 726.34250 4.53 41.29 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 491.8 100 2.03E+07 TET#QEKNPLPSK 15.9 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:83865

726.34562 2 timecourse_ATM_combo_8hr 726.34250 4.3 41.2 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPS.K 72.8 100 4.43E+06 KTET#QEKNPLPS 28.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:83585

790.39332 2 timecourse_ATM_combo_1hr 790.38998 4.23 40.96 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 655.3 100 2.17E+07 KTET#QEKNPLPSK 18.9 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:98864

726.34607 2 timecourse_ATM_combo_2hr 726.34250 4.92 40.7 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 379.4 100 1.00E+07 TET#QEKNPLPSK 14.9 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:78038

770.37277 3 timecourse_ATM_combo_2hr 770.36844 5.62 40.05 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 767.0 100 3.46E+07 TET#QEKNPLPSKETIEQEK 7.5 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:144251

726.34713 2 timecourse_ATM_combo_2hr 726.34250 6.37 39.86 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 388.2 100 1.04E+07 TET#QEKNPLPSK 9.8 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:78578

726.3454 2 timecourse_ATM_combo_1hr 726.34250 3.99 39.82 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPS.K 65.4 100 3.57E+06 KTET#QEKNPLPS 28.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:83825

1155.05497 2 timecourse_ATM_combo_2hr 1155.04902 5.15 39.35 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 14.2 100 4.28E+05 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:144231

790.39376 2 timecourse_ATM_ctrl1 790.38998 4.78 39.26 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 233.2 100 9.08E+06 KTET#QEKNPLPSK 17 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35449:99463

527.26535 3 timecourse_ATM_ctrl2 527.26241 5.58 38.83 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 1410.1 100 4.47E+07 KTET#QEKNPLPSK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35447:86566

726.34684 2 timecourse_ATM_combo_2hr 726.34250 5.98 38.62 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 386.3 100 1.04E+07 T#ETQEKNPLPSK 0 21 0,2 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:78558

790.39393 2 timecourse_ATM_combo_8hr 790.38998 5 38.46 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 440.2 100 1.73E+07 KTET#QEKNPLPSK 30.8 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:97550

726.34665 2 timecourse_ATM_combo_4hr 726.34250 5.71 38.39 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 288.3 100 9.69E+06 TET#QEKNPLPSK 24.2 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35453:82544

726.34629 2 timecourse_ATM_combo_4hr 726.34250 5.22 38.26 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 282.5 100 9.82E+06 TET#QEKNPLPSK 21.8 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:80848

1155.05422 2 timecourse_ATM_combo_4hr 1155.04902 4.5 38.11 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 14.7 100 5.21E+05 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35453:151471

726.34602 2 timecourse_ATM_ctrl1 726.34250 4.85 37.69 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 213.5 100 8.31E+06 TET#QEKNPLPSK 11.5 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35449:84727

790.3946 2 timecourse_ATM_ctrl2 790.38998 5.85 37.39 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 155.0 100 3.72E+06 KTET#QEKNPLPSK 15.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35447:86596

484.56714 3 timecourse_ATM_combo_8hr 484.56410 6.27 37.35 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 532.9 100 2.05E+07 TET#QEKNPLPSK 22 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:82919

726.34612 2 timecourse_ATM_combo_8hr 726.34250 4.98 37.06 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPS.K 70.0 100 4.07E+06 KTET#QEKNPLPS 28.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:82869

790.39491 2 timecourse_ATM_combo_8hr 790.38998 6.25 37.02 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 512.1 100 1.73E+07 KTET#QEKNPLPSK 10.3 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:97670

726.34649 2 timecourse_ATM_combo_4hr 726.34250 5.49 36.66 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 282.5 100 9.77E+06 TET#QEKNPLPSK 27.7 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:80868

790.39465 2 timecourse_ATM_ctrl2 790.38998 5.91 36.57 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 118.9 100 3.02E+06 KTET#QEKNPLPSK 26.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35446:85119

527.26518 3 timecourse_ATM_combo_8hr 527.26241 5.25 36.1 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 31.5 100 5.16E+05 KTET#QEKNPLPSK 20.1 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:97590

770.37214 3 timecourse_ATM_combo_2hr 770.36844 4.8 35.63 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 636.3 100 3.23E+07 TET#QEKNPLPSKETIEQEK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:144661

770.37309 3 timecourse_ATM_ctrl2 770.36844 6.04 35.24 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 227.7 100 1.31E+07 TET#QEKNPLPSKETIEQEK 26.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35446:138622

527.26565 3 timecourse_ATM_ctrl1 527.26241 6.14 34.36 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 2421.3 100 1.09E+08 KTET#QEKNPLPSK 29.9 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35448:98180

790.39441 2 timecourse_ATM_ctrl2 790.38998 5.6 34.25 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 139.6 100 3.72E+06 KTET#QEKNPLPSK 6.6 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35447:86576

770.37158 3 combeffx_ATM_comboi 770.36844 4.09 34.21 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 22.3 100 3.48E+06 TET#QEKNPLPSKETIEQEK 17 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35301:64399

527.2652 3 timecourse_ATM_combo_8hr 527.26241 5.29 34.2 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3767.8 100 2.09E+08 KTET#QEKNPLPSK 21.8 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:98373

770.37178 3 timecourse_ATM_ctrl1 770.36844 4.34 34.03 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 411.0 100 2.94E+07 TET#QEKNPLPSKETIEQEK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35449:155389

790.39455 2 combeffx_ATM_comboi 790.38998 5.78 34 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 7.0 100 7.93E+05 KTET#QEKNPLPSK 18.9 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35301:39478

770.37343 3 timecourse_ATM_combo_1hr 770.36844 6.48 33.91 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 1233.5 100 7.87E+07 TET#QEKNPLPSKETIEQEK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:155127

527.266 3 timecourse_ATM_combo_1hr 527.26241 6.81 33.69 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 279.0 94 6.34E+06 KTET#QEKNPLPSK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:99084

790.39425 2 combeffx_ATM_comboi 790.38998 5.4 33.49 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 5.3 100 7.37E+05 KTET#QEKNPLPSK 40.7 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35300:43077

790.39535 2 timecourse_ATM_combo_8hr 790.38998 6.79 33.41 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 477.7 100 2.03E+07 KTET#QEKNPLPSK 8.7 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:98513

770.37184 3 timecourse_ATM_combo_1hr 770.36844 4.41 33.28 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 1024.8 100 7.58E+07 TET#QEKNPLPSKETIEQEK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:155055

790.39381 2 timecourse_ATM_ctrl1 790.38998 4.85 33.16 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 267.0 100 9.04E+06 KTET#QEKNPLPSK 10.3 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35449:99483

527.26486 3 timecourse_ATM_combo_2hr 527.26241 4.65 32.33 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3191.6 100 1.28E+08 KTET#QEKNPLPSK 20.1 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:91815

527.26523 3 timecourse_ATM_combo_4hr 527.26241 5.35 32.08 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3320.8 94 8.19E+07 KTET#QEKNPLPSK 25.8 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:95271

527.26491 3 combeffx_ATM_comboi 527.26241 4.74 31.78 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 50.9 100 1.76E+07 KTET#QEKNPLPSK 12.2 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35300:43057

1155.05566 2 timecourse_ATM_combo_8hr 1155.04902 5.75 31.71 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 13.7 100 4.68E+05 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:155040

726.34705 2 timecourse_ATM_ctrl2 726.34250 6.26 31.6 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 77.2 100 2.02E+06 TET#QEKNPLPSK 27.7 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35446:72022

484.56681 3 timecourse_ATM_ctrl2 484.56410 5.59 31.54 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 156.2 100 4.08E+06 TET#QEKNPLPSK 22 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35447:73168

1155.05466 2 timecourse_ATM_combo_2hr 1155.04902 4.88 31.5 TMSL3  TMSL3_HUMAN 7 K.TETQEKNPLPS#KETIEQEK.Q 16.3 100 3.74E+05 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:144671

770.37311 3 timecourse_ATM_combo_1hr 770.36844 6.06 31.46 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 1104.0 100 7.87E+07 TET#QEKNPLPSKETIEQEK 7.5 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:155117

790.39412 2 timecourse_ATM_combo_2hr 790.38998 5.24 30.77 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 342.6 100 8.92E+06 KTET#QEKNPLPSK 14.2 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:91905

726.34553 2 timecourse_ATM_ctrl1 726.34250 4.17 30.1 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 225.4 100 8.29E+06 T#ETQEKNPLPSK 0 21 0,2 0 0 0 0 Thymosin beta‐4‐like protein 3  35449:84707

527.26557 3 combeffx_ATM_comboi 527.26241 5.99 30.05 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 145.5 100 1.89E+07 KTET#QEKNPLPSK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35300:43107

770.37234 3 timecourse_ATM_ctrl1 770.36844 5.06 29.98 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 395.9 100 2.95E+07 TET#QEKNPLPSKETIEQEK 12.2 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35448:153020

527.26506 3 combeffx_ATM_comboi 527.26241 5.03 29.9 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 55.8 100 1.85E+07 KTET#QEKNPLPSK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35300:43067

527.26496 3 timecourse_ATM_ctrl1 527.26241 4.84 29.86 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 2565.9 100 1.12E+08 KTET#QEKNPLPSK 20.1 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35449:99473

527.26559 3 timecourse_ATM_ctrl2 527.26241 6.03 29.74 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 1373.8 100 4.37E+07 KTET#QEKNPLPSK 18 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35446:85129

527.26609 3 timecourse_ATM_ctrl1 527.26241 6.98 29.65 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 2588.5 100 9.67E+07 KTET#QEKNPLPSK 29.9 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35448:98220

1155.05485 2 timecourse_ATM_combo_4hr 1155.04902 5.05 29.64 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 17.5 100 5.36E+05 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:148860

484.56634 3 timecourse_ATM_combo_1hr 484.56410 4.62 29.5 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 804.8 100 2.84E+07 TET#QEKNPLPSK 22 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:83875

726.34634 2 timecourse_ATM_combo_2hr 726.34250 5.29 29.37 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPS.K 43.6 100 2.08E+06 KTET#QEKNPLPS 23.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:78078

484.56687 3 timecourse_ATM_combo_4hr 484.56410 5.72 29.36 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 447.5 100 1.37E+07 TET#QEKNPLPSK 22 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35453:82554

527.26576 3 timecourse_ATM_combo_8hr 527.26241 6.35 29.29 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3726.3 100 1.67E+08 KTET#QEKNPLPSK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:97680

770.37244 3 timecourse_ATM_combo_1hr 770.36844 5.19 29.13 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 1065.8 100 7.58E+07 TET#QEKNPLPSKETIEQEK 12.2 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:155065

527.26526 3 timecourse_ATM_combo_8hr 527.26241 5.41 28.88 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3402.2 100 1.65E+08 KTET#QEKNPLPSK 9.6 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:97610

790.3943 2 combeffx_ATM_comboi 790.38998 5.47 28.41 TMSL3  TMSL3_HUMAN 7 K.KT#ETQEKNPLPSK.E 3.3 100 7.37E+05 KTET#QEKNPLPSK 30.8 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35300:43087

770.37269 3 timecourse_ATM_combo_8hr 770.36844 5.52 28.31 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 427.0 100 3.38E+07 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:155030

527.26459 3 combeffx_ATM_PI3Ki 527.26241 4.13 28.15 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 39.0 100 4.96E+06 KTET#QEKNPLPSK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35299:37870

484.56693 3 timecourse_ATM_combo_1hr 484.56410 5.84 27.33 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 784.3 100 2.80E+07 TET#QEKNPLPSK 19.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:83581

770.37282 3 timecourse_ATM_ctrl1 770.36844 5.69 26.97 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 428.7 100 2.97E+07 TET#QEKNPLPSKETIEQEK 8.7 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35448:153050

527.2653 3 timecourse_ATM_combo_4hr 527.26241 5.48 26.6 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3196.5 100 1.55E+08 KTET#QEKNPLPSK 20.1 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35453:97122



527.26578 3 timecourse_ATM_combo_1hr 527.26241 6.39 26.54 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 36.4 94 4.51E+05 KTET#QEKNPLPSK 6.8 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:99034

527.26506 3 combeffx_ATM_MEKi 527.26241 5.03 26.13 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 11.8 100 7.30E+05 KTET#QEKNPLPSK 6.8 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35297:32520

527.26539 3 timecourse_ATM_combo_1hr 527.26241 5.65 26.12 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3557.9 94 6.11E+07 KTET#QEKNPLPSK 21.8 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:98911

527.26585 3 timecourse_ATM_combo_4hr 527.26241 6.54 26.09 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3448.2 94 5.54E+07 KTET#QEKNPLPSK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:95381

484.56708 3 timecourse_ATM_combo_8hr 484.56410 6.15 26.05 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 509.7 100 1.97E+07 TET#QEKNPLPSK 22 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:83655

527.26505 3 timecourse_ATM_combo_1hr 527.26241 5.01 25.85 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 4776.6 100 2.02E+08 KTET#QEKNPLPSK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:98884

527.26577 3 timecourse_ATM_combo_1hr 527.26241 6.37 25.74 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 37.4 94 3.36E+05 KTET#QEKNPLPSK 11 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:99024

527.26465 3 combeffx_ATM_MEKi 527.26241 4.25 25.71 TMSL3  TMSL3_HUMAN 7 K.KT#ETQEKNPLPSK.E 59.7 100 2.01E+06 KTET#QEKNPLPSK 16.2 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35296:35093

527.26596 3 timecourse_ATM_combo_8hr 527.26241 6.73 25.56 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3880.3 100 2.09E+08 KTET#QEKNPLPSK 6.1 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:98503

527.26542 3 timecourse_ATM_combo_2hr 527.26241 5.71 25.28 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3161.8 100 1.35E+08 KTET#QEKNPLPSK 14.7 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:92179

527.2652 3 combeffx_ATM_comboi 527.26241 5.29 25.04 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 116.7 100 1.30E+07 KTET#QEKNPLPSK 7.6 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35301:39448

770.37253 3 timecourse_ATM_ctrl1 770.36844 5.31 24.76 TMSL3  TMSL3_HUMAN 7 K.T#ETQEKNPLPSKETIEQEK.Q 434.7 100 2.95E+07 TET#QEKNPLPSKETIEQEK 5.9 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35449:155409

527.26488 3 combeffx_ATM_ctrl 527.26241 4.68 24.72 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 9.0 100 1.66E+06 KTET#QEKNPLPSK 14.7 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35295:40297

770.37266 3 timecourse_ATM_combo_4hr 770.36844 5.49 24.67 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 639.1 100 4.08E+07 TET#QEKNPLPSKETIEQEK 13.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:148880

484.56664 3 timecourse_ATM_combo_4hr 484.56410 5.24 24.64 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 478.7 100 1.52E+07 TET#QEKNPLPSK 22 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:80858

726.34655 2 timecourse_ATM_combo_8hr 726.34250 5.58 24.44 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 319.6 100 1.30E+07 TET#QEKNPLPSK 9.8 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:82889

527.26494 3 timecourse_ATM_combo_8hr 527.26241 4.8 24.4 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 26.8 94 2.47E+05 KTET#QEKNPLPSK 6.1 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35450:97540

527.26439 3 timecourse_ATM_combo_1hr 527.26241 3.76 24.29 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 4310.6 100 1.97E+08 KTET#QEKNPLPSK 12.2 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:98711

770.37172 3 combeffx_ATM_comboi 770.36844 4.26 24.27 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 22.4 100 3.48E+06 TET#QEKNPLPSKETIEQEK 22 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35301:64419

527.26566 3 timecourse_ATM_combo_2hr 527.26241 6.16 24.22 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3515.5 100 1.06E+08 KTET#QEKNPLPSK 6.1 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:92229

726.3463 2 timecourse_ATM_combo_8hr 726.34250 5.23 23.63 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 362.4 100 1.49E+07 T#ETQEKNPLPSK 14.5 21 0 0 0 0 Thymosin beta‐4‐like protein 3  35451:83615

770.3732 3 timecourse_ATM_ctrl2 770.36844 6.18 23.61 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 234.1 100 1.37E+07 TET#QEKNPLPSKETIEQEK 10.3 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35446:138632

527.26512 3 timecourse_ATM_combo_2hr 527.26241 5.14 23.43 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 3346.7 100 4.37E+07 KTET#QEKNPLPSK 9.6 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:91885

790.39508 2 timecourse_ATM_combo_2hr 790.38998 6.45 23.15 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 441.1 100 9.01E+06 KTET#QEKNPLPSK 10.3 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:92279

484.56713 3 timecourse_ATM_ctrl2 484.56410 6.25 23.01 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 165.5 100 4.17E+06 TET#QEKNPLPSK 28.3 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35446:72032

527.26531 3 combeffx_ATM_comboi 527.26241 5.5 22.95 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 77.4 100 1.94E+07 KT#ETQEKNPLPSK 5.4 21 0,2 0 0 0 0 Thymosin beta‐4‐like protein 3  35300:43097

770.37265 3 timecourse_ATM_combo_2hr 770.36844 5.46 22.9 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 664.8 100 3.45E+07 TET#QEKNPLPSKETIEQEK 4.3 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:144241

395.70092 4 timecourse_ATM_combo_2hr 395.69863 5.79 22.87 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 68.6 100 1.54E+06 KTET#QEKNPLPSK 9.4 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:92199

527.26558 3 combeffx_ATM_comboi 527.26241 6.03 22.58 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 115.8 100 1.30E+07 KTET#QEKNPLPSK 4.9 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35301:39488

527.26479 3 combeffx_ATM_PI3Ki 527.26241 4.51 22.55 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 38.7 100 4.96E+06 KTET#QEKNPLPSK 12.2 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35299:37880

527.26497 3 timecourse_ATM_combo_2hr 527.26241 4.86 21.76 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 13.6 94 1.18E+05 KTET#QEKNPLPSK 6.1 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35455:91845

527.26477 3 combeffx_ATM_MEKi 527.26241 4.48 21.29 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 12.1 100 7.30E+05 KTET#QEKNPLPSK 7.6 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35297:32510

527.26475 3 combeffx_ATM_PI3Ki 527.26241 4.44 21.25 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 10.9 100 2.71E+06 KTET#QEKNPLPSK 6.8 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35298:39214

527.2647 3 combeffx_ATM_PI3Ki 527.26241 4.34 19.87 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 136.1 94 3.73E+06 KTET#QEKNPLPSK 7.6 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35298:39204

770.37312 3 timecourse_ATM_ctrl2 770.36844 6.09 19.55 TMSL3  TMSL3_HUMAN 7 K.T#ETQEKNPLPSKETIEQEK.Q 257.3 100 1.45E+07 TET#QEKNPLPSKETIEQEK 0 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35447:141233

790.39407 2 timecourse_ATM_combo_1hr 790.38998 5.17 18.13 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 799.3 100 1.63E+07 KT#ETQEKNPLPSK 7.5 21 0,2 0 0 0 0 Thymosin beta‐4‐like protein 3  35457:98881

527.26552 3 timecourse_ATM_combo_1hr 527.26241 5.9 17.72 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 15.0 94 1.40E+05 KTET#QEKNPLPSK 6 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:98964

484.56647 3 timecourse_ATM_ctrl1 484.56410 4.89 17.16 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSK.E 337.5 100 1.12E+07 TET#QEKNPLPSK 19.5 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35449:84737

527.26552 3 timecourse_ATM_combo_4hr 527.26241 5.9 16.84 TMSL3  TMSL3_HUMAN 7 K.KT#ETQEKNPLPSK.E 23.5 100 3.05E+05 KTET#QEKNPLPSK 16.2 23 0 0 0 0 Thymosin beta‐4‐like protein 3  35452:95351

527.2655 3 timecourse_ATM_combo_2hr 527.26241 5.86 16.73 TMSL3  TMSL3_HUMAN 7 K.KTET#QEKNPLPSK.E 0.00E+00 KTET#QEKNPLPSK 8.5 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35454:92209

770.37366 3 timecourse_ATM_combo_1hr 770.36844 6.78 15.57 TMSL3  TMSL3_HUMAN 7 K.TET#QEKNPLPSKETIEQEK.Q 1234.8 100 6.21E+07 TET#QEKNPLPSKETIEQEK 4 23 ‐2,0 0 0 0 0 Thymosin beta‐4‐like protein 3  35456:155137

908.90089 2 timecourse_ATM_combo_2hr 908.89645 4.88 81.64 TNIP1  TNIP1_HUMAN 15 K.MLGELLEES#QMEATR.L 26.2 100 8.92E+05 MLGELLEES#QMEATR 99.2 52 0 0 0 0 TNFAIP3‐interacting protein 1  35455:113650

908.90119 2 timecourse_ATM_combo_2hr 908.89645 5.22 72.21 TNIP1  TNIP1_HUMAN 15 K.MLGELLEES#QMEATR.L 27.7 100 8.66E+05 MLGELLEES#QMEATR 92.9 52 0 0 0 0 TNFAIP3‐interacting protein 1  35454:113598

908.90091 2 timecourse_ATM_combo_1hr 908.89645 4.91 71.16 TNIP1  TNIP1_HUMAN 15 K.MLGELLEES#QMEATR.L 20.2 100 9.17E+05 MLGELLEES#QMEATR 99.2 52 0 0 0 0 TNFAIP3‐interacting protein 1  35457:122263

908.90266 2 timecourse_ATM_combo_1hr 908.89645 6.83 68.74 TNIP1  TNIP1_HUMAN 15 K.MLGELLEES#QMEATR.L 19.0 100 9.02E+05 MLGELLEES#QMEATR 92.9 52 0 0 0 0 TNFAIP3‐interacting protein 1  35456:122511

850.72952 3 combeffx_ATM_comboi 850.72910 0.49 78.17 TNKS1BP1  TB182_HUMAN 1 R.CPARPPPSGS#QGLLEEMLAASSSK.A 45.6 100 1.13E+07 CPARPPPSGS#QGLLEEMLAASSSK 0 1452 ‐2,0 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35300:75121

974.14307 3 combeffx_ATM_comboi 974.13782 5.39 75.55 TNKS1BP1  TB182_HUMAN 1 K.LGGSLAALPQGQGS#QLALDRPFGAESNW.S 6.9 100 5.72E+05 LGGSLAALPQGQGS#QLALDRPFGAESNW 58 456 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35301:73559

850.73242 3 combeffx_ATM_comboi 850.72910 3.9 71.1 TNKS1BP1  TB182_HUMAN 1 R.CPARPPPSGS#QGLLEEMLAASSSK.A 44.2 100 7.18E+06 CPARPPPSGS#QGLLEEMLAASSSK 15.8 1452 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35301:68659

850.73306 3 combeffx_ATM_comboi 850.72910 4.65 68.42 TNKS1BP1  TB182_HUMAN 1 R.CPARPPPSGS#QGLLEEMLAASSSK.A 46.1 100 1.13E+07 CPARPPPSGS#QGLLEEMLAASSSK 8.1 1452 ‐2,0 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35300:75131

850.73097 3 timecourse_ATM_combo_4hr 850.72910 2.2 59.46 TNKS1BP1  TB182_HUMAN 1 R.CPARPPPSGS#QGLLEEMLAASSSK.A 7.3 94 1.86E+05 CPARPPPSGS#QGLLEEMLAASSSK 8.1 1452 ‐2,0 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35452:159040

850.73274 3 combeffx_ATM_comboi 850.72910 4.28 54.44 TNKS1BP1  TB182_HUMAN 1 R.CPARPPPS#GSQGLLEEMLAASSSK.A 45.9 100 7.18E+06 CPARPPPSGS#QGLLEEMLAASSSK 0 1452 ‐2,0 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35301:68669

850.73119 3 timecourse_ATM_combo_4hr 850.72910 2.46 51.26 TNKS1BP1  TB182_HUMAN 1 R.CPARPPPSGS#QGLLEEMLAASSSK.A 8.9 100 1.42E+06 CPARPPPSGS#QGLLEEMLAASSSK 7 1452 ‐2,0 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35453:161901

1030.9375 2 timecourse_ATM_combo_8hr 1030.93518 2.25 48.88 TNKS1BP1  TB182_HUMAN 1 K.DTQSPSTCSEGLLGWS#QK.D 3.7 100 3.34E+05 DTQSPSTCSEGLLGWS#QK 114.7 724 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35450:139073

850.73069 3 timecourse_ATM_combo_8hr 850.72910 1.87 45.69 TNKS1BP1  TB182_HUMAN 1 R.CPARPPPSGS#QGLLEEMLAASSSK.A 13.7 100 3.30E+06 CPARPPPSGS#QGLLEEMLAASSSK 8.7 1452 ‐2,0 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35450:163740

856.06516 3 combeffx_ATM_comboi 856.06074 5.16 43.48 TNKS1BP1  TB182_HUMAN 1 R.CPARPPPSGS#QGLLEEM*LAASSSK.A 5.4 100 3.23E+06 CPARPPPSGS#QGLLEEM*LAASSSK 0 1452 ‐2,0 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35300:75451

593.27042 3 timecourse_ATM_combo_4hr 593.26701 5.75 39.18 TNKS1BP1  TB182_HUMAN 0 K.SKDLAEVGEGGGHS#QAR.E 11.4 100 1.97E+05 SKDLAEVGEGGGHS#QAR 92.4 1248 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35453:116275

593.27025 3 timecourse_ATM_combo_8hr 593.26701 5.46 36.6 TNKS1BP1  TB182_HUMAN 0 K.SKDLAEVGEGGGHS#QAR.E 10.2 100 2.40E+05 SKDLAEVGEGGGHS#QAR 111.9 1248 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35451:117762

850.73162 3 timecourse_ATM_combo_8hr 850.72910 2.96 36.32 TNKS1BP1  TB182_HUMAN 1 R.CPARPPPS#GSQGLLEEMLAASSSK.A 15.3 100 3.05E+06 CPARPPPSGS#QGLLEEMLAASSSK 0 1452 ‐2,0 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35451:165850

938.46978 2 timecourse_ATM_combo_8hr 938.46422 5.92 34.2 TNKS1BP1  TB182_HUMAN 1 K.LGGSLAALPQGQGS#QLALD.R 24.9 100 1.50E+06 LGGSLAALPQGQGS#QLALD 106.8 456 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35451:126077

1040.84827 3 combeffx_ATM_comboi 1040.84318 4.89 33.99 TNKS1BP1  TB182_HUMAN 1 K.LGGSLAALPQGQGS#QLALDRPFGAESNWSL.S 7.1 100 1.05E+06 LGGSLAALPQGQGS#QLALDRPFGAESNWSL 32.1 456 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35300:81911

523.25363 2 timecourse_ATM_ctrl2 523.25056 5.87 30.47 TNKS1BP1  TB182_HUMAN 1 R.RPS#QGPPAR.S 162.5 100 2.91E+06 RPS#QGPPAR 1000 1545 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35447:24479

593.27036 3 timecourse_ATM_combo_4hr 593.26701 5.65 30.12 TNKS1BP1  TB182_HUMAN 0 K.SKDLAEVGEGGGHS#QAR.E 11.3 100 2.12E+05 SKDLAEVGEGGGHS#QAR 78.8 1248 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35452:114184

593.27039 3 timecourse_ATM_combo_8hr 593.26701 5.7 29.87 TNKS1BP1  TB182_HUMAN 0 K.SKDLAEVGEGGGHS#QAR.E 12.1 100 2.47E+05 SKDLAEVGEGGGHS#QAR 99.9 1248 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35450:116600

523.25341 2 timecourse_ATM_combo_2hr 523.25056 5.45 28.92 TNKS1BP1  TB182_HUMAN 1 R.RPS#QGPPAR.S 31.9 100 8.34E+05 RPS#QGPPAR 1000 1545 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35455:25758

523.25396 2 timecourse_ATM_ctrl1 523.25056 6.5 28.48 TNKS1BP1  TB182_HUMAN 1 R.RPS#QGPPAR.S 153.2 100 4.95E+06 RPS#QGPPAR 1000 1545 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35448:28322

523.25423 2 timecourse_ATM_ctrl1 523.25056 7.01 23.62 TNKS1BP1  TB182_HUMAN 1 R.RPS#QGPPAR.S 172.8 100 5.01E+06 RPS#QGPPAR 1000 1545 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35448:28332

523.25346 2 timecourse_ATM_ctrl2 523.25056 5.54 22.32 TNKS1BP1  TB182_HUMAN 1 R.RPS#QGPPAR.S 140.3 100 4.00E+06 RPS#QGPPAR 1000 1545 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35447:24469

523.25387 2 timecourse_ATM_combo_2hr 523.25056 6.33 21.79 TNKS1BP1  TB182_HUMAN 1 R.RPS#QGPPAR.S 36.1 100 8.14E+05 RPS#QGPPAR 1000 1545 0 0 0 0 182 kDa tankyrase‐1‐binding protein  35454:26906

751.68407 3 timecourse_ATM_combo_4hr 751.68137 3.59 46.37 TOE1  TOE1_HUMAN 2 R.ATSEVPGS#QASPNPVPGDGLHR.A 22.7 100 1.59E+06 ATSEVPGS#QASPNPVPGDGLHR 23.6 425 0 0 0 0 Target of EGR1 protein 1  35453:149251

751.68484 3 combeffx_ATM_comboi 751.68137 4.62 44.61 TOE1  TOE1_HUMAN 2 R.ATSEVPGS#QASPNPVPGDGLHR.A 21.2 100 3.35E+06 ATSEVPGS#QASPNPVPGDGLHR 27 425 0 0 0 0 Target of EGR1 protein 1  35301:63409

751.68529 3 combeffx_ATM_comboi 751.68137 5.21 38.48 TOE1  TOE1_HUMAN 2 R.ATSEVPGS#QASPNPVPGDGLHR.A 21.5 100 4.34E+06 ATSEVPGS#QASPNPVPGDGLHR 16.5 425 0 0 0 0 Target of EGR1 protein 1  35300:69161

751.68471 3 timecourse_ATM_combo_8hr 751.68137 4.44 35.54 TOE1  TOE1_HUMAN 2 R.ATSEVPGS#QASPNPVPGDGLHR.A 23.6 100 2.26E+06 ATSEVPGS#QASPNPVPGDGLHR 18.5 425 0 0 0 0 Target of EGR1 protein 1  35451:152610

790.39445 2 timecourse_ATM_combo_8hr 790.38999 5.64 35.24 TOE1  TOE1_HUMAN 2 R.ALLNLPGT#QTSGEAK.D 3.6 100 2.05E+05 ALLNLPGT#QTSGEAK 5.9 355 0,3 0 0 0 0 Target of EGR1 protein 1  35451:98463

751.6841 3 combeffx_ATM_MEKi 751.68137 3.63 29.69 TOE1  TOE1_HUMAN 2 R.ATSEVPGS#QASPNPVPGDGLHR.A 8.0 100 5.98E+05 ATSEVPGS#QASPNPVPGDGLHR 2.3 425 0,3 0 0 0 0 Target of EGR1 protein 1  35296:53849

751.68469 3 timecourse_ATM_combo_4hr 751.68137 4.42 25.34 TOE1  TOE1_HUMAN 2 R.ATSEVPGS#QASPNPVPGDGLHR.A 22.5 100 1.58E+06 ATSEVPGS#QASPNPVPGDGLHR 11.3 425 0,3 0 0 0 0 Target of EGR1 protein 1  35452:146660

751.68402 3 timecourse_ATM_combo_8hr 751.68137 3.53 23.61 TOE1  TOE1_HUMAN 2 R.ATSEVPGS#QASPNPVPGDGLHR.A 20.8 100 2.16E+06 ATSEVPGS#QASPNPVPGDGLHR 2.3 425 0,3 0 0 0 0 Target of EGR1 protein 1  35450:150660

966.4201 2 timecourse_ATM_combo_8hr 966.41421 6.09 66.42 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 98.0 100 5.01E+06 SQDFGNLFSFPSYS#QK 28.9 1454 0 0 0 0 DNA topoisomerase 2‐beta  35450:129453

966.42051 2 timecourse_ATM_combo_4hr 966.41421 6.52 62.88 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 26.4 100 1.17E+06 SQDFGNLFSFPSYS#QK 16.2 1454 0 0 0 0 DNA topoisomerase 2‐beta  35452:126598

966.42059 2 timecourse_ATM_combo_8hr 966.41421 6.6 62.19 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 105.9 100 5.91E+06 SQDFGNLFSFPSYS#QK 28.9 1454 0 0 0 0 DNA topoisomerase 2‐beta  35451:130892

966.42011 2 timecourse_ATM_combo_2hr 966.41421 6.11 58.1 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 17.5 100 5.83E+05 SQDFGNLFSFPSYS#QK 11.5 1454 ‐2,0 0 0 0 0 DNA topoisomerase 2‐beta  35454:122505

966.42133 2 timecourse_ATM_combo_1hr 966.41421 7.37 57.21 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 14.6 100 6.70E+05 SQDFGNLFSFPSYS#QK 32.4 1454 0 0 0 0 DNA topoisomerase 2‐beta  35456:132129

966.42045 2 timecourse_ATM_ctrl1 966.41421 6.46 35.55 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 5.8 100 2.50E+05 SQDFGNLFSFPSYS#QK 16.2 1454 0 0 0 0 DNA topoisomerase 2‐beta  35448:130280

644.6157 3 timecourse_ATM_combo_4hr 644.61190 5.89 28.35 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 13.4 100 4.78E+05 SQDFGNLFSFPSYS#QK 18.3 1454 0 0 0 0 DNA topoisomerase 2‐beta  35452:126588

644.61575 3 timecourse_ATM_combo_8hr 644.61190 5.97 25.23 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 52.7 100 1.97E+06 SQDFGNLFSFPSY#SQK 0 1453 ‐1,0 0 0 0 0 DNA topoisomerase 2‐beta  35450:129443

644.61556 3 timecourse_ATM_combo_4hr 644.61190 5.68 22.9 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 10.8 100 3.95E+05 SQDFGNLFSFPSY#SQK 0 1453 ‐1,0 0 0 0 0 DNA topoisomerase 2‐beta  35453:128925

644.61601 3 timecourse_ATM_combo_8hr 644.61190 6.38 15.31 TOP2B  TOP2B_HUMAN 5 K.SQDFGNLFSFPSYS#QK.S 45.6 100 1.89E+06 SQDFGNLFSFPSYS#QK 14.9 1454 0 0 0 0 DNA topoisomerase 2‐beta  35451:130882

1135.17264 3 timecourse_ATM_combo_2hr 1135.16649 5.42 108.85 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 85.1 100 3.02E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 10.9 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35454:168871

1135.17259 3 timecourse_ATM_combo_4hr 1135.16649 5.37 76.7 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 110.7 100 5.27E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 10.9 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35453:179261

1135.1695 3 combeffx_ATM_PI3Ki 1135.16649 2.65 76.53 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 13.1 100 1.13E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 10.9 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35299:69724

1135.17314 3 timecourse_ATM_combo_4hr 1135.16649 5.86 76.13 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 99.5 100 4.85E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 13.8 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35452:175880

1135.17427 3 timecourse_ATM_combo_1hr 1135.16649 6.85 75.42 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 83.9 100 4.54E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 13.8 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35456:180786

1135.17204 3 timecourse_ATM_ctrl1 1135.16649 4.89 70.08 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 126.1 100 6.41E+06 DFAPSEKHEQADEDLLSQY#ENGSSTVVEAK 10.9 494 ‐2,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35449:180369

1135.17294 3 timecourse_ATM_ctrl1 1135.16649 5.68 69.71 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 101.9 100 5.84E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 8.1 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35448:177590

1135.17364 3 timecourse_ATM_ctrl2 1135.16649 6.3 67.37 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 88.3 100 4.16E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 10.9 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35447:168123

1135.17205 3 timecourse_ATM_combo_1hr 1135.16649 4.9 65.9 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 85.7 100 4.35E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 12.1 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35457:181625

1135.1724 3 timecourse_ATM_combo_2hr 1135.16649 5.21 63.33 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 90.0 100 3.15E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 13.8 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35455:170301

1135.17251 3 timecourse_ATM_combo_8hr 1135.16649 5.3 61.92 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 61.0 100 3.04E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 13.8 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35451:183630

1135.17286 3 timecourse_ATM_combo_8hr 1135.16649 5.61 59.98 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 40.0 100 2.11E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 8.1 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35450:180730

877.0524 3 timecourse_ATM_combo_8hr 877.04822 4.77 58.85 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 30.9 100 2.21E+06 HEQADEDLLS#QYENGSSTVVEAK 46.7 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35450:166740

1092.47249 3 timecourse_ATM_combo_8hr 1092.46817 3.95 57.05 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEA.K 12.7 100 1.86E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEA 12.1 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35450:179360

877.05233 3 timecourse_ATM_ctrl1 877.04822 4.69 55.39 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 53.5 100 3.21E+06 HEQADEDLLS#QYENGSSTVVEAK 35 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35448:164520

1092.47378 3 timecourse_ATM_combo_4hr 1092.46817 5.14 54.7 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEA.K 15.7 100 2.13E+06 DFAPSEKHEQADEDLLSQY#ENGSSTVVEA 6.5 494 ‐2,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35453:177731

877.0519 3 timecourse_ATM_combo_1hr 877.04822 4.2 54.37 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 31.5 100 1.88E+06 HEQADEDLLS#QYENGSSTVVEAK 34.5 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35457:167465

614.29718 2 timecourse_ATM_ctrl1 614.29378 5.53 52.38 TOPBP1  TOPB1_HUMAN 2 K.GVLT#QTLEMR.E 10.6 100 5.02E+05 GVLT#QTLEMR 36.8 1062 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35449:55195

877.05234 3 timecourse_ATM_combo_8hr 877.04822 4.7 50.51 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 30.9 100 2.35E+06 HEQADEDLLS#QYENGSSTVVEAK 41.7 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35451:168830

1092.47416 3 timecourse_ATM_ctrl1 1092.46817 5.48 50.33 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEA.K 36.2 100 2.66E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEA 3 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35448:176210

877.05144 3 timecourse_ATM_ctrl1 877.04822 3.67 49.9 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 55.4 100 3.29E+06 HEQADEDLLS#QYENGSSTVVEAK 40.5 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35449:167119

614.29755 2 timecourse_ATM_combo_2hr 614.29378 6.14 49.13 TOPBP1  TOPB1_HUMAN 2 K.GVLT#QTLEMR.E 11.4 100 2.57E+05 GVLT#QTLEMR 37.4 1062 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35454:51369

877.05231 3 timecourse_ATM_combo_2hr 877.04822 4.66 48.62 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 35.5 100 1.67E+06 HEQADEDLLS#QYENGSSTVVEAK 31.3 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35455:156801

614.29781 2 timecourse_ATM_ctrl1 614.29378 6.56 48.38 TOPBP1  TOPB1_HUMAN 2 K.GVLT#QTLEMR.E 16.5 100 5.36E+05 GVLT#QTLEMR 24.8 1062 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35448:54424

1135.17439 3 timecourse_ATM_ctrl2 1135.16649 6.96 48.16 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 76.6 100 3.34E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 8.1 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35446:164582

1092.47413 3 timecourse_ATM_combo_4hr 1092.46817 5.46 47.63 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEA.K 14.4 100 1.81E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEA 16.2 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35452:174450

877.05315 3 timecourse_ATM_combo_1hr 877.04822 5.62 47.25 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 35.3 100 2.12E+06 HEQADEDLLS#QYENGSSTVVEAK 29.9 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35456:167237

614.2978 2 timecourse_ATM_combo_1hr 614.29378 6.54 46.46 TOPBP1  TOPB1_HUMAN 2 K.GVLT#QTLEMR.E 11.5 100 4.42E+05 GVLT#QTLEMR 45.7 1062 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35456:54224

877.05269 3 timecourse_ATM_combo_2hr 877.04822 5.11 44.63 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 33.8 100 1.62E+06 HEQADEDLLS#QYENGSSTVVEAK 37.2 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35454:156141

1092.4745 3 timecourse_ATM_combo_2hr 1092.46817 5.79 44.52 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEA.K 17.6 100 1.37E+06 DFAPSEKHEQADEDLLSQY#ENGSSTVVEA 3.9 494 ‐2,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35454:167481

877.05254 3 timecourse_ATM_combo_4hr 877.04822 4.93 43.99 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLSQYENGS#STVVEAK.T 35.4 100 2.30E+06 HEQADEDLLS#QYENGSSTVVEAK 26.4 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35453:164801

1015.45281 2 timecourse_ATM_ctrl1 1015.44845 4.29 43.9 TOPBP1  TOPB1_HUMAN 2 K.TMPNSSTPT#SQINTIDSR.T 7.0 100 3.31E+05 TMPNSSTPTS#QINTIDSR 0 301 ‐1,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35448:138110

877.05287 3 timecourse_ATM_ctrl2 877.04822 5.3 42.95 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 25.8 100 1.25E+06 HEQADEDLLS#QYENGSSTVVEAK 47.3 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35447:153803

1092.47057 3 timecourse_ATM_combo_8hr 1092.46817 2.2 42.38 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEA.K 17.7 100 2.26E+06 DFAPSEKHEQADEDLLSQY#ENGSSTVVEA 10.9 494 ‐2,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35451:182210

877.05369 3 timecourse_ATM_ctrl2 877.04822 6.24 39.44 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 26.5 100 1.14E+06 HEQADEDLLS#QYENGSSTVVEAK 34.5 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35446:150832

1092.47284 3 timecourse_ATM_ctrl1 1092.46817 4.27 39.26 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLSQY#ENGSSTVVEA.K 29.1 100 2.53E+06 DFAPSEKHEQADEDLLSQY#ENGSSTVVEA 8.1 494 ‐2,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35449:178939

1092.47417 3 timecourse_ATM_combo_2hr 1092.46817 5.49 39.22 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEA.K 17.3 100 1.46E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEA 8.5 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35455:168851

1092.47478 3 timecourse_ATM_ctrl2 1092.46817 6.05 39.14 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLSQY#ENGSSTVVEA.K 17.6 100 1.34E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEA 16.2 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35447:166603

851.62917 4 combeffx_ATM_MEKi 851.62668 2.92 36.8 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 24.2 100 1.68E+06 DFAPS#EKHEQADEDLLSQYENGSSTVVEAK 0 480 0,20 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35296:62478

877.05297 3 timecourse_ATM_combo_4hr 877.04822 5.42 36.61 TOPBP1  TOPB1_HUMAN 2 K.HEQADEDLLS#QYENGSSTVVEAK.T 44.9 100 2.56E+06 HEQADEDLLS#QYENGSSTVVEAK 23.6 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35452:161840

851.63156 4 timecourse_ATM_ctrl1 851.62668 5.73 36.43 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 122.1 100 7.38E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 4.7 492 ‐12,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35448:177600

1092.47501 3 timecourse_ATM_combo_1hr 1092.46817 6.26 36.08 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEA.K 11.9 100 1.67E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEA 5.4 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35456:179286

883.6542 4 timecourse_ATM_ctrl1 883.65042 4.28 32.8 TOPBP1  TOPB1_HUMAN 2 K.KDFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 32.3 100 1.73E+06 KDFAPSEKHEQADEDLLS#QYENGSSTVVEAK 21.6 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35449:181439

1161.82729 3 timecourse_ATM_combo_1hr 1161.82193 4.61 32.39 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLSQY#ENGS#STVVEAK.T 6.6 100 3.82E+05 DFAPSEKHEQADEDLLSQYENGS#S#TVVEAK 0 498 ‐6,0 5.7 499 ‐5,1 0 0 DNA topoisomerase 2‐binding protein 1  35457:182275

506.74181 2 timecourse_ATM_combo_4hr 506.73916 5.23 32.39 TOPBP1  TOPB1_HUMAN 2 K.ELGTGLS#QK.R 11.0 100 3.44E+05 ELGTGLS#QK 31.9 1504 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35452:24334

883.65485 4 timecourse_ATM_combo_4hr 883.65042 5.01 32.29 TOPBP1  TOPB1_HUMAN 2 K.KDFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 17.8 100 1.34E+06 KDFAPSEKHEQADEDLLS#QYENGSSTVVEAK 7.4 492 ‐12,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35452:177070

883.65334 4 timecourse_ATM_combo_1hr 883.65042 3.3 29.85 TOPBP1  TOPB1_HUMAN 2 K.KDFAPS#EKHEQADEDLLSQYENGSSTVVEAK.T 21.9 100 1.23E+06 KDFAPSEKHEQADEDLLS#QYENGSSTVVEAK 5.1 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35457:182745

851.63155 4 timecourse_ATM_combo_4hr 851.62668 5.72 29.5 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 105.9 100 6.54E+06 DFAPS#EKHEQADEDLLSQYENGSSTVVEAK 0 480 0,20 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35453:179271

851.63111 4 timecourse_ATM_combo_1hr 851.62668 5.2 28.95 TOPBP1  TOPB1_HUMAN 2 K.DFAPS#EKHEQADEDLLSQYENGSSTVVEAK.T 90.5 100 5.38E+06 DFAPSEKHEQADEDLLSQY#ENGSSTVVEAK 8.6 494 ‐2,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35457:181635

883.65499 4 timecourse_ATM_combo_1hr 883.65042 5.17 28.89 TOPBP1  TOPB1_HUMAN 2 K.KDFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 17.6 100 1.31E+06 KDFAPSEKHEQADEDLLS#QYENGSSTVVEAK 15.4 492 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35456:181946

883.65457 4 timecourse_ATM_combo_2hr 883.65042 4.7 27.06 TOPBP1  TOPB1_HUMAN 2 K.KDFAPS#EKHEQADEDLLSQYENGSSTVVEAK.T 15.2 100 7.18E+05 KDFAPSEKHEQADEDLLSQY#ENGSSTVVEAK 9.4 494 ‐14,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35454:170011

851.63195 4 timecourse_ATM_combo_4hr 851.62668 6.19 26.76 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 110.6 100 7.00E+06 DFAPS#EKHEQADEDLLSQYENGSSTVVEAK 0 480 0,20 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35452:175890

851.63209 4 timecourse_ATM_ctrl2 851.62668 6.35 26.58 TOPBP1  TOPB1_HUMAN 2 K.DFAPS#EKHEQADEDLLSQYENGSSTVVEAK.T 110.5 100 5.05E+06 DFAPSEKHEQADEDLLSQY#ENGSSTVVEAK 10.2 494 ‐2,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35447:168133

851.62937 4 combeffx_ATM_MEKi 851.62668 3.16 26.29 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 30.9 100 1.48E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 8.6 492 ‐12,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35297:57178

883.65419 4 timecourse_ATM_combo_4hr 883.65042 4.27 26.05 TOPBP1  TOPB1_HUMAN 2 K.KDFAPS#EKHEQADEDLLSQYENGSSTVVEAK.T 21.5 100 1.38E+06 KDFAPSEKHEQADEDLLS#QYENGSSTVVEAK 10.1 492 ‐12,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35453:180591

506.74208 2 timecourse_ATM_combo_2hr 506.73916 5.76 25.08 TOPBP1  TOPB1_HUMAN 2 K.ELGTGLS#QK.R 10.1 100 2.73E+05 ELGTGLS#QK 35.8 1504 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35454:23590

851.63132 4 timecourse_ATM_combo_2hr 851.62668 5.45 24.94 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 89.5 100 3.83E+06 DFAPSEKHEQADEDLLS#QYENGSSTVVEAK 5.3 492 ‐12,0 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35455:170311

506.74185 2 timecourse_ATM_combo_1hr 506.73916 5.31 22.3 TOPBP1  TOPB1_HUMAN 2 K.ELGTGLS#QK.R 10.6 100 4.07E+05 ELGTGLS#QK 20.9 1504 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35456:24595

871.62306 4 timecourse_ATM_combo_1hr 871.61826 5.51 22.21 TOPBP1  TOPB1_HUMAN 2 K.DFAPS#EKHEQADEDLLSQYENGS#STVVEAK.T 5.1 100 2.90E+05 DFAPSEKHEQADEDLLSQY#ENGS#STVVEAK 9.1 494 ‐2,0 0 498 0,2 0 0 DNA topoisomerase 2‐binding protein 1  35456:181496

883.65438 4 timecourse_ATM_combo_2hr 883.65042 4.48 21.24 TOPBP1  TOPB1_HUMAN 2 K.KDFAPS#EKHEQADEDLLSQYENGSSTVVEAK.T 19.7 100 8.27E+05 KDFAPS#EKHEQADEDLLSQYENGSSTVVEAK 2.9 480 0,14 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35455:171481

851.62975 4 combeffx_ATM_ctrl 851.62668 3.6 21.05 TOPBP1  TOPB1_HUMAN 2 K.DFAPSEKHEQADEDLLS#QYENGSSTVVEAK.T 19.0 100 2.17E+06 DFAPSEKHEQADEDLLSQY#ENGSSTVVEAK 17.9 494 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35295:75027

506.74124 2 timecourse_ATM_combo_1hr 506.73916 4.1 19.93 TOPBP1  TOPB1_HUMAN 2 K.ELGTGLS#QK.R 10.8 100 3.63E+05 ELGTGLS#QK 27 1504 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35457:24584

506.74136 2 timecourse_ATM_combo_2hr 506.73916 4.34 19.27 TOPBP1  TOPB1_HUMAN 2 K.ELGTGLS#QK.R 9.8 100 2.38E+05 ELGTGLS#QK 17.5 1504 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35455:22511

883.65496 4 timecourse_ATM_combo_8hr 883.65042 5.14 18.25 TOPBP1  TOPB1_HUMAN 2 K.KDFAPS#EKHEQADEDLLSQYENGSSTVVEAK.T 6.7 100 5.81E+05 KDFAPSEKHEQADEDLLS#QYENGSSTVVEAK 12.5 492 0,2 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35450:181770

506.74048 2 combeffx_ATM_PI3Ki 506.73916 2.6 17.83 TOPBP1  TOPB1_HUMAN 2 K.ELGTGLS#QK.R 11.9 100 5.45E+05 ELGTGLS#QK 27 1504 0 0 0 0 DNA topoisomerase 2‐binding protein 1  35298:10686

924.72799 3 combeffx_ATM_comboi 924.72396 4.36 72.29 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 88.6 100 1.94E+07 SSS#QYIESFWQSSQSQNFTAHDK 13.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35300:79401

924.7278 3 combeffx_ATM_comboi 924.72396 4.15 64.97 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 97.7 100 1.31E+07 SSS#QYIESFWQSSQSQNFTAHDK 14.4 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35301:72329

924.7272 3 timecourse_ATM_combo_4hr 924.72396 3.5 63.62 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 217.3 100 2.52E+07 SSS#QYIESFWQSSQSQNFTAHDK 12.2 254 ‐2,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35452:166270

924.72696 3 combeffx_ATM_ctrl 924.72396 3.24 61.82 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 66.9 100 5.79E+06 SSS#QYIESFWQSSQSQNFTAHDK 13.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35294:74674

924.72598 3 combeffx_ATM_MEKi 924.72396 2.18 59.05 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 92.2 100 3.99E+06 SSS#QYIESFWQSSQSQNFTAHDK 13.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35296:60238

924.72664 3 combeffx_ATM_PI3Ki 924.72396 2.9 58.18 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 105.1 100 9.55E+06 SSS#QYIESFWQSSQSQNFTAHDK 13.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35298:70436

1386.58754 2 timecourse_ATM_combo_2hr 1386.58230 3.78 57.28 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 29.2 100 1.64E+06 SSSQY#IESFWQSSQSQNFTAHDK 0 256 ‐4,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35454:159921

924.72763 3 combeffx_ATM_ctrl 924.72396 3.97 56.44 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 71.3 100 5.80E+06 SSS#QYIESFWQSSQSQNFTAHDK 16.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35295:72207

1386.58749 2 timecourse_ATM_combo_2hr 1386.58230 3.74 55.84 TOR1AIP1  TOIP1_HUMAN 4 R.SS#SQYIESFWQSSQSQNFTAHDK.Q 40.9 100 1.86E+06 SSS#QYIESFWQSSQSQNFTAHDK 0 254 ‐2,5 0 0 0 0 Torsin‐1A‐interacting protein 1  35455:160971

924.72628 3 combeffx_ATM_PI3Ki 924.72396 2.51 55.73 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 86.6 100 6.45E+06 SSS#QYIESFWQSSQSQNFTAHDK 12.2 254 ‐2,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35299:66554

924.72689 3 timecourse_ATM_ctrl2 924.72396 3.17 55.58 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 154.3 100 1.72E+07 SSS#QYIESFWQSSQSQNFTAHDK 14.4 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35447:157913

924.72767 3 combeffx_ATM_MEKi 924.72396 4.01 54.71 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 72.8 100 2.98E+06 SSS#QYIESFWQSSQSQNFTAHDK 13.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35297:55068

967.41557 3 timecourse_ATM_combo_1hr 967.41015 5.6 53.93 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDKQ.P 9.0 100 5.19E+05 SSS#QYIESFWQSSQSQNFTAHDKQ 13.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35457:174315

924.72829 3 combeffx_ATM_comboi 924.72396 4.68 53.8 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSS#QSQNFTAHDK.Q 7.5 100 7.93E+05 SSSQYIESFWQSS#QSQNFTAHDK 0 264 ‐1,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35301:72339

924.72711 3 timecourse_ATM_ctrl1 924.72396 3.41 53.05 TOR1AIP1  TOIP1_HUMAN 4 R.SS#SQYIESFWQSSQSQNFTAHDK.Q 361.0 100 4.53E+07 SSS#QYIESFWQSSQSQNFTAHDK 13.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35448:168300

821.00589 3 timecourse_ATM_combo_4hr 821.00105 5.9 52.7 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASS#QTDLSQTISK.K 20.3 100 6.50E+05 DSHSSEEDEASS#QTDLSQTISK 12.2 164 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35452:155580

821.00619 3 timecourse_ATM_combo_8hr 821.00105 6.26 51.93 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQTDLS#QTISK.K 12.7 100 6.82E+05 DSHSSEEDEASSQTDLS#QTISK 11 169 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35450:159870

863.70359 3 combeffx_ATM_comboi 863.69936 4.9 51.54 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQTDLS#QTISKK.T 17.7 100 1.85E+06 DSHSSEEDEASSQTDLS#QTISKK 20.1 169 0 0 0 0 Torsin‐1A‐interacting protein 1  35300:75751

1386.58811 2 timecourse_ATM_combo_1hr 1386.58230 4.19 50.05 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 25.8 100 2.30E+06 SSS#QYIESFWQSSQSQNFTAHDK 0 254 ‐2,5 0 0 0 0 Torsin‐1A‐interacting protein 1  35456:171447

821.00601 3 timecourse_ATM_combo_8hr 821.00105 6.04 48.59 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASS#QTDLSQTISK.K 30.4 100 1.43E+06 DSHSSEEDEASS#QTDLSQTISK 18 164 0 0 0 0 Torsin‐1A‐interacting protein 1  35450:159860

863.70477 3 timecourse_ATM_combo_8hr 863.69936 6.28 48.13 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQTDLS#QTISKK.T 27.3 100 1.62E+06 DSHSSEEDEASSQTDLS#QTISKK 10.4 169 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35450:165260

863.70441 3 timecourse_ATM_combo_8hr 863.69936 5.85 47.9 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQTDLS#QTISKK.T 30.9 100 1.70E+06 DSHSSEEDEASSQTDLS#QTISKK 10.4 169 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35451:167360

863.7044 3 timecourse_ATM_combo_8hr 863.69936 5.85 47.49 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASS#QTDLSQTISKK.T 9.8 100 4.21E+05 DSHSSEEDEASS#QTDLSQTISKK 8.7 164 ‐1,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35450:165250

1386.58678 2 timecourse_ATM_ctrl1 1386.58230 3.23 47.47 TOR1AIP1  TOIP1_HUMAN 4 R.SS#SQYIESFWQSSQSQNFTAHDK.Q 22.8 100 2.47E+06 SSS#QYIESFWQSSQSQNFTAHDK 0 254 ‐2,5 0 0 0 0 Torsin‐1A‐interacting protein 1  35449:171099

821.00615 3 timecourse_ATM_combo_8hr 821.00105 6.21 47.05 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQTDLS#QTISK.K 17.0 100 7.34E+05 DSHSSEEDEASSQTDLS#QTISK 18.3 169 0 0 0 0 Torsin‐1A‐interacting protein 1  35451:162080

924.72905 3 timecourse_ATM_combo_8hr 924.72396 5.5 47.02 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSS#QSQNFTAHDK.Q 26.2 100 1.83E+06 SSSQYIESFWQSS#QSQNFTAHDK 15 264 0 0 0 0 Torsin‐1A‐interacting protein 1  35451:173500

924.72661 3 timecourse_ATM_combo_4hr 924.72396 2.87 46.24 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 252.2 100 2.88E+07 S#SSQYIESFWQSSQSQNFTAHDK 0 252 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35453:169261

924.72774 3 timecourse_ATM_ctrl2 924.72396 4.09 45.48 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 146.6 100 1.62E+07 SSS#QYIESFWQSSQSQNFTAHDK 13.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35446:154882

924.72871 3 timecourse_ATM_combo_2hr 924.72396 5.14 44.59 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSSQSQNFT#AHDK.Q 14.5 100 6.09E+05 SSSQYIESFWQSS#QSQNFTAHDK 0 264 ‐5,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35454:159931

924.72648 3 timecourse_ATM_combo_1hr 924.72396 2.73 44.55 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 295.3 100 3.91E+07 SSS#QYIESFWQSSQSQNFTAHDK 14.4 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35457:171555

924.72824 3 timecourse_ATM_combo_4hr 924.72396 4.63 43.93 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSSQS#QNFTAHDK.Q 4.4 100 4.01E+05 SSSQYIESFWQSSQS#QNFTAHDK 21.1 266 0 0 0 0 Torsin‐1A‐interacting protein 1  35452:166290

1386.5874 2 timecourse_ATM_ctrl2 1386.58230 3.68 43.53 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 13.1 100 9.06E+05 SSS#QYIESFWQSSQSQNFTAHDK 0 254 ‐2,5 0 0 0 0 Torsin‐1A‐interacting protein 1  35447:157923

821.00575 3 timecourse_ATM_combo_2hr 821.00105 5.72 43.39 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASS#QTDLSQTISK.K 7.3 100 2.05E+05 DSHSSEEDEASS#QTDLSQTISK 13.2 164 0 0 0 0 Torsin‐1A‐interacting protein 1  35454:150511

924.72785 3 timecourse_ATM_combo_8hr 924.72396 4.21 43.39 TOR1AIP1  TOIP1_HUMAN 4 R.SS#SQYIESFWQSSQSQNFTAHDK.Q 178.5 100 2.71E+07 S#SSQYIESFWQSSQSQNFTAHDK 0 252 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35451:173470

863.70339 3 combeffx_ATM_comboi 863.69936 4.67 43.06 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQTDLS#QTISKK.T 9.8 100 1.08E+06 DSHSSEEDEASSQTDLS#QTISKK 10.4 169 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35301:69209

924.72716 3 timecourse_ATM_combo_2hr 924.72396 3.46 42.42 TOR1AIP1  TOIP1_HUMAN 4 R.SS#SQYIESFWQSSQSQNFTAHDK.Q 410.8 100 3.20E+07 SSS#QYIESFWQSSQSQNFTAHDK 12.2 254 ‐2,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35454:159911

924.72751 3 timecourse_ATM_combo_1hr 924.72396 3.84 42.24 TOR1AIP1  TOIP1_HUMAN 4 R.SS#SQYIESFWQSSQSQNFTAHDK.Q 320.5 100 3.82E+07 SSS#QYIESFWQSSQSQNFTAHDK 12.2 254 ‐2,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35456:171437

821.00546 3 timecourse_ATM_combo_8hr 821.00105 5.37 41.5 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASS#QTDLSQTISK.K 32.3 100 1.54E+06 DSHSSEEDEASS#QTDLSQTISK 15 164 0 0 0 0 Torsin‐1A‐interacting protein 1  35451:162070

924.72864 3 timecourse_ATM_combo_4hr 924.72396 5.06 41.27 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSSQS#QNFTAHDK.Q 24.1 100 1.36E+06 SSSQYIESFWQSS#QSQNFTAHDK 7 264 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35453:169281

924.72824 3 timecourse_ATM_combo_8hr 924.72396 4.63 40.87 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSSQS#QNFTAHDK.Q 7.1 100 7.13E+05 SSSQYIESFWQSSQS#QNFTAHDK 23.6 266 0 0 0 0 Torsin‐1A‐interacting protein 1  35451:173490

1386.58753 2 timecourse_ATM_combo_4hr 1386.58230 3.77 40.86 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 16.0 100 1.46E+06 SSS#QYIESFWQSSQSQNFTAHDK 0 254 ‐2,5 0 0 0 0 Torsin‐1A‐interacting protein 1  35453:169271

1386.58683 2 timecourse_ATM_combo_1hr 1386.58230 3.27 40.34 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 19.7 100 2.15E+06 SSSQYIES#FWQSSQSQNFTAHDK 10.3 259 ‐7,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35457:171565

924.7274 3 timecourse_ATM_combo_2hr 924.72396 3.72 38.99 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 470.9 100 3.62E+07 SSS#QYIESFWQSSQSQNFTAHDK 12.2 254 ‐2,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35455:160961

967.41665 3 timecourse_ATM_combo_2hr 967.41015 6.72 38.35 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDKQ.P 9.2 100 4.77E+05 SSS#QYIESFWQSSQSQNFTAHDKQ 14.4 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35455:163551

1386.58835 2 timecourse_ATM_combo_8hr 1386.58230 4.37 37.82 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 11.9 100 1.07E+06 SSS#QYIESFWQSSQSQNFTAHDK 0 254 ‐2,5 0 0 0 0 Torsin‐1A‐interacting protein 1  35450:171130

924.72734 3 timecourse_ATM_combo_8hr 924.72396 3.66 36.79 TOR1AIP1  TOIP1_HUMAN 4 R.SS#SQYIESFWQSSQSQNFTAHDK.Q 165.3 100 2.47E+07 SS#SQYIESFWQSSQSQNFTAHDK 10.2 253 ‐1,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35450:171110

924.7262 3 timecourse_ATM_ctrl1 924.72396 2.42 36.74 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 392.5 100 4.75E+07 S#SSQYIESFWQSSQSQNFTAHDK 0 252 0,4 0 0 0 0 Torsin‐1A‐interacting protein 1  35449:171089

863.7037 3 timecourse_ATM_combo_4hr 863.69936 5.02 35.51 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQTDLS#QTISKK.T 17.9 100 7.67E+05 DSHSSEEDEASSQTDLS#QTISKK 6 169 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35453:163361

924.72907 3 timecourse_ATM_combo_8hr 924.72396 5.53 34.85 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSS#QSQNFTAHDK.Q 26.3 100 1.73E+06 SSSQYIESFWQSS#QSQNFTAHDK 13.8 264 0 0 0 0 Torsin‐1A‐interacting protein 1  35450:171140

863.7041 3 timecourse_ATM_combo_8hr 863.69936 5.49 34.46 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEAS#SQTDLSQTISKK.T 9.8 100 4.52E+05 DSHSSEEDEASS#QTDLSQTISKK 10.3 164 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35451:167350

1386.58825 2 timecourse_ATM_combo_4hr 1386.58230 4.29 33.71 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 15.0 100 1.26E+06 SSS#QYIESFWQSSQSQNFTAHDK 0 254 ‐2,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35452:166280

863.7042 3 timecourse_ATM_combo_4hr 863.69936 5.6 33.47 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEAS#SQTDLSQTISKK.T 10.0 100 3.50E+05 DSHSSEEDEASS#QTDLSQTISKK 13.2 164 0 0 0 0 Torsin‐1A‐interacting protein 1  35452:160400

847.66005 3 timecourse_ATM_combo_4hr 847.65649 4.2 32.62 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQT#DLS#QTISK.K 32.8 100 1.42E+06 DSHSSEEDEASS#QTDLS#QTISK 36.8 164 12.1 169 0,2 0 0 Torsin‐1A‐interacting protein 1  35453:161441

1386.58839 2 timecourse_ATM_combo_8hr 1386.58230 4.39 31.84 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 13.6 100 1.56E+06 SSS#QYIESFWQSSQSQNFTAHDK 0 254 ‐2,5 0 0 0 0 Torsin‐1A‐interacting protein 1  35451:173480

863.70401 3 timecourse_ATM_combo_4hr 863.69936 5.38 31.42 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASS#QTDLSQTISKK.T 10.0 100 3.21E+05 DSHSSEEDEASS#QTDLSQTISKK 17 164 0 0 0 0 Torsin‐1A‐interacting protein 1  35453:163371

967.41579 3 timecourse_ATM_ctrl1 967.41015 5.83 30.99 TOR1AIP1  TOIP1_HUMAN 4 R.SS#SQYIESFWQSSQSQNFTAHDKQ.P 10.7 100 6.06E+05 SSS#QYIESFWQSSQSQNFTAHDKQ 0 254 ‐2,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35449:173769

924.72902 3 timecourse_ATM_combo_4hr 924.72396 5.47 30.92 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSSQS#QNFTAHDK.Q 23.5 100 1.29E+06 SSSQYIESFWQSS#QSQNFTAHDK 15 264 0 0 0 0 Torsin‐1A‐interacting protein 1  35452:166300

890.35956 3 combeffx_ATM_comboi 890.35481 5.35 29.79 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQT#DLS#QTISKK.T 16.9 100 1.91E+06 DSHSSEEDEASS#QTDLSQT#ISKK 8.7 164 0,2 19.5 171 0 0 Torsin‐1A‐interacting protein 1  35301:70449

924.7278 3 timecourse_ATM_ctrl2 924.72396 4.15 29.24 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSSQS#QNFTAHDK.Q 3.3 100 1.59E+05 SSSQYIESFWQSSQS#QNFTAHDK 6.8 266 ‐7,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35446:154892

967.4165 3 timecourse_ATM_ctrl1 967.41015 6.56 29.09 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDKQ.P 12.1 94 7.12E+05 SSS#QYIESFWQSSQSQNFTAHDKQ 16.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35448:170970

1386.58746 2 timecourse_ATM_ctrl1 1386.58230 3.72 29.05 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 27.9 100 2.45E+06 SSSQY#IESFWQSSQSQNFTAHDK 0 256 ‐4,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35448:168310

967.41573 3 timecourse_ATM_combo_4hr 967.41015 5.77 28.89 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDKQ.P 6.9 94 3.35E+05 SSS#QYIESFWQSSQSQNFTAHDKQ 19.2 254 0 0 0 0 Torsin‐1A‐interacting protein 1  35453:171951

924.72864 3 timecourse_ATM_ctrl1 924.72396 5.06 28.4 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSS#QSQNFTAHDK.Q 6.2 100 3.07E+05 SSSQYIESFWQSS#QSQNFTAHDK 13.8 264 0 0 0 0 Torsin‐1A‐interacting protein 1  35448:168320

863.70421 3 timecourse_ATM_combo_2hr 863.69936 5.62 28.03 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQTDLS#QTISKK.T 4.6 100 1.29E+05 DSHSSEEDEASSQTDLS#QTISKK 10.4 169 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35454:154871

917.01578 3 timecourse_ATM_combo_1hr 917.01025 6.03 27.45 TOR1AIP1  TOIP1_HUMAN 3 R.DSHS#S#EEDEAS#SQTDLSQTISKK.T 15.4 100 6.78E+05 DSHS#S#EEDEASS#QTDLSQTISKK 24.8 156 19.5 157 10.3 164 ‐1,0 Torsin‐1A‐interacting protein 1  35456:170947

951.38283 3 timecourse_ATM_combo_8hr 951.37940 3.61 27.31 TOR1AIP1  TOIP1_HUMAN 4 R.S#SSQYIESFWQSSQSQNFT#AHDK.Q 4.5 100 4.54E+05 SSS#QYIESFWQSSQSQNFT#AHDK 16.2 254 14.1 270 0 0 Torsin‐1A‐interacting protein 1  35450:172890

951.38421 3 timecourse_ATM_combo_2hr 951.37940 5.06 25.97 TOR1AIP1  TOIP1_HUMAN 4 R.S#SSQYIESFWQSSQSQNFT#AHDK.Q 23.5 100 8.76E+05 SSS#QYIESFWQS#SQSQNFTAHDK 13.2 254 15.5 263 0 0 Torsin‐1A‐interacting protein 1  35455:162591

693.79639 4 combeffx_ATM_PI3Ki 693.79479 2.31 25.84 TOR1AIP1  TOIP1_HUMAN 4 R.S#SSQYIESFWQSSQSQNFTAHDK.Q 5.1 100 3.16E+05 SSSQY#IESFWQSSQSQNFTAHDK 0 256 ‐4,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35299:66544

863.70344 3 timecourse_ATM_combo_2hr 863.69936 4.72 23.79 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASS#QTDLSQTISKK.T 4.0 100 9.67E+04 DSHSSEEDEASS#QTDLSQTISKK 6 164 0,2 0 0 0 0 Torsin‐1A‐interacting protein 1  35455:155531

890.35897 3 timecourse_ATM_combo_2hr 890.35481 4.67 23.35 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQT#DLS#QTISKK.T 17.8 100 4.92E+05 DSHSSEEDEAS#SQTDLS#QTISKK 0 163 0,3 10.7 169 0,2 0 0 Torsin‐1A‐interacting protein 1  35455:157931

890.35919 3 timecourse_ATM_combo_8hr 890.35481 4.92 22.58 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQT#DLS#QTISKK.T 94.2 100 4.52E+06 DSHSSEEDEASS#QTDLS#QTISKK 5.3 164 ‐1,0 10.9 169 0,2 0 0 Torsin‐1A‐interacting protein 1  35450:167870

917.0153 3 timecourse_ATM_ctrl2 917.01025 5.51 22.25 TOR1AIP1  TOIP1_HUMAN 3 R.DSHS#S#EEDEAS#SQTDLSQTISKK.T 8.0 100 2.65E+05 DSHS#S#EEDEAS#SQTDLSQTISKK 15.5 156 19.8 157 0 163 0,1 Torsin‐1A‐interacting protein 1  35447:157423

847.66179 3 timecourse_ATM_combo_8hr 847.65649 6.25 21.83 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQT#DLS#QTISK.K 39.8 100 2.68E+06 DSHSSEEDEASS#QTDLS#QTISK 6.6 164 ‐1,0 38.5 169 0 0 Torsin‐1A‐interacting protein 1  35450:163250

924.72762 3 timecourse_ATM_combo_8hr 924.72396 3.96 21.59 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSSQS#QNFTAHDK.Q 5.5 100 5.70E+05 SSSQYIESFWQSSQS#QNFTAHDK 3 266 ‐7,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35450:171120

890.35901 3 timecourse_ATM_combo_4hr 890.35481 4.72 20.52 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQT#DLS#QTISKK.T 79.8 100 3.39E+06 DSHSS#EEDEASSQTDLSQT#ISKK 0 157 ‐1,9 0 171 0,2 0 0 Torsin‐1A‐interacting protein 1  35453:166011

924.72796 3 timecourse_ATM_ctrl1 924.72396 4.33 20.29 TOR1AIP1  TOIP1_HUMAN 4 R.SSSQYIESFWQSSQSQNFT#AHDK.Q 7.2 100 3.01E+05 SSSQYIESFWQSSQS#QNFTAHDK 10.5 266 ‐7,0 0 0 0 0 Torsin‐1A‐interacting protein 1  35449:171119

863.70329 3 timecourse_ATM_combo_2hr 863.69936 4.55 19.9 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQTDLSQT#ISKK.T 5.5 100 1.27E+05 DSHSSEEDEASSQT#DLSQTISKK 6.7 166 0,7 0 0 0 0 Torsin‐1A‐interacting protein 1  35455:155521

890.35913 3 timecourse_ATM_combo_8hr 890.35481 4.85 19.6 TOR1AIP1  TOIP1_HUMAN 3 R.DSHSSEEDEASSQT#DLS#QTISKK.T 84.1 100 4.51E+06 DSHSSEEDEASS#QTDLSQT#ISKK 5.3 164 ‐1,0 16.2 171 0 0 Torsin‐1A‐interacting protein 1  35451:170020

924.7293 3 timecourse_ATM_combo_2hr 924.72396 5.77 18.74 TOR1AIP1  TOIP1_HUMAN 4 R.SSS#QYIESFWQSSQSQNFTAHDK.Q 3.7 94 3.27E+05 S#SSQYIESFWQSSQSQNFTAHDK 11.4 252 0,1 0 0 0 0 Torsin‐1A‐interacting protein 1  35455:160981

1307.93471 3 timecourse_ATM_combo_8hr 1307.92802 5.12 97.74 TOR1AIP2  TOIP2_HUMAN 0 K.DLENDPSVNS#QAQETTIIASNAEEAEILHSACGLSK.D 16.1 100 1.62E+06 DLENDPSVNS#QAQETTIIASNAEEAEILHSACGLSK 18.6 25 0 0 0 0 Torsin‐1A‐interacting protein 2  35450:183950

1307.93587 3 timecourse_ATM_combo_8hr 1307.92802 6 89.27 TOR1AIP2  TOIP2_HUMAN 0 K.DLENDPSVNS#QAQETTIIASNAEEAEILHSACGLSK.D 16.7 100 2.01E+06 DLENDPSVNS#QAQETTIIASNAEEAEILHSACGLSK 30.1 25 0 0 0 0 Torsin‐1A‐interacting protein 2  35451:187000

1307.93706 3 timecourse_ATM_combo_4hr 1307.92802 6.91 73.37 TOR1AIP2  TOIP2_HUMAN 0 K.DLENDPSVNS#QAQETTIIASNAEEAEILHSACGLSK.D 7.4 100 4.85E+05 DLENDPSVNS#QAQETTIIASNAEEAEILHSACGLSK 37.4 25 0 0 0 0 Torsin‐1A‐interacting protein 2  35452:179350

1121.99724 2 timecourse_ATM_combo_2hr 1121.99119 5.39 97.19 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 25.0 100 8.78E+05 SPEPEVLST#QEDLFDQSNK 28.9 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:142151

1121.9969 2 timecourse_ATM_ctrl1 1121.99119 5.09 96.11 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 21.0 100 1.04E+06 SPEPEVLST#QEDLFDQSNK 26.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:152459

1121.99622 2 combeffx_ATM_comboi 1121.99119 4.48 94.43 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 8.5 100 1.48E+06 SPEPEVLST#QEDLFDQSNK 24.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35301:63249

1121.99877 2 timecourse_ATM_combo_1hr 1121.99119 6.76 93.22 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 25.8 100 1.11E+06 SPEPEVLST#QEDLFDQSNK 28.9 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:152387



1121.99732 2 timecourse_ATM_combo_2hr 1121.99119 5.46 91.21 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 26.8 100 8.39E+05 SPEPEVLST#QEDLFDQSNK 26.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:141871

1121.99804 2 timecourse_ATM_ctrl1 1121.99119 6.11 87.56 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 25.7 100 9.93E+05 SPEPEVLST#QEDLFDQSNK 22.9 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:150060

1121.99769 2 timecourse_ATM_combo_8hr 1121.99119 5.79 87.5 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 120.3 100 6.84E+06 SPEPEVLST#QEDLFDQSNK 32.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:152200

1121.99699 2 timecourse_ATM_combo_1hr 1121.99119 5.17 87.44 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 21.4 100 1.01E+06 SPEPEVLST#QEDLFDQSNK 20.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:152495

1095.17087 3 timecourse_ATM_ctrl1 1095.16566 4.76 86.96 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLS#QNDDKTK.G 17.3 100 1.32E+06 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 31.8 580 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:179039

1121.99861 2 timecourse_ATM_ctrl2 1121.99119 6.61 84.56 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 14.3 100 5.14E+05 SPEPEVLST#QEDLFDQSNK 19.3 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:135826

775.84631 2 combeffx_ATM_PI3Ki 775.84402 2.95 83.67 TP53BP1  TP53B_HUMAN 5 K.LMLSTSEYS#QSPK.M 22.0 100 1.92E+06 LMLSTSEY#SQSPK 0 522 0,1 0 0 0 0 Tumor suppressor p53‐binding protein 1  35299:36629

793.82872 2 timecourse_ATM_combo_8hr 793.82384 6.15 82.21 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEED.G 14.1 100 7.77E+05 KGVS#QTGTPVCEED 26.5 1368 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:99023

1121.99774 2 timecourse_ATM_combo_8hr 1121.99119 5.84 82.03 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 107.4 100 5.70E+06 SPEPEVLST#QEDLFDQSNK 24.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:150250

1121.99825 2 timecourse_ATM_combo_4hr 1121.99119 6.29 76.92 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 53.0 100 2.41E+06 SPEPEVLST#QEDLFDQSNK 26.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:146316

719.30595 2 timecourse_ATM_combo_8hr 719.30199 5.51 76.28 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 9.8 100 3.79E+05 MLSTSEYS#QSPK 26.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:81865

719.30631 2 timecourse_ATM_combo_1hr 719.30199 6.01 76.05 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 8.1 100 2.78E+05 MLSTSEYS#QSPK 24.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:81966

1095.17187 3 timecourse_ATM_combo_4hr 1095.16566 5.67 73.76 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLSQNDDKT#K.G 17.7 100 1.24E+06 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 19.9 580 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:174560

832.88474 2 timecourse_ATM_combo_1hr 832.87999 5.7 73.03 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 28.2 100 8.69E+05 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:108287

1121.99779 2 timecourse_ATM_combo_4hr 1121.99119 5.88 71.8 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 58.3 100 2.68E+06 SPEPEVLST#QEDLFDQSNK 28.9 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:148881

793.82879 2 timecourse_ATM_combo_8hr 793.82384 6.24 71.08 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEED.G 11.8 100 7.51E+05 KGVS#QTGTPVCEED 52.8 1368 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:98220

776.02176 3 timecourse_ATM_ctrl2 776.01755 5.43 68.31 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEEDGDAGLGIR.Q 7.4 100 3.25E+05 KGVS#QTGTPVCEEDGDAGLGIR 5.2 1368 0,2 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:139362

775.84867 2 timecourse_ATM_combo_1hr 775.84402 5.99 68.28 TP53BP1  TP53B_HUMAN 5 K.LMLST#SEYSQSPK.M 51.6 100 3.18E+06 LMLSTS#EYSQSPK 10.3 520 ‐1,3 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:95864

776.02012 3 timecourse_ATM_combo_1hr 776.01755 3.31 67.76 TP53BP1  TP53B_HUMAN 2 R.KGVSQTGT#PVCEEDGDAGLGIR.Q 21.1 100 1.18E+06 KGVS#QTGTPVCEEDGDAGLGIR 15 1368 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:155905

775.84743 2 timecourse_ATM_combo_2hr 775.84402 4.4 67.02 TP53BP1  TP53B_HUMAN 5 K.LMLST#SEYSQSPK.M 32.7 100 1.28E+06 LMLSTSEY#SQSPK 22 522 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:89175

1095.17151 3 timecourse_ATM_combo_4hr 1095.16566 5.34 66.77 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLSQNDDKT#K.G 18.7 100 1.39E+06 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 15.2 580 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:177831

832.88464 2 timecourse_ATM_combo_4hr 832.87999 5.58 66.65 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 57.9 100 1.85E+06 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:104101

719.30572 2 timecourse_ATM_ctrl1 719.30199 5.19 65.54 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 3.8 100 1.28E+05 MLSTSEYS#QSPK 18.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:83112

719.30625 2 timecourse_ATM_combo_8hr 719.30199 5.92 65.5 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 9.6 100 3.56E+05 MLSTSEYS#QSPK 24.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:81201

775.84743 2 combeffx_ATM_comboi 775.84402 4.4 64.37 TP53BP1  TP53B_HUMAN 5 K.LMLSTSEYS#QSPK.M 31.4 100 3.26E+06 LMLSTSEY#SQSPK 0 522 0,3 0 0 0 0 Tumor suppressor p53‐binding protein 1  35301:38039

775.84793 2 combeffx_ATM_comboi 775.84402 5.04 64.1 TP53BP1  TP53B_HUMAN 5 K.LMLSTSEYS#QSPK.M 37.9 100 4.89E+06 LMLSTSEYS#QSPK 0 523 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35300:41395

907.70515 3 timecourse_ATM_combo_4hr 907.70104 4.53 63.79 TP53BP1  TP53B_HUMAN 5 R.IDEDGENT#QIEDTEPMS#PVLNSK.F 7.6 100 9.55E+05 IDEDGENT#QIEDTEPMS#PVLNSK 90.8 543 61.1 552 0 0 Tumor suppressor p53‐binding protein 1  35452:164820

775.84627 2 combeffx_ATM_PI3Ki 775.84402 2.9 63.46 TP53BP1  TP53B_HUMAN 5 K.LMLSTS#EYSQSPK.M 26.5 100 2.40E+06 LMLSTSEYS#QSPK 23.3 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35298:37927

1095.17079 3 timecourse_ATM_combo_1hr 1095.16566 4.68 63.43 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLSQNDDKT#K.G 19.6 100 1.56E+06 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 19.9 580 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:180265

719.30655 2 timecourse_ATM_ctrl1 719.30199 6.34 63.29 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 4.3 100 1.59E+05 MLSTSEYS#QSPK 21.5 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:81807

1121.99808 2 timecourse_ATM_ctrl2 1121.99119 6.14 63.22 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 17.4 100 6.17E+05 SPEPEVLST#QEDLFDQSNK 26.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35447:138253

775.84848 2 timecourse_ATM_combo_2hr 775.84402 5.75 62.39 TP53BP1  TP53B_HUMAN 5 K.LMLSTS#EYSQSPK.M 34.0 100 1.39E+06 LMLSTSEY#SQSPK 0 522 ‐3,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:89549

748.33294 3 combeffx_ATM_comboi 748.32989 4.08 61.91 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 33.7 100 5.00E+06 SPEPEVLST#QEDLFDQSNK 6.6 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35301:63239

1095.17178 3 timecourse_ATM_combo_8hr 1095.16566 5.59 61.84 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLSQNDDKT#K.G 14.9 100 1.45E+06 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 48 580 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:179480

719.30676 2 timecourse_ATM_combo_2hr 719.30199 6.63 61.42 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 7.5 100 1.44E+05 MLSTSEYS#QSPK 21.5 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:77161

776.02082 3 timecourse_ATM_combo_2hr 776.01755 4.21 60.18 TP53BP1  TP53B_HUMAN 2 R.KGVSQTGT#PVCEEDGDAGLGIR.Q 16.1 100 6.15E+05 KGVS#QTGTPVCEEDGDAGLGIR 5.3 1368 0,2 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:145441

775.84767 2 timecourse_ATM_combo_8hr 775.84402 4.7 60.08 TP53BP1  TP53B_HUMAN 5 K.LMLSTSEYS#QSPK.M 56.8 100 4.35E+06 LMLSTSEY#SQSPK 0 522 ‐3,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:95470

783.84463 2 combeffx_ATM_MEKi 783.84148 4.02 60.06 TP53BP1  TP53B_HUMAN 5 K.LM*LSTSEYS#QSPK.M 19.3 100 9.59E+05 LM*LSTSEYS#QSPK 24.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35297:32010

832.88404 2 timecourse_ATM_combo_2hr 832.87999 4.87 59.92 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 35.7 100 7.40E+05 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:100329

719.306 2 timecourse_ATM_combo_4hr 719.30199 5.57 59.53 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 8.6 100 2.45E+05 MLSTSEYS#QSPK 26.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:80934

775.84645 2 combeffx_ATM_ctrl 775.84402 3.13 58.59 TP53BP1  TP53B_HUMAN 5 K.LMLSTSEYS#QSPK.M 8.6 100 7.46E+05 LMLSTSEY#SQSPK 5.9 522 ‐4,1 0 0 0 0 Tumor suppressor p53‐binding protein 1  35295:38822

1095.17136 3 timecourse_ATM_ctrl1 1095.16566 5.2 58.13 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLS#QNDDKTK.G 16.5 100 1.24E+06 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 25.2 580 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:176320

748.33411 3 timecourse_ATM_combo_8hr 748.32989 5.64 58.05 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 164.9 100 8.84E+06 SPEPEVLST#QEDLFDQSNK 8.7 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:152190

832.88425 2 timecourse_ATM_combo_4hr 832.87999 5.11 57.62 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 60.5 100 1.94E+06 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:106046

719.30622 2 timecourse_ATM_ctrl2 719.30199 5.88 57.56 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 4.9 100 1.09E+05 MLSTSEYS#QSPK 9.3 523 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:70675

748.33371 3 timecourse_ATM_combo_2hr 748.32989 5.1 57.37 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 40.7 100 1.11E+06 SPEPEVLST#QEDLFDQSNK 8.7 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:141861

775.84785 2 timecourse_ATM_combo_4hr 775.84402 4.94 57.29 TP53BP1  TP53B_HUMAN 5 K.LMLST#SEYSQSPK.M 65.0 100 3.98E+06 LMLSTSEY#SQSPK 36.8 522 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:94162

873.05899 3 combeffx_ATM_PI3Ki 873.05597 3.46 57.08 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 65.7 100 1.22E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 47.2 1094 90.2 1101 105.7 1104 Tumor suppressor p53‐binding protein 1  35298:68186

778.0363 3 timecourse_ATM_combo_4hr 778.03206 5.45 56.99 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 136.1 100 9.36E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:152681

775.848 2 timecourse_ATM_combo_8hr 775.84402 5.13 56.61 TP53BP1  TP53B_HUMAN 5 K.LMLST#SEYSQSPK.M 58.0 100 4.01E+06 LMLSTS#EYSQSPK 0 520 0,3 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:94597

783.84482 2 combeffx_ATM_comboi 783.84148 4.26 56.35 TP53BP1  TP53B_HUMAN 5 K.LM*LSTSEYS#QSPK.M 9.0 100 1.31E+06 LM*LSTSEYS#QSPK 24.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35300:42394

776.02033 3 timecourse_ATM_ctrl1 776.01755 3.58 55.98 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEEDGDAGLGIR.Q 10.3 100 4.89E+05 KGVS#QTGTPVCEEDGDAGLGIR 13.8 1368 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:156229

832.88493 2 timecourse_ATM_combo_8hr 832.87999 5.93 55.97 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 95.7 100 4.78E+06 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:106487

837.40483 3 timecourse_ATM_combo_8hr 837.40121 4.32 55.72 TP53BP1  TP53B_HUMAN 4 K.ALIERPS#QNNIGIQTMECSLR.V 17.5 100 1.33E+06 ALIERPS#QNNIGIQTMECSLR 120.2 1148 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:161820

748.33313 3 combeffx_ATM_comboi 748.32989 4.33 55.7 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 37.1 100 7.27E+06 SPEPEVLST#QEDLFDQSNK 18.9 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35300:68961

748.33414 3 timecourse_ATM_combo_8hr 748.32989 5.68 55.54 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 154.7 100 8.98E+06 SPEPEVLST#QEDLFDQSNK 7.5 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:150240

878.39103 3 combeffx_ATM_PI3Ki 878.38761 3.89 55.46 TP53BP1  TP53B_HUMAN 4 R.QSQQPM*KPIS#PVKDPVS#PAS#QK.M 32.6 100 5.80E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 14.4 1094 94.8 1101 117.8 1104 Tumor suppressor p53‐binding protein 1  35298:68426

775.84684 2 combeffx_ATM_ctrl 775.84402 3.63 55.3 TP53BP1  TP53B_HUMAN 5 K.LMLSTSEYS#QSPK.M 8.8 100 7.91E+05 LMLSTS#EYSQSPK 7.5 520 ‐1,5 0 0 0 0 Tumor suppressor p53‐binding protein 1  35294:40588

837.40586 3 timecourse_ATM_combo_2hr 837.40121 5.55 54.89 TP53BP1  TP53B_HUMAN 4 K.ALIERPS#QNNIGIQTMECSLR.V 13.0 100 5.88E+05 ALIERPS#QNNIGIQTMECSLR 120.2 1148 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:152091

748.33441 3 timecourse_ATM_combo_4hr 748.32989 6.04 54.89 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 81.8 100 3.98E+06 SPEPEVLST#QEDLFDQSNK 15.5 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:146306

832.88506 2 timecourse_ATM_ctrl2 832.87999 6.09 54.77 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 11.7 100 3.21E+05 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:93725

748.33417 3 timecourse_ATM_combo_4hr 748.32989 5.72 54.73 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 77.0 100 3.77E+06 SPEPEVLST#QEDLFDQSNK 8.7 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:148871

832.8846 2 timecourse_ATM_ctrl2 832.87999 5.54 54.68 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 16.6 100 3.68E+05 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35447:95385

775.8484 2 timecourse_ATM_ctrl2 775.84402 5.65 54.51 TP53BP1  TP53B_HUMAN 5 K.LMLST#SEYSQSPK.M 24.6 100 1.02E+06 LMLSTSEY#SQSPK 40.7 522 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:82540

907.70544 3 timecourse_ATM_combo_2hr 907.70104 4.85 54.29 TP53BP1  TP53B_HUMAN 5 R.IDEDGENT#QIEDTEPMS#PVLNSK.F 11.3 100 5.48E+05 IDEDGENT#QIEDTEPMS#PVLNSK 58.8 543 48.4 552 0 0 Tumor suppressor p53‐binding protein 1  35455:159631

719.30517 2 timecourse_ATM_combo_2hr 719.30199 4.42 54.19 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 6.4 100 1.44E+05 MLSTSEYS#QSPK 19.3 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:76527

907.7033 3 timecourse_ATM_combo_1hr 907.70104 2.49 54.16 TP53BP1  TP53B_HUMAN 5 R.IDEDGENT#QIEDTEPMS#PVLNSK.F 16.4 100 1.09E+06 IDEDGENT#QIEDTEPMS#PVLNSK 72.3 543 54.6 552 0 0 Tumor suppressor p53‐binding protein 1  35457:170145

873.05904 3 combeffx_ATM_PI3Ki 873.05597 3.52 53.57 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 61.8 100 1.22E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 61.9 1094 101.2 1101 114.5 1104 Tumor suppressor p53‐binding protein 1  35298:68206

832.88411 2 timecourse_ATM_ctrl1 832.87999 4.95 53.46 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 28.6 100 1.03E+06 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:108923

775.84794 2 timecourse_ATM_combo_1hr 775.84402 5.05 53.28 TP53BP1  TP53B_HUMAN 5 K.LMLSTSEYS#QSPK.M 49.6 100 3.15E+06 LMLST#SEYSQSPK 0 519 0,4 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:95919

837.40461 3 timecourse_ATM_combo_8hr 837.40121 4.06 53 TP53BP1  TP53B_HUMAN 4 K.ALIERPS#QNNIGIQTMECSLR.V 20.1 100 1.53E+06 ALIERPS#QNNIGIQTMECSLR 115 1148 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:163980

748.33352 3 timecourse_ATM_combo_1hr 748.32989 4.85 52.9 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 28.1 100 1.44E+06 SPEPEVLST#QEDLFDQSNK 7.5 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:152485

765.10398 4 timecourse_ATM_combo_2hr 765.10076 4.21 52.75 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 12.4 100 1.30E+06 LGKPSAHAS#QSFCESSSETPFHFTLPK 11 892 ‐4,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:164631

832.88488 2 timecourse_ATM_combo_2hr 832.87999 5.88 52.69 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 33.2 100 7.58E+05 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:100676

837.40582 3 timecourse_ATM_combo_1hr 837.40121 5.51 52.63 TP53BP1  TP53B_HUMAN 4 K.ALIERPS#QNNIGIQTMECSLR.V 13.2 100 1.15E+06 ALIERPS#QNNIGIQTMECSLR 115.7 1148 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:163387

832.88423 2 timecourse_ATM_combo_1hr 832.87999 5.09 52.6 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 23.4 100 7.81E+05 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:108130

837.40347 3 timecourse_ATM_combo_1hr 837.40121 2.7 52.22 TP53BP1  TP53B_HUMAN 4 K.ALIERPS#QNNIGIQTMECSLR.V 18.8 100 1.27E+06 ALIERPS#QNNIGIQTMECSLR 115.7 1148 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:163425

748.33476 3 timecourse_ATM_combo_1hr 748.32989 6.51 52.02 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 33.7 100 1.50E+06 SPEPEVLST#QEDLFDQSNK 8.7 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:152377

776.02146 3 timecourse_ATM_ctrl2 776.01755 5.04 51.87 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEEDGDAGLGIR.Q 7.7 100 3.26E+05 KGVS#QTGTPVCEEDGDAGLGIR 19.8 1368 0 0 0 0 Tumor suppressor p53‐binding protein 1  35447:141933

775.84853 2 timecourse_ATM_ctrl2 775.84402 5.83 51.77 TP53BP1  TP53B_HUMAN 5 K.LMLSTS#EYSQSPK.M 22.6 100 9.68E+05 LMLSTS#EYSQSPK 10.3 520 ‐1,3 0 0 0 0 Tumor suppressor p53‐binding protein 1  35447:83889

837.40531 3 timecourse_ATM_ctrl1 837.40121 4.9 51.71 TP53BP1  TP53B_HUMAN 4 K.ALIERPS#QNNIGIQTMECSLR.V 15.4 100 8.52E+05 ALIERPS#QNNIGIQTMECSLR 89.3 1148 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:160730

775.84822 2 timecourse_ATM_combo_4hr 775.84402 5.43 51.7 TP53BP1  TP53B_HUMAN 5 K.LMLSTS#EYSQSPK.M 67.1 100 4.06E+06 LMLSTSEY#SQSPK 38.7 522 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:92391

802.67708 3 timecourse_ATM_combo_4hr 802.67299 5.1 51.68 TP53BP1  TP53B_HUMAN 2 R.KGVS#QT#GTPVCEEDGDAGLGIR.Q 8.1 100 4.94E+05 KGVS#QT#GTPVCEEDGDAGLGIR 13.2 1368 4.1 1370 0,2 0 0 Tumor suppressor p53‐binding protein 1  35453:155701

775.84869 2 timecourse_ATM_ctrl1 775.84402 6.02 51.45 TP53BP1  TP53B_HUMAN 5 K.LMLSTSEYS#QSPK.M 33.9 100 1.96E+06 LMLSTS#EYSQSPK 0 520 0,3 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:95257

719.30571 2 timecourse_ATM_ctrl2 719.30199 5.17 51.44 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 5.9 100 1.25E+05 MLSTSEYS#QSPK 8.6 523 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35447:71714

776.02101 3 timecourse_ATM_combo_8hr 776.01755 4.46 51.42 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEEDGDAGLGIR.Q 12.4 100 1.02E+06 KGVS#QTGTPVCEEDGDAGLGIR 16.4 1368 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:153880

765.10404 4 combeffx_ATM_comboi 765.10076 4.29 51.02 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 11.7 100 3.34E+06 LGKPS#AHASQSFCESSSETPFHFTLPK 0 888 0,6 0 0 0 0 Tumor suppressor p53‐binding protein 1  35300:81651

793.82847 2 timecourse_ATM_combo_4hr 793.82384 5.83 50.76 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEED.G 5.7 100 1.86E+05 KGVS#QTGTPVCEED 45.7 1368 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:95941

783.845 2 combeffx_ATM_comboi 783.84148 4.49 50.3 TP53BP1  TP53B_HUMAN 5 K.LM*LSTSEYS#QSPK.M 10.1 100 1.24E+06 LM*LSTSEYS#QSPK 26.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35301:38898

1161.98065 2 timecourse_ATM_combo_8hr 1161.97436 5.41 50.29 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLS#T#QEDLFDQSNK.T 8.8 100 7.82E+05 SPEPEVLS#T#QEDLFDQSNK 74.3 301 79.3 302 0 0 Tumor suppressor p53‐binding protein 1  35451:155720

748.33368 3 timecourse_ATM_combo_2hr 748.32989 5.06 50.28 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 37.4 100 1.14E+06 SPEPEVLST#QEDLFDQSNK 6.6 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:142141

776.0212 3 timecourse_ATM_ctrl1 776.01755 4.7 50.24 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEEDGDAGLGIR.Q 9.5 100 4.99E+05 KGVS#QTGTPVCEEDGDAGLGIR 3.7 1368 0,2 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:153830

873.05904 3 combeffx_ATM_PI3Ki 873.05597 3.52 50.18 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 63.4 100 1.22E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 69.2 1094 114.3 1101 133.6 1104 Tumor suppressor p53‐binding protein 1  35298:68196

907.70536 3 timecourse_ATM_combo_4hr 907.70104 4.76 49.75 TP53BP1  TP53B_HUMAN 5 R.IDEDGENT#QIEDTEPMS#PVLNSK.F 8.7 100 8.05E+05 IDEDGENT#QIEDTEPMS#PVLNSK 71 543 42.6 552 0 0 Tumor suppressor p53‐binding protein 1  35453:167751

748.3343 3 timecourse_ATM_ctrl2 748.32989 5.89 49.65 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 22.5 100 8.45E+05 SPEPEVLST#QEDLFDQSNK 22 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35447:138243

776.02081 3 timecourse_ATM_combo_4hr 776.01755 4.2 49.63 TP53BP1  TP53B_HUMAN 2 R.KGVSQTGT#PVCEEDGDAGLGIR.Q 20.8 100 1.20E+06 KGVS#QTGTPVCEEDGDAGLGIR 13.8 1368 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:149760

1095.17236 3 timecourse_ATM_combo_1hr 1095.16566 6.12 49.46 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLS#QNDDKTK.G 18.5 100 1.51E+06 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 9.1 580 0,6 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:179396

837.40354 3 timecourse_ATM_combo_4hr 837.40121 2.78 49.37 TP53BP1  TP53B_HUMAN 4 K.ALIERPS#QNNIGIQTMECSLR.V 12.8 100 1.04E+06 ALIERPS#QNNIGIQTMECSLR 99.7 1148 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:160201

1095.17206 3 timecourse_ATM_ctrl2 1095.16566 5.84 49.12 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLS#QNDDKTK.G 9.8 100 5.64E+05 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 19.5 580 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:163262

873.06131 3 timecourse_ATM_combo_8hr 873.05597 6.12 48.99 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 268.9 100 3.43E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 50 1094 114.3 1101 119.8 1104 Tumor suppressor p53‐binding protein 1  35450:166290

849.39821 4 timecourse_ATM_combo_4hr 849.39660 1.9 48.68 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEKTSNSLTEDSK.M 12.8 100 1.95E+06 ADDPLRLDQELQQPQT#QEKTSNSLTEDSK 32.4 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:179161

832.88487 2 timecourse_ATM_combo_8hr 832.87999 5.87 48.48 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 111.9 100 5.10E+06 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:107473

776.02038 3 timecourse_ATM_combo_4hr 776.01755 3.65 48.34 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEEDGDAGLGIR.Q 24.5 100 1.13E+06 KGVS#QTGTPVCEEDGDAGLGIR 9.5 1368 0,4 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:152411

776.02125 3 timecourse_ATM_combo_2hr 776.01755 4.77 48.18 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEEDGDAGLGIR.Q 20.4 100 7.37E+05 KGVS#QTGTPVCEEDGDAGLGIR 12.1 1368 0,4 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:145071

719.30532 2 timecourse_ATM_combo_1hr 719.30199 4.63 47.97 TP53BP1  TP53B_HUMAN 5 L.MLSTS#EYSQSPK.M 7.2 100 2.10E+05 MLSTSEYS#QSPK 9.3 523 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:82316

719.30569 2 timecourse_ATM_combo_4hr 719.30199 5.14 47.81 TP53BP1  TP53B_HUMAN 5 L.MLSTSEYS#QSPK.M 8.4 100 2.51E+05 MLSTSEYS#QSPK 24.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:79296

765.10305 4 timecourse_ATM_combo_4hr 765.10076 2.99 47.43 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 41.2 100 4.66E+06 LGKPSAHAS#QSFCESSSETPFHFTLPK 5.8 892 ‐4,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:174491

783.8438 2 combeffx_ATM_MEKi 783.84148 2.97 47.43 TP53BP1  TP53B_HUMAN 5 K.LM*LSTSEYS#QSPK.M 20.7 100 1.26E+06 LM*LSTSEYS#QSPK 28.9 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35296:34543

849.40025 4 combeffx_ATM_comboi 849.39660 4.3 47.42 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEKTSNSLTEDSK.M 15.5 100 1.74E+06 ADDPLRLDQELQQPQT#QEKTSNSLTEDSK 9.2 855 0,4 0 0 0 0 Tumor suppressor p53‐binding protein 1  35301:75879

837.40331 3 timecourse_ATM_ctrl1 837.40121 2.51 47.24 TP53BP1  TP53B_HUMAN 4 K.ALIERPS#QNNIGIQTMECSLR.V 14.4 100 8.95E+05 ALIERPS#QNNIGIQTMECSLR 92.5 1148 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:163169

778.03619 3 timecourse_ATM_combo_4hr 778.03206 5.31 47.09 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 137.4 100 9.35E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:149980

837.4051 3 timecourse_ATM_combo_2hr 837.40121 4.65 46.82 TP53BP1  TP53B_HUMAN 4 K.ALIERPS#QNNIGIQTMECSLR.V 12.3 100 6.49E+05 ALIERPS#QNNIGIQTMECSLR 91.1 1148 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:152701

846.40409 3 combeffx_ATM_comboi 846.40053 4.21 46.75 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVSPAS#QK.M 9.4 100 1.42E+06 QSQQPMKPIS#PVKDPVSPAS#QK 30.6 1094 13.8 1104 0 0 Tumor suppressor p53‐binding protein 1  35300:74911

748.33426 3 timecourse_ATM_ctrl1 748.32989 5.84 46.43 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 27.8 100 1.16E+06 SPEPEVLST#QEDLFDQSNK 6.6 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:150050

858.34166 3 timecourse_ATM_combo_2hr 858.33671 5.77 46.27 TP53BP1  TP53B_HUMAN 5 K.CSDSQS#WEDIAPEIEPCAENR.L 10.7 100 6.07E+05 CSDSQS#WEDIAPEIEPCAENR 0 786 ‐4,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:154381

832.88509 2 timecourse_ATM_ctrl1 832.87999 6.12 45.8 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 27.7 100 1.04E+06 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:107208

748.33455 3 timecourse_ATM_ctrl2 748.32989 6.23 45.79 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 26.1 100 9.15E+05 SPEPEVLST#QEDLFDQSNK 8.7 302 ‐8,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:135816

873.06011 3 combeffx_ATM_comboi 873.05597 4.74 45.79 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 53.3 100 1.61E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 47.6 1094 81.7 1101 89.5 1104 Tumor suppressor p53‐binding protein 1  35300:76351

748.33326 3 timecourse_ATM_ctrl1 748.32989 4.5 45.71 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFDQSNK.T 26.5 100 1.28E+06 SPEPEVLST#QEDLFDQSNK 8.7 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:152449

1095.17064 3 timecourse_ATM_combo_2hr 1095.16566 4.55 45.18 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLS#QNDDKTK.G 20.0 100 1.05E+06 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 19.9 580 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:168971

778.0357 3 timecourse_ATM_combo_2hr 778.03206 4.68 44.92 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 64.8 100 2.93E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:145711

783.84398 2 combeffx_ATM_PI3Ki 783.84148 3.19 44.57 TP53BP1  TP53B_HUMAN 5 K.LM*LSTSEYS#QSPK.M 10.7 100 1.08E+06 LM*LSTSEYS#QSPK 26.4 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35298:38694

778.03615 3 combeffx_ATM_comboi 778.03206 5.26 44.25 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 16.1 100 2.53E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35301:64889

907.70535 3 timecourse_ATM_ctrl1 907.70104 4.75 44.11 TP53BP1  TP53B_HUMAN 5 R.IDEDGENT#QIEDTEPMS#PVLNSK.F 9.4 100 6.44E+05 IDEDGENT#QIEDTEPMS#PVLNSK 55.7 543 50.6 552 0 0 Tumor suppressor p53‐binding protein 1  35449:169709

778.03665 3 timecourse_ATM_ctrl2 778.03206 5.91 43.95 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 57.2 100 2.99E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:139642

778.03605 3 timecourse_ATM_ctrl1 778.03206 5.13 43.72 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 64.8 100 4.71E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:154150

778.03651 3 timecourse_ATM_combo_1hr 778.03206 5.73 43.62 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 56.1 100 4.12E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:156127

1095.17127 3 timecourse_ATM_combo_2hr 1095.16566 5.12 43.42 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLS#QNDDKTK.G 21.1 100 1.05E+06 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 25.7 580 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:167581

783.84422 2 combeffx_ATM_ctrl 783.84148 3.51 43.28 TP53BP1  TP53B_HUMAN 5 K.LM*LSTSEYS#QSPK.M 8.2 100 9.00E+05 LM*LSTSEYS#QSPK 22 523 0 0 0 0 Tumor suppressor p53‐binding protein 1  35294:41335

776.0211 3 timecourse_ATM_combo_1hr 776.01755 4.59 42.9 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEEDGDAGLGIR.Q 17.9 100 1.14E+06 KGVSQT#GTPVCEEDGDAGLGIR 0 1370 0,2 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:155897

765.1036 4 timecourse_ATM_combo_8hr 765.10076 3.71 42.64 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 64.2 100 6.08E+06 LGKPSAHASQS#FCESSSETPFHFTLPK 12.4 894 ‐2,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:178620

873.05984 3 combeffx_ATM_comboi 873.05597 4.44 42.26 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 60.8 100 1.22E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 41.3 1094 78.3 1101 93 1104 Tumor suppressor p53‐binding protein 1  35301:69719

778.03644 3 timecourse_ATM_combo_2hr 778.03206 5.63 42.17 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 58.6 100 3.02E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:145311

878.39152 3 combeffx_ATM_MEKi 878.38761 4.45 41.97 TP53BP1  TP53B_HUMAN 4 R.QSQQPM*KPIS#PVKDPVS#PAS#QK.M 11.3 100 1.15E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 41.3 1094 102.5 1101 113.4 1104 Tumor suppressor p53‐binding protein 1  35297:53628

775.84725 2 timecourse_ATM_ctrl1 775.84402 4.16 41.91 TP53BP1  TP53B_HUMAN 5 K.LMLSTSEYS#QSPK.M 30.9 100 2.00E+06 LMLSTS#EYSQSPK 7.5 520 ‐1,3 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:96364

893.3809 2 combeffx_ATM_comboi 893.37695 4.42 41.88 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLS#TQEDLFD.Q 18.6 100 2.30E+06 SPEPEVLST#QEDLFD 11.5 302 ‐1,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35301:49423

778.03566 3 timecourse_ATM_ctrl1 778.03206 4.63 41.82 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 65.8 100 4.30E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:156509

778.03567 3 timecourse_ATM_combo_1hr 778.03206 4.65 41.62 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 58.3 100 3.91E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:156105

778.03611 3 timecourse_ATM_combo_8hr 778.03206 5.21 41.38 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 139.7 100 1.24E+07 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:154140

873.05868 3 combeffx_ATM_PI3Ki 873.05597 3.1 41.03 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 61.2 100 9.45E+06 QSQQPMKPIS#PVKDPVS#PAS#QK 33.4 1094 68.5 1101 86.9 1104 Tumor suppressor p53‐binding protein 1  35299:64484

778.03628 3 timecourse_ATM_combo_8hr 778.03206 5.42 40.84 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 135.3 100 1.28E+07 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:156170

858.34124 3 timecourse_ATM_combo_4hr 858.33671 5.28 40.08 TP53BP1  TP53B_HUMAN 5 K.CSDSQS#WEDIAPEIEPCAENR.L 7.8 100 6.68E+05 CSDSQS#WEDIAPEIEPCAENR 0 786 ‐4,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:162771

765.1032 4 timecourse_ATM_combo_4hr 765.10076 3.19 40.04 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 40.7 100 4.49E+06 LGKPSAHASQS#FCESSSETPFHFTLPK 9.1 894 ‐6,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:171200

1024.43263 4 timecourse_ATM_combo_1hr 1024.42795 4.57 40.01 TP53BP1  TP53B_HUMAN 4 R.GSGEKPVSAPGDDTES#LHS#QGEEEFDMPQPPHGHVLH.R 6.2 100 1.62E+06 GSGEKPVSAPGDDT#ESLHS#QGEEEFDMPQPPHGH 33.3 1214 5.3 1219 ‐3,0 0 0 Tumor suppressor p53‐binding protein 1  35456:184856

878.39104 3 combeffx_ATM_PI3Ki 878.38761 3.9 39.86 TP53BP1  TP53B_HUMAN 4 R.QSQQPM*KPIS#PVKDPVS#PAS#QK.M 32.9 100 5.80E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 38.2 1094 106.5 1101 124.4 1104 Tumor suppressor p53‐binding protein 1  35298:68436

846.40558 3 timecourse_ATM_combo_2hr 846.40053 5.98 39.3 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVS#PAS#QK.M 14.6 100 8.25E+05 QSQQPMKPISPVKDPVS#PAS#QK 61.4 1101 65.3 1104 0 0 Tumor suppressor p53‐binding protein 1  35454:153071

909.7538 3 timecourse_ATM_combo_1hr 909.75006 4.11 39 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 12.8 100 4.37E+05 LDQELQQPQT#QEKTSNSLTEDSK 53.4 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:170355

907.7064 3 timecourse_ATM_combo_1hr 907.70104 5.91 38.93 TP53BP1  TP53B_HUMAN 5 R.IDEDGENT#QIEDTEPMS#PVLNSK.F 8.2 100 1.05E+06 IDEDGENT#QIEDTEPMS#PVLNSK 56.1 543 50.6 552 0 0 Tumor suppressor p53‐binding protein 1  35456:170057

1024.43167 4 timecourse_ATM_combo_1hr 1024.42795 3.63 38.18 TP53BP1  TP53B_HUMAN 4 R.GSGEKPVS#APGDDTESLHS#QGEEEFDMPQPPHGHVLH.R 8.8 100 1.78E+06 GSGEKPVS#APGDDTESLHS#QGEEEFDMPQPPHGH 6.2 1208 0,8 5.2 1219 ‐3,0 0 0 Tumor suppressor p53‐binding protein 1  35457:185745

802.67691 3 timecourse_ATM_combo_2hr 802.67299 4.88 38.13 TP53BP1  TP53B_HUMAN 2 R.KGVS#QT#GTPVCEEDGDAGLGIR.Q 8.7 100 3.41E+05 KGVS#QTGT#PVCEEDGDAGLGIR 22 1368 7.6 1372 ‐2,0 0 0 Tumor suppressor p53‐binding protein 1  35455:148491

858.34135 3 timecourse_ATM_combo_2hr 858.33671 5.41 37.77 TP53BP1  TP53B_HUMAN 5 K.CSDSQS#WEDIAPEIEPCAENR.L 12.3 100 6.73E+05 CSDSQS#WEDIAPEIEPCAENR 0 786 ‐2,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:155001

1309.08862 2 timecourse_ATM_combo_1hr 1309.08032 6.34 37.62 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 8.8 100 4.35E+05 QSQQPMKPIS#PVKDPVS#PAS#QK 8.7 1094 ‐8,0 48.8 1101 74.7 1104 Tumor suppressor p53‐binding protein 1  35456:166897

849.40089 4 timecourse_ATM_ctrl2 849.39660 5.05 37.56 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEKTSNSLTEDSK.M 14.0 100 1.51E+06 ADDPLRLDQELQQPQT#QEKTSNSLTEDSK 8.2 855 0,4 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:164532

893.38244 2 timecourse_ATM_combo_8hr 893.37695 6.16 36.92 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLS#TQEDLFD.Q 53.9 100 6.81E+06 SPEPEVLST#QEDLFD 16.2 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:117370

765.10409 4 combeffx_ATM_comboi 765.10076 4.35 36.3 TP53BP1  TP53B_HUMAN 4 K.LGKPS#AHASQSFCESSSETPFHFTLPK.E 9.7 100 2.11E+06 LGKPSAHASQS#FCESSSETPFHFTLPK 14.7 894 0 0 0 0 Tumor suppressor p53‐binding protein 1  35301:74169

802.67732 3 timecourse_ATM_combo_4hr 802.67299 5.39 36.27 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGT#PVCEEDGDAGLGIR.Q 6.0 100 4.30E+05 KGVS#QTGT#PVCEEDGDAGLGIR 27 1368 6.8 1372 ‐2,0 0 0 Tumor suppressor p53‐binding protein 1  35452:152920

893.38284 2 timecourse_ATM_combo_8hr 893.37695 6.59 36.17 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFD.Q 79.3 100 7.04E+06 SPEPEVLST#QEDLFD 26.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:118602

819.74906 3 timecourse_ATM_combo_8hr 819.74509 4.84 36.02 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVSPAS#QK.M 10.8 100 5.80E+05 QSQQPMKPISPVKDPVSPAS#QK 39.8 1104 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:161930

793.82792 2 timecourse_ATM_combo_4hr 793.82384 5.14 35.9 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEED.G 5.8 100 1.84E+05 KGVS#QTGTPVCEED 18.9 1368 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:97742

846.40527 3 timecourse_ATM_combo_4hr 846.40053 5.6 35.84 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVS#PAS#QK.M 19.6 100 1.88E+06 QSQQPMKPISPVKDPVS#PAS#QK 80.2 1101 100 1104 0 0 Tumor suppressor p53‐binding protein 1  35452:158440

774.98913 3 timecourse_ATM_combo_8hr 774.98533 4.9 35.81 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLS#T#QEDLFDQSNK.T 12.5 100 1.10E+06 SPEPEVLS#T#QEDLFDQSNK 28.2 301 24.9 302 0 0 Tumor suppressor p53‐binding protein 1  35451:155710

846.40527 3 timecourse_ATM_combo_4hr 846.40053 5.6 35.73 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVS#PAS#QK.M 18.4 100 2.08E+06 QSQQPMKPISPVKDPVS#PAS#QK 88.3 1101 102 1104 0 0 Tumor suppressor p53‐binding protein 1  35453:161341

846.4063 3 timecourse_ATM_combo_1hr 846.40053 6.82 35.6 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVS#PAS#QK.M 13.0 100 1.16E+06 QSQQPMKPISPVKDPVS#PAS#QK 81.2 1101 74.3 1104 0 0 Tumor suppressor p53‐binding protein 1  35456:164257

873.06047 3 timecourse_ATM_combo_1hr 873.05597 5.15 35.25 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 334.0 100 3.20E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 65.8 1094 84.1 1101 106 1104 Tumor suppressor p53‐binding protein 1  35457:167105

893.38088 2 combeffx_ATM_comboi 893.37695 4.4 35.06 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLST#QEDLFD.Q 18.6 100 2.30E+06 SPEPEVLST#QEDLFD 19.3 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35301:49413

893.38208 2 timecourse_ATM_combo_4hr 893.37695 5.74 35.03 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLS#TQEDLFD.Q 15.3 100 9.67E+05 SPEPEVLST#QEDLFD 18.4 302 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:117035

907.70568 3 timecourse_ATM_ctrl1 907.70104 5.12 35 TP53BP1  TP53B_HUMAN 5 R.IDEDGENT#QIEDTEPMS#PVLNSK.F 6.5 100 6.14E+05 IDEDGENT#QIEDTEPMS#PVLNSK 28.8 543 54.6 552 0 0 Tumor suppressor p53‐binding protein 1  35448:167060

783.84653 2 timecourse_ATM_combo_1hr 783.84148 6.44 34.85 TP53BP1  TP53B_HUMAN 5 K.LM*LSTSEYS#QSPK.M 3.1 100 1.63E+05 LM*LSTSEYS#QSPK 0 523 ‐4,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:97424

849.40083 4 timecourse_ATM_ctrl1 849.39660 4.98 34.77 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEKTSNSLTEDSK.M 6.3 100 7.60E+05 ADDPLRLDQELQQPQT#QEKTSNSLTEDSK 3.9 855 0,7 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:177530

765.10325 4 timecourse_ATM_combo_8hr 765.10076 3.25 34.72 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 62.8 100 7.17E+06 LGKPSAHASQS#FCESSSETPFHFTLPK 8.6 894 ‐2,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:176200

849.40064 4 timecourse_ATM_ctrl2 849.39660 4.76 34.57 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEKTSNSLTEDSK.M 13.3 100 1.34E+06 ADDPLRLDQELQQPQT#QEKTSNSLTEDSK 7.9 855 0,4 0 0 0 0 Tumor suppressor p53‐binding protein 1  35447:168073

765.1043 4 timecourse_ATM_ctrl2 765.10076 4.63 34.23 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 8.8 100 6.44E+05 LGKPSAHASQS#FCESSSETPFHFTLPK 9.1 894 ‐2,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:160012

846.40493 3 timecourse_ATM_combo_4hr 846.40053 5.2 34.07 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVSPAS#QK.M 35.8 100 2.78E+06 QSQQPMKPIS#PVKDPVSPAS#QK 29.7 1094 24.8 1104 0 0 Tumor suppressor p53‐binding protein 1  35453:161331

936.41116 3 timecourse_ATM_combo_8hr 936.40550 6.04 33.88 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNS#LTEDSK.M 57.3 100 2.08E+06 LDQELQQPQT#QEKTSNS#LTEDSK 45.5 855 13.8 862 0 0 Tumor suppressor p53‐binding protein 1  35450:171990

846.40575 3 timecourse_ATM_combo_8hr 846.40053 6.17 33.49 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVS#PAS#QK.M 22.1 100 3.26E+06 QSQQPMKPISPVKDPVS#PAS#QK 111.8 1101 125 1104 0 0 Tumor suppressor p53‐binding protein 1  35451:165270

936.40976 3 timecourse_ATM_ctrl1 936.40550 4.55 33.38 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTS#NSLTEDSK.M 9.1 100 3.62E+05 LDQELQQPQT#QEKTSNS#LTEDSK 53.4 855 3.9 862 ‐3,0 0 0 Tumor suppressor p53‐binding protein 1  35449:171939

909.75479 3 timecourse_ATM_ctrl2 909.75006 5.21 33.35 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 14.5 100 3.90E+05 LDQELQQPQT#QEKTSNSLTEDSK 33.1 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35447:156763

1024.43382 4 timecourse_ATM_combo_2hr 1024.42795 5.73 33.2 TP53BP1  TP53B_HUMAN 4 R.GSGEKPVSAPGDDTES#LHS#QGEEEFDMPQPPHGHVLH.R 6.8 100 8.14E+05 GSGEKPVSAPGDDT#ES#LHSQGEEEFDMPQPPHGH 14 1214 13.2 1216 0 0 Tumor suppressor p53‐binding protein 1  35454:172661

819.74903 3 timecourse_ATM_combo_8hr 819.74509 4.81 33.05 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVS#PASQK.M 10.2 100 6.18E+05 QSQQPMKPISPVKDPVSPAS#QK 18 1104 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:159730

774.9901 3 timecourse_ATM_combo_4hr 774.98533 6.16 33.01 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLS#T#QEDLFDQSNK.T 9.2 100 8.75E+05 SPEPEVLS#T#QEDLFDQSNK 14 301 11.7 302 ‐8,0 0 0 Tumor suppressor p53‐binding protein 1  35452:149570

873.06147 3 timecourse_ATM_combo_2hr 873.05597 6.3 32.91 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 283.7 100 1.95E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 47.6 1094 81.7 1101 98.3 1104 Tumor suppressor p53‐binding protein 1  35454:155821

909.75464 3 timecourse_ATM_combo_4hr 909.75006 5.05 32.61 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 30.4 100 9.20E+05 LDQELQQPQT#QEKTSNSLTEDSK 18.8 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:165020

873.06056 3 timecourse_ATM_combo_1hr 873.05597 5.26 32.51 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 420.4 100 3.20E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 42.4 1094 77.4 1101 86.9 1104 Tumor suppressor p53‐binding protein 1  35457:167115

858.34208 3 timecourse_ATM_combo_1hr 858.33671 6.26 32.38 TP53BP1  TP53B_HUMAN 5 K.CSDSQS#WEDIAPEIEPCAENR.L 8.0 100 7.67E+05 CS#DSQSWEDIAPEIEPCAENR 5.9 782 0,2 0 0 0 0 Tumor suppressor p53‐binding protein 1  35456:165497

936.41014 3 timecourse_ATM_combo_4hr 936.40550 4.96 32.12 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKT#SNSLTEDSK.M 39.0 100 1.19E+06 LDQELQQPQT#QEKTSNS#LTEDSK 22.2 855 7.3 862 ‐2,0 0 0 Tumor suppressor p53‐binding protein 1  35453:170151

936.41032 3 timecourse_ATM_combo_1hr 936.40550 5.15 32.1 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLT#EDSK.M 9.9 100 3.60E+05 LDQELQQPQT#QEKTSNS#LTEDSK 33.2 855 16.4 862 0 0 Tumor suppressor p53‐binding protein 1  35457:172395

858.34157 3 timecourse_ATM_combo_8hr 858.33671 5.66 32 TP53BP1  TP53B_HUMAN 5 K.CSDS#QSWEDIAPEIEPCAENR.L 6.9 100 5.66E+05 CSDSQS#WEDIAPEIEPCAENR 0 786 ‐4,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:166740

778.0366 3 timecourse_ATM_ctrl2 778.03206 5.84 31.79 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEK.T 56.4 100 3.03E+06 ADDPLRLDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35447:142153

909.75466 3 timecourse_ATM_ctrl1 909.75006 5.06 31.51 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 15.2 100 5.28E+05 LDQELQQPQT#QEKTSNSLTEDSK 39.9 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:167210

909.754 3 combeffx_ATM_comboi 909.75006 4.33 30.94 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 2.5 92 2.48E+05 LDQELQQPQT#QEKTSNSLTEDSK 29.3 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35300:78641

858.34163 3 timecourse_ATM_combo_8hr 858.33671 5.73 30.9 TP53BP1  TP53B_HUMAN 5 K.CS#DSQSWEDIAPEIEPCAENR.L 5.6 100 5.30E+05 CSDSQS#WEDIAPEIEPCAENR 4.4 786 ‐4,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:164690

555.5929 3 timecourse_ATM_ctrl1 555.58908 6.88 30.9 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 7.0 100 2.49E+05 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:108933

858.34036 3 timecourse_ATM_combo_1hr 858.33671 4.25 30.76 TP53BP1  TP53B_HUMAN 5 K.CS#DSQSWEDIAPEIEPCAENR.L 6.4 100 6.37E+05 CSDSQS#WEDIAPEIEPCAENR 9.4 786 ‐2,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:165575

909.75478 3 timecourse_ATM_combo_8hr 909.75006 5.19 30.68 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 12.0 100 4.23E+05 LDQELQQPQT#QEKTSNSLTEDSK 39.7 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35450:169990

846.40461 3 timecourse_ATM_combo_1hr 846.40053 4.83 30.67 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVS#PAS#QK.M 14.6 100 1.25E+06 QSQQPMKPISPVKDPVS#PAS#QK 67.4 1101 63.1 1104 0 0 Tumor suppressor p53‐binding protein 1  35457:164315

909.75472 3 timecourse_ATM_combo_8hr 909.75006 5.12 30.67 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 12.4 100 4.68E+05 LDQELQQPQT#QEKTSNSLTEDSK 32.2 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:172160

765.10462 4 timecourse_ATM_ctrl1 765.10076 5.05 30.55 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 9.4 100 8.37E+05 LGKPSAHASQS#FCESSSETPFHFTLPK 15.6 894 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:173270

846.40499 3 timecourse_ATM_combo_4hr 846.40053 5.27 30.42 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVSPAS#QK.M 33.6 100 2.85E+06 QSQQPMKPIS#PVKDPVSPAS#QK 30.6 1094 3.9 1104 ‐3,0 0 0 Tumor suppressor p53‐binding protein 1  35452:158430

873.06152 3 timecourse_ATM_combo_1hr 873.05597 6.36 30.38 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 326.6 100 3.19E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 35.4 1094 60.1 1101 67.5 1104 Tumor suppressor p53‐binding protein 1  35456:166907

909.75477 3 timecourse_ATM_combo_2hr 909.75006 5.18 30.26 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 13.0 100 2.79E+05 LDQELQQPQT#QEKTSNSLTEDSK 43.6 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35454:158841

849.39784 4 timecourse_ATM_combo_1hr 849.39660 1.46 29.91 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEKTSNSLTEDSK.M 7.9 100 8.85E+05 ADDPLRLDQELQQPQT#QEKTSNSLTEDSK 4.9 855 0,4 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:181545

849.39857 4 timecourse_ATM_combo_4hr 849.39660 2.32 29.88 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEKTSNSLTEDSK.M 12.0 100 1.86E+06 ADDPLRLDQELQQPQT#QEKTSNSLTEDSK 15.8 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:175800

873.06137 3 timecourse_ATM_combo_1hr 873.05597 6.19 29.59 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 418.0 100 3.19E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 5.6 1094 ‐8,0 47.6 1101 58.8 1104 Tumor suppressor p53‐binding protein 1  35456:166887

878.3918 3 combeffx_ATM_comboi 878.38761 4.77 29.59 TP53BP1  TP53B_HUMAN 4 R.QSQQPM*KPIS#PVKDPVS#PAS#QK.M 23.2 100 4.94E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 44.1 1094 106.5 1101 124.4 1104 Tumor suppressor p53‐binding protein 1  35301:69929

909.75411 3 timecourse_ATM_combo_4hr 909.75006 4.45 29.21 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 33.4 100 9.41E+05 LDQELQQPQT#QEKTSNSLTEDSK 25.1 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35453:167951

1158.85307 3 timecourse_ATM_combo_8hr 1158.84848 3.96 29.2 TP53BP1  TP53B_HUMAN 5 R.ADDPLRLDQELQQPQT#QEKTS#NSLTEDSK.M 8.2 100 8.11E+05 ADDPLRLDQELQQPQT#QEKTSNS#LTEDSK 9.1 855 0,4 5.5 862 ‐2,0 0 0 Tumor suppressor p53‐binding protein 1  35450:181300

858.34085 3 timecourse_ATM_ctrl1 858.33671 4.82 29.1 TP53BP1  TP53B_HUMAN 5 K.CSDSQS#WEDIAPEIEPCAENR.L 6.1 100 4.09E+05 CSDSQS#WEDIAPEIEPCAENR 4.7 786 ‐2,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:165239

899.71342 3 timecourse_ATM_combo_4hr 899.71141 2.23 29.02 TP53BP1  TP53B_HUMAN 4 R.QS#QQPMKPIS#PVKDPVS#PAS#QK.M 10.5 100 9.44E+05 QS#QQPMKPIS#PVKDPVS#PAS#QK 1000 1086 0 1094 0 1101 Tumor suppressor p53‐binding protein 1  35453:167021

858.34145 3 timecourse_ATM_ctrl2 858.33671 5.52 28.78 TP53BP1  TP53B_HUMAN 5 K.CS#DSQSWEDIAPEIEPCAENR.L 2.8 100 1.68E+05 CS#DSQSWEDIAPEIEPCAENR 7.1 782 0,2 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:149072

873.06096 3 timecourse_ATM_combo_4hr 873.05597 5.72 28.63 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 396.6 100 3.98E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 39.2 1094 106.3 1101 115.6 1104 Tumor suppressor p53‐binding protein 1  35453:164341

878.39106 3 combeffx_ATM_PI3Ki 878.38761 3.93 28.08 TP53BP1  TP53B_HUMAN 4 R.QSQQPM*KPIS#PVKDPVS#PAS#QK.M 26.3 100 4.22E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 30.7 1094 95.7 1101 112 1104 Tumor suppressor p53‐binding protein 1  35299:64704

1024.4336 4 timecourse_ATM_combo_2hr 1024.42795 5.52 27.58 TP53BP1  TP53B_HUMAN 4 R.GSGEKPVSAPGDDT#ESLHS#QGEEEFDMPQPPHGHVLH.R 6.2 100 1.12E+06 GSGEKPVSAPGDDTES#LHS#QGEEEFDMPQPPHGH 11.9 1216 ‐2,0 13.4 1219 0 0 Tumor suppressor p53‐binding protein 1  35455:174281

833.81216 2 timecourse_ATM_combo_8hr 833.80700 6.19 27.54 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGT#PVCEED.G 5.0 100 9.70E+04 KGVS#QTGT#PVCEED 48.9 1368 37.4 1372 0 0 Tumor suppressor p53‐binding protein 1  35451:107623

858.34166 3 timecourse_ATM_ctrl1 858.33671 5.77 27.49 TP53BP1  TP53B_HUMAN 5 K.CS#DSQSWEDIAPEIEPCAENR.L 4.2 100 2.84E+05 CS#DSQSWEDIAPEIEPCAENR 13.2 782 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:162700

878.39324 3 timecourse_ATM_combo_1hr 878.38761 6.41 26.81 TP53BP1  TP53B_HUMAN 4 R.QSQQPM*KPIS#PVKDPVS#PAS#QK.M 27.3 100 2.08E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 47.6 1094 102.5 1101 123.7 1104 Tumor suppressor p53‐binding protein 1  35456:167417

878.3933 3 timecourse_ATM_combo_8hr 878.38761 6.48 26.55 TP53BP1  TP53B_HUMAN 4 R.QS#QQPM*KPISPVKDPVS#PAS#QK.M 19.7 100 1.73E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 28.2 1094 70.1 1101 81.3 1104 Tumor suppressor p53‐binding protein 1  35450:166890

909.75449 3 timecourse_ATM_combo_2hr 909.75006 4.87 25.88 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 11.6 100 2.81E+05 LDQELQQPQT#QEKTSNSLTEDSK 17.6 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35455:159801

909.7555 3 timecourse_ATM_ctrl2 909.75006 5.98 25.82 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEKTSNSLTEDSK.M 14.7 100 3.74E+05 LDQELQQPQT#QEKTSNSLTEDSK 21 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35446:153702

821.6298 4 timecourse_ATM_ctrl1 821.62606 4.55 25.63 TP53BP1  TP53B_HUMAN 5 K.FVPAENDSILMNPAQDGEVQLS#QNDDKTK.G 5.1 100 2.91E+05 FVPAENDSILMNPAQDGEVQLS#QNDDKTK 6.5 580 0,6 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:176310

846.40569 3 timecourse_ATM_combo_8hr 846.40053 6.1 25.48 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVSPAS#QK.M 38.4 100 3.78E+06 QSQQPMKPIS#PVKDPVSPAS#QK 23.7 1094 17.9 1104 0 0 Tumor suppressor p53‐binding protein 1  35451:165260

873.0611 3 timecourse_ATM_combo_4hr 873.05597 5.88 25.46 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 366.6 100 3.90E+07 QSQQPMKPIS#PVKDPVS#PAS#QK 55.7 1094 81.7 1101 80.9 1104 Tumor suppressor p53‐binding protein 1  35452:161460

765.10253 4 timecourse_ATM_combo_1hr 765.10076 2.31 25.19 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 11.7 100 1.42E+06 LGKPSAHAS#QSFCESSSETPFHFTLPK 11 892 0,2 0 0 0 0 Tumor suppressor p53‐binding protein 1  35457:176835

873.05899 3 combeffx_ATM_PI3Ki 873.05597 3.46 24.42 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 58.2 100 9.45E+06 QSQQPMKPIS#PVKDPVS#PAS#QK 33.8 1094 68.5 1101 86.9 1104 Tumor suppressor p53‐binding protein 1  35299:64494

907.70495 3 timecourse_ATM_combo_2hr 907.70104 4.31 24.26 TP53BP1  TP53B_HUMAN 5 R.IDEDGENT#QIEDTEPMS#PVLNSK.F 5.9 100 6.44E+05 IDEDGENT#QIEDTEPMS#PVLNSK 38.1 543 19.9 552 0 0 Tumor suppressor p53‐binding protein 1  35454:158641

846.40461 3 timecourse_ATM_combo_1hr 846.40053 4.83 24.19 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVSPAS#QK.M 16.0 100 1.36E+06 QSQQPMKPIS#PVKDPVS#PASQK 21.4 1094 0 1101 0,3 0 0 Tumor suppressor p53‐binding protein 1  35457:164305

765.10396 4 timecourse_ATM_ctrl1 765.10076 4.18 23.66 TP53BP1  TP53B_HUMAN 4 K.LGKPSAHAS#QSFCESSSETPFHFTLPK.E 10.6 100 8.11E+05 LGKPSAHAS#QSFCESSSETPFHFTLPK 10.2 892 ‐4,0 0 0 0 0 Tumor suppressor p53‐binding protein 1  35449:176039

878.39265 3 timecourse_ATM_combo_4hr 878.38761 5.74 22.99 TP53BP1  TP53B_HUMAN 4 R.QSQQPM*KPIS#PVKDPVS#PAS#QK.M 26.3 100 2.00E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 45.7 1094 78.1 1101 83.7 1104 Tumor suppressor p53‐binding protein 1  35452:162030

1161.97857 2 timecourse_ATM_combo_4hr 1161.97436 3.62 22.77 TP53BP1  TP53B_HUMAN 5 K.SPEPEVLS#T#QEDLFDQSNK.T 8.0 94 3.27E+05 SPEPEVLS#T#QEDLFDQSNK 38.2 301 33.7 302 0 0 Tumor suppressor p53‐binding protein 1  35453:152251

653.78447 2 timecourse_ATM_combo_8hr 653.78175 4.16 21.84 TP53BP1  TP53B_HUMAN 5 M.LSTSEYSQS#PK.M 3.4 100 9.29E+04 LSTSEY#SQSPK 0 522 0,1 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:65964

846.40505 3 timecourse_ATM_combo_2hr 846.40053 5.34 21.67 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVS#PAS#QK.M 12.3 100 8.14E+05 QSQQPMKPISPVKDPVS#PAS#QK 77.5 1101 81.6 1104 0 0 Tumor suppressor p53‐binding protein 1  35455:153651

858.34143 3 timecourse_ATM_combo_4hr 858.33671 5.5 21.32 TP53BP1  TP53B_HUMAN 5 K.CS#DSQSWEDIAPEIEPCAENR.L 7.7 100 6.60E+05 CS#DSQSWEDIAPEIEPCAENR 13.3 782 0 0 0 0 Tumor suppressor p53‐binding protein 1  35452:159870

555.59306 3 timecourse_ATM_ctrl1 555.58908 7.16 20.82 TP53BP1  TP53B_HUMAN 5 R.LDQELQQPQT#QEK.T 5.4 100 2.60E+05 LDQELQQPQT#QEK 1000 855 0 0 0 0 Tumor suppressor p53‐binding protein 1  35448:107218

873.0613 3 timecourse_ATM_ctrl2 873.05597 6.11 20.71 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 42.9 100 2.91E+06 QSQQPMKPIS#PVKDPVS#PAS#QK 45.6 1094 68.5 1101 86.9 1104 Tumor suppressor p53‐binding protein 1  35447:153443

873.06064 3 timecourse_ATM_ctrl1 873.05597 5.35 20.24 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPIS#PVKDPVS#PAS#QK.M 71.2 100 5.91E+06 QSQQPMKPIS#PVKDPVS#PAS#QK 33.4 1094 62.3 1101 67.5 1104 Tumor suppressor p53‐binding protein 1  35448:164140

878.39266 3 timecourse_ATM_combo_2hr 878.38761 5.75 19.42 TP53BP1  TP53B_HUMAN 4 R.QSQQPM*KPIS#PVKDPVS#PAS#QK.M 27.1 100 1.33E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 28.2 1094 62.5 1101 80 1104 Tumor suppressor p53‐binding protein 1  35454:156311

776.02104 3 timecourse_ATM_combo_8hr 776.01755 4.5 19.4 TP53BP1  TP53B_HUMAN 2 R.KGVS#QTGTPVCEEDGDAGLGIR.Q 14.4 100 9.01E+05 KGVS#QTGTPVCEEDGDAGLGIR 3.9 1368 0,4 0 0 0 0 Tumor suppressor p53‐binding protein 1  35451:155910

878.39321 3 timecourse_ATM_combo_8hr 878.38761 6.38 16.12 TP53BP1  TP53B_HUMAN 4 R.QSQQPM*KPIS#PVKDPVS#PAS#QK.M 19.3 100 1.80E+06 QSQQPM*KPIS#PVKDPVS#PAS#QK 20.7 1094 65.2 1101 84.6 1104 Tumor suppressor p53‐binding protein 1  35451:169020



846.40591 3 timecourse_ATM_combo_8hr 846.40053 6.36 16.05 TP53BP1  TP53B_HUMAN 4 R.QSQQPMKPISPVKDPVS#PAS#QK.M 21.2 100 2.82E+06 QSQQPMKPISPVKDPVS#PAS#QK 81.2 1101 93.8 1104 0 0 Tumor suppressor p53‐binding protein 1  35450:163140

625.80109 2 timecourse_ATM_combo_1hr 625.79808 4.81 45.16 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 14.2 100 2.05E+05 KHS#QTDLVSR 24.8 14 0 0 0 0 Tumor protein p53‐inducible protein 11  35457:58375

561.75386 2 timecourse_ATM_combo_2hr 561.75060 5.8 33.94 TP53I11  P5I11_HUMAN 12 K.HS#QTDLVSR.L 5.2 100 7.41E+04 HS#QTDLVSR 33.7 14 0 0 0 0 Tumor protein p53‐inducible protein 11  35454:34631

625.80178 2 timecourse_ATM_combo_8hr 625.79808 5.91 27.33 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 9.9 100 1.63E+05 KHS#QTDLVSR 18.9 14 0 0 0 0 Tumor protein p53‐inducible protein 11  35451:57888

417.53716 3 timecourse_ATM_combo_2hr 417.53448 6.42 26.58 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 42.6 100 4.51E+05 KHS#QTDLVSR 6.8 14 0,2 0 0 0 0 Tumor protein p53‐inducible protein 11  35454:55192

417.53678 3 timecourse_ATM_combo_4hr 417.53448 5.51 26.39 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 35.4 100 4.50E+05 KHS#QTDLVSR 1.9 14 0,2 0 0 0 0 Tumor protein p53‐inducible protein 11  35453:57408

625.80161 2 timecourse_ATM_combo_4hr 625.79808 5.64 26.36 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 7.3 100 1.12E+05 KHS#QTDLVSR 24.8 14 0 0 0 0 Tumor protein p53‐inducible protein 11  35453:57418

417.53655 3 timecourse_ATM_combo_1hr 417.53448 4.96 25.74 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 57.8 100 7.52E+05 KHS#QTDLVSR 1.9 14 0,2 0 0 0 0 Tumor protein p53‐inducible protein 11  35457:58385

417.5372 3 timecourse_ATM_combo_1hr 417.53448 6.51 23.11 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 59.7 100 7.89E+05 KHS#QTDLVSR 6 14 0,2 0 0 0 0 Tumor protein p53‐inducible protein 11  35456:58121

417.53695 3 timecourse_ATM_combo_4hr 417.53448 5.92 22.63 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 39.9 100 4.85E+05 KHS#QTDLVSR 6 14 0,2 0 0 0 0 Tumor protein p53‐inducible protein 11  35452:56240

417.5365 3 timecourse_ATM_ctrl1 417.53448 4.84 22.43 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 29.3 100 3.65E+05 KHS#QTDLVSR 1.9 14 0,2 0 0 0 0 Tumor protein p53‐inducible protein 11  35449:59189

625.80164 2 timecourse_ATM_combo_2hr 625.79808 5.69 19.17 TP53I11  P5I11_HUMAN 12 K.KHS#QTDLVSR.L 7.0 100 9.53E+04 KHS#QTDLVSR 17 14 0 0 0 0 Tumor protein p53‐inducible protein 11  35455:54189

1242.2634 3 combeffx_ATM_comboi 1242.25783 4.48 134.78 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 37.8 100 6.64E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 27.1 220 0 0 0 0 Tumor protein D52  35301:76609

1242.2654 3 timecourse_ATM_combo_8hr 1242.25783 6.09 66.94 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES#L.‐ 344.6 100 3.99E+07 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES# 5.9 223 ‐3,0 0 0 0 0 Tumor protein D52  35451:186060

1242.26516 3 timecourse_ATM_combo_4hr 1242.25783 5.9 64.85 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES#L.‐ 141.9 100 1.14E+07 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 3.6 220 0,3 0 0 0 0 Tumor protein D52  35452:178510

1242.26492 3 timecourse_ATM_combo_2hr 1242.25783 5.71 61.04 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 34.7 100 1.63E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES# 5.9 223 ‐3,0 0 0 0 0 Tumor protein D52  35454:171421

1242.26505 3 timecourse_ATM_combo_8hr 1242.25783 5.81 58.23 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES#L.‐ 338.4 100 3.65E+07 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES# 6.6 223 ‐3,0 0 0 0 0 Tumor protein D52  35450:183060

931.9506 4 timecourse_ATM_combo_8hr 931.94519 5.81 52.75 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES#L.‐ 167.7 100 1.60E+07 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 9.4 220 0,3 0 0 0 0 Tumor protein D52  35450:183070

931.95098 4 timecourse_ATM_combo_8hr 931.94519 6.21 45.94 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 159.5 100 1.50E+07 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 23.4 220 0 0 0 0 Tumor protein D52  35451:186070

1242.26496 3 timecourse_ATM_ctrl2 1242.25783 5.74 45.28 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES#L.‐ 23.5 100 1.16E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES# 6.6 223 ‐3,0 0 0 0 0 Tumor protein D52  35446:167392

951.94266 4 timecourse_ATM_combo_8hr 951.93677 6.19 43.85 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES#L.‐ 40.0 100 5.12E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 56.8 220 73.3 223 0 0 Tumor protein D52  35451:186570

1242.26477 3 timecourse_ATM_combo_2hr 1242.25783 5.59 43.58 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 32.2 100 1.73E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 0 220 0,3 0 0 0 0 Tumor protein D52  35455:172881

1242.26532 3 timecourse_ATM_combo_4hr 1242.25783 6.04 43.34 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES#L.‐ 151.3 100 1.35E+07 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES# 15.5 223 0 0 0 0 Tumor protein D52  35453:182101

1094.8425 3 timecourse_ATM_combo_8hr 1094.83983 2.44 42.69 TPD52  TPD52_HUMAN 7 K.PAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 9.4 100 6.60E+05 PAGGDFGEVLNSAANASATTTEPLPEKT#QESL 28.5 220 0 0 0 0 Tumor protein D52  35450:179470

1268.92159 3 timecourse_ATM_combo_4hr 1268.91327 6.56 41.96 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES#L.‐ 43.1 100 3.84E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 16.7 220 38.9 223 0 0 Tumor protein D52  35452:178990

1268.92083 3 timecourse_ATM_combo_8hr 1268.91327 5.96 39.24 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES#L.‐ 86.0 100 1.10E+07 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 30.2 220 27.6 223 0 0 Tumor protein D52  35450:183550

931.94928 4 combeffx_ATM_comboi 931.94519 4.4 37.93 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 26.6 100 6.25E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES# 22.9 223 0 0 0 0 Tumor protein D52  35300:84691

931.95085 4 timecourse_ATM_combo_2hr 931.94519 6.07 37.5 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 13.1 100 5.79E+05 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 9.4 220 0,3 0 0 0 0 Tumor protein D52  35454:171431

1268.92041 3 timecourse_ATM_combo_8hr 1268.91327 5.63 35.14 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES#L.‐ 90.7 100 1.29E+07 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 41.3 220 56.1 223 0 0 Tumor protein D52  35451:186560

1268.92069 3 timecourse_ATM_combo_2hr 1268.91327 5.85 31.93 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES#L.‐ 10.2 100 4.94E+05 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 32.9 220 29.7 223 0 0 Tumor protein D52  35454:171791

1268.92086 3 timecourse_ATM_combo_4hr 1268.91327 5.98 30.81 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES#L.‐ 45.0 100 4.66E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 29 220 31.3 223 0 0 Tumor protein D52  35453:182621

931.95066 4 timecourse_ATM_combo_4hr 931.94519 5.87 28.6 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES#L.‐ 76.7 100 6.02E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKTQES# 16.2 223 0 0 0 0 Tumor protein D52  35452:178500

931.95124 4 timecourse_ATM_ctrl2 931.94519 6.49 28.36 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 12.7 100 5.53E+05 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 21.6 220 0 0 0 0 Tumor protein D52  35446:167402

931.9502 4 timecourse_ATM_combo_2hr 931.94519 5.38 26.73 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 14.9 100 6.85E+05 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 9.4 220 0,3 0 0 0 0 Tumor protein D52  35455:172871

745.76182 5 timecourse_ATM_combo_8hr 745.75761 5.65 23.89 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 16.4 100 1.11E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 5.2 220 0,3 0 0 0 0 Tumor protein D52  35450:183050

931.94954 4 combeffx_ATM_comboi 931.94519 4.67 22.78 TPD52  TPD52_HUMAN 7 K.VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QESL.‐ 22.3 100 3.96E+06 VGGTKPAGGDFGEVLNSAANASATTTEPLPEKT#QES 22.2 220 0 0 0 0 Tumor protein D52  35301:76619

778.38909 3 timecourse_ATM_combo_8hr 778.38433 6.12 19.44 TPD52L2  TPD54_HUMAN 4 K.VTQSDLYKKT#QETLSQAGQK.T 14.4 100 6.35E+05 VTQSDLYKKT#QETLSQAGQK 23.6 129 0 0 0 0 Tumor protein D54  35450:154210

731.33829 2 timecourse_ATM_combo_8hr 731.33467 4.96 29.92 TPM1  TPM1_HUMAN 15 K.SLEAQAEKYS#QK.E 7.3 100 2.46E+05 SLEAQAEKYS#QK 38.4 215 0 0 0 0 Tropomyosin alpha‐1 chain  35451:84719

856.0204 3 timecourse_ATM_combo_4hr 856.01569 5.5 71.05 TPR  TPR_HUMAN 1 R.AADSQNSGEGNTGAAESSFS#QEVSR.E 10.8 100 4.60E+05 AADSQNSGEGNTGAAESSFS#QEVSR 49 2050 0 0 0 0 Nucleoprotein TPR  35452:159680

1004.95391 2 timecourse_ATM_combo_8hr 1004.94894 4.95 55.99 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 11.7 100 4.04E+05 QHLSNMEVQVASQSS#QR 10.3 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35450:135373

856.02032 3 timecourse_ATM_combo_4hr 856.01569 5.41 49.43 TPR  TPR_HUMAN 1 R.AADSQNSGEGNTGAAESSFS#QEVSR.E 9.8 100 4.13E+05 AADSQNSGEGNTGAAESSFS#QEVSR 46.7 2050 0 0 0 0 Nucleoprotein TPR  35453:162601

675.63765 3 combeffx_ATM_comboi 675.63336 6.35 48.59 TPR  TPR_HUMAN 0 K.QHLSNM*EVQVASQSS#QR.T 4.9 100 4.08E+05 QHLSNM*EVQVASQSS#QR 24.2 920 0 0 0 0 Nucleoprotein TPR  35301:58134

675.63659 3 timecourse_ATM_combo_8hr 675.63336 4.78 45.1 TPR  TPR_HUMAN 0 K.QHLSNM*EVQVASQSS#QR.T 3.5 100 1.59E+05 QHLSNM*EVQVASQSS#QR 24.2 920 0 0 0 0 Nucleoprotein TPR  35451:138541

696.96074 3 timecourse_ATM_combo_2hr 696.95716 5.14 44.41 TPR  TPR_HUMAN 0 K.QHLSNMEVQVAS#QSS#QR.T 9.6 100 2.39E+05 QHLSNMEVQVAS#QSS#QR 7.5 917 0,2 9.8 920 ‐1,0 0 0 Nucleoprotein TPR  35454:134015

670.30486 3 timecourse_ATM_combo_2hr 670.30172 4.68 40.84 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 35.9 100 8.68E+05 QHLSNMEVQVASQSS#QR 14.5 920 0 0 0 0 Nucleoprotein TPR  35455:128810

670.30484 3 timecourse_ATM_combo_4hr 670.30172 4.65 40.2 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 84.1 100 3.19E+06 QHLSNMEVQVASQSS#QR 9.8 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35452:132548

670.30473 3 timecourse_ATM_combo_4hr 670.30172 4.49 38.62 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 84.7 100 3.08E+06 QHLSNMEVQVASQSS#QR 9.8 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35453:135155

670.30439 3 timecourse_ATM_combo_1hr 670.30172 3.98 36.95 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 19.7 100 6.33E+05 QHLSNMEVQVASQSS#QR 9.8 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35457:138818

1004.95388 2 timecourse_ATM_combo_8hr 1004.94894 4.92 34.97 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 14.6 100 5.37E+05 QHLSNMEVQVASQSS#QR 13.2 920 0 0 0 0 Nucleoprotein TPR  35451:137151

670.30504 3 timecourse_ATM_combo_8hr 670.30172 4.95 34.2 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 117.5 100 5.45E+06 QHLSNMEVQVASQSS#QR 11.5 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35450:135383

696.96106 3 timecourse_ATM_combo_8hr 696.95716 5.6 34.17 TPR  TPR_HUMAN 0 K.QHLSNMEVQVAS#QSS#QR.T 38.9 100 1.67E+06 QHLSNMEVQVAS#QSS#QR 20.2 917 9.8 920 ‐1,0 0 0 Nucleoprotein TPR  35451:143041

670.30537 3 combeffx_ATM_comboi 670.30172 5.45 33.81 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 13.4 100 1.70E+06 QHLSNMEVQVASQSS#QR 9.8 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35300:62748

696.96042 3 timecourse_ATM_combo_4hr 696.95716 4.68 33.55 TPR  TPR_HUMAN 0 K.QHLSNMEVQVAS#QSS#QR.T 24.1 100 8.98E+05 QHLSNMEVQVAS#QSS#QR 12.2 917 0,2 9.8 920 ‐1,0 0 0 Nucleoprotein TPR  35453:140617

696.96077 3 timecourse_ATM_combo_4hr 696.95716 5.18 33.15 TPR  TPR_HUMAN 0 K.QHLSNMEVQVAS#QSS#QR.T 26.2 100 8.95E+05 QHLSNMEVQVAS#QSS#QR 12.2 917 0,2 14 920 0 0 Nucleoprotein TPR  35452:137957

670.30563 3 timecourse_ATM_combo_1hr 670.30172 5.83 32.66 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 15.4 100 5.90E+05 QHLSNMEVQVASQSS#QR 9.8 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35456:138379

696.9602 3 timecourse_ATM_combo_1hr 696.95716 4.36 32.14 TPR  TPR_HUMAN 0 K.QHLSNMEVQVAS#QSS#QR.T 4.9 100 1.29E+05 QHLSNMEVQVAS#QSS#QR 4.9 917 0,2 9.8 920 ‐1,0 0 0 Nucleoprotein TPR  35457:144370

696.96146 3 timecourse_ATM_combo_8hr 696.95716 6.17 31.76 TPR  TPR_HUMAN 0 K.QHLSNMEVQVAS#QSS#QR.T 35.8 100 1.71E+06 QHLSNMEVQVAS#QSS#QR 12.7 917 0,2 9.8 920 ‐1,0 0 0 Nucleoprotein TPR  35450:140973

675.63683 3 timecourse_ATM_combo_8hr 675.63336 5.14 31.02 TPR  TPR_HUMAN 0 K.QHLSNM*EVQVASQSS#QR.T 3.8 100 1.40E+05 QHLSNM*EVQVASQSS#QR 33.7 920 0 0 0 0 Nucleoprotein TPR  35450:136693

670.30485 3 timecourse_ATM_combo_8hr 670.30172 4.67 30.81 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 134.0 100 5.60E+06 QHLSNMEVQVASQSS#QR 11.5 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35451:137141

882.67556 3 timecourse_ATM_combo_8hr 882.67113 5.02 29.91 TPR  TPR_HUMAN 1 R.AADS#QNSGEGNTGAAESSFSQEVS#R.E 8.1 100 1.26E+06 AADS#QNSGEGNTGAAESSFS#QEVSR 8.5 2034 0,3 22.9 2050 0 0 Nucleoprotein TPR  35451:169410

670.3046 3 combeffx_ATM_comboi 670.30172 4.3 29.06 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 9.9 100 1.23E+06 QHLSNMEVQVASQSS#QR 9.8 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35301:57332

882.66633 3 timecourse_ATM_combo_8hr 882.67113 ‐5.43 28.74 TPR  TPR_HUMAN 1 R.AADS#QNSGEGNTGAAESSFSQEVS#R.E 4.7 94 1.73E+05 AADS#QNSGEGNTGAAES#SFSQEVSR 3.9 2034 0,3 6.7 2047 0,7 0 0 Nucleoprotein TPR  35450:167290

670.30521 3 timecourse_ATM_combo_2hr 670.30172 5.21 27.21 TPR  TPR_HUMAN 0 K.QHLSNMEVQVASQSS#QR.T 29.9 100 7.92E+05 QHLSNMEVQVASQSS#QR 9.8 920 ‐1,0 0 0 0 0 Nucleoprotein TPR  35454:128565

579.25249 2 timecourse_ATM_combo_8hr 579.24903 5.97 19.47 TPR  TPR_HUMAN 1 K.AES#QLLECK.A 4.6 100 1.82E+05 AES#QLLECK 1000 1122 0 0 0 0 Nucleoprotein TPR  35450:42372

579.25204 2 timecourse_ATM_combo_8hr 579.24903 5.2 15.71 TPR  TPR_HUMAN 1 K.AES#QLLECK.A 4.3 100 1.78E+05 AES#QLLECK 1000 1122 0 0 0 0 Nucleoprotein TPR  35451:42407

815.7488 3 timecourse_ATM_combo_1hr 815.74218 8.12 27.67 TRIM24  TIF1A_HUMAN 1 R.SILTSLLLNSSQS#STSEETVLR.S 7.9 100 4.88E+05 SILTSLLLNSSQS#STSEETVLR 0 770 ‐12,0 0 0 0 0 Transcription intermediary factor 1‐alpha  35457:160865

815.74802 3 timecourse_ATM_combo_2hr 815.74218 7.16 27.65 TRIM24  TIF1A_HUMAN 1 R.SILTSLLLNSS#QSSTSEETVLR.S 8.1 100 3.56E+05 SILTSLLLNSS#QSSTSEETVLR 5.8 768 ‐1,0 0 0 0 0 Transcription intermediary factor 1‐alpha  35455:150251

815.74874 3 timecourse_ATM_combo_2hr 815.74218 8.04 24.31 TRIM24  TIF1A_HUMAN 1 R.SILTSLLLNSS#QSSTSEETVLR.S 8.5 100 2.87E+05 SILTSLLLNS#SQSSTSEETVLR 4 767 ‐9,4 0 0 0 0 Transcription intermediary factor 1‐alpha  35454:149791

815.74929 3 timecourse_ATM_ctrl1 815.74218 8.72 23.18 TRIM24  TIF1A_HUMAN 1 R.SILTSLLLNSS#QSSTSEETVLR.S 9.1 100 3.03E+05 SILTSLLLNS#SQSSTSEETVLR 5.3 767 0,3 0 0 0 0 Transcription intermediary factor 1‐alpha  35448:158590

815.74619 3 combeffx_ATM_ctrl 815.74218 4.92 21.45 TRIM24  TIF1A_HUMAN 1 R.SILTS#LLLNSSQSSTSEETVLR.S 8.5 100 2.49E+05 SILT#SLLLNSSQSSTSEETVLR 10.3 761 ‐3,7 0 0 0 0 Transcription intermediary factor 1‐alpha  35294:70674

815.74887 3 timecourse_ATM_combo_4hr 815.74218 8.21 19.86 TRIM24  TIF1A_HUMAN 1 R.SILTSLLLNSS#QSSTSEETVLR.S 9.0 100 5.40E+05 SILTSLLLNS#SQSSTSEETVLR 0 767 ‐9,0 0 0 0 0 Transcription intermediary factor 1‐alpha  35452:154880

815.74885 3 timecourse_ATM_combo_8hr 815.74218 8.18 15.04 TRIM24  TIF1A_HUMAN 1 R.SILTSLLLNSS#QSSTSEETVLR.S 10.9 100 6.75E+05 SILTSLLLNSS#QSSTSEETVLR 2.2 768 ‐10,3 0 0 0 0 Transcription intermediary factor 1‐alpha  35451:161320

686.64918 3 timecourse_ATM_ctrl1 686.64515 5.87 29.9 TRIM25  TRI25_HUMAN 0 K.TCSPASLS#QASADLEATLR.H 4.8 100 1.40E+05 TCSPASLS#QASADLEATLR 11 192 ‐2,0 0 0 0 0 E3 ubiquitin/ISG15 ligase TRIM25  35448:140088

910.13712 4 timecourse_ATM_combo_8hr 910.13199 5.64 91.04 TRIM28  TIF1B_HUMAN 1 K.QGS#GSSQPMEVQEGYGFGSGDDPYSSAEPHVSGVK.R 5.3 100 3.69E+05 QGS#GSSQPMEVQEGYGFGSGDDPYSSAEPHVSGVK 5.5 437 0,2 0 0 0 0 Transcription intermediary factor 1‐beta  35450:182530

1213.18005 3 timecourse_ATM_combo_2hr 1213.17356 5.35 85.12 TRIM28  TIF1B_HUMAN 1 K.QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK.R 5.8 100 2.24E+05 QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK 0 440 ‐3,9 0 0 0 0 Transcription intermediary factor 1‐beta  35454:170841

910.13687 4 timecourse_ATM_combo_8hr 910.13199 5.36 74.08 TRIM28  TIF1B_HUMAN 1 K.QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK.R 5.7 100 3.63E+05 QGS#GSSQPMEVQEGYGFGSGDDPYSSAEPHVSGVK 2.2 437 0,2 0 0 0 0 Transcription intermediary factor 1‐beta  35451:185530

1213.18035 3 timecourse_ATM_combo_4hr 1213.17356 5.6 70.94 TRIM28  TIF1B_HUMAN 1 K.QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK.R 19.8 100 1.05E+06 QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK 11.5 440 ‐3,0 0 0 0 0 Transcription intermediary factor 1‐beta  35452:177880

1213.17995 3 timecourse_ATM_combo_8hr 1213.17356 5.27 62.09 TRIM28  TIF1B_HUMAN 1 K.QGSGS#SQPMEVQEGYGFGSGDDPYSSAEPHVSGVK.R 23.3 100 1.67E+06 QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK 7.9 440 ‐3,0 0 0 0 0 Transcription intermediary factor 1‐beta  35450:182520

1213.18012 3 timecourse_ATM_combo_8hr 1213.17356 5.41 49.14 TRIM28  TIF1B_HUMAN 1 K.QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK.R 28.3 100 2.05E+06 QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK 6.9 440 ‐3,0 0 0 0 0 Transcription intermediary factor 1‐beta  35451:185540

1213.18036 3 timecourse_ATM_combo_4hr 1213.17356 5.61 47.71 TRIM28  TIF1B_HUMAN 1 K.QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK.R 23.5 100 1.18E+06 QGSGS#SQPMEVQEGYGFGSGDDPYSSAEPHVSGVK 7.9 439 ‐2,0 0 0 0 0 Transcription intermediary factor 1‐beta  35453:181481

910.13692 4 timecourse_ATM_combo_4hr 910.13199 5.42 45.46 TRIM28  TIF1B_HUMAN 1 K.QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK.R 5.3 100 2.16E+05 QGSGSS#QPMEVQEGYGFGSGDDPYSSAEPHVSGVK 0 440 ‐3,0 0 0 0 0 Transcription intermediary factor 1‐beta  35452:177870

850.42301 2 timecourse_ATM_combo_4hr 850.41875 5.01 68.33 TRIM33  TRI33_HUMAN 3 K.VVQVYADT#QEINLK.A 14.9 100 8.76E+05 VVQVYADT#QEINLK 79.1 1051 0 0 0 0 E3 ubiquitin‐protein ligase TRIM33  35453:109432

850.42333 2 timecourse_ATM_combo_4hr 850.41875 5.39 65.2 TRIM33  TRI33_HUMAN 3 K.VVQVYADT#QEINLK.A 12.3 100 8.90E+05 VVQVYADT#QEINLK 73.3 1051 0 0 0 0 E3 ubiquitin‐protein ligase TRIM33  35452:107451

850.42311 2 timecourse_ATM_combo_8hr 850.41875 5.13 48.57 TRIM33  TRI33_HUMAN 3 K.VVQVYADT#QEINLK.A 16.8 100 1.51E+06 VVQVYADT#QEINLK 73.3 1051 0 0 0 0 E3 ubiquitin‐protein ligase TRIM33  35451:110815

854.88516 2 timecourse_ATM_combo_8hr 854.88051 5.44 61.49 TRIOBP  TARA_HUMAN 4 R.LQGEAPQSALRS#QED.G 14.0 100 5.51E+05 LQGEAPQSALRS#QED 73.7 2095 0 0 0 0 TRIO and F‐actin‐binding protein  35450:110547

854.88475 2 timecourse_ATM_combo_8hr 854.88051 4.96 50.05 TRIOBP  TARA_HUMAN 4 R.LQGEAPQSALRS#QED.G 14.1 100 6.06E+05 LQGEAPQSALRS#QED 86.1 2095 0 0 0 0 TRIO and F‐actin‐binding protein  35451:111525

884.87089 2 combeffx_ATM_comboi 884.86728 4.09 79.24 TRIP12  TRIPC_HUMAN 4 R.LLDTNPEINQSDS#QD.S 38.2 100 6.57E+06 LLDTNPEINQSDS#QD 38.7 1577 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35300:53326

884.87138 2 combeffx_ATM_comboi 884.86728 4.63 75.46 TRIP12  TRIPC_HUMAN 4 R.LLDTNPEINQSDS#QD.S 38.1 100 4.48E+06 LLDTNPEINQSDS#QD 52.8 1577 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35301:48713

884.87258 2 timecourse_ATM_combo_8hr 884.86728 5.99 67.24 TRIP12  TRIPC_HUMAN 4 R.LLDTNPEINQSDS#QD.S 156.2 100 1.67E+07 LLDTNPEINQSDS#QD 24.8 1577 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35451:116822

884.87088 2 timecourse_ATM_combo_8hr 884.86728 4.07 62.55 TRIP12  TRIPC_HUMAN 4 R.LLDTNPEINQSDS#QD.S 141.8 100 1.74E+07 LLDTNPEINQSDS#QD 37.4 1577 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35450:115710

884.87075 2 timecourse_ATM_combo_4hr 884.86728 3.92 55.07 TRIP12  TRIPC_HUMAN 4 R.LLDTNPEINQSDS#QD.S 35.6 100 2.30E+06 LLDTNPEINQSDS#QD 13.3 1577 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35453:115383

884.86989 2 timecourse_ATM_combo_8hr 884.86728 2.95 45.89 TRIP12  TRIPC_HUMAN 4 R.LLDTNPEINQSDS#QD.S 125.4 100 1.66E+07 LLDTNPEINQSDS#QD 24.8 1577 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35450:115700

884.87083 2 timecourse_ATM_combo_4hr 884.86728 4.01 42.81 TRIP12  TRIPC_HUMAN 4 R.LLDTNPEINQSDS#QD.S 20.7 100 2.10E+06 LLDTNPEINQSDS#QD 21.3 1577 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35452:113333

507.71664 2 combeffx_ATM_MEKi 507.71497 3.29 39.52 TRIP12  TRIPC_HUMAN 4 R.M*S#QLFHR.T 94.2 100 3.22E+06 M*S#QLFHR 1000 424 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35296:10391

507.71697 2 combeffx_ATM_PI3Ki 507.71497 3.94 39.07 TRIP12  TRIPC_HUMAN 4 R.M*S#QLFHR.T 33.7 100 1.65E+06 M*S#QLFHR 1000 424 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35298:10786

507.71713 2 combeffx_ATM_ctrl 507.71497 4.25 38.7 TRIP12  TRIPC_HUMAN 4 R.M*S#QLFHR.T 65.9 100 3.83E+06 M*S#QLFHR 1000 424 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35294:11187

507.7177 2 combeffx_ATM_comboi 507.71497 5.38 35.47 TRIP12  TRIPC_HUMAN 4 R.M*S#QLFHR.T 49.9 100 3.28E+06 M*S#QLFHR 1000 424 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35300:11647

507.71686 2 combeffx_ATM_MEKi 507.71497 3.72 29.56 TRIP12  TRIPC_HUMAN 4 R.M*S#QLFHR.T 86.2 100 2.20E+06 M*S#QLFHR 1000 424 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35297:9617

507.717 2 combeffx_ATM_PI3Ki 507.71497 4 28.84 TRIP12  TRIPC_HUMAN 4 R.M*S#QLFHR.T 28.6 100 1.30E+06 M*S#QLFHR 1000 424 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35299:10639

507.7179 2 combeffx_ATM_comboi 507.71497 5.77 25.94 TRIP12  TRIPC_HUMAN 4 R.M*S#QLFHR.T 40.9 100 2.19E+06 M*S#QLFHR 1000 424 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35301:10760

507.71696 2 combeffx_ATM_ctrl 507.71497 3.92 24.85 TRIP12  TRIPC_HUMAN 4 R.M*S#QLFHR.T 61.4 100 3.31E+06 M*S#QLFHR 1000 424 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35295:10650

805.86692 2 timecourse_ATM_combo_4hr 805.86212 5.96 23.02 TRIP12  TRIPC_HUMAN 4 R.LST#QSNSNNIEPAR.T 4.2 100 9.09E+04 LST#QSNSNNIEPAR 11.5 1055 ‐1,0 0 0 0 0 Probable E3 ubiquitin‐protein ligase TRIP12  35453:100392

693.68317 3 combeffx_ATM_PI3Ki 693.68098 3.16 38.6 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 5.9 100 8.65E+05 RGAS#QASGPLPGPHFPLPGR 14 189 0 0 0 0 Thyroid receptor‐interacting protein 6  35299:55911

693.6824 3 timecourse_ATM_ctrl1 693.68098 2.05 32.75 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 10.4 94 4.43E+05 RGAS#QASGPLPGPHFPLPGR 6.3 189 0,3 0 0 0 0 Thyroid receptor‐interacting protein 6  35449:143691

693.68322 3 timecourse_ATM_combo_4hr 693.68098 3.23 30 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 17.0 100 2.63E+06 RGAS#QASGPLPGPHFPLPGR 9.1 189 0,3 0 0 0 0 Thyroid receptor‐interacting protein 6  35452:137357

693.68384 3 combeffx_ATM_comboi 693.68098 4.12 29.88 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 7.1 100 2.07E+06 RGAS#QASGPLPGPHFPLPGR 17.9 189 0 0 0 0 Thyroid receptor‐interacting protein 6  35300:65365

693.68384 3 timecourse_ATM_combo_2hr 693.68098 4.12 28.67 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 24.5 100 2.14E+06 RGAS#QASGPLPGPHFPLPGR 4.8 189 0,3 0 0 0 0 Thyroid receptor‐interacting protein 6  35455:133550

693.68289 3 combeffx_ATM_ctrl 693.68098 2.75 25.48 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 5.7 100 1.17E+06 RGAS#QASGPLPGPHFPLPGR 12.4 189 0,3 0 0 0 0 Thyroid receptor‐interacting protein 6  35294:63638

693.68285 3 timecourse_ATM_combo_1hr 693.68098 2.7 22.5 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 32.1 100 4.89E+06 RGAS#QASGPLPGPHFPLPGR 16.1 189 0 0 0 0 Thyroid receptor‐interacting protein 6  35456:143509

693.68263 3 timecourse_ATM_ctrl1 693.68098 2.38 20.84 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 22.5 100 3.15E+06 RGAS#QASGPLPGPHFPLPGR 21.3 189 0 0 0 0 Thyroid receptor‐interacting protein 6  35448:141528

693.68459 3 timecourse_ATM_ctrl2 693.68098 5.2 19.34 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 20.0 100 2.50E+06 RGAS#QASGPLPGPHFPLPGR 10.2 189 0,3 0 0 0 0 Thyroid receptor‐interacting protein 6  35447:129587

693.68328 3 timecourse_ATM_combo_2hr 693.68098 3.32 18.22 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 19.4 100 2.13E+06 RGAS#QASGPLPGPHFPLPGR 14.7 189 0 0 0 0 Thyroid receptor‐interacting protein 6  35454:133375

693.68228 3 timecourse_ATM_combo_1hr 693.68098 1.87 15.77 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 30.6 100 5.08E+06 RGAS#QASGPLPGPHFPLPGR 3.8 189 0,3 0 0 0 0 Thyroid receptor‐interacting protein 6  35457:143770

693.68282 3 timecourse_ATM_combo_8hr 693.68098 2.65 13.36 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 11.4 100 1.79E+06 RGAS#QASGPLPGPHFPLPGR 12.3 189 0,3 0 0 0 0 Thyroid receptor‐interacting protein 6  35450:140423

693.68334 3 timecourse_ATM_combo_4hr 693.68098 3.4 12.77 TRIP6  TRIP6_HUMAN 2 R.RGAS#QASGPLPGPHFPLPGR.G 17.6 100 2.47E+06 RGAS#QASGPLPGPHFPLPGR 2.5 189 0,3 0 0 0 0 Thyroid receptor‐interacting protein 6  35453:140087

628.30402 2 combeffx_ATM_comboi 628.30012 6.21 60.75 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 11.4 100 9.08E+05 SQKLT#QDDIK 78.3 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35301:22773

628.30414 2 timecourse_ATM_combo_1hr 628.30012 6.4 56.38 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 49.7 100 9.84E+05 SQKLT#QDDIK 88.8 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35456:59118

628.30416 2 combeffx_ATM_comboi 628.30012 6.43 53.83 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 16.1 100 1.40E+06 SQKLT#QDDIK 78.3 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35300:24760

628.30347 2 timecourse_ATM_combo_4hr 628.30012 5.35 53.62 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 251.1 100 4.79E+06 SQKLT#QDDIK 70.9 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35452:57130

628.30407 2 combeffx_ATM_comboi 628.30012 6.29 53.29 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 14.1 100 1.40E+06 SQKLT#QDDIK 78.3 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35300:24750

628.30403 2 timecourse_ATM_ctrl2 628.30012 6.22 50.63 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 12.9 100 1.92E+05 SQKLT#QDDIK 78.3 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35446:51110

628.30376 2 timecourse_ATM_combo_4hr 628.30012 5.79 49.95 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 246.4 100 4.49E+06 SQKLT#QDDIK 78.3 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35453:58298

628.30408 2 timecourse_ATM_ctrl1 628.30012 6.3 49.76 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 19.8 100 3.50E+05 SQKLT#QDDIK 78.3 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35448:59376

628.3032 2 timecourse_ATM_ctrl1 628.30012 4.9 49.53 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 20.5 100 3.87E+05 SQKLT#QDDIK 78.3 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35449:60076

628.30399 2 timecourse_ATM_combo_8hr 628.30012 6.16 48.49 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 301.6 100 7.32E+06 SQKLT#QDDIK 64.5 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35450:58898

628.30399 2 timecourse_ATM_combo_2hr 628.30012 6.16 46.61 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 85.6 100 1.31E+06 SQKLT#QDDIK 70.9 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35454:55922

1038.97288 2 timecourse_ATM_combo_8hr 1038.96614 6.49 45.4 TRMT6  TRM6_HUMAN 0 R.NIVDDGKS#QKLT#QDDIK.A 5.7 100 1.89E+05 NIVDDGKS#QKLT#QDDIK 1000 103 0 107 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35451:142011

628.30388 2 timecourse_ATM_combo_8hr 628.30012 5.98 44.89 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 328.0 100 7.69E+06 SQKLT#QDDIK 78.3 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35451:58785

628.30377 2 timecourse_ATM_ctrl2 628.30012 5.81 43.61 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 17.1 100 2.46E+05 SQKLT#QDDIK 78.3 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35447:51793

628.30367 2 timecourse_ATM_combo_2hr 628.30012 5.65 39.24 TRMT6  TRM6_HUMAN 0 K.SQKLT#QDDIK.A 85.1 100 1.24E+06 SQKLT#QDDIK 70.9 107 0 0 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35455:55087

692.98359 3 timecourse_ATM_combo_4hr 692.97985 5.4 30.21 TRMT6  TRM6_HUMAN 0 R.NIVDDGKS#QKLT#QDDIK.A 63.4 100 1.85E+06 NIVDDGKS#QKLT#QDDIK 1000 103 0 107 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35453:139757

692.98379 3 timecourse_ATM_combo_4hr 692.97985 5.69 27.56 TRMT6  TRM6_HUMAN 0 R.NIVDDGKS#QKLT#QDDIK.A 57.4 100 1.90E+06 NIVDDGKS#QKLT#QDDIK 1000 103 0 107 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35452:137037

692.98407 3 timecourse_ATM_combo_8hr 692.97985 6.09 22.27 TRMT6  TRM6_HUMAN 0 R.NIVDDGKS#QKLT#QDDIK.A 57.5 100 2.21E+06 NIVDDGKS#QKLT#QDDIK 1000 103 0 107 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35451:142001

692.98471 3 timecourse_ATM_combo_8hr 692.97985 7.01 21.4 TRMT6  TRM6_HUMAN 0 R.NIVDDGKS#QKLT#QDDIK.A 57.7 100 2.20E+06 NIVDDGKS#QKLT#QDDIK 1000 103 0 107 0 0 tRNA (adenine‐N(1)‐)‐methyltransferase non‐catalytic subunit TRM6  35450:140093

993.42806 2 combeffx_ATM_PI3Ki 993.42410 3.99 53.09 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 49.1 100 5.94E+06 MKPPEEGTETSGDS#QLLS 22.7 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35299:52957

993.42866 2 combeffx_ATM_comboi 993.42410 4.59 49.81 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 198.5 100 4.56E+07 MKPPEEGTETSGDS#QLLS 22 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35300:61751

993.42964 2 timecourse_ATM_ctrl1 993.42410 5.58 49.18 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 82.1 100 6.45E+06 MKPPEEGTETSGDS#QLLS 10.7 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35448:134680

993.42844 2 combeffx_ATM_MEKi 993.42410 4.37 47.37 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 21.4 100 1.16E+06 MKPPEEGTETSGDS#QLLS 22.7 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35297:44872

1001.42622 2 combeffx_ATM_comboi 1001.42156 4.65 45.53 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 66.4 100 1.18E+07 M*KPPEEGTETSGDS#QLLS 20.1 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35301:56972

993.4301 2 timecourse_ATM_combo_8hr 993.42410 6.04 44.8 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 245.3 100 4.39E+07 MKPPEEGTETSGDS#QLLS 26.3 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35450:133773

637.76402 2 combeffx_ATM_comboi 637.76103 4.69 44.48 TSPY1  TSPY1_HUMAN 10 E.GTETSGDS#QLLS.‐ 29.4 100 3.98E+06 GTETSGDS#QLLS 35.8 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35300:26140

993.42996 2 timecourse_ATM_ctrl2 993.42410 5.9 43.63 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 62.6 100 3.61E+06 MKPPEEGTETSGDS#QLLS 28.5 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35446:120489

637.76403 2 combeffx_ATM_comboi 637.76103 4.7 43.06 TSPY1  TSPY1_HUMAN 10 E.GTETSGDS#QLLS.‐ 25.8 100 2.60E+06 GTETSGDS#QLLS 49.6 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35301:24026

1001.4263 2 combeffx_ATM_comboi 1001.42156 4.73 42.49 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 77.8 100 1.78E+07 M*KPPEEGTETSGDS#QLLS 17.1 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35300:62388

993.42865 2 combeffx_ATM_comboi 993.42410 4.58 42.12 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 203.5 100 4.54E+07 MKPPEEGTETSGDS#QLLS 28.5 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35300:61741

1001.42552 2 combeffx_ATM_MEKi 1001.42156 3.95 40.44 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 38.3 100 4.48E+06 M*KPPEEGTETSGDS#QLLS 20.1 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35296:49306

993.43011 2 timecourse_ATM_combo_2hr 993.42410 6.05 40.3 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 97.1 100 7.18E+06 MKPPEEGTETSGDS#QLLS 19.8 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35454:126885

1001.42611 2 combeffx_ATM_comboi 1001.42156 4.54 40.24 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 81.1 100 1.78E+07 M*KPPEEGTETSGDS#QLLS 24.2 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35300:62378

993.4284 2 combeffx_ATM_comboi 993.42410 4.33 40.04 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 160.8 100 3.19E+07 MKPPEEGTETSGDS#QLLS 16.2 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35301:56448

993.42888 2 timecourse_ATM_combo_1hr 993.42410 4.81 39.79 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 106.6 100 8.89E+06 MKPPEEGTETSGDS#QLLS 8.5 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35457:137018

1001.42587 2 combeffx_ATM_PI3Ki 1001.42156 4.3 38.7 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 24.4 100 2.92E+06 M*KPPEEGTETSGDS#QLLS 15.2 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35299:53367

993.42756 2 combeffx_ATM_MEKi 993.42410 3.49 38.63 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 26.7 100 1.86E+06 MKPPEEGTETSGDS#QLLS 20.9 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35296:48926

993.42988 2 timecourse_ATM_combo_4hr 993.42410 5.82 38.31 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 153.0 100 2.18E+07 MKPPEEGTETSGDS#QLLS 33.7 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35452:130858

1001.42564 2 combeffx_ATM_MEKi 1001.42156 4.07 37.66 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 38.9 100 4.48E+06 M*KPPEEGTETSGDS#QLLS 25.9 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35296:49316

1001.42592 2 combeffx_ATM_MEKi 1001.42156 4.35 36.98 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 33.0 100 2.98E+06 M*KPPEEGTETSGDS#QLLS 20.1 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35297:45212

993.42866 2 timecourse_ATM_ctrl1 993.42410 4.59 36.68 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 64.0 100 6.36E+06 MKPPEEGTETSGDS#QLLS 20.9 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35449:136941

1001.42567 2 combeffx_ATM_PI3Ki 1001.42156 4.1 36.51 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 25.1 100 3.91E+06 M*KPPEEGTETSGDS#QLLS 17.1 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35298:56402

993.42853 2 combeffx_ATM_comboi 993.42410 4.46 36.19 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 154.5 100 3.19E+07 MKPPEEGTETSGDS#QLLS 13.8 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35301:56458

993.42806 2 combeffx_ATM_PI3Ki 993.42410 3.99 36.1 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 64.4 100 8.92E+06 MKPPEEGTETSGDS#QLLS 26.3 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35298:55942

993.42755 2 combeffx_ATM_ctrl 993.42410 3.47 35.68 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 24.8 100 3.03E+06 MKPPEEGTETSGDS#QLLS 12.1 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35294:60637

993.42901 2 timecourse_ATM_combo_2hr 993.42410 4.94 35.22 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 115.9 100 7.05E+06 MKPPEEGTETSGDS#QLLS 5.4 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35455:127110

993.4279 2 combeffx_ATM_PI3Ki 993.42410 3.83 33.56 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 64.6 100 8.92E+06 MKPPEEGTETSGDS#QLLS 16.2 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35298:55932

1001.42652 2 combeffx_ATM_comboi 1001.42156 4.95 33.22 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 67.0 100 1.18E+07 M*KPPEEGTETSGDS#QLLS 8.1 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35301:56982

993.42874 2 timecourse_ATM_ctrl1 993.42410 4.67 33.17 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 78.8 100 6.34E+06 MKPPEEGTETSGDS#QLLS 22.7 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35449:136951

993.43002 2 timecourse_ATM_ctrl1 993.42410 5.96 32.5 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 67.2 100 6.45E+06 MKPPEEGTETSGDS#QLLS 13.8 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35448:134690

993.43019 2 timecourse_ATM_combo_1hr 993.42410 6.13 31.81 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 96.7 100 9.39E+06 MKPPEEGTETSGDS#QLLS 26.3 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35456:136589

1001.42575 2 combeffx_ATM_ctrl 1001.42156 4.18 31.77 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 23.9 100 4.25E+06 M*KPPEEGTETSGDS#QLLS 27.7 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35294:61107

714.65567 3 combeffx_ATM_comboi 714.65219 4.87 31.28 TSPY1  TSPY1_HUMAN 10 K.RMKPPEEGTETSGDS#QLLS.‐ 28.8 100 5.86E+06 RMKPPEEGTETSGDS#QLLS 33.5 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35300:67261

993.42772 2 combeffx_ATM_ctrl 993.42410 3.64 30.98 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 16.5 100 2.17E+06 MKPPEEGTETSGDS#QLLS 16.4 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35295:58218

993.43019 2 timecourse_ATM_combo_8hr 993.42410 6.13 30.56 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 265.5 100 4.80E+07 MKPPEEGTETSGDS#QLLS 9.5 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35451:135401

993.4295 2 timecourse_ATM_ctrl2 993.42410 5.44 30.35 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 54.1 100 3.85E+06 MKPPEEGTETSGDS#QLLS 17.9 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35447:122776

1001.42592 2 combeffx_ATM_MEKi 1001.42156 4.35 30.12 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTET#SGDSQLLS.‐ 35.7 100 2.98E+06 M*KPPEEGTETSGDS#QLLS 24.2 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35297:45222

993.42932 2 timecourse_ATM_combo_2hr 993.42410 5.25 29.19 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 82.1 100 7.18E+06 MKPPEEGTETSGDS#QLLS 20.9 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35454:126875

637.76456 2 timecourse_ATM_combo_4hr 637.76103 5.54 29.19 TSPY1  TSPY1_HUMAN 10 E.GTETSGDS#QLLS.‐ 12.4 100 5.75E+05 GTETSGDS#QLLS 20.1 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35452:59852

993.42944 2 combeffx_ATM_comboi 993.42410 5.38 29.08 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 190.5 100 4.54E+07 MKPPEEGTETSGDS#QLLS 24.4 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35300:61761

993.429 2 timecourse_ATM_combo_4hr 993.42410 4.93 26.32 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 195.0 100 2.26E+07 MKPPEEGTETSGDS#QLLS 5.4 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35453:133295

714.65563 3 combeffx_ATM_comboi 714.65219 4.81 26.04 TSPY1  TSPY1_HUMAN 10 K.RMKPPEEGTETSGDS#QLLS.‐ 31.9 100 4.50E+06 RMKPPEEGTETSGDS#QLLS 29 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35301:61669

993.42814 2 timecourse_ATM_combo_1hr 993.42410 4.08 25.93 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 92.1 100 8.89E+06 MKPPEEGTETSGDS#QLLS 0 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35457:137008

1001.42596 2 combeffx_ATM_ctrl 1001.42156 4.39 25.69 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 18.6 100 3.06E+06 M*KPPEEGTETSGDS#QLLS 10.7 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35295:58728

1033.41324 2 timecourse_ATM_combo_8hr 1033.40726 5.79 25.62 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETS#GDS#QLLS.‐ 19.7 100 2.26E+06 MKPPEEGTETS#GDS#QLLS 26.4 301 22 304 0 0 Testis‐specific Y‐encoded protein 1  35450:139413

993.4286 2 timecourse_ATM_combo_2hr 993.42410 4.53 25.28 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 95.5 100 7.11E+06 MKPPEEGTETSGDS#QLLS 22.7 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35455:127100

1033.41369 2 timecourse_ATM_combo_1hr 1033.40726 6.22 25.18 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETS#GDS#QLLS.‐ 21.5 100 2.04E+06 MKPPEEGTETS#GDS#QLLS 28.9 301 24.2 304 0 0 Testis‐specific Y‐encoded protein 1  35456:142509

1041.40933 2 combeffx_ATM_MEKi 1041.40472 4.43 25.12 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTET#SGDS#QLLS.‐ 9.9 100 9.17E+05 M*KPPEEGTETS#GDS#QLLS 0 301 ‐1,0 27 304 0 0 Testis‐specific Y‐encoded protein 1  35296:51309

993.43032 2 timecourse_ATM_ctrl2 993.42410 6.26 24.6 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 63.1 100 3.85E+06 MKPPEEGTETSGDS#QLLS 8.1 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35447:122786

1001.42759 2 timecourse_ATM_combo_8hr 1001.42156 6.02 24.39 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 23.4 100 1.46E+06 M*KPPEEGTETSGDSQLLS# 7 308 ‐4,0 0 0 0 0 Testis‐specific Y‐encoded protein 1  35451:136501

1001.42627 2 timecourse_ATM_combo_2hr 1001.42156 4.7 23.73 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 10.6 100 2.89E+05 M*KPPEEGTETSGDS#QLLS 9.7 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35455:128230

1001.4282 2 timecourse_ATM_combo_1hr 1001.42156 6.63 23.19 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 6.5 100 3.09E+05 M*KPPEEGTETSGDS#QLLS 27.7 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35456:137759

1001.42732 2 timecourse_ATM_combo_4hr 1001.42156 5.75 22.88 TSPY1  TSPY1_HUMAN 10 R.M*KPPEEGTETSGDS#QLLS.‐ 13.5 100 6.62E+05 M*KPPEEGTETSGDS#QLLS 9.7 304 ‐4,0 0 0 0 0 Testis‐specific Y‐encoded protein 1  35452:131958

993.42877 2 timecourse_ATM_combo_1hr 993.42410 4.71 22.26 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 77.3 100 9.39E+06 MKPPEEGTETSGDS#QLLS 5.4 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35456:136579

1033.41096 2 timecourse_ATM_combo_8hr 1033.40726 3.58 21.82 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETS#GDS#QLLS.‐ 16.6 100 2.42E+06 MKPPEEGTETS#GDS#QLLS 16.2 301 13.4 304 0 0 Testis‐specific Y‐encoded protein 1  35451:141281

714.65478 3 combeffx_ATM_PI3Ki 714.65219 3.62 21.19 TSPY1  TSPY1_HUMAN 10 K.RMKPPEEGTETS#GDSQLLS.‐ 7.0 100 7.90E+05 RMKPPEEGTETSGDS#QLLS 29 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35299:57391

1033.413 2 timecourse_ATM_combo_2hr 1033.40726 5.55 21.09 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETS#GDS#QLLS.‐ 19.1 100 1.08E+06 MKPPEEGTET#SGDS#QLLS 11.5 300 0,1 20.1 304 0 0 Testis‐specific Y‐encoded protein 1  35454:132445

993.42764 2 timecourse_ATM_combo_4hr 993.42410 3.56 20.97 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 144.2 100 2.19E+07 MKPPEEGTETSGDS#QLLS 9.5 304 0,4 0 0 0 0 Testis‐specific Y‐encoded protein 1  35452:130838

662.62153 3 combeffx_ATM_comboi 662.61849 4.59 20.16 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 15.0 100 2.35E+06 MKPPEEGTETSGDS#QLLS 19.9 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35301:56468

1033.41142 2 timecourse_ATM_combo_1hr 1033.40726 4.03 18.77 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTET#SGDSQLLS#.‐ 15.8 100 1.82E+06 MKPPEEGTETS#GDSQLLS# 28.9 301 8.8 308 ‐4,0 0 0 Testis‐specific Y‐encoded protein 1  35457:142800

1033.41329 2 timecourse_ATM_ctrl2 1033.40726 5.84 18.67 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTET#SGDS#QLLS.‐ 17.3 100 1.16E+06 MKPPEEGTETS#GDS#QLLS 22.9 301 11.9 304 0,4 0 0 Testis‐specific Y‐encoded protein 1  35446:126172

1033.40872 2 timecourse_ATM_ctrl1 1033.40726 1.41 15.22 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETS#GDS#QLLS.‐ 18.4 100 1.19E+06 MKPPEEGTETS#GDS#QLLS 13.2 301 13.4 304 0 0 Testis‐specific Y‐encoded protein 1  35449:142771

662.62206 3 timecourse_ATM_combo_4hr 662.61849 5.39 15.12 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETSGDS#QLLS.‐ 10.9 100 1.04E+06 MKPPEEGTETSGDS#QLLS 17.3 304 0 0 0 0 Testis‐specific Y‐encoded protein 1  35452:130848

1033.411 2 timecourse_ATM_combo_2hr 1033.40726 3.62 13.69 TSPY1  TSPY1_HUMAN 10 R.MKPPEEGTETS#GDS#QLLS.‐ 9.9 100 8.06E+05 MKPPEEGTETS#GDS#QLLS 24.4 301 22 304 0 0 Testis‐specific Y‐encoded protein 1  35455:132620

474.23484 2 timecourse_ATM_combo_4hr 474.23217 5.63 38.08 TSR1  TSR1_HUMAN 0 R.HRAS#QLR.K 612.1 100 6.42E+06 HRAS#QLR 1000 58 0 0 0 0 Pre‐rRNA‐processing protein TSR1 homolog  35453:17666

474.23469 2 timecourse_ATM_combo_8hr 474.23217 5.31 34.78 TSR1  TSR1_HUMAN 0 R.HRAS#QLR.K 3329.0 100 7.60E+06 HRAS#QLR 1000 58 0 0 0 0 Pre‐rRNA‐processing protein TSR1 homolog  35451:17939

474.23417 2 timecourse_ATM_ctrl1 474.23217 4.22 33.6 TSR1  TSR1_HUMAN 0 R.HRAS#QLR.K 198.2 100 1.34E+06 HRAS#QLR 1000 58 0 0 0 0 Pre‐rRNA‐processing protein TSR1 homolog  35449:18012

474.23512 2 timecourse_ATM_ctrl2 474.23217 6.22 33.48 TSR1  TSR1_HUMAN 0 R.HRAS#QLR.K 224.2 100 1.12E+06 HRAS#QLR 1000 58 0 0 0 0 Pre‐rRNA‐processing protein TSR1 homolog  35447:15709

474.23424 2 timecourse_ATM_combo_1hr 474.23217 4.37 33.31 TSR1  TSR1_HUMAN 0 R.HRAS#QLR.K 574.1 100 3.01E+06 HRAS#QLR 1000 58 0 0 0 0 Pre‐rRNA‐processing protein TSR1 homolog  35457:17476

474.2353 2 timecourse_ATM_ctrl1 474.23217 6.6 31.68 TSR1  TSR1_HUMAN 0 R.HRAS#QLR.K 302.6 100 1.72E+06 HRAS#QLR 1000 58 0 0 0 0 Pre‐rRNA‐processing protein TSR1 homolog  35448:17948

474.23532 2 timecourse_ATM_ctrl2 474.23217 6.64 22.9 TSR1  TSR1_HUMAN 0 R.HRAS#QLR.K 210.6 100 1.05E+06 HRAS#QLR 1000 58 0 0 0 0 Pre‐rRNA‐processing protein TSR1 homolog  35446:15812

474.23431 2 combeffx_ATM_PI3Ki 474.23217 4.51 20.4 TSR1  TSR1_HUMAN 0 R.HRAS#QLR.K 36.6 92 1.08E+06 HRAS#QLR 1000 58 0 0 0 0 Pre‐rRNA‐processing protein TSR1 homolog  35298:7328

995.93285 2 timecourse_ATM_combo_1hr 995.92682 6.05 59.95 TTC1  TTC1_HUMAN 2 K.VT#DTQEAECAGPPVPDPK.N 6.2 100 2.30E+05 VT#DTQEAECAGPPVPDPK 24.2 21 0 0 0 0 Tetratricopeptide repeat protein 1  35456:136899

995.93248 2 timecourse_ATM_combo_8hr 995.92682 5.68 57.62 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 55.2 100 4.86E+06 VTDT#QEAECAGPPVPDPK 4.8 23 ‐2,0 0 0 0 0 Tetratricopeptide repeat protein 1  35450:134023

995.93232 2 timecourse_ATM_combo_4hr 995.92682 5.52 57.61 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 43.6 100 2.40E+06 VTDT#QEAECAGPPVPDPK 0 23 ‐2,0 0 0 0 0 Tetratricopeptide repeat protein 1  35452:131148

995.93256 2 timecourse_ATM_combo_2hr 995.92682 5.76 57.48 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 15.6 100 5.10E+05 VTDT#QEAECAGPPVPDPK 0 23 ‐2,0 0 0 0 0 Tetratricopeptide repeat protein 1  35454:127185

995.93244 2 timecourse_ATM_combo_4hr 995.92682 5.64 56.47 TTC1  TTC1_HUMAN 2 K.VT#DTQEAECAGPPVPDPK.N 45.5 100 2.52E+06 VTDT#QEAECAGPPVPDPK 5.9 23 ‐2,0 0 0 0 0 Tetratricopeptide repeat protein 1  35453:133575

995.93201 2 timecourse_ATM_combo_8hr 995.92682 5.21 54.74 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 59.2 100 5.35E+06 VTDT#QEAECAGPPVPDPK 7.5 23 ‐2,0 0 0 0 0 Tetratricopeptide repeat protein 1  35451:135681

995.93352 2 timecourse_ATM_combo_8hr 995.92682 6.73 54.18 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 70.7 100 4.86E+06 VT#DTQEAECAGPPVPDPK 7.7 21 0,2 0 0 0 0 Tetratricopeptide repeat protein 1  35450:134043

664.29063 3 timecourse_ATM_combo_8hr 664.28698 5.49 42.19 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 61.6 100 5.48E+06 VT#DTQEAECAGPPVPDPK 15.2 21 0 0 0 0 Tetratricopeptide repeat protein 1  35451:135691

995.93267 2 timecourse_ATM_combo_8hr 995.92682 5.87 40.48 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 66.8 100 5.35E+06 VTDT#QEAECAGPPVPDPK 0 23 ‐2,0 0 0 0 0 Tetratricopeptide repeat protein 1  35451:135701

664.291 3 timecourse_ATM_combo_8hr 664.28698 6.05 39.12 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 66.9 100 5.72E+06 VTDT#QEAECAGPPVPDPK 0 23 ‐2,0 0 0 0 0 Tetratricopeptide repeat protein 1  35450:134033

995.93196 2 timecourse_ATM_combo_2hr 995.92682 5.16 35.8 TTC1  TTC1_HUMAN 2 K.VT#DTQEAECAGPPVPDPK.N 13.7 100 4.83E+05 VTDT#QEAECAGPPVPDPK 0 23 ‐2,0 0 0 0 0 Tetratricopeptide repeat protein 1  35455:127410

664.29066 3 timecourse_ATM_combo_4hr 664.28698 5.54 35.79 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 40.9 100 2.89E+06 VT#DTQEAECAGPPVPDPK 15.2 21 0 0 0 0 Tetratricopeptide repeat protein 1  35452:131158

664.29044 3 timecourse_ATM_combo_4hr 664.28698 5.21 35.07 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 42.5 100 2.84E+06 VT#DTQEAECAGPPVPDPK 11.6 21 0,2 0 0 0 0 Tetratricopeptide repeat protein 1  35453:133565

664.29026 3 timecourse_ATM_combo_2hr 664.28698 4.94 26.29 TTC1  TTC1_HUMAN 2 K.VTDT#QEAECAGPPVPDPK.N 12.2 100 5.11E+05 VT#DTQEAECAGPPVPDPK 13.4 21 0 0 0 0 Tetratricopeptide repeat protein 1  35455:127400

859.86167 2 combeffx_ATM_comboi 859.85819 4.06 61.25 TTF1  TTF1_HUMAN 2 R.EYETLAMPEGS#QAGR.E 7.9 100 9.71E+05 EYETLAMPEGS#QAGR 109.5 240 0 0 0 0 Transcription termination factor 1  35301:46710

1067.45387 3 timecourse_ATM_combo_8hr 1067.44806 5.44 56.14 TTF1  TTF1_HUMAN 2 K.SNHQEFEALAMPEGS#QVGSEVGADMQESR.P 16.9 100 1.76E+06 SNHQEFEALAMPEGS#QVGSEVGADMQESR 16.4 297 0 0 0 0 Transcription termination factor 1  35451:181040

1067.45376 3 timecourse_ATM_combo_8hr 1067.44806 5.34 50.16 TTF1  TTF1_HUMAN 2 K.SNHQEFEALAMPEGS#QVGSEVGADMQESR.P 16.6 100 1.42E+06 SNHQEFEALAMPEGS#QVGSEVGADMQESR 28.7 297 0 0 0 0 Transcription termination factor 1  35450:178240

1067.45071 3 timecourse_ATM_combo_4hr 1067.44806 2.48 48.93 TTF1  TTF1_HUMAN 2 K.SNHQEFEALAMPEGS#QVGSEVGADMQESR.P 9.4 100 7.07E+05 SNHQEFEALAMPEGS#QVGSEVGADMQESR 18.4 297 0 0 0 0 Transcription termination factor 1  35453:176681

859.86184 2 combeffx_ATM_comboi 859.85819 4.24 48.79 TTF1  TTF1_HUMAN 2 R.EYETLAMPEGS#QAGR.E 9.1 100 1.41E+06 EYETLAMPEGS#QAGR 81.6 240 0 0 0 0 Transcription termination factor 1  35300:51221

859.86248 2 timecourse_ATM_combo_2hr 859.85819 4.99 45.88 TTF1  TTF1_HUMAN 2 R.EYETLAMPEGS#QAGR.E 12.8 100 5.82E+05 EYETLAMPEGS#QAGR 101 240 0 0 0 0 Transcription termination factor 1  35454:105571

859.86199 2 timecourse_ATM_combo_4hr 859.85819 4.42 43.09 TTF1  TTF1_HUMAN 2 R.EYETLAMPEGS#QAGR.E 27.4 100 1.60E+06 EYETLAMPEGS#QAGR 78.2 240 0 0 0 0 Transcription termination factor 1  35453:111020

859.86162 2 timecourse_ATM_combo_2hr 859.85819 3.99 42.58 TTF1  TTF1_HUMAN 2 R.EYETLAMPEGS#QAGR.E 15.4 100 5.53E+05 EYETLAMPEGS#QAGR 91.9 240 0 0 0 0 Transcription termination factor 1  35455:105349

859.86234 2 timecourse_ATM_combo_8hr 859.85819 4.83 42.46 TTF1  TTF1_HUMAN 2 R.EYETLAMPEGS#QAGR.E 30.4 100 2.66E+06 EYETLAMPEGS#QAGR 103.3 240 0 0 0 0 Transcription termination factor 1  35451:112395

1067.45334 3 timecourse_ATM_combo_2hr 1067.44806 4.95 41.1 TTF1  TTF1_HUMAN 2 K.SNHQEFEALAMPEGS#QVGSEVGADMQESR.P 4.3 100 2.59E+05 SNHQEFEALAMPEGS#QVGSEVGADMQESR 34.1 297 0 0 0 0 Transcription termination factor 1  35455:167901

1067.45409 3 timecourse_ATM_combo_2hr 1067.44806 5.65 35.89 TTF1  TTF1_HUMAN 2 K.SNHQEFEALAMPEGS#QVGSEVGADMQESR.P 3.8 100 2.11E+05 SNHQEFEALAMPEGS#QVGSEVGADMQESR 6 297 0,4 0 0 0 0 Transcription termination factor 1  35454:166531

836.86452 4 timecourse_ATM_combo_4hr 836.86033 5.01 33.75 TTF1  TTF1_HUMAN 2 K.KSNHQEFEALAM*PEGS#QVGSEVGADMQESR.P 6.1 100 4.34E+05 KSNHQEFEALAM*PEGS#QVGSEVGADMQESR 19.2 297 0 0 0 0 Transcription termination factor 1  35453:178641

986.86032 5 timecourse_ATM_combo_4hr 986.85477 5.62 30.35 TTF1  TTF1_HUMAN 2 K.SNHQEFEALAMPEGS#QVGSEVGADMQESRPAVGLHGETAGIPAPAYK.N 3.2 100 2.42E+05 SNHQEFEALAMPEGS#QVGSEVGADMQESRPAVGL 6.2 297 0,31 0 0 0 0 Transcription termination factor 1  35452:181500

986.85935 5 timecourse_ATM_combo_4hr 986.85477 4.64 28.9 TTF1  TTF1_HUMAN 2 K.SNHQEFEALAMPEGS#QVGSEVGADMQESRPAVGLHGETAGIPAPAYK.N 4.2 100 3.55E+05 SNHQEFEALAMPEGS#QVGSEVGADMQESRPAVGL 13.2 297 0 0 0 0 Transcription termination factor 1  35453:185111

836.86387 4 timecourse_ATM_combo_8hr 836.86033 4.23 24.88 TTF1  TTF1_HUMAN 2 K.KSNHQEFEALAM*PEGS#QVGSEVGADMQESR.P 9.4 100 8.35E+05 KSNHQEFEALAM*PEGS#QVGSEVGADMQESR 12.5 297 ‐14,0 0 0 0 0 Transcription termination factor 1  35451:182990

1233.32349 4 timecourse_ATM_combo_4hr 1233.31665 5.55 19.57 TTF1  TTF1_HUMAN 2 K.SNHQEFEALAMPEGS#QVGSEVGADMQESRPAVGLHGETAGIPAPAYK.N 3.6 100 2.52E+05 SNHQEFEALAMPEGS#QVGSEVGADMQESRPAVGL 16.1 297 0 0 0 0 Transcription termination factor 1  35453:185121



738.9903 3 timecourse_ATM_combo_4hr 738.98635 5.36 40.15 TTF2  TTF2_HUMAN 0 K.SQQCQGNELTRPSASS#QEK.S 8.1 100 2.31E+05 SQQCQGNELTRPS#ASSQEK 4.5 233 0,2 0 0 0 0 Transcription termination factor 2  35452:145336

738.99047 3 timecourse_ATM_combo_4hr 738.98635 5.58 37.04 TTF2  TTF2_HUMAN 0 K.SQQCQGNELTRPS#ASSQEK.S 11.9 100 2.53E+05 SQQCQGNELTRPS#ASSQEK 6 233 0,2 0 0 0 0 Transcription termination factor 2  35453:147791

738.99057 3 timecourse_ATM_combo_2hr 738.98635 5.71 31.64 TTF2  TTF2_HUMAN 0 K.SQQCQGNELTRPS#ASSQEK.S 9.6 100 1.49E+05 SQQCQGNELTRPS#ASSQEK 4.5 233 0,2 0 0 0 0 Transcription termination factor 2  35454:140951

738.9906 3 timecourse_ATM_combo_8hr 738.98635 5.75 31.28 TTF2  TTF2_HUMAN 0 K.SQQCQGNELTRPSASS#QEK.S 7.9 100 1.95E+05 SQQCQGNELTRPSASS#QEK 0 236 ‐3,0 0 0 0 0 Transcription termination factor 2  35450:149110

738.99036 3 timecourse_ATM_combo_8hr 738.98635 5.43 31.14 TTF2  TTF2_HUMAN 0 K.SQQCQGNELTRPS#ASSQEK.S 10.4 100 2.65E+05 SQQCQGNELTRPS#ASSQEK 2.8 233 0,2 0 0 0 0 Transcription termination factor 2  35451:151080

738.98975 3 timecourse_ATM_combo_1hr 738.98635 4.6 29.89 TTF2  TTF2_HUMAN 0 K.SQQCQGNELTRPS#ASSQEK.S 6.9 100 1.82E+05 SQQCQGNELTRPS#ASSQEK 14.9 233 0 0 0 0 Transcription termination factor 2  35457:151465

738.98986 3 timecourse_ATM_combo_2hr 738.98635 4.75 27.77 TTF2  TTF2_HUMAN 0 K.SQQCQGNELTRPS#ASSQEK.S 10.1 100 1.69E+05 SQQCQGNELTRPS#ASSQEK 3.5 233 0,2 0 0 0 0 Transcription termination factor 2  35455:141091

784.43127 2 combeffx_ATM_comboi 784.42637 6.25 97.51 TUBA1B  TBA1B_HUMAN 18 R.LIS#QIVSSITASLR.F 24.4 100 4.16E+05 LIS#QIVSSITASLR 72.4 232 0 0 0 0 Tubulin alpha‐1B chain  35300:42494

784.43123 2 combeffx_ATM_comboi 784.42637 6.2 90.95 TUBA1B  TBA1B_HUMAN 18 R.LIS#QIVSSITASLR.F 16.6 100 2.00E+05 LIS#QIVSSITASLR 76.7 232 0 0 0 0 Tubulin alpha‐1B chain  35301:38988

784.43102 2 combeffx_ATM_PI3Ki 784.42637 5.93 48.47 TUBA1B  TBA1B_HUMAN 18 R.LIS#QIVSSITASLR.F 5.1 100 3.50E+04 LIS#QIVSSITASLR 35 232 0 0 0 0 Tubulin alpha‐1B chain  35299:37390

870.43873 2 timecourse_ATM_ctrl1 870.43441 4.97 81.3 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 50.8 100 3.43E+06 ALTVPELT#QQVFDAK 63.9 290 0 0 0 0 Tubulin beta chain  35449:116091

870.43664 2 combeffx_ATM_MEKi 870.43441 2.56 72.57 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 19.0 100 1.24E+06 ALTVPELT#QQVFDAK 87.2 290 0 0 0 0 Tubulin beta chain  35296:41925

870.43691 2 combeffx_ATM_ctrl 870.43441 2.87 70.83 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 11.7 100 1.15E+06 ALTVPELT#QQVFDAK 56.6 290 0 0 0 0 Tubulin beta chain  35294:51327

870.43757 2 combeffx_ATM_ctrl 870.43441 3.63 64.7 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 9.2 100 9.54E+05 ALTVPELT#QQVFDAK 75.5 290 0 0 0 0 Tubulin beta chain  35295:49203

870.43749 2 combeffx_ATM_comboi 870.43441 3.54 63.95 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 11.2 100 1.55E+06 ALTVPELT#QQVFDAK 65.4 290 0 0 0 0 Tubulin beta chain  35301:47595

870.43989 2 timecourse_ATM_combo_8hr 870.43441 6.3 56.96 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 45.1 100 4.13E+06 ALTVPELT#QQVFDAK 80.7 290 0 0 0 0 Tubulin beta chain  35451:114142

870.43983 2 timecourse_ATM_combo_1hr 870.43441 6.23 54.23 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 61.7 100 3.87E+06 ALTVPELT#QQVFDAK 51 290 0 0 0 0 Tubulin beta chain  35456:115721

870.43744 2 timecourse_ATM_ctrl2 870.43441 3.48 49.72 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 24.7 100 2.07E+06 ALTVPELT#QQVFDAK 51 290 0 0 0 0 Tubulin beta chain  35447:102153

870.4384 2 timecourse_ATM_ctrl2 870.43441 4.58 47.81 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 25.2 100 1.89E+06 ALTVPELT#QQVFDAK 51 290 0 0 0 0 Tubulin beta chain  35446:100287

870.43561 2 timecourse_ATM_combo_4hr 870.43441 1.38 43.91 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 0.00E+00 ALTVPELT#QQVFDAK 61.7 290 0 0 0 0 Tubulin beta chain  35453:112843

870.43601 2 timecourse_ATM_combo_1hr 870.43441 1.84 41.94 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 37.2 100 3.97E+06 ALTVPELT#QQVFDAK 58.1 290 0 0 0 0 Tubulin beta chain  35457:115212

870.43765 2 combeffx_ATM_MEKi 870.43441 3.72 38.24 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 19.5 100 8.65E+05 ALTVPELT#QQVFDAK 60 290 0 0 0 0 Tubulin beta chain  35297:38649

870.43808 2 combeffx_ATM_comboi 870.43441 4.22 35.86 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 16.1 100 3.32E+06 ALTVPELT#QQVFDAK 35.3 290 0 0 0 0 Tubulin beta chain  35300:52126

870.43667 2 timecourse_ATM_combo_2hr 870.43441 2.6 32.64 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 31.0 100 2.38E+06 ALTVPELT#QQVFDAK 51 290 0 0 0 0 Tubulin beta chain  35455:107005

870.43805 2 combeffx_ATM_MEKi 870.43441 4.18 31.97 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 19.7 100 8.65E+05 ALTVPELT#QQVFDAK 60 290 0 0 0 0 Tubulin beta chain  35297:38659

870.4388 2 timecourse_ATM_combo_2hr 870.43441 5.05 31.67 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 40.8 100 2.34E+06 ALTVPELT#QQVFDAK 58.1 290 0 0 0 0 Tubulin beta chain  35454:107358

870.43805 2 timecourse_ATM_combo_1hr 870.43441 4.18 25.3 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 5.7 94 1.64E+05 ALTVPELT#QQVFDAK 45.1 290 0 0 0 0 Tubulin beta chain  35456:115701

870.43747 2 timecourse_ATM_combo_2hr 870.43441 3.52 23.04 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 27.0 100 2.30E+06 ALTVPELT#QQVFDAK 51.6 290 0 0 0 0 Tubulin beta chain  35454:107338

580.62848 3 timecourse_ATM_combo_8hr 580.62536 5.37 22.65 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 10.8 100 5.90E+05 ALTVPELT#QQVFDAK 48.3 290 0 0 0 0 Tubulin beta chain  35450:113160

580.62876 3 timecourse_ATM_combo_8hr 580.62536 5.86 20.13 TUBB  TBB5_HUMAN 19 R.ALTVPELT#QQVFDAK.N 7.4 100 5.35E+05 ALTVPELT#QQVFDAK 45.8 290 0 0 0 0 Tubulin beta chain  35451:114132

740.67745 3 timecourse_ATM_combo_8hr 740.67098 8.75 36.3 TUBB1  TBB1_HUMAN 0 R.LHFFMPGFAPLTAQGS#QQY.R 4.3 100 4.80E+05 LHFFMPGFAPLTAQGS#QQY 15.2 278 0 0 0 0 Tubulin beta‐1 chain  35451:151430

740.67657 3 timecourse_ATM_combo_8hr 740.67098 7.55 32.45 TUBB1  TBB1_HUMAN 0 R.LHFFMPGFAPLTAQGS#QQY.R 4.9 100 4.79E+05 LHFFMPGFAPLTAQGS#QQY 9.4 278 0,3 0 0 0 0 Tubulin beta‐1 chain  35450:149460

807.38759 3 combeffx_ATM_comboi 807.38383 4.66 49.17 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 49.5 100 7.22E+06 LHFFMPGFAPLT#SRGSQQYR 0 274 0,4 0 0 0 0 Tubulin beta‐2A chain  35300:72731

609.79049 4 combeffx_ATM_MEKi 609.78842 3.41 48.06 TUBB2A  TBB2A_HUMAN 48 R.LHFFM*PGFAPLTSRGS#QQYR.A 9.4 100 4.59E+05 LHFFM*PGFAPLTS#RGSQQYR 6.2 275 ‐1,3 0 0 0 0 Tubulin beta‐2A chain  35297:51708

807.38643 3 combeffx_ATM_MEKi 807.38383 3.22 46.05 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTS#RGSQQYR.A 28.6 100 1.13E+06 LHFFMPGFAPLT#SRGSQQYR 0 274 0,4 0 0 0 0 Tubulin beta‐2A chain  35296:56548

812.71792 3 combeffx_ATM_PI3Ki 812.71547 3.01 45.53 TUBB2A  TBB2A_HUMAN 48 R.LHFFM*PGFAPLTSRGS#QQYR.A 8.3 100 8.35E+05 LHFFM*PGFAPLTSRGSQQY#R 0 281 ‐6,0 0 0 0 0 Tubulin beta‐2A chain  35298:65386

605.79252 4 combeffx_ATM_comboi 605.78969 4.67 44.41 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 38.7 100 3.05E+06 LHFFMPGFAPLTSRGS#QQYR 7.3 278 ‐4,0 0 0 0 0 Tubulin beta‐2A chain  35301:66529

807.3863 3 combeffx_ATM_PI3Ki 807.38383 3.06 43.77 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 40.2 100 2.38E+06 LHFFMPGFAPLTSRGS#QQYR 2.6 278 ‐3,0 0 0 0 0 Tubulin beta‐2A chain  35299:61814

812.71888 3 combeffx_ATM_comboi 812.71547 4.2 42.69 TUBB2A  TBB2A_HUMAN 48 R.LHFFM*PGFAPLTSRGS#QQYR.A 10.4 100 1.02E+06 LHFFM*PGFAPLTSRGS#QQYR 0 278 ‐4,0 0 0 0 0 Tubulin beta‐2A chain  35301:66739

812.7183 3 combeffx_ATM_MEKi 812.71547 3.48 38.37 TUBB2A  TBB2A_HUMAN 48 R.LHFFM*PGFAPLTSRGS#QQYR.A 13.9 100 6.73E+05 LHFFM*PGFAPLTSRGS#QQYR 9.6 278 0,3 0 0 0 0 Tubulin beta‐2A chain  35297:51718

807.38726 3 combeffx_ATM_comboi 807.38383 4.25 38.19 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 52.1 100 5.39E+06 LHFFMPGFAPLT#SRGSQQYR 0 274 0,4 0 0 0 0 Tubulin beta‐2A chain  35301:66519

755.35486 3 timecourse_ATM_combo_2hr 755.35013 6.28 37.99 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 21.5 100 6.55E+05 LHFFMPGFAPLTSRGS#QQY 27.1 278 0 0 0 0 Tubulin beta‐2A chain  35455:142931

605.79254 4 combeffx_ATM_comboi 605.78969 4.7 37.88 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 48.9 100 5.53E+06 LHFFMPGFAPLTSRGS#QQYR 0 278 ‐4,3 0 0 0 0 Tubulin beta‐2A chain  35300:72741

755.35487 3 timecourse_ATM_ctrl1 755.35013 6.28 37.74 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 24.3 100 8.80E+05 LHFFMPGFAPLTSRGS#QQY 22.1 278 0 0 0 0 Tubulin beta‐2A chain  35449:153339

755.35515 3 timecourse_ATM_combo_4hr 755.35013 6.65 37.15 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 35.4 100 1.57E+06 LHFFMPGFAPLTSRGS#QQY 21.3 278 0 0 0 0 Tubulin beta‐2A chain  35452:147060

755.35554 3 timecourse_ATM_combo_1hr 755.35013 7.18 36.66 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 28.4 100 1.05E+06 LHFFMPGFAPLTSRGS#QQY 23.1 278 0 0 0 0 Tubulin beta‐2A chain  35457:153165

605.79176 4 combeffx_ATM_PI3Ki 605.78969 3.42 35.81 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 37.3 100 2.23E+06 LHFFMPGFAPLTSRGSQQY#R 6 281 ‐7,0 0 0 0 0 Tubulin beta‐2A chain  35298:65176

807.38658 3 combeffx_ATM_ctrl 807.38383 3.41 35.8 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTS#RGSQQYR.A 18.9 100 1.30E+06 LHFFMPGFAPLTS#RGSQQYR 4 275 0,3 0 0 0 0 Tubulin beta‐2A chain  35295:68287

807.38638 3 combeffx_ATM_PI3Ki 807.38383 3.16 35.58 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLT#SRGSQQYR.A 60.4 100 4.20E+06 LHFFMPGFAPLT#SRGSQQYR 8.7 274 0,4 0 0 0 0 Tubulin beta‐2A chain  35298:65166

812.71706 3 combeffx_ATM_MEKi 812.71547 1.96 35.49 TUBB2A  TBB2A_HUMAN 48 R.LHFFM*PGFAPLTSRGS#QQYR.A 20.8 100 1.22E+06 LHFFM*PGFAPLTSRGS#QQYR 0 278 ‐4,0 0 0 0 0 Tubulin beta‐2A chain  35296:56698

605.79226 4 combeffx_ATM_MEKi 605.78969 4.24 35.46 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 12.2 100 4.16E+05 LHFFMPGFAPLTSRGS#QQYR 0 278 ‐4,0 0 0 0 0 Tubulin beta‐2A chain  35297:51528

755.35594 3 timecourse_ATM_ctrl2 755.35013 7.69 34.44 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 31.1 100 1.11E+06 LHFFMPGFAPLTSRGS#QQY 27.1 278 0 0 0 0 Tubulin beta‐2A chain  35446:136662

812.71809 3 combeffx_ATM_ctrl 812.71547 3.22 34.36 TUBB2A  TBB2A_HUMAN 48 R.LHFFM*PGFAPLTS#RGSQQYR.A 6.8 100 7.58E+05 LHFFM*PGFAPLTSRGS#QQYR 2.8 278 ‐4,0 0 0 0 0 Tubulin beta‐2A chain  35294:70494

755.35551 3 timecourse_ATM_combo_2hr 755.35013 7.12 34.15 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 21.1 100 5.58E+05 LHFFMPGFAPLTSRGS#QQY 21.3 278 0 0 0 0 Tubulin beta‐2A chain  35454:142541

755.35469 3 timecourse_ATM_combo_8hr 755.35013 6.04 33.02 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 41.4 100 2.70E+06 LHFFMPGFAPLTSRGS#QQY 21.3 278 0 0 0 0 Tubulin beta‐2A chain  35450:151080

605.79176 4 combeffx_ATM_PI3Ki 605.78969 3.42 32.43 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 37.7 100 1.90E+06 LHFFMPGFAPLTSRGS#QQYR 0 278 ‐4,3 0 0 0 0 Tubulin beta‐2A chain  35299:61824

755.35538 3 timecourse_ATM_combo_8hr 755.35013 6.95 32.34 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 43.5 100 3.08E+06 LHFFMPGFAPLTSRGS#QQY 23.1 278 0 0 0 0 Tubulin beta‐2A chain  35451:153050

755.35575 3 timecourse_ATM_ctrl2 755.35013 7.44 31.71 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 37.6 100 1.30E+06 LHFFMPGFAPLTS#RGSQQY 0 275 ‐1,0 0 0 0 0 Tubulin beta‐2A chain  35447:139183

807.38643 3 combeffx_ATM_ctrl 807.38383 3.22 31.65 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 18.4 100 1.25E+06 LHFFMPGFAPLT#SRGSQQYR 0 274 0,4 0 0 0 0 Tubulin beta‐2A chain  35294:70344

609.78965 4 combeffx_ATM_MEKi 609.78842 2.02 29.88 TUBB2A  TBB2A_HUMAN 48 R.LHFFM*PGFAPLTS#RGSQQYR.A 13.2 100 6.74E+05 LHFFM*PGFAPLTS#RGSQQYR 5.2 275 ‐1,6 0 0 0 0 Tubulin beta‐2A chain  35296:56708

755.3556 3 timecourse_ATM_combo_4hr 755.35013 7.24 28.52 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 34.3 100 1.70E+06 LHFFMPGFAPLTSRGS#QQY 21.3 278 0 0 0 0 Tubulin beta‐2A chain  35453:149701

755.35602 3 timecourse_ATM_ctrl1 755.35013 7.8 28.24 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 23.5 100 8.09E+05 LHFFMPGFAPLTSRGS#QQY 23.1 278 0 0 0 0 Tubulin beta‐2A chain  35448:150860

807.38681 3 combeffx_ATM_MEKi 807.38383 3.69 26.68 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGSQQY#R.A 13.4 100 6.13E+05 LHFFMPGFAPLTS#RGSQQYR 6.3 275 ‐1,6 0 0 0 0 Tubulin beta‐2A chain  35297:51518

605.79169 4 combeffx_ATM_MEKi 605.78969 3.3 23.65 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQYR.A 18.1 100 6.46E+05 LHFFMPGFAPLTSRGSQQY#R 2.9 281 ‐7,0 0 0 0 0 Tubulin beta‐2A chain  35296:56558

755.35601 3 timecourse_ATM_combo_1hr 755.35013 7.78 22.15 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLTSRGS#QQY.R 25.2 100 9.35E+05 LHFFMPGFAPLTSRGS#QQY 21.3 278 0 0 0 0 Tubulin beta‐2A chain  35456:153167

807.38627 3 combeffx_ATM_PI3Ki 807.38383 3.02 19.7 TUBB2A  TBB2A_HUMAN 48 R.LHFFMPGFAPLT#SRGSQQYR.A 39.8 100 2.38E+06 LHFFMPGFAPLT#SRGSQQYR 10.3 274 0,7 0 0 0 0 Tubulin beta‐2A chain  35299:61804

886.42155 2 timecourse_ATM_combo_1hr 886.42044 1.25 53.86 TUBB3  TBB3_HUMAN 16 R.ALTVPELT#QQMFDAK.N 3.9 100 5.23E+05 ALTVPELT#QQMFDAK 48.8 290 0 0 0 0 Tubulin beta‐3 chain  35457:118343

886.42249 2 timecourse_ATM_combo_8hr 886.42044 2.31 52.16 TUBB3  TBB3_HUMAN 16 R.ALTVPELT#QQMFDAK.N 5.6 100 5.33E+05 ALTVPELT#QQMFDAK 57.4 290 0 0 0 0 Tubulin beta‐3 chain  35450:116170

992.97467 2 timecourse_ATM_combo_1hr 992.97241 2.28 97.42 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 18.2 100 1.49E+06 LAWTLTANQPSS#QATTSK 19.3 214 0 0 0 0 Gamma‐tubulin complex component 3  35457:136978

992.97514 2 timecourse_ATM_combo_4hr 992.97241 2.75 87.66 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 12.9 100 8.37E+05 LAWTLTANQPSS#QATTSK 18.4 214 0 0 0 0 Gamma‐tubulin complex component 3  35453:133275

992.97463 2 timecourse_ATM_ctrl1 992.97241 2.24 86.71 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPS#SQATTSK.G 15.1 100 1.50E+06 LAWTLTANQPSS#QATTSK 21.5 214 0 0 0 0 Gamma‐tubulin complex component 3  35449:136901

992.97711 2 timecourse_ATM_ctrl1 992.97241 4.73 83.59 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 20.3 100 1.46E+06 LAWTLTANQPSS#QATTSK 22.9 214 0 0 0 0 Gamma‐tubulin complex component 3  35448:134660

992.97821 2 timecourse_ATM_ctrl2 992.97241 5.84 82.54 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 12.5 100 6.46E+05 LAWTLTANQPSS#QATTSK 18.4 214 0 0 0 0 Gamma‐tubulin complex component 3  35447:122746

992.97582 2 timecourse_ATM_combo_4hr 992.97241 3.43 78.21 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 9.6 100 8.58E+05 LAWTLTANQPSS#QATTSK 7.9 214 ‐1,0 0 0 0 0 Gamma‐tubulin complex component 3  35452:130808

992.97873 2 timecourse_ATM_ctrl2 992.97241 6.36 73.14 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 14.9 100 6.34E+05 LAWTLTANQPSS#QATTSK 8.6 214 ‐1,0 0 0 0 0 Gamma‐tubulin complex component 3  35446:120449

992.97741 2 timecourse_ATM_combo_2hr 992.97241 5.04 72.9 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 14.3 100 6.66E+05 LAWTLTANQPSS#QATTSK 13.2 214 0 0 0 0 Gamma‐tubulin complex component 3  35454:126845

992.97491 2 timecourse_ATM_combo_8hr 992.97241 2.52 68.66 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 5.0 100 4.76E+05 LAWTLTANQPSS#QATTSK 7.9 214 ‐1,0 0 0 0 0 Gamma‐tubulin complex component 3  35450:133743

992.97679 2 timecourse_ATM_combo_1hr 992.97241 4.41 67.11 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 18.6 100 1.23E+06 LAWTLTANQPSS#QATTSK 11.5 214 ‐1,0 0 0 0 0 Gamma‐tubulin complex component 3  35456:136549

992.97515 2 combeffx_ATM_MEKi 992.97241 2.76 62.46 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 10.2 100 5.54E+05 LAWTLTANQPSS#QATTSK 22.9 214 0 0 0 0 Gamma‐tubulin complex component 3  35296:48916

992.97732 2 timecourse_ATM_combo_2hr 992.97241 4.95 59.37 TUBGCP3  GCP3_HUMAN 2 R.LAWTLTANQPSS#QATTSK.G 15.6 100 6.71E+05 LAWTLTANQPS#SQATTSK 0 213 0,1 0 0 0 0 Gamma‐tubulin complex component 3  35455:127080

584.29596 2 timecourse_ATM_ctrl2 584.29209 6.62 48.1 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 24.2 100 3.40E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35446:38428

584.29565 2 timecourse_ATM_combo_4hr 584.29209 6.09 44.15 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 22.1 100 3.99E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35453:44008

584.2959 2 timecourse_ATM_combo_2hr 584.29209 6.52 39.66 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 26.9 100 3.85E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35454:42094

584.29484 2 timecourse_ATM_combo_1hr 584.29209 4.71 38.87 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 26.0 100 5.56E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35457:44371

584.29511 2 timecourse_ATM_ctrl1 584.29209 5.17 37.67 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 25.7 100 5.35E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35449:45418

584.29577 2 timecourse_ATM_combo_1hr 584.29209 6.3 36.88 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 28.0 100 5.65E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35456:44204

584.29583 2 timecourse_ATM_ctrl1 584.29209 6.4 36.78 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 29.6 100 5.40E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35448:44703

584.29537 2 timecourse_ATM_combo_8hr 584.29209 5.61 36.62 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 20.5 100 4.98E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35451:44138

584.29511 2 timecourse_ATM_combo_4hr 584.29209 5.17 36.4 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 21.6 100 3.77E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35452:43013

584.29553 2 timecourse_ATM_ctrl2 584.29209 5.89 35.93 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 26.7 100 3.69E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35447:38856

584.29549 2 timecourse_ATM_combo_2hr 584.29209 5.82 35.85 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 23.4 100 3.60E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35455:41347

584.29554 2 timecourse_ATM_combo_8hr 584.29209 5.9 32.92 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEK.D 19.6 100 4.86E+05 KQS#QLVQEK 1000 218 0 0 0 0 Alpha‐taxilin  35450:44069

422.96915 4 timecourse_ATM_combo_1hr 422.96744 4.04 29.88 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEKDHLR.G 41.8 100 8.12E+05 KQS#QLVQEKDHLR 1000 218 0 0 0 0 Alpha‐taxilin  35457:110815

422.96943 4 timecourse_ATM_combo_2hr 422.96744 4.7 28.84 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEKDHLR.G 29.0 100 4.37E+05 KQS#QLVQEKDHLR 1000 218 0 0 0 0 Alpha‐taxilin  35455:102779

563.62435 3 timecourse_ATM_ctrl2 563.62083 6.25 25 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEKDHLR.G 9.9 100 2.27E+05 KQS#QLVQEKDHLR 1000 218 0 0 0 0 Alpha‐taxilin  35446:96175

422.96933 4 timecourse_ATM_combo_8hr 422.96744 4.47 24.83 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEKDHLR.G 18.5 100 3.36E+05 KQS#QLVQEKDHLR 1000 218 0 0 0 0 Alpha‐taxilin  35451:109895

422.96923 4 timecourse_ATM_ctrl1 422.96744 4.23 24.42 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEKDHLR.G 37.8 100 7.29E+05 KQS#QLVQEKDHLR 1000 218 0 0 0 0 Alpha‐taxilin  35449:111375

563.62405 3 timecourse_ATM_ctrl2 563.62083 5.71 23.11 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEKDHLR.G 11.5 100 2.57E+05 KQS#QLVQEKDHLR 1000 218 0 0 0 0 Alpha‐taxilin  35447:97835

563.62444 3 timecourse_ATM_ctrl1 563.62083 6.41 18.03 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEKDHLR.G 7.4 100 2.38E+05 KQS#QLVQEKDHLR 1000 218 0 0 0 0 Alpha‐taxilin  35448:109808

563.62411 3 timecourse_ATM_combo_4hr 563.62083 5.82 14.68 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEKDHLR.G 10.1 100 2.14E+05 KQS#QLVQEKDHLR 1000 218 0 0 0 0 Alpha‐taxilin  35453:108562

563.62343 3 timecourse_ATM_combo_1hr 563.62083 4.61 13.53 TXLNA  TXLNA_HUMAN 0 K.KQS#QLVQEKDHLR.G 14.4 100 3.32E+05 KQS#QLVQEKDHLR 1000 218 0 0 0 0 Alpha‐taxilin  35457:110825

727.31096 2 timecourse_ATM_combo_1hr 727.30699 5.47 63.04 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 10.3 100 1.16E+05 NPQNSS#QSADGLR 13.2 59 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35457:84075

727.31139 2 timecourse_ATM_combo_1hr 727.30699 6.05 58.81 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 8.7 100 1.11E+05 NPQNSS#QSADGLR 21.5 59 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35456:83744

727.31145 2 timecourse_ATM_combo_4hr 727.30699 6.13 57.91 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 73.8 100 9.88E+05 NPQNSS#QSADGLR 16.2 59 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35452:80998

727.31168 2 timecourse_ATM_combo_8hr 727.30699 6.45 45.13 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 215.0 100 4.09E+06 NPQNSS#QSADGLR 16.2 59 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35451:83855

727.31162 2 timecourse_ATM_combo_8hr 727.30699 6.37 43.19 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 197.8 100 3.97E+06 NPQNSS#QSADGLR 16.2 59 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35450:83109

727.31136 2 timecourse_ATM_ctrl2 727.30699 6.01 40.06 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 8.0 100 7.11E+04 NPQNS#SQSADGLR 10.3 58 0,1 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35447:73258

727.31183 2 timecourse_ATM_combo_2hr 727.30699 6.65 39.8 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 14.4 100 1.45E+05 NPQNS#SQSADGLR 21.5 58 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35454:78698

727.31132 2 timecourse_ATM_combo_4hr 727.30699 5.95 39.4 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 67.9 100 9.56E+05 NPQNSS#QSADGLR 13.2 59 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35453:82704

727.31141 2 timecourse_ATM_combo_2hr 727.30699 6.08 36.97 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 13.5 100 1.37E+05 NPQNSS#QSADGLR 4.8 59 0,2 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35455:78218

727.31064 2 timecourse_ATM_ctrl1 727.30699 5.02 33.39 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 5.9 100 6.31E+04 NPQNS#SQSADGLR 10.3 58 0,1 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35449:84887

727.3119 2 timecourse_ATM_ctrl2 727.30699 6.76 31.36 U2AF1  U2AF1_HUMAN 1 R.NPQNSS#QSADGLR.C 7.1 100 6.10E+04 NPQNSSQS#ADGLR 8.7 61 ‐2,0 0 0 0 0 Splicing factor U2AF 35 kDa subunit  35446:72122

591.97449 3 combeffx_ATM_comboi 591.97175 4.63 68.79 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 228.1 100 3.52E+07 RQS#QLIDTLQHQVK 63.6 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35300:53596

591.97362 3 combeffx_ATM_MEKi 591.97175 3.16 68.25 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 95.0 100 4.57E+06 RQS#QLIDTLQHQVK 53.8 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35296:42865

823.40938 2 timecourse_ATM_combo_8hr 823.40651 3.49 61.79 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 13.9 100 1.13E+06 RQS#QLIDTLQHQV 93.1 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35450:104277

823.40822 2 timecourse_ATM_combo_4hr 823.40651 2.08 61.5 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 11.9 100 6.42E+05 RQS#QLIDTLQHQV 89.3 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35453:103902

887.45857 2 timecourse_ATM_combo_4hr 887.45399 5.16 61.3 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 27.6 100 1.19E+06 RQS#QLIDTLQHQVK 100.2 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35452:113983

887.45869 2 timecourse_ATM_combo_1hr 887.45399 5.3 60.3 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 21.4 100 9.74E+05 RQS#QLIDTLQHQVK 93.1 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35456:118831

823.40805 2 timecourse_ATM_ctrl1 823.40651 1.87 59.46 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 12.7 100 6.18E+05 RQS#QLIDTLQHQV 100.2 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35448:105087

823.40908 2 timecourse_ATM_combo_8hr 823.40651 3.12 58.54 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 15.8 100 1.14E+06 RQS#QLIDTLQHQV 100.2 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35451:105263

591.97366 3 combeffx_ATM_ctrl 591.97175 3.23 57.19 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 99.7 100 1.13E+07 RQS#QLIDTLQHQVK 93.4 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35295:50641

591.97418 3 combeffx_ATM_comboi 591.97175 4.1 56.44 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 202.1 100 2.45E+07 RQS#QLIDTLQHQVK 64.5 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35301:48933

591.97431 3 timecourse_ATM_combo_4hr 591.97175 4.32 56.26 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 889.1 100 3.67E+07 RQS#QLIDTLQHQVK 76.1 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35453:116013

591.9735 3 combeffx_ATM_PI3Ki 591.97175 2.96 55.67 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 95.4 100 9.94E+06 RQS#QLIDTLQHQVK 65.7 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35298:48551

591.97528 3 timecourse_ATM_ctrl2 591.97175 5.96 55.51 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 560.3 100 1.83E+07 RQS#QLIDTLQHQVK 97.6 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35447:105326

887.45847 2 timecourse_ATM_combo_2hr 887.45399 5.05 55.46 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 21.7 100 5.04E+05 RQS#QLIDTLQHQVK 48.8 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35455:110055

591.97311 3 combeffx_ATM_ctrl 591.97175 2.3 54.15 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 107.0 100 1.30E+07 RQS#QLIDTLQHQVK 60.4 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35294:52727

887.45807 2 timecourse_ATM_ctrl1 887.45399 4.6 53.89 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 26.1 100 1.08E+06 RQS#QLIDTLQHQVK 107.6 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35449:119231

591.97381 3 combeffx_ATM_MEKi 591.97175 3.5 53.71 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 84.1 100 3.82E+06 RQS#QLIDTLQHQVK 64.5 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35297:39469

591.9731 3 combeffx_ATM_PI3Ki 591.97175 2.28 53.65 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 106.3 100 8.65E+06 RQS#QLIDTLQHQVK 52.6 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35299:46380

823.40821 2 timecourse_ATM_ctrl1 823.40651 2.06 53.52 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 14.5 100 6.50E+05 RQS#QLIDTLQHQV 99.2 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35449:106680

887.45875 2 timecourse_ATM_combo_8hr 887.45399 5.36 52.66 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 32.0 100 1.67E+06 RQS#QLIDTLQHQVK 89.3 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35451:117542

887.45941 2 timecourse_ATM_ctrl1 887.45399 6.11 52.61 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 27.8 100 1.14E+06 RQS#QLIDTLQHQVK 89.3 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35448:117381

591.97476 3 timecourse_ATM_combo_1hr 591.97175 5.08 52.31 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 665.2 100 2.67E+07 RQS#QLIDTLQHQVK 79.2 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35456:118821

591.97435 3 timecourse_ATM_combo_1hr 591.97175 4.39 52 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 694.2 100 2.70E+07 RQS#QLIDTLQHQVK 72 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35457:118513

887.45807 2 timecourse_ATM_combo_1hr 887.45399 4.6 51.7 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 19.7 100 8.00E+05 RQS#QLIDTLQHQVK 99.2 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35457:118523

591.97419 3 timecourse_ATM_ctrl1 591.97175 4.12 51.69 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 776.7 100 3.12E+07 RQS#QLIDTLQHQVK 69.2 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35449:119221

887.45886 2 timecourse_ATM_combo_2hr 887.45399 5.49 51.58 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 17.5 100 5.23E+05 RQS#QLIDTLQHQVK 93.1 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35454:110268

887.45941 2 timecourse_ATM_ctrl2 887.45399 6.11 51.16 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 21.9 100 6.90E+05 RQS#QLIDTLQHQVK 80.7 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35447:105336

887.45867 2 timecourse_ATM_combo_8hr 887.45399 5.28 50.25 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 27.5 100 1.53E+06 RQS#QLIDTLQHQVK 89.3 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35450:116370

591.97422 3 combeffx_ATM_comboi 591.97175 4.19 49.21 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 204.0 100 2.45E+07 RQS#QLIDTLQHQVK 44.4 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35301:48943

591.97491 3 timecourse_ATM_combo_2hr 591.97175 5.34 47.95 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 566.2 100 1.65E+07 RQS#QLIDTLQHQVK 68.5 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35454:110258

591.97527 3 timecourse_ATM_ctrl1 591.97175 5.95 46.47 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 764.8 100 3.12E+07 RQS#QLIDTLQHQVK 58.3 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35448:117371

591.97472 3 timecourse_ATM_combo_8hr 591.97175 5.02 45.29 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 800.8 100 4.08E+07 RQS#QLIDTLQHQVK 53.8 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35451:117532

887.45982 2 timecourse_ATM_ctrl2 887.45399 6.57 45.25 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 15.2 100 5.66E+05 RQS#QLIDTLQHQVK 72.1 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35446:103227

591.97447 3 combeffx_ATM_comboi 591.97175 4.59 45.11 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 226.6 100 3.52E+07 RQS#QLIDTLQHQVK 74.3 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35300:53586

823.40936 2 timecourse_ATM_combo_2hr 823.40651 3.46 44.52 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 10.0 100 3.06E+05 RQS#QLIDTLQHQV 63.9 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35454:98548

887.4583 2 timecourse_ATM_combo_4hr 887.45399 4.86 42.52 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 35.1 100 1.46E+06 RQS#QLIDTLQHQVK 81.7 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35453:116023

591.97471 3 timecourse_ATM_combo_2hr 591.97175 5 42.36 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 625.3 100 1.58E+07 RQS#QLIDTLQHQVK 86.2 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35455:110045

591.97518 3 timecourse_ATM_ctrl2 591.97175 5.79 42.08 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 497.4 100 1.77E+07 RQS#QLIDTLQHQVK 64.5 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35446:103217

591.9746 3 timecourse_ATM_combo_4hr 591.97175 4.81 41.8 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 880.4 100 3.90E+07 RQS#QLIDTLQHQVK 80.9 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35452:113973

591.97462 3 timecourse_ATM_combo_8hr 591.97175 4.85 41.76 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQVK.S 822.6 100 4.06E+07 RQS#QLIDTLQHQVK 48.5 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35450:116360

823.40851 2 timecourse_ATM_combo_2hr 823.40651 2.43 41.1 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 8.2 100 2.75E+05 RQS#QLIDTLQHQV 89.3 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35455:98189

549.27493 3 timecourse_ATM_combo_2hr 549.27344 2.71 33.32 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 16.6 100 3.79E+05 RQS#QLIDTLQHQV 58.5 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35455:98199

823.40918 2 timecourse_ATM_ctrl2 823.40651 3.24 33.08 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 9.8 100 2.89E+05 RQS#QLIDTLQHQV 55.5 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35447:93245

549.27501 3 timecourse_ATM_combo_2hr 549.27344 2.86 28.64 UACA  UACA_HUMAN 4 K.RQS#QLIDTLQHQV.K 12.3 100 3.65E+05 RQS#QLIDTLQHQV 53.4 1353 0 0 0 0 Uveal autoantigen with coiled‐coil domains and ankyrin repeats  35454:98538

815.38763 4 timecourse_ATM_combo_4hr 815.38303 5.64 53.66 UBA1  UBA1_HUMAN 5 K.AVTLHDQGTAQWADLSS#QFYLREEDIGK.N 5.4 100 2.50E+05 AVTLHDQGTAQWADLSS#QFYLREEDIGK 17.5 114 0 0 0 0 Ubiquitin‐like modifier‐activating enzyme 1  35453:177541

815.38731 4 timecourse_ATM_combo_2hr 815.38303 5.25 46.7 UBA1  UBA1_HUMAN 5 K.AVTLHDQGTAQWADLSS#QFYLREEDIGK.N 11.8 100 3.96E+05 AVTLHDQGTAQWADLSS#QFYLREEDIGK 11.6 114 0,3 0 0 0 0 Ubiquitin‐like modifier‐activating enzyme 1  35455:168681

815.38751 4 timecourse_ATM_combo_2hr 815.38303 5.49 43.32 UBA1  UBA1_HUMAN 5 K.AVTLHDQGTAQWADLSS#QFYLREEDIGK.N 11.7 100 3.51E+05 AVTLHDQGTAQWADLSS#QFYLREEDIGK 15.8 114 0 0 0 0 Ubiquitin‐like modifier‐activating enzyme 1  35454:167341

815.38718 4 timecourse_ATM_combo_8hr 815.38303 5.09 42.33 UBA1  UBA1_HUMAN 5 K.AVTLHDQGTAQWADLSS#QFYLREEDIGK.N 4.8 100 3.37E+05 AVTLHDQGTAQWADLSS#QFYLREEDIGK 11.6 114 0,3 0 0 0 0 Ubiquitin‐like modifier‐activating enzyme 1  35450:179130

815.38722 4 timecourse_ATM_ctrl1 815.38303 5.14 41.02 UBA1  UBA1_HUMAN 5 K.AVTLHDQGTAQWADLSS#QFYLREEDIGK.N 8.5 100 4.11E+05 AVTLHDQGTAQWADLSS#QFYLREEDIGK 20.1 114 0 0 0 0 Ubiquitin‐like modifier‐activating enzyme 1  35448:176050

815.38827 4 timecourse_ATM_ctrl2 815.38303 6.43 40.83 UBA1  UBA1_HUMAN 5 K.AVTLHDQGTAQWADLSS#QFYLREEDIGK.N 6.1 100 2.19E+05 AVTLHDQGTAQWADLSS#QFYLREEDIGK 17.5 114 0 0 0 0 Ubiquitin‐like modifier‐activating enzyme 1  35446:162932

815.3883 4 timecourse_ATM_combo_1hr 815.38303 6.46 40.69 UBA1  UBA1_HUMAN 5 K.AVTLHDQGTAQWADLSS#QFYLREEDIGK.N 7.9 100 4.30E+05 AVTLHDQGTAQWADLSS#QFYLREEDIGK 11.6 114 0,3 0 0 0 0 Ubiquitin‐like modifier‐activating enzyme 1  35456:179126

1086.84731 3 timecourse_ATM_ctrl1 1086.84162 5.24 36.57 UBA1  UBA1_HUMAN 5 K.AVTLHDQGTAQWADLSS#QFYLREEDIGK.N 6.2 100 3.42E+05 AVTLHDQGTAQWADLSS#QFYLREEDIGK 0 114 0,3 0 0 0 0 Ubiquitin‐like modifier‐activating enzyme 1  35449:178779

647.94063 3 timecourse_ATM_combo_4hr 647.93762 4.65 22.85 UBA2  SAE2_HUMAN 5 K.GVTECYECHPKPT#QR.T 8.5 100 2.46E+05 GVTECYECHPKPT#QR 16.5 166 0 0 0 0 SUMO‐activating enzyme subunit 2  35452:127368

783.84819 2 timecourse_ATM_combo_4hr 783.84543 3.52 49.38 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 14.9 100 6.53E+05 GGSTTGS#QFLEQFK 24.8 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35452:93911

783.84849 2 timecourse_ATM_combo_8hr 783.84543 3.9 46.12 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 15.8 100 9.40E+05 GGSTTGS#QFLEQFK 37.4 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35451:97023

783.84842 2 timecourse_ATM_combo_2hr 783.84543 3.81 46.06 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 18.5 100 5.12E+05 GGSTTGS#QFLEQFK 38.7 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35454:90899

783.84846 2 combeffx_ATM_comboi 783.84543 3.87 44.91 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 14.4 100 1.99E+06 GGSTTGS#QFLEQFK 38.7 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35300:42404

783.84784 2 combeffx_ATM_MEKi 783.84543 3.07 43.74 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 11.5 100 4.36E+05 GGSTTGS#QFLEQFK 40.7 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35297:32020

783.84921 2 timecourse_ATM_ctrl2 783.84543 4.82 40.02 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 15.1 100 4.42E+05 GGSTTGS#QFLEQFK 30.8 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35447:85346

783.84853 2 timecourse_ATM_ctrl1 783.84543 3.95 39.94 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 22.6 100 9.36E+05 GGSTTGS#QFLEQFK 21.3 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35448:96737

783.84806 2 timecourse_ATM_combo_2hr 783.84543 3.36 39.56 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 21.4 100 5.14E+05 GGSTTGS#QFLEQFK 26.5 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35455:90555

783.84767 2 timecourse_ATM_combo_8hr 783.84543 2.86 38.69 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 13.4 100 8.23E+05 GGSTTGS#QFLEQFK 24.8 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35450:96107

783.84744 2 timecourse_ATM_ctrl1 783.84543 2.56 34.68 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 21.2 100 9.45E+05 GGSTTGS#QFLEQFK 24.8 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35449:97934

783.84814 2 timecourse_ATM_combo_4hr 783.84543 3.46 32.63 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 13.2 100 6.24E+05 GGSTTGS#QFLEQFK 30.8 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35453:95702

783.84755 2 combeffx_ATM_MEKi 783.84543 2.7 29.3 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 15.2 100 7.55E+05 GGSTTGS#QFLEQFK 28.5 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35296:34553

783.84796 2 timecourse_ATM_combo_1hr 783.84543 3.24 28.11 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 16.9 100 7.84E+05 GGSTTGS#QFLEQFK 28.5 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35457:97380

783.84811 2 combeffx_ATM_comboi 783.84543 3.42 26.73 UBAP2L  UBP2L_HUMAN 3 K.GGSTTGS#QFLEQFK.T 12.7 100 1.31E+06 GGSTTGS#QFLEQFK 15 360 0 0 0 0 Ubiquitin‐associated protein 2‐like  35301:38908

484.25491 2 timecourse_ATM_ctrl1 484.25223 5.55 37.27 UBE2N  UBE2N_HUMAN 5 R.IIKET#QR.L 21.1 100 2.13E+05 IIKET#QR 1000 12 0 0 0 0 Ubiquitin‐conjugating enzyme E2 N  35449:20498

427.57286 3 timecourse_ATM_combo_8hr 427.57063 5.22 59.16 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 12.7 94 8.12E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35450:62263

427.57284 3 timecourse_ATM_combo_4hr 427.57063 5.17 56.51 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 23.5 100 1.31E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35452:60593

427.57261 3 combeffx_ATM_MEKi 427.57063 4.63 55.33 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 43.3 100 1.29E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35296:22396

427.57319 3 combeffx_ATM_PI3Ki 427.57063 5.99 53.62 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 68.0 100 2.80E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35298:24124

427.57235 3 combeffx_ATM_ctrl 427.57063 4.02 53.15 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 76.5 100 3.75E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35295:24194

427.57241 3 timecourse_ATM_ctrl1 427.57063 4.16 50.34 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 28.0 100 1.59E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35449:63628

427.57261 3 timecourse_ATM_combo_2hr 427.57063 4.63 50.28 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 20.6 100 7.93E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35455:58676

427.57287 3 timecourse_ATM_combo_4hr 427.57063 5.24 49.88 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 22.3 100 1.28E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35453:62042

427.57289 3 timecourse_ATM_ctrl1 427.57063 5.29 49.14 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 27.0 100 1.51E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35448:62935

427.57308 3 timecourse_ATM_combo_2hr 427.57063 5.73 46.7 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 20.7 100 8.19E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35454:59462

427.5725 3 combeffx_ATM_comboi 427.57063 4.37 46.54 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 116.9 100 5.01E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35301:24426

427.57233 3 combeffx_ATM_PI3Ki 427.57063 3.98 45.47 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 74.2 100 2.45E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35299:23762

576.80809 2 timecourse_ATM_ctrl2 576.80483 5.65 42.36 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 62.1 100 1.89E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35446:36035

427.57278 3 combeffx_ATM_comboi 427.57063 5.05 41.65 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 133.6 100 6.90E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35300:26641

576.80678 2 combeffx_ATM_MEKi 576.80483 3.38 41.52 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 23.1 100 1.08E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35297:14800

640.85585 2 timecourse_ATM_combo_1hr 640.85231 5.52 39.89 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 5.3 100 2.65E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35456:62865

576.80741 2 timecourse_ATM_combo_2hr 576.80483 4.47 38.62 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 61.8 100 1.52E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35454:39700

640.85496 2 timecourse_ATM_ctrl1 640.85231 4.14 38.33 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 4.3 100 2.25E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35449:63618

640.85474 2 timecourse_ATM_combo_1hr 640.85231 3.79 37.85 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 4.5 100 2.28E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35457:62985

427.57269 3 timecourse_ATM_ctrl2 427.57063 4.82 37.74 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 36.1 100 1.44E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35447:55040

576.80736 2 timecourse_ATM_ctrl1 576.80483 4.39 37.55 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 67.2 100 2.71E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35448:42043

576.80661 2 timecourse_ATM_combo_1hr 576.80483 3.09 37.38 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 69.9 100 2.82E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35457:41767

576.80705 2 timecourse_ATM_ctrl2 576.80483 3.85 36.65 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 59.6 100 1.94E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35447:36513

576.80704 2 timecourse_ATM_combo_1hr 576.80483 3.83 34.22 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 78.2 100 2.87E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35456:41611

427.57258 3 timecourse_ATM_combo_1hr 427.57063 4.56 33.48 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 31.9 100 1.73E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35457:63015

427.57261 3 timecourse_ATM_combo_8hr 427.57063 4.63 32.7 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 16.5 100 1.14E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35451:62322

576.80758 2 timecourse_ATM_combo_8hr 576.80483 4.77 32.01 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 74.3 100 3.36E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35451:41577

576.80766 2 timecourse_ATM_combo_4hr 576.80483 4.91 30.66 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 68.1 100 2.34E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35452:40504

576.8065 2 timecourse_ATM_combo_2hr 576.80483 2.9 28.73 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 64.1 100 1.66E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35455:38782

427.5732 3 timecourse_ATM_combo_1hr 427.57063 6.01 28.46 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 28.7 100 1.73E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35456:62875

576.80787 2 timecourse_ATM_combo_8hr 576.80483 5.27 27.97 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEK.K 77.7 100 3.57E+06 KAS#QLVGIEK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35450:41570

640.85655 2 combeffx_ATM_comboi 640.85231 6.62 27.8 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 10.1 100 5.63E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35300:26651

427.57298 3 timecourse_ATM_ctrl2 427.57063 5.5 27.43 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 35.5 100 1.38E+06 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35446:54118

640.85546 2 combeffx_ATM_ctrl 640.85231 4.92 23.18 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 5.2 100 3.26E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35294:25380

640.85566 2 timecourse_ATM_combo_4hr 640.85231 5.23 19.74 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 3.9 100 1.76E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35452:60603

640.85622 2 timecourse_ATM_ctrl2 640.85231 6.1 19.47 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 4.5 100 1.83E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35446:54128

640.85577 2 timecourse_ATM_ctrl2 640.85231 5.4 18.64 UBE2T  UBE2T_HUMAN 0 R.KAS#QLVGIEKK.F 7.1 100 2.33E+05 KAS#QLVGIEKK 1000 184 0 0 0 0 Ubiquitin‐conjugating enzyme E2 T  35447:55050

728.31256 2 combeffx_ATM_MEKi 728.30920 4.61 64.1 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 13.9 100 3.44E+05 IGDSS#QGDNNLQK 28.9 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35296:29590

728.31327 2 combeffx_ATM_comboi 728.30920 5.59 62.71 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 62.8 100 2.00E+06 IGDSS#QGDNNLQK 28.9 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35301:33245

728.31399 2 timecourse_ATM_combo_1hr 728.30920 6.58 61.89 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 51.4 100 8.67E+05 IGDSS#QGDNNLQK 26.4 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35456:83974

728.31278 2 timecourse_ATM_ctrl1 728.30920 4.92 54.34 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 48.7 100 7.16E+05 IGDSS#QGDNNLQK 28.9 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35449:85127

728.31375 2 timecourse_ATM_combo_8hr 728.30920 6.25 53.89 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 303.0 100 6.24E+06 IGDSS#QGDNNLQK 24.4 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35450:83289

728.31422 2 timecourse_ATM_combo_8hr 728.30920 6.89 52.96 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 282.1 100 6.43E+06 IGDSS#QGDNNLQK 26.4 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35451:84025

728.31385 2 timecourse_ATM_combo_2hr 728.30920 6.38 52.25 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 53.8 100 6.49E+05 IGDSS#QGDNNLQK 32.4 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35454:78908

728.31254 2 combeffx_ATM_PI3Ki 728.30920 4.59 51.72 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 21.2 100 8.08E+05 IGDSS#QGDNNLQK 24.4 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35298:33183

728.31339 2 timecourse_ATM_ctrl2 728.30920 5.75 47.28 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 41.3 100 4.55E+05 IGDSS#QGDNNLQK 32.4 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35447:73428

728.31415 2 timecourse_ATM_combo_4hr 728.30920 6.8 43.49 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 116.4 100 1.98E+06 IGDSS#QGDNNLQK 19.3 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35453:82934

728.31403 2 timecourse_ATM_combo_4hr 728.30920 6.63 42.74 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 120.8 100 1.93E+06 IGDSS#QGDNNLQK 28.9 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35452:81198

728.31424 2 timecourse_ATM_ctrl1 728.30920 6.92 38.97 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 51.8 100 7.02E+05 IGDSS#QGDNNLQK 22.9 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35448:83748

664.26561 2 timecourse_ATM_combo_8hr 664.26172 5.86 37.7 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQ.K 12.1 100 2.79E+05 IGDSS#QGDNNLQ 32.4 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35450:68546

728.31338 2 timecourse_ATM_combo_1hr 728.30920 5.74 30.73 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 45.7 100 7.82E+05 IGDSS#QGDNNLQK 9.3 218 ‐1,0 0 0 0 0 Ubiquitin‐protein ligase E3A  35457:84285

728.31394 2 timecourse_ATM_ctrl2 728.30920 6.51 28.48 UBE3A  UBE3A_HUMAN 4 R.IGDSS#QGDNNLQK.L 39.2 100 4.11E+05 IGDSS#QGDNNLQK 26.4 218 0 0 0 0 Ubiquitin‐protein ligase E3A  35446:72252

768.35172 2 timecourse_ATM_combo_2hr 768.34813 4.67 64.23 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 55.3 100 1.92E+06 YFEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35455:87885

768.35177 2 timecourse_ATM_combo_8hr 768.34813 4.74 62.5 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 153.0 100 1.02E+07 YFEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35450:93257

768.352 2 combeffx_ATM_comboi 768.34813 5.04 61.67 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 18.2 100 1.85E+06 YFEAVQLSS#QQR 32.4 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35301:37452

768.35214 2 timecourse_ATM_combo_8hr 768.34813 5.22 61.19 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 153.4 100 1.12E+07 YFEAVQLSS#QQR 32.4 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35451:94160

768.35241 2 timecourse_ATM_combo_2hr 768.34813 5.57 60.68 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 54.4 100 1.93E+06 YFEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35454:88339



768.35201 2 timecourse_ATM_combo_4hr 768.34813 5.05 59.69 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 144.6 100 8.11E+06 YFEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35452:91121

768.35145 2 timecourse_ATM_ctrl1 768.34813 4.32 57.65 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 17.6 100 9.25E+05 YFEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35449:94993

768.35168 2 timecourse_ATM_combo_1hr 768.34813 4.62 57.6 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 30.5 100 1.85E+06 YFEAVQLSS#QQR 32.4 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35457:94579

768.35239 2 timecourse_ATM_combo_1hr 768.34813 5.54 57.47 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 36.6 100 1.89E+06 YFEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35456:94498

768.35158 2 combeffx_ATM_comboi 768.34813 4.49 57.18 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 17.5 100 2.52E+06 YFEAVQLSS#QQR 32.4 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35300:40726

768.35171 2 timecourse_ATM_combo_4hr 768.34813 4.66 56.4 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 146.1 100 8.00E+06 YFEAVQLSS#QQR 32.4 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35453:92852

768.35252 2 timecourse_ATM_ctrl2 768.34813 5.71 54.86 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 12.9 100 7.26E+05 YFEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35447:82519

768.35245 2 timecourse_ATM_ctrl1 768.34813 5.62 53.14 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 18.1 100 9.50E+05 YFEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35448:93827

768.3523 2 timecourse_ATM_ctrl2 768.34813 5.44 44.9 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 12.8 100 7.35E+05 YFEAVQLSS#QQR 26.4 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35446:81260

686.82046 2 timecourse_ATM_combo_2hr 686.81647 5.81 40.43 UBR1  UBR1_HUMAN 0 Y.FEAVQLSS#QQR.I 9.5 100 1.86E+05 FEAVQLSS#QQR 26.4 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35454:70221

686.8204 2 timecourse_ATM_combo_8hr 686.81647 5.72 38.08 UBR1  UBR1_HUMAN 0 Y.FEAVQLSS#QQR.I 28.2 100 1.07E+06 FEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35451:74197

686.82034 2 timecourse_ATM_combo_4hr 686.81647 5.65 37.25 UBR1  UBR1_HUMAN 0 Y.FEAVQLSS#QQR.I 17.7 100 5.66E+05 FEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35452:71929

686.82071 2 timecourse_ATM_combo_8hr 686.81647 6.17 37.04 UBR1  UBR1_HUMAN 0 Y.FEAVQLSS#QQR.I 27.0 100 9.67E+05 FEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35450:73647

768.35108 2 combeffx_ATM_PI3Ki 768.34813 3.84 36.59 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 11.0 100 6.89E+05 YFEAVQLSS#QQR 26.4 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35298:37317

686.8198 2 timecourse_ATM_combo_2hr 686.81647 4.85 34.36 UBR1  UBR1_HUMAN 0 Y.FEAVQLSS#QQR.I 9.7 100 1.87E+05 FEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35455:69597

512.5701 3 timecourse_ATM_combo_4hr 512.56784 4.41 33.99 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 23.0 100 8.95E+05 YFEAVQLSS#QQR 43 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35453:92842

512.5703 3 timecourse_ATM_combo_4hr 512.56784 4.8 33.14 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 26.7 100 1.04E+06 YFEAVQLSS#QQR 33.7 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35452:91111

512.57035 3 timecourse_ATM_combo_8hr 512.56784 4.9 31.84 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 17.0 100 1.04E+06 YFEAVQLSS#QQR 30.7 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35451:94150

686.81974 2 timecourse_ATM_combo_4hr 686.81647 4.76 27.03 UBR1  UBR1_HUMAN 0 Y.FEAVQLSS#QQR.I 19.5 100 5.43E+05 FEAVQLSS#QQR 28.9 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35453:73579

512.57013 3 timecourse_ATM_combo_8hr 512.56784 4.47 26.68 UBR1  UBR1_HUMAN 0 K.YFEAVQLSS#QQR.I 28.5 100 1.33E+06 YFEAVQLSS#QQR 45.7 1179 0 0 0 0 E3 ubiquitin‐protein ligase UBR1  35450:93247

575.79261 2 combeffx_ATM_MEKi 575.79005 4.45 51.11 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 53.9 100 1.31E+06 RIS#QSQPVR 24.8 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35297:14674

575.79326 2 timecourse_ATM_combo_4hr 575.79005 5.57 50.78 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 555.4 100 9.95E+06 RIS#QSQPVR 36.8 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35453:41008

575.79241 2 combeffx_ATM_ctrl 575.79005 4.1 45.69 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 298.7 100 9.85E+06 RIS#QSQPVR 36.8 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35294:17100

575.79327 2 timecourse_ATM_combo_2hr 575.79005 5.59 45.63 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 448.0 100 6.69E+06 RIS#QSQPVR 13.3 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35455:38394

575.79266 2 timecourse_ATM_ctrl1 575.79005 4.53 45.58 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 2019.2 100 3.89E+07 RIS#QSQPVR 13.3 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35449:42223

575.79232 2 combeffx_ATM_ctrl 575.79005 3.94 44.17 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 203.8 100 7.10E+06 RIS#QSQPVR 24.8 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35295:16315

575.79227 2 combeffx_ATM_MEKi 575.79005 3.86 38.66 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 167.7 100 2.42E+06 RIS#QSQPVR 15.5 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35296:15789

575.79193 2 combeffx_ATM_PI3Ki 575.79005 3.27 38.51 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 267.9 100 6.29E+06 RIS#QSQPVR 23.3 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35299:15930

575.79338 2 timecourse_ATM_combo_8hr 575.79005 5.78 36.78 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 511.0 100 1.01E+07 RIS#QSQPVR 33.7 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35451:41170

575.79235 2 combeffx_ATM_PI3Ki 575.79005 3.99 34.9 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 422.0 100 1.15E+07 RIS#QSQPVR 23.3 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35298:16328

575.79332 2 timecourse_ATM_combo_8hr 575.79005 5.68 33.83 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 483.9 100 9.57E+06 RIS#QSQPVR 13.3 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35450:41117

575.79379 2 timecourse_ATM_combo_1hr 575.79005 6.5 27.24 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 985.3 100 1.95E+07 RIS#QSQPVR 13.3 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35456:41211

575.79356 2 timecourse_ATM_ctrl2 575.79005 6.1 27.17 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 1405.4 100 2.01E+07 RIS#QSQPVR 8.7 1549 0,2 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35446:35635

575.79447 2 timecourse_ATM_ctrl1 575.79005 7.68 26.82 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 1817.6 100 3.68E+07 RIS#QSQPVR 13.3 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35448:41691

575.79298 2 combeffx_ATM_comboi 575.79005 5.09 26.82 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 53.6 100 3.75E+06 RIS#QSQPVR 36.8 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35300:17880

575.79285 2 timecourse_ATM_combo_1hr 575.79005 4.86 24.68 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 935.9 100 1.89E+07 RIS#QSQPVR 13.3 1549 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35457:41320

575.79268 2 combeffx_ATM_comboi 575.79005 4.57 23.88 UBR5  UBR5_HUMAN 1 R.RIS#QSQPVR.G 30.9 100 2.02E+06 RIS#QSQPVR 8.7 1549 0,2 0 0 0 0 E3 ubiquitin‐protein ligase UBR5  35301:16347

774.00492 3 timecourse_ATM_combo_8hr 773.99843 8.38 36.25 UBTF  UBF1_HUMAN 5 K.GQDRWS#QEDMLTLLECMK.N 11.1 100 4.93E+05 GQDRWS#QEDMLTLLECMK 97.1 23 0 0 0 0 Nucleolar transcription factor 1  35451:155580

1317.02076 2 timecourse_ATM_combo_4hr 1317.01393 5.19 75.44 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 18.9 100 4.89E+05 LRT#QDDGEDENNTWNGNSTQQM 170.8 489 0 0 0 0 UBX domain‐containing protein 4  35453:164951

1317.02025 2 timecourse_ATM_combo_2hr 1317.01393 4.8 68.46 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 19.8 100 4.00E+05 LRT#QDDGEDENNTWNGNSTQQM 119.8 489 0 0 0 0 UBX domain‐containing protein 4  35455:156991

1317.0225 2 timecourse_ATM_combo_1hr 1317.01393 6.51 66.42 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 29.6 100 7.30E+05 LRT#QDDGEDENNTWNGNSTQQM 154.5 489 0 0 0 0 UBX domain‐containing protein 4  35456:167397

878.34985 3 timecourse_ATM_ctrl2 878.34505 5.46 65.73 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 113.9 100 3.64E+06 LRT#QDDGEDENNTWNGNSTQQM 87.4 489 0 0 0 0 UBX domain‐containing protein 4  35447:153993

878.34949 3 timecourse_ATM_combo_1hr 878.34505 5.05 65.26 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 148.1 100 5.78E+06 LRT#QDDGEDENNTWNGNSTQQM 69.3 489 0 0 0 0 UBX domain‐containing protein 4  35457:167655

1317.02072 2 timecourse_ATM_ctrl1 1317.01393 5.16 62.24 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 16.8 100 4.85E+05 LRT#QDDGEDENNTWNGNSTQQM 123.3 489 0 0 0 0 UBX domain‐containing protein 4  35449:167289

878.35096 3 timecourse_ATM_combo_1hr 878.34505 6.73 61.51 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 157.0 100 5.70E+06 LRT#QDDGEDENNTWNGNSTQQM 40.4 489 0 0 0 0 UBX domain‐containing protein 4  35456:167407

1317.02251 2 timecourse_ATM_combo_8hr 1317.01393 6.51 58.84 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 19.3 100 5.81E+05 LRT#QDDGEDENNTWNGNSTQQM 154.5 489 0 0 0 0 UBX domain‐containing protein 4  35451:169000

1317.02166 2 timecourse_ATM_combo_2hr 1317.01393 5.87 58.57 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 18.5 100 4.33E+05 LRT#QDDGEDENNTWNGNSTQQM 150.7 489 0 0 0 0 UBX domain‐containing protein 4  35454:156291

878.35024 3 timecourse_ATM_combo_2hr 878.34505 5.91 58 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 143.4 100 3.97E+06 LRT#QDDGEDENNTWNGNSTQQM 74.5 489 0 0 0 0 UBX domain‐containing protein 4  35454:156301

878.35044 3 timecourse_ATM_combo_8hr 878.34505 6.14 55.67 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 95.0 100 4.24E+06 LRT#QDDGEDENNTWNGNSTQQM 39.2 489 0 0 0 0 UBX domain‐containing protein 4  35450:166880

878.35093 3 timecourse_ATM_combo_8hr 878.34505 6.69 54.74 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 97.4 100 4.25E+06 LRT#QDDGEDENNTWNGNSTQQM 73.5 489 0 0 0 0 UBX domain‐containing protein 4  35451:169010

1317.02226 2 timecourse_ATM_ctrl2 1317.01393 6.33 52.83 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 12.7 100 3.33E+05 LRT#QDDGEDENNTWNGNSTQQM 119.8 489 0 0 0 0 UBX domain‐containing protein 4  35446:150982

878.34928 3 timecourse_ATM_combo_2hr 878.34505 4.82 52.5 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 134.6 100 3.74E+06 LRT#QDDGEDENNTWNGNSTQQM 47.9 489 0 0 0 0 UBX domain‐containing protein 4  35455:157001

878.35042 3 timecourse_ATM_ctrl1 878.34505 6.11 51.03 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 96.7 100 3.57E+06 LRT#QDDGEDENNTWNGNSTQQM 51.3 489 0 0 0 0 UBX domain‐containing protein 4  35448:164670

878.34958 3 timecourse_ATM_ctrl1 878.34505 5.16 50.46 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 96.5 100 3.43E+06 LRT#QDDGEDENNTWNGNSTQQM 57.4 489 0 0 0 0 UBX domain‐containing protein 4  35449:167299

878.35073 3 timecourse_ATM_ctrl2 878.34505 6.47 50.23 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 98.6 100 3.45E+06 LRT#QDDGEDENNTWNGNSTQQM 74.5 489 0 0 0 0 UBX domain‐containing protein 4  35446:150992

1317.0209 2 timecourse_ATM_combo_4hr 1317.01393 5.29 49.83 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 16.5 100 4.08E+05 LRT#QDDGEDENNTWNGNSTQQM 115.4 489 0 0 0 0 UBX domain‐containing protein 4  35452:162010

883.68178 3 timecourse_ATM_combo_2hr 883.67668 5.77 45.1 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM*.‐ 13.6 100 2.11E+05 LRT#QDDGEDENNTWNGNSTQQM* 53.3 489 0 0 0 0 UBX domain‐containing protein 4  35454:156701

1317.02065 2 timecourse_ATM_combo_1hr 1317.01393 5.1 43.63 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 22.1 100 6.74E+05 LRT#QDDGEDENNTWNGNSTQQM 109.9 489 0 0 0 0 UBX domain‐containing protein 4  35457:167665

878.35002 3 timecourse_ATM_combo_4hr 878.34505 5.66 41.98 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 115.7 100 4.53E+06 LRT#QDDGEDENNTWNGNSTQQM 45.6 489 0 0 0 0 UBX domain‐containing protein 4  35453:164971

878.34982 3 timecourse_ATM_combo_4hr 878.34505 5.44 41.44 UBXN4  UBXN4_HUMAN 3 R.LRT#QDDGEDENNTWNGNSTQQM.‐ 121.6 100 4.44E+06 LRT#QDDGEDENNTWNGNSTQQM 53.3 489 0 0 0 0 UBX domain‐containing protein 4  35452:162020

1007.45666 2 combeffx_ATM_PI3Ki 1007.45423 2.41 126.84 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 672.4 100 7.28E+07 SESLIDASEDS#QLEAAIR 61.1 288 0 0 0 0 UBX domain‐containing protein 7  35298:56802

1007.45698 2 combeffx_ATM_MEKi 1007.45423 2.73 119.48 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 686.7 100 2.87E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35297:45572

1007.45743 2 combeffx_ATM_ctrl 1007.45423 3.18 112.19 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 568.9 100 4.20E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35294:61598

1007.46034 2 combeffx_ATM_comboi 1007.45423 6.06 110.71 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.1 94 6.95E+05 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35300:63008

1007.45851 2 combeffx_ATM_comboi 1007.45423 4.25 109.12 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 204.7 100 6.32E+07 SESLIDASEDS#QLEAAIR 64.5 288 0 0 0 0 UBX domain‐containing protein 7  35300:62888

1007.46042 2 combeffx_ATM_PI3Ki 1007.45423 6.14 108.57 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.6 94 2.44E+05 SESLIDASEDS#QLEAAIR 53.2 288 0 0 0 0 UBX domain‐containing protein 7  35298:56862

1007.45659 2 combeffx_ATM_PI3Ki 1007.45423 2.34 107.62 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 655.3 100 7.28E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35298:56792

1007.45795 2 combeffx_ATM_comboi 1007.45423 3.69 106.88 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 204.8 100 3.82E+07 SESLIDASEDS#QLEAAIR 64.5 288 0 0 0 0 UBX domain‐containing protein 7  35301:57432

1007.45697 2 combeffx_ATM_ctrl 1007.45423 2.72 104.7 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 443.9 100 2.84E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35295:59228

1007.45985 2 timecourse_ATM_combo_2hr 1007.45423 5.59 104.12 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 135.6 100 1.84E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35454:128825

1007.45908 2 timecourse_ATM_combo_2hr 1007.45423 4.82 102.88 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 146.2 100 2.05E+07 SESLIDASEDS#QLEAAIR 64.5 288 0 0 0 0 UBX domain‐containing protein 7  35454:128755

1007.45689 2 combeffx_ATM_ctrl 1007.45423 2.64 100.81 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 427.2 100 2.84E+07 SESLIDASEDS#QLEAAIR 58 288 0 0 0 0 UBX domain‐containing protein 7  35295:59218

1007.45611 2 combeffx_ATM_MEKi 1007.45423 1.87 100.42 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 950.0 100 5.16E+07 SESLIDASEDS#QLEAAIR 55.2 288 0 0 0 0 UBX domain‐containing protein 7  35296:49676

671.97548 3 combeffx_ATM_comboi 671.97191 5.31 100.25 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 11.8 94 7.24E+05 SESLIDASEDS#QLEAAIR 65.6 288 0 0 0 0 UBX domain‐containing protein 7  35301:57522

1007.4582 2 timecourse_ATM_combo_4hr 1007.45423 3.94 100.19 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 56.7 100 1.04E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35452:132718

1007.45688 2 timecourse_ATM_ctrl1 1007.45423 2.63 99.36 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 47.7 94 6.70E+06 SESLIDASEDS#QLEAAIR 64.5 288 0 0 0 0 UBX domain‐containing protein 7  35449:138931

1007.458 2 combeffx_ATM_comboi 1007.45423 3.74 99.21 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 211.3 100 3.82E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35301:57442

1007.46303 2 combeffx_ATM_PI3Ki 1007.45423 8.73 99.18 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.6 94 8.85E+04 SESLIDASEDS#QLEAAIR 64.5 288 0 0 0 0 UBX domain‐containing protein 7  35299:53897

1007.45709 2 combeffx_ATM_PI3Ki 1007.45423 2.84 97.98 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 413.3 100 4.26E+07 SESLIDASEDS#QLEAAIR 53.5 288 0 0 0 0 UBX domain‐containing protein 7  35299:53737

1007.45995 2 combeffx_ATM_PI3Ki 1007.45423 5.68 96.96 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.6 94 3.68E+05 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35299:53807

1007.45959 2 timecourse_ATM_combo_2hr 1007.45423 5.32 96.84 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 21.1 100 2.78E+06 SESLIDASEDS#QLEAAIR 46.2 288 0 0 0 0 UBX domain‐containing protein 7  35455:129020

1007.45872 2 timecourse_ATM_combo_8hr 1007.45423 4.46 96.59 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 39.0 94 7.75E+06 SESLIDASEDS#QLEAAIR 53.5 288 0 0 0 0 UBX domain‐containing protein 7  35451:137451

1007.45722 2 timecourse_ATM_ctrl2 1007.45423 2.97 95.68 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 20.8 94 1.34E+06 SESLIDASEDS#QLEAAIR 55.2 288 0 0 0 0 UBX domain‐containing protein 7  35447:124726

1007.46 2 combeffx_ATM_comboi 1007.45423 5.73 95.66 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.4 94 5.89E+05 SESLIDASEDS#QLEAAIR 58 288 0 0 0 0 UBX domain‐containing protein 7  35301:57552

1007.45738 2 combeffx_ATM_PI3Ki 1007.45423 3.13 95.64 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 413.3 100 4.30E+07 SESLIDASEDS#QLEAAIR 58 288 0 0 0 0 UBX domain‐containing protein 7  35299:53747

1007.45913 2 timecourse_ATM_combo_8hr 1007.45423 4.86 95.62 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 36.4 100 9.70E+06 SESLIDASEDS#QLEAAIR 49.6 288 0 0 0 0 UBX domain‐containing protein 7  35450:135643

1007.46183 2 combeffx_ATM_PI3Ki 1007.45423 7.54 95.62 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.4 94 1.94E+05 SESLIDASEDS#QLEAAIR 53.5 288 0 0 0 0 UBX domain‐containing protein 7  35299:53867

1007.45615 2 combeffx_ATM_MEKi 1007.45423 1.91 94.78 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 975.3 100 5.16E+07 SESLIDASEDS#QLEAAIR 73.3 288 0 0 0 0 UBX domain‐containing protein 7  35296:49686

1007.4621 2 combeffx_ATM_PI3Ki 1007.45423 7.81 94.17 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.9 94 2.41E+05 SESLIDASEDS#QLEAAIR 44.7 288 0 0 0 0 UBX domain‐containing protein 7  35298:56892

1007.45903 2 timecourse_ATM_combo_4hr 1007.45423 4.76 93.68 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 100.6 94 9.54E+06 SESLIDASEDS#QLEAAIR 58 288 0 0 0 0 UBX domain‐containing protein 7  35453:135375

1007.45865 2 timecourse_ATM_combo_1hr 1007.45423 4.39 93.28 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 84.9 94 1.36E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35456:138579

1007.45963 2 timecourse_ATM_combo_2hr 1007.45423 5.36 92.44 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 218.7 100 2.32E+07 SESLIDASEDS#QLEAAIR 43.5 288 0 0 0 0 UBX domain‐containing protein 7  35455:129030

1007.46008 2 combeffx_ATM_comboi 1007.45423 5.81 90.08 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.2 94 6.94E+05 SESLIDASEDS#QLEAAIR 29.6 288 0 0 0 0 UBX domain‐containing protein 7  35300:62988

1007.46005 2 timecourse_ATM_combo_8hr 1007.45423 5.78 88.34 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 34.8 100 6.41E+06 SESLIDASEDS#QLEAAIR 61.1 288 0 0 0 0 UBX domain‐containing protein 7  35450:135663

1007.45863 2 combeffx_ATM_comboi 1007.45423 4.37 88.1 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 205.7 100 6.18E+07 SESLIDASEDS#QLEAAIR 73.3 288 0 0 0 0 UBX domain‐containing protein 7  35300:62898

1007.4573 2 combeffx_ATM_PI3Ki 1007.45423 3.05 88.08 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 685.2 100 7.28E+07 SESLIDASEDS#QLEAAIR 55.2 288 0 0 0 0 UBX domain‐containing protein 7  35298:56812

1007.4598 2 timecourse_ATM_combo_8hr 1007.45423 5.53 87.6 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 56.9 100 1.05E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35451:137471

1007.45985 2 timecourse_ATM_ctrl1 1007.45423 5.58 86.81 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 10.1 94 1.49E+06 SESLIDASEDS#QLEAAIR 35.8 288 0 0 0 0 UBX domain‐containing protein 7  35449:138981

1007.4629 2 combeffx_ATM_PI3Ki 1007.45423 8.62 86.81 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 2.2 94 1.58E+05 SESLIDASEDS#QLEAAIR 64.5 288 0 0 0 0 UBX domain‐containing protein 7  35299:53887

1007.45957 2 timecourse_ATM_combo_2hr 1007.45423 5.3 85.6 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 30.5 94 2.66E+06 SESLIDASEDS#QLEAAIR 58 288 0 0 0 0 UBX domain‐containing protein 7  35454:128805

1007.46278 2 combeffx_ATM_comboi 1007.45423 8.49 85.56 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.0 94 4.50E+05 SESLIDASEDS#QLEAAIR 41 288 0 0 0 0 UBX domain‐containing protein 7  35300:63048

1007.45826 2 combeffx_ATM_comboi 1007.45423 4.01 85.26 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 214.5 100 3.95E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35301:57472

1007.4588 2 combeffx_ATM_comboi 1007.45423 4.54 84.85 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 209.1 100 6.42E+07 SESLIDASEDS#QLEAAIR 35.8 288 0 0 0 0 UBX domain‐containing protein 7  35300:62928

1007.46048 2 timecourse_ATM_ctrl1 1007.45423 6.2 84.13 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 14.8 94 1.09E+06 SESLIDASEDS#QLEAAIR 58 288 0 0 0 0 UBX domain‐containing protein 7  35448:136780

1007.45876 2 combeffx_ATM_comboi 1007.45423 4.5 83.95 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 208.3 100 6.42E+07 SESLIDASEDS#QLEAAIR 41.3 288 0 0 0 0 UBX domain‐containing protein 7  35300:62918

1007.45996 2 timecourse_ATM_ctrl1 1007.45423 5.69 83.92 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 82.8 100 1.46E+07 SESLIDASEDS#QLEAAIR 64.5 288 0 0 0 0 UBX domain‐containing protein 7  35448:136760

671.97428 3 combeffx_ATM_MEKi 671.97191 3.53 83.83 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 544.2 100 2.27E+07 SESLIDASEDS#QLEAAIR 60.9 288 0 0 0 0 UBX domain‐containing protein 7  35297:45602

671.97583 3 combeffx_ATM_comboi 671.97191 5.85 83.47 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 22.4 100 1.96E+06 SESLIDASEDS#QLEAAIR 45 288 0 0 0 0 UBX domain‐containing protein 7  35300:62998

1007.46017 2 combeffx_ATM_PI3Ki 1007.45423 5.9 82.74 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.5 94 1.09E+05 SESLIDASEDS#QLEAAIR 27.7 288 0 0 0 0 UBX domain‐containing protein 7  35299:53827

1007.45704 2 combeffx_ATM_PI3Ki 1007.45423 2.79 82.67 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 401.2 100 4.27E+07 SESLIDASEDS#QLEAAIR 73.3 288 0 0 0 0 UBX domain‐containing protein 7  35299:53727

1007.46018 2 timecourse_ATM_ctrl2 1007.45423 5.91 82.36 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 27.9 94 1.50E+06 SESLIDASEDS#QLEAAIR 41.3 288 0 0 0 0 UBX domain‐containing protein 7  35447:124756

1007.45873 2 combeffx_ATM_comboi 1007.45423 4.48 82.3 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 214.1 100 3.93E+07 SESLIDASEDS#QLEAAIR 49.6 288 0 0 0 0 UBX domain‐containing protein 7  35301:57502

671.97582 3 combeffx_ATM_PI3Ki 671.97191 5.82 82.14 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 10.7 100 7.34E+05 SESLIDASEDS#QLEAAIR 57.7 288 0 0 0 0 UBX domain‐containing protein 7  35299:53817

1007.46075 2 timecourse_ATM_combo_1hr 1007.45423 6.48 81.88 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 22.4 94 4.33E+06 SESLIDASEDS#QLEAAIR 41.3 288 0 0 0 0 UBX domain‐containing protein 7  35456:138679

1007.45695 2 timecourse_ATM_combo_1hr 1007.45423 2.7 81.78 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 71.6 94 1.14E+07 SESLIDASEDS#QLEAAIR 30.7 288 0 0 0 0 UBX domain‐containing protein 7  35457:139018

1007.45905 2 combeffx_ATM_comboi 1007.45423 4.78 80.69 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 209.2 100 6.42E+07 SESLIDASEDS#QLEAAIR 73.3 288 0 0 0 0 UBX domain‐containing protein 7  35300:62958

671.97505 3 combeffx_ATM_comboi 671.97191 4.67 80.07 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 206.5 100 6.09E+07 SESLIDASEDS#QLEAAIR 57.8 288 0 0 0 0 UBX domain‐containing protein 7  35300:62948

1007.4599 2 timecourse_ATM_combo_2hr 1007.45423 5.63 79.37 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 228.7 94 1.92E+07 SESLIDASEDS#QLEAAIR 61.1 288 0 0 0 0 UBX domain‐containing protein 7  35455:129060

1007.45976 2 timecourse_ATM_ctrl1 1007.45423 5.49 78.94 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 13.7 94 1.78E+06 SESLIDASEDS#QLEAAIR 29.6 288 0 0 0 0 UBX domain‐containing protein 7  35448:136740

1007.45993 2 timecourse_ATM_combo_1hr 1007.45423 5.66 78.87 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 24.1 100 5.60E+06 SESLIDASEDS#QLEAAIR 46.2 288 0 0 0 0 UBX domain‐containing protein 7  35456:138629

671.97428 3 timecourse_ATM_combo_1hr 671.97191 3.53 78.69 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 22.6 94 3.67E+06 SESLIDASEDS#QLEAAIR 40.6 288 0 0 0 0 UBX domain‐containing protein 7  35457:139028

1007.45827 2 timecourse_ATM_ctrl1 1007.45423 4.01 78.5 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 54.8 94 8.15E+06 SESLIDASEDS#QLEAAIR 35.8 288 0 0 0 0 UBX domain‐containing protein 7  35448:136730

1007.46346 2 combeffx_ATM_comboi 1007.45423 9.16 78.3 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.2 94 2.85E+05 SESLIDASEDS#QLEAAIR 58.3 288 0 0 0 0 UBX domain‐containing protein 7  35301:57572

671.97417 3 combeffx_ATM_ctrl 671.97191 3.36 78.11 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 315.5 100 2.12E+07 SESLIDASEDS#QLEAAIR 57.7 288 0 0 0 0 UBX domain‐containing protein 7  35295:59238

1007.46028 2 timecourse_ATM_combo_4hr 1007.45423 6.01 77.65 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 17.9 94 2.54E+06 SESLIDASEDS#QLEAAIR 43.5 288 0 0 0 0 UBX domain‐containing protein 7  35452:132798

1007.45986 2 timecourse_ATM_combo_4hr 1007.45423 5.59 76.25 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 57.6 100 9.66E+06 SESLIDASEDS#QLEAAIR 64.5 288 0 0 0 0 UBX domain‐containing protein 7  35452:132768

1007.46002 2 timecourse_ATM_combo_2hr 1007.45423 5.75 75.81 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.3 100 5.48E+05 SESLIDASEDS#QLEAAIR 11.6 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35454:128875

671.97794 3 timecourse_ATM_combo_2hr 671.97191 8.97 75.5 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 51.8 94 7.75E+04 SESLIDASEDS#QLEAAIR 33.7 288 0 0 0 0 UBX domain‐containing protein 7  35454:128965

1007.46051 2 timecourse_ATM_combo_8hr 1007.45423 6.23 75.25 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 9.3 94 2.09E+06 SESLIDASEDS#QLEAAIR 38.7 288 0 0 0 0 UBX domain‐containing protein 7  35451:137511

1007.45883 2 timecourse_ATM_combo_1hr 1007.45423 4.57 74.79 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 208.7 100 3.42E+07 SESLIDASEDS#QLEAAIR 64.5 288 0 0 0 0 UBX domain‐containing protein 7  35457:139038

1007.46024 2 timecourse_ATM_combo_2hr 1007.45423 5.97 74.72 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 14.5 94 8.29E+05 SESLIDASEDS#QLEAAIR 34.5 288 0 0 0 0 UBX domain‐containing protein 7  35454:128885

1007.46187 2 timecourse_ATM_combo_1hr 1007.45423 7.58 74.59 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 11.5 94 5.21E+05 SESLIDASEDS#QLEAAIR 22 288 0 0 0 0 UBX domain‐containing protein 7  35456:138739

1007.46058 2 timecourse_ATM_combo_1hr 1007.45423 6.3 74.16 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 111.9 94 1.41E+07 SESLIDASEDS#QLEAAIR 68.6 288 0 0 0 0 UBX domain‐containing protein 7  35456:138649

1007.45699 2 combeffx_ATM_MEKi 1007.45423 2.74 72.71 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 685.6 100 2.87E+07 SESLIDASEDS#QLEAAIR 55.2 288 0 0 0 0 UBX domain‐containing protein 7  35297:45582

1007.45957 2 timecourse_ATM_combo_1hr 1007.45423 5.3 72.67 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 17.4 100 4.10E+06 SESLIDASEDS#QLEAAIR 43.5 288 0 0 0 0 UBX domain‐containing protein 7  35457:139068

1007.45973 2 combeffx_ATM_PI3Ki 1007.45423 5.46 72.28 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.9 94 9.21E+04 SESLIDASEDS#QLEAAIR 30.7 288 0 0 0 0 UBX domain‐containing protein 7  35299:53797

1007.4601 2 timecourse_ATM_combo_1hr 1007.45423 5.83 71.81 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 7.7 94 1.04E+06 SESLIDASEDS#QLEAAIR 55.2 288 0 0 0 0 UBX domain‐containing protein 7  35457:139108

1007.46027 2 timecourse_ATM_combo_8hr 1007.45423 6 70.75 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.4 94 8.63E+05 SESLIDASEDS#QLEAAIR 9.7 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35450:135713

671.97387 3 combeffx_ATM_MEKi 671.97191 2.92 70.06 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 641.7 100 3.38E+07 SESLIDASEDS#QLEAAIR 50.6 288 0 0 0 0 UBX domain‐containing protein 7  35296:49696

1007.45997 2 timecourse_ATM_combo_4hr 1007.45423 5.7 69.71 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 9.5 94 4.18E+05 SESLIDASEDS#QLEAAIR 29.6 288 0 0 0 0 UBX domain‐containing protein 7  35452:132778

671.97637 3 combeffx_ATM_PI3Ki 671.97191 6.64 69.33 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 12.7 100 4.19E+05 SESLIDASEDS#QLEAAIR 65.6 288 0 0 0 0 UBX domain‐containing protein 7  35298:56872

1007.4592 2 timecourse_ATM_combo_8hr 1007.45423 4.93 68.04 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 10.4 94 1.51E+06 SESLIDASEDS#QLEAAIR 27.7 288 0 0 0 0 UBX domain‐containing protein 7  35450:135653

1007.45956 2 timecourse_ATM_combo_4hr 1007.45423 5.29 67.82 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 17.9 94 2.54E+06 SESLIDASEDS#QLEAAIR 17.5 288 0 0 0 0 UBX domain‐containing protein 7  35452:132738

671.97416 3 combeffx_ATM_PI3Ki 671.97191 3.35 67.74 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 423.0 100 4.58E+07 SESLIDASEDS#QLEAAIR 48 288 0 0 0 0 UBX domain‐containing protein 7  35298:56832

671.9745 3 combeffx_ATM_ctrl 671.97191 3.85 67.7 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 312.9 100 2.50E+07 SESLIDASEDS#QLEAAIR 65.6 288 0 0 0 0 UBX domain‐containing protein 7  35294:61608

1007.45834 2 combeffx_ATM_comboi 1007.45423 4.08 67.58 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 213.8 100 3.82E+07 SESLIDASEDS#QLEAAIR 37.5 288 0 0 0 0 UBX domain‐containing protein 7  35301:57482

1007.45913 2 timecourse_ATM_ctrl1 1007.45423 4.86 66.61 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 152.0 100 2.00E+07 SESLIDASEDS#QLEAAIR 53.5 288 0 0 0 0 UBX domain‐containing protein 7  35449:138941

1007.45963 2 timecourse_ATM_combo_1hr 1007.45423 5.36 66.54 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 7.2 94 3.09E+05 SESLIDASEDS#QLEAAIR 30.7 288 0 0 0 0 UBX domain‐containing protein 7  35456:138609

671.97519 3 timecourse_ATM_ctrl2 671.97191 4.88 66.52 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 12.0 100 1.14E+06 SESLIDASEDS#QLEAAIR 30 288 0 0 0 0 UBX domain‐containing protein 7  35446:122339

671.97489 3 combeffx_ATM_comboi 671.97191 4.43 66.38 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 212.6 100 6.20E+07 SESLIDASEDS#QLEAAIR 60.5 288 0 0 0 0 UBX domain‐containing protein 7  35300:62908

1007.45989 2 timecourse_ATM_combo_2hr 1007.45423 5.62 66.25 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 22.6 94 2.72E+06 SESLIDASEDS#QLEAAIR 31.9 288 0 0 0 0 UBX domain‐containing protein 7  35455:129040

1007.4603 2 timecourse_ATM_ctrl2 1007.45423 6.03 65.92 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 7.0 94 4.79E+05 SESLIDAS#EDSQLEAAIR 7 285 0,3 0 0 0 0 UBX domain‐containing protein 7  35447:124766

1007.46053 2 timecourse_ATM_ctrl2 1007.45423 6.25 65.72 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 13.4 94 1.28E+06 SESLIDASEDS#QLEAAIR 46.2 288 0 0 0 0 UBX domain‐containing protein 7  35446:122379

671.97527 3 timecourse_ATM_combo_1hr 671.97191 5 65.68 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 92.3 100 1.27E+07 SESLIDASEDS#QLEAAIR 65.6 288 0 0 0 0 UBX domain‐containing protein 7  35457:139058

1007.46097 2 timecourse_ATM_ctrl2 1007.45423 6.69 65.54 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 0.00E+00 SESLIDASEDS#QLEAAIR 25.9 288 0 0 0 0 UBX domain‐containing protein 7  35446:122399

1007.45931 2 combeffx_ATM_comboi 1007.45423 5.04 65.07 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.2 94 2.94E+05 SESLIDASEDS#QLEAAIR 24.2 288 0 0 0 0 UBX domain‐containing protein 7  35301:57512

1007.46004 2 timecourse_ATM_ctrl2 1007.45423 5.77 64.78 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 7.2 94 5.94E+05 SESLIDASEDS#QLEAAIR 41.3 288 0 0 0 0 UBX domain‐containing protein 7  35446:122369

1007.45832 2 timecourse_ATM_ctrl2 1007.45423 4.07 64.78 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 21.0 100 4.07E+06 SESLIDASEDS#QLEAAIR 46.3 288 0 0 0 0 UBX domain‐containing protein 7  35446:122329

671.97453 3 combeffx_ATM_comboi 671.97191 3.9 64.01 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 183.9 100 3.58E+07 SESLIDASEDS#QLEAAIR 52.1 288 0 0 0 0 UBX domain‐containing protein 7  35301:57462

1007.45918 2 timecourse_ATM_combo_2hr 1007.45423 4.91 63.91 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 7.0 94 2.28E+05 SESLIDASEDS#QLEAAIR 17.5 288 0 0 0 0 UBX domain‐containing protein 7  35454:128765

1007.45975 2 timecourse_ATM_combo_4hr 1007.45423 5.48 63.68 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.0 94 3.08E+05 SESLIDASEDS#QLEAAIR 20.9 288 0 0 0 0 UBX domain‐containing protein 7  35452:132748

671.97544 3 timecourse_ATM_ctrl1 671.97191 5.25 63.43 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 59.8 100 6.76E+06 SESLIDASEDS#QLEAAIR 57.7 288 0 0 0 0 UBX domain‐containing protein 7  35449:138971

1007.46142 2 combeffx_ATM_PI3Ki 1007.45423 7.14 63.2 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.1 94 1.96E+05 SESLIDASEDS#QLEAAIR 35.8 288 0 0 0 0 UBX domain‐containing protein 7  35298:56882

1007.45997 2 timecourse_ATM_combo_2hr 1007.45423 5.7 63.14 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.2 94 1.53E+05 SESLIDASEDS#QLEAAIR 49.6 288 0 0 0 0 UBX domain‐containing protein 7  35454:128865

1007.46133 2 timecourse_ATM_combo_1hr 1007.45423 7.06 63.07 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 7.7 94 8.75E+05 SESLIDASEDS#QLEAAIR 27.7 288 0 0 0 0 UBX domain‐containing protein 7  35456:138709

671.97596 3 timecourse_ATM_combo_8hr 671.97191 6.03 62.91 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 20.7 100 3.47E+06 SESLIDASEDS#QLEAAIR 45 288 0 0 0 0 UBX domain‐containing protein 7  35451:137491

1007.46073 2 timecourse_ATM_combo_1hr 1007.45423 6.45 62.29 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 19.9 94 3.03E+06 SESLIDASEDS#QLEAAIR 24.2 288 0 0 0 0 UBX domain‐containing protein 7  35456:138669

1007.45982 2 timecourse_ATM_ctrl1 1007.45423 5.55 61.96 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.8 94 5.84E+05 SESLIDASEDS#QLEAAIR 35.8 288 0 0 0 0 UBX domain‐containing protein 7  35448:136750

1007.46017 2 combeffx_ATM_PI3Ki 1007.45423 5.9 61.3 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.1 94 1.43E+05 SESLIDASEDS#QLEAAIR 25.9 288 0 0 0 0 UBX domain‐containing protein 7  35299:53837

671.97603 3 timecourse_ATM_ctrl1 671.97191 6.13 61.03 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 36.7 100 4.97E+06 SESLIDASEDS#QLEAAIR 52.4 288 0 0 0 0 UBX domain‐containing protein 7  35448:136770

1007.45951 2 timecourse_ATM_ctrl1 1007.45423 5.24 60.31 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 9.5 94 1.43E+06 SESLIDASEDS#QLEAAIR 37.5 288 0 0 0 0 UBX domain‐containing protein 7  35449:138961

1007.46012 2 timecourse_ATM_combo_4hr 1007.45423 5.85 60.09 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 12.0 100 3.02E+06 SESLIDASEDS#QLEAAIR 17.5 288 0 0 0 0 UBX domain‐containing protein 7  35453:135425

1007.45978 2 combeffx_ATM_PI3Ki 1007.45423 5.51 59.53 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 2.8 86 2.39E+04 SESLIDASEDS#QLEAAIR 58 288 0 0 0 0 UBX domain‐containing protein 7  35298:56842

671.97446 3 combeffx_ATM_comboi 671.97191 3.79 59.38 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 183.0 100 3.57E+07 SESLIDASEDS#QLEAAIR 50.6 288 0 0 0 0 UBX domain‐containing protein 7  35301:57452

836.8682 2 combeffx_ATM_ctrl 836.86435 4.6 59.38 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 9.6 100 5.03E+05 ASLQETHFDST#QTK 24.4 306 0 0 0 0 UBX domain‐containing protein 7  35294:47901

1007.46208 2 combeffx_ATM_comboi 1007.45423 7.79 59.34 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.4 94 2.23E+05 SESLIDASEDS#QLEAAIR 25.9 288 0 0 0 0 UBX domain‐containing protein 7  35300:63028

836.86904 2 combeffx_ATM_comboi 836.86435 5.6 59.25 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 16.3 100 8.36E+05 ASLQETHFDST#QTK 24.4 306 0 0 0 0 UBX domain‐containing protein 7  35301:44539

1007.45999 2 timecourse_ATM_combo_8hr 1007.45423 5.72 58.58 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.8 94 1.33E+06 SESLIDASEDS#QLEAAIR 11.6 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35451:137481

671.97598 3 timecourse_ATM_combo_4hr 671.97191 6.06 58.45 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 26.5 100 4.40E+06 SESLIDASEDS#QLEAAIR 52.4 288 0 0 0 0 UBX domain‐containing protein 7  35452:132808

1007.46143 2 timecourse_ATM_combo_1hr 1007.45423 7.15 58.2 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.0 100 9.32E+05 SESLIDASEDS#QLEAAIR 18.5 288 0 0 0 0 UBX domain‐containing protein 7  35456:138719

671.97568 3 timecourse_ATM_combo_2hr 671.97191 5.61 57.83 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 62.8 100 8.28E+06 SESLIDASEDS#QLEAAIR 45 288 0 0 0 0 UBX domain‐containing protein 7  35454:128845

671.9748 3 timecourse_ATM_combo_4hr 671.97191 4.3 57.59 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 19.0 94 2.21E+06 SESLIDASEDS#QLEAAIR 65.6 288 0 0 0 0 UBX domain‐containing protein 7  35453:135355

671.97862 3 timecourse_ATM_combo_2hr 671.97191 9.99 57.57 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 35.7 72 7.22E+04 SESLIDASEDS#QLEAAIR 40.6 288 0 0 0 0 UBX domain‐containing protein 7  35455:129140

836.86827 2 timecourse_ATM_combo_4hr 836.86435 4.68 57.55 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 37.5 100 1.39E+06 ASLQETHFDST#QTK 10.3 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35453:106946

671.97437 3 combeffx_ATM_PI3Ki 671.97191 3.66 57 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 287.3 100 3.09E+07 SESLIDASEDS#QLEAAIR 52.4 288 0 0 0 0 UBX domain‐containing protein 7  35299:53777

671.97948 3 timecourse_ATM_ctrl1 671.97191 11.27 56.97 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 0.00E+00 SESLIDASEDS#QLEAAIR 33.6 288 0 0 0 0 UBX domain‐containing protein 7  35448:136820

671.9746 3 combeffx_ATM_comboi 671.97191 4 56.88 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 215.7 100 6.04E+07 SESLIDASEDS#QLEAAIR 57.7 288 0 0 0 0 UBX domain‐containing protein 7  35300:62878

1007.46052 2 timecourse_ATM_ctrl2 1007.45423 6.24 56.7 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 10.9 94 1.27E+06 SESLIDASEDS#QLEAAIR 41 288 0 0 0 0 UBX domain‐containing protein 7  35447:124776

1007.4601 2 timecourse_ATM_combo_1hr 1007.45423 5.83 56.65 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.1 94 6.34E+05 SESLIDASEDS#QLEAAIR 37.5 288 0 0 0 0 UBX domain‐containing protein 7  35457:139118

1007.45965 2 timecourse_ATM_combo_2hr 1007.45423 5.38 56.59 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 31.3 94 2.58E+06 SESLIDASEDS#QLEAAIR 55.2 288 0 0 0 0 UBX domain‐containing protein 7  35454:128815

1007.45994 2 timecourse_ATM_combo_1hr 1007.45423 5.67 56.53 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.1 94 2.70E+05 SESLIDASEDS#QLEAAIR 15.8 288 0 0 0 0 UBX domain‐containing protein 7  35457:139098

671.97553 3 timecourse_ATM_combo_1hr 671.97191 5.39 56.38 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 51.6 100 9.90E+06 SESLIDASEDS#QLEAAIR 50.6 288 0 0 0 0 UBX domain‐containing protein 7  35456:138619

1007.45881 2 timecourse_ATM_combo_1hr 1007.45423 4.56 55.68 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.7 94 1.10E+06 SESLIDASEDS#QLEAAIR 29.6 288 0 0 0 0 UBX domain‐containing protein 7  35456:138599

1007.45984 2 timecourse_ATM_combo_4hr 1007.45423 5.57 55.59 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 98.0 100 1.53E+07 SESLIDASEDS#QLEAAIR 27.7 288 0 0 0 0 UBX domain‐containing protein 7  35453:135405

1007.46039 2 timecourse_ATM_combo_4hr 1007.45423 6.11 55.51 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 13.4 94 2.72E+06 SESLIDASEDS#QLEAAIR 38.7 288 0 0 0 0 UBX domain‐containing protein 7  35453:135445

1007.45945 2 timecourse_ATM_combo_2hr 1007.45423 5.18 55.2 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 8.5 94 4.28E+05 SESLIDASEDS#QLEAAIR 15.2 288 0 0 0 0 UBX domain‐containing protein 7  35454:128775

1007.45839 2 timecourse_ATM_combo_2hr 1007.45423 4.13 55.15 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 9.1 100 9.58E+05 SESLIDASEDS#QLEAAIR 17.5 288 0 0 0 0 UBX domain‐containing protein 7  35454:128735

1007.46017 2 timecourse_ATM_combo_8hr 1007.45423 5.9 54.18 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 0.00E+00 SESLIDASEDS#QLEAAIR 13.4 288 0 0 0 0 UBX domain‐containing protein 7  35450:135693

1007.45923 2 timecourse_ATM_combo_1hr 1007.45423 4.96 53.8 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 17.4 94 3.15E+06 SESLIDASEDS#QLEAAIR 43.5 288 0 0 0 0 UBX domain‐containing protein 7  35457:139048

1007.45989 2 timecourse_ATM_combo_2hr 1007.45423 5.62 53.19 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 14.6 100 2.57E+06 SESLIDASEDS#QLEAAIR 11.6 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35455:129050

1007.46023 2 timecourse_ATM_combo_8hr 1007.45423 5.96 52.98 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.2 100 1.24E+06 SESLIDASEDS#QLEAAIR 49.6 288 0 0 0 0 UBX domain‐containing protein 7  35450:135703

1007.46204 2 timecourse_ATM_combo_1hr 1007.45423 7.75 52.72 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.8 94 1.07E+05 SESLIDASEDS#QLEAAIR 27 288 0 0 0 0 UBX domain‐containing protein 7  35456:138749

671.97571 3 timecourse_ATM_combo_2hr 671.97191 5.66 52.67 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 97.9 100 1.02E+07 SESLIDASEDS#QLEAAIR 44.1 288 0 0 0 0 UBX domain‐containing protein 7  35455:129070

1007.45983 2 timecourse_ATM_combo_1hr 1007.45423 5.57 52.63 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.0 94 3.06E+05 SESLIDASEDS#QLEAAIR 46.3 288 0 0 0 0 UBX domain‐containing protein 7  35457:139088

1007.46154 2 timecourse_ATM_ctrl1 1007.45423 7.26 52.45 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.4 94 5.41E+05 SESLIDASEDS#QLEAAIR 11.9 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35448:136810

1007.45963 2 timecourse_ATM_ctrl2 1007.45423 5.36 52.32 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.6 100 5.88E+05 SESLIDASEDS#QLEAAIR 26.8 288 0 0 0 0 UBX domain‐containing protein 7  35446:122349

671.97761 3 timecourse_ATM_combo_1hr 671.97191 8.48 52.17 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 0.00E+00 SESLIDASEDS#QLEAAIR 40.6 288 0 0 0 0 UBX domain‐containing protein 7  35456:138759

1007.46038 2 timecourse_ATM_combo_8hr 1007.45423 6.1 52.11 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 9.0 100 2.41E+06 SESLIDASEDS#QLEAAIR 8.7 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35451:137501

671.97682 3 combeffx_ATM_PI3Ki 671.97191 7.31 51.94 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.6 94 2.39E+05 SESLIDASEDS#QLEAAIR 44.1 288 0 0 0 0 UBX domain‐containing protein 7  35299:53857

836.86911 2 timecourse_ATM_combo_1hr 836.86435 5.69 51.03 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 21.5 100 8.47E+05 ASLQETHFDST#QTK 11.5 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35456:109267

671.97405 3 combeffx_ATM_PI3Ki 671.97191 3.18 51.01 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 409.6 100 4.56E+07 SESLIDASEDS#QLEAAIR 40.8 288 0 0 0 0 UBX domain‐containing protein 7  35298:56822

671.97429 3 combeffx_ATM_PI3Ki 671.97191 3.54 49.74 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 281.3 100 3.10E+07 SESLIDASEDS#QLEAAIR 40.6 288 0 0 0 0 UBX domain‐containing protein 7  35299:53767

1007.4596 2 timecourse_ATM_combo_1hr 1007.45423 5.33 49.04 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.0 94 6.71E+05 SESLIDASEDS#QLEAAIR 20.9 288 0 0 0 0 UBX domain‐containing protein 7  35457:139078

1007.46102 2 timecourse_ATM_combo_4hr 1007.45423 6.74 48.97 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.4 94 2.44E+05 SESLIDASEDS#QLEAAIR 30.7 288 0 0 0 0 UBX domain‐containing protein 7  35452:132828

1007.46049 2 timecourse_ATM_combo_2hr 1007.45423 6.21 48.92 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 10.8 94 6.55E+05 SESLIDASEDS#QLEAAIR 30.7 288 0 0 0 0 UBX domain‐containing protein 7  35454:128915

671.97583 3 timecourse_ATM_combo_8hr 671.97191 5.83 48.89 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 16.9 100 2.82E+06 SESLIDASEDS#QLEAAIR 40.8 288 0 0 0 0 UBX domain‐containing protein 7  35450:135683

1007.46131 2 timecourse_ATM_combo_1hr 1007.45423 7.03 48.76 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.0 94 5.50E+05 SESLIDASEDS#QLEAAIR 24.2 288 0 0 0 0 UBX domain‐containing protein 7  35456:138699

671.97591 3 timecourse_ATM_combo_2hr 671.97191 5.95 48.65 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 32.9 100 3.72E+06 SESLIDASEDS#QLEAAIR 11.7 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35455:129100

836.86895 2 timecourse_ATM_combo_8hr 836.86435 5.5 48.26 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 18.2 100 8.41E+05 ASLQETHFDST#QTK 18.4 306 0 0 0 0 UBX domain‐containing protein 7  35450:107327

836.86932 2 timecourse_ATM_ctrl2 836.86435 5.94 48.26 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 19.4 100 5.81E+05 ASLQETHFDST#QTK 11.5 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35446:94665

671.97612 3 timecourse_ATM_combo_2hr 671.97191 6.27 48.22 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 61.5 100 6.67E+06 SESLIDASEDS#QLEAAIR 56 288 0 0 0 0 UBX domain‐containing protein 7  35454:128925

1007.46039 2 timecourse_ATM_combo_2hr 1007.45423 6.11 47.56 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.2 94 2.07E+05 SESLIDASEDS#QLEAAIR 29.6 288 0 0 0 0 UBX domain‐containing protein 7  35454:128895

671.97538 3 timecourse_ATM_ctrl2 671.97191 5.16 47.38 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 10.2 100 1.52E+06 SESLIDASEDS#QLEAAIR 40.6 288 0 0 0 0 UBX domain‐containing protein 7  35447:124746

671.9758 3 timecourse_ATM_combo_8hr 671.97191 5.79 47.37 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 16.5 100 3.16E+06 SESLIDASEDS#QLEAAIR 48 288 0 0 0 0 UBX domain‐containing protein 7  35450:135673

1007.45773 2 timecourse_ATM_combo_2hr 1007.45423 3.47 47.03 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 0.00E+00 SESLIDASEDS#QLEAAIR 24.2 288 0 0 0 0 UBX domain‐containing protein 7  35454:128725

1007.459 2 timecourse_ATM_combo_2hr 1007.45423 4.73 46.81 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.2 94 6.06E+05 SESLIDASEDS#QLEAAIR 29.6 288 0 0 0 0 UBX domain‐containing protein 7  35455:129000

671.97868 3 timecourse_ATM_combo_1hr 671.97191 10.07 46.76 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 18.9 94 7.33E+04 SESLIDASEDS#QLEAAIR 48 288 0 0 0 0 UBX domain‐containing protein 7  35457:139128

671.97574 3 timecourse_ATM_combo_4hr 671.97191 5.7 46.69 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 39.2 100 6.01E+06 SESLIDASEDS#QLEAAIR 60.9 288 0 0 0 0 UBX domain‐containing protein 7  35453:135415

671.97608 3 timecourse_ATM_combo_2hr 671.97191 6.21 46.38 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 91.9 100 9.26E+06 SESLIDASEDS#QLEAAIR 57.7 288 0 0 0 0 UBX domain‐containing protein 7  35455:129120

1007.46148 2 timecourse_ATM_combo_1hr 1007.45423 7.2 45.99 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.8 94 5.38E+05 SESLIDASEDS#QLEAAIR 18.5 288 0 0 0 0 UBX domain‐containing protein 7  35456:138729

1007.45947 2 timecourse_ATM_combo_2hr 1007.45423 5.2 45.82 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.5 94 2.66E+05 SESLIDASEDS#QLEAAIR 8.7 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35454:128785

836.86848 2 combeffx_ATM_comboi 836.86435 4.94 45.67 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 21.6 100 1.40E+06 ASLQETHFDST#QTK 26.4 306 0 0 0 0 UBX domain‐containing protein 7  35300:48700

836.86891 2 timecourse_ATM_combo_4hr 836.86435 5.45 45.58 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 34.1 100 1.32E+06 ASLQETHFDST#QTK 11.5 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35452:104951

1007.45981 2 timecourse_ATM_combo_4hr 1007.45423 5.54 45.36 UBXN7  UBXN7_HUMAN 3 R.SESLIDAS#EDSQLEAAIR.A 5.1 94 6.14E+05 SESLIDASEDS#QLEAAIR 22 288 0 0 0 0 UBX domain‐containing protein 7  35452:132758

836.86837 2 timecourse_ATM_combo_1hr 836.86435 4.8 45.1 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 18.4 100 7.90E+05 ASLQETHFDST#QTK 11.5 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35457:109080

671.97634 3 timecourse_ATM_combo_1hr 671.97191 6.59 44.69 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 48.4 100 8.06E+06 SESLIDASEDS#QLEAAIR 80.3 288 0 0 0 0 UBX domain‐containing protein 7  35456:138689

836.86895 2 timecourse_ATM_ctrl2 836.86435 5.5 44.28 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 23.7 100 7.54E+05 ASLQETHFDST#QTK 10.3 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35447:96335



1007.46139 2 timecourse_ATM_ctrl1 1007.45423 7.11 44.2 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 2.9 94 1.60E+05 SESLIDASEDS#QLEAAIR 13.4 288 0 0 0 0 UBX domain‐containing protein 7  35448:136800

1007.46136 2 timecourse_ATM_ctrl2 1007.45423 7.08 43.96 UBXN7  UBXN7_HUMAN 3 R.SESLIDAS#EDSQLEAAIR.A 4.3 94 8.96E+04 SESLIDAS#EDSQLEAAIR 11.6 285 0,3 0 0 0 0 UBX domain‐containing protein 7  35446:122409

1007.45959 2 timecourse_ATM_combo_4hr 1007.45423 5.32 43.8 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 10.8 94 1.74E+06 SESLIDASEDS#QLEAAIR 27.7 288 0 0 0 0 UBX domain‐containing protein 7  35453:135395

1007.46093 2 timecourse_ATM_ctrl2 1007.45423 6.65 43.64 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.1 94 4.42E+05 SESLIDASEDS#QLEAAIR 27.7 288 0 0 0 0 UBX domain‐containing protein 7  35446:122389

836.86943 2 timecourse_ATM_combo_2hr 836.86435 6.07 43.13 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 18.1 100 4.64E+05 ASLQETHFDST#QTK 19.3 306 0 0 0 0 UBX domain‐containing protein 7  35454:101586

1007.46006 2 timecourse_ATM_combo_2hr 1007.45423 5.79 42.9 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 8.2 94 7.33E+05 SESLIDASEDS#QLEAAIR 8.1 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35455:129080

1007.45879 2 timecourse_ATM_combo_1hr 1007.45423 4.53 42.5 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 12.9 100 1.33E+06 SESLIDASEDS#QLEAAIR 24.2 288 0 0 0 0 UBX domain‐containing protein 7  35456:138589

836.8681 2 combeffx_ATM_PI3Ki 836.86435 4.48 42.34 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 8.4 100 3.40E+05 ASLQETHFDST#QTK 11.5 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35299:42646

836.86799 2 timecourse_ATM_ctrl1 836.86435 4.35 42.05 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 25.7 100 1.27E+06 ASLQETHFDST#QTK 11.5 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35449:109864

671.97481 3 combeffx_ATM_comboi 671.97191 4.32 41.58 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 191.0 100 3.57E+07 SESLIDASEDS#QLEAAIR 40.8 288 0 0 0 0 UBX domain‐containing protein 7  35301:57492

836.86811 2 timecourse_ATM_combo_8hr 836.86435 4.5 40.48 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 19.4 100 1.01E+06 ASLQETHFDST#QTK 18.4 306 0 0 0 0 UBX domain‐containing protein 7  35451:108333

1007.46067 2 timecourse_ATM_combo_4hr 1007.45423 6.39 40.26 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 7.0 100 6.02E+05 SESLIDASEDS#QLEAAIR 20.9 288 0 0 0 0 UBX domain‐containing protein 7  35452:132818

1007.45987 2 timecourse_ATM_combo_2hr 1007.45423 5.6 40.15 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.3 94 5.23E+05 SESLIDASEDS#QLEAAIR 34.5 288 0 0 0 0 UBX domain‐containing protein 7  35454:128835

671.9753 3 timecourse_ATM_combo_4hr 671.97191 5.04 40.06 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 16.4 94 2.21E+06 SESLIDASEDS#QLEAAIR 16.5 288 0 0 0 0 UBX domain‐containing protein 7  35452:132728

1007.46069 2 timecourse_ATM_combo_1hr 1007.45423 6.41 39.78 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.2 94 3.14E+05 SESLIDASEDS#QLEAAIR 18.5 288 0 0 0 0 UBX domain‐containing protein 7  35456:138659

1007.46187 2 timecourse_ATM_combo_4hr 1007.45423 7.58 39.69 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.4 94 1.18E+05 SESLIDASEDS#QLEAAIR 11.6 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35453:135485

671.97565 3 timecourse_ATM_ctrl2 671.97191 5.57 39.58 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 12.1 94 1.25E+06 SESLIDASEDS#QLEAAIR 37.9 288 0 0 0 0 UBX domain‐containing protein 7  35446:122359

1007.46027 2 timecourse_ATM_combo_2hr 1007.45423 6 39.46 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.7 94 1.41E+05 SESLIDASEDS#QLEAAIR 11.6 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35455:129110

558.24823 3 timecourse_ATM_ctrl2 558.24532 5.21 39.24 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 70.7 100 2.13E+06 ASLQETHFDST#QTK 0 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35447:96325

671.98061 3 timecourse_ATM_combo_4hr 671.97191 12.95 38.99 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 0.00E+00 SESLIDASEDS#QLEAAIR 40.6 288 0 0 0 0 UBX domain‐containing protein 7  35453:135495

836.86937 2 timecourse_ATM_ctrl1 836.86435 6 38.94 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 27.2 100 1.10E+06 ASLQETHFDST#QTK 20.4 306 0 0 0 0 UBX domain‐containing protein 7  35448:108198

671.975 3 combeffx_ATM_comboi 671.97191 4.6 38.18 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 213.5 100 6.22E+07 SESLIDASEDS#QLEAAIR 30 288 0 0 0 0 UBX domain‐containing protein 7  35300:62938

671.97534 3 timecourse_ATM_ctrl2 671.97191 5.1 37.94 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 7.3 94 1.20E+06 SESLIDASEDS#QLEAAIR 11.3 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35447:124736

1007.4605 2 timecourse_ATM_combo_4hr 1007.45423 6.22 37.1 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.2 94 4.17E+05 SESLIDASEDS#QLEAAIR 3.4 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35453:135455

1007.46038 2 timecourse_ATM_combo_4hr 1007.45423 6.1 36.33 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.7 94 3.36E+05 SESLIDASEDS#QLEAAIR 29.6 288 0 0 0 0 UBX domain‐containing protein 7  35453:135435

1007.46116 2 timecourse_ATM_combo_4hr 1007.45423 6.88 36.22 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.5 94 8.25E+05 SESLIDASEDS#QLEAAIR 27.7 288 0 0 0 0 UBX domain‐containing protein 7  35453:135475

1007.45926 2 timecourse_ATM_combo_4hr 1007.45423 4.99 35.74 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.2 94 4.03E+05 SESLIDASEDS#QLEAAIR 15.8 288 0 0 0 0 UBX domain‐containing protein 7  35453:135385

836.8665 2 combeffx_ATM_PI3Ki 836.86435 2.57 35.48 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 9.4 100 4.35E+05 ASLQETHFDST#QTK 9.3 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35298:44343

1007.45838 2 timecourse_ATM_combo_8hr 1007.45423 4.12 35.34 UBXN7  UBXN7_HUMAN 3 R.SESLIDAS#EDSQLEAAIR.A 2.6 94 6.78E+04 SESLIDAS#EDSQLEAAIR 17.5 285 0 0 0 0 UBX domain‐containing protein 7  35450:135633

671.97623 3 combeffx_ATM_PI3Ki 671.97191 6.43 35.34 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.8 94 2.64E+05 SESLIDASEDS#QLEAAIR 20.8 288 0 0 0 0 UBX domain‐containing protein 7  35299:53847

671.97542 3 timecourse_ATM_ctrl1 671.97191 5.22 35.2 UBXN7  UBXN7_HUMAN 3 R.SESLIDAS#EDSQLEAAIR.A 16.1 100 2.15E+06 SESLIDASEDS#QLEAAIR 14.8 288 0 0 0 0 UBX domain‐containing protein 7  35449:138951

671.97602 3 timecourse_ATM_combo_2hr 671.97191 6.12 35.05 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.2 94 4.30E+05 SESLIDASEDS#QLEAAIR 11.7 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35454:128905

1007.46011 2 timecourse_ATM_combo_2hr 1007.45423 5.84 35.03 UBXN7  UBXN7_HUMAN 3 R.SESLIDAS#EDSQLEAAIR.A 3.1 94 1.74E+05 SESLIDASEDS#QLEAAIR 11.6 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35455:129090

1007.46082 2 timecourse_ATM_combo_2hr 1007.45423 6.54 34.99 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.0 94 2.93E+05 SESLIDASEDS#QLEAAIR 7 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35454:128935

671.97625 3 timecourse_ATM_ctrl1 671.97191 6.46 34.67 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 28.0 100 3.97E+06 SESLIDASEDS#QLEAAIR 30.9 288 0 0 0 0 UBX domain‐containing protein 7  35448:136790

671.97569 3 timecourse_ATM_combo_2hr 671.97191 5.63 33.76 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 13.3 100 1.07E+06 SESLIDASEDS#QLEAAIR 27 288 0 0 0 0 UBX domain‐containing protein 7  35454:128855

671.97608 3 timecourse_ATM_combo_1hr 671.97191 6.22 33.62 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 10.7 100 1.53E+06 SESLIDASEDS#QLEAAIR 27.2 288 0 0 0 0 UBX domain‐containing protein 7  35456:138639

671.97557 3 timecourse_ATM_combo_8hr 671.97191 5.45 33.58 UBXN7  UBXN7_HUMAN 3 R.SESLIDAS#EDSQLEAAIR.A 14.7 94 2.44E+06 SESLIDASEDS#QLEAAIR 20.2 288 0 0 0 0 UBX domain‐containing protein 7  35451:137461

698.62989 3 combeffx_ATM_ctrl 698.62735 3.64 32.94 UBXN7  UBXN7_HUMAN 3 R.S#ESLIDASEDS#QLEAAIR.A 3.4 100 2.59E+05 SES#LIDASEDS#QLEAAIR 5.8 280 ‐2,0 23.6 288 0 0 UBX domain‐containing protein 7  35295:61933

1007.46122 2 timecourse_ATM_combo_4hr 1007.45423 6.94 32.93 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.9 94 2.02E+05 SESLIDASEDS#QLEAAIR 22 288 0 0 0 0 UBX domain‐containing protein 7  35452:132838

671.97541 3 combeffx_ATM_comboi 671.97191 5.21 32.13 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 24.2 100 2.11E+06 SESLIDASEDS#QLEAAIR 24.4 288 0 0 0 0 UBX domain‐containing protein 7  35300:62968

1007.46111 2 timecourse_ATM_ctrl2 1007.45423 6.84 31.9 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 7.5 94 2.82E+05 SESLIDASEDS#QLEAAIR 17.5 288 0 0 0 0 UBX domain‐containing protein 7  35447:124786

1007.45954 2 timecourse_ATM_combo_2hr 1007.45423 5.27 31.86 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.0 94 5.06E+04 SESLIDASEDS#QLEAAIR 5.1 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35454:128795

1007.46084 2 timecourse_ATM_combo_2hr 1007.45423 6.56 31.5 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 5.0 94 2.93E+05 SESLIDASEDS#QLEAAIR 10.7 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35454:128945

698.63117 3 combeffx_ATM_comboi 698.62735 5.47 31.47 UBXN7  UBXN7_HUMAN 3 R.SES#LIDASEDS#QLEAAIR.A 11.6 100 3.36E+05 SES#LIDASEDS#QLEAAIR 0 280 ‐2,0 30.9 288 0 0 UBX domain‐containing protein 7  35300:65804

1007.45954 2 timecourse_ATM_combo_2hr 1007.45423 5.27 31.18 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.7 94 2.00E+05 SESLIDASEDS#QLEAAIR 11.6 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35455:129010

671.97599 3 combeffx_ATM_PI3Ki 671.97191 6.07 31.09 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.0 94 1.14E+05 SESLIDASEDS#QLEAAIR 20.8 288 0 0 0 0 UBX domain‐containing protein 7  35298:56852

671.97741 3 combeffx_ATM_PI3Ki 671.97191 8.18 30.84 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.4 94 6.68E+04 SESLIDASEDS#QLEAAIR 10 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35299:53877

1007.46057 2 timecourse_ATM_combo_8hr 1007.45423 6.29 30.53 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 2.5 86 7.79E+04 SESLIDASEDS#QLEAAIR 10.7 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35451:137521

1007.45868 2 timecourse_ATM_combo_2hr 1007.45423 4.42 30.21 UBXN7  UBXN7_HUMAN 3 R.SESLIDAS#EDSQLEAAIR.A 3.6 94 2.45E+05 SESLIDASEDS#QLEAAIR 5.1 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35454:128745

1007.46113 2 timecourse_ATM_combo_2hr 1007.45423 6.85 29.98 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.8 94 1.16E+05 SESLIDASEDS#QLEAAIR 3 288 ‐10,0 0 0 0 0 UBX domain‐containing protein 7  35454:128955

698.62915 3 combeffx_ATM_MEKi 698.62735 2.58 29.38 UBXN7  UBXN7_HUMAN 3 R.SES#LIDAS#EDSQLEAAIR.A 10.8 100 6.18E+05 SES#LIDASEDS#QLEAAIR 0 280 ‐2,0 20.8 288 0 0 UBX domain‐containing protein 7  35296:51569

836.86838 2 timecourse_ATM_combo_2hr 836.86435 4.82 29.31 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 16.8 100 4.44E+05 ASLQETHFDST#QTK 20.4 306 0 0 0 0 UBX domain‐containing protein 7  35455:101249

558.24792 3 combeffx_ATM_comboi 558.24532 4.66 28.84 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDS#TQTK.Q 84.2 100 7.18E+06 ASLQETHFDST#QTK 8.7 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35300:48690

671.97753 3 combeffx_ATM_comboi 671.97191 8.36 28.58 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.7 94 5.39E+05 SESLIDASEDS#QLEAAIR 15 288 0 0 0 0 UBX domain‐containing protein 7  35300:63038

1007.46077 2 timecourse_ATM_ctrl1 1007.45423 6.49 27.77 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.7 94 5.96E+05 SESLIDASEDS#QLEAAIR 18.5 288 0 0 0 0 UBX domain‐containing protein 7  35449:138991

558.24739 3 combeffx_ATM_MEKi 558.24532 3.71 27.53 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 25.3 100 1.00E+06 ASLQETHFDST#QTK 0 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35297:36443

558.24726 3 combeffx_ATM_ctrl 558.24532 3.48 27.12 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 38.1 100 2.27E+06 ASLQETHFDST#QTK 0 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35295:46075

558.24775 3 timecourse_ATM_combo_2hr 558.24532 4.35 26.81 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 48.6 100 1.29E+06 ASLQETHFDST#QTK 5.3 306 ‐5,2 0 0 0 0 UBX domain‐containing protein 7  35455:101239

558.24685 3 combeffx_ATM_PI3Ki 558.24532 2.74 25.33 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 39.7 100 2.75E+06 ASLQETHFDST#QTK 0 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35298:44353

1007.45961 2 combeffx_ATM_comboi 1007.45423 5.34 25.3 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.8 94 6.99E+05 SESLIDASEDS#QLEAAIR 11.6 288 ‐3,0 0 0 0 0 UBX domain‐containing protein 7  35300:62978

558.24753 3 combeffx_ATM_ctrl 558.24532 3.96 25.01 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 32.8 100 2.54E+06 ASLQETHFDST#QTK 0 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35294:47891

558.24846 3 timecourse_ATM_combo_2hr 558.24532 5.62 25 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 53.2 100 1.34E+06 ASLQETHFDST#QTK 0 306 ‐5,2 0 0 0 0 UBX domain‐containing protein 7  35454:101576

876.85238 2 timecourse_ATM_combo_4hr 876.84751 5.55 24.72 UBXN7  UBXN7_HUMAN 3 R.AS#LQETHFDS#TQTK.Q 11.1 100 3.80E+05 AS#LQETHFDS#TQTK 35.9 297 11.5 305 0,1 0 0 UBX domain‐containing protein 7  35452:111943

558.24834 3 timecourse_ATM_combo_1hr 558.24532 5.41 24.34 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 56.2 100 2.29E+06 ASLQETHFDST#QTK 4.8 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35456:109257

558.24783 3 timecourse_ATM_combo_8hr 558.24532 4.5 24.32 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 51.8 100 2.76E+06 ASLQETHFDST#QTK 0 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35451:108323

558.24699 3 combeffx_ATM_MEKi 558.24532 2.99 24.25 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 24.6 100 1.16E+06 ASLQETHFDST#QTK 0 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35296:39512

558.24786 3 timecourse_ATM_combo_4hr 558.24532 4.55 24.22 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDSTQT#K.Q 121.4 100 4.37E+06 ASLQETHFDS#TQTK 4.3 305 0,3 0 0 0 0 UBX domain‐containing protein 7  35453:106936

558.24788 3 timecourse_ATM_ctrl1 558.24532 4.59 22.98 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDS#TQTK.Q 73.0 100 3.22E+06 ASLQETHFDS#TQTK 7.5 305 0,1 0 0 0 0 UBX domain‐containing protein 7  35449:109874

671.97797 3 combeffx_ATM_comboi 671.97191 9.02 22.92 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.6 94 2.26E+05 SESLIDASEDS#QLEAAIR 20.9 288 0 0 0 0 UBX domain‐containing protein 7  35301:57562

671.97511 3 combeffx_ATM_PI3Ki 671.97191 4.76 22.27 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 3.6 86 2.87E+04 SESLIDASEDS#QLEAAIR 17.6 288 0 0 0 0 UBX domain‐containing protein 7  35299:53787

671.97584 3 timecourse_ATM_combo_4hr 671.97191 5.85 22.04 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 8.1 94 9.28E+05 SESLIDASEDS#QLEAAIR 23.1 288 0 0 0 0 UBX domain‐containing protein 7  35452:132788

876.85221 2 timecourse_ATM_combo_8hr 876.84751 5.36 21.89 UBXN7  UBXN7_HUMAN 3 R.AS#LQETHFDS#TQTK.Q 10.2 100 4.57E+05 AS#LQETHFDS#TQTK 8.1 297 0,4 16.2 305 0 0 UBX domain‐containing protein 7  35451:115342

558.24856 3 timecourse_ATM_ctrl1 558.24532 5.8 21.7 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 73.5 100 3.09E+06 ASLQETHFDST#QTK 0 306 ‐5,2 0 0 0 0 UBX domain‐containing protein 7  35448:108188

558.2482 3 combeffx_ATM_comboi 558.24532 5.16 21.61 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 75.9 100 5.06E+06 ASLQETHFDST#QTK 0 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35301:44529

1007.46053 2 timecourse_ATM_combo_2hr 1007.45423 6.25 21.27 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 6.4 94 1.18E+05 SESLIDAS#EDSQLEAAIR 11.6 285 0,3 0 0 0 0 UBX domain‐containing protein 7  35455:129130

558.24787 3 timecourse_ATM_combo_1hr 558.24532 4.57 20.93 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 57.4 100 2.30E+06 ASLQETHFDST#QTK 0 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35457:109070

558.24848 3 timecourse_ATM_ctrl2 558.24532 5.66 20.88 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 72.1 100 2.17E+06 ASLQETHFDST#QTK 0 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35446:94655

1007.45858 2 timecourse_ATM_combo_4hr 1007.45423 4.32 20.54 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 4.0 94 1.33E+05 SESLIDASEDS#QLEAAIR 15.8 288 0 0 0 0 UBX domain‐containing protein 7  35453:135365

558.24851 3 timecourse_ATM_combo_8hr 558.24532 5.71 20.36 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 52.9 100 3.03E+06 ASLQETHFDST#QTK 0 306 0,2 0 0 0 0 UBX domain‐containing protein 7  35450:107337

671.97632 3 timecourse_ATM_combo_4hr 671.97191 6.56 19.49 UBXN7  UBXN7_HUMAN 3 R.SESLIDAS#EDSQLEAAIR.A 3.4 94 4.71E+05 SESLIDAS#EDSQLEAAIR 8.7 285 0,3 0 0 0 0 UBX domain‐containing protein 7  35453:135465

876.85133 2 timecourse_ATM_combo_4hr 876.84751 4.36 17.79 UBXN7  UBXN7_HUMAN 3 R.AS#LQETHFDST#QTK.Q 11.2 100 4.17E+05 AS#LQETHFDS#TQTK 19.5 297 9.3 305 0,1 0 0 UBX domain‐containing protein 7  35453:114013

671.97428 3 combeffx_ATM_MEKi 671.97191 3.53 17.77 UBXN7  UBXN7_HUMAN 3 R.SESLIDASEDS#QLEAAIR.A 540.2 100 2.27E+07 SESLIDASEDS#QLEAAIR 13.3 288 0 0 0 0 UBX domain‐containing protein 7  35297:45592

836.86754 2 combeffx_ATM_ctrl 836.86435 3.81 16.14 UBXN7  UBXN7_HUMAN 3 R.ASLQETHFDST#QTK.Q 9.0 100 5.13E+05 ASLQETHFDST#QTK 10.3 306 ‐1,0 0 0 0 0 UBX domain‐containing protein 7  35295:46085

798.87935 2 combeffx_ATM_ctrl 798.87620 3.94 47.47 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 27.6 100 6.13E+06 T#TSQCKSEPPLLR 0 61 0,2 0 0 0 0 Uridine‐cytidine kinase‐like 1  35294:42860

532.92141 3 combeffx_ATM_MEKi 532.91989 2.85 44.38 UCKL1  UCKL1_HUMAN 5 R.TT#SQCKSEPPLLR.T 72.5 100 7.33E+06 TTS#QCKSEPPLLR 32.4 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35297:33073

798.87934 2 combeffx_ATM_ctrl 798.87620 3.93 41.91 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 27.5 100 6.13E+06 TTS#QCKSEPPLLR 0 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35294:42850

798.87949 2 combeffx_ATM_ctrl 798.87620 4.12 41.08 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 23.9 100 5.13E+06 TTS#QCKSEPPLLR 0 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35295:41149

532.92147 3 combeffx_ATM_MEKi 532.91989 2.96 40.17 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 72.5 100 8.62E+06 TTS#QCKSEPPLLR 32.4 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35296:35653

532.92173 3 combeffx_ATM_ctrl 532.91989 3.47 38.31 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 69.8 100 1.75E+07 TTS#QCKSEPPLLR 32.4 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35294:42830

798.87889 2 combeffx_ATM_MEKi 798.87620 3.37 38.16 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 21.1 100 1.97E+06 TTS#QCKSEPPLLR 0 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35297:33093

532.92153 3 combeffx_ATM_ctrl 532.91989 3.08 38.09 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 59.8 100 1.54E+07 TTS#QCKSEPPLLR 32.4 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35295:41109

798.87909 2 combeffx_ATM_MEKi 798.87620 3.62 37.6 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 26.9 100 2.84E+06 TTS#QCKSEPPLLR 0 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35296:35673

532.92135 3 combeffx_ATM_MEKi 532.91989 2.74 36.66 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 71.0 100 8.62E+06 TTS#QCKSEPPLLR 32.4 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35296:35643

798.8789 2 combeffx_ATM_MEKi 798.87620 3.38 35.44 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 21.4 100 1.97E+06 TTS#QCKSEPPLLR 7.9 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35297:33103

532.9217 3 combeffx_ATM_ctrl 532.91989 3.4 33.44 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 61.5 100 1.54E+07 TTS#QCKSEPPLLR 32.4 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35295:41119

798.88046 2 timecourse_ATM_ctrl2 798.87620 5.33 30.55 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 9.0 100 6.33E+05 TTS#QCKSEPPLLR 6.9 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35446:86637

532.9215 3 combeffx_ATM_MEKi 532.91989 3.02 30.39 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 70.7 100 7.33E+06 TTS#QCKSEPPLLR 32.4 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35297:33083

532.92147 3 combeffx_ATM_ctrl 532.91989 2.96 29.42 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 67.8 100 1.75E+07 TTS#QCKSEPPLLR 28.9 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35294:42820

798.87983 2 timecourse_ATM_ctrl2 798.87620 4.56 29.21 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 8.1 100 7.02E+05 TTS#QCKSEPPLLR 0 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35447:88114

798.87938 2 combeffx_ATM_ctrl 798.87620 3.98 27.72 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 23.5 100 5.13E+06 TTS#QCKSEPPLLR 0 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35295:41139

798.87897 2 timecourse_ATM_ctrl1 798.87620 3.47 27.43 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 9.5 100 6.61E+05 TTS#QCKSEPPLLR 8.6 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35449:101222

720.82989 2 timecourse_ATM_ctrl2 720.82564 5.9 25.55 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLL.R 6.1 100 6.96E+05 TTS#QCKSEPPLL 16.2 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35446:71015

798.879 2 combeffx_ATM_MEKi 798.87620 3.5 24.06 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLLR.T 26.4 100 2.84E+06 TTS#QCKSEPPLLR 0 63 ‐2,0 0 0 0 0 Uridine‐cytidine kinase‐like 1  35296:35663

720.82956 2 timecourse_ATM_ctrl2 720.82564 5.44 22.62 UCKL1  UCKL1_HUMAN 5 R.TTS#QCKSEPPLL.R 7.8 100 8.08E+05 TTS#QCKSEPPLL 16.2 63 0 0 0 0 Uridine‐cytidine kinase‐like 1  35447:72084

798.8795 2 timecourse_ATM_ctrl1 798.87620 4.13 21.3 UCKL1  UCKL1_HUMAN 5 R.TT#SQCKSEPPLLR.T 6.1 100 6.27E+05 T#TSQCKSEPPLLR 0 61 0,2 0 0 0 0 Uridine‐cytidine kinase‐like 1  35448:99704

1095.96929 2 timecourse_ATM_ctrl2 1095.96299 5.75 98.95 UHRF1BP1  URFB1_HUMAN 1 R.TVS#QQSFDGVSLDSSGPEDR.I 9.7 100 3.90E+05 TVS#QQSFDGVSLDSSGPEDR 0 1103 ‐2,0 0 0 0 0 UHRF1‐binding protein 1  35446:133576

1095.96892 2 timecourse_ATM_ctrl2 1095.96299 5.41 75.38 UHRF1BP1  URFB1_HUMAN 1 R.TVS#QQSFDGVSLDSSGPEDR.I 10.5 100 4.74E+05 TVS#QQSFDGVSLDSSGPEDR 0 1103 ‐2,0 0 0 0 0 UHRF1‐binding protein 1  35447:135983

730.98112 3 combeffx_ATM_comboi 730.97775 4.61 42.45 UHRF1BP1  URFB1_HUMAN 1 R.TVS#QQSFDGVSLDSSGPEDR.I 7.1 100 9.33E+05 TVS#QQSFDGVSLDSSGPEDR 9.1 1103 ‐2,0 0 0 0 0 UHRF1‐binding protein 1  35301:62489

730.98184 3 timecourse_ATM_ctrl2 730.97775 5.6 40.44 UHRF1BP1  URFB1_HUMAN 1 R.TVS#QQSFDGVSLDSSGPEDR.I 10.5 100 5.02E+05 TVS#QQSFDGVSLDSSGPEDR 3.3 1103 0,3 0 0 0 0 UHRF1‐binding protein 1  35446:133566

730.97991 3 combeffx_ATM_MEKi 730.97775 2.95 38.37 UHRF1BP1  URFB1_HUMAN 1 R.TVSQQS#FDGVSLDSSGPEDR.I 8.7 100 4.69E+05 TVSQQS#FDGVSLDSSGPEDR 12.3 1106 ‐3,0 0 0 0 0 UHRF1‐binding protein 1  35296:53149

730.9822 3 timecourse_ATM_ctrl1 730.97775 6.1 24.05 UHRF1BP1  URFB1_HUMAN 1 R.TVS#QQSFDGVSLDSSGPEDR.I 4.5 100 3.00E+05 TVS#QQSFDGVSLDSSGPEDR 7.3 1103 ‐2,0 0 0 0 0 UHRF1‐binding protein 1  35448:148080

597.28237 3 timecourse_ATM_combo_8hr 597.27913 5.42 37.21 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSS#QSHQEK.T 15.4 100 5.54E+05 SRPLATGPSS#QSHQEK 26.5 140 0 0 0 0 BRCA1‐A complex subunit RAP80  35450:117780

597.28256 3 timecourse_ATM_combo_4hr 597.27913 5.74 37.07 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSS#QSHQEK.T 20.5 100 6.25E+05 SRPLATGPSS#QSHQEK 24.8 140 0 0 0 0 BRCA1‐A complex subunit RAP80  35453:117345

597.2827 3 timecourse_ATM_combo_2hr 597.27913 5.98 35.11 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSS#QSHQEK.T 13.8 100 3.40E+05 SRPLATGPSS#QSHQEK 12.2 140 ‐1,0 0 0 0 0 BRCA1‐A complex subunit RAP80  35455:111275

597.28206 3 timecourse_ATM_ctrl1 597.27913 4.91 32.73 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSS#QSHQEK.T 22.3 100 6.75E+05 SRPLATGPSS#QSHQEK 11.3 140 ‐1,0 0 0 0 0 BRCA1‐A complex subunit RAP80  35449:120542

597.28307 3 timecourse_ATM_ctrl1 597.27913 6.6 31.31 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSSQS#HQEK.T 23.2 100 6.88E+05 SRPLATGPSS#QSHQEK 14.2 140 0 0 0 0 BRCA1‐A complex subunit RAP80  35448:118591

597.28271 3 timecourse_ATM_ctrl2 597.27913 5.99 30.66 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSS#QSHQEK.T 20.1 100 4.90E+05 SRPLATGPSS#QSHQEK 22.7 140 0 0 0 0 BRCA1‐A complex subunit RAP80  35447:106536

597.2821 3 timecourse_ATM_combo_4hr 597.27913 4.97 30.19 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSS#QSHQEK.T 20.8 100 6.17E+05 SRPLATGPSS#QSHQEK 0 140 0,2 0 0 0 0 BRCA1‐A complex subunit RAP80  35452:115174

597.2829 3 timecourse_ATM_combo_1hr 597.27913 6.31 29.26 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSS#QSHQEK.T 17.3 100 5.58E+05 SRPLATGPSSQS#HQEK 0 142 ‐3,0 0 0 0 0 BRCA1‐A complex subunit RAP80  35456:120091

597.28314 3 timecourse_ATM_combo_2hr 597.27913 6.71 28.2 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSS#QSHQEK.T 16.4 100 3.86E+05 SRPLATGPSS#QSHQEK 23.3 140 0 0 0 0 BRCA1‐A complex subunit RAP80  35454:111508

1077.51308 4 timecourse_ATM_ctrl1 1077.50760 5.09 24.73 UIMC1  UIMC1_HUMAN 2 K.LLLEEEPTTSHGQSSQGIVEET#SEEGNSVPASQSVAALTSK.R 16.4 100 9.93E+05 LLLEEEPT#TSHGQSSQGIVEETSEEGNSVPASQSVAA 9.9 395 0,15 0 0 0 0 BRCA1‐A complex subunit RAP80  35448:181480

597.28248 3 timecourse_ATM_combo_8hr 597.27913 5.61 23.35 UIMC1  UIMC1_HUMAN 5 R.SRPLATGPSSQS#HQEK.T 17.2 100 5.20E+05 SRPLATGPSS#QSHQEK 5.4 140 0,2 0 0 0 0 BRCA1‐A complex subunit RAP80  35451:119002

1077.5141 4 timecourse_ATM_ctrl2 1077.50760 6.03 21.48 UIMC1  UIMC1_HUMAN 2 K.LLLEEEPTTSHGQSS#QGIVEETSEEGNSVPASQSVAALTSK.R 7.7 100 4.75E+05 LLLEEEPT#TSHGQSSQGIVEETSEEGNSVPASQSVAA 0 395 0,15 0 0 0 0 BRCA1‐A complex subunit RAP80  35446:169192

1077.51381 4 timecourse_ATM_ctrl2 1077.50760 5.76 20.54 UIMC1  UIMC1_HUMAN 2 K.LLLEEEPTTS#HGQSSQGIVEETSEEGNSVPASQSVAALTSK.R 9.1 100 5.55E+05 LLLEEEPTTS#HGQSSQGIVEETSEEGNSVPASQSVAA 0 397 ‐2,18 0 0 0 0 BRCA1‐A complex subunit RAP80  35447:173043

730.81595 2 combeffx_ATM_MEKi 730.81393 2.76 79.81 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 618.0 100 3.23E+07 AYQHGGVTGLS#QY 42.6 1127 0 0 0 0 Regulator of nonsense transcripts 1  35296:29770

730.81699 2 combeffx_ATM_comboi 730.81393 4.19 63.67 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 233.0 100 2.76E+07 AYQHGGVTGLS#QY 33.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35301:33445

695.29915 2 timecourse_ATM_ctrl2 695.29538 5.42 58.76 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 286.5 100 1.04E+07 YQHGGVTGLS#QY 37.4 1127 0 0 0 0 Regulator of nonsense transcripts 1  35446:65705

730.81644 2 combeffx_ATM_MEKi 730.81393 3.43 58.71 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 573.8 100 2.38E+07 AYQHGGVTGLS#QY 21.3 1127 0 0 0 0 Regulator of nonsense transcripts 1  35297:27855

695.2985 2 timecourse_ATM_combo_1hr 695.29538 4.49 58 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 158.2 100 9.56E+06 YQHGGVTGLS#QY 0 1127 0,2 0 0 0 0 Regulator of nonsense transcripts 1  35457:76828

730.81631 2 combeffx_ATM_ctrl 730.81393 3.26 56.09 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 340.7 100 4.17E+07 AYQHGGVTGLS#QY 33.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35294:35573

695.29938 2 timecourse_ATM_combo_8hr 695.29538 5.75 55.43 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 61.0 100 3.59E+06 YQHGGVTGLSQY# 27.7 1129 0 0 0 0 Regulator of nonsense transcripts 1  35451:76167

730.81636 2 combeffx_ATM_ctrl 730.81393 3.33 54.86 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 339.0 100 4.17E+07 AYQHGGVTGLS#QY 28.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35294:35583

695.29927 2 timecourse_ATM_ctrl1 695.29538 5.59 54.69 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 247.6 100 1.20E+07 YQHGGVTGLS#QY 37.4 1127 0 0 0 0 Regulator of nonsense transcripts 1  35448:76476

730.81748 2 timecourse_ATM_ctrl2 730.81393 4.86 54.68 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 515.7 100 2.21E+07 AYQHGGVTGLS#QY 17 1127 0 0 0 0 Regulator of nonsense transcripts 1  35446:72762

730.81617 2 combeffx_ATM_PI3Ki 730.81393 3.07 52.41 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 601.3 100 4.53E+07 AYQHGGVTGLS#QY 30.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35299:32398

695.29852 2 timecourse_ATM_combo_2hr 695.29538 4.52 51.78 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 181.5 100 5.80E+06 YQHGGVTGLS#QY 33.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35455:71437

695.29868 2 timecourse_ATM_combo_4hr 695.29538 4.76 51.73 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 122.8 100 6.10E+06 YQHGGVTGLS#QY 30.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35453:75489

695.29908 2 timecourse_ATM_combo_1hr 695.29538 5.32 51.71 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 189.0 100 1.02E+07 YQHGGVTGLS#QY 30.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35456:76578

695.29931 2 timecourse_ATM_ctrl2 695.29538 5.67 51.2 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 300.3 100 1.04E+07 YQHGGVTGLS#QY 33.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35447:66766

730.81702 2 combeffx_ATM_comboi 730.81393 4.23 51.13 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 235.5 100 2.76E+07 AYQHGGVTGLS#QY 28.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35301:33455

695.29904 2 timecourse_ATM_combo_2hr 695.29538 5.26 49.7 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 189.2 100 6.20E+06 YQHGGVTGLS#QY 33.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35454:72001

730.816 2 combeffx_ATM_PI3Ki 730.81393 2.85 48.24 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 625.6 100 4.53E+07 AYQHGGVTGLS#QY 33.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35299:32388

549.73683 2 timecourse_ATM_combo_1hr 549.73443 4.37 48.1 UPF1  RENT1_HUMAN 1 Q.HGGVTGLS#QY.‐ 20.5 100 8.14E+05 HGGVTGLS#QY 45.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35457:33718

549.73762 2 timecourse_ATM_combo_1hr 549.73443 5.8 47.77 UPF1  RENT1_HUMAN 1 Q.HGGVTGLS#QY.‐ 28.6 100 9.00E+05 HGGVTGLS#QY 40.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35456:33818

730.81595 2 combeffx_ATM_MEKi 730.81393 2.76 47.6 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 650.0 100 3.23E+07 AYQHGGVTGLS#QY 42.6 1127 0 0 0 0 Regulator of nonsense transcripts 1  35296:29760

695.29848 2 timecourse_ATM_ctrl1 695.29538 4.46 47.5 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 226.8 100 1.15E+07 YQHGGVTGLS#QY 30.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35449:77609

549.73792 2 timecourse_ATM_ctrl2 549.73443 6.35 47.33 UPF1  RENT1_HUMAN 1 Q.HGGVTGLS#QY.‐ 29.2 100 9.08E+05 HGGVTGLS#QY 52.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35447:29450

695.2992 2 timecourse_ATM_combo_8hr 695.29538 5.49 46.35 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 61.8 100 3.72E+06 YQHGGVTGLS#QY 33.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35450:75653

730.81747 2 combeffx_ATM_comboi 730.81393 4.84 45.93 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 352.6 100 4.35E+07 AYQHGGVTGLS#QY 42.6 1127 0 0 0 0 Regulator of nonsense transcripts 1  35300:36239

730.8162 2 combeffx_ATM_PI3Ki 730.81393 3.11 45.57 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 572.3 100 5.90E+07 AYQHGGVTGLS#QY 42.6 1127 0 0 0 0 Regulator of nonsense transcripts 1  35298:33413

695.29883 2 timecourse_ATM_combo_4hr 695.29538 4.96 45.4 UPF1  RENT1_HUMAN 1 A.YQHGGVTGLS#QY.‐ 109.4 100 6.10E+06 YQHGGVTGLS#QY 24.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35452:73836

730.81702 2 timecourse_ATM_combo_8hr 730.81393 4.23 44.75 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 137.5 100 1.08E+07 AYQHGGVTGLS#QY 28.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35451:84615

730.8173 2 timecourse_ATM_ctrl2 730.81393 4.61 44.63 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 538.2 100 2.27E+07 AYQHGGVTGLS#QY 37.4 1127 0 0 0 0 Regulator of nonsense transcripts 1  35447:73918

730.81723 2 timecourse_ATM_ctrl1 730.81393 4.52 44.3 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 491.1 100 3.93E+07 AYQHGGVTGLS#QY 28.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35448:84358

730.81682 2 timecourse_ATM_combo_8hr 730.81393 3.95 44.19 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 123.7 100 1.01E+07 AYQHGGVTGLS#QY 28.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35450:83899

730.81629 2 timecourse_ATM_ctrl1 730.81393 3.23 43.59 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 553.6 100 3.92E+07 AYQHGGVTGLS#QY 37.4 1127 0 0 0 0 Regulator of nonsense transcripts 1  35449:85709

730.81634 2 combeffx_ATM_PI3Ki 730.81393 3.3 43.41 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 559.7 100 5.90E+07 AYQHGGVTGLS#QY 13.3 1127 0 0 0 0 Regulator of nonsense transcripts 1  35298:33423

549.73786 2 timecourse_ATM_ctrl1 549.73443 6.24 43.29 UPF1  RENT1_HUMAN 1 Q.HGGVTGLS#QY.‐ 22.7 100 9.70E+05 HGGVTGLS#QY 48.9 1127 0 0 0 0 Regulator of nonsense transcripts 1  35448:34109

730.8161 2 combeffx_ATM_ctrl 730.81393 2.97 42.23 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 363.2 100 3.41E+07 AYQHGGVTGLS#QY 24.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35295:33983

730.81742 2 timecourse_ATM_combo_2hr 730.81393 4.78 40.36 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 343.1 100 1.28E+07 AYQHGGVTGLS#QY 33.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35454:79448

730.81675 2 timecourse_ATM_combo_2hr 730.81393 3.86 39.68 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 352.0 100 1.29E+07 AYQHGGVTGLS#QY 30.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35455:78998

613.76703 2 timecourse_ATM_ctrl2 613.76372 5.39 39.62 UPF1  RENT1_HUMAN 1 Y.QHGGVTGLS#QY.‐ 63.9 100 1.96E+06 QHGGVTGLS#QY 30.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35447:47445

730.81643 2 timecourse_ATM_combo_1hr 730.81393 3.42 39.1 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 492.4 100 3.47E+07 AYQHGGVTGLS#QY 26.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35457:84835

730.81644 2 combeffx_ATM_MEKi 730.81393 3.45 36.88 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 581.8 100 2.38E+07 AYQHGGVTGLS#QY 18.9 1127 0 0 0 0 Regulator of nonsense transcripts 1  35297:27865

730.81708 2 timecourse_ATM_combo_1hr 730.81393 4.31 34.35 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 513.3 100 3.53E+07 AYQHGGVTGLS#QY 26.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35456:84574

730.81747 2 combeffx_ATM_comboi 730.81393 4.84 34.26 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 365.8 100 4.35E+07 AYQHGGVTGLS#QY 13.2 1127 0 0 0 0 Regulator of nonsense transcripts 1  35300:36249

730.81622 2 combeffx_ATM_ctrl 730.81393 3.13 33.73 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 352.6 100 3.41E+07 AYQHGGVTGLS#QY 18.9 1127 0 0 0 0 Regulator of nonsense transcripts 1  35295:33993

730.81624 2 timecourse_ATM_combo_4hr 730.81393 3.16 33.57 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 364.4 100 2.65E+07 AYQHGGVTGLS#QY 15.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35453:83454

730.81669 2 timecourse_ATM_combo_4hr 730.81393 3.78 33.22 UPF1  RENT1_HUMAN 1 R.AYQHGGVTGLS#QY.‐ 354.0 100 2.59E+07 AYQHGGVTGLS#QY 30.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35452:81788

549.73694 2 timecourse_ATM_ctrl1 549.73443 4.57 32.98 UPF1  RENT1_HUMAN 1 Q.HGGVTGLS#QY.‐ 21.1 100 8.88E+05 HGGVTGLS#QY 48.9 1127 0 0 0 0 Regulator of nonsense transcripts 1  35449:34380

549.73769 2 timecourse_ATM_ctrl2 549.73443 5.93 30.48 UPF1  RENT1_HUMAN 1 Q.HGGVTGLS#QY.‐ 32.1 100 8.62E+05 HGGVTGLS#QY 34.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35446:29132

613.76538 2 timecourse_ATM_ctrl1 613.76372 2.7 29.73 UPF1  RENT1_HUMAN 1 Y.QHGGVTGLS#QY.‐ 71.5 100 2.45E+06 QHGGVTGLS#QY 33.7 1127 0 0 0 0 Regulator of nonsense transcripts 1  35449:55025

613.76697 2 timecourse_ATM_combo_2hr 613.76372 5.3 28.12 UPF1  RENT1_HUMAN 1 Y.QHGGVTGLS#QY.‐ 43.6 100 1.11E+06 QHGGVTGLS#QY 24.8 1127 0 0 0 0 Regulator of nonsense transcripts 1  35454:51219

613.76669 2 timecourse_ATM_combo_4hr 613.76372 4.84 23.36 UPF1  RENT1_HUMAN 1 Y.QHGGVTGLS#QY.‐ 36.2 100 1.15E+06 QHGGVTGLS#QY 12.2 1127 0,2 0 0 0 0 Regulator of nonsense transcripts 1  35452:52290

613.76624 2 timecourse_ATM_ctrl1 613.76372 4.11 23 UPF1  RENT1_HUMAN 1 Y.QHGGVTGLS#QY.‐ 77.2 100 2.32E+06 QHGGVTGLS#QY 26.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35448:54224

613.76615 2 timecourse_ATM_combo_4hr 613.76372 3.96 21.57 UPF1  RENT1_HUMAN 1 Y.QHGGVTGLS#QY.‐ 33.4 100 1.03E+06 QHGGVTGLS#QY 28.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35453:53418

613.76666 2 timecourse_ATM_combo_8hr 613.76372 4.79 21.1 UPF1  RENT1_HUMAN 1 Y.QHGGVTGLS#QY.‐ 14.6 100 6.02E+05 QHGGVTGLS#QY 28.5 1127 0 0 0 0 Regulator of nonsense transcripts 1  35451:53660

983.94364 2 timecourse_ATM_combo_1hr 983.94130 2.38 50.39 USP20  UBP20_HUMAN 0 R.GGGSS#QAETELLIPDEAGR.A 4.3 94 1.03E+05 GGGSS#QAETELLIPDEAGR 0 305 ‐1,0 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 20  35457:135538

983.94464 2 timecourse_ATM_combo_8hr 983.94130 3.39 47.2 USP20  UBP20_HUMAN 0 R.GGGSS#QAETELLIPDEAGR.A 8.2 100 6.90E+05 GGGSS#QAETELLIPDEAGR 0 305 0,4 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 20  35451:133892

983.94483 2 timecourse_ATM_combo_8hr 983.94130 3.6 38.02 USP20  UBP20_HUMAN 0 R.GGGSS#QAETELLIPDEAGR.A 7.7 100 6.13E+05 GGGSS#QAETELLIPDEAGR 0 305 ‐1,0 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 20  35450:132403

983.94398 2 timecourse_ATM_ctrl1 983.94130 2.72 31.06 USP20  UBP20_HUMAN 0 R.GGGSS#QAETELLIPDEAGR.A 5.1 100 2.66E+05 GGGSS#QAETELLIPDEAGR 0 305 ‐1,0 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 20  35448:133320

983.94425 2 timecourse_ATM_combo_1hr 983.94130 3 30.15 USP20  UBP20_HUMAN 0 R.GGGSS#QAETELLIPDEAGR.A 4.8 100 2.78E+05 GGGSS#QAETELLIPDEAGR 0 305 ‐1,0 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 20  35456:135219

983.94516 2 timecourse_ATM_combo_4hr 983.94130 3.92 27.38 USP20  UBP20_HUMAN 0 R.GGGSSQAET#ELLIPDEAGR.A 4.9 100 2.78E+05 GGGSS#QAETELLIPDEAGR 0 305 ‐1,0 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 20  35452:129478

940.10325 3 timecourse_ATM_combo_8hr 940.09747 6.15 67.63 USP25  UBP25_HUMAN 1 R.YISVGS#QADTNVIDLTGDDKDDLQR.A 21.0 100 1.08E+06 YISVGS#QADTNVIDLTGDDKDDLQR 44.5 85 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 25  35450:172210

940.104 3 timecourse_ATM_ctrl1 940.09747 6.95 39.6 USP25  UBP25_HUMAN 1 R.YISVGS#QADTNVIDLTGDDKDDLQR.A 2.6 100 1.26E+05 YISVGS#QADTNVIDLTGDDKDDLQR 12.1 85 ‐3,0 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 25  35448:169370

744.8092 2 timecourse_ATM_combo_8hr 744.80543 5.06 79.76 USP36  UBP36_HUMAN 2 K.MSAVS#QDAIEDSR.Q 7.2 100 3.26E+05 MSAVS#QDAIEDSR 58.3 1051 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 36  35451:88391

744.80977 2 timecourse_ATM_combo_4hr 744.80543 5.83 78.37 USP36  UBP36_HUMAN 2 K.MSAVS#QDAIEDSR.Q 6.1 100 1.88E+05 MSAVS#QDAIEDSR 49.6 1051 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 36  35452:85491

744.80968 2 timecourse_ATM_combo_8hr 744.80543 5.71 70.96 USP36  UBP36_HUMAN 2 K.MSAVS#QDAIEDSR.Q 7.6 100 3.06E+05 MSAVS#QDAIEDSR 34.5 1051 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 36  35450:87528

744.8091 2 timecourse_ATM_combo_4hr 744.80543 4.93 66.56 USP36  UBP36_HUMAN 2 K.MSAVS#QDAIEDSR.Q 8.1 100 2.16E+05 MSAVS#QDAIEDSR 49.6 1051 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 36  35453:87150

744.80981 2 timecourse_ATM_combo_2hr 744.80543 5.88 61.42 USP36  UBP36_HUMAN 2 K.MSAVS#QDAIEDSR.Q 4.9 100 1.16E+05 MSAVS#QDAIEDSR 18.5 1051 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 36  35454:83000

731.11611 4 timecourse_ATM_combo_2hr 731.11207 5.53 65.03 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 83.7 100 6.65E+06 RKS#QEALHEQSSYILSSAETPARPR 54.7 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35454:162801

731.11569 4 timecourse_ATM_combo_4hr 731.11207 4.95 62.79 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 75.2 100 8.42E+06 RKS#QEALHEQSSYILSSAETPARPR 49.5 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35452:169190

731.11493 4 timecourse_ATM_combo_1hr 731.11207 3.91 60.27 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 142.5 100 1.27E+07 RKS#QEALHEQSSYILSSAETPARPR 44 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35457:174755

731.11531 4 combeffx_ATM_comboi 731.11207 4.43 58.76 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 38.9 100 8.01E+06 RKS#QEALHEQSSYILSSAETPARPR 45.6 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35300:80991

731.11532 4 timecourse_ATM_ctrl1 731.11207 4.45 56.82 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 75.5 100 7.17E+06 RKS#QEALHEQSSYILSSAETPARPR 67.4 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35449:174139

731.11415 4 combeffx_ATM_ctrl 731.11207 2.85 54.08 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 21.2 100 3.31E+06 RKS#QEALHEQSSYILSSAETPARPR 37.7 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35294:75834

731.11534 4 timecourse_ATM_combo_4hr 731.11207 4.47 51.03 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 92.6 100 8.75E+06 RKS#QEALHEQSSYILSSAETPARPR 87.3 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35453:172371

585.09427 5 timecourse_ATM_ctrl2 585.09111 5.4 48.39 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 52.9 100 4.28E+06 RKS#QEALHEQSSYILSSAETPARPR 12.1 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35447:161213

731.11606 4 timecourse_ATM_ctrl2 731.11207 5.46 47.6 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 41.5 100 3.59E+06 RKS#QEALHEQSSYILSSAETPARPR 49.5 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35446:158122

974.48475 3 timecourse_ATM_combo_1hr 974.48033 4.54 44.84 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 16.0 100 9.30E+05 RKS#QEALHEQSSYILSSAETPARPR 20 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35457:174775

731.1157 4 timecourse_ATM_combo_8hr 731.11207 4.96 44.83 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 66.7 100 9.19E+06 RKS#QEALHEQSSYILSSAETPARPR 42.2 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35451:176430

585.09466 5 timecourse_ATM_combo_1hr 585.09111 6.07 40.47 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 110.6 100 1.33E+07 RKS#QEALHEQSSYILSSAETPARPR 12.1 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35456:174447

731.11532 4 combeffx_ATM_comboi 731.11207 4.45 39.51 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 38.2 100 8.01E+06 RKS#QEALHEQSSYILSSAETPARPR 64.4 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35300:81001

974.48556 3 timecourse_ATM_combo_8hr 974.48033 5.37 39.33 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 4.6 100 6.98E+05 RKS#QEALHEQSSYILSSAETPARPR 12.2 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35451:176450

974.48517 3 timecourse_ATM_combo_4hr 974.48033 4.97 39.28 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 8.7 100 6.13E+05 RKS#QEALHEQSSYILSSAETPARPR 5.7 1199 0,14 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35453:172391

585.0939 5 timecourse_ATM_ctrl1 585.09111 4.77 39.18 USP40  UBP40_HUMAN 0 R.RKSQEALHEQSS#YILSSAETPARPR.A 86.8 100 8.36E+06 RKSQEALHEQS#SYILSSAETPARPR 3.9 1207 ‐8,2 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35449:174159

731.11532 4 timecourse_ATM_combo_2hr 731.11207 4.45 37.09 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 105.8 100 6.79E+06 RKS#QEALHEQSSYILSSAETPARPR 64.4 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35455:163911

974.48487 3 timecourse_ATM_combo_8hr 974.48033 4.66 35.99 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 4.8 100 6.27E+05 RKS#QEALHEQSSYILSSAETPARPR 23.7 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35450:174150

731.11456 4 combeffx_ATM_PI3Ki 731.11207 3.41 35.88 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 44.0 100 4.64E+06 RKS#QEALHEQSSYILSSAETPARPR 42.2 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35298:71856

585.09427 5 timecourse_ATM_combo_4hr 585.09111 5.4 35.81 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 90.9 100 9.68E+06 RKS#QEALHEQSSYILSSAETPARPR 6.2 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35452:169210

731.11612 4 timecourse_ATM_combo_1hr 731.11207 5.54 35.68 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 103.8 100 1.18E+07 RKS#QEALHEQSSYILSSAETPARPR 59.1 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35456:174427

585.09277 5 combeffx_ATM_PI3Ki 585.09111 2.84 35.42 USP40  UBP40_HUMAN 0 R.RKSQEALHEQSS#YILSSAETPARPR.A 52.6 100 6.10E+06 RKS#QEALHEQSSYILSSAETPARPR 3.8 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35299:67844

731.11626 4 timecourse_ATM_ctrl1 731.11207 5.73 35.04 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 67.5 100 7.57E+06 RKS#QEALHEQSSYILSSAETPARPR 49.5 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35448:171340

731.11433 4 combeffx_ATM_ctrl 731.11207 3.09 34.76 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 33.5 100 3.74E+06 RKS#QEALHEQSSYILSSAETPARPR 55.1 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35295:73327

585.09436 5 timecourse_ATM_combo_2hr 585.09111 5.55 34.6 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 91.6 100 7.62E+06 RKS#QEALHEQSSYILSSAETPARPR 9.1 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35454:162811

585.09277 5 combeffx_ATM_ctrl 585.09111 2.84 34.03 USP40  UBP40_HUMAN 0 R.RKSQEALHEQSS#YILSSAETPARPR.A 46.7 100 6.89E+06 RKS#QEALHEQSSYILSSAETPARPR 8 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35294:75824

585.09396 5 timecourse_ATM_combo_2hr 585.09111 4.87 32.39 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 108.9 100 6.74E+06 RKS#QEALHEQSSYILSSAETPARPR 7.3 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35455:163921

585.09278 5 combeffx_ATM_ctrl 585.09111 2.85 31.74 USP40  UBP40_HUMAN 0 R.RKSQEALHEQSS#YILSSAETPARPR.A 47.2 100 6.89E+06 RKS#QEALHEQSSYILSSAETPARPR 9.9 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35294:75844

731.11536 4 timecourse_ATM_combo_8hr 731.11207 4.5 31.18 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 54.9 100 8.47E+06 RKS#QEALHEQSSYILSSAETPARPR 45.6 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35450:174140

974.48495 3 timecourse_ATM_ctrl1 974.48033 4.74 30.14 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 6.4 100 5.04E+05 RKS#QEALHEQSSYILSSAETPARPR 23.7 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35449:174149

731.11585 4 timecourse_ATM_ctrl2 731.11207 5.17 29.83 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 45.1 100 3.64E+06 RKS#QEALHEQSSYILSSAETPARPR 25.4 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35447:161203

585.09364 5 timecourse_ATM_combo_1hr 585.09111 4.32 29.18 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 155.0 100 1.41E+07 RKS#QEALHEQSSYILSSAETPARPR 9.8 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35457:174765

731.11636 4 timecourse_ATM_combo_2hr 731.11207 5.87 28.8 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 102.7 100 6.65E+06 RKS#QEALHEQSSYILSSAETPARPR 27.1 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35454:162821

585.09409 5 timecourse_ATM_combo_8hr 585.09111 5.09 28.77 USP40  UBP40_HUMAN 0 R.RKSQEALHEQSS#YILSSAETPARPR.A 71.0 100 9.27E+06 RKSQEALHEQSS#YILSSAETPARPR 0 1208 ‐9,1 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35451:176440

731.11539 4 combeffx_ATM_comboi 731.11207 4.54 28.54 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 37.3 100 5.98E+06 RKS#QEALHEQSSYILSSAETPARPR 37.2 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35301:73569

974.48555 3 timecourse_ATM_combo_4hr 974.48033 5.36 26.83 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 5.6 100 6.09E+05 RKS#QEALHEQSSYILSSAETPARPR 31.1 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35452:169200

974.4862 3 timecourse_ATM_combo_1hr 974.48033 6.02 25.27 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 11.6 100 9.67E+05 RKS#QEALHEQSSYILSSAETPARPR 44.3 1199 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35456:174437

974.48506 3 timecourse_ATM_combo_2hr 974.48033 4.85 25.04 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 8.0 100 4.65E+05 RKS#QEALHEQSSYILSSAETPARPR 9.5 1199 0,13 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35454:162791

585.09465 5 timecourse_ATM_ctrl1 585.09111 6.05 22.73 USP40  UBP40_HUMAN 0 R.RKS#QEALHEQSSYILSSAETPARPR.A 72.9 100 8.24E+06 RKS#QEALHEQSSYILSSAETPARPR 7.8 1199 0,10 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 40  35448:171350

1042.97644 2 timecourse_ATM_combo_8hr 1042.97481 1.56 66.28 USP48  UBP48_HUMAN 3 R.IEVGDVNPSET#QYISEPK.L 7.8 100 7.21E+05 IEVGDVNPSET#QYISEPK 10.3 832 ‐2,0 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 48  35451:142691

1042.97857 2 timecourse_ATM_combo_8hr 1042.97481 3.61 58.83 USP48  UBP48_HUMAN 3 R.IEVGDVNPSET#QYISEPK.L 7.0 100 6.02E+05 IEVGDVNPSET#QYISEPK 6.6 832 ‐2,0 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 48  35450:140703

785.35209 3 timecourse_ATM_combo_8hr 785.34939 3.44 30.95 USP48  UBP48_HUMAN 3 R.WAETVRPEEVS#QEHIETAY.R 8.2 100 1.24E+06 WAETVRPEEVS#QEHIETAY 33.3 24 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 48  35451:157090

837.38536 3 timecourse_ATM_combo_8hr 837.38309 2.71 26.97 USP48  UBP48_HUMAN 3 R.WAET#VRPEEVSQEHIETAYR.I 11.3 100 8.07E+05 WAETVRPEEVS#QEHIETAYR 27.6 24 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 48  35451:163970

837.38506 3 timecourse_ATM_combo_8hr 837.38309 2.35 23.54 USP48  UBP48_HUMAN 3 R.WAETVRPEEVS#QEHIETAYR.I 7.4 100 6.20E+05 WAETVRPEEVS#QEHIETAYR 24.4 24 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 48  35450:161810

732.36599 3 timecourse_ATM_ctrl2 732.36034 7.71 45.01 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 24.7 100 8.96E+05 KLDVSIEMPEELDIS#QLR 169.6 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35446:133946

732.3658 3 timecourse_ATM_combo_2hr 732.36034 7.46 42.55 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 36.7 100 9.46E+05 KLDVSIEMPEELDIS#QLR 217.6 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35454:140351



732.36592 3 timecourse_ATM_combo_8hr 732.36034 7.62 41.8 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 23.5 100 1.10E+06 KLDVSIEMPEELDIS#QLR 203.3 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35450:148360

732.36623 3 timecourse_ATM_combo_1hr 732.36034 8.04 41.79 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 43.9 100 1.66E+06 KLDVSIEMPEELDIS#QLR 194.4 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35456:150787

732.36586 3 timecourse_ATM_ctrl1 732.36034 7.54 39.76 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 32.0 100 1.36E+06 KLDVSIEMPEELDIS#QLR 175.9 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35448:148320

732.36581 3 timecourse_ATM_combo_4hr 732.36034 7.47 38.17 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 34.6 94 1.15E+06 KLDVSIEMPEELDIS#QLR 150.3 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35453:146971

732.36506 3 timecourse_ATM_combo_2hr 732.36034 6.46 35.7 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 31.6 100 1.01E+06 KLDVSIEMPEELDIS#QLR 146.4 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35455:140291

732.36586 3 timecourse_ATM_combo_4hr 732.36034 7.54 34.75 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 33.4 100 1.40E+06 KLDVSIEMPEELDIS#QLR 154.7 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35452:144606

732.36465 3 timecourse_ATM_ctrl1 732.36034 5.89 32.65 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 33.8 100 1.17E+06 KLDVSIEMPEELDIS#QLR 166.8 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35449:150559

732.36632 3 timecourse_ATM_combo_8hr 732.36034 8.17 31.53 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 27.8 100 1.20E+06 KLDVSIEMPEELDIS#QLR 169.6 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35451:150330

732.3654 3 timecourse_ATM_ctrl2 732.36034 6.91 30.12 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 23.6 100 7.96E+05 KLDVSIEMPEELDIS#QLR 150.3 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35447:136333

732.36507 3 timecourse_ATM_combo_1hr 732.36034 6.46 29.54 USP5  UBP5_HUMAN 0 K.KLDVSIEMPEELDIS#QLR.G 43.1 100 1.75E+06 KLDVSIEMPEELDIS#QLR 143.6 600 0 0 0 0 Ubiquitin carboxyl‐terminal hydrolase 5  35457:150725

1032.11217 3 timecourse_ATM_combo_4hr 1032.10611 5.87 83.41 USP6NL  US6NL_HUMAN 0 K.RGS#TASQY#DNVPGPELDSGASVEEALER.A 20.9 100 3.44E+06 RGS#TASQY#DNVPGPELDSGASVEEALER 16.2 546 5.1 551 ‐2,0 0 0 USP6 N‐terminal‐like protein  35452:171600

1032.11259 3 timecourse_ATM_ctrl1 1032.10611 6.28 78.88 USP6NL  US6NL_HUMAN 0 K.RGS#TAS#QYDNVPGPELDSGASVEEALER.A 40.8 100 5.16E+06 RGS#TAS#QYDNVPGPELDSGASVEEALER 16.2 546 0 549 0,2 0 0 USP6 N‐terminal‐like protein  35448:173610

1032.11185 3 timecourse_ATM_combo_2hr 1032.10611 5.56 74.56 USP6NL  US6NL_HUMAN 0 K.RGS#TASQY#DNVPGPELDSGASVEEALER.A 32.7 100 3.26E+06 RGS#TAS#QYDNVPGPELDSGASVEEALER 16.2 546 12.3 549 ‐2,0 0 0 USP6 N‐terminal‐like protein  35454:164921

1032.11322 3 timecourse_ATM_combo_1hr 1032.10611 6.89 73.42 USP6NL  US6NL_HUMAN 0 K.RGS#TASQY#DNVPGPELDSGASVEEALER.A 32.6 100 5.32E+06 RGS#TASQY#DNVPGPELDSGASVEEALER 16.2 546 9.7 551 ‐2,0 0 0 USP6 N‐terminal‐like protein  35456:176606

1032.11167 3 timecourse_ATM_combo_4hr 1032.10611 5.39 72.98 USP6NL  US6NL_HUMAN 0 K.RGS#TASQY#DNVPGPELDSGASVEEALER.A 25.5 100 4.51E+06 RGST#ASQY#DNVPGPELDSGASVEEALER 0 547 ‐1,0 5.1 551 ‐2,0 0 0 USP6 N‐terminal‐like protein  35453:174841

1032.11308 3 timecourse_ATM_ctrl2 1032.10611 6.75 72.5 USP6NL  US6NL_HUMAN 0 K.RGS#TASQY#DNVPGPELDSGASVEEALER.A 19.3 100 2.41E+06 RGS#TAS#QYDNVPGPELDSGASVEEALER 24.4 546 0 549 ‐2,0 0 0 USP6 N‐terminal‐like protein  35447:163773

1032.1121 3 timecourse_ATM_combo_2hr 1032.10611 5.8 71.31 USP6NL  US6NL_HUMAN 0 K.RGS#TAS#QYDNVPGPELDSGASVEEALER.A 41.1 100 4.39E+06 RGS#TAS#QYDNVPGPELDSGASVEEALER 16.2 546 5.1 549 0,2 0 0 USP6 N‐terminal‐like protein  35455:166101

1032.11146 3 timecourse_ATM_ctrl1 1032.10611 5.18 67.58 USP6NL  US6NL_HUMAN 0 K.RGST#ASQY#DNVPGPELDSGASVEEALER.A 53.2 100 6.07E+06 RGST#ASQY#DNVPGPELDSGASVEEALER 0 547 ‐1,0 5.9 551 ‐2,0 0 0 USP6 N‐terminal‐like protein  35449:176369

1032.1106 3 combeffx_ATM_MEKi 1032.10611 4.35 66.09 USP6NL  US6NL_HUMAN 0 K.RGS#TAS#QYDNVPGPELDSGASVEEALER.A 3.2 100 3.76E+05 RGS#TAS#QYDNVPGPELDSGASVEEALER 11.5 546 0,1 8.1 549 0,2 0 0 USP6 N‐terminal‐like protein  35296:61678

1032.11172 3 timecourse_ATM_combo_1hr 1032.10611 5.44 65.91 USP6NL  US6NL_HUMAN 0 K.RGSTAS#QY#DNVPGPELDSGASVEEALER.A 41.6 100 6.00E+06 RGS#TASQY#DNVPGPELDSGASVEEALER 15.2 546 5.1 551 ‐4,0 0 0 USP6 N‐terminal‐like protein  35457:177155

1032.11167 3 timecourse_ATM_combo_2hr 1032.10611 5.39 65.09 USP6NL  US6NL_HUMAN 0 K.RGS#TASQY#DNVPGPELDSGASVEEALER.A 37.9 100 4.38E+06 RGS#TAS#QYDNVPGPELDSGASVEEALER 16.2 546 8.7 549 0,2 0 0 USP6 N‐terminal‐like protein  35455:166091

1032.11268 3 timecourse_ATM_ctrl2 1032.10611 6.37 58.84 USP6NL  US6NL_HUMAN 0 K.RGS#TAS#QYDNVPGPELDSGASVEEALER.A 15.7 100 1.45E+06 RGS#TAS#QYDNVPGPELDSGASVEEALER 11.5 546 0,5 3.4 549 0,2 0 0 USP6 N‐terminal‐like protein  35446:160382

1032.11249 3 timecourse_ATM_combo_8hr 1032.10611 6.18 55.53 USP6NL  US6NL_HUMAN 0 K.RGS#TASQY#DNVPGPELDSGASVEEALER.A 11.4 100 1.98E+06 RGSTAS#QY#DNVPGPELDSGASVEEALER 3.9 549 ‐2,0 4.1 551 ‐5,0 0 0 USP6 N‐terminal‐like protein  35450:176550

1032.11075 3 timecourse_ATM_combo_1hr 1032.10611 4.5 51.24 USP6NL  US6NL_HUMAN 0 K.RGS#TASQY#DNVPGPELDSGASVEEALER.A 42.7 100 6.49E+06 RGS#TAS#QYDNVPGPELDSGASVEEALER 13.2 546 5.1 549 ‐2,0 0 0 USP6 N‐terminal‐like protein  35457:177145

1032.11232 3 timecourse_ATM_combo_4hr 1032.10611 6.02 50.46 USP6NL  US6NL_HUMAN 0 K.RGS#TAS#QYDNVPGPELDSGASVEEALER.A 27.0 100 3.82E+06 RGS#TASQY#DNVPGPELDSGASVEEALER 13.2 546 4.4 551 ‐4,0 0 0 USP6 N‐terminal‐like protein  35453:174851

1032.11238 3 timecourse_ATM_combo_8hr 1032.10611 6.08 45.38 USP6NL  US6NL_HUMAN 0 K.RGS#TASQY#DNVPGPELDSGASVEEALER.A 13.3 100 2.37E+06 RGS#TAS#QYDNVPGPELDSGASVEEALER 13.2 546 0 549 0,2 0 0 USP6 N‐terminal‐like protein  35451:179000

608.25803 2 combeffx_ATM_PI3Ki 608.25570 3.83 45.33 USP6NL  US6NL_HUMAN 0 R.YPS#QLDGEAR.G 6.6 100 4.42E+05 YPS#QLDGEAR 37.4 617 0 0 0 0 USP6 N‐terminal‐like protein  35299:19341

608.25719 2 combeffx_ATM_PI3Ki 608.25570 2.45 41.98 USP6NL  US6NL_HUMAN 0 R.YPS#QLDGEAR.G 8.9 100 6.83E+05 YPS#QLDGEAR 42.6 617 0 0 0 0 USP6 N‐terminal‐like protein  35298:19820

608.25719 2 combeffx_ATM_MEKi 608.25570 2.45 40.98 USP6NL  US6NL_HUMAN 0 R.YPS#QLDGEAR.G 15.3 100 8.18E+05 YPS#QLDGEAR 30.8 617 0 0 0 0 USP6 N‐terminal‐like protein  35296:18627

974.17708 4 combeffx_ATM_MEKi 974.17420 2.96 39.81 USP6NL  US6NL_HUMAN 0 K.ALDAEDGKRGS#TAS#QYDNVPGPELDSGASVEEALER.A 28.1 100 3.63E+06 ALDAEDGKRGS#T#ASQYDNVPGPELDSGASVEEALE 14.1 546 6.9 547 0,4 0 0 USP6 N‐terminal‐like protein  35296:62998

608.25778 2 combeffx_ATM_ctrl 608.25570 3.42 35.41 USP6NL  US6NL_HUMAN 0 R.YPS#QLDGEAR.G 15.8 100 1.31E+06 YPS#QLDGEAR 24.8 617 0 0 0 0 USP6 N‐terminal‐like protein  35294:20635

608.25773 2 combeffx_ATM_ctrl 608.25570 3.34 31.74 USP6NL  US6NL_HUMAN 0 R.YPS#QLDGEAR.G 15.3 100 1.42E+06 YPS#QLDGEAR 24.8 617 0 0 0 0 USP6 N‐terminal‐like protein  35295:19575

608.25867 2 timecourse_ATM_ctrl2 608.25570 4.88 31.61 USP6NL  US6NL_HUMAN 0 R.YPS#QLDGEAR.G 27.8 100 6.55E+05 YPS#QLDGEAR 30.8 617 0 0 0 0 USP6 N‐terminal‐like protein  35447:45637

608.2576 2 combeffx_ATM_MEKi 608.25570 3.12 31.15 USP6NL  US6NL_HUMAN 0 R.YPS#QLDGEAR.G 12.8 100 5.17E+05 YPS#QLDGEAR 24.8 617 0 0 0 0 USP6 N‐terminal‐like protein  35297:17342

953.42174 3 timecourse_ATM_ctrl1 953.41697 5 25.9 USP6NL  US6NL_HUMAN 0 R.GST#ASQYDNVPGPELDSGASVEEALER.A 12.8 100 1.03E+06 GST#ASQYDNVPGPELDSGASVEEALER 0 547 0,4 0 0 0 0 USP6 N‐terminal‐like protein  35449:172969

608.25921 2 timecourse_ATM_ctrl2 608.25570 5.77 24.02 USP6NL  US6NL_HUMAN 0 R.YPS#QLDGEAR.G 22.5 100 5.60E+05 YPS#QLDGEAR 24.8 617 0 0 0 0 USP6 N‐terminal‐like protein  35446:45101

719.99651 3 timecourse_ATM_ctrl1 719.99266 5.35 54.93 USP9X  USP9X_HUMAN 2 R.EICSLFGEAPQNLSQT#QR.S 9.5 94 5.01E+05 EICSLFGEAPQNLSQT#QR 28.5 590 0 0 0 0 Probable ubiquitin carboxyl‐terminal hydrolase FAF‐X  35448:146541

719.99694 3 timecourse_ATM_combo_1hr 719.99266 5.94 30.43 USP9X  USP9X_HUMAN 2 R.EICSLFGEAPQNLSQT#QR.S 7.5 94 4.04E+05 EICSLFGEAPQNLSQT#QR 28.5 590 0 0 0 0 Probable ubiquitin carboxyl‐terminal hydrolase FAF‐X  35456:149125

719.99686 3 timecourse_ATM_ctrl2 719.99266 5.83 28.29 USP9X  USP9X_HUMAN 2 R.EICSLFGEAPQNLSQT#QR.S 9.1 94 3.14E+05 EICSLFGEAPQNLSQT#QR 28.5 590 0 0 0 0 Probable ubiquitin carboxyl‐terminal hydrolase FAF‐X  35447:134549

719.99713 3 timecourse_ATM_ctrl2 719.99266 6.21 25.03 USP9X  USP9X_HUMAN 2 R.EICSLFGEAPQNLSQT#QR.S 9.2 94 3.25E+05 EICSLFGEAPQNLSQT#QR 29.9 590 0 0 0 0 Probable ubiquitin carboxyl‐terminal hydrolase FAF‐X  35446:132103

719.99573 3 timecourse_ATM_ctrl1 719.99266 4.26 23.08 USP9X  USP9X_HUMAN 2 R.EICSLFGEAPQNLSQT#QR.S 7.4 94 4.42E+05 EICSLFGEAPQNLS#QTQR 0 588 0,2 0 0 0 0 Probable ubiquitin carboxyl‐terminal hydrolase FAF‐X  35449:148763

1074.55008 2 combeffx_ATM_comboi 1074.54539 4.36 92.7 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 18.7 100 2.04E+06 LAESLLALS#QQEELADLPK 108.9 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35300:67431

1074.5505 2 combeffx_ATM_comboi 1074.54539 4.76 89.39 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 11.2 100 1.16E+06 LAESLLALS#QQEELADLPK 80.7 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35301:61869

1074.55027 2 timecourse_ATM_combo_8hr 1074.54539 4.54 86.74 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 88.8 100 6.58E+06 LAESLLALS#QQEELADLPK 74.3 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35450:145953

1074.55119 2 timecourse_ATM_combo_1hr 1074.54539 5.4 86.66 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 19.2 100 9.40E+05 LAESLLALS#QQEELADLPK 99.2 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35456:148655

1074.55047 2 timecourse_ATM_combo_4hr 1074.54539 4.73 79.98 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 61.6 100 3.57E+06 LAESLLALS#QQEELADLPK 81.7 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35452:142430

1074.55141 2 timecourse_ATM_combo_8hr 1074.54539 5.6 68.49 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 102.4 100 7.34E+06 LAESLLALS#QQEELADLPK 81.7 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35451:148001

1074.55057 2 timecourse_ATM_combo_2hr 1074.54539 4.82 65.91 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 20.4 100 8.17E+05 LAESLLALS#QQEELADLPK 80.7 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35454:138201

993.92205 2 timecourse_ATM_combo_8hr 993.92003 2.03 63.66 UTP14A  UT14A_HUMAN 4 K.EAAT#QEDPEQLPELEAH.G 4.5 100 7.93E+05 EAAT#QEDPEQLPELEAH 1000 389 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35451:135511

918.85503 2 timecourse_ATM_combo_4hr 918.85043 5.01 58.7 UTP14A  UT14A_HUMAN 4 R.SELS#QDAEPAGS#QETK.D 21.4 100 5.60E+05 SELS#QDAEPAGS#QETK 15 437 26.8 445 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35453:121241

1074.55004 2 timecourse_ATM_combo_4hr 1074.54539 4.33 58.32 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 61.7 100 3.92E+06 LAESLLALS#QQEELADLPK 80.7 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35453:144837

932.8579 2 timecourse_ATM_combo_8hr 932.85351 4.71 56.54 UTP14A  UT14A_HUMAN 4 K.RSELS#QDAEPAGS#QET.K 11.3 100 4.29E+05 RSELS#QDAEPAGS#QET 65.2 437 12.3 445 0,3 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35451:125127

993.92215 2 timecourse_ATM_combo_8hr 993.92003 2.13 55.1 UTP14A  UT14A_HUMAN 4 K.EAAT#QEDPEQLPELEAH.G 5.3 100 9.94E+05 EAAT#QEDPEQLPELEAH 1000 389 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35450:133893

878.87274 2 timecourse_ATM_combo_8hr 878.86727 6.22 51.21 UTP14A  UT14A_HUMAN 4 R.SELS#QDAEPAGSQETK.D 6.0 100 1.77E+05 SELS#QDAEPAGSQETK 22.6 437 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35450:114550

878.87146 2 timecourse_ATM_ctrl1 878.86727 4.77 50.71 UTP14A  UT14A_HUMAN 4 R.SELS#QDAEPAGSQETK.D 4.2 100 1.12E+05 SELS#QDAEPAGSQETK 12.3 437 ‐3,0 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35449:117471

716.70278 3 combeffx_ATM_comboi 716.69935 4.79 49.79 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 18.3 100 2.15E+06 LAESLLALS#QQEELADLPK 57.6 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35300:67441

878.87154 2 timecourse_ATM_combo_2hr 878.86727 4.86 46.49 UTP14A  UT14A_HUMAN 4 R.SELS#QDAEPAGSQETK.D 5.5 100 7.22E+04 SELS#QDAEPAGSQETK 11.2 437 ‐3,0 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35455:108445

932.85639 2 timecourse_ATM_combo_8hr 932.85351 3.09 45.94 UTP14A  UT14A_HUMAN 4 K.RSELS#QDAEPAGS#QET.K 11.8 100 4.36E+05 RSELS#QDAEPAGS#QET 65.2 437 16.8 445 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35450:123738

716.70284 3 timecourse_ATM_combo_4hr 716.69935 4.87 45.83 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 38.8 100 1.81E+06 LAESLLALS#QQEELADLPK 45.6 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35452:142440

716.70288 3 timecourse_ATM_combo_8hr 716.69935 4.93 44.9 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 51.4 100 3.05E+06 LAESLLALS#QQEELADLPK 33.4 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35450:145963

918.85356 2 timecourse_ATM_combo_8hr 918.85043 3.41 44.8 UTP14A  UT14A_HUMAN 4 R.SELS#QDAEPAGS#QETK.D 37.7 100 1.39E+06 SELS#QDAEPAGS#QETK 22.6 437 41.3 445 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35451:122940

918.85386 2 timecourse_ATM_combo_8hr 918.85043 3.73 44.15 UTP14A  UT14A_HUMAN 4 R.SELS#QDAEPAGS#QETK.D 38.7 100 1.27E+06 SELS#QDAEPAGS#QETK 16.8 437 30.7 445 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35450:121728

918.85525 2 timecourse_ATM_combo_4hr 918.85043 5.25 42.7 UTP14A  UT14A_HUMAN 4 R.SELS#QDAEPAGS#QETK.D 19.7 100 6.15E+05 SELS#QDAEPAGS#QETK 27.1 437 31.9 445 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35452:119064

716.70284 3 timecourse_ATM_combo_8hr 716.69935 4.87 39.15 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 41.0 100 2.81E+06 LAESLLALS#QQEELADLPK 43.1 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35451:147991

918.85615 2 timecourse_ATM_combo_2hr 918.85043 6.23 37.45 UTP14A  UT14A_HUMAN 4 R.SELS#QDAEPAGS#QETK.D 8.8 100 1.76E+05 SELS#QDAEPAGS#QETK 12.3 437 ‐3,0 20.9 445 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35454:115144

716.70283 3 timecourse_ATM_combo_2hr 716.69935 4.86 37.44 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 10.7 100 3.06E+05 LAESLLALS#QQEELADLPK 45.6 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35454:138211

716.70237 3 combeffx_ATM_comboi 716.69935 4.21 37 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 12.9 100 1.08E+06 LAESLLALS#QQEELADLPK 42.8 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35301:61859

716.70265 3 timecourse_ATM_combo_4hr 716.69935 4.6 36.86 UTP14A  UT14A_HUMAN 2 R.LAESLLALS#QQEELADLPK.D 29.6 100 1.48E+06 LAESLLALS#QQEELADLPK 47.9 14 0 0 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35453:144847

707.63842 3 timecourse_ATM_combo_4hr 707.63473 5.21 28.59 UTP14A  UT14A_HUMAN 4 R.KRS#ELSQDAEPAGS#QETK.D 15.8 100 2.80E+05 KRSELS#QDAEPAGS#QETK 4.9 437 ‐3,0 13.2 445 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35453:143647

996.90439 2 timecourse_ATM_combo_8hr 996.90098 3.42 24.96 UTP14A  UT14A_HUMAN 4 R.KRSELS#QDAEPAGS#QET.K 4.7 94 1.64E+05 KRSELS#QDAEPAGS#QET 37.5 437 0 445 0,3 0 0 U3 small nucleolar RNA‐associated protein 14 homolog A  35450:134143

870.41994 2 timecourse_ATM_combo_1hr 870.41487 5.82 50.14 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 11.0 100 1.84E+05 AGAGPGGPPQKPAPSS#QR 20.4 46 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35456:115661

580.61555 3 timecourse_ATM_combo_4hr 580.61234 5.53 48.59 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 68.8 100 1.26E+06 AGAGPGGPPQKPAPS#SQR 5.3 45 0,1 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35452:110703

870.41913 2 timecourse_ATM_combo_2hr 870.41487 4.89 47.08 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 7.5 100 8.84E+04 AGAGPGGPPQKPAPSS#QR 9.3 46 ‐1,0 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35455:106985

580.61494 3 timecourse_ATM_combo_1hr 580.61234 4.48 42.53 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 81.9 100 1.96E+06 AGAGPGGPPQKPAPS#SQR 11.3 45 0,1 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35457:115182

580.6155 3 timecourse_ATM_ctrl2 580.61234 5.46 40.11 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 20.8 100 3.32E+05 AGAGPGGPPQKPAPS#SQR 7.5 45 0,1 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35447:102133

870.41978 2 timecourse_ATM_combo_4hr 870.41487 5.64 39.45 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 9.1 100 1.04E+05 AGAGPGGPPQKPAPSS#QR 0 46 ‐1,0 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35453:112813

580.61562 3 timecourse_ATM_combo_4hr 580.61234 5.65 37.89 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 64.0 100 1.32E+06 AGAGPGGPPQKPAPSS#QR 0 46 ‐1,0 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35453:112823

580.61597 3 timecourse_ATM_combo_2hr 580.61234 6.25 37.42 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPS#SQR.K 65.8 100 1.14E+06 AGAGPGGPPQKPAPS#SQR 6.6 45 0,1 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35454:107318

580.61585 3 timecourse_ATM_ctrl2 580.61234 6.05 37.34 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 22.8 100 3.12E+05 AGAGPGGPPQKPAPS#SQR 7.5 45 0,1 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35446:100267

580.61541 3 timecourse_ATM_combo_8hr 580.61234 5.29 35.31 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 44.1 100 9.95E+05 AGAGPGGPPQKPAPSS#QR 0 46 ‐1,0 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35450:113100

580.61601 3 timecourse_ATM_ctrl1 580.61234 6.32 33.97 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 21.0 100 4.21E+05 AGAGPGGPPQKPAPS#SQR 7.5 45 0,1 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35448:114141

580.61575 3 timecourse_ATM_combo_1hr 580.61234 5.87 32.39 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 77.4 100 1.94E+06 AGAGPGGPPQKPAPS#SQR 7.5 45 0,1 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35456:115671

580.61541 3 timecourse_ATM_combo_8hr 580.61234 5.29 31.97 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 44.1 100 1.01E+06 AGAGPGGPPQKPAPSS#QR 0 46 ‐1,0 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35451:114092

870.41953 2 timecourse_ATM_combo_4hr 870.41487 5.35 27.84 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 8.5 100 8.66E+04 AGAGPGGPPQKPAPSS#QR 0 46 ‐1,0 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35452:110693

580.6149 3 timecourse_ATM_ctrl1 580.61234 4.41 27.56 UTP18  UTP18_HUMAN 1 K.AGAGPGGPPQKPAPSS#QR.K 26.9 100 4.68E+05 AGAGPGGPPQKPAPS#SQR 4.3 45 0,1 0 0 0 0 U3 small nucleolar RNA‐associated protein 18 homolog  35449:116031

873.39339 2 combeffx_ATM_PI3Ki 873.39071 3.07 110.36 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 113.4 100 8.27E+06 ADALQAGAS#QFETSAAK 54.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35298:47431

873.39433 2 combeffx_ATM_comboi 873.39071 4.14 103.46 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 134.9 100 1.08E+07 ADALQAGAS#QFETSAAK 63.8 75 0 0 0 0 Vesicle‐associated membrane protein 2  35301:47815

873.39268 2 timecourse_ATM_ctrl1 873.39071 2.26 97.61 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 351.7 100 1.51E+07 ADALQAGAS#QFETSAAK 76.7 75 0 0 0 0 Vesicle‐associated membrane protein 2  35449:116611

873.39266 2 timecourse_ATM_combo_2hr 873.39071 2.23 97.33 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 508.9 100 1.47E+07 ADALQAGAS#QFETSAAK 71.2 75 0 0 0 0 Vesicle‐associated membrane protein 2  35455:107545

873.39401 2 combeffx_ATM_MEKi 873.39071 3.78 95.95 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 91.6 100 3.41E+06 ADALQAGAS#QFETSAAK 55.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35297:38829

873.39347 2 combeffx_ATM_ctrl 873.39071 3.16 94.39 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 89.5 100 6.14E+06 ADALQAGAS#QFETSAAK 55.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35294:51537

873.39387 2 combeffx_ATM_ctrl 873.39071 3.62 93.17 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 62.7 100 4.28E+06 ADALQAGAS#QFETSAAK 59.3 75 0 0 0 0 Vesicle‐associated membrane protein 2  35295:49463

873.39253 2 timecourse_ATM_combo_1hr 873.39071 2.08 92.38 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 274.7 100 1.92E+07 ADALQAGAS#QFETSAAK 71.2 75 0 0 0 0 Vesicle‐associated membrane protein 2  35457:115802

873.39325 2 combeffx_ATM_PI3Ki 873.39071 2.91 89.63 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 99.9 100 5.89E+06 ADALQAGAS#QFETSAAK 55.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35299:45484

873.39377 2 timecourse_ATM_combo_1hr 873.39071 3.5 87.18 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 303.7 100 1.90E+07 ADALQAGAS#QFETSAAK 66.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35456:116261

873.39337 2 combeffx_ATM_MEKi 873.39071 3.06 84.8 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 101.4 100 4.60E+06 ADALQAGAS#QFETSAAK 59.3 75 0 0 0 0 Vesicle‐associated membrane protein 2  35296:42065

873.39367 2 timecourse_ATM_combo_2hr 873.39071 3.39 84.27 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 479.0 100 1.50E+07 ADALQAGAS#QFETSAAK 54.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35454:107898

913.37811 2 timecourse_ATM_ctrl1 913.37388 4.63 83.25 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 21.9 100 8.94E+05 ADALQAGAS#QFETS#AAK 68.6 75 28.9 80 0 0 Vesicle‐associated membrane protein 2  35449:123718

858.73139 3 combeffx_ATM_PI3Ki 858.72881 3 80.75 VAMP2  VAMP2_HUMAN 4 K.LSELDDRADALQAGAS#QFETSAAK.L 43.8 100 2.85E+06 LSELDDRADALQAGAS#QFETSAAK 69.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35299:63924

873.39418 2 timecourse_ATM_ctrl2 873.39071 3.97 79.9 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 150.4 100 6.05E+06 ADALQAGAS#QFETSAAK 55.9 75 0 0 0 0 Vesicle‐associated membrane protein 2  35446:100837

873.39443 2 timecourse_ATM_ctrl2 873.39071 4.26 79.04 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 152.7 100 6.27E+06 ADALQAGAS#QFETSAAK 59.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35447:102703

873.39316 2 timecourse_ATM_combo_8hr 873.39071 2.81 78.46 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 250.8 100 2.53E+07 ADALQAGAS#QFETSAAK 71.2 75 0 0 0 0 Vesicle‐associated membrane protein 2  35450:113620

976.96716 2 timecourse_ATM_combo_8hr 976.96100 6.31 77.78 VAMP2  VAMP2_HUMAN 1 R.LQQT#QAQVDEVVDIMR.V 5.3 100 2.66E+05 LQQT#QAQVDEVVDIMR 1000 35 0 0 0 0 Vesicle‐associated membrane protein 2  35451:132722

873.39343 2 timecourse_ATM_combo_8hr 873.39071 3.11 76.88 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 349.7 100 2.83E+07 ADALQAGAS#QFETSAAK 59.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35451:114642

873.3925 2 timecourse_ATM_combo_4hr 873.39071 2.05 76.6 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 315.5 100 2.01E+07 ADALQAGAS#QFETSAAK 59.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35453:113373

873.3934 2 timecourse_ATM_combo_4hr 873.39071 3.09 75.39 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 272.9 100 1.92E+07 ADALQAGAS#QFETSAAK 54.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35452:111253

873.39459 2 timecourse_ATM_ctrl1 873.39071 4.44 75.32 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 336.5 100 1.47E+07 ADALQAGAS#QFETSAAK 62.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35448:114771

913.37806 2 timecourse_ATM_combo_1hr 913.37388 4.59 74.09 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 48.8 100 2.30E+06 ADALQAGAS#QFETS#AAK 73.3 75 28.9 80 0 0 Vesicle‐associated membrane protein 2  35457:123066

858.73108 3 combeffx_ATM_PI3Ki 858.72881 2.64 70.38 VAMP2  VAMP2_HUMAN 4 K.LSELDDRADALQAGAS#QFETSAAK.L 46.3 100 5.08E+06 LSELDDRADALQAGAS#QFETSAAK 69.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35298:67566

873.39442 2 combeffx_ATM_comboi 873.39071 4.26 69.63 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 158.2 100 1.61E+07 ADALQAGAS#QFETSAAK 47.3 75 0 0 0 0 Vesicle‐associated membrane protein 2  35300:52306

913.37855 2 timecourse_ATM_combo_4hr 913.37388 5.11 67.3 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 48.6 100 2.27E+06 ADALQAGAS#QFETS#AAK 64.5 75 24.4 80 0 0 Vesicle‐associated membrane protein 2  35453:120412

913.37813 2 timecourse_ATM_combo_2hr 913.37388 4.65 64.79 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 67.5 100 2.10E+06 ADALQAGAS#QFETS#AAK 68.6 75 28.9 80 0 0 Vesicle‐associated membrane protein 2  35455:114280

780.36179 2 combeffx_ATM_comboi 780.35869 3.97 64.35 VAMP2  VAMP2_HUMAN 4 D.ALQAGAS#QFETSAAK.L 16.1 100 1.55E+06 ALQAGAS#QFETSAAK 59.3 75 0 0 0 0 Vesicle‐associated membrane protein 2  35300:41995

858.73029 3 combeffx_ATM_MEKi 858.72881 1.72 63.33 VAMP2  VAMP2_HUMAN 4 K.LSELDDRADALQAGAS#QFETSAAK.L 42.9 100 2.88E+06 LSELDDRADALQAGAS#QFETSAAK 61.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35296:58068

913.37936 2 timecourse_ATM_combo_2hr 913.37388 6 63.16 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 64.5 100 2.09E+06 ADALQAGAS#QFETS#AAK 79.1 75 26.4 80 0 0 Vesicle‐associated membrane protein 2  35454:114268

858.73254 3 combeffx_ATM_comboi 858.72881 4.34 61.34 VAMP2  VAMP2_HUMAN 4 K.LSELDDRADALQAGAS#QFETSAAK.L 55.8 100 9.78E+06 LSELDDRADALQAGAS#QFETSAAK 61.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35300:75541

858.73215 3 combeffx_ATM_comboi 858.72881 3.89 61.31 VAMP2  VAMP2_HUMAN 4 K.LSELDDRADALQAGAS#QFETSAAK.L 37.7 100 5.26E+06 LSELDDRADALQAGAS#QFETSAAK 55.2 75 0 0 0 0 Vesicle‐associated membrane protein 2  35301:69029

780.36356 2 timecourse_ATM_combo_8hr 780.35869 6.24 60.79 VAMP2  VAMP2_HUMAN 4 D.ALQAGAS#QFETSAAK.L 34.8 100 1.55E+06 ALQAGAS#QFETSAAK 81.4 75 0 0 0 0 Vesicle‐associated membrane protein 2  35450:95427

913.37948 2 timecourse_ATM_combo_1hr 913.37388 6.14 60.02 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 49.6 100 2.19E+06 ADALQAGAS#QFETS#AAK 27 75 22.9 80 0 0 Vesicle‐associated membrane protein 2  35456:123271

858.73218 3 combeffx_ATM_comboi 858.72881 3.92 59.74 VAMP2  VAMP2_HUMAN 4 K.LSELDDRADALQAGAS#QFETSAAK.L 38.1 100 5.26E+06 LSELDDRADALQAGAS#QFETSAAK 50.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35301:69039

913.37919 2 timecourse_ATM_combo_8hr 913.37388 5.81 59.45 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 34.2 100 2.29E+06 ADALQAGAS#QFETS#AAK 73.3 75 26.4 80 0 0 Vesicle‐associated membrane protein 2  35451:122082

913.37901 2 timecourse_ATM_ctrl1 913.37388 5.62 58.54 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 22.2 100 8.63E+05 ADALQAGAS#QFETS#AAK 73.3 75 24.4 80 0 0 Vesicle‐associated membrane protein 2  35448:121641

913.37862 2 timecourse_ATM_combo_4hr 913.37388 5.19 58.38 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 49.8 100 2.17E+06 ADALQAGAS#QFETS#AAK 58.3 75 24.4 80 0 0 Vesicle‐associated membrane protein 2  35452:118234

858.73081 3 combeffx_ATM_ctrl 858.72881 2.33 56.88 VAMP2  VAMP2_HUMAN 4 K.LSELDDRADALQAGAS#QFETSAAK.L 16.1 100 1.61E+06 LSELDDRADALQAGAS#QFETSAAK 67.8 75 0 0 0 0 Vesicle‐associated membrane protein 2  35295:70107

582.59809 3 combeffx_ATM_PI3Ki 582.59624 3.18 53.71 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 20.6 100 1.72E+06 ADALQAGAS#QFETSAAK 64.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35298:47441

913.37953 2 timecourse_ATM_combo_8hr 913.37388 6.19 53.19 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 35.9 100 2.16E+06 ADALQAGAS#QFETS#AAK 55.2 75 26.4 80 0 0 Vesicle‐associated membrane protein 2  35450:120870

976.96676 2 timecourse_ATM_combo_8hr 976.96100 5.9 51.12 VAMP2  VAMP2_HUMAN 1 R.LQQT#QAQVDEVVDIMR.V 4.1 100 2.15E+05 LQQT#QAQVDEVVDIMR 1000 35 0 0 0 0 Vesicle‐associated membrane protein 2  35450:131243

780.36187 2 timecourse_ATM_combo_8hr 780.35869 4.08 50.81 VAMP2  VAMP2_HUMAN 4 D.ALQAGAS#QFETSAAK.L 42.9 100 1.63E+06 ALQAGAS#QFETSAAK 83.5 75 0 0 0 0 Vesicle‐associated membrane protein 2  35451:96356

780.36239 2 combeffx_ATM_comboi 780.35869 4.74 50.26 VAMP2  VAMP2_HUMAN 4 D.ALQAGAS#QFETSAAK.L 12.6 100 9.61E+05 ALQAGAS#QFETSAAK 62.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35301:38579

913.3797 2 timecourse_ATM_ctrl2 913.37388 6.37 50.12 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 10.4 100 3.36E+05 ADALQAGAS#QFETS#AAK 64.5 75 20.4 80 0 0 Vesicle‐associated membrane protein 2  35447:109766

582.5979 3 combeffx_ATM_PI3Ki 582.59624 2.85 49.83 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 32.2 100 1.90E+06 ADALQAGAS#QFETSAAK 52.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35299:45474

609.25434 3 timecourse_ATM_combo_2hr 609.25168 4.37 48.31 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 9.7 100 3.83E+05 ADALQAGAS#QFET#SAAK 64.4 75 8.6 79 0,1 0 0 Vesicle‐associated membrane protein 2  35455:114270

582.59894 3 combeffx_ATM_comboi 582.59624 4.63 47.35 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 64.2 100 7.37E+06 ADALQAGAS#QFETSAAK 38.7 75 0 0 0 0 Vesicle‐associated membrane protein 2  35300:52316

582.59875 3 combeffx_ATM_comboi 582.59624 4.31 46.23 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 52.3 100 3.99E+06 ADALQAGAS#QFETSAAK 61.9 75 0 0 0 0 Vesicle‐associated membrane protein 2  35301:47825

858.73211 3 combeffx_ATM_MEKi 858.72881 3.84 44.92 VAMP2  VAMP2_HUMAN 4 K.LSELDDRADALQAGAS#QFETSAAK.L 46.3 100 1.47E+06 LSELDDRADALQAGAS#QFETSAAK 56.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35297:53038

651.64678 3 timecourse_ATM_combo_8hr 651.64309 5.66 42.7 VAMP2  VAMP2_HUMAN 1 R.LQQT#QAQVDEVVDIMR.V 5.3 100 2.64E+05 LQQT#QAQVDEVVDIMR 1000 35 0 0 0 0 Vesicle‐associated membrane protein 2  35450:131233

582.59807 3 timecourse_ATM_combo_8hr 582.59624 3.14 42.04 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 27.5 100 2.26E+06 ADALQAGAS#QFETSAAK 43.8 75 0 0 0 0 Vesicle‐associated membrane protein 2  35451:114652

582.59814 3 timecourse_ATM_combo_8hr 582.59624 3.26 40.86 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 34.7 100 3.02E+06 ADALQAGAS#QFETSAAK 43.8 75 0 0 0 0 Vesicle‐associated membrane protein 2  35450:113630

913.37898 2 timecourse_ATM_ctrl2 913.37388 5.58 38.77 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 11.4 100 3.13E+05 ADALQAGAS#QFETS#AAK 61.1 75 19.3 80 0 0 Vesicle‐associated membrane protein 2  35446:107667

582.59823 3 timecourse_ATM_combo_2hr 582.59624 3.42 37.92 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 55.2 100 1.36E+06 ADALQAGAS#QFETSAAK 52.6 75 0 0 0 0 Vesicle‐associated membrane protein 2  35454:107908

858.73433 3 timecourse_ATM_ctrl2 858.72881 6.43 36.79 VAMP2  VAMP2_HUMAN 4 K.LSELDDRADALQAGAS#QFETSAAK.L 26.1 100 9.48E+05 LSELDDRADALQAGAS#QFETSAAK 38.1 75 0 0 0 0 Vesicle‐associated membrane protein 2  35447:152013

651.6474 3 timecourse_ATM_combo_8hr 651.64309 6.61 36.16 VAMP2  VAMP2_HUMAN 1 R.LQQT#QAQVDEVVDIMR.V 6.3 100 2.07E+05 LQQT#QAQVDEVVDIMR 1000 35 0 0 0 0 Vesicle‐associated membrane protein 2  35451:132732

582.59861 3 timecourse_ATM_ctrl2 582.59624 4.07 30.97 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 22.7 100 7.08E+05 ADALQAGAS#QFETSAAK 55.7 75 0 0 0 0 Vesicle‐associated membrane protein 2  35446:100847

609.25421 3 timecourse_ATM_combo_1hr 609.25168 4.15 26.49 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETS#AAK.L 8.4 100 3.47E+05 ADALQAGAS#QFETS#AAK 44.2 75 7.5 80 ‐1,0 0 0 Vesicle‐associated membrane protein 2  35457:123056

651.6465 3 timecourse_ATM_ctrl1 651.64309 5.23 25.49 VAMP2  VAMP2_HUMAN 1 R.LQQT#QAQVDEVVDIMR.V 4.0 100 1.01E+05 LQQT#QAQVDEVVDIMR 1000 35 0 0 0 0 Vesicle‐associated membrane protein 2  35448:132200

582.59742 3 timecourse_ATM_combo_2hr 582.59624 2.03 24.57 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 51.9 100 1.38E+06 ADALQAGAS#QFETSAAK 58.8 75 0 0 0 0 Vesicle‐associated membrane protein 2  35455:107535

582.59797 3 timecourse_ATM_combo_4hr 582.59624 2.97 20.97 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 31.2 100 2.13E+06 ADALQAGAS#QFETSAAK 34.4 75 0 0 0 0 Vesicle‐associated membrane protein 2  35452:111243

582.59761 3 timecourse_ATM_combo_4hr 582.59624 2.35 19.55 VAMP2  VAMP2_HUMAN 4 R.ADALQAGAS#QFETSAAK.L 42.0 100 2.06E+06 ADALQAGAS#QFETSAAK 43.8 75 0 0 0 0 Vesicle‐associated membrane protein 2  35453:113383

998.46889 2 timecourse_ATM_ctrl1 998.46390 5 98.96 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 16.0 100 6.17E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35449:137671

998.46997 2 timecourse_ATM_combo_4hr 998.46390 6.08 97.85 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 10.6 100 5.32E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35453:133935

998.46953 2 timecourse_ATM_combo_8hr 998.46390 5.64 93.6 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 9.1 100 5.19E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35450:134403

998.46998 2 timecourse_ATM_combo_8hr 998.46390 6.09 88.91 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 13.8 100 6.45E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35451:136071

998.46968 2 timecourse_ATM_combo_4hr 998.46390 5.79 83.27 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 10.2 100 4.21E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35452:131488

998.46906 2 timecourse_ATM_ctrl1 998.46390 5.17 79.49 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 13.9 100 6.00E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35448:135410

998.46928 2 timecourse_ATM_combo_2hr 998.46390 5.39 75.56 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 8.3 100 2.44E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35455:127760

998.46944 2 timecourse_ATM_combo_1hr 998.46390 5.55 68.12 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 9.6 100 3.71E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35456:137269

665.98174 3 timecourse_ATM_ctrl1 665.97836 5.08 54.3 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 14.0 100 4.89E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35449:137681

665.98225 3 timecourse_ATM_combo_8hr 665.97836 5.84 52.48 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 12.4 100 6.79E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35450:134413

665.98251 3 timecourse_ATM_combo_8hr 665.97836 6.25 46.33 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 12.3 100 6.42E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35451:136081

665.98213 3 timecourse_ATM_ctrl1 665.97836 5.66 44.32 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 14.8 100 5.32E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35448:135420

665.98236 3 timecourse_ATM_combo_4hr 665.97836 6.01 43.7 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 12.7 100 5.10E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35452:131498

665.98211 3 timecourse_ATM_combo_1hr 665.97836 5.63 37.81 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 8.1 100 2.90E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35457:137728

665.98253 3 timecourse_ATM_combo_4hr 665.97836 6.26 36.21 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 10.4 100 4.74E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35453:133945

665.98211 3 timecourse_ATM_ctrl2 665.97836 5.63 33.7 VAMP3  VAMP3_HUMAN 2 R.LQQT#QNQVDEVVDIMR.V 7.8 100 2.42E+05 LQQT#QNQVDEVVDIMR 1000 18 0 0 0 0 Vesicle‐associated membrane protein 3  35447:123466

735.83572 2 timecourse_ATM_combo_8hr 735.83092 6.52 54.34 VAMP7  VAMP7_HUMAN 4 K.VMET#QAQVDELK.G 4.7 100 1.48E+05 VMET#QAQVDELK 1000 129 0 0 0 0 Vesicle‐associated membrane protein 7  35450:85288

1167.50997 3 timecourse_ATM_combo_2hr 1167.50395 5.16 94.13 VANGL1  VANG1_HUMAN 0 R.TEEVQDDNWGETTTAITGTS#EHSISQEDIAR.I 5.5 100 2.71E+05 TEEVQDDNWGETTTAITGTS#EHSISQEDIAR 0 83 0,5 0 0 0 0 Vang‐like protein 1  35455:171121

627.31267 2 combeffx_ATM_comboi 627.31048 3.49 58.49 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLK.D 21.5 100 3.03E+06 ALAS#QLQDSLK 63.9 574 0 0 0 0 Vinculin  35300:24660

627.31429 2 timecourse_ATM_combo_4hr 627.31048 6.07 49.78 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLK.D 12.3 100 5.77E+05 ALAS#QLQDSLK 70.2 574 0 0 0 0 Vinculin  35452:56840

627.31159 2 combeffx_ATM_MEKi 627.31048 1.77 45.2 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLK.D 13.8 100 4.64E+05 ALAS#QLQDSLK 63.9 574 0 0 0 0 Vinculin  35297:19508

627.31415 2 timecourse_ATM_ctrl1 627.31048 5.85 42.61 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLK.D 13.5 100 6.96E+05 ALAS#QLQDSLK 65.7 574 0 0 0 0 Vinculin  35448:59096

627.31308 2 timecourse_ATM_combo_1hr 627.31048 4.14 39.47 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLK.D 14.9 94 5.67E+05 ALAS#QLQDSLK 75.5 574 0 0 0 0 Vinculin  35457:59063

627.31485 2 timecourse_ATM_combo_1hr 627.31048 6.97 35.82 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLK.D 13.5 100 7.23E+05 ALAS#QLQDSLK 70.2 574 0 0 0 0 Vinculin  35456:58848

627.31462 2 timecourse_ATM_ctrl2 627.31048 6.6 31.38 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLK.D 10.1 100 3.65E+05 ALAS#QLQDSLK 65.4 574 0 0 0 0 Vinculin  35446:50840

627.31454 2 timecourse_ATM_combo_2hr 627.31048 6.47 30.7 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLK.D 6.8 100 2.49E+05 ALAS#QLQDSLK 65.4 574 0 0 0 0 Vinculin  35454:55672

805.41572 2 combeffx_ATM_ctrl 805.41346 2.81 30.1 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLKDLK.A 6.8 100 4.00E+05 ALAS#QLQDSLKDLK 24.3 574 0 0 0 0 Vinculin  35294:43742

805.4173 2 combeffx_ATM_comboi 805.41346 4.77 29.45 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLKDLK.A 6.2 100 6.94E+05 ALAS#QLQDSLKDLK 65.7 574 0 0 0 0 Vinculin  35300:44716

805.41589 2 combeffx_ATM_comboi 805.41346 3.02 25.37 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLKDLK.A 7.7 100 5.66E+05 ALAS#QLQDSLKDLK 36.5 574 0 0 0 0 Vinculin  35301:40998

805.41591 2 combeffx_ATM_PI3Ki 805.41346 3.04 25.03 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLKDLK.A 9.7 100 4.13E+05 ALAS#QLQDSLKDLK 30.5 574 0 0 0 0 Vinculin  35299:39192

805.41647 2 combeffx_ATM_ctrl 805.41346 3.74 24.89 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLKDLK.A 7.0 100 4.63E+05 ALAS#QLQDSLKDLK 39.3 574 0 0 0 0 Vinculin  35295:42054

805.4169 2 combeffx_ATM_MEKi 805.41346 4.27 23.03 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLKDLK.A 8.4 92 1.89E+05 ALAS#QLQDSLKDLK 37.1 574 0 0 0 0 Vinculin  35297:33663

537.28117 3 combeffx_ATM_comboi 537.27806 5.79 20.8 VCL  VINC_HUMAN 4 R.ALAS#QLQDSLKDLK.A 7.0 100 6.44E+05 ALAS#QLQDSLKDLK 26.7 574 0 0 0 0 Vinculin  35300:44726

755.90562 2 combeffx_ATM_comboi 755.90115 5.91 72.9 VCP  TERA_HUMAN 2 R.IVS#QLLTLMDGLK.Q 11.8 100 2.22E+05 IVS#QLLTLMDGLK 40.3 326 0 0 0 0 Transitional endoplasmic reticulum ATPase  35300:39175

763.90197 2 combeffx_ATM_MEKi 763.89861 4.4 34.11 VCP  TERA_HUMAN 2 R.IVS#QLLTLM*DGLK.Q 5.6 94 9.09E+04 IVS#QLLTLM*DGLK 46.7 326 0 0 0 0 Transitional endoplasmic reticulum ATPase  35297:30640

421.4764 4 timecourse_ATM_ctrl2 421.47822 ‐4.32 23.12 VCP  TERA_HUMAN 2 R.RIVSQLLT#LM*DGLK.Q 0.00E+00 RIVSQLLT#LM*DGLK 9.8 330 ‐4,0 0 0 0 0 Transitional endoplasmic reticulum ATPase  35446:95615

768.86826 2 timecourse_ATM_combo_1hr 768.86395 5.61 69.32 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 62.5 100 1.89E+06 SRVT#QSNFAVGYK 34.1 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35456:94628

768.86786 2 timecourse_ATM_combo_2hr 768.86395 5.09 65.01 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 61.8 100 1.35E+06 SRVT#QSNFAVGYK 33.5 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35454:88469

768.86728 2 timecourse_ATM_combo_2hr 768.86395 4.33 59.52 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 62.9 100 1.30E+06 SRVT#QSNFAVGYK 48.9 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35455:87995

768.86767 2 timecourse_ATM_combo_4hr 768.86395 4.84 57.56 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 51.2 100 1.54E+06 SRVT#QSNFAVGYK 40.7 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35452:91261

768.86876 2 timecourse_ATM_ctrl2 768.86395 6.26 56.86 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 28.7 100 8.87E+05 SRVT#QSNFAVGYK 36.3 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35446:81370

768.8683 2 timecourse_ATM_ctrl1 768.86395 5.66 55.76 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 67.6 100 2.13E+06 SRVT#QSNFAVGYK 48.9 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35448:93947

728.39188 3 timecourse_ATM_ctrl2 728.38723 6.38 55.7 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 15.7 100 8.46E+05 VNNSSLIGLGYT#QTLKPGIK 8.6 248 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35446:133236

768.86726 2 timecourse_ATM_combo_1hr 768.86395 4.31 55.47 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 55.3 100 1.72E+06 SRVT#QSNFAVGYK 42.1 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35457:94729

768.86818 2 timecourse_ATM_combo_8hr 768.86395 5.5 55.37 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 36.1 100 1.26E+06 SRVT#QSNFAVGYK 33.5 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35450:93367

512.91419 3 timecourse_ATM_combo_4hr 512.91173 4.8 55.21 VDAC1  VDAC1_HUMAN 4 K.SRVTQS#NFAVGYK.T 78.8 100 2.07E+06 SRVT#QSNFAVGYK 0 165 ‐3,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35452:91251

768.8675 2 timecourse_ATM_combo_4hr 768.86395 4.63 54.05 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 54.6 100 1.51E+06 SRVT#QSNFAVGYK 29.9 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35453:93002

728.39169 3 timecourse_ATM_combo_4hr 728.38723 6.14 54.03 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGY#TQTLKPGIK.L 29.3 100 1.34E+06 VNNSSLIGLGYT#QTLKPGIK 14.5 248 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35453:146371

728.39117 3 timecourse_ATM_ctrl1 728.38723 5.41 53.58 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 31.1 100 1.35E+06 VNNSSLIGLGYT#QTLKPGIK 4.1 248 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35449:149939

768.86759 2 timecourse_ATM_ctrl1 768.86395 4.73 51.93 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 66.7 100 2.13E+06 SRVT#QSNFAVGYK 33.5 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35449:95113

768.86797 2 timecourse_ATM_combo_8hr 768.86395 5.23 50.23 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 38.9 100 1.41E+06 SRVT#QSNFAVGYK 39 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35451:94280

725.35239 2 timecourse_ATM_combo_1hr 725.34794 6.13 49.33 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 23.0 100 7.80E+05 RVT#QSNFAVGYK 57.8 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35456:83251

768.86816 2 timecourse_ATM_ctrl2 768.86395 5.48 47.27 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 33.9 100 9.72E+05 SRVT#QSNFAVGYK 24.8 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35447:82599

725.35144 2 timecourse_ATM_combo_1hr 725.34794 4.84 46.56 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 23.9 100 8.23E+05 RVT#QSNFAVGYK 33.7 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35457:83555

725.35233 2 timecourse_ATM_ctrl2 725.34794 6.05 46.33 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 22.9 100 6.15E+05 RVT#QSNFAVGYK 30.7 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35447:72888

725.35261 2 timecourse_ATM_ctrl2 725.34794 6.44 45.92 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 20.8 100 5.83E+05 RVT#QSNFAVGYK 45.7 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35446:71752

725.3514 2 timecourse_ATM_combo_2hr 725.34794 4.77 45.29 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 32.2 100 7.11E+05 RVT#QSNFAVGYK 57.8 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35455:77718

483.90374 3 timecourse_ATM_combo_2hr 483.90105 5.56 44.64 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 26.2 100 4.56E+05 RVT#QSNFAVGYK 10.4 165 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35454:78258

728.39195 3 timecourse_ATM_combo_1hr 728.38723 6.48 44 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 24.5 100 1.41E+06 VNNSSLIGLGYTQT#LKPGIK 3.4 250 ‐2,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35456:150207

728.39143 3 timecourse_ATM_ctrl2 728.38723 5.77 43.7 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 15.3 100 8.22E+05 VNNSSLIGLGYT#QTLKPGIK 3.5 248 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35447:135673

728.39143 3 timecourse_ATM_ctrl1 728.38723 5.78 43.36 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 27.4 100 1.33E+06 VNNSSLIGLGYT#QTLKPGIK 12.7 248 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35448:147680

725.35206 2 timecourse_ATM_combo_2hr 725.34794 5.68 43.1 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 34.6 100 7.88E+05 RVT#QSNFAVGYK 51.6 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35454:78268

728.39099 3 timecourse_ATM_combo_2hr 728.38723 5.16 42.35 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 30.9 100 1.13E+06 VNNSSLIGLGYT#QTLKPGIK 4.9 248 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35455:139621

483.90413 3 timecourse_ATM_ctrl2 483.90105 6.36 42.19 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 17.4 94 3.49E+05 RVT#QSNFAVGYK 14.7 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35446:71742

725.35231 2 timecourse_ATM_combo_8hr 725.34794 6.02 42.12 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 13.2 100 5.59E+05 RVT#QSNFAVGYK 52.8 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35450:82569

483.90385 3 timecourse_ATM_ctrl2 483.90105 5.81 42 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 17.0 100 3.32E+05 RVT#QSNFAVGYK 7.6 165 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35447:72878

725.35165 2 timecourse_ATM_combo_4hr 725.34794 5.11 41.93 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 15.6 100 5.19E+05 RVT#QSNFAVGYK 30.7 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35453:82224

483.90319 3 timecourse_ATM_combo_1hr 483.90105 4.42 41.79 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 14.2 100 4.03E+05 RVT#QSNFAVGYK 8.5 165 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35457:83545

512.91424 3 timecourse_ATM_combo_2hr 512.91173 4.89 41.6 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 84.6 100 1.61E+06 SRVT#QSNFAVGYK 21.8 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35454:88459

512.91392 3 timecourse_ATM_combo_1hr 512.91173 4.27 41.42 VDAC1  VDAC1_HUMAN 4 K.SRVTQS#NFAVGYK.T 86.8 100 2.39E+06 SRVT#QSNFAVGYK 12.7 165 ‐3,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35457:94719

483.90387 3 timecourse_ATM_combo_1hr 483.90105 5.83 40.96 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 19.5 94 4.41E+05 RVT#QSNFAVGYK 21.8 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35456:83241

725.35131 2 timecourse_ATM_ctrl1 725.34794 4.65 40.42 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 28.2 100 9.50E+05 RVT#QSNFAVGYK 45.7 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35449:84377

725.35196 2 timecourse_ATM_combo_4hr 725.34794 5.54 40.21 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 15.0 100 5.44E+05 RVT#QSNFAVGYK 48.9 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35452:80558

483.90325 3 timecourse_ATM_combo_2hr 483.90105 4.55 39.92 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 20.7 94 3.81E+05 RVT#QSNFAVGYK 11 165 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35455:77708

512.91402 3 timecourse_ATM_combo_4hr 512.91173 4.46 39.54 VDAC1  VDAC1_HUMAN 4 K.SRVTQS#NFAVGYK.T 82.7 100 1.92E+06 SRVT#QSNFAVGYK 15 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35453:92992

728.3911 3 timecourse_ATM_combo_8hr 728.38723 5.31 39.37 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 24.8 100 1.49E+06 VNNSSLIGLGYTQT#LKPGIK 3.4 250 ‐9,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35450:147750

725.35198 2 timecourse_ATM_ctrl1 725.34794 5.57 39.33 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 26.8 100 9.05E+05 RVT#QSNFAVGYK 48.9 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35448:83086

725.35165 2 timecourse_ATM_combo_8hr 725.34794 5.11 39.31 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 15.3 100 5.98E+05 RVT#QSNFAVGYK 48.9 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35451:83325

483.90352 3 timecourse_ATM_ctrl1 483.90105 5.1 39.31 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 14.0 94 4.31E+05 RVT#QSNFAVGYK 9.6 165 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35448:83076

512.91382 3 combeffx_ATM_PI3Ki 512.91173 4.07 38.24 VDAC1  VDAC1_HUMAN 4 K.SRVTQS#NFAVGYK.T 10.3 100 5.65E+05 SRVT#QSNFAVGYK 7.6 165 ‐3,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35299:36079

512.91403 3 timecourse_ATM_ctrl1 512.91173 4.48 37.36 VDAC1  VDAC1_HUMAN 4 K.SRVTQS#NFAVGYK.T 107.4 100 2.61E+06 SRVT#QSNFAVGYK 18 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35449:95103

728.39147 3 timecourse_ATM_combo_8hr 728.38723 5.82 36.59 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 23.5 100 1.47E+06 VNNSSLIGLGYT#QTLKPGIK 14.5 248 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35451:149670

728.39164 3 timecourse_ATM_combo_4hr 728.38723 6.05 36.15 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYTQT#LKPGIK.L 23.8 100 1.15E+06 VNNSSLIGLGYTQT#LKPGIK 6.5 250 ‐2,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35452:143996

483.90372 3 timecourse_ATM_combo_4hr 483.90105 5.52 35.42 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 12.2 94 3.14E+05 RVT#QSNFAVGYK 14.7 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35452:80548

512.91458 3 timecourse_ATM_combo_1hr 512.91173 5.56 34.98 VDAC1  VDAC1_HUMAN 4 K.SRVTQS#NFAVGYK.T 84.0 100 2.33E+06 SRVT#QSNFAVGYK 15 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35456:94618

512.91458 3 timecourse_ATM_ctrl1 512.91173 5.56 34.77 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 97.0 100 2.74E+06 SRVT#QSNFAVGYK 18.3 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35448:93937

483.90352 3 timecourse_ATM_combo_8hr 483.90105 5.1 34.1 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 9.2 94 2.90E+05 RVT#QSNFAVGYK 14.7 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35451:83315

483.90327 3 timecourse_ATM_ctrl1 483.90105 4.59 34.02 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 13.7 100 4.26E+05 RVT#QSNFAVGYK 16.2 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35449:84367

728.39123 3 timecourse_ATM_combo_2hr 728.38723 5.49 33.83 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 28.5 100 1.03E+06 VNNSSLIGLGYTQT#LKPGIK 5.4 250 ‐3,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35454:139731



728.39089 3 timecourse_ATM_combo_1hr 728.38723 5.02 33.08 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYT#QTLKPGIK.L 25.3 100 1.31E+06 VNNSSLIGLGYTQT#LKPGIK 4.5 250 ‐2,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35457:150115

512.91391 3 timecourse_ATM_combo_2hr 512.91173 4.27 33.08 VDAC1  VDAC1_HUMAN 4 K.SRVTQS#NFAVGYK.T 86.5 100 1.70E+06 SRVT#QSNFAVGYK 15 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35455:87985

768.87164 2 combeffx_ATM_comboi 768.86395 10 32.78 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 9.1 100 8.29E+05 SRVT#QSNFAVGYK 28.5 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35300:40805

483.90376 3 timecourse_ATM_combo_8hr 483.90105 5.6 30.94 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 15.0 94 3.83E+05 RVT#QSNFAVGYK 13.3 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35450:82559

512.91455 3 timecourse_ATM_combo_8hr 512.91173 5.5 30.84 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 54.6 100 1.74E+06 SRVT#QSNFAVGYK 18.3 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35450:93377

512.9143 3 timecourse_ATM_combo_8hr 512.91173 5.01 28.79 VDAC1  VDAC1_HUMAN 4 K.SRVTQS#NFAVGYK.T 62.6 100 1.68E+06 SRVT#QSNFAVGYK 23.6 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35451:94270

512.91332 3 combeffx_ATM_PI3Ki 512.91173 3.1 28.65 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 11.2 100 7.77E+05 SRVT#QSNFAVGYK 0 165 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35298:37377

483.9036 3 timecourse_ATM_combo_4hr 483.90105 5.27 28 VDAC1  VDAC1_HUMAN 4 S.RVT#QSNFAVGYK.T 12.7 94 3.24E+05 RVT#QSNFAVGYK 3.5 165 0,2 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35453:82234

512.91497 3 timecourse_ATM_ctrl2 512.91173 6.32 24.87 VDAC1  VDAC1_HUMAN 4 K.S#RVTQSNFAVGYK.T 60.8 100 1.26E+06 SRVT#QSNFAVGYK 15 165 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35446:81380

512.91418 3 combeffx_ATM_comboi 512.91173 4.78 23.44 VDAC1  VDAC1_HUMAN 4 K.SRVT#QSNFAVGYK.T 14.9 100 1.62E+06 SRVT#QSNFAVGYK 12.2 165 ‐3,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35300:40795

728.38343 3 timecourse_ATM_combo_8hr 728.38723 ‐5.22 23.34 VDAC1  VDAC1_HUMAN 3 K.VNNSSLIGLGYTQT#LKPGIK.L 0.00E+00 VNNSSLIGLGYTQT#LKPGIK 16.2 250 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35451:149660

512.91413 3 combeffx_ATM_comboi 512.91173 4.68 22.32 VDAC1  VDAC1_HUMAN 4 K.SRVTQS#NFAVGYK.T 14.0 100 9.45E+05 SRVTQS#NFAVGYK 9.6 167 ‐5,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35301:37492

512.91456 3 timecourse_ATM_ctrl2 512.91173 5.52 17.58 VDAC1  VDAC1_HUMAN 4 K.S#RVTQSNFAVGYK.T 59.1 100 1.25E+06 SRVTQS#NFAVGYK 7.5 167 ‐5,0 0 0 0 0 Voltage‐dependent anion‐selective channel protein 1  35447:82609

728.3823 3 timecourse_ATM_combo_1hr 728.37885 4.74 30.01 VDAC2  VDAC2_HUMAN 1 K.VNNSSLIGVGYT#QTLRPGVK.L 7.0 100 4.63E+05 VNNSSLIGVGY#TQTLRPGVK 8.7 258 0,1 0 0 0 0 Voltage‐dependent anion‐selective channel protein 2  35457:150105

958.88997 2 combeffx_ATM_comboi 958.88654 3.58 64.45 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 774.8 100 1.19E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35301:53989

958.88819 2 combeffx_ATM_PI3Ki 958.88654 1.72 63.83 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 933.9 100 1.49E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35299:50766

958.88897 2 combeffx_ATM_ctrl 958.88654 2.53 62.06 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 895.6 94 2.26E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35294:57914

958.88895 2 combeffx_ATM_ctrl 958.88654 2.51 59.74 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 873.4 100 3.25E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35294:57904

958.88945 2 combeffx_ATM_ctrl 958.88654 3.03 59.42 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 907.6 100 2.78E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35295:55729

835.03365 3 timecourse_ATM_combo_2hr 835.02928 5.25 59.13 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 18.8 100 6.71E+05 TVETRDGQVINETS#QHHDDLE 14 459 0 0 0 0 Vimentin  35454:151761

835.03409 3 timecourse_ATM_combo_1hr 835.02928 5.76 58.58 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 58.0 100 1.73E+06 TVETRDGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35456:163097

958.88927 2 combeffx_ATM_PI3Ki 958.88654 2.85 58.09 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 940.8 100 1.50E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35299:50806

958.88822 2 combeffx_ATM_ctrl 958.88654 1.75 57.99 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 915.0 100 2.75E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35295:55699

958.88833 2 combeffx_ATM_PI3Ki 958.88654 1.87 57.95 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 873.2 100 1.49E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35299:50776

958.88818 2 combeffx_ATM_MEKi 958.88654 1.71 57.76 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1572.0 100 1.80E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35296:46877

958.88976 2 combeffx_ATM_MEKi 958.88654 3.36 57.37 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1518.0 100 1.37E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35297:42948

958.88864 2 combeffx_ATM_MEKi 958.88654 2.19 57.12 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1492.3 100 1.37E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35297:42908

958.89091 2 timecourse_ATM_ctrl1 958.88654 4.56 56.78 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 12.2 94 5.28E+05 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35449:131128

958.89159 2 combeffx_ATM_comboi 958.88654 5.27 56.63 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 742.9 100 1.21E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35301:54069

958.89008 2 combeffx_ATM_ctrl 958.88654 3.7 56.24 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 23.7 94 3.53E+06 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35294:58014

958.88987 2 combeffx_ATM_comboi 958.88654 3.47 56.2 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 584.0 100 1.59E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35300:59122

958.88972 2 combeffx_ATM_ctrl 958.88654 3.32 56.18 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 877.8 100 3.25E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35294:57944

958.88964 2 combeffx_ATM_PI3Ki 958.88654 3.24 55.83 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 15.6 94 1.78E+06 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35298:53465

958.88916 2 combeffx_ATM_PI3Ki 958.88654 2.73 55.32 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 805.9 100 1.76E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35298:53425

958.89214 2 timecourse_ATM_combo_1hr 958.88654 5.84 54.99 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 9.0 94 2.69E+05 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35456:130738

958.88973 2 combeffx_ATM_MEKi 958.88654 3.33 54.89 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1643.8 100 1.98E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35296:46947

835.03172 3 combeffx_ATM_MEKi 835.02928 2.92 54.67 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 161.5 100 8.96E+06 TVETRDGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35296:57508

958.88906 2 combeffx_ATM_MEKi 958.88654 2.63 54.59 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1583.5 100 1.80E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35296:46887

958.89139 2 combeffx_ATM_comboi 958.88654 5.06 54.16 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 558.4 100 1.59E+08 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35300:59232

958.88783 2 combeffx_ATM_PI3Ki 958.88654 1.35 53.84 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 794.4 100 1.76E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35298:53385

958.8899 2 combeffx_ATM_comboi 958.88654 3.5 53.63 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 558.5 100 1.59E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35300:59132

958.89049 2 combeffx_ATM_comboi 958.88654 4.12 53.44 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 766.0 100 1.19E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35301:53999

958.8881 2 combeffx_ATM_PI3Ki 958.88654 1.63 53.38 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 802.2 100 1.76E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35298:53395

958.89016 2 combeffx_ATM_ctrl 958.88654 3.78 53.05 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 28.5 94 3.53E+06 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35294:58034

958.88971 2 combeffx_ATM_PI3Ki 958.88654 3.31 53.03 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 998.0 100 1.48E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35299:50846

835.03215 3 combeffx_ATM_ctrl 835.02928 3.44 52.48 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 249.7 100 1.94E+07 TVETRDGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35295:69347

958.88852 2 combeffx_ATM_ctrl 958.88654 2.06 52.3 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 893.9 100 2.77E+08 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35295:55709

958.89192 2 timecourse_ATM_ctrl1 958.88654 5.61 52.15 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 113.6 94 4.96E+06 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35448:128907

958.88917 2 timecourse_ATM_combo_4hr 958.88654 2.74 51.75 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1674.4 100 1.09E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35453:127441

958.89005 2 combeffx_ATM_ctrl 958.88654 3.66 51.72 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 907.6 100 2.78E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35295:55779

958.89121 2 timecourse_ATM_ctrl2 958.88654 4.88 51.37 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 11.1 94 2.73E+05 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35447:116784

958.88988 2 combeffx_ATM_MEKi 958.88654 3.48 50.61 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1518.0 100 1.37E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35297:42958

835.03299 3 timecourse_ATM_combo_2hr 835.02928 4.44 50.44 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 36.5 100 7.18E+05 TVETRDGQVINETS#QHHDDLE 15.9 459 0 0 0 0 Vimentin  35455:152381

958.88808 2 combeffx_ATM_MEKi 958.88654 1.61 50.12 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1499.0 100 1.80E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35296:46867

958.89155 2 timecourse_ATM_ctrl2 958.88654 5.22 49.97 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1412.6 100 1.28E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35447:116814

835.03211 3 combeffx_ATM_PI3Ki 835.02928 3.39 49.79 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 140.5 100 8.88E+06 TVETRDGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35299:63094

958.88918 2 timecourse_ATM_combo_2hr 958.88654 2.75 49.46 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1596.9 100 9.63E+07 DGQVINETS#QHHDDLE 11.5 459 ‐1,0 0 0 0 0 Vimentin  35455:121287

958.88962 2 combeffx_ATM_PI3Ki 958.88654 3.22 49.24 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 819.0 100 6.07E+07 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35299:50836

958.88789 2 combeffx_ATM_MEKi 958.88654 1.41 49.16 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1392.4 100 1.37E+08 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35297:42898

958.89091 2 combeffx_ATM_PI3Ki 958.88654 4.56 49 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 966.8 100 1.50E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35299:50876

958.89005 2 timecourse_ATM_combo_8hr 958.88654 3.67 48.63 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1180.6 100 8.64E+07 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35450:127868

835.03322 3 combeffx_ATM_comboi 835.02928 4.72 48.44 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 80.0 100 6.05E+06 TVETRDGQVINETS#QHHDDLE 18.3 459 0 0 0 0 Vimentin  35301:67979

958.88951 2 timecourse_ATM_ctrl1 958.88654 3.1 48.25 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1305.4 100 1.70E+08 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35448:128827

958.88995 2 timecourse_ATM_combo_4hr 958.88654 3.57 48.1 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1636.5 100 1.38E+08 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35452:125084

958.8903 2 timecourse_ATM_combo_1hr 958.88654 3.92 47.93 VIM  VIME_HUMAN 1 R.DGQVINET#SQHHDDLE.‐ 16.1 94 5.56E+05 DGQVINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35456:130648

958.8897 2 timecourse_ATM_combo_8hr 958.88654 3.31 47.84 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1524.6 100 7.09E+07 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35451:129397

958.89056 2 timecourse_ATM_combo_2hr 958.88654 4.2 47.51 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 17.5 100 5.09E+05 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35454:121041

958.89025 2 combeffx_ATM_MEKi 958.88654 3.87 47.1 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1620.8 100 1.98E+08 DGQVINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35296:46957

958.88919 2 timecourse_ATM_ctrl1 958.88654 2.76 47.09 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 371.4 94 1.07E+07 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35449:131068

835.03431 3 timecourse_ATM_combo_1hr 835.02928 6.02 46.51 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 20.7 100 1.12E+06 TVETRDGQVINETS#QHHDDLE 14 459 0 0 0 0 Vimentin  35456:163107

808.83502 2 combeffx_ATM_MEKi 808.83304 2.45 46.17 VIM  VIME_HUMAN 1 Q.VINETS#QHHDDLE.‐ 41.7 100 2.81E+06 VINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35296:36703

958.89005 2 combeffx_ATM_ctrl 958.88654 3.66 46.02 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1038.4 100 2.05E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35295:55789

835.03294 3 timecourse_ATM_ctrl1 835.02928 4.38 45.78 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 40.3 100 1.22E+06 TVETRDGQVINETS#QHHDDLE 5.8 459 ‐1,0 0 0 0 0 Vimentin  35448:160410

958.89205 2 timecourse_ATM_combo_2hr 958.88654 5.75 45.64 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1735.2 100 1.54E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35454:121091

958.88961 2 timecourse_ATM_combo_1hr 958.88654 3.2 45.6 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 13.3 94 4.82E+05 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35457:130756

958.89039 2 timecourse_ATM_ctrl1 958.88654 4.02 45.54 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1474.3 100 2.00E+08 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35449:131108

958.89237 2 timecourse_ATM_ctrl1 958.88654 6.08 45.17 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 9.6 94 2.79E+05 DGQVINETS#QHHDDLE 11.5 459 ‐1,0 0 0 0 0 Vimentin  35448:128947

958.89185 2 timecourse_ATM_combo_4hr 958.88654 5.54 45.13 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5.5 94 1.84E+05 DGQVINETS#QHHDDLE 10.3 459 ‐1,0 0 0 0 0 Vimentin  35452:125174

702.75821 2 combeffx_ATM_MEKi 702.75680 2.01 44.74 VIM  VIME_HUMAN 1 I.NETS#QHHDDLE.‐ 32.8 100 1.49E+06 NETS#QHHDDLE 32.4 459 0 0 0 0 Vimentin  35297:25816

958.88986 2 combeffx_ATM_ctrl 958.88654 3.46 44.73 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 33.6 94 3.46E+06 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35294:57954

958.88993 2 timecourse_ATM_combo_1hr 958.88654 3.55 44.55 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1429.4 100 2.32E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35456:130638

808.835 2 combeffx_ATM_MEKi 808.83304 2.42 43.94 VIM  VIME_HUMAN 1 Q.VINETS#QHHDDLE.‐ 41.9 100 2.81E+06 VINETS#QHHDDLE 21.5 459 0 0 0 0 Vimentin  35296:36693

835.03258 3 combeffx_ATM_ctrl 835.02928 3.95 43.88 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 204.1 100 2.12E+07 TVETRDGQVINETS#QHHDDLE 7 459 ‐1,0 0 0 0 0 Vimentin  35294:71334

958.89137 2 timecourse_ATM_combo_8hr 958.88654 5.04 43.83 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6.6 94 2.34E+05 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35450:127918

639.59574 3 timecourse_ATM_combo_2hr 639.59345 3.58 43.76 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5537.4 100 3.15E+08 DGQVINETS#QHHDDLE 27.6 459 0 0 0 0 Vimentin  35454:121011

958.88975 2 timecourse_ATM_ctrl2 958.88654 3.35 43.74 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1303.8 100 8.61E+07 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35446:114595

958.88824 2 timecourse_ATM_combo_1hr 958.88654 1.77 43.67 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1362.8 100 1.62E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35457:130726

780.31458 2 timecourse_ATM_ctrl1 780.30974 6.2 43.45 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 9.4 100 1.61E+05 DGQVINETS#QHHD 18.4 459 0 0 0 0 Vimentin  35448:96097

835.03345 3 combeffx_ATM_comboi 835.02928 4.99 43.31 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 88.4 100 9.41E+06 TVETRDGQVINETS#QHHDDLE 30.5 459 0 0 0 0 Vimentin  35300:74351

958.89003 2 combeffx_ATM_MEKi 958.88654 3.64 43.3 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1529.6 100 1.37E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35297:42988

759.30244 2 combeffx_ATM_comboi 759.29883 4.75 43.2 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 19.4 100 2.15E+06 INETS#QHHDDLE 32.4 459 0 0 0 0 Vimentin  35301:36612

835.03413 3 timecourse_ATM_ctrl2 835.02928 5.81 43.16 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 77.0 100 2.05E+06 TVETRDGQVINETS#QHHDDLE 5 459 ‐1,0 0 0 0 0 Vimentin  35446:146392

759.30176 2 combeffx_ATM_comboi 759.29883 3.86 43.05 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 14.7 100 3.63E+06 INETS#QHHDDLE 38.4 459 0 0 0 0 Vimentin  35300:39665

835.03228 3 combeffx_ATM_MEKi 835.02928 3.59 42.7 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 187.1 100 6.49E+06 TVETRDGQVINETS#QHHDDLE 5.4 459 ‐1,0 0 0 0 0 Vimentin  35297:52438

835.03381 3 timecourse_ATM_ctrl2 835.02928 5.42 42.59 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 86.9 100 2.20E+06 TVETRDGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35447:149083

835.03368 3 timecourse_ATM_combo_2hr 835.02928 5.27 42.33 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 30.7 100 7.71E+05 TVETRDGQVINETS#QHHDDLE 0 459 ‐1,0 0 0 0 0 Vimentin  35454:151771

958.89212 2 timecourse_ATM_ctrl2 958.88654 5.82 42.23 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 73.8 94 2.62E+06 DGQVINETS#QHHDDLE 11.5 459 ‐1,0 0 0 0 0 Vimentin  35447:116844

958.89001 2 timecourse_ATM_combo_2hr 958.88654 3.62 42.13 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1638.4 100 1.24E+08 DGQVINETS#QHHDDLE 11.5 459 ‐1,0 0 0 0 0 Vimentin  35454:121021

958.8911 2 combeffx_ATM_comboi 958.88654 4.76 42.09 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 19.2 94 1.90E+06 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35300:59192

958.89138 2 timecourse_ATM_combo_8hr 958.88654 5.05 42.03 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 8.0 94 3.29E+05 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35451:129437

958.89145 2 timecourse_ATM_ctrl1 958.88654 5.12 41.03 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 9.7 94 2.47E+05 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35449:131158

702.75917 2 combeffx_ATM_ctrl 702.75680 3.37 40.89 VIM  VIME_HUMAN 1 I.NETS#QHHDDLE.‐ 12.2 94 1.23E+06 NETS#QHHDDLE 26.4 459 0 0 0 0 Vimentin  35294:32606

808.83576 2 combeffx_ATM_ctrl 808.83304 3.36 40.75 VIM  VIME_HUMAN 1 Q.VINETS#QHHDDLE.‐ 19.4 100 3.83E+06 VINETS#QHHDDLE 20.4 459 0 0 0 0 Vimentin  35294:44232

835.03259 3 combeffx_ATM_MEKi 835.02928 3.96 40.2 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 5.8 94 2.14E+05 TVETRDGQVINETS#QHHDDLE 29 459 0 0 0 0 Vimentin  35297:52458

958.89019 2 timecourse_ATM_combo_4hr 958.88654 3.81 40.1 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 10.1 94 3.58E+05 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35453:127481

835.03423 3 timecourse_ATM_ctrl2 835.02928 5.93 39.82 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 18.0 100 5.36E+05 TVETRDGQVINETS#QHHDDLE 15.9 459 0 0 0 0 Vimentin  35446:146402

835.0341 3 timecourse_ATM_ctrl2 835.02928 5.77 39.51 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 17.2 100 6.39E+05 TVETRDGQVINETS#QHHDDLE 18.3 459 0 0 0 0 Vimentin  35447:149103

958.89095 2 combeffx_ATM_ctrl 958.88654 4.6 39.37 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 885.6 100 3.25E+08 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35294:58044

835.03323 3 timecourse_ATM_combo_1hr 835.02928 4.73 39.07 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 19.8 100 1.10E+06 TVETRDGQVINETS#QHHDDLE 6.4 459 ‐1,0 0 0 0 0 Vimentin  35457:163115

835.03182 3 combeffx_ATM_PI3Ki 835.02928 3.04 38.74 VIM  VIME_HUMAN 1 K.TVETRDGQVINET#SQHHDDLE.‐ 168.7 100 1.19E+07 TVETRDGQVINETS#QHHDDLE 5.4 459 ‐1,0 0 0 0 0 Vimentin  35298:66616

780.31332 2 timecourse_ATM_combo_1hr 780.30974 4.59 38.69 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 14.0 100 2.14E+05 DGQVINETS#QHHD 19.3 459 0 0 0 0 Vimentin  35457:96729

639.59573 3 combeffx_ATM_ctrl 639.59345 3.56 38.61 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3004.4 100 9.30E+08 DGQVINETS#QHHDDLE 29 459 0 0 0 0 Vimentin  35295:55769

759.30074 2 combeffx_ATM_PI3Ki 759.29883 2.52 38.51 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 17.8 100 2.34E+06 INETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35298:36517

639.59574 3 timecourse_ATM_ctrl1 639.59345 3.58 38.02 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5291.0 100 4.20E+08 DGQVINETS#QHHDDLE 18.3 459 0 0 0 0 Vimentin  35448:128837

639.59583 3 timecourse_ATM_combo_1hr 639.59345 3.72 37.38 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 39.6 94 1.92E+06 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35457:130776

958.89142 2 timecourse_ATM_combo_4hr 958.88654 5.09 37.24 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 475.0 94 7.61E+06 DGQVINETS#QHHDDLE 11.5 459 ‐1,0 0 0 0 0 Vimentin  35453:127531

958.89179 2 timecourse_ATM_combo_1hr 958.88654 5.48 37.2 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 68.4 94 3.05E+06 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35456:130698

958.89116 2 timecourse_ATM_ctrl1 958.88654 4.82 36.77 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 16.6 100 7.76E+05 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35448:128867

958.89124 2 timecourse_ATM_combo_1hr 958.88654 4.9 36.67 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 9.2 94 2.52E+05 DGQVINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35457:130836

958.89049 2 timecourse_ATM_combo_1hr 958.88654 4.12 36.58 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1751.4 100 9.55E+07 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35457:130786

958.89114 2 timecourse_ATM_combo_8hr 958.88654 4.8 36.58 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1659.4 100 9.77E+07 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35451:129427

639.59544 3 combeffx_ATM_ctrl 639.59345 3.11 36.56 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3152.3 100 9.26E+08 DGQVINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35295:55749

958.8911 2 timecourse_ATM_combo_2hr 958.88654 4.76 36.53 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 389.1 94 6.33E+06 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35455:121367

639.59555 3 timecourse_ATM_combo_2hr 639.59345 3.28 36.16 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5797.0 100 2.55E+08 DGQVINETS#QHHDDLE 27.6 459 0 0 0 0 Vimentin  35455:121297

835.03361 3 timecourse_ATM_combo_8hr 835.02928 5.19 36.15 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 8.5 100 4.32E+05 TVETRDGQVINETS#QHHDDLE 5 459 ‐1,0 0 0 0 0 Vimentin  35451:163480

835.03338 3 timecourse_ATM_combo_2hr 835.02928 4.91 36.1 VIM  VIME_HUMAN 1 K.TVETRDGQVINET#SQHHDDLE.‐ 17.1 100 6.12E+05 TVETRDGQVINET#SQHHDDLE 5.9 458 0,1 0 0 0 0 Vimentin  35455:152391

639.59553 3 combeffx_ATM_ctrl 639.59345 3.25 35.92 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2531.7 100 4.38E+08 DGQVINETS#QHHDDLE 27.6 459 0 0 0 0 Vimentin  35294:57934

780.31439 2 timecourse_ATM_combo_2hr 780.30974 5.96 35.81 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 14.3 100 1.51E+05 DGQVINETS#QHHD 0 459 ‐1,0 0 0 0 0 Vimentin  35454:90259

639.59665 3 combeffx_ATM_comboi 639.59345 5 35.78 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1671.0 100 6.10E+08 DGQVINETS#QHHDDLE 14 459 0 0 0 0 Vimentin  35300:59222

639.59636 3 combeffx_ATM_comboi 639.59345 4.55 35.61 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1736.0 100 6.09E+08 DGQVINETS#QHHDDLE 29 459 0 0 0 0 Vimentin  35300:59182

639.59667 3 timecourse_ATM_combo_4hr 639.59345 5.03 35.58 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 4909.1 100 3.90E+08 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35453:127521

958.89007 2 timecourse_ATM_combo_4hr 958.88654 3.68 35.55 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 10.4 94 2.87E+05 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35452:125094

808.83567 2 combeffx_ATM_ctrl 808.83304 3.25 35.54 VIM  VIME_HUMAN 1 Q.VINETS#QHHDDLE.‐ 19.6 100 3.83E+06 VINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35294:44222

639.59683 3 timecourse_ATM_combo_8hr 639.59345 5.28 35.39 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1918.5 94 2.86E+07 DGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35450:127938

780.31394 2 timecourse_ATM_combo_2hr 780.30974 5.38 35.38 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 16.3 100 1.23E+05 DGQVINETS#QHHD 21.5 459 0 0 0 0 Vimentin  35455:89935

958.89217 2 timecourse_ATM_ctrl2 958.88654 5.87 35.12 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 245.1 94 2.63E+06 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35447:116854

639.59559 3 timecourse_ATM_ctrl1 639.59345 3.35 35.02 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1996.1 94 3.27E+07 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35449:131078

639.5949 3 timecourse_ATM_combo_1hr 639.59345 2.27 35 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5209.7 100 5.24E+08 DGQVINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35457:130746

958.89226 2 timecourse_ATM_combo_8hr 958.88654 5.97 34.86 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1358.6 100 8.59E+07 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35450:127968

958.88972 2 timecourse_ATM_combo_2hr 958.88654 3.32 34.8 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 17.0 94 3.72E+05 DGQVINETS#QHHDDLE 11.5 459 ‐1,0 0 0 0 0 Vimentin  35455:121307

639.59569 3 combeffx_ATM_ctrl 639.59345 3.5 34.73 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2882.4 100 1.01E+09 DGQVINETS#QHHDDLE 9.8 459 ‐1,0 0 0 0 0 Vimentin  35294:57964

639.59537 3 combeffx_ATM_MEKi 639.59345 3 34.58 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6050.4 100 7.03E+08 DGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35296:46917

835.03262 3 timecourse_ATM_combo_1hr 835.02928 4 34.53 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 67.1 100 1.95E+06 TVETRDGQVINETS#QHHDDLE 14 459 0 0 0 0 Vimentin  35457:163105

835.03246 3 combeffx_ATM_ctrl 835.02928 3.81 34.39 VIM  VIME_HUMAN 1 K.TVETRDGQVINET#SQHHDDLE.‐ 17.5 94 1.59E+06 TVETRDGQVINETS#QHHDDLE 0 459 ‐1,0 0 0 0 0 Vimentin  35294:71324

639.59677 3 timecourse_ATM_ctrl2 639.59345 5.19 34.25 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 36.0 94 1.55E+06 DGQVINETS#QHHDDLE 6.4 459 ‐1,0 0 0 0 0 Vimentin  35446:114625

639.59531 3 combeffx_ATM_ctrl 639.59345 2.91 34.1 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3230.0 100 9.13E+08 DGQVINETS#QHHDDLE 18.3 459 0 0 0 0 Vimentin  35295:55719

835.03403 3 timecourse_ATM_ctrl1 835.02928 5.69 33.92 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 20.5 100 8.48E+05 TVETRDGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35448:160430

639.59549 3 combeffx_ATM_MEKi 639.59345 3.19 33.83 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6155.2 100 5.68E+08 DGQVINETS#QHHDDLE 18.3 459 0 0 0 0 Vimentin  35297:42938

808.83503 2 combeffx_ATM_MEKi 808.83304 2.46 33.57 VIM  VIME_HUMAN 1 Q.VINETS#QHHDDLE.‐ 37.6 100 2.21E+06 VINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35297:33983

958.8918 2 timecourse_ATM_combo_4hr 958.88654 5.49 33.56 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2219.2 100 1.00E+08 DGQVINETS#QHHDDLE 9.3 459 ‐1,0 0 0 0 0 Vimentin  35452:125164

639.59548 3 combeffx_ATM_MEKi 639.59345 3.17 33.51 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6493.5 100 5.68E+08 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35297:42928

639.59517 3 combeffx_ATM_PI3Ki 639.59345 2.69 33.39 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2852.0 100 6.30E+08 DGQVINETS#QHHDDLE 14.9 459 0 0 0 0 Vimentin  35298:53415

958.89166 2 timecourse_ATM_ctrl1 958.88654 5.34 33.37 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1652.1 100 9.40E+07 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35448:128887

958.89096 2 timecourse_ATM_ctrl1 958.88654 4.61 33.24 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1.8 75 7.89E+04 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35449:131138

639.59578 3 combeffx_ATM_ctrl 639.59345 3.64 33.22 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2989.7 100 9.88E+08 DGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35294:57994

639.59603 3 timecourse_ATM_combo_1hr 639.59345 4.03 33.14 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 438.9 94 1.18E+07 DGQVINETS#QHHDDLE 15.9 459 0 0 0 0 Vimentin  35456:130658

639.59566 3 combeffx_ATM_PI3Ki 639.59345 3.46 33.01 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3130.9 100 5.60E+08 DGQVINETS#QHHDDLE 21.8 459 0 0 0 0 Vimentin  35299:50856

639.59666 3 combeffx_ATM_comboi 639.59345 5.02 32.89 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2472.7 100 4.92E+08 DGQVINETS#QHHDDLE 14 459 0 0 0 0 Vimentin  35301:54049

639.59544 3 combeffx_ATM_ctrl 639.59345 3.11 32.8 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1886.8 100 2.60E+08 DGQVINET#SQHHDDLE 5.9 458 0,1 0 0 0 0 Vimentin  35294:57924

639.59494 3 combeffx_ATM_PI3Ki 639.59345 2.33 32.76 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2911.4 100 6.21E+08 DGQVINETS#QHHDDLE 14.9 459 0 0 0 0 Vimentin  35298:53405

639.59527 3 combeffx_ATM_PI3Ki 639.59345 2.85 32.68 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2797.3 100 6.30E+08 DGQVINETS#QHHDDLE 30.5 459 0 0 0 0 Vimentin  35298:53435

759.30063 2 combeffx_ATM_PI3Ki 759.29883 2.37 32.51 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 32.8 100 3.03E+06 INETS#QHHDDLE 20.4 459 0 0 0 0 Vimentin  35299:35245

639.59574 3 combeffx_ATM_MEKi 639.59345 3.58 32.5 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6381.2 100 5.68E+08 DGQVINETS#QHHDDLE 6.4 459 ‐1,0 0 0 0 0 Vimentin  35297:42978

639.5954 3 combeffx_ATM_ctrl 639.59345 3.05 32.33 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2821.1 100 5.60E+08 DGQVINETS#QHHDDLE 18.3 459 0 0 0 0 Vimentin  35295:55739

958.89204 2 timecourse_ATM_ctrl2 958.88654 5.74 32.21 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2031.4 100 6.73E+07 DGQVINETS#QHHDDLE 11.5 459 ‐1,0 0 0 0 0 Vimentin  35446:114675

759.30086 2 combeffx_ATM_ctrl 759.29883 2.67 32.17 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 19.9 100 4.64E+06 INETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35294:39068

639.59582 3 combeffx_ATM_ctrl 639.59345 3.71 31.73 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2950.4 100 1.00E+09 DGQVINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35294:58024

759.30173 2 combeffx_ATM_comboi 759.29883 3.82 31.35 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 15.4 100 3.63E+06 INETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35300:39655

639.5953 3 combeffx_ATM_MEKi 639.59345 2.89 31.26 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6767.5 100 5.66E+08 DGQVINETS#QHHDDLE 7 459 ‐1,0 0 0 0 0 Vimentin  35297:42918

639.59597 3 timecourse_ATM_combo_4hr 639.59345 3.94 31.15 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 34.1 94 1.30E+06 DGQVINET#SQHHDDLE 6.6 458 0,1 0 0 0 0 Vimentin  35452:125104

780.3139 2 timecourse_ATM_combo_4hr 780.30974 5.33 31.04 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 9.5 100 1.26E+05 DGQVINETS#QHHD 19.3 459 0 0 0 0 Vimentin  35453:95032

835.03315 3 timecourse_ATM_ctrl1 835.02928 4.63 30.87 VIM  VIME_HUMAN 1 K.TVETRDGQVINETS#QHHDDLE.‐ 25.2 100 9.27E+05 TVETRDGQVINETS#QHHDDLE 14.9 459 0 0 0 0 Vimentin  35449:162859

639.59662 3 combeffx_ATM_comboi 639.59345 4.96 30.63 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2601.7 100 4.92E+08 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35301:54039

639.59633 3 combeffx_ATM_comboi 639.59345 4.5 30.32 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1787.6 100 4.03E+08 DGQVINETS#QHHDDLE 15.9 459 0 0 0 0 Vimentin  35300:59172

639.59614 3 combeffx_ATM_comboi 639.59345 4.21 30.27 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 368.0 100 8.29E+07 DGQVINETS#QHHDDLE 14 459 0 0 0 0 Vimentin  35300:59142

958.89181 2 timecourse_ATM_ctrl2 958.88654 5.5 30.08 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 8.2 100 3.69E+05 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35446:114655

639.59621 3 combeffx_ATM_comboi 639.59345 4.32 29.98 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1835.7 100 5.99E+08 DGQVINETS#QHHDDLE 24.2 459 0 0 0 0 Vimentin  35300:59152

639.59573 3 combeffx_ATM_MEKi 639.59345 3.56 29.98 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6445.6 100 5.68E+08 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35297:42968

639.59538 3 combeffx_ATM_MEKi 639.59345 3.02 29.9 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6357.2 100 7.00E+08 DGQVINETS#QHHDDLE 32.3 459 0 0 0 0 Vimentin  35296:46927

901.37735 2 timecourse_ATM_combo_1hr 901.37307 4.75 29.88 VIM  VIME_HUMAN 1 D.GQVINETS#QHHDDLE.‐ 5.9 100 1.95E+05 GQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35456:121081

958.89095 2 timecourse_ATM_combo_1hr 958.88654 4.6 29.75 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 121.9 94 3.54E+06 DGQVINET#SQHHDDLE 11.5 458 0,1 0 0 0 0 Vimentin  35457:130816

958.89084 2 timecourse_ATM_combo_4hr 958.88654 4.48 29.72 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1629.5 100 1.37E+08 DGQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35452:125124

639.59663 3 combeffx_ATM_comboi 639.59345 4.97 29.63 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1631.9 100 6.10E+08 DGQVINETS#QHHDDLE 15.9 459 0 0 0 0 Vimentin  35300:59212

639.59634 3 timecourse_ATM_combo_8hr 639.59345 4.52 29.42 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 25.0 94 1.18E+06 DGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35451:129417

780.31403 2 timecourse_ATM_combo_4hr 780.30974 5.5 29.2 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 10.5 100 1.24E+05 DGQVINETS#QHHD 20.4 459 0 0 0 0 Vimentin  35452:93241

639.59489 3 timecourse_ATM_combo_1hr 639.59345 2.25 29.1 VIM  VIME_HUMAN 1 R.DGQVINET#SQHHDDLE.‐ 37.7 94 1.92E+06 DGQVINET#SQHHDDLE 4.3 458 0,1 0 0 0 0 Vimentin  35457:130736

639.5958 3 timecourse_ATM_combo_2hr 639.59345 3.67 28.97 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 48.8 100 2.13E+06 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35455:121317

639.59633 3 timecourse_ATM_combo_4hr 639.59345 4.5 28.93 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 32.5 100 2.19E+06 DGQVINET#SQHHDDLE 7.5 458 0,1 0 0 0 0 Vimentin  35453:127501

958.89206 2 timecourse_ATM_ctrl1 958.88654 5.76 28.74 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 33.8 100 2.13E+06 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35448:128927

639.59535 3 combeffx_ATM_MEKi 639.59345 2.99 28.58 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6201.7 100 7.01E+08 DGQVINETS#QHHDDLE 14.5 459 0 0 0 0 Vimentin  35296:46907

639.59658 3 combeffx_ATM_comboi 639.59345 4.89 28.51 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2401.3 100 4.90E+08 DGQVINETS#QHHDDLE 5.8 459 ‐1,0 0 0 0 0 Vimentin  35301:54029

639.59551 3 combeffx_ATM_PI3Ki 639.59345 3.22 28.47 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2821.1 100 6.30E+08 DGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35298:53455

639.59593 3 timecourse_ATM_ctrl2 639.59345 3.88 28.36 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5462.3 100 2.65E+08 DGQVINETS#QHHDDLE 14.9 459 0 0 0 0 Vimentin  35447:116734

639.59613 3 timecourse_ATM_ctrl2 639.59345 4.19 28.35 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2562.9 94 3.05E+07 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35446:114605

639.5952 3 combeffx_ATM_PI3Ki 639.59345 2.74 28.35 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3148.3 100 5.60E+08 DGQVINETS#QHHDDLE 18.3 459 0 0 0 0 Vimentin  35299:50796

639.59567 3 timecourse_ATM_combo_8hr 639.59345 3.47 28.25 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3626.0 100 1.97E+08 DGQVINETS#QHHDDLE 29 459 0 0 0 0 Vimentin  35451:129407

639.5958 3 combeffx_ATM_ctrl 639.59345 3.67 28.2 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1408.5 94 2.83E+08 DGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35294:58004

759.30193 2 combeffx_ATM_comboi 759.29883 4.08 28.05 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 13.9 100 3.63E+06 INETS#QHHDDLE 21.5 459 0 0 0 0 Vimentin  35300:39675

958.89187 2 timecourse_ATM_combo_1hr 958.88654 5.56 27.92 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2.5 94 4.15E+05 DGQVINETS#QHHDDLE 11.5 459 ‐1,0 0 0 0 0 Vimentin  35456:130708

780.31441 2 timecourse_ATM_ctrl2 780.30974 5.98 27.85 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 11.5 100 1.31E+05 DGQVINETS#QHHD 19.3 459 0 0 0 0 Vimentin  35447:84689

639.59534 3 combeffx_ATM_PI3Ki 639.59345 2.96 27.81 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3414.2 100 5.52E+08 DGQVINETS#QHHDDLE 21.8 459 0 0 0 0 Vimentin  35299:50816

958.89161 2 timecourse_ATM_ctrl2 958.88654 5.29 27.75 VIM  VIME_HUMAN 1 R.DGQVINET#SQHHDDLE.‐ 7.5 94 1.79E+05 DGQVINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35447:116824

759.30053 2 combeffx_ATM_ctrl 759.29883 2.24 27.45 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 24.7 100 4.44E+06 INETS#QHHDDLE 0 459 ‐1,0 0 0 0 0 Vimentin  35295:37289

639.59631 3 combeffx_ATM_comboi 639.59345 4.49 27.21 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1961.0 100 5.99E+08 DGQVINETS#QHHDDLE 18.3 459 0 0 0 0 Vimentin  35300:59162

639.5953 3 combeffx_ATM_PI3Ki 639.59345 2.89 27.17 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3006.2 100 4.76E+08 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35298:53445

639.59688 3 timecourse_ATM_combo_4hr 639.59345 5.36 26.82 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 43.8 100 1.87E+06 DGQVINETS#QHHDDLE 30.5 459 0 0 0 0 Vimentin  35452:125154

639.5965 3 timecourse_ATM_ctrl1 639.59345 4.77 26.61 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 53.9 94 1.87E+06 DGQVINETS#QHHDDLE 14 459 0 0 0 0 Vimentin  35448:128857

958.8924 2 timecourse_ATM_ctrl2 958.88654 6.11 26.57 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2.9 94 8.24E+04 DGQVINETS#QHHDDLE 0 459 ‐1,0 0 0 0 0 Vimentin  35446:114715

639.59591 3 timecourse_ATM_ctrl1 639.59345 3.85 26.44 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5570.3 100 4.83E+08 DGQVINETS#QHHDDLE 5.8 459 ‐1,0 0 0 0 0 Vimentin  35449:131098

958.89111 2 timecourse_ATM_combo_2hr 958.88654 4.77 26.35 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2162.7 100 8.80E+07 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35455:121377

639.59636 3 timecourse_ATM_combo_2hr 639.59345 4.55 26.31 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 6720.5 100 3.86E+08 DGQVINETS#QHHDDLE 15.9 459 0 0 0 0 Vimentin  35455:121357

780.31375 2 timecourse_ATM_ctrl1 780.30974 5.14 26.07 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 9.4 100 1.40E+05 DGQVINETS#QHHD 11.5 459 ‐1,0 0 0 0 0 Vimentin  35449:97184

780.31425 2 timecourse_ATM_combo_1hr 780.30974 5.78 25.54 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 13.7 100 2.32E+05 DGQVINETS#QHHD 26.4 459 0 0 0 0 Vimentin  35456:96754

958.89109 2 timecourse_ATM_combo_8hr 958.88654 4.75 25.45 VIM  VIME_HUMAN 1 R.DGQVINET#SQHHDDLE.‐ 7.1 94 2.45E+05 DGQVINETS#QHHDDLE 0 459 ‐1,0 0 0 0 0 Vimentin  35450:127898

901.37624 2 timecourse_ATM_combo_1hr 901.37307 3.52 25.37 VIM  VIME_HUMAN 1 D.GQVINETS#QHHDDLE.‐ 4.4 100 1.25E+05 GQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35457:120863

759.30055 2 combeffx_ATM_MEKi 759.29883 2.27 25.29 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 36.5 100 3.05E+06 INETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35296:32695

639.59535 3 combeffx_ATM_MEKi 639.59345 2.97 24.89 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5753.7 100 7.01E+08 DGQVINETS#QHHDDLE 5.8 459 ‐1,0 0 0 0 0 Vimentin  35296:46897

639.59636 3 combeffx_ATM_comboi 639.59345 4.55 24.64 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2839.2 100 4.85E+08 DGQVINETS#QHHDDLE 14 459 0 0 0 0 Vimentin  35301:54009

780.31435 2 timecourse_ATM_ctrl2 780.30974 5.91 24.48 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHD.D 11.1 100 1.21E+05 DGQVINETS#QHHD 19.3 459 0 0 0 0 Vimentin  35446:83390

639.59548 3 combeffx_ATM_MEKi 639.59345 3.17 24.44 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5838.0 100 7.01E+08 DGQVINETS#QHHDDLE 32.3 459 0 0 0 0 Vimentin  35296:46937

901.37723 2 timecourse_ATM_combo_4hr 901.37307 4.62 23.89 VIM  VIME_HUMAN 1 D.GQVINETS#QHHDDLE.‐ 3.4 100 1.25E+05 GQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35452:116184

639.59675 3 timecourse_ATM_combo_4hr 639.59345 5.16 23.74 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2904.9 94 4.30E+07 DGQVINET#SQHHDDLE 7.5 458 0,1 0 0 0 0 Vimentin  35452:125134

639.59579 3 timecourse_ATM_combo_2hr 639.59345 3.66 23.4 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 44.0 94 1.84E+06 DGQVINETS#QHHDDLE 6.4 459 ‐1,0 0 0 0 0 Vimentin  35454:121031

639.59586 3 timecourse_ATM_combo_4hr 639.59345 3.77 23.36 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 30.6 100 2.18E+06 DGQVINETS#QHHDDLE 5.8 459 ‐1,0 0 0 0 0 Vimentin  35453:127471

958.89328 2 timecourse_ATM_combo_8hr 958.88654 7.04 23.36 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 4.3 94 1.09E+05 DGQVINETS#QHHDDLE 10.3 459 ‐1,0 0 0 0 0 Vimentin  35450:127978

759.30048 2 combeffx_ATM_MEKi 759.29883 2.17 23.22 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 36.8 100 3.05E+06 INETS#QHHDDLE 18.4 459 0 0 0 0 Vimentin  35296:32685

639.59664 3 timecourse_ATM_ctrl2 639.59345 4.99 22.98 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5339.0 100 2.93E+08 DGQVINETS#QHHDDLE 7 459 ‐1,0 0 0 0 0 Vimentin  35446:114615

639.59517 3 combeffx_ATM_PI3Ki 639.59345 2.69 22.98 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3298.6 100 5.59E+08 DGQVINETS#QHHDDLE 17 459 0 0 0 0 Vimentin  35299:50786

639.59645 3 timecourse_ATM_combo_8hr 639.59345 4.69 22.89 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3.9 94 1.42E+05 DGQVINETS#QHHDDLE 0 459 ‐1,0 0 0 0 0 Vimentin  35450:127888

759.30121 2 combeffx_ATM_ctrl 759.29883 3.13 22.81 VIM  VIME_HUMAN 1 V.INET#SQHHDDLE.‐ 25.0 100 4.44E+06 INETS#QHHDDLE 9.3 459 ‐1,0 0 0 0 0 Vimentin  35295:37309

958.89047 2 timecourse_ATM_combo_2hr 958.88654 4.1 22.78 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 17.3 94 3.72E+05 DGQVINETS#QHHDDLE 10.3 459 ‐1,0 0 0 0 0 Vimentin  35455:121327

639.59693 3 timecourse_ATM_ctrl2 639.59345 5.44 22.72 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 5387.1 100 5.24E+07 DGQVINETS#QHHDDLE 18.3 459 0 0 0 0 Vimentin  35446:114645

639.59583 3 combeffx_ATM_PI3Ki 639.59345 3.72 22.45 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 87.1 94 1.11E+07 DGQVINETS#QHHDDLE 7.7 459 ‐1,0 0 0 0 0 Vimentin  35299:50866

759.30105 2 combeffx_ATM_ctrl 759.29883 2.92 22.43 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 25.0 100 4.44E+06 INETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35295:37299

639.59566 3 combeffx_ATM_PI3Ki 639.59345 3.46 22.37 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2797.3 100 6.31E+08 DGQVINETS#QHHDDLE 0 459 ‐1,0 0 0 0 0 Vimentin  35298:53475

639.59537 3 combeffx_ATM_PI3Ki 639.59345 3 21.66 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 2091.0 100 1.78E+08 DGQVINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35299:50826

639.59671 3 timecourse_ATM_combo_2hr 639.59345 5.1 21.39 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 8209.2 100 2.94E+08 DGQVINETS#QHHDDLE 19.8 459 0 0 0 0 Vimentin  35454:121081



639.59665 3 timecourse_ATM_combo_2hr 639.59345 5 21.24 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 34.5 94 1.32E+06 DGQVINETS#QHHDDLE 6.4 459 ‐1,0 0 0 0 0 Vimentin  35454:121071

639.59677 3 timecourse_ATM_combo_8hr 639.59345 5.19 20.56 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 4542.4 100 1.47E+08 DGQVINETS#QHHDDLE 7 459 ‐1,0 0 0 0 0 Vimentin  35451:129447

901.37743 2 timecourse_ATM_ctrl1 901.37307 4.84 20.52 VIM  VIME_HUMAN 1 D.GQVINETS#QHHDDLE.‐ 3.9 100 1.37E+05 GQVINETS#QHHDDLE 0 459 ‐1,0 0 0 0 0 Vimentin  35448:119631

639.59546 3 timecourse_ATM_combo_4hr 639.59345 3.14 20.38 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 33.2 100 1.30E+06 DGQVINETS#QHHDDLE 7 459 ‐1,0 0 0 0 0 Vimentin  35452:125074

958.89173 2 timecourse_ATM_ctrl2 958.88654 5.41 20.29 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 1496.4 100 5.87E+07 DGQVINETS#QHHDDLE 16.2 459 0 0 0 0 Vimentin  35446:114635

837.82821 2 timecourse_ATM_combo_4hr 837.82322 5.96 19.49 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDD.L 2.3 100 2.18E+04 DGQVINETS#QHHDD 10.3 459 ‐1,0 0 0 0 0 Vimentin  35452:105251

558.88807 3 timecourse_ATM_ctrl2 558.88457 6.26 19.35 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDD.L 5.1 100 6.99E+04 DGQVINETS#QHHDD 0 459 ‐1,0 0 0 0 0 Vimentin  35446:94835

639.59583 3 timecourse_ATM_combo_1hr 639.59345 3.72 19.14 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 4958.3 100 3.12E+08 DGQVINETS#QHHDDLE 5.8 459 ‐1,0 0 0 0 0 Vimentin  35457:130766

759.30097 2 timecourse_ATM_ctrl2 759.29883 2.82 19.1 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 92.8 100 3.43E+06 INETS#QHHDDLE 24.4 459 0 0 0 0 Vimentin  35447:80687

639.596 3 timecourse_ATM_combo_8hr 639.59345 3.99 18.94 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3608.1 100 1.93E+08 DGQVINETS#QHHDDLE 14.9 459 0 0 0 0 Vimentin  35450:127878

901.37699 2 timecourse_ATM_ctrl2 901.37307 4.35 18.4 VIM  VIME_HUMAN 1 D.GQVINET#SQHHDDLE.‐ 4.1 100 9.51E+04 GQVINET#SQHHDDLE 8.6 458 0,1 0 0 0 0 Vimentin  35447:107666

759.30031 2 timecourse_ATM_combo_2hr 759.29883 1.95 17.86 VIM  VIME_HUMAN 1 V.INETS#QHHDDLE.‐ 114.4 100 3.86E+06 INETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35455:85825

639.59726 3 timecourse_ATM_ctrl2 639.59345 5.96 17.11 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 36.6 100 3.51E+06 DGQVINETS#QHHDDLE 5.8 459 ‐1,0 0 0 0 0 Vimentin  35446:114705

639.59661 3 timecourse_ATM_combo_8hr 639.59345 4.94 16.84 VIM  VIME_HUMAN 1 R.DGQVINETS#QHHDDLE.‐ 3.6 94 1.60E+05 DGQVINETS#QHHDDLE 0 459 ‐1,0 0 0 0 0 Vimentin  35450:127908

808.83529 2 timecourse_ATM_ctrl2 808.83304 2.78 14.94 VIM  VIME_HUMAN 1 Q.VINETS#QHHDDLE.‐ 94.4 100 3.61E+06 VINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35447:90154

901.37765 2 timecourse_ATM_combo_2hr 901.37307 5.08 14.77 VIM  VIME_HUMAN 1 D.GQVINETS#QHHDDLE.‐ 6.0 100 1.07E+05 GQVINETS#QHHDDLE 13.2 459 0 0 0 0 Vimentin  35454:112468

901.37694 2 timecourse_ATM_ctrl1 901.37307 4.29 14.54 VIM  VIME_HUMAN 1 D.GQVINETS#QHHDDLE.‐ 3.6 100 1.06E+05 GQVINETS#QHHDDLE 8.6 459 ‐1,0 0 0 0 0 Vimentin  35449:121602

557.26785 3 timecourse_ATM_combo_2hr 557.26505 5.02 36.66 VPS13B  VP13B_HUMAN 0 R.IVQIEQHSGAS#QHR.I 51.7 100 8.33E+05 IVQIEQHSGAS#QHR 28.4 1815 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35455:100829

557.26795 3 combeffx_ATM_comboi 557.26505 5.2 36.33 VPS13B  VP13B_HUMAN 0 R.IVQIEQHSGAS#QHR.I 8.9 100 1.10E+06 IVQIEQHSGAS#QHR 6 1815 ‐3,0 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35300:48360

835.39784 2 timecourse_ATM_combo_1hr 835.39393 4.68 30.27 VPS13B  VP13B_HUMAN 0 R.IVQIEQHSGAS#QHR.I 5.0 100 6.79E+04 IVQIEQHSGAS#QHR 26.8 1815 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35457:108610

557.26762 3 timecourse_ATM_ctrl1 557.26505 4.61 26.65 VPS13B  VP13B_HUMAN 0 R.IVQIEQHSGAS#QHR.I 26.8 100 5.79E+05 IVQIEQHSGAS#QHR 1.5 1815 ‐3,0 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35449:109374

557.26804 3 combeffx_ATM_PI3Ki 557.26505 5.37 26.59 VPS13B  VP13B_HUMAN 0 R.IVQIEQHSGAS#QHR.I 13.9 100 9.66E+05 IVQIEQHS#GASQHR 6 1812 0,3 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35298:44043

557.26841 3 timecourse_ATM_combo_2hr 557.26505 6.03 25.64 VPS13B  VP13B_HUMAN 0 R.IVQIEQHSGAS#QHR.I 47.8 100 8.53E+05 IVQIEQHSGAS#QHR 33.6 1815 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35454:101106

557.26854 3 timecourse_ATM_ctrl2 557.26505 6.26 22.94 VPS13B  VP13B_HUMAN 0 R.IVQIEQHSGAS#QHR.I 15.8 100 2.89E+05 IVQIEQHSGAS#QHR 8.8 1815 ‐3,0 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35446:94195

557.26843 3 timecourse_ATM_combo_1hr 557.26505 6.07 20.96 VPS13B  VP13B_HUMAN 0 R.IVQIEQHSGAS#QHR.I 90.6 100 1.96E+06 IVQIEQHSGAS#QHR 22.2 1815 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35456:108777

557.26847 3 timecourse_ATM_ctrl1 557.26505 6.14 20.64 VPS13B  VP13B_HUMAN 0 R.IVQIEQHS#GASQHR.I 27.6 100 5.95E+05 IVQIEQHSGAS#QHR 3.6 1815 ‐3,0 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35448:107678

557.26847 3 timecourse_ATM_combo_8hr 557.26505 6.14 19.9 VPS13B  VP13B_HUMAN 0 R.IVQIEQHSGAS#QHR.I 21.8 100 5.03E+05 IVQIEQHSGAS#QHR 8.7 1815 ‐3,0 0 0 0 0 Vacuolar protein sorting‐associated protein 13B  35450:106887

876.00648 3 combeffx_ATM_MEKi 876.00327 3.66 66.86 VPS26A  VP26A_HUMAN 4 R.TNFHQRFES#PES#QASAEQPEM*.‐ 16.8 100 1.25E+06 TNFHQRFES#PES#QASAEQPEM* 51.5 315 30 318 0 0 Vacuolar protein sorting‐associated protein 26A  35296:58598

876.0071 3 combeffx_ATM_MEKi 876.00327 4.38 54.05 VPS26A  VP26A_HUMAN 4 R.TNFHQRFES#PES#QASAEQPEM*.‐ 12.7 100 8.73E+05 TNFHQRFES#PES#QASAEQPEM* 51.5 315 52.1 318 0 0 Vacuolar protein sorting‐associated protein 26A  35297:53528

913.81961 2 timecourse_ATM_ctrl1 913.81500 5.04 25.16 VPS26A  VP26A_HUMAN 4 R.FES#PES#QASAEQPEM.‐ 10.1 100 8.99E+05 FES#PES#QASAEQPEM 48.7 315 35.8 318 0 0 Vacuolar protein sorting‐associated protein 26A  35449:123778

873.83562 2 timecourse_ATM_combo_8hr 873.83184 4.33 21.52 VPS26A  VP26A_HUMAN 4 R.FESPES#QASAEQPEM.‐ 9.0 100 8.03E+05 FESPES#QASAEQPEM 7 318 ‐3,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26A  35451:114782

913.81913 2 timecourse_ATM_combo_2hr 913.81500 4.52 19.83 VPS26A  VP26A_HUMAN 4 R.FES#PES#QASAEQPEM.‐ 5.0 94 3.93E+05 FES#PES#QASAEQPEM 48 315 25.9 318 0 0 Vacuolar protein sorting‐associated protein 26A  35455:114340

873.83597 2 timecourse_ATM_combo_8hr 873.83184 4.73 19.73 VPS26A  VP26A_HUMAN 4 R.FESPES#QASAEQPEM.‐ 6.4 100 6.20E+05 FESPES#QASAEQPEM 24.2 318 0 0 0 0 Vacuolar protein sorting‐associated protein 26A  35450:113760

913.82057 2 timecourse_ATM_ctrl1 913.81500 6.1 16.07 VPS26A  VP26A_HUMAN 4 R.FES#PES#QASAEQPEM.‐ 7.5 100 1.06E+06 FES#PES#QASAEQPEM 31.8 315 30.7 318 0 0 Vacuolar protein sorting‐associated protein 26A  35448:121681

913.82052 2 timecourse_ATM_ctrl2 913.81500 6.04 14.16 VPS26A  VP26A_HUMAN 4 R.FES#PES#QASAEQPEM.‐ 5.8 100 5.44E+05 FES#PES#QASAEQPEM 20.9 315 26.8 318 0 0 Vacuolar protein sorting‐associated protein 26A  35447:109806

913.82017 2 timecourse_ATM_combo_2hr 913.81500 5.66 12.47 VPS26A  VP26A_HUMAN 4 R.FES#PES#QASAEQPEM.‐ 7.4 100 6.34E+05 FES#PES#QASAEQPEM 4.5 315 0,6 7 318 0,3 0 0 Vacuolar protein sorting‐associated protein 26A  35454:114328

913.82085 2 timecourse_ATM_combo_1hr 913.81500 6.4 11.04 VPS26A  VP26A_HUMAN 4 R.FES#PES#QASAEQPEM.‐ 10.6 100 1.26E+06 FES#PES#QASAEQPEM 28.4 315 22 318 0 0 Vacuolar protein sorting‐associated protein 26A  35456:123321

750.3049 2 timecourse_ATM_combo_2hr 750.30086 5.38 63.93 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 25.3 100 4.16E+05 TPS#QLSDNNCRQ 11.5 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35454:84370

686.27481 2 timecourse_ATM_combo_8hr 686.27157 4.72 62.83 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 35.7 100 1.15E+06 TPS#QLSDNNCR 33.7 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35451:74067

750.30431 2 combeffx_ATM_PI3Ki 750.30086 4.6 60.91 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 7.9 100 6.65E+05 TPS#QLSDNNCRQ 14.5 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35298:35647

750.30402 2 timecourse_ATM_combo_2hr 750.30086 4.22 59.18 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 21.3 100 3.90E+05 TPS#QLSDNNCRQ 14.5 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35455:83795

750.30414 2 timecourse_ATM_combo_1hr 750.30086 4.37 59.02 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 33.9 100 8.88E+05 TPS#QLSDNNCRQ 11.5 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35456:89919

750.3047 2 combeffx_ATM_comboi 750.30086 5.12 57.02 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 13.6 100 1.43E+06 TPS#QLSDNNCRQ 11.5 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35300:38585

750.30481 2 timecourse_ATM_ctrl2 750.30086 5.26 56.66 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 97.2 100 1.81E+06 TPS#QLSDNNCRQ 9.8 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35447:78707

750.30494 2 combeffx_ATM_ctrl 750.30086 5.44 56.38 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 3.4 94 1.85E+05 TPS#QLSDNNCRQ 9.8 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35294:37913

683.80459 2 timecourse_ATM_combo_2hr 683.80028 6.32 54.87 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QR.F 12.2 100 1.50E+05 SMSHQAAIAS#QR 103.3 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35454:69561

686.27433 2 timecourse_ATM_combo_2hr 686.27157 4.02 53.12 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 9.2 100 2.01E+05 TPS#QLSDNNCR 43.3 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35455:69477

686.27471 2 timecourse_ATM_ctrl1 686.27157 4.58 52.46 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 31.1 100 8.53E+05 TPS#QLSDNNCR 33.7 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35449:75438

686.27488 2 timecourse_ATM_combo_4hr 686.27157 4.82 52.41 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 15.7 100 4.21E+05 TPS#QLSDNNCR 33.7 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35453:73429

750.30487 2 combeffx_ATM_MEKi 750.30086 5.34 52.19 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 14.7 100 3.48E+05 TPS#QLSDNNCRQ 14.5 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35297:29530

668.575 4 timecourse_ATM_combo_2hr 668.57190 4.64 51.62 VPS26B  VP26B_HUMAN 1 R.KSMSHQAAIAS#QRFEGTTSLGEVR.T 8.5 100 2.42E+05 KSMSHQAAIAS#QRFEGTTSLGEVR 14.2 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35455:158061

750.30514 2 timecourse_ATM_ctrl2 750.30086 5.7 51.27 VPS26B  VP26B_HUMAN 1 R.T#PSQLSDNNCRQ.‐ 99.6 100 1.62E+06 T#PSQLSDNNCRQ 10.3 325 0,2 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35446:77459

750.30457 2 timecourse_ATM_combo_4hr 750.30086 4.94 50.29 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 39.3 100 9.06E+05 TPS#QLSDNNCRQ 11.5 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35453:88581

686.27469 2 timecourse_ATM_combo_8hr 686.27157 4.56 49.14 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 31.9 100 1.14E+06 TPS#QLSDNNCR 33.7 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35450:73467

750.3048 2 timecourse_ATM_combo_8hr 750.30086 5.25 48.49 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 41.4 100 1.33E+06 TPS#QLSDNNCRQ 9.8 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35450:88943

750.30415 2 combeffx_ATM_MEKi 750.30086 4.38 47.94 VPS26B  VP26B_HUMAN 1 R.T#PSQLSDNNCRQ.‐ 12.9 100 4.99E+05 TPS#QLSDNNCRQ 14.5 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35296:31743

750.30421 2 combeffx_ATM_ctrl 750.30086 4.46 47.94 VPS26B  VP26B_HUMAN 1 R.T#PSQLSDNNCRQ.‐ 8.3 94 4.63E+05 TPS#QLSDNNCRQ 9.8 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35294:37903

750.30528 2 timecourse_ATM_ctrl1 750.30086 5.89 47.54 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 73.0 100 1.61E+06 TPS#QLSDNNCRQ 9.8 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35448:89460

750.30468 2 timecourse_ATM_combo_4hr 750.30086 5.09 47.45 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 35.9 100 8.56E+05 TPS#QLSDNNCRQ 8.6 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35452:86911

686.27542 2 timecourse_ATM_ctrl2 686.27157 5.61 47.15 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 29.1 100 5.04E+05 TPS#QLSDNNCR 14.5 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35446:63845

750.3049 2 timecourse_ATM_combo_8hr 750.30086 5.38 46.49 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 37.9 100 1.32E+06 TPS#QLSDNNCRQ 14.5 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35451:89867

750.30372 2 timecourse_ATM_combo_1hr 750.30086 3.81 46.23 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 34.7 100 8.91E+05 TPS#QLSDNNCRQ 8.6 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35457:90153

668.57601 4 timecourse_ATM_combo_1hr 668.57190 6.15 45.74 VPS26B  VP26B_HUMAN 1 R.KSMSHQAAIAS#QRFEGTTSLGEVR.T 11.2 100 4.69E+05 KSMSHQAAIAS#QRFEGTTSLGEVR 32.1 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35456:168497

686.27501 2 timecourse_ATM_ctrl2 686.27157 5.03 45.45 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 28.8 100 5.55E+05 TPS#QLSDNNCR 33.7 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35447:64896

750.3039 2 combeffx_ATM_PI3Ki 750.30086 4.05 44.15 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 10.1 100 4.01E+05 TPS#QLSDNNCRQ 11.5 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35299:34345

848.39711 3 combeffx_ATM_PI3Ki 848.39512 2.35 44.02 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 12.6 100 1.19E+06 SMSHQAAIAS#QRFEGTTSLGEVR 34.9 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35299:63554

668.5754 4 timecourse_ATM_combo_1hr 668.57190 5.24 43.96 VPS26B  VP26B_HUMAN 1 R.KSMSHQAAIAS#QRFEGTTSLGEVR.T 13.6 100 5.84E+05 KSMSHQAAIAS#QRFEGTTSLGEVR 26.1 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35457:168655

686.27425 2 timecourse_ATM_combo_1hr 686.27157 3.91 43.13 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 14.2 100 4.22E+05 TPS#QLSDNNCR 33.7 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35456:74528

848.39871 3 combeffx_ATM_PI3Ki 848.39512 4.23 42.74 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 12.1 100 1.42E+06 SMSHQAAIAS#QRFEGTTSLGEVR 24.6 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35298:67166

750.30542 2 combeffx_ATM_comboi 750.30086 6.08 41.98 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 12.9 100 7.61E+05 TPS#QLSDNNCRQ 14.5 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35301:35612

686.27429 2 timecourse_ATM_combo_1hr 686.27157 3.98 41.43 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 10.8 100 3.99E+05 TPS#QLSDNNCR 33.7 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35457:74738

668.57435 4 combeffx_ATM_PI3Ki 668.57190 3.66 40.73 VPS26B  VP26B_HUMAN 1 R.KSMSHQAAIAS#QRFEGTTSLGEVR.T 10.6 100 7.41E+05 KSMSHQAAIASQRFEGTT#SLGEVR 10.7 318 ‐16,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35299:65104

853.72951 3 combeffx_ATM_PI3Ki 853.72676 3.22 40.07 VPS26B  VP26B_HUMAN 1 K.SM*SHQAAIAS#QRFEGTTSLGEVR.T 10.7 100 9.28E+05 SM*SHQAAIAS#QRFEGTTSLGEVR 67.1 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35298:67386

668.57578 4 timecourse_ATM_combo_4hr 668.57190 5.82 39.65 VPS26B  VP26B_HUMAN 1 R.KSMSHQAAIAS#QRFEGTTSLGEVR.T 9.0 100 4.22E+05 KSMSHQAAIAS#QRFEGTTSLGEVR 17 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35452:163080

750.30433 2 timecourse_ATM_ctrl1 750.30086 4.64 39.08 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCRQ.‐ 64.2 100 1.54E+06 TPS#QLSDNNCRQ 5.8 327 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35449:90798

686.27483 2 timecourse_ATM_combo_4hr 686.27157 4.75 38.27 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 16.3 100 4.22E+05 TPS#QLSDNNCR 33.7 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35452:71789

686.27553 2 timecourse_ATM_ctrl1 686.27157 5.77 37.91 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 34.2 100 8.46E+05 TPS#QLSDNNCR 18.3 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35448:74435

686.27506 2 timecourse_ATM_combo_2hr 686.27157 5.09 37.7 VPS26B  VP26B_HUMAN 1 R.TPS#QLSDNNCR.Q 10.5 100 2.03E+05 TPS#QLSDNNCR 19.8 327 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35454:70111

848.39996 3 timecourse_ATM_combo_2hr 848.39512 5.7 37.22 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 44.1 100 1.63E+06 SMSHQAAIAS#QRFEGTTSLGEVR 12.7 311 0,8 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35454:153451

683.80462 2 timecourse_ATM_combo_4hr 683.80028 6.35 36.72 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QR.F 11.1 100 1.85E+05 SMSHQAAIAS#QR 76.4 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35453:72829

848.40023 3 timecourse_ATM_ctrl2 848.39512 6.02 35.99 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 9.2 100 3.54E+05 SMSHQAAIAS#QRFEGTTSLGEVR 12.7 311 0,8 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35446:148072

683.80377 2 timecourse_ATM_combo_8hr 683.80028 5.1 34.79 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QR.F 9.1 100 1.73E+05 SMSHQAAIAS#QR 114.7 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35451:73537

683.80324 2 timecourse_ATM_combo_1hr 683.80028 4.33 34.24 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QR.F 12.4 100 2.26E+05 SMSHQAAIAS#QR 109.5 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35457:74138

848.39924 3 timecourse_ATM_ctrl1 848.39512 4.86 34.24 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 14.5 100 6.35E+05 SMSHQAAIAS#QRFEGTTSLGEVR 23.1 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35449:164389

683.8036 2 timecourse_ATM_combo_2hr 683.80028 4.86 32.81 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QR.F 10.7 100 1.44E+05 SMSHQAAIAS#QR 102.7 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35455:68947

683.80416 2 timecourse_ATM_combo_8hr 683.80028 5.67 32.31 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QR.F 8.9 100 1.68E+05 SMSHQAAIAS#QR 76.4 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35450:72917

683.80409 2 timecourse_ATM_combo_1hr 683.80028 5.57 31.69 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QR.F 16.3 100 2.29E+05 SMSHQAAIAS#QR 86.5 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35456:73938

848.3994 3 timecourse_ATM_combo_2hr 848.39512 5.04 31.12 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 59.6 100 1.69E+06 SMSHQAAIAS#QRFEGTTSLGEVR 38.6 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35455:154021

848.39988 3 timecourse_ATM_combo_1hr 848.39512 5.61 30.8 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 56.7 100 2.60E+06 SMSHQAAIAS#QRFEGTTSLGEVR 20.6 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35456:164637

848.39883 3 timecourse_ATM_combo_1hr 848.39512 4.38 30.16 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 54.9 100 2.59E+06 SMSHQAAIAS#QRFEGTTSLGEVR 49.2 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35457:164685

848.39957 3 combeffx_ATM_comboi 848.39512 5.25 29.82 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIASQRFEGTTS#LGEVR.T 11.0 100 1.92E+06 SMSHQAAIAS#QRFEGTTSLGEVR 28.5 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35300:75081

848.39958 3 timecourse_ATM_combo_4hr 848.39512 5.26 29.3 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 43.3 100 2.30E+06 SMSHQAAIAS#QRFEGTTSLGEVR 26.7 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35452:158870

848.39953 3 timecourse_ATM_combo_4hr 848.39512 5.2 28.94 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 48.4 100 2.10E+06 SMSHQAAIAS#QRFEGTTSLGEVR 26.5 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35453:161741

683.80424 2 timecourse_ATM_combo_4hr 683.80028 5.79 28.66 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QR.F 11.6 100 1.77E+05 SMSHQAAIAS#QR 109.5 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35452:71199

848.39917 3 combeffx_ATM_comboi 848.39512 4.77 28.66 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 8.5 100 1.14E+06 SMSHQAAIAS#QRFEGTTSLGEVR 41.1 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35301:68629

848.39944 3 timecourse_ATM_combo_8hr 848.39512 5.1 28.48 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 23.4 100 1.24E+06 SMSHQAAIAS#QRFEGTTSLGEVR 21.8 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35451:165680

668.57603 4 timecourse_ATM_combo_2hr 668.57190 6.18 26.06 VPS26B  VP26B_HUMAN 1 R.KSMSHQAAIAS#QRFEGTTSLGEVR.T 7.2 100 2.39E+05 KSMSHQAAIAS#QRFEGTTSLGEVR 26.2 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35454:157251

848.39937 3 timecourse_ATM_combo_8hr 848.39512 5.01 25.18 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 20.9 100 1.14E+06 SMSHQAAIAS#QRFEGTTSLGEVR 18.1 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35450:163560

848.40034 3 timecourse_ATM_ctrl1 848.39512 6.15 22.42 VPS26B  VP26B_HUMAN 1 K.SMSHQAAIAS#QRFEGTTSLGEVR.T 12.5 100 5.72E+05 SMSHQAAIAS#QRFEGTTSLGEVR 13.2 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35448:161860

672.57304 4 combeffx_ATM_PI3Ki 672.57063 3.58 19.88 VPS26B  VP26B_HUMAN 1 R.KSM*SHQAAIAS#QRFEGTTSLGEVR.T 4.6 92 3.68E+05 KSM*SHQAAIAS#QRFEGTTSLGEVR 28.3 311 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35299:65404

636.54999 4 combeffx_ATM_PI3Ki 636.54816 2.87 19.73 VPS26B  VP26B_HUMAN 1 K.SMS#HQAAIASQRFEGTTSLGEVR.T 15.2 100 1.39E+06 SMS#HQAAIASQRFEGTTSLGEVR 0 304 ‐2,0 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35299:63564

636.55086 4 timecourse_ATM_combo_1hr 636.54816 4.24 18.4 VPS26B  VP26B_HUMAN 1 K.S#MSHQAAIASQRFEGTTSLGEVR.T 29.0 100 1.19E+06 S#MSHQAAIASQRFEGTTSLGEVR 6.6 302 0,9 0 0 0 0 Vacuolar protein sorting‐associated protein 26B  35457:164675

790.28866 2 timecourse_ATM_ctrl2 790.28402 5.87 14.14 VPS26B  VP26B_HUMAN 1 R.TPS#QLS#DNNCRQ.‐ 8.3 100 1.68E+05 TPS#QLS#DNNCRQ 11.5 327 ‐2,0 24.8 330 0 0 Vacuolar protein sorting‐associated protein 26B  35447:86426

1072.47199 3 timecourse_ATM_combo_4hr 1072.46816 3.57 57.42 VRK1  VRK1_HUMAN 1 K.EIEESKEPGVEDTEWSNT#QTEEAIQTR.S 13.1 100 1.27E+06 EIEESKEPGVEDTEWSNT#QTEEAIQTR 29.6 378 0 0 0 0 Serine/threonine‐protein kinase VRK1  35452:173700

1072.47018 3 timecourse_ATM_combo_4hr 1072.46816 1.88 47.68 VRK1  VRK1_HUMAN 1 K.EIEESKEPGVEDTEWSNT#QTEEAIQTR.S 14.9 100 1.36E+06 EIEESKEPGVEDTEWSNT#QTEEAIQTR 17.1 378 0 0 0 0 Serine/threonine‐protein kinase VRK1  35453:176941

1020.4399 3 timecourse_ATM_combo_8hr 1020.43446 5.33 28.87 VRK1  VRK1_HUMAN 1 K.EIEESKEPGVEDTEWSNTQT#EEAIQT.R 5.8 100 9.75E+05 EIEESKEPGVEDTEWS#NTQTEEAIQT 9.1 376 0,2 0 0 0 0 Serine/threonine‐protein kinase VRK1  35451:178710

675.31471 2 timecourse_ATM_combo_8hr 675.31048 6.26 36.62 WBP11  WBP11_HUMAN 4 R.AQLS#QYFDAVK.N 4.8 100 2.19E+05 AQLS#QYFDAVK 26.5 122 0 0 0 0 WW domain‐binding protein 11  35451:71586

1085.49771 4 timecourse_ATM_combo_1hr 1085.49240 4.89 61.65 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 12.9 100 3.73E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 23.3 260 0 0 0 0 WW domain‐binding protein 2  35457:186375

1085.49949 4 timecourse_ATM_ctrl2 1085.49240 6.53 47.65 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 10.5 100 2.34E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 18.8 260 0 0 0 0 WW domain‐binding protein 2  35446:169262

1085.4989 4 timecourse_ATM_combo_4hr 1085.49240 5.99 47.35 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 15.3 100 4.18E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 10.1 260 ‐7,0 0 0 0 0 WW domain‐binding protein 2  35452:180580

1085.49935 4 timecourse_ATM_combo_1hr 1085.49240 6.4 42.64 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 11.8 100 3.61E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 15.7 260 0 0 0 0 WW domain‐binding protein 2  35456:185466

1085.49975 4 timecourse_ATM_combo_8hr 1085.49240 6.77 41.23 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 14.0 100 5.48E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 17.8 260 0 0 0 0 WW domain‐binding protein 2  35450:185090

1085.49872 4 timecourse_ATM_ctrl1 1085.49240 5.82 40.56 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 10.9 100 3.11E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 8.9 260 ‐7,0 0 0 0 0 WW domain‐binding protein 2  35448:181550

1085.49859 4 timecourse_ATM_ctrl2 1085.49240 5.7 38.17 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 9.7 100 2.97E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 18.8 260 0 0 0 0 WW domain‐binding protein 2  35447:173113

1085.49908 4 timecourse_ATM_combo_1hr 1085.49240 6.15 38.14 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 12.1 100 3.49E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 17.8 260 0 0 0 0 WW domain‐binding protein 2  35456:185456

1085.4975 4 timecourse_ATM_combo_1hr 1085.49240 4.7 37.72 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 12.0 100 3.90E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 27.1 260 0 0 0 0 WW domain‐binding protein 2  35457:186365

1085.49845 4 timecourse_ATM_combo_8hr 1085.49240 5.57 36.56 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 20.5 100 6.88E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 24.9 260 0 0 0 0 WW domain‐binding protein 2  35451:188220

1085.49802 4 timecourse_ATM_combo_2hr 1085.49240 5.18 36.32 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 10.5 100 1.73E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 11.8 260 ‐8,0 0 0 0 0 WW domain‐binding protein 2  35455:174781

1085.49786 4 timecourse_ATM_combo_4hr 1085.49240 5.03 36.29 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 16.3 100 4.66E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 4.8 260 ‐8,0 0 0 0 0 WW domain‐binding protein 2  35453:184231

1085.4988 4 timecourse_ATM_combo_2hr 1085.49240 5.9 35.93 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 8.1 100 1.66E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 11.1 260 ‐8,0 0 0 0 0 WW domain‐binding protein 2  35454:173161

1085.4987 4 timecourse_ATM_combo_8hr 1085.49240 5.8 35.33 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 18.6 100 6.13E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 29.4 260 0 0 0 0 WW domain‐binding protein 2  35451:188230

1085.49894 4 timecourse_ATM_combo_8hr 1085.49240 6.02 33.15 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 14.1 100 4.75E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 9 260 ‐7,0 0 0 0 0 WW domain‐binding protein 2  35450:185080

1085.49898 4 timecourse_ATM_ctrl2 1085.49240 6.06 32.88 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 11.1 100 2.63E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 19.2 260 0 0 0 0 WW domain‐binding protein 2  35446:169252

1085.49822 4 timecourse_ATM_combo_4hr 1085.49240 5.36 32.19 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 16.1 100 5.51E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 22.1 260 0 0 0 0 WW domain‐binding protein 2  35453:184241

1085.49832 4 timecourse_ATM_combo_2hr 1085.49240 5.45 31.4 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPY#YPPEDKKTQ.‐ 9.0 100 1.77E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 2.1 260 ‐19,0 0 0 0 0 WW domain‐binding protein 2  35454:173151

1085.49746 4 timecourse_ATM_ctrl1 1085.49240 4.66 31.31 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 11.7 100 3.11E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 14.7 260 0 0 0 0 WW domain‐binding protein 2  35448:181540

1085.49728 4 timecourse_ATM_ctrl1 1085.49240 4.5 30.68 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 12.4 100 3.30E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 17.5 260 0 0 0 0 WW domain‐binding protein 2  35449:184599

1085.49917 4 timecourse_ATM_combo_8hr 1085.49240 6.25 28.02 WBP2  WBP2_HUMAN 3 K.AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDKKT#Q.‐ 21.0 100 6.19E+06 AAEAAASAYYNPGNPHNVYMPTSQPPPPPYYPPEDK 5.7 260 ‐8,0 0 0 0 0 WW domain‐binding protein 2  35451:188240

665.29467 2 timecourse_ATM_combo_1hr 665.29144 4.86 51.82 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 26.9 100 1.19E+06 IVDVMDSS#QQK 22.9 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35457:69891

665.29486 2 timecourse_ATM_combo_8hr 665.29144 5.14 48.8 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 20.2 100 8.44E+05 IVDVMDSS#QQK 24.4 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35451:69066

665.29464 2 timecourse_ATM_combo_4hr 665.29144 4.81 46.49 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 25.3 100 9.06E+05 IVDVMDSS#QQK 26.4 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35453:68580

665.29495 2 timecourse_ATM_combo_8hr 665.29144 5.28 44.27 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 22.1 100 8.19E+05 IVDVMDSS#QQK 24.4 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35450:68806

665.29457 2 timecourse_ATM_combo_2hr 665.29144 4.7 43.97 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 19.9 100 5.25E+05 IVDVMDSS#QQK 26.4 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35454:65681

665.2947 2 timecourse_ATM_combo_4hr 665.29144 4.9 43.45 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 24.5 100 8.76E+05 IVDVMDSS#QQK 24.4 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35452:67116

665.29438 2 timecourse_ATM_combo_2hr 665.29144 4.42 43.43 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 23.2 100 5.62E+05 IVDVMDSS#QQK 22.9 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35455:65128

665.29471 2 timecourse_ATM_ctrl1 665.29144 4.92 39.84 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 24.3 100 8.97E+05 IVDVMDSS#QQK 21.5 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35449:70535

665.29488 2 timecourse_ATM_combo_1hr 665.29144 5.17 39.55 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 27.6 100 1.15E+06 IVDVMDSS#QQK 24.4 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35456:69778

665.29508 2 timecourse_ATM_ctrl1 665.29144 5.47 33.95 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 22.3 100 8.75E+05 IVDVMDSS#QQK 21.5 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35448:69558

811.68615 3 timecourse_ATM_combo_4hr 811.68286 4.05 33.6 WDHD1  WDHD1_HUMAN 6 K.AAELTAT#QVEEEEEEEDFRK.K 12.8 100 9.81E+05 AAELTAT#QVEEEEEEEDFRK 46.2 826 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35453:156671

665.29511 2 timecourse_ATM_ctrl2 665.29144 5.52 31.69 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 14.3 100 4.47E+05 IVDVMDSS#QQK 24.4 127 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35447:60716

811.68603 3 timecourse_ATM_combo_8hr 811.68286 3.91 31.41 WDHD1  WDHD1_HUMAN 6 K.AAELTAT#QVEEEEEEEDFRK.K 15.3 100 1.32E+06 AAELTAT#QVEEEEEEEDFRK 41.3 826 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35451:160330

665.29522 2 timecourse_ATM_ctrl2 665.29144 5.68 31 WDHD1  WDHD1_HUMAN 3 K.IVDVMDSS#QQK.T 16.3 100 4.75E+05 IVDVMDSS#QQK 10.3 127 ‐1,0 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35446:59779

811.68623 3 timecourse_ATM_combo_8hr 811.68286 4.15 28.55 WDHD1  WDHD1_HUMAN 6 K.AAELTAT#QVEEEEEEEDFRK.K 14.5 100 1.42E+06 AAELTAT#QVEEEEEEEDFRK 64.5 826 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35450:158300

811.68714 3 timecourse_ATM_combo_4hr 811.68286 5.27 25.42 WDHD1  WDHD1_HUMAN 6 K.AAELTAT#QVEEEEEEEDFRK.K 15.2 100 8.64E+05 AAELTAT#QVEEEEEEEDFRK 41.3 826 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35452:153860

811.6874 3 timecourse_ATM_combo_2hr 811.68286 5.61 24.81 WDHD1  WDHD1_HUMAN 6 K.AAELTAT#QVEEEEEEEDFRK.K 4.9 100 2.05E+05 AAELTAT#QVEEEEEEEDFRK 34.5 826 0 0 0 0 WD repeat and HMG‐box DNA‐binding protein 1  35454:148861

531.27171 3 timecourse_ATM_ctrl1 531.26750 7.92 20.88 WDR1  WDR1_HUMAN 5 R.IWDT#TQKEHLLK.Y 9.6 100 2.23E+05 IWDTT#QKEHLLK 5.3 88 ‐1,0 0 0 0 0 WD repeat‐containing protein 1  35449:100713

699.32656 2 timecourse_ATM_ctrl2 699.32465 2.75 79.58 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 138.3 100 4.38E+06 RLS#QSDEDVIR 30.7 121 0 0 0 0 WD repeat‐containing protein 26  35446:66555

699.32654 2 timecourse_ATM_ctrl1 699.32465 2.7 77.35 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 145.4 100 5.99E+06 RLS#QSDEDVIR 57.8 121 0 0 0 0 WD repeat‐containing protein 26  35448:77516

699.32647 2 timecourse_ATM_combo_4hr 699.32465 2.6 73.42 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 161.8 100 6.20E+06 RLS#QSDEDVIR 42.6 121 0 0 0 0 WD repeat‐containing protein 26  35452:74916

763.37562 2 timecourse_ATM_combo_8hr 763.37213 4.57 69.92 WDR26  WDR26_HUMAN 0 K.KRLSQS#DEDVIR.L 11.4 100 6.21E+05 KRLS#QSDEDVIR 38.7 121 0 0 0 0 WD repeat‐containing protein 26  35451:92975

699.32598 2 timecourse_ATM_ctrl1 699.32465 1.9 69.76 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 145.2 100 6.37E+06 RLS#QSDEDVIR 42.6 121 0 0 0 0 WD repeat‐containing protein 26  35449:78667

699.32656 2 timecourse_ATM_combo_8hr 699.32465 2.73 65.97 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 156.7 100 6.50E+06 RLS#QSDEDVIR 30.7 121 0 0 0 0 WD repeat‐containing protein 26  35451:77294

699.32633 2 timecourse_ATM_combo_4hr 699.32465 2.42 65.92 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 161.4 100 6.17E+06 RLS#QSDEDVIR 30.7 121 0 0 0 0 WD repeat‐containing protein 26  35453:76574

699.32663 2 timecourse_ATM_ctrl2 699.32465 2.83 63.36 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 133.7 100 4.61E+06 RLS#QSDEDVIR 30.7 121 0 0 0 0 WD repeat‐containing protein 26  35447:67656

699.32702 2 timecourse_ATM_combo_2hr 699.32465 3.39 63.04 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 204.1 100 6.13E+06 RLS#QSDEDVIR 33.7 121 0 0 0 0 WD repeat‐containing protein 26  35454:72962

699.32658 2 combeffx_ATM_PI3Ki 699.32465 2.76 62.69 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 11.3 100 6.37E+05 RLS#QSDEDVIR 57.8 121 0 0 0 0 WD repeat‐containing protein 26  35299:29656

699.3269 2 timecourse_ATM_combo_8hr 699.32465 3.22 62.21 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 139.5 100 5.87E+06 RLS#QSDEDVIR 37.4 121 0 0 0 0 WD repeat‐containing protein 26  35450:76753

699.32685 2 timecourse_ATM_combo_1hr 699.32465 3.15 60.66 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 200.2 100 8.74E+06 RLS#QSDEDVIR 24.8 121 0 0 0 0 WD repeat‐containing protein 26  35456:77561

699.32571 2 timecourse_ATM_combo_1hr 699.32465 1.52 59.23 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 228.0 100 8.52E+06 RLS#QSDEDVIR 24.8 121 0 0 0 0 WD repeat‐containing protein 26  35457:77848

763.37553 2 timecourse_ATM_combo_1hr 763.37213 4.45 58.46 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 22.7 100 8.15E+05 KRLS#QSDEDVIR 43 121 0 0 0 0 WD repeat‐containing protein 26  35457:93339

763.37656 2 timecourse_ATM_combo_4hr 763.37213 5.82 56.59 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 15.2 100 5.92E+05 KRLS#QSDEDVIR 21.3 121 0 0 0 0 WD repeat‐containing protein 26  35453:91642

699.32638 2 timecourse_ATM_combo_2hr 699.32465 2.47 55.59 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 196.4 100 5.79E+06 RLS#QSDEDVIR 42.6 121 0 0 0 0 WD repeat‐containing protein 26  35455:72337

466.55403 3 timecourse_ATM_ctrl2 466.55219 3.94 52.21 WDR26  WDR26_HUMAN 0 K.RLSQS#DEDVIR.L 54.1 100 1.22E+06 RLS#QSDEDVIR 0 121 0,2 0 0 0 0 WD repeat‐containing protein 26  35446:66575

763.37712 2 timecourse_ATM_ctrl1 763.37213 6.54 51.37 WDR26  WDR26_HUMAN 0 K.KRLSQS#DEDVIR.L 8.7 100 4.66E+05 KRLS#QSDEDVIR 15.5 121 0 0 0 0 WD repeat‐containing protein 26  35448:92675

763.3771 2 timecourse_ATM_combo_2hr 763.37213 6.51 50.02 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 14.1 100 4.98E+05 KRLS#QSDEDVIR 33.7 121 0 0 0 0 WD repeat‐containing protein 26  35454:87269

763.37638 2 timecourse_ATM_combo_4hr 763.37213 5.57 47.44 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 13.2 100 5.95E+05 KRLS#QSDEDVIR 24.8 121 0 0 0 0 WD repeat‐containing protein 26  35452:89971

466.55364 3 timecourse_ATM_ctrl1 466.55219 3.11 46.73 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 37.4 100 1.20E+06 RLS#QSDEDVIR 16.2 121 0 0 0 0 WD repeat‐containing protein 26  35448:77526

763.37706 2 timecourse_ATM_ctrl2 763.37213 6.46 46.27 WDR26  WDR26_HUMAN 0 K.KRLSQS#DEDVIR.L 10.7 100 3.85E+05 KRLS#QSDEDVIR 38.7 121 0 0 0 0 WD repeat‐containing protein 26  35447:81487

763.3769 2 timecourse_ATM_combo_1hr 763.37213 6.25 45.32 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 19.4 100 8.73E+05 KRLS#QSDEDVIR 30.8 121 0 0 0 0 WD repeat‐containing protein 26  35456:93295

466.55379 3 timecourse_ATM_ctrl2 466.55219 3.43 44.69 WDR26  WDR26_HUMAN 0 K.RLSQS#DEDVIR.L 37.8 100 9.24E+05 RLSQS#DEDVIR 13.8 123 0 0 0 0 WD repeat‐containing protein 26  35447:67666

466.55382 3 timecourse_ATM_combo_1hr 466.55219 3.49 41.16 WDR26  WDR26_HUMAN 0 K.RLSQS#DEDVIR.L 39.1 100 1.55E+06 RLSQS#DEDVIR 8.1 123 ‐2,0 0 0 0 0 WD repeat‐containing protein 26  35456:77571

763.37628 2 timecourse_ATM_combo_8hr 763.37213 5.44 39.66 WDR26  WDR26_HUMAN 0 K.KRLSQS#DEDVIR.L 10.5 100 4.68E+05 KRLSQS#DEDVIR 30.8 123 0 0 0 0 WD repeat‐containing protein 26  35450:92025

466.55386 3 timecourse_ATM_combo_2hr 466.55219 3.58 39.37 WDR26  WDR26_HUMAN 0 K.RLSQS#DEDVIR.L 46.5 100 1.17E+06 RLSQS#DEDVIR 19.5 123 0 0 0 0 WD repeat‐containing protein 26  35454:72972

509.25247 3 timecourse_ATM_combo_1hr 509.25051 3.85 39.26 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 206.1 100 9.05E+06 KRLSQS#DEDVIR 24.8 123 0 0 0 0 WD repeat‐containing protein 26  35457:93329

466.55345 3 timecourse_ATM_combo_8hr 466.55219 2.7 38.41 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 43.7 100 1.22E+06 RLSQS#DEDVIR 8.1 123 ‐2,0 0 0 0 0 WD repeat‐containing protein 26  35451:77284

466.55291 3 timecourse_ATM_combo_1hr 466.55219 1.54 37.38 WDR26  WDR26_HUMAN 0 K.RLSQS#DEDVIR.L 47.7 100 1.52E+06 RLSQS#DEDVIR 19.5 123 0 0 0 0 WD repeat‐containing protein 26  35457:77858

763.37601 2 timecourse_ATM_combo_2hr 763.37213 5.08 37.21 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 15.8 100 4.47E+05 KRLS#QSDEDVIR 24.8 121 0 0 0 0 WD repeat‐containing protein 26  35455:86765

466.55351 3 timecourse_ATM_combo_4hr 466.55219 2.83 36.64 WDR26  WDR26_HUMAN 0 K.RLSQS#DEDVIR.L 44.2 100 1.34E+06 RLS#QSDEDVIR 7.5 121 0,2 0 0 0 0 WD repeat‐containing protein 26  35452:74926

466.55347 3 timecourse_ATM_combo_4hr 466.55219 2.74 35.61 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 43.9 100 1.34E+06 RLSQS#DEDVIR 16.2 123 0 0 0 0 WD repeat‐containing protein 26  35453:76584

466.55378 3 timecourse_ATM_combo_8hr 466.55219 3.41 34.87 WDR26  WDR26_HUMAN 0 K.RLS#QSDEDVIR.L 36.9 100 1.34E+06 RLS#QSDEDVIR 6 121 0,2 0 0 0 0 WD repeat‐containing protein 26  35450:76763

763.3762 2 timecourse_ATM_ctrl1 763.37213 5.33 34.47 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 10.6 100 5.17E+05 KRLS#QSDEDVIR 18.9 121 0 0 0 0 WD repeat‐containing protein 26  35449:93932

509.2526 3 combeffx_ATM_PI3Ki 509.25051 4.1 34.39 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 19.1 100 1.04E+06 KRLS#QSDEDVIR 10.4 121 0,2 0 0 0 0 WD repeat‐containing protein 26  35299:35615

509.2531 3 timecourse_ATM_combo_4hr 509.25051 5.09 33.82 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 154.4 100 6.47E+06 KRLS#QSDEDVIR 24.1 121 0 0 0 0 WD repeat‐containing protein 26  35453:91632

763.37712 2 timecourse_ATM_ctrl2 763.37213 6.54 33.07 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 8.0 100 3.03E+05 KRLSQS#DEDVIR 13.3 123 0 0 0 0 WD repeat‐containing protein 26  35446:80306

509.25241 3 combeffx_ATM_PI3Ki 509.25051 3.73 29.9 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 27.3 100 1.34E+06 KRLSQS#DEDVIR 19.5 123 0 0 0 0 WD repeat‐containing protein 26  35298:36847

509.25279 3 timecourse_ATM_combo_2hr 509.25051 4.48 29.75 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 164.9 100 5.19E+06 KRLS#QSDEDVIR 24.1 121 0 0 0 0 WD repeat‐containing protein 26  35455:86755

509.25338 3 timecourse_ATM_combo_8hr 509.25051 5.64 27.42 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 106.1 100 5.99E+06 KRLS#QSDEDVIR 18.3 121 0 0 0 0 WD repeat‐containing protein 26  35450:92035

509.25324 3 timecourse_ATM_combo_2hr 509.25051 5.36 27.33 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 174.8 100 5.54E+06 KRLSQS#DEDVIR 22 123 0 0 0 0 WD repeat‐containing protein 26  35454:87259

509.25266 3 combeffx_ATM_ctrl 509.25051 4.22 25.32 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 17.3 100 6.69E+05 KRLS#QSDEDVIR 16.2 121 0 0 0 0 WD repeat‐containing protein 26  35295:37669

509.25361 3 timecourse_ATM_ctrl2 509.25051 6.09 24.82 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 139.9 100 4.51E+06 KRLS#QSDEDVIR 10.4 121 0,2 0 0 0 0 WD repeat‐containing protein 26  35446:80286

509.25307 3 timecourse_ATM_combo_4hr 509.25051 5.05 24.8 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 144.6 100 6.50E+06 KRLS#QSDEDVIR 24.1 121 0 0 0 0 WD repeat‐containing protein 26  35452:89951

509.25355 3 timecourse_ATM_ctrl1 509.25051 5.97 21.92 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 130.8 100 6.11E+06 KRLS#QSDEDVIR 10.4 121 0,2 0 0 0 0 WD repeat‐containing protein 26  35448:92665

509.25279 3 timecourse_ATM_combo_8hr 509.25051 4.48 21.15 WDR26  WDR26_HUMAN 0 K.KRLS#QSDEDVIR.L 115.1 100 5.97E+06 KRLS#QSDEDVIR 18.3 121 0 0 0 0 WD repeat‐containing protein 26  35451:92965

627.28268 2 timecourse_ATM_combo_1hr 627.27971 4.73 43.98 WDR37  WDR37_HUMAN 4 K.ASHSTSQLS#QK.L 11.0 100 1.09E+05 ASHSTSQLS#QK 13.4 119 0 0 0 0 WD repeat‐containing protein 37  35457:58993

627.28308 2 timecourse_ATM_combo_2hr 627.27971 5.37 35.8 WDR37  WDR37_HUMAN 4 K.ASHSTS#QLSQK.L 12.9 100 1.19E+05 ASHSTS#QLSQK 7.9 116 ‐1,0 0 0 0 0 WD repeat‐containing protein 37  35455:54737

627.28322 2 timecourse_ATM_combo_4hr 627.27971 5.6 35.8 WDR37  WDR37_HUMAN 4 K.ASHSTSQLS#QK.L 10.8 100 1.15E+05 ASHSTSQLS#QK 27.7 119 0 0 0 0 WD repeat‐containing protein 37  35453:57998

627.28386 2 timecourse_ATM_combo_1hr 627.27971 6.62 35.71 WDR37  WDR37_HUMAN 4 K.ASHSTS#QLSQK.L 16.7 100 2.40E+05 ASHSTS#QLSQK 20.4 116 0 0 0 0 WD repeat‐containing protein 37  35456:58758

627.28353 2 timecourse_ATM_combo_1hr 627.27971 6.09 35.62 WDR37  WDR37_HUMAN 4 K.ASHSTSQLS#QK.L 10.8 100 9.70E+04 ASHSTSQLS#QK 20.1 119 0 0 0 0 WD repeat‐containing protein 37  35456:58748

591.76514 2 timecourse_ATM_combo_1hr 591.76116 6.73 33.28 WDR37  WDR37_HUMAN 4 A.SHSTS#QLSQK.L 9.4 100 1.35E+05 SHSTS#QLSQK 20.4 116 0 0 0 0 WD repeat‐containing protein 37  35456:46280

627.28327 2 timecourse_ATM_combo_8hr 627.27971 5.68 33.25 WDR37  WDR37_HUMAN 4 K.ASHSTSQLS#QK.L 16.5 100 1.79E+05 ASHSTSQLS#QK 27 119 0 0 0 0 WD repeat‐containing protein 37  35450:58508

627.28335 2 timecourse_ATM_ctrl1 627.27971 5.8 29.84 WDR37  WDR37_HUMAN 4 K.ASHSTS#QLSQK.L 8.2 100 1.43E+05 ASHSTS#QLSQK 8.6 116 ‐1,0 0 0 0 0 WD repeat‐containing protein 37  35449:59746

627.28318 2 timecourse_ATM_combo_8hr 627.27971 5.53 27.19 WDR37  WDR37_HUMAN 4 K.ASHSTSQLS#QK.L 12.9 100 1.72E+05 ASHSTSQLS#QK 18.5 119 0 0 0 0 WD repeat‐containing protein 37  35451:58425

627.28295 2 timecourse_ATM_combo_1hr 627.27971 5.17 24.27 WDR37  WDR37_HUMAN 4 K.ASHSTS#QLSQK.L 22.2 100 2.80E+05 ASHSTS#QLSQK 20.4 116 0 0 0 0 WD repeat‐containing protein 37  35457:59003

1150.07774 2 timecourse_ATM_combo_4hr 1150.07215 4.86 80.01 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 6.0 100 6.06E+05 GLSGT#QDPFPGPAPVPVEVVQK 0 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35453:151221

1150.07894 2 timecourse_ATM_combo_8hr 1150.07215 5.9 66.4 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 9.7 100 1.27E+06 GLSGT#QDPFPGPAPVPVEVVQK 0 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35451:154740

1150.0785 2 timecourse_ATM_combo_8hr 1150.07215 5.52 65.45 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 9.9 100 1.06E+06 GLSGT#QDPFPGPAPVPVEVVQK 0 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35450:152680

1150.07879 2 timecourse_ATM_combo_4hr 1150.07215 5.77 65.43 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 5.8 100 5.05E+05 GLSGT#QDPFPGPAPVPVEVVQK 6.6 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35452:148590

767.05435 3 timecourse_ATM_combo_4hr 767.05052 4.99 41.28 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 21.2 100 2.04E+06 GLSGT#QDPFPGPAPVPVEVVQK 10.7 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35452:148580

767.05457 3 timecourse_ATM_combo_8hr 767.05052 5.28 36.21 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 29.3 100 3.57E+06 GLSGT#QDPFPGPAPVPVEVVQK 5.9 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35451:154730

767.05406 3 combeffx_ATM_comboi 767.05052 4.62 36.11 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 10.4 100 1.87E+06 GLSGT#QDPFPGPAPVPVEVVQK 0 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35300:70131

767.05381 3 timecourse_ATM_combo_4hr 767.05052 4.29 33.04 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 16.2 100 1.91E+06 GLSGT#QDPFPGPAPVPVEVVQK 11.6 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35453:151211

767.05377 3 timecourse_ATM_combo_8hr 767.05052 4.24 32.8 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 27.2 100 3.61E+06 GLSGT#QDPFPGPAPVPVEVVQK 11.6 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35450:152670

767.05326 3 combeffx_ATM_comboi 767.05052 3.57 28.05 WDR46  WDR46_HUMAN 0 R.GLSGT#QDPFPGPAPVPVEVVQK.F 9.9 100 1.18E+06 GLSGT#QDPFPGPAPVPVEVVQK 7 94 ‐2,0 0 0 0 0 WD repeat‐containing protein 46  35301:64239

1148.02145 2 combeffx_ATM_MEKi 1148.01808 2.94 104.68 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 27.5 100 2.54E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35296:54589

1148.02355 2 timecourse_ATM_combo_2hr 1148.01808 4.76 96.61 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 80.5 100 4.58E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35455:144261

1148.02451 2 timecourse_ATM_combo_2hr 1148.01808 5.6 94.69 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 83.3 100 4.43E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35454:143861

1148.024 2 timecourse_ATM_ctrl2 1148.01808 5.16 94.55 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 69.5 100 4.92E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35446:138092

1148.02244 2 combeffx_ATM_ctrl 1148.01808 3.8 94.29 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 17.6 100 2.57E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35294:67948

1148.02146 2 combeffx_ATM_MEKi 1148.01808 2.94 94.08 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 27.9 100 2.54E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35296:54599

1148.02251 2 combeffx_ATM_MEKi 1148.01808 3.86 91.89 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 22.0 100 1.42E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35297:49928

1148.0242 2 timecourse_ATM_ctrl1 1148.01808 5.33 91.09 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 130.0 100 9.25E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35448:152460

1148.0224 2 combeffx_ATM_PI3Ki 1148.01808 3.77 87.55 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 12.2 100 1.62E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35299:59794

1148.02392 2 timecourse_ATM_combo_1hr 1148.01808 5.09 86.56 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 74.8 100 6.42E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35457:154585

1148.02508 2 timecourse_ATM_combo_4hr 1148.01808 6.1 83.07 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 58.0 100 4.42E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35452:148440

1148.02347 2 timecourse_ATM_ctrl1 1148.01808 4.7 82.07 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 125.2 100 9.42E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35449:154799

1148.02368 2 timecourse_ATM_ctrl2 1148.01808 4.88 81.41 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 77.2 100 6.03E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35447:140643

1148.02118 2 combeffx_ATM_PI3Ki 1148.01808 2.7 81.27 WDR7  WDR7_HUMAN 1 R.SS#SQIPEGFGLTSGGSNYSLAR.H 19.5 100 2.69E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35298:62946

1148.02572 2 timecourse_ATM_combo_1hr 1148.01808 6.65 80.93 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 76.5 100 6.67E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35456:154637

1148.02469 2 timecourse_ATM_combo_8hr 1148.01808 5.76 77.03 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 38.9 100 3.77E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35451:154550

1148.02517 2 timecourse_ATM_combo_4hr 1148.01808 6.18 76.42 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 77.1 100 5.66E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35453:151061

1148.02295 2 combeffx_ATM_comboi 1148.01808 4.24 75.35 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 10.3 100 1.70E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35301:64159

765.68361 3 combeffx_ATM_ctrl 765.68115 3.21 71.27 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 39.8 100 5.01E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35295:65997

765.68289 3 combeffx_ATM_PI3Ki 765.68115 2.27 66.99 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 37.7 100 6.70E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35298:62936

1148.0249 2 timecourse_ATM_combo_8hr 1148.01808 5.94 60.45 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 37.8 100 3.14E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35450:152490

765.68528 3 timecourse_ATM_combo_2hr 765.68115 5.39 59.58 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 150.8 100 7.82E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35454:143851

1148.02403 2 timecourse_ATM_ctrl1 1148.01808 5.18 59.06 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 111.9 100 9.42E+06 S#SSQIPEGFGLTSGGSNYSLAR 0 1152 0,1 0 0 0 0 WD repeat‐containing protein 7  35449:154819

765.68544 3 timecourse_ATM_combo_8hr 765.68115 5.6 55.84 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 70.9 100 6.22E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35450:152480



765.6851 3 timecourse_ATM_ctrl1 765.68115 5.16 54.59 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 162.8 100 1.50E+07 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35449:154809

765.68378 3 combeffx_ATM_MEKi 765.68115 3.43 54.15 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 57.6 100 3.99E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35297:49918

765.68351 3 combeffx_ATM_ctrl 765.68115 3.08 54.05 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 34.4 100 5.07E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35294:67938

765.6859 3 timecourse_ATM_combo_4hr 765.68115 6.2 53.77 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 128.6 100 9.73E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35453:151071

765.68544 3 timecourse_ATM_combo_8hr 765.68115 5.6 53.5 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 55.5 100 6.04E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35451:154540

765.68603 3 timecourse_ATM_ctrl1 765.68115 6.37 52.13 WDR7  WDR7_HUMAN 1 R.SS#SQIPEGFGLTSGGSNYSLAR.H 182.4 100 1.54E+07 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35448:152470

765.68308 3 combeffx_ATM_MEKi 765.68115 2.52 51.22 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 63.1 100 6.54E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35296:54579

765.68457 3 timecourse_ATM_combo_2hr 765.68115 4.47 48.89 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 123.3 100 8.04E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35455:144251

765.68465 3 timecourse_ATM_ctrl2 765.68115 4.57 47.64 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 134.9 100 1.06E+07 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35447:140633

765.68503 3 timecourse_ATM_ctrl1 765.68115 5.07 46.82 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 203.0 100 1.53E+07 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35448:152450

765.68619 3 timecourse_ATM_combo_1hr 765.68115 6.58 46.45 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 123.3 100 1.05E+07 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐1,0 0 0 0 0 WD repeat‐containing protein 7  35456:154627

765.68495 3 timecourse_ATM_combo_1hr 765.68115 4.96 46.41 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 127.5 100 1.08E+07 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35457:154575

765.68467 3 timecourse_ATM_ctrl2 765.68115 4.6 45.03 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 147.9 100 1.01E+07 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35446:138082

765.68571 3 timecourse_ATM_combo_4hr 765.68115 5.96 42.52 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 129.2 100 1.01E+07 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35452:148430

765.68433 3 timecourse_ATM_ctrl1 765.68115 4.15 30.05 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 194.6 100 1.48E+07 SS#SQIPEGFGLTSGGSNYSLAR 13.2 1153 0 0 0 0 WD repeat‐containing protein 7  35449:154789

765.68624 3 timecourse_ATM_ctrl2 765.68115 6.65 25.31 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 121.8 100 1.06E+07 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35447:140653

765.68367 3 combeffx_ATM_PI3Ki 765.68115 3.29 24.43 WDR7  WDR7_HUMAN 1 R.SS#SQIPEGFGLTSGGSNYSLAR.H 38.8 100 4.62E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35299:59784

765.68488 3 combeffx_ATM_comboi 765.68115 4.87 22.25 WDR7  WDR7_HUMAN 1 R.SSS#QIPEGFGLTSGGSNYSLAR.H 33.7 100 9.47E+06 SSS#QIPEGFGLTSGGSNYSLAR 0 1154 ‐2,0 0 0 0 0 WD repeat‐containing protein 7  35300:70091

809.06519 3 timecourse_ATM_combo_4hr 809.05890 7.77 49.91 WDR70  WDR70_HUMAN 1 K.QAETLT#QDYIITPHALPMFR.E 22.7 100 1.05E+06 QAETLT#QDYIITPHALPMFR 15 526 0 0 0 0 WD repeat‐containing protein 70  35453:156461

809.06533 3 timecourse_ATM_combo_4hr 809.05890 7.95 46.93 WDR70  WDR70_HUMAN 1 K.QAETLT#QDYIITPHALPMFR.E 17.1 100 8.62E+05 QAETLT#QDYIITPHALPMFR 15 526 0 0 0 0 WD repeat‐containing protein 70  35452:153620

855.39713 2 timecourse_ATM_combo_4hr 855.39274 5.13 36.34 WDR70  WDR70_HUMAN 1 K.QAETLT#QDYIITPH.A 15.9 100 9.33E+05 QAETLT#QDYIITPH 20.9 526 0 0 0 0 WD repeat‐containing protein 70  35453:110282

855.39638 2 timecourse_ATM_combo_8hr 855.39274 4.26 35.19 WDR70  WDR70_HUMAN 1 K.QAETLT#QDYIITPH.A 19.6 100 1.80E+06 QAETLT#QDYIITPH 15.2 526 0 0 0 0 WD repeat‐containing protein 70  35450:110637

855.39673 2 timecourse_ATM_combo_8hr 855.39274 4.66 31.02 WDR70  WDR70_HUMAN 1 K.QAETLT#QDYIITPH.A 24.7 100 2.04E+06 QAETLT#QDYIITPH 18.9 526 0 0 0 0 WD repeat‐containing protein 70  35451:111625

675.3022 2 timecourse_ATM_combo_8hr 675.29790 6.37 24.54 WDR70  WDR70_HUMAN 1 K.VYYDPNKS#QR.G 10.7 100 3.38E+05 VYYDPNKS#QR 65.7 504 0 0 0 0 WD repeat‐containing protein 70  35451:71556

933.43323 2 combeffx_ATM_PI3Ki 933.43072 2.69 55.37 WDR91  WDR91_HUMAN 2 K.SLLSGLATGESGWS#QHR.Q 4.8 100 3.37E+05 SLLSGLATGESGWS#QHR 73.3 326 0 0 0 0 WD repeat‐containing protein 91  35299:49242

622.62557 3 combeffx_ATM_comboi 622.62290 4.29 49.19 WDR91  WDR91_HUMAN 2 K.SLLSGLATGESGWS#QHR.Q 19.2 100 2.45E+06 SLLSGLATGESGWS#QHR 2.5 326 ‐6,0 0 0 0 0 WD repeat‐containing protein 91  35301:52209

622.6245 3 combeffx_ATM_PI3Ki 622.62290 2.57 28.05 WDR91  WDR91_HUMAN 2 K.SLLSGLATGES#GWSQHR.Q 38.3 100 3.26E+06 SLLSGLATGESGWS#QHR 10.2 326 ‐3,0 0 0 0 0 WD repeat‐containing protein 91  35298:51745

785.86355 2 timecourse_ATM_combo_8hr 785.85906 5.71 50.16 WNK1  WNK1_HUMAN 5 K.QQVEQSSAS#QTGIK.Q 14.8 100 2.29E+05 QQVEQSSAS#QTGIK 21.3 599 0 0 0 0 Serine/threonine‐protein kinase WNK1  35451:97563

785.86267 2 timecourse_ATM_combo_1hr 785.85906 4.59 45.45 WNK1  WNK1_HUMAN 5 K.QQVEQSSAS#QTGIK.Q 11.2 100 1.35E+05 QQVEQSSAS#QTGIK 18.9 599 0 0 0 0 Serine/threonine‐protein kinase WNK1  35457:97890

785.86341 2 timecourse_ATM_combo_4hr 785.85906 5.54 43.87 WNK1  WNK1_HUMAN 5 K.QQVEQSSAS#QTGIK.Q 13.2 100 1.59E+05 QQVEQSSAS#QTGIK 17 599 0 0 0 0 Serine/threonine‐protein kinase WNK1  35453:96232

785.86332 2 timecourse_ATM_combo_8hr 785.85906 5.43 42.34 WNK1  WNK1_HUMAN 5 K.QQVEQSSAS#QTGIK.Q 14.8 100 2.26E+05 QQVEQSSAS#QTGIK 14.2 599 0 0 0 0 Serine/threonine‐protein kinase WNK1  35450:96677

785.86371 2 timecourse_ATM_ctrl2 785.85906 5.92 40.84 WNK1  WNK1_HUMAN 5 K.QQVEQSSAS#QTGIK.Q 4.8 100 4.99E+04 QQVEQSSAS#QTGIK 14.2 599 0 0 0 0 Serine/threonine‐protein kinase WNK1  35447:85786

785.86313 2 timecourse_ATM_combo_2hr 785.85906 5.18 36.29 WNK1  WNK1_HUMAN 5 K.QQVEQSSAS#QTGIK.Q 9.4 100 7.99E+04 QQVEQSSAS#QTGIK 17 599 0 0 0 0 Serine/threonine‐protein kinase WNK1  35455:91085

785.86318 2 timecourse_ATM_combo_4hr 785.85906 5.24 30.85 WNK1  WNK1_HUMAN 5 K.QQVEQSSAS#QTGIK.Q 10.5 100 1.55E+05 QQVEQSSAS#QTGIK 11.3 599 0,2 0 0 0 0 Serine/threonine‐protein kinase WNK1  35452:94431

785.86374 2 timecourse_ATM_combo_1hr 785.85906 5.96 27.67 WNK1  WNK1_HUMAN 5 K.QQVEQSSAS#QTGIK.Q 12.1 100 1.49E+05 QQVEQSSAS#QTGIK 7.5 599 ‐2,0 0 0 0 0 Serine/threonine‐protein kinase WNK1  35456:97964

592.21991 2 timecourse_ATM_combo_8hr 592.21880 1.87 27.21 WNK1  WNK1_HUMAN 5 K.DDYGFSGS#QK.L 8.9 100 7.85E+05 DDYGFSGS#QK 43 1220 0 0 0 0 Serine/threonine‐protein kinase WNK1  35450:46195

785.86389 2 timecourse_ATM_combo_2hr 785.85906 6.15 26.88 WNK1  WNK1_HUMAN 5 K.QQVEQSSAS#QTGIK.Q 11.5 100 9.37E+04 QQVEQSSAS#QTGIK 14.2 599 0 0 0 0 Serine/threonine‐protein kinase WNK1  35454:91389

592.2192 2 timecourse_ATM_combo_8hr 592.21880 0.68 20.62 WNK1  WNK1_HUMAN 5 K.DDYGFSGS#QK.L 8.1 100 7.96E+05 DDYGFSGS#QK 22 1220 0 0 0 0 Serine/threonine‐protein kinase WNK1  35451:46153

772.35535 3 timecourse_ATM_combo_4hr 772.35191 4.45 54.95 WTAP  FL2D_HUMAN 2 R.QQLAQYQQQQS#QASAPSTSR.T 17.4 100 5.77E+05 QQLAQYQQQQS#QASAPSTSR 44.1 244 0 0 0 0 Pre‐mRNA‐splicing regulator WTAP  35453:151831

772.35608 3 combeffx_ATM_comboi 772.35191 5.4 53.01 WTAP  FL2D_HUMAN 2 R.QQLAQYQQQQS#QASAPSTSR.T 11.3 100 5.94E+05 QQLAQYQQQQS#QASAPSTSR 20.9 244 0 0 0 0 Pre‐mRNA‐splicing regulator WTAP  35301:64569

772.35562 3 timecourse_ATM_combo_4hr 772.35191 4.8 44.32 WTAP  FL2D_HUMAN 2 R.QQLAQYQQQQS#QASAPSTSR.T 17.0 100 5.75E+05 QQLAQYQQQQS#QASAPSTSR 25.9 244 0 0 0 0 Pre‐mRNA‐splicing regulator WTAP  35452:149170

772.35563 3 timecourse_ATM_combo_8hr 772.35191 4.82 43.21 WTAP  FL2D_HUMAN 2 R.QQLAQYQQQQS#QASAPSTSR.T 17.8 100 8.78E+05 QQLAQYQQQQS#QASAPSTSR 34.5 244 0 0 0 0 Pre‐mRNA‐splicing regulator WTAP  35450:153260

772.35542 3 timecourse_ATM_combo_8hr 772.35191 4.54 36.9 WTAP  FL2D_HUMAN 2 R.QQLAQYQQQQS#QASAPSTSR.T 16.5 100 9.15E+05 QQLAQYQQQQS#QASAPSTSR 34.5 244 0 0 0 0 Pre‐mRNA‐splicing regulator WTAP  35451:155320

772.35557 3 timecourse_ATM_combo_2hr 772.35191 4.74 25.46 WTAP  FL2D_HUMAN 2 R.QQLAQYQQQQS#QASAPSTSR.T 6.0 100 1.06E+05 QQLAQYQQQQS#QASAPSTSR 20.6 244 0 0 0 0 Pre‐mRNA‐splicing regulator WTAP  35455:144931

1054.00864 2 timecourse_ATM_combo_8hr 1054.00339 4.98 92.36 XPO1  XPO1_HUMAN 0 K.LLSEEVFDFSSGQIT#QVK.S 21.4 100 1.75E+06 LLSEEVFDFSSGQIT#QVK 83.5 187 0 0 0 0 Exportin‐1  35451:144011

1054.00813 2 timecourse_ATM_combo_8hr 1054.00339 4.5 87.61 XPO1  XPO1_HUMAN 0 K.LLSEEVFDFSSGQIT#QVK.S 16.1 100 1.00E+06 LLSEEVFDFSSGQIT#QVK 76.7 187 0 0 0 0 Exportin‐1  35450:141893

1054.00806 2 combeffx_ATM_comboi 1054.00339 4.43 84.59 XPO1  XPO1_HUMAN 0 K.LLSEEVFDFSSGQIT#QVK.S 3.6 100 4.82E+05 LLSEEVFDFSSGQIT#QVK 92.2 187 0 0 0 0 Exportin‐1  35300:66184

703.00854 3 timecourse_ATM_combo_8hr 703.00468 5.49 42.15 XPO1  XPO1_HUMAN 0 K.LLSEEVFDFSSGQIT#QVK.S 15.8 100 1.19E+06 LLSEEVFDFSSGQIT#QVK 50.9 187 0 0 0 0 Exportin‐1  35451:144021

765.33291 2 timecourse_ATM_combo_8hr 765.32803 6.38 66.65 XPO5  XPO5_HUMAN 2 K.AVTVMMDPNST#QR.Y 14.9 100 6.72E+05 AVTVMMDPNST#QR 28.9 26 0 0 0 0 Exportin‐5  35450:92535

765.33252 2 timecourse_ATM_combo_8hr 765.32803 5.87 61.4 XPO5  XPO5_HUMAN 2 K.AVTVMMDPNST#QR.Y 13.9 100 7.08E+05 AVTVMMDPNST#QR 26.4 26 0 0 0 0 Exportin‐5  35451:93475

765.3321 2 timecourse_ATM_combo_1hr 765.32803 5.32 22.31 XPO5  XPO5_HUMAN 2 K.AVTVMMDPNST#QR.Y 3.6 100 1.23E+05 AVTVMMDPNST#QR 16.2 26 0 0 0 0 Exportin‐5  35457:93769

570.30787 3 combeffx_ATM_PI3Ki 570.30596 3.35 47.69 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLK.K 15.7 100 8.49E+05 FSKS#QLDIIIHSLK 20.9 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35299:44216

570.30816 3 combeffx_ATM_PI3Ki 570.30596 3.86 45.02 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLK.K 27.9 100 1.22E+06 FSKS#QLDIIIHSLK 41.3 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35298:46015

570.30945 3 timecourse_ATM_ctrl1 570.30596 6.12 41.75 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLK.K 29.8 100 6.71E+05 FSKS#QLDIIIHSLK 34.5 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35448:111488

570.30857 3 combeffx_ATM_comboi 570.30596 4.58 40.64 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLK.K 19.7 100 1.17E+06 FSKS#QLDIIIHSLK 13.4 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35301:46360

570.30908 3 timecourse_ATM_combo_2hr 570.30596 5.47 37.71 XRCC5  XRCC5_HUMAN 1 R.FS#KSQLDIIIHSLK.K 26.0 100 5.25E+05 FSKS#QLDIIIHSLK 27.7 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35455:104549

570.30947 3 timecourse_ATM_combo_8hr 570.30596 6.15 37.09 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLK.K 19.1 100 7.60E+05 FSKS#QLDIIIHSLK 43.5 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35451:111575

570.30916 3 timecourse_ATM_combo_1hr 570.30596 5.61 36.54 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLK.K 26.9 100 8.12E+05 FSKS#QLDIIIHSLK 37.5 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35457:112663

570.30928 3 timecourse_ATM_combo_4hr 570.30596 5.82 33.19 XRCC5  XRCC5_HUMAN 1 R.FS#KSQLDIIIHSLK.K 19.3 100 5.56E+05 FSKS#QLDIIIHSLK 18.5 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35452:108161

570.30883 3 timecourse_ATM_ctrl1 570.30596 5.03 31.55 XRCC5  XRCC5_HUMAN 1 R.FS#KSQLDIIIHSLK.K 21.5 100 6.25E+05 FSKS#QLDIIIHSLK 20.1 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35449:113155

570.30937 3 timecourse_ATM_combo_4hr 570.30596 5.98 31.09 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLK.K 19.1 100 5.64E+05 FSKS#QLDIIIHSLK 31.9 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35453:110222

570.30922 3 timecourse_ATM_ctrl2 570.30596 5.72 30.71 XRCC5  XRCC5_HUMAN 1 R.FS#KSQLDIIIHSLK.K 16.4 100 3.32E+05 FSKS#QLDIIIHSLK 20.1 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35447:99555

570.30918 3 timecourse_ATM_combo_8hr 570.30596 5.65 30.68 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLK.K 19.7 100 6.60E+05 FSKS#QLDIIIHSLK 27.7 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35450:110607

613.0067 3 timecourse_ATM_combo_4hr 613.00428 3.96 27.58 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLKK.C 4.6 100 1.59E+05 FSKS#QLDIIIHSLKK 20.9 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35453:121381

460.00725 4 timecourse_ATM_combo_1hr 460.00503 4.83 26.09 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLKK.C 13.7 100 6.19E+05 FSKS#QLDIIIHSLKK 31.3 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35456:124278

460.00712 4 combeffx_ATM_comboi 460.00503 4.54 25.68 XRCC5  XRCC5_HUMAN 1 R.FS#KSQLDIIIHSLKK.C 12.4 100 1.83E+06 FSKS#QLDIIIHSLKK 14 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35300:56357

570.30836 3 combeffx_ATM_MEKi 570.30596 4.21 24.99 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLK.K 7.7 100 2.50E+05 FSKS#QLDIIIHSLK 18.5 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35297:37791

460.00677 4 timecourse_ATM_ctrl1 460.00503 3.8 24.71 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLKK.C 10.1 100 4.82E+05 FSKS#QLDIIIHSLKK 18 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35449:124748

460.00588 4 combeffx_ATM_PI3Ki 460.00503 1.85 23.91 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLKK.C 13.4 100 8.12E+05 FSKS#QLDIIIHSLKK 17.3 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35299:48588

460.00686 4 combeffx_ATM_MEKi 460.00503 3.98 23.71 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLKK.C 8.7 100 2.05E+05 FSKS#QLDIIIHSLKK 18.6 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35297:41225

613.00735 3 timecourse_ATM_combo_8hr 613.00428 5.01 23.08 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLKK.C 3.0 100 2.05E+05 FSKS#QLDIIIHSLKK 17.5 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35451:123070

460.0072 4 combeffx_ATM_comboi 460.00503 4.72 22.96 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLKK.C 10.4 100 9.61E+05 FSKS#QLDIIIHSLKK 24.8 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35301:51462

460.00658 4 timecourse_ATM_combo_1hr 460.00503 3.37 20.43 XRCC5  XRCC5_HUMAN 1 R.FS#KSQLDIIIHSLKK.C 13.8 100 6.49E+05 FSKS#QLDIIIHSLKK 14 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35457:124066

460.00708 4 timecourse_ATM_ctrl1 460.00503 4.46 18.12 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLKK.C 10.5 100 4.19E+05 FSKS#QLDIIIHSLKK 14 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35448:122677

613.00644 3 timecourse_ATM_combo_1hr 613.00428 3.52 15.97 XRCC5  XRCC5_HUMAN 1 R.FSKS#QLDIIIHSLKK.C 6.1 100 3.02E+05 FSKS#QLDIIIHSLKK 20.1 145 0 0 0 0 X‐ray repair cross‐complementing protein 5  35457:124076

647.2866 2 timecourse_ATM_combo_8hr 647.28279 5.89 69.72 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 53.1 100 1.25E+06 NSPGS#QVASNPR 31.9 451 0 0 0 0 5'‐3' exoribonuclease 2  35451:64075

647.28721 2 timecourse_ATM_ctrl1 647.28279 6.83 67.81 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 9.9 100 1.77E+05 NSPGS#QVASNPR 55.1 451 0 0 0 0 5'‐3' exoribonuclease 2  35448:64604

647.28689 2 timecourse_ATM_combo_4hr 647.28279 6.33 56.44 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 29.8 100 5.34E+05 NSPGS#QVASNPR 34.5 451 0 0 0 0 5'‐3' exoribonuclease 2  35452:62253

647.28691 2 timecourse_ATM_combo_4hr 647.28279 6.37 55.08 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 28.0 100 5.62E+05 NSPGS#QVASNPR 27.7 451 0 0 0 0 5'‐3' exoribonuclease 2  35453:63709

647.28671 2 timecourse_ATM_combo_8hr 647.28279 6.06 53.03 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 52.8 100 1.24E+06 NSPGS#QVASNPR 30.7 451 0 0 0 0 5'‐3' exoribonuclease 2  35450:63913

647.28679 2 timecourse_ATM_combo_1hr 647.28279 6.18 52.66 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 11.7 100 2.55E+05 NSPGS#QVASNPR 22 451 0 0 0 0 5'‐3' exoribonuclease 2  35456:64564

647.28695 2 timecourse_ATM_combo_2hr 647.28279 6.43 50.78 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 13.8 100 1.96E+05 NSPGS#QVASNPR 13.4 451 0 0 0 0 5'‐3' exoribonuclease 2  35454:61031

647.28639 2 timecourse_ATM_ctrl2 647.28279 5.56 49.68 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 9.4 100 1.20E+05 NSPGS#QVASNPR 26.4 451 0 0 0 0 5'‐3' exoribonuclease 2  35447:56400

647.28612 2 combeffx_ATM_comboi 647.28279 5.14 49.08 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 20.2 100 1.14E+06 NSPGS#QVASNPR 24.2 451 0 0 0 0 5'‐3' exoribonuclease 2  35300:27423

647.2858 2 timecourse_ATM_combo_1hr 647.28279 4.65 47.02 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 11.5 100 2.48E+05 NSPGS#QVASNPR 15.2 451 0 0 0 0 5'‐3' exoribonuclease 2  35457:64715

647.28656 2 timecourse_ATM_ctrl2 647.28279 5.82 46.4 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 8.0 100 1.05E+05 NSPGS#QVASNPR 10.7 451 ‐3,0 0 0 0 0 5'‐3' exoribonuclease 2  35446:55554

647.286 2 timecourse_ATM_combo_2hr 647.28279 4.96 42.61 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 12.9 100 1.86E+05 NSPGS#QVASNPR 43.5 451 0 0 0 0 5'‐3' exoribonuclease 2  35455:60230

647.28601 2 combeffx_ATM_comboi 647.28279 4.97 41.36 XRN2  XRN2_HUMAN 2 R.NSPGS#QVASNPR.Q 23.3 100 6.92E+05 NSPGS#QVASNPR 27.7 451 0 0 0 0 5'‐3' exoribonuclease 2  35301:25100

924.49593 3 timecourse_ATM_combo_4hr 924.49165 4.63 70.12 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 218.1 100 3.02E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 84.2 57 0 0 0 0 YY1‐associated factor 2  35453:169231

924.49564 3 combeffx_ATM_comboi 924.49165 4.32 69.59 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 66.3 100 2.28E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 50.7 57 0 0 0 0 YY1‐associated factor 2  35300:79361

924.49678 3 timecourse_ATM_ctrl1 924.49165 5.55 68.1 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 98.1 100 1.13E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 38.6 57 0 0 0 0 YY1‐associated factor 2  35448:168290

924.4957 3 timecourse_ATM_combo_1hr 924.49165 4.38 67.75 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 103.1 100 1.33E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 48.2 57 0 0 0 0 YY1‐associated factor 2  35456:171407

924.49477 3 timecourse_ATM_combo_8hr 924.49165 3.37 67.53 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 84.7 94 7.83E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 36.1 57 0 0 0 0 YY1‐associated factor 2  35450:171080

924.4977 3 timecourse_ATM_ctrl2 924.49165 6.54 64.81 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 62.8 100 5.96E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 70.3 57 0 0 0 0 YY1‐associated factor 2  35446:154872

725.64648 4 combeffx_ATM_ctrl 725.64430 3 64.71 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 14.9 100 2.39E+06 KPRPVS#QLVAQQVTQQFVPPTQSKK 64.7 57 0 0 0 0 YY1‐associated factor 2  35295:73137

924.49445 3 combeffx_ATM_ctrl 924.49165 3.03 63.78 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 14.5 100 2.47E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 38.3 57 0 0 0 0 YY1‐associated factor 2  35295:72197

924.49682 3 timecourse_ATM_combo_4hr 924.49165 5.59 61.97 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 216.7 100 2.58E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 63 57 0 0 0 0 YY1‐associated factor 2  35453:169251

725.64735 4 combeffx_ATM_comboi 725.64430 4.2 61.55 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 41.1 100 1.34E+07 KPRPVS#QLVAQQVTQQFVPPTQSKK 102 57 0 0 0 0 YY1‐associated factor 2  35300:80731

725.64646 4 combeffx_ATM_ctrl 725.64430 2.98 61.43 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 15.9 100 2.70E+06 KPRPVS#QLVAQQVTQQFVPPTQSKK 80.1 57 0 0 0 0 YY1‐associated factor 2  35294:75664

924.49614 3 combeffx_ATM_comboi 924.49165 4.86 60.61 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 66.6 100 2.28E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 70.3 57 0 0 0 0 YY1‐associated factor 2  35300:79391

924.49448 3 combeffx_ATM_PI3Ki 924.49165 3.06 60.56 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 26.6 100 4.88E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 48.2 57 0 0 0 0 YY1‐associated factor 2  35298:70416

924.49451 3 combeffx_ATM_PI3Ki 924.49165 3.09 60.29 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 19.9 100 3.24E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 56.4 57 0 0 0 0 YY1‐associated factor 2  35299:66534

924.49604 3 timecourse_ATM_combo_4hr 924.49165 4.75 59.99 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 210.5 100 2.78E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 99.8 57 0 0 0 0 YY1‐associated factor 2  35452:166240

924.49623 3 timecourse_ATM_combo_2hr 924.49165 4.95 59.37 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 110.5 100 8.96E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 60 57 0 0 0 0 YY1‐associated factor 2  35454:159881

924.49554 3 combeffx_ATM_MEKi 924.49165 4.21 58.88 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 15.4 100 1.12E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 48.2 57 0 0 0 0 YY1‐associated factor 2  35297:55058

924.4959 3 timecourse_ATM_ctrl1 924.49165 4.6 58.52 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 102.6 100 1.15E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 42.2 57 0 0 0 0 YY1‐associated factor 2  35448:168270

725.6475 4 combeffx_ATM_comboi 725.64430 4.41 56.69 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 41.9 100 1.34E+07 KPRPVS#QLVAQQVTQQFVPPTQSKK 48 57 0 0 0 0 YY1‐associated factor 2  35300:80741

924.49521 3 combeffx_ATM_ctrl 924.49165 3.85 56 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 22.4 100 3.38E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 58.9 57 0 0 0 0 YY1‐associated factor 2  35294:74664

725.64611 4 combeffx_ATM_PI3Ki 725.64430 2.49 55.01 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 12.4 100 2.64E+06 KPRPVS#QLVAQQVTQQFVPPTQSKK 54.8 57 0 0 0 0 YY1‐associated factor 2  35299:67664

924.49515 3 combeffx_ATM_comboi 924.49165 3.79 54.79 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 63.9 100 1.65E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 54.2 57 0 0 0 0 YY1‐associated factor 2  35301:72289

924.49751 3 timecourse_ATM_combo_8hr 924.49165 6.34 54.23 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 237.7 100 4.00E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 51.4 57 0 0 0 0 YY1‐associated factor 2  35451:173460

924.49502 3 combeffx_ATM_MEKi 924.49165 3.65 53.8 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 14.1 100 1.79E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 70.3 57 0 0 0 0 YY1‐associated factor 2  35296:60228

924.49714 3 timecourse_ATM_combo_4hr 924.49165 5.94 53.12 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 205.3 100 2.69E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 29 57 0 0 0 0 YY1‐associated factor 2  35452:166260

924.49626 3 timecourse_ATM_combo_1hr 924.49165 4.99 53.09 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 93.4 100 1.25E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 38.3 57 0 0 0 0 YY1‐associated factor 2  35457:171545

924.49512 3 timecourse_ATM_combo_8hr 924.49165 3.75 50.5 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 233.0 100 4.13E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 42.2 57 0 0 0 0 YY1‐associated factor 2  35451:173440

924.49613 3 combeffx_ATM_comboi 924.49165 4.85 50.07 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 65.9 100 2.28E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 36 57 0 0 0 0 YY1‐associated factor 2  35300:79381

881.79834 3 timecourse_ATM_combo_8hr 881.79333 5.68 49.56 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 41.3 94 3.09E+06 PRPVS#QLVAQQVTQQFVPPTQSK 61.3 57 0 0 0 0 YY1‐associated factor 2  35451:169340

924.49679 3 timecourse_ATM_combo_8hr 924.49165 5.56 49.24 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 205.2 100 3.59E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 48.2 57 0 0 0 0 YY1‐associated factor 2  35450:171100

881.79915 3 timecourse_ATM_combo_1hr 881.79333 6.6 49.07 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 9.7 100 1.13E+06 PRPVS#QLVAQQVTQQFVPPTQSK 36 57 0 0 0 0 YY1‐associated factor 2  35456:167707

924.49646 3 timecourse_ATM_combo_2hr 924.49165 5.2 49.04 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 102.7 100 8.86E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 40.8 57 0 0 0 0 YY1‐associated factor 2  35455:160951

924.49724 3 timecourse_ATM_combo_2hr 924.49165 6.05 48.94 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 103.9 100 9.02E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 48.2 57 0 0 0 0 YY1‐associated factor 2  35454:159901

797.41351 3 timecourse_ATM_combo_8hr 797.40871 6.03 48.93 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 65.1 100 7.44E+06 PVS#QLVAQQVTQQFVPPTQSK 44.4 57 0 0 0 0 YY1‐associated factor 2  35450:156510

881.79836 3 timecourse_ATM_combo_4hr 881.79333 5.7 48.7 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 18.4 100 2.63E+06 PRPVS#QLVAQQVTQQFVPPTQSK 84.2 57 0 0 0 0 YY1‐associated factor 2  35452:162280

924.49524 3 timecourse_ATM_ctrl1 924.49165 3.88 48.25 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 90.9 100 1.14E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 63 57 0 0 0 0 YY1‐associated factor 2  35449:171059

924.49526 3 timecourse_ATM_combo_1hr 924.49165 3.9 48.12 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 96.3 100 1.28E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 50.7 57 0 0 0 0 YY1‐associated factor 2  35457:171525

881.79737 3 timecourse_ATM_combo_1hr 881.79333 4.58 46.9 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 9.6 100 1.16E+06 PRPVS#QLVAQQVTQQFVPPTQSK 74.4 57 0 0 0 0 YY1‐associated factor 2  35457:167915

924.49641 3 timecourse_ATM_combo_2hr 924.49165 5.15 46.73 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 102.4 100 9.45E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 43.1 57 0 0 0 0 YY1‐associated factor 2  35455:160941

881.79794 3 timecourse_ATM_combo_4hr 881.79333 5.23 46.61 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 18.2 94 1.46E+06 PRPVS#QLVAQQVTQQFVPPTQSK 63 57 0 0 0 0 YY1‐associated factor 2  35453:165271

725.64716 4 combeffx_ATM_comboi 725.64430 3.94 46.36 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 34.6 100 9.65E+06 KPRPVS#QLVAQQVTQQFVPPTQSKK 57.2 57 0 0 0 0 YY1‐associated factor 2  35301:73359

693.62332 4 combeffx_ATM_comboi 693.62056 3.98 46.17 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 63.2 100 1.34E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 5.3 57 0,8 0 0 0 0 YY1‐associated factor 2  35301:72319

924.49656 3 timecourse_ATM_ctrl1 924.49165 5.31 46.09 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 85.9 100 1.13E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 29.5 57 0 0 0 0 YY1‐associated factor 2  35449:171079

725.64597 4 combeffx_ATM_PI3Ki 725.64430 2.3 45.75 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 18.5 100 3.47E+06 KPRPVS#QLVAQQVTQQFVPPTQSKK 80.9 57 0 0 0 0 YY1‐associated factor 2  35298:71616

693.62478 4 timecourse_ATM_combo_8hr 693.62056 6.08 45.07 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 80.7 100 1.25E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 26.3 57 0 0 0 0 YY1‐associated factor 2  35451:173450

924.49519 3 combeffx_ATM_comboi 924.49165 3.83 44.85 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 64.6 100 1.65E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 48.2 57 0 0 0 0 YY1‐associated factor 2  35301:72299

881.79867 3 timecourse_ATM_ctrl1 881.79333 6.06 44.71 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 8.9 100 1.17E+06 PRPVS#QLVAQQVTQQFVPPTQSK 70.8 57 0 0 0 0 YY1‐associated factor 2  35448:164890

797.41388 3 timecourse_ATM_combo_8hr 797.40871 6.48 43.61 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 57.3 100 7.28E+06 PVS#QLVAQQVTQQFVPPTQSK 39.1 57 0 0 0 0 YY1‐associated factor 2  35451:158570

1195.61665 2 timecourse_ATM_combo_8hr 1195.60943 6.05 43.6 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 9.2 100 7.24E+05 PVS#QLVAQQVTQQFVPPTQSK 29 57 0 0 0 0 YY1‐associated factor 2  35450:156520

881.79851 3 timecourse_ATM_combo_8hr 881.79333 5.89 43.38 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 38.2 100 6.19E+06 PRPVS#QLVAQQVTQQFVPPTQSK 45.7 57 0 0 0 0 YY1‐associated factor 2  35450:167230

881.79825 3 timecourse_ATM_combo_2hr 881.79333 5.58 42.94 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 13.7 100 1.23E+06 PRPVS#QLVAQQVTQQFVPPTQSK 72.4 57 0 0 0 0 YY1‐associated factor 2  35455:157261

797.41355 3 timecourse_ATM_combo_4hr 797.40871 6.07 42.72 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 46.2 100 3.75E+06 PVS#QLVAQQVTQQFVPPTQSK 27.6 57 0 0 0 0 YY1‐associated factor 2  35453:154971

725.64636 4 combeffx_ATM_MEKi 725.64430 2.84 42.66 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 12.5 100 1.18E+06 KPRPVS#QLVAQQVTQQFVPPTQSKK 39.3 57 0 0 0 0 YY1‐associated factor 2  35296:61128

693.62392 4 combeffx_ATM_comboi 693.62056 4.84 42.23 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 69.7 100 2.16E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 4.3 57 0,8 0 0 0 0 YY1‐associated factor 2  35300:79371

924.49752 3 timecourse_ATM_combo_1hr 924.49165 6.36 41.83 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 96.5 100 1.30E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 43.9 57 0 0 0 0 YY1‐associated factor 2  35456:171427

924.49649 3 timecourse_ATM_ctrl2 924.49165 5.24 41.83 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 71.2 100 6.78E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 74.4 57 0 0 0 0 YY1‐associated factor 2  35447:157883

881.79827 3 timecourse_ATM_combo_2hr 881.79333 5.6 41.75 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 12.4 100 1.16E+06 PRPVS#QLVAQQVTQQFVPPTQSK 60 57 0 0 0 0 YY1‐associated factor 2  35454:156541

693.62449 4 timecourse_ATM_combo_2hr 693.62056 5.67 40.1 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 33.6 100 3.03E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 18.1 57 0 0 0 0 YY1‐associated factor 2  35454:159891

693.62415 4 timecourse_ATM_combo_8hr 693.62056 5.19 38.92 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 89.6 100 1.40E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 6.6 57 0,8 0 0 0 0 YY1‐associated factor 2  35450:171090

924.49734 3 timecourse_ATM_ctrl2 924.49165 6.15 38.7 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 68.1 100 6.60E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 18.2 57 0 0 0 0 YY1‐associated factor 2  35447:157903

840.10994 3 combeffx_ATM_comboi 840.10703 3.46 37.58 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSKK.E 6.6 100 7.96E+05 PVS#QLVAQQVTQQFVPPTQSKK 51.5 57 0 0 0 0 YY1‐associated factor 2  35301:68219

924.49456 3 combeffx_ATM_PI3Ki 924.49165 3.15 36.79 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 26.7 100 4.88E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 29.5 57 0 0 0 0 YY1‐associated factor 2  35298:70426

693.62433 4 timecourse_ATM_combo_4hr 693.62056 5.44 36.76 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 79.4 100 9.59E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 14.9 57 0 0 0 0 YY1‐associated factor 2  35453:169241

725.64625 4 combeffx_ATM_PI3Ki 725.64430 2.69 34.82 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 12.1 100 2.64E+06 KPRPVS#QLVAQQVTQQFVPPTQSKK 48 57 0 0 0 0 YY1‐associated factor 2  35299:67674

693.62371 4 timecourse_ATM_combo_1hr 693.62056 4.54 34.76 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 32.4 100 4.19E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 23.6 57 0 0 0 0 YY1‐associated factor 2  35457:171535

881.79729 3 timecourse_ATM_ctrl1 881.79333 4.49 34.55 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 7.8 100 9.94E+05 PRPVS#QLVAQQVTQQFVPPTQSK 48.2 57 0 0 0 0 YY1‐associated factor 2  35449:167559

797.41376 3 timecourse_ATM_combo_2hr 797.40871 6.33 33.92 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 17.8 100 1.18E+06 PVS#QLVAQQVTQQFVPPTQSK 19.4 57 0 0 0 0 YY1‐associated factor 2  35455:147791

725.64663 4 combeffx_ATM_MEKi 725.64430 3.21 33.06 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSKK.E 11.2 100 9.19E+05 KPRPVS#QLVAQQVTQQFVPPTQSKK 70.9 57 0 0 0 0 YY1‐associated factor 2  35297:55918

797.41402 3 timecourse_ATM_ctrl1 797.40871 6.66 32.05 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 20.5 100 1.42E+06 PVS#QLVAQQVTQQFVPPTQSK 27.6 57 0 0 0 0 YY1‐associated factor 2  35448:156470

693.62407 4 timecourse_ATM_ctrl1 693.62056 5.06 32.02 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 34.9 100 3.63E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 21.4 57 0 0 0 0 YY1‐associated factor 2  35448:168280

797.41303 3 timecourse_ATM_ctrl1 797.40871 5.42 31.71 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 15.7 100 1.28E+06 PVS#QLVAQQVTQQFVPPTQSK 34.7 57 0 0 0 0 YY1‐associated factor 2  35449:158919

693.62463 4 timecourse_ATM_combo_4hr 693.62056 5.87 31.2 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 89.7 100 9.16E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 22.5 57 0 0 0 0 YY1‐associated factor 2  35452:166250

693.62324 4 combeffx_ATM_comboi 693.62056 3.86 30.84 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 61.8 100 1.34E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 18.1 57 0 0 0 0 YY1‐associated factor 2  35301:72309

797.4136 3 timecourse_ATM_combo_4hr 797.40871 6.13 30.48 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 35.6 100 3.60E+06 PVS#QLVAQQVTQQFVPPTQSK 27.6 57 0 0 0 0 YY1‐associated factor 2  35452:152200

693.62496 4 timecourse_ATM_ctrl2 693.62056 6.36 28.86 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 27.6 100 2.49E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 11.1 57 0,8 0 0 0 0 YY1‐associated factor 2  35446:154862

693.62252 4 combeffx_ATM_PI3Ki 693.62056 2.83 28.76 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 18.5 100 3.04E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 16.5 57 0 0 0 0 YY1‐associated factor 2  35298:70406

693.62446 4 timecourse_ATM_combo_1hr 693.62056 5.62 27.51 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 31.7 100 4.36E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 12 57 0,8 0 0 0 0 YY1‐associated factor 2  35456:171417

693.62401 4 timecourse_ATM_ctrl1 693.62056 4.97 26.48 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 27.6 100 3.53E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 6.6 57 0,8 0 0 0 0 YY1‐associated factor 2  35449:171069

693.62463 4 timecourse_ATM_ctrl2 693.62056 5.87 26.4 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 29.4 100 2.24E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 14.2 57 0 0 0 0 YY1‐associated factor 2  35447:157893

693.62351 4 combeffx_ATM_comboi 693.62056 4.25 26.36 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 69.6 100 2.16E+07 KPRPVS#QLVAQQVTQQFVPPTQSK 3.8 57 0,8 0 0 0 0 YY1‐associated factor 2  35300:79351

881.79742 3 timecourse_ATM_combo_8hr 881.79333 4.64 25.42 YAF2  YAF2_HUMAN 3 K.PRPVS#QLVAQQVTQQFVPPTQSK.K 43.6 100 6.24E+06 PRPVS#QLVAQQVTQQFVPPTQSK 52.3 57 0 0 0 0 YY1‐associated factor 2  35450:167220

693.62274 4 combeffx_ATM_ctrl 693.62056 3.14 24.95 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 14.0 100 1.72E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 22.5 57 0 0 0 0 YY1‐associated factor 2  35294:74654

693.62245 4 combeffx_ATM_ctrl 693.62056 2.74 24.26 YAF2  YAF2_HUMAN 3 R.KPRPVS#QLVAQQVTQQFVPPTQSK.K 10.0 100 1.71E+06 KPRPVS#QLVAQQVTQQFVPPTQSK 18.1 57 0 0 0 0 YY1‐associated factor 2  35295:72187

1195.61642 2 timecourse_ATM_combo_8hr 1195.60943 5.85 24.03 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 10.3 100 8.27E+05 PVS#QLVAQQVTQQFVPPTQSK 14.1 57 0 0 0 0 YY1‐associated factor 2  35451:158560

797.41332 3 timecourse_ATM_combo_1hr 797.40871 5.78 18.11 YAF2  YAF2_HUMAN 3 R.PVS#QLVAQQVTQQFVPPTQSK.K 16.2 100 1.45E+06 PVS#QLVAQQVTQQFVPPTQSK 24.4 57 0 0 0 0 YY1‐associated factor 2  35456:158347

955.39948 3 timecourse_ATM_ctrl2 955.39534 4.33 38.18 YBX1  YBOX1_HUMAN 3 R.EDGNEEDKENQGDET#QGQQPPQRR.Y 15.7 100 2.23E+05 EDGNEEDKENQGDET#QGQQPPQRR 1000 271 0 0 0 0 Nuclease‐sensitive element‐binding protein 1  35447:160033

903.36592 3 timecourse_ATM_combo_8hr 903.36164 4.74 34.22 YBX1  YBOX1_HUMAN 3 R.EDGNEEDKENQGDET#QGQQPPQR.R 21.0 100 8.94E+05 EDGNEEDKENQGDET#QGQQPPQR 1000 271 0 0 0 0 Nuclease‐sensitive element‐binding protein 1  35451:171660

903.36589 3 timecourse_ATM_combo_8hr 903.36164 4.7 25.54 YBX1  YBOX1_HUMAN 3 R.EDGNEEDKENQGDET#QGQQPPQR.R 17.4 100 8.72E+05 EDGNEEDKENQGDET#QGQQPPQR 1000 271 0 0 0 0 Nuclease‐sensitive element‐binding protein 1  35450:169490

903.36643 3 timecourse_ATM_ctrl1 903.36164 5.3 24.69 YBX1  YBOX1_HUMAN 3 R.EDGNEEDKENQGDET#QGQQPPQR.R 22.8 100 7.13E+05 EDGNEEDKENQGDET#QGQQPPQR 1000 271 0 0 0 0 Nuclease‐sensitive element‐binding protein 1  35449:169399

903.3662 3 timecourse_ATM_ctrl2 903.36164 5.06 20.39 YBX1  YBOX1_HUMAN 3 R.EDGNEEDKENQGDET#QGQQPPQR.R 14.8 100 4.32E+05 EDGNEEDKENQGDET#QGQQPPQR 1000 271 0 0 0 0 Nuclease‐sensitive element‐binding protein 1  35447:156203

903.36655 3 timecourse_ATM_combo_1hr 903.36164 5.44 18.57 YBX1  YBOX1_HUMAN 3 R.EDGNEEDKENQGDET#QGQQPPQR.R 14.2 100 4.23E+05 EDGNEEDKENQGDET#QGQQPPQR 1000 271 0 0 0 0 Nuclease‐sensitive element‐binding protein 1  35456:169747

903.36802 3 timecourse_ATM_ctrl1 903.36164 7.06 17.51 YBX1  YBOX1_HUMAN 3 R.EDGNEEDKENQGDET#QGQQPPQR.R 24.1 100 6.91E+05 EDGNEEDKENQGDET#QGQQPPQR 1000 271 0 0 0 0 Nuclease‐sensitive element‐binding protein 1  35448:166790

903.36544 3 timecourse_ATM_combo_4hr 903.36164 4.21 16.89 YBX1  YBOX1_HUMAN 3 R.EDGNEEDKENQGDET#QGQQPPQR.R 12.7 100 3.94E+05 EDGNEEDKENQGDET#QGQQPPQR 1000 271 0 0 0 0 Nuclease‐sensitive element‐binding protein 1  35452:164470

514.73985 2 combeffx_ATM_comboi 514.73662 6.29 33.04 YKT6  YKT6_HUMAN 3 K.SEVLGTQS#K.A 11.0 100 6.73E+05 SEVLGT#QSK 21.3 179 0 0 0 0 Synaptobrevin homolog YKT6  35300:12393

514.7399 2 combeffx_ATM_comboi 514.73662 6.37 32.64 YKT6  YKT6_HUMAN 3 K.SEVLGT#QSK.A 10.1 100 6.73E+05 SEVLGT#QSK 8.7 179 0,2 0 0 0 0 Synaptobrevin homolog YKT6  35300:12403

514.73938 2 combeffx_ATM_PI3Ki 514.73662 5.36 31.64 YKT6  YKT6_HUMAN 3 K.SEVLGTQS#K.A 3.3 94 9.93E+04 SEVLGT#QSK 12.2 179 0,2 0 0 0 0 Synaptobrevin homolog YKT6  35298:11532

514.73999 2 combeffx_ATM_comboi 514.73662 6.55 29.21 YKT6  YKT6_HUMAN 3 K.SEVLGT#QSK.A 11.5 100 6.73E+05 SEVLGT#QSK 17 179 0 0 0 0 Synaptobrevin homolog YKT6  35300:12413

514.73948 2 combeffx_ATM_comboi 514.73662 5.56 22.33 YKT6  YKT6_HUMAN 3 K.SEVLGTQS#K.A 5.5 100 4.27E+05 SEVLGT#QSK 6.6 179 0,2 0 0 0 0 Synaptobrevin homolog YKT6  35301:11398

702.31128 3 timecourse_ATM_combo_8hr 702.30764 5.18 19.86 YLPM1  YLPM1_HUMAN 1 R.DYGRPLDEQES#QFRER.D 13.1 100 9.68E+05 DYGRPLDEQES#QFRER 47.7 1126 0 0 0 0 YLP motif‐containing protein 1  35451:143911

527.26352 2 combeffx_ATM_MEKi 527.26368 ‐0.3 8.76 YTHDC1  YTDC1_HUMAN 0 R.T#QAVVSGRR.S 51.3 78 1.97E+06 T#QAVVSGRR 17.3 667 0 0 0 0 YTH domain‐containing protein 1  35297:11333

692.83134 2 timecourse_ATM_ctrl1 692.82903 3.33 70 YWHAZ  1433Z_HUMAN 6 K.FLIPNAS#QAESK.V 8.6 100 7.53E+05 FLIPNAS#QAESK 49 110 0 0 0 0 14‐3‐3 protein zeta/delta  35449:77149

692.83189 2 timecourse_ATM_combo_1hr 692.82903 4.13 51.05 YWHAZ  1433Z_HUMAN 6 K.FLIPNAS#QAESK.V 8.2 100 7.93E+05 FLIPNAS#QAESK 50.7 110 0 0 0 0 14‐3‐3 protein zeta/delta  35457:76378

692.83253 2 timecourse_ATM_ctrl1 692.82903 5.05 51.03 YWHAZ  1433Z_HUMAN 6 K.FLIPNAS#QAESK.V 8.7 100 7.56E+05 FLIPNAS#QAESK 54.6 110 0 0 0 0 14‐3‐3 protein zeta/delta  35448:76076

692.83252 2 timecourse_ATM_combo_2hr 692.82903 5.04 48.91 YWHAZ  1433Z_HUMAN 6 K.FLIPNAS#QAESK.V 7.3 100 4.23E+05 FLIPNAS#QAESK 49 110 0 0 0 0 14‐3‐3 protein zeta/delta  35455:71027

692.83328 2 timecourse_ATM_combo_1hr 692.82903 6.13 42.41 YWHAZ  1433Z_HUMAN 6 K.FLIPNAS#QAESK.V 8.8 100 7.08E+05 FLIPNAS#QAESK 34.5 110 0 0 0 0 14‐3‐3 protein zeta/delta  35456:76158

692.8332 2 timecourse_ATM_combo_2hr 692.82903 6.02 41.42 YWHAZ  1433Z_HUMAN 6 K.FLIPNAS#QAESK.V 7.8 100 4.48E+05 FLIPNAS#QAESK 26.4 110 0 0 0 0 14‐3‐3 protein zeta/delta  35454:71591

692.83126 2 combeffx_ATM_MEKi 692.82903 3.22 31.84 YWHAZ  1433Z_HUMAN 6 K.FLIPNAS#QAESK.V 8.7 100 3.80E+05 FLIPNAS#QAESK 28.3 110 0 0 0 0 14‐3‐3 protein zeta/delta  35297:24986

1062.14323 3 combeffx_ATM_PI3Ki 1062.13940 3.61 137.57 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 13.1 100 8.40E+05 QTLELCTFEEGS#QMDNMLVQTNKPYK 43 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35298:72896

1062.14457 3 combeffx_ATM_comboi 1062.13940 4.87 102.24 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 15.6 100 2.28E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 44.1 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35300:82481

1062.14464 3 combeffx_ATM_comboi 1062.13940 4.93 96.46 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 15.0 100 1.56E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 25.7 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35301:74809

1062.14328 3 combeffx_ATM_PI3Ki 1062.13940 3.65 90.35 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 12.5 100 7.72E+05 QTLELCTFEEGS#QMDNMLVQTNKPYK 38 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35299:68804

1067.47788 3 timecourse_ATM_combo_8hr 1067.47104 6.41 88.46 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNM*LVQTNKPYK.C 16.3 100 1.37E+06 QTLELCTFEEGS#QMDNM*LVQTNKPYK 45.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35450:178250

1360.67409 2 timecourse_ATM_combo_2hr 1360.66616 5.83 87.85 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 9.3 100 3.05E+05 ISQEQVPEASQLS#QLTSNLAQVNR 35.8 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35455:159601

1062.14133 3 timecourse_ATM_ctrl1 1062.13940 1.82 86.89 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 108.8 100 1.60E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 35.3 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35449:177789

1360.67546 2 timecourse_ATM_ctrl1 1360.66616 6.83 85.15 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 9.7 100 3.77E+05 ISQEQVPEASQLS#QLTSNLAQVNR 30.7 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35448:167030

1072.80784 3 timecourse_ATM_combo_1hr 1072.80268 4.81 84.13 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNM*LVQTNKPYK.C 5.2 100 5.84E+05 QTLELCTFEEGS#QM*DNM*LVQTNKPYK 20.2 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:179265

1062.14422 3 timecourse_ATM_combo_1hr 1062.13940 4.54 81.04 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 177.1 100 2.42E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 40.5 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35456:178016

1062.1453 3 timecourse_ATM_combo_2hr 1062.13940 5.56 79.34 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 153.8 100 1.49E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 32.1 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35454:166301

1067.47745 3 timecourse_ATM_combo_8hr 1067.47104 6 77.23 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNM*LVQTNKPYK.C 20.6 100 1.66E+06 QTLELCTFEEGS#QMDNM*LVQTNKPYK 12.8 435 ‐5,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35451:181050

1062.14606 3 timecourse_ATM_combo_2hr 1062.13940 6.27 76.89 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 193.2 100 1.75E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 32.1 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35455:167631

1062.14363 3 timecourse_ATM_combo_1hr 1062.13940 3.98 74.8 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 159.4 100 9.64E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 24.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35456:178006

1360.67546 2 timecourse_ATM_combo_4hr 1360.66616 6.83 74.65 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 5.6 100 2.23E+05 ISQEQVPEASQLS#QLTSNLAQVNR 30.7 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35452:164770

1067.47698 3 timecourse_ATM_ctrl1 1067.47104 5.56 74.21 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNM*LVQTNKPYK.C 30.2 100 2.05E+06 QTLELCTFEEGS#QMDNM*LVQTNKPYK 28.9 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35448:175200

1062.14239 3 timecourse_ATM_combo_4hr 1062.13940 2.82 73.82 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 108.8 100 1.94E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 29.2 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35452:173190

1062.14654 3 timecourse_ATM_ctrl2 1062.13940 6.72 73.1 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 81.2 100 6.56E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 34.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35446:161822

1062.14346 3 timecourse_ATM_combo_8hr 1062.13940 3.82 72.49 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 122.3 100 1.05E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 33.4 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35451:180810

1067.47698 3 timecourse_ATM_combo_4hr 1067.47104 5.56 72.37 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNMLVQTNKPYK.C 35.3 100 2.49E+06 QTLELCTFEEGS#QM*DNMLVQTNKPYK 24.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35453:176691

1067.47731 3 timecourse_ATM_ctrl2 1067.47104 5.87 70.26 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNMLVQTNKPYK.C 18.2 100 9.73E+05 QTLELCTFEEGS#QM*DNMLVQTNKPYK 11.7 435 ‐5,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35447:165443

1062.14465 3 timecourse_ATM_ctrl1 1062.13940 4.94 69.9 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 124.1 100 1.39E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 34.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35448:174980

1360.67401 2 timecourse_ATM_ctrl1 1360.66616 5.77 68.29 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 11.1 100 4.08E+05 ISQEQVPEASQLS#QLTSNLAQVNR 30.7 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35449:169669

1062.14281 3 timecourse_ATM_ctrl1 1062.13940 3.21 67.9 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 4.9 94 4.12E+05 QTLELCTFEEGS#QMDNMLVQTNKPYK 20.2 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35448:174970

1067.47721 3 timecourse_ATM_combo_4hr 1067.47104 5.78 66.52 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNMLVQTNKPYK.C 24.6 100 2.06E+06 QTLELCTFEEGS#QM*DNMLVQTNKPYK 29.2 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35452:173440

1067.47705 3 timecourse_ATM_combo_2hr 1067.47104 5.63 65.48 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNMLVQTNKPYK.C 45.7 100 2.27E+06 QTLELCTFEEGS#QM*DNMLVQTNKPYK 22.8 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35455:167921

1062.14596 3 timecourse_ATM_ctrl2 1062.13940 6.18 65.25 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 88.1 100 7.68E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 24.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35447:165253

1360.67527 2 timecourse_ATM_combo_1hr 1360.66616 6.7 64.54 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 11.2 100 5.29E+05 ISQEQVPEASQLS#QLTSNLAQVNR 37.5 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35456:170027

1067.47667 3 timecourse_ATM_combo_1hr 1067.47104 5.27 64.09 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNMLVQTNKPYK.C 40.7 100 3.34E+06 QTLELCTFEEGS#QM*DNMLVQTNKPYK 38.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:179015

1067.47768 3 timecourse_ATM_ctrl2 1067.47104 6.22 62.13 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNM*LVQTNKPYK.C 15.4 100 8.51E+05 QTLELCTFEEGS#QMDNM*LVQTNKPYK 47.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35446:162042

1062.1411 3 timecourse_ATM_combo_8hr 1062.13940 1.6 62.12 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 46.4 100 1.34E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 15.9 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35450:178060

1062.1419 3 timecourse_ATM_combo_1hr 1062.13940 2.35 60.89 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 183.8 100 2.66E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 24.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:178785

1062.14192 3 timecourse_ATM_combo_4hr 1062.13940 2.37 60.02 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 125.7 100 2.28E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 49.7 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35453:176521

1067.47759 3 timecourse_ATM_combo_1hr 1067.47104 6.14 59.04 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNMLVQTNKPYK.C 39.0 100 3.25E+06 QTLELCTFEEGS#QM*DNMLVQTNKPYK 24.7 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35456:178226

1067.47695 3 timecourse_ATM_combo_2hr 1067.47104 5.54 56.73 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNMLVQTNKPYK.C 38.8 100 2.15E+06 QTLELCTFEEGS#QM*DNMLVQTNKPYK 8.7 435 ‐5,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35454:166551

1062.14325 3 timecourse_ATM_combo_2hr 1062.13940 3.62 56.59 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 158.5 100 7.01E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 35.3 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35455:167611

907.45257 3 timecourse_ATM_combo_1hr 907.44653 6.66 55.58 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 119.2 100 5.70E+06 ISQEQVPEASQLS#QLTSNLAQVNR 56.2 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35456:170017

1360.67362 2 timecourse_ATM_combo_1hr 1360.66616 5.48 55.26 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 12.5 100 5.30E+05 ISQEQVPEASQLS#QLTSNLAQVNR 26.8 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:170105

1072.8079 3 timecourse_ATM_ctrl1 1072.80268 4.87 54.03 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNM*LVQTNKPYK.C 4.4 100 3.90E+05 QTLELCTFEEGS#QM*DNM*LVQTNKPYK 24.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35449:178209

1062.14551 3 timecourse_ATM_combo_1hr 1062.13940 5.75 53.69 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 8.2 100 7.23E+05 QTLELCTFEEGS#QMDNMLVQTNKPYK 12.8 435 ‐5,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:178805

1062.14567 3 timecourse_ATM_combo_8hr 1062.13940 5.91 53.4 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 4.8 94 3.82E+05 QTLELCTFEEGS#QMDNMLVQTNKPYK 24.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35450:178070

907.45201 3 timecourse_ATM_combo_8hr 907.44653 6.04 52.67 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 47.9 100 2.84E+06 ISQEQVPEASQLS#QLTSNLAQVNR 30 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35450:169760



1062.14356 3 timecourse_ATM_combo_1hr 1062.13940 3.92 52.06 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 160.1 100 7.09E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 29.2 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:178795

907.45252 3 timecourse_ATM_ctrl1 907.44653 6.6 51.34 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLSQLTS#NLAQVNR.T 81.3 100 4.01E+06 ISQEQVPEASQLS#QLTSNLAQVNR 7.8 178 ‐3,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35448:167010

907.45155 3 timecourse_ATM_combo_2hr 907.44653 5.53 50.81 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 95.2 100 3.26E+06 ISQEQVPEASQLS#QLTSNLAQVNR 22.2 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35455:159591

1062.14639 3 timecourse_ATM_combo_8hr 1062.13940 6.58 49.53 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 2.1 94 1.07E+05 QTLELCTFEEGS#QMDNMLVQTNKPYK 14.4 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35451:180820

800.85964 4 timecourse_ATM_combo_1hr 800.85510 5.67 49.45 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNM*LVQTNKPYK.C 9.5 100 5.37E+05 QTLELCTFEEGS#QMDNM*LVQTNKPYK 15.4 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:179025

1062.14348 3 timecourse_ATM_combo_4hr 1062.13940 3.84 49.14 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 174.1 100 9.08E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 20.6 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35453:176531

1062.14702 3 timecourse_ATM_combo_1hr 1062.13940 7.17 45.47 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 7.5 100 8.23E+05 QTLELCTFEEGS#QMDNMLVQTNKPYK 25.7 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35456:178026

1062.14435 3 timecourse_ATM_combo_2hr 1062.13940 4.66 44.91 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 5.9 94 2.94E+05 QTLELCTFEEGS#QMDNMLVQTNKPYK 15.9 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35454:166291

907.45214 3 timecourse_ATM_combo_8hr 907.44653 6.18 44.63 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 46.6 100 2.81E+06 ISQEQVPEASQLS#QLTSNLAQVNR 23.6 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35451:171940

1067.47634 3 timecourse_ATM_ctrl1 1067.47104 4.96 44.39 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QM*DNMLVQTNKPYK.C 32.7 100 2.06E+06 QTLELCTFEEGS#QM*DNMLVQTNKPYK 30.4 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35449:178009

907.44987 3 combeffx_ATM_comboi 907.44653 3.68 43.46 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEAS#QLSQLTSNLAQVNR.T 21.2 100 3.05E+06 ISQEQVPEASQLS#QLTSNLAQVNR 24.2 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35300:78491

907.45107 3 timecourse_ATM_combo_1hr 907.44653 5 43.23 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEAS#QLSQLTSNLAQVNR.T 8.4 100 3.74E+05 ISQEQVPEASQLS#QLTSNLAQVNR 6.7 178 ‐3,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:170095

907.44977 3 combeffx_ATM_MEKi 907.44653 3.57 42.52 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 13.0 100 5.88E+05 ISQEQVPEASQLS#QLTSNLAQVNR 21.1 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35297:54598

907.4518 3 timecourse_ATM_ctrl2 907.44653 5.82 42.43 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 51.1 100 2.02E+06 ISQEQVPEASQLS#QLTSNLAQVNR 15 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35447:156493

907.45267 3 timecourse_ATM_ctrl2 907.44653 6.77 41.93 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 48.0 100 1.89E+06 ISQEQVPEASQLS#QLTSNLAQVNR 24.2 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35446:153412

907.45186 3 timecourse_ATM_combo_4hr 907.44653 5.87 41.7 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 83.2 100 3.84E+06 ISQEQVPEASQLS#QLTSNLAQVNR 16.5 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35453:167721

796.85986 4 combeffx_ATM_comboi 796.85637 4.38 40.89 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 7.9 100 1.02E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 27.7 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35300:82471

1062.14201 3 timecourse_ATM_combo_8hr 1062.13940 2.46 40.09 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 51.3 100 1.52E+07 QTLELCTFEEGS#QMDNMLVQTNKPYK 12.8 435 ‐5,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35451:180800

907.45164 3 timecourse_ATM_combo_1hr 907.44653 5.63 38.94 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 108.9 100 5.75E+06 ISQEQVPEASQLS#QLTSNLAQVNR 24.4 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:170115

800.85895 4 timecourse_ATM_ctrl1 800.85510 4.81 38.29 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNM*LVQTNKPYK.C 5.1 100 2.97E+05 QTLELCTFEEGS#QMDNM*LVQTNKPYK 7.3 435 0,13 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35449:177999

907.45052 3 combeffx_ATM_comboi 907.44653 4.4 38.13 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 22.4 100 2.03E+06 ISQEQVPEASQLS#QLTSNLAQVNR 18.2 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35301:71579

907.4525 3 timecourse_ATM_combo_1hr 907.44653 6.58 37.96 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEAS#QLSQLTSNLAQVNR.T 8.8 100 4.55E+05 ISQEQVPEAS#QLSQLTSNLAQVNR 8.8 175 0,3 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35456:170007

907.45168 3 timecourse_ATM_combo_2hr 907.44653 5.68 37.9 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 95.7 100 3.07E+06 ISQEQVPEASQLS#QLTSNLAQVNR 16 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35454:158611

1062.14598 3 timecourse_ATM_combo_4hr 1062.13940 6.2 37.87 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 9.5 94 7.14E+05 QTLELCTFEEGS#QMDNMLVQTNKPYK 33.9 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35452:173200

796.85785 4 timecourse_ATM_combo_1hr 796.85637 1.86 37.06 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGSQMDNMLVQT#NKPYK.C 27.3 100 3.35E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 8.2 435 0,13 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35457:178775

796.85985 4 timecourse_ATM_combo_2hr 796.85637 4.37 36.06 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 32.4 100 2.03E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 17.4 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35455:167621

907.45163 3 timecourse_ATM_ctrl2 907.44653 5.62 34.6 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEAS#QLSQLTSNLAQVNR.T 7.1 100 3.54E+05 ISQEQVPEAS#QLSQLTSNLAQVNR 17.6 175 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35447:156483

796.85768 4 timecourse_ATM_combo_4hr 796.85637 1.66 31.91 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 22.0 100 3.15E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 40.5 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35453:176511

907.45196 3 timecourse_ATM_combo_4hr 907.44653 5.98 31.81 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 80.3 100 3.72E+06 ISQEQVPEASQLS#QLTSNLAQVNR 10 178 ‐3,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35452:164760

796.85808 4 timecourse_ATM_combo_4hr 796.85637 2.15 31.48 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGSQMDNMLVQT#NKPYK.C 24.1 100 3.67E+06 QTLELCTFEEGSQMDNMLVQT#NKPYK 9.8 444 ‐9,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35452:173180

796.85939 4 timecourse_ATM_combo_1hr 796.85637 3.79 30.65 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGSQMDNMLVQT#NKPYK.C 4.4 86 8.39E+04 QTLELCTFEEGS#QMDNMLVQTNKPYK 18.2 435 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35456:177996

907.45195 3 timecourse_ATM_combo_4hr 907.44653 5.97 30.37 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEAS#QLSQLTSNLAQVNR.T 11.2 100 4.34E+05 ISQEQVPEAS#QLSQLTSNLAQVNR 14.8 175 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35452:164750

800.85934 4 timecourse_ATM_combo_2hr 800.85510 5.29 28.25 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNM*LVQTNKPYK.C 7.1 100 3.91E+05 QTLELCTFEEGSQMDNM*LVQTNKPY#K 0 448 ‐13,0 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35454:166541

907.45124 3 timecourse_ATM_ctrl1 907.44653 5.19 28 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEASQLS#QLTSNLAQVNR.T 85.3 100 3.96E+06 ISQEQVPEASQLS#QLTSNLAQVNR 26.6 178 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35449:169659

907.45272 3 timecourse_ATM_ctrl1 907.44653 6.82 22.09 ZBTB2  ZBTB2_HUMAN 1 R.ISQEQVPEAS#QLSQLTSNLAQVNR.T 8.9 100 4.46E+05 ISQEQVPEAS#QLSQLTSNLAQVNR 20.6 175 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35448:167020

796.85813 4 timecourse_ATM_ctrl1 796.85637 2.22 21.5 ZBTB2  ZBTB2_HUMAN 1 K.QTLELCTFEEGS#QMDNMLVQTNKPYK.C 18.1 100 2.05E+06 QTLELCTFEEGS#QMDNMLVQTNKPYK 10.5 435 0,13 0 0 0 0 Zinc finger and BTB domain‐containing protein 2  35448:174960

878.38604 2 timecourse_ATM_combo_8hr 878.38088 5.87 76.22 ZC3H11A  ZC11A_HUMAN 2 K.NLQEGNEVDS#QSSIR.T 8.4 100 2.95E+05 NLQEGNEVDS#QSSIR 38.4 531 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35450:114490

878.38568 2 timecourse_ATM_combo_4hr 878.38088 5.46 64.45 ZC3H11A  ZC11A_HUMAN 2 K.NLQEGNEVDS#QSSIR.T 10.2 100 3.28E+05 NLQEGNEVDS#QSSIR 38.4 531 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35453:114293

878.38565 2 timecourse_ATM_combo_4hr 878.38088 5.43 62.08 ZC3H11A  ZC11A_HUMAN 2 K.NLQEGNEVDS#QSSIR.T 10.4 100 3.34E+05 NLQEGNEVDS#QSSIR 38.4 531 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35452:112213

878.38592 2 timecourse_ATM_combo_2hr 878.38088 5.74 58.11 ZC3H11A  ZC11A_HUMAN 2 K.NLQEGNEVDS#QSSIR.T 8.5 100 1.67E+05 NLQEGNEVDS#QSSIR 38.4 531 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35454:108738

878.38586 2 timecourse_ATM_combo_1hr 878.38088 5.67 56.85 ZC3H11A  ZC11A_HUMAN 2 K.NLQEGNEVDS#QSSIR.T 4.6 100 1.40E+05 NLQEGNEVDS#QSSIR 28.9 531 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35456:117121

878.38556 2 timecourse_ATM_combo_8hr 878.38088 5.33 56.71 ZC3H11A  ZC11A_HUMAN 2 K.NLQEGNEVDS#QSSIR.T 8.4 100 3.29E+05 NLQEGNEVDSQS#SIR 0 533 ‐2,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35451:115592

780.00723 3 timecourse_ATM_combo_8hr 780.00295 5.49 54.71 ZC3H11A  ZC11A_HUMAN 4 R.VQQSSESSTSSPS#QHEATPGAR.R 14.6 100 2.97E+05 VQQSSESSTSSPS#QHEATPGAR 17.5 497 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35450:154410

780.00761 3 timecourse_ATM_combo_8hr 780.00295 5.99 52.91 ZC3H11A  ZC11A_HUMAN 4 R.VQQSSESSTSSPS#QHEATPGAR.R 13.8 100 3.20E+05 VQQSSESSTSSPS#QHEATPGAR 13.3 497 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35451:156420

780.00737 3 timecourse_ATM_combo_4hr 780.00295 5.67 51.37 ZC3H11A  ZC11A_HUMAN 4 R.VQQSSESSTSSPS#QHEATPGAR.R 9.1 100 1.57E+05 VQQSSESSTSSPS#QHEATPGAR 13.3 497 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35452:150230

878.38519 2 timecourse_ATM_combo_2hr 878.38088 4.91 45.36 ZC3H11A  ZC11A_HUMAN 2 K.NLQEGNEVDS#QSSIR.T 7.6 100 1.46E+05 NLQEGNEVDS#QSSIR 38.4 531 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35455:108395

780.0079 3 timecourse_ATM_combo_4hr 780.00295 6.35 31.91 ZC3H11A  ZC11A_HUMAN 4 R.VQQSSESSTSSPS#QHEATPGAR.R 9.0 100 1.52E+05 VQQSSESSTSSPS#QHEATPGAR 8.5 497 0,5 0 0 0 0 Zinc finger CCCH domain‐containing protein 11A  35453:152951

1073.47672 2 timecourse_ATM_combo_8hr 1073.47211 4.29 67.06 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLS#QSSIQQELCVS.‐ 46.8 100 3.52E+06 TEDNKLS#QSSIQQELCVS 18.5 1657 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35450:145783

1073.47626 2 timecourse_ATM_combo_8hr 1073.47211 3.87 57.38 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLS#QSSIQQELCVS.‐ 59.6 100 4.48E+06 TEDNKLS#QSSIQQELCVS 24.2 1657 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35451:147871

1073.47668 2 timecourse_ATM_combo_4hr 1073.47211 4.26 56.98 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLS#QSSIQQELCVS.‐ 21.1 100 1.14E+06 TEDNKLS#QSSIQQELCVS 22 1657 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35452:142297

1073.47625 2 timecourse_ATM_combo_4hr 1073.47211 3.86 49.43 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLSQSS#IQQELCVS.‐ 31.3 100 1.40E+06 TEDNKLS#QSSIQQELCVS 20.1 1657 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35453:144727

1073.47012 2 timecourse_ATM_ctrl1 1073.47211 ‐1.85 47.6 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLS#QSSIQQELCVS.‐ 8.0 100 2.60E+05 TEDNKLS#QSSIQQELCVS 18.5 1657 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35449:148268

672.53099 4 timecourse_ATM_combo_8hr 672.52711 5.77 47.44 ZC3H13  ZC3HD_HUMAN 3 R.GS#RGSQIDSHSSNSNYHDSWETR.S 17.7 100 8.19E+05 GSRGS#QIDSHSSNSNYHDSWETR 0 581 ‐3,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35450:168610

672.5306 4 timecourse_ATM_combo_4hr 672.52711 5.19 44.82 ZC3H13  ZC3HD_HUMAN 3 R.GS#RGSQIDSHSSNSNYHDSWETR.S 24.2 100 9.51E+05 GS#RGSQIDSHSSNSNYHDSWETR 25.8 578 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35452:163600

1073.4697 2 timecourse_ATM_combo_2hr 1073.47211 ‐2.25 43.21 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLS#QSSIQQELCVS.‐ 10.1 100 3.05E+05 TEDNKLS#QSSIQQELCVS 24.2 1657 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35455:138064

672.53031 4 timecourse_ATM_combo_1hr 672.52711 4.76 38.93 ZC3H13  ZC3HD_HUMAN 3 R.GS#RGSQIDSHSSNSNYHDSWETR.S 19.7 100 6.17E+05 GS#RGSQIDSHSSNSNYHDSWETR 11 578 0,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35457:169155

672.53075 4 timecourse_ATM_combo_8hr 672.52711 5.41 37.97 ZC3H13  ZC3HD_HUMAN 3 R.GSRGS#QIDSHSSNSNYHDSWETR.S 17.1 100 7.61E+05 GSRGS#QIDSHSSNSNYHDSWETR 6.3 581 ‐3,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35451:170740

1073.47186 2 timecourse_ATM_ctrl1 1073.47211 ‐0.23 36.61 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLS#QSSIQQELCVS.‐ 9.2 100 2.68E+05 TEDNKLS#QSSIQQELCVS 9.7 1657 0,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35448:146048

672.52943 4 combeffx_ATM_PI3Ki 672.52711 3.46 36.23 ZC3H13  ZC3HD_HUMAN 3 R.GSRGS#QIDSHSSNSNYHDSWETR.S 10.0 100 7.13E+05 GSRGS#QIDSHSSNSNYHDSWETR 9.1 581 ‐3,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35298:69156

792.82414 2 timecourse_ATM_combo_1hr 792.81859 7 35.04 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDR.R 15.2 100 4.35E+04 HDHERTS#QSHDR 20.4 407 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35456:99504

672.53039 4 timecourse_ATM_combo_4hr 672.52711 4.88 35.02 ZC3H13  ZC3HD_HUMAN 3 R.GS#RGSQIDSHSSNSNYHDSWETR.S 31.6 100 1.05E+06 GS#RGSQIDSHSSNSNYHDSWETR 7.6 578 0,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35453:166611

672.53091 4 timecourse_ATM_combo_2hr 672.52711 5.67 34.89 ZC3H13  ZC3HD_HUMAN 3 R.GS#RGSQIDSHSSNSNYHDSWETR.S 16.6 100 4.19E+05 GS#RGSQIDSHSSNSNYHDSWETR 20.1 578 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35454:157681

672.53047 4 timecourse_ATM_combo_2hr 672.52711 5 31.44 ZC3H13  ZC3HD_HUMAN 3 R.GSRGS#QIDSHSSNSNYHDSWETR.S 18.8 100 4.25E+05 GSRGS#QIDSHSSNSNYHDSWETR 0 581 ‐3,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35455:158541

715.98701 3 timecourse_ATM_combo_8hr 715.98383 4.44 31.24 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLS#QSSIQQELCVS.‐ 40.3 100 3.73E+06 TEDNKLS#QSSIQQELCVS 17.6 1657 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35450:145793

792.82224 2 timecourse_ATM_combo_1hr 792.81859 4.6 31.12 ZC3H13  ZC3HD_HUMAN 3 R.HDHERT#SQSHDR.R 14.8 100 4.40E+04 HDHERTS#QSHDR 7.4 407 ‐1,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35457:99291

715.98692 3 timecourse_ATM_combo_8hr 715.98383 4.32 31.08 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLS#QSSIQQELCVS.‐ 42.8 100 3.71E+06 TEDNKLS#QSSIQQELCVS 10.4 1657 ‐6,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35451:147881

672.53083 4 timecourse_ATM_combo_1hr 672.52711 5.55 30.35 ZC3H13  ZC3HD_HUMAN 3 R.GSRGS#QIDSHSSNSNYHDSWETR.S 15.7 100 5.86E+05 GSRGS#QIDSHSSNSNYHDSWETR 12.4 581 ‐3,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35456:168957

792.82224 2 timecourse_ATM_combo_2hr 792.81859 4.6 27.79 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTSQS#HDR.R 12.3 100 2.31E+04 HDHERTSQS#HDR 15.2 409 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35455:92355

672.53097 4 combeffx_ATM_comboi 672.52711 5.74 27.17 ZC3H13  ZC3HD_HUMAN 3 R.GS#RGSQIDSHSSNSNYHDSWETR.S 7.8 100 8.62E+05 GS#RGSQIDSHSSNSNYHDSWETR 11 578 0,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35300:77581

528.88452 3 timecourse_ATM_ctrl2 528.88149 5.73 27.15 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDR.R 38.5 100 1.29E+05 HDHERTS#QSHDR 14.7 407 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35446:85549

792.8239 2 timecourse_ATM_combo_2hr 792.81859 6.7 27.13 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDR.R 13.7 100 2.45E+04 HDHERT#SQSHDR 0 406 0,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35454:92699

580.91871 3 timecourse_ATM_ctrl2 580.91519 6.06 26.54 ZC3H13  ZC3HD_HUMAN 3 R.HDHERT#SQSHDRR.H 54.6 100 1.75E+05 HDHERT#SQSHDRR 0 406 0,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35447:102213

792.82336 2 timecourse_ATM_ctrl2 792.81859 6.02 25.73 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDR.R 12.9 100 2.72E+04 HDHERT#SQSHDR 8.6 406 0,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35446:85559

580.91804 3 timecourse_ATM_combo_2hr 580.91519 4.91 25.33 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDRR.H 49.8 100 9.82E+04 HDHERTS#QSHDRR 14.2 407 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35455:107075

792.82273 2 timecourse_ATM_combo_4hr 792.81859 5.22 24.71 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTSQS#HDR.R 13.2 100 2.70E+04 HDHERTSQS#HDR 24.8 409 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35453:97552

580.91923 3 timecourse_ATM_combo_1hr 580.91519 6.95 24.7 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDRR.H 21.1 100 1.23E+05 HDHERTS#QSHDRR 6.6 407 ‐1,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35456:115771

792.82405 2 timecourse_ATM_combo_4hr 792.81859 6.89 24.38 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTSQS#HDR.R 16.4 100 3.31E+04 HDHERTSQS#HDR 17 409 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35452:95801

792.82358 2 timecourse_ATM_ctrl2 792.81859 6.29 23.56 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDR.R 16.9 100 3.06E+04 HDHERT#SQSHDR 0 406 0,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35447:86996

528.88429 3 timecourse_ATM_combo_8hr 528.88149 5.29 23.33 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDR.R 20.3 100 5.37E+04 HDHERTS#QSHDR 12.2 407 0,2 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35450:98120

792.82283 2 timecourse_ATM_ctrl1 792.81859 5.35 21.84 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDR.R 11.6 100 2.17E+04 HDHERTS#QSHDR 13.3 407 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35449:100003

528.88458 3 timecourse_ATM_ctrl2 528.88149 5.84 21.55 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTSQS#HDR.R 40.8 100 1.06E+05 HDHERTS#QSHDR 14.7 407 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35447:86986

528.88423 3 timecourse_ATM_ctrl1 528.88149 5.18 20.27 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDR.R 45.4 100 1.06E+05 HDHERT#SQSHDR 7.5 406 0,1 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35448:98600

528.88476 3 timecourse_ATM_combo_2hr 528.88149 6.18 20.04 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTS#QSHDR.R 29.9 100 8.81E+04 HDHERTS#QSHDR 17 407 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35454:92689

715.9866 3 timecourse_ATM_combo_4hr 715.98383 3.87 19.47 ZC3H13  ZC3HD_HUMAN 3 K.TEDNKLSQSS#IQQELCVS.‐ 24.9 100 1.22E+06 TEDNKLS#QSSIQQELCVS 8.7 1657 0,2 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35453:144737

528.88354 3 timecourse_ATM_ctrl1 528.88149 3.88 16.84 ZC3H13  ZC3HD_HUMAN 3 R.HDHERTSQS#HDR.R 35.7 100 8.66E+04 HDHERT#SQSHDR 4.3 406 0,3 0 0 0 0 Zinc finger CCCH domain‐containing protein 13  35449:99993

1239.37246 4 timecourse_ATM_combo_8hr 1239.36342 7.29 54.87 ZC3H14  ZC3HE_HUMAN 8 R.LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENPLS#QK.K 5.4 100 8.26E+05 LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENP 97.9 195 0 0 0 0 Zinc finger CCCH domain‐containing protein 14  35450:185970

1239.37219 4 timecourse_ATM_combo_1hr 1239.36342 7.08 39.18 ZC3H14  ZC3HE_HUMAN 8 R.LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENPLS#QK.K 6.2 100 8.01E+05 LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENP 127.3 195 0 0 0 0 Zinc finger CCCH domain‐containing protein 14  35457:187175

1239.37269 4 timecourse_ATM_combo_8hr 1239.36342 7.48 33.85 ZC3H14  ZC3HE_HUMAN 8 R.LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENPLS#QK.K 5.7 100 9.88E+05 LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENP 119.7 195 0 0 0 0 Zinc finger CCCH domain‐containing protein 14  35451:189170

1239.37263 4 timecourse_ATM_combo_2hr 1239.36342 7.43 31.62 ZC3H14  ZC3HE_HUMAN 8 R.LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENPLS#QK.K 4.2 100 3.93E+05 LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENP 41.1 195 0 0 0 0 Zinc finger CCCH domain‐containing protein 14  35454:173841

1239.37294 4 timecourse_ATM_combo_4hr 1239.36342 7.68 25.44 ZC3H14  ZC3HE_HUMAN 8 R.LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENPLS#QK.K 9.9 100 1.34E+06 LMSTVKPLREPAPSEDVIDIKPEPDDLIDEDLNFVQENP 70.6 195 0 0 0 0 Zinc finger CCCH domain‐containing protein 14  35453:185151

1248.1857 3 timecourse_ATM_combo_8hr 1248.17780 6.33 55.68 ZC3H15  ZC3HF_HUMAN 2 R.EVFEFRPELVNDDDEEADDTRYT#QGTGGDEVD.D 25.2 100 4.35E+06 EVFEFRPELVNDDDEEADDTRYT#QGTGGDEVD 0 315 ‐1,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 15  35450:183190

1248.18302 3 timecourse_ATM_combo_8hr 1248.17780 4.18 49.73 ZC3H15  ZC3HF_HUMAN 2 R.EVFEFRPELVNDDDEEADDTRYT#QGTGGDEVD.D 28.5 94 7.14E+06 EVFEFRPELVNDDDEEADDTRYT#QGTGGDEVD 14.5 315 0 0 0 0 Zinc finger CCCH domain‐containing protein 15  35450:183180

1248.18501 3 timecourse_ATM_combo_8hr 1248.17780 5.78 40.74 ZC3H15  ZC3HF_HUMAN 2 R.EVFEFRPELVNDDDEEADDTRYT#QGTGGDEVD.D 29.5 100 1.25E+07 EVFEFRPELVNDDDEEADDTRYT#QGTGGDEVD 24.2 315 0 0 0 0 Zinc finger CCCH domain‐containing protein 15  35451:186250

1248.18442 3 timecourse_ATM_combo_4hr 1248.17780 5.3 29.99 ZC3H15  ZC3HF_HUMAN 2 R.EVFEFRPELVNDDDEEADDTRYT#QGTGGDEVD.D 18.0 100 3.95E+06 EVFEFRPELVNDDDEEADDTRYT#QGTGGDEVD 11.5 315 ‐3,0 0 0 0 0 Zinc finger CCCH domain‐containing protein 15  35453:182271

651.20721 2 timecourse_ATM_combo_4hr 651.20217 7.74 18.3 ZC3H15  ZC3HF_HUMAN 2 R.Y#TQGT#GGDEVD.D 5.4 100 1.88E+05 YT#QGT#GGDEVD 10.3 315 ‐1,0 12.7 318 ‐4,0 0 0 Zinc finger CCCH domain‐containing protein 15  35453:64700

765.33739 2 timecourse_ATM_combo_8hr 765.33322 5.45 86.08 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 31.1 100 5.52E+05 ATDLGGTSQAGTS#QR 28.9 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35450:92555

765.3374 2 timecourse_ATM_combo_8hr 765.33322 5.46 84.69 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 30.1 100 5.91E+05 ATDLGGTSQAGTS#QR 28.9 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35451:93495

765.33778 2 timecourse_ATM_combo_4hr 765.33322 5.96 83.06 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 26.8 100 3.83E+05 ATDLGGTSQAGTS#QR 28.9 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35453:92112

765.3385 2 timecourse_ATM_ctrl1 765.33322 6.9 82.7 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTS#QAGTSQR.F 11.8 100 1.90E+05 ATDLGGTS#QAGTSQR 22.9 322 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35448:93095

765.33682 2 timecourse_ATM_ctrl1 765.33322 4.7 77.59 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTS#QAGTSQR.F 12.7 100 1.84E+05 ATDLGGTS#QAGTSQR 19.3 322 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35449:94312

765.33746 2 timecourse_ATM_ctrl2 765.33322 5.54 75.4 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 6.5 100 6.42E+04 ATDLGGTSQAGTS#QR 28.9 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35447:81837

765.337 2 timecourse_ATM_combo_1hr 765.33322 4.94 74.69 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTS#QAGTSQR.F 4.2 100 6.25E+04 ATDLGGTS#QAGTSQR 16.2 322 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35457:93809

765.33757 2 timecourse_ATM_ctrl2 765.33322 5.68 74.41 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTS#QAGTSQR.F 8.7 100 9.99E+04 ATDLGGTS#QAGTSQR 18.4 322 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35447:81847

765.33775 2 timecourse_ATM_combo_4hr 765.33322 5.93 70.51 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 24.3 100 3.57E+05 ATDLGGTSQAGTS#QR 28.9 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35452:90391

765.33681 2 timecourse_ATM_combo_1hr 765.33322 4.69 69.87 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 15.2 100 2.60E+05 ATDLGGTSQAGTS#QR 26.4 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35457:93799

765.33772 2 timecourse_ATM_combo_1hr 765.33322 5.88 69.59 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 21.4 100 2.77E+05 ATDLGGTSQAGTS#QR 32.4 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35456:93735

765.33707 2 timecourse_ATM_combo_2hr 765.33322 5.03 69.49 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 17.0 100 1.70E+05 ATDLGGTSQAGTS#QR 24.4 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35455:87195

765.33819 2 timecourse_ATM_combo_2hr 765.33322 6.49 64.13 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 12.5 100 1.67E+05 ATDLGGTSQAGTS#QR 19.3 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35454:87659

765.33833 2 timecourse_ATM_ctrl1 765.33322 6.68 56.93 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 7.8 100 1.06E+05 ATDLGGTSQAGTS#QR 28.9 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35448:93085

765.33775 2 timecourse_ATM_combo_1hr 765.33322 5.92 56.57 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTS#QAGTSQR.F 3.6 100 6.67E+04 ATDLGGTS#QAGTSQR 10.3 322 ‐1,0 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35456:93745

765.33768 2 timecourse_ATM_combo_8hr 765.33322 5.83 55.38 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTS#QAGTSQR.F 4.0 100 6.29E+04 ATDLGGTS#QAGTSQR 16.2 322 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35451:93505

765.33784 2 timecourse_ATM_ctrl2 765.33322 6.04 51.68 ZC3HAV1  ZCCHV_HUMAN 4 K.ATDLGGTSQAGTS#QR.F 6.2 100 5.55E+04 ATDLGGTSQAGTS#QR 16.2 327 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1  35446:80646

761.98883 3 timecourse_ATM_combo_8hr 761.98601 3.7 59.08 ZC3HAV1L  ZCCHL_HUMAN 0 K.MLENTDNSSPSTEHS#QGLEK.Q 22.3 100 1.14E+06 MLENTDNSSPSTEHS#QGLEK 22.2 263 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1‐like  35450:151980

761.98899 3 timecourse_ATM_combo_4hr 761.98601 3.92 57.08 ZC3HAV1L  ZCCHL_HUMAN 0 K.MLENTDNSSPSTEHS#QGLEK.Q 23.3 100 7.29E+05 MLENTDNSSPSTEHS#QGLEK 33.6 263 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1‐like  35452:147920

761.98941 3 timecourse_ATM_combo_2hr 761.98601 4.46 50.88 ZC3HAV1L  ZCCHL_HUMAN 0 K.MLENTDNSSPSTEHS#QGLEK.Q 11.7 100 2.04E+05 MLENTDNSSPSTEHS#QGLEK 10 263 ‐4,0 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1‐like  35454:143361

761.98839 3 timecourse_ATM_combo_8hr 761.98601 3.12 49.9 ZC3HAV1L  ZCCHL_HUMAN 0 K.MLENTDNSSPSTEHS#QGLEK.Q 31.7 100 1.29E+06 MLENTDNSSPSTEHS#QGLEK 13.3 263 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1‐like  35451:154030

761.98818 3 timecourse_ATM_combo_1hr 761.98601 2.85 49.53 ZC3HAV1L  ZCCHL_HUMAN 0 K.MLENTDNSSPSTEHS#QGLEK.Q 6.8 100 2.07E+05 MLENTDNSSPSTEHS#QGLEK 8.7 263 ‐4,0 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1‐like  35457:154075

761.99013 3 combeffx_ATM_comboi 761.98601 5.41 48.63 ZC3HAV1L  ZCCHL_HUMAN 0 K.MLENTDNSSPSTEHS#QGLEK.Q 7.6 92 3.73E+05 MLENTDNSSPSTEHS#QGLEK 14.9 263 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1‐like  35301:64009

761.98832 3 timecourse_ATM_combo_2hr 761.98601 3.03 45.76 ZC3HAV1L  ZCCHL_HUMAN 0 K.MLENTDNSSPSTEHS#QGLEK.Q 12.5 100 2.19E+05 MLENTDNSSPSTEHS#QGLEK 12.6 263 ‐4,0 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1‐like  35455:143771

761.98827 3 timecourse_ATM_combo_4hr 761.98601 2.97 42.31 ZC3HAV1L  ZCCHL_HUMAN 0 K.MLENTDNSSPSTEHS#QGLEK.Q 23.4 100 7.50E+05 MLENTDNSSPSTEHS#QGLEK 6 263 ‐3,0 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1‐like  35453:150551

761.9887 3 combeffx_ATM_PI3Ki 761.98601 3.53 27.26 ZC3HAV1L  ZCCHL_HUMAN 0 K.MLENTDNSSPSTEHS#QGLEK.Q 3.1 92 9.74E+04 MLENTDNSSPSTEHS#QGLEK 4.2 263 ‐4,0 0 0 0 0 Zinc finger CCCH‐type antiviral protein 1‐like  35299:59614

899.37592 3 timecourse_ATM_combo_8hr 899.37057 5.95 38.32 ZC3HC1  NIPA_HUMAN 4 K.DTSATS#QS#VNGSPQAEQPSLESTSK.E 13.6 100 8.19E+05 DTSAT#SQSVNGS#PQAEQPSLESTSK 0 55 0,1 14.1 62 0 0 Nuclear‐interacting partner of ALK  35450:169070

899.37536 3 timecourse_ATM_combo_8hr 899.37057 5.33 35.86 ZC3HC1  NIPA_HUMAN 4 K.DTSATSQS#VNGS#PQAEQPSLESTSK.E 14.2 100 7.81E+05 DTSATSQS#VNGS#PQAEQPSLESTSK 23.2 58 40.9 62 0 0 Nuclear‐interacting partner of ALK  35451:171210

1069.50036 3 timecourse_ATM_combo_8hr 1069.49389 6.05 73.48 ZCCHC8  ZCHC8_HUMAN 2 K.AELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 65.7 100 4.18E+06 AELAPVNTEGALLDNGSVVPNCDISNGGS#QK 19.8 640 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35451:181120

866.66184 4 timecourse_ATM_combo_4hr 866.65662 6.02 66.58 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDIS#NGGSQK.L 7.1 100 4.77E+05 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 12.3 640 ‐4,0 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35452:176450

1155.21306 3 timecourse_ATM_combo_2hr 1155.20640 5.77 66.09 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 17.1 100 5.21E+05 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 29.6 640 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35454:169421

1069.50012 3 timecourse_ATM_combo_4hr 1069.49389 5.83 50.4 ZCCHC8  ZCHC8_HUMAN 2 K.AELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 52.4 100 2.73E+06 AELAPVNTEGALLDNGSVVPNCDISNGGS#QK 13.8 640 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35453:176801

1069.50095 3 timecourse_ATM_combo_8hr 1069.49389 6.6 49.53 ZCCHC8  ZCHC8_HUMAN 2 K.AELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 56.8 100 3.87E+06 AELAPVNTEGALLDNGSVVPNCDISNGGS#QK 10.9 640 ‐4,0 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35450:178350

866.6619 4 timecourse_ATM_combo_8hr 866.65662 6.09 46.17 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 6.9 100 6.17E+05 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 14 640 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35451:184200

866.66184 4 timecourse_ATM_combo_4hr 866.65662 6.02 45.45 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 7.7 100 4.15E+05 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 14 640 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35453:179941

1155.2133 3 timecourse_ATM_combo_4hr 1155.20640 5.97 41.44 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 29.3 100 1.65E+06 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 20.1 640 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35452:176440

1155.2125 3 timecourse_ATM_combo_1hr 1155.20640 5.28 41.43 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 6.9 100 3.70E+05 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 3.4 640 ‐4,0 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35457:182165

1155.21278 3 timecourse_ATM_combo_8hr 1155.20640 5.52 37.09 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 44.0 100 2.76E+06 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 10.7 640 ‐4,0 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35450:181160

866.66137 4 timecourse_ATM_combo_8hr 866.65662 5.49 36.07 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDIS#NGGSQK.L 7.1 100 5.85E+05 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 6.3 640 ‐4,0 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35450:181150

1155.21322 3 timecourse_ATM_combo_8hr 1155.20640 5.9 33.56 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 44.8 100 3.01E+06 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 24.2 640 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35451:184190

1155.21336 3 timecourse_ATM_combo_4hr 1155.20640 6.02 32.79 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 35.2 100 1.87E+06 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 41 640 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35453:179931

1155.21257 3 timecourse_ATM_combo_2hr 1155.20640 5.34 31.68 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 16.6 100 5.41E+05 EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK 17.1 640 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35455:170871

1155.21394 3 timecourse_ATM_combo_1hr 1155.20640 6.53 28.96 ZCCHC8  ZCHC8_HUMAN 2 K.EKAELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 8.1 100 4.28E+05 EKAELAPVNTEGALLDNGSVVPNCDIS#NGGSQK 9.9 636 0,4 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35456:181396

1069.50071 3 timecourse_ATM_combo_4hr 1069.49389 6.38 25.02 ZCCHC8  ZCHC8_HUMAN 2 K.AELAPVNTEGALLDNGSVVPNCDISNGGS#QK.L 46.0 100 2.57E+06 AELAPVNTEGALLDNGSVVPNCDISNGGS#QK 12.1 640 ‐4,0 0 0 0 0 Zinc finger CCHC domain‐containing protein 8  35452:173540

593.26426 2 timecourse_ATM_combo_8hr 593.26098 5.53 52.11 ZEB1  ZEB1_HUMAN 14 R.AES#QASSLGQK.V 12.5 100 2.28E+05 AES#QASSLGQK 53.5 1100 0 0 0 0 Zinc finger E‐box‐binding homeobox 1  35451:46653

593.26393 2 timecourse_ATM_combo_4hr 593.26098 4.97 46.16 ZEB1  ZEB1_HUMAN 14 R.AES#QASSLGQK.V 9.7 100 1.91E+05 AES#QASSLGQK 46.2 1100 0 0 0 0 Zinc finger E‐box‐binding homeobox 1  35453:46550

593.26458 2 timecourse_ATM_combo_8hr 593.26098 6.07 40.85 ZEB1  ZEB1_HUMAN 14 R.AES#QASSLGQK.V 12.8 100 2.42E+05 AES#QASSLGQK 68.6 1100 0 0 0 0 Zinc finger E‐box‐binding homeobox 1  35450:46671

593.26418 2 timecourse_ATM_combo_4hr 593.26098 5.39 32.91 ZEB1  ZEB1_HUMAN 14 R.AES#QASSLGQK.V 11.7 100 1.95E+05 AES#QASSLGQK 37.5 1100 0 0 0 0 Zinc finger E‐box‐binding homeobox 1  35452:45423

1279.56798 3 timecourse_ATM_combo_4hr 1279.56042 5.91 77.93 ZFP161  ZF161_HUMAN 1 K.DLGS#QTPQALTFNDGMSEVKDEQTPGWTTAASDMK.F 16.8 100 6.73E+05 DLGS#QTPQALTFNDGMSEVKDEQTPGWTTAASDM 17 233 0 0 0 0 Zinc finger protein 161 homolog  35452:179070

1279.56862 3 timecourse_ATM_combo_8hr 1279.56042 6.41 67.41 ZFP161  ZF161_HUMAN 1 K.DLGS#QTPQALTFNDGMSEVKDEQTPGWTTAASDMK.F 14.6 100 9.09E+05 DLGS#QTPQALTFNDGMSEVKDEQTPGWTTAASDM 13.3 233 0 0 0 0 Zinc finger protein 161 homolog  35451:186710

793.84499 2 timecourse_ATM_combo_8hr 793.84035 5.84 60.59 ZFP161  ZF161_HUMAN 1 K.DLGS#QTPQALTFND.G 40.1 100 3.00E+06 DLGS#QTPQALTFND 24.8 233 0 0 0 0 Zinc finger protein 161 homolog  35451:99033

1279.56813 3 timecourse_ATM_combo_4hr 1279.56042 6.03 51.52 ZFP161  ZF161_HUMAN 1 K.DLGS#QTPQALTFNDGMSEVKDEQTPGWTTAASDMK.F 18.5 100 9.24E+05 DLGS#QTPQALTFNDGMSEVKDEQTPGWTTAASDM 15.5 233 0 0 0 0 Zinc finger protein 161 homolog  35453:182731

1279.56887 3 timecourse_ATM_combo_1hr 1279.56042 6.6 50.42 ZFP161  ZF161_HUMAN 1 K.DLGSQT#PQALTFNDGMSEVKDEQTPGWTTAASDMK.F 5.6 100 2.81E+05 DLGS#QTPQALTFNDGMSEVKDEQTPGWTTAASDM 0 233 0,2 0 0 0 0 Zinc finger protein 161 homolog  35456:183916

793.8452 2 timecourse_ATM_combo_8hr 793.84035 6.11 47.2 ZFP161  ZF161_HUMAN 1 K.DLGS#QTPQALTFND.G 34.1 100 2.92E+06 DLGS#QTPQALTFND 22 233 0 0 0 0 Zinc finger protein 161 homolog  35450:98230

959.92826 4 timecourse_ATM_combo_4hr 959.92213 6.39 41.12 ZFP161  ZF161_HUMAN 1 K.DLGS#QTPQALTFNDGMSEVKDEQTPGWTTAASDMK.F 13.2 100 6.43E+05 DLGS#QTPQALTFNDGMSEVKDEQTPGWTTAASDM 5.1 233 0,2 0 0 0 0 Zinc finger protein 161 homolog  35453:182741

793.84507 2 timecourse_ATM_combo_4hr 793.84035 5.95 34.22 ZFP161  ZF161_HUMAN 1 K.DLGSQT#PQALTFND.G 12.3 100 8.23E+05 DLGSQT#PQALTFND 21.3 235 0 0 0 0 Zinc finger protein 161 homolog  35452:95951

959.92797 4 timecourse_ATM_combo_8hr 959.92213 6.08 32.05 ZFP161  ZF161_HUMAN 1 K.DLGSQT#PQALTFNDGMSEVKDEQTPGWTTAASDMK.F 10.2 100 5.43E+05 DLGSQT#PQALTFNDGMSEVKDEQTPGWTTAASDM 0 235 0,5 0 0 0 0 Zinc finger protein 161 homolog  35450:183670

793.84448 2 timecourse_ATM_combo_4hr 793.84035 5.2 29.83 ZFP161  ZF161_HUMAN 1 K.DLGS#QTPQALTFND.G 12.9 100 7.40E+05 DLGS#QTPQALTFND 17 233 0 0 0 0 Zinc finger protein 161 homolog  35453:97752

1033.83916 3 timecourse_ATM_combo_8hr 1033.83010 8.76 65.23 ZFYVE1  ZFYV1_HUMAN 1 K.AVTSWLTDQIAPAYWRPNS#QILSCNK.C 9.0 100 6.06E+05 AVTSWLTDQIAPAYWRPNS#QILSCNK 11 599 0,4 0 0 0 0 Zinc finger FYVE domain‐containing protein 1  35451:179040

757.32565 2 timecourse_ATM_combo_8hr 757.32125 5.82 37.33 ZFYVE19  ZFY19_HUMAN 2 R.QGSIPST#QEMEAR.L 9.2 100 5.88E+05 QGSIPST#QEMEAR 8.6 217 ‐1,0 0 0 0 0 Zinc finger FYVE domain‐containing protein 19  35451:91596

757.32562 2 timecourse_ATM_combo_8hr 757.32125 5.77 29.78 ZFYVE19  ZFY19_HUMAN 2 R.QGSIPST#QEMEAR.L 5.8 100 5.19E+05 QGSIPST#QEMEAR 11.5 217 ‐1,0 0 0 0 0 Zinc finger FYVE domain‐containing protein 19  35450:90583

979.79234 3 timecourse_ATM_combo_8hr 979.78645 6.01 84.44 ZMYM1  ZMYM1_HUMAN 2 K.AVAS#QLGLLDEIKTEPDNAQEYCHR.Q 5.9 100 3.64E+05 AVAS#QLGLLDEIKTEPDNAQEYCHR 54.6 16 0 0 0 0 Zinc finger MYM‐type protein 1  35451:176680

979.79174 3 timecourse_ATM_combo_4hr 979.78645 5.4 66.87 ZMYM1  ZMYM1_HUMAN 2 K.AVAS#QLGLLDEIKTEPDNAQEYCHR.Q 9.4 100 4.04E+05 AVAS#QLGLLDEIKTEPDNAQEYCHR 52.5 16 0 0 0 0 Zinc finger MYM‐type protein 1  35452:169420

979.79168 3 timecourse_ATM_combo_8hr 979.78645 5.34 62.94 ZMYM1  ZMYM1_HUMAN 2 K.AVAS#QLGLLDEIKTEPDNAQEYCHR.Q 5.0 100 3.09E+05 AVAS#QLGLLDEIKTEPDNAQEYCHR 48.6 16 0 0 0 0 Zinc finger MYM‐type protein 1  35450:174330

754.68032 3 timecourse_ATM_combo_4hr 754.67638 5.22 80.28 ZMYM4  ZMYM4_HUMAN 0 R.RVT#QHESDNENEIQIQNK.L 11.8 100 4.90E+05 RVT#QHESDNENEIQIQNK 74.4 118 0 0 0 0 Zinc finger MYM‐type protein 4  35452:146970

754.67931 3 timecourse_ATM_combo_8hr 754.67638 3.88 69.32 ZMYM4  ZMYM4_HUMAN 0 R.RVT#QHESDNENEIQIQNK.L 15.9 100 7.64E+05 RVT#QHESDNENEIQIQNK 67.6 118 0 0 0 0 Zinc finger MYM‐type protein 4  35451:152970

754.67972 3 timecourse_ATM_combo_8hr 754.67638 4.43 68.28 ZMYM4  ZMYM4_HUMAN 0 R.RVT#QHESDNENEIQIQNK.L 16.2 100 7.09E+05 RVT#QHESDNENEIQIQNK 50.3 118 0 0 0 0 Zinc finger MYM‐type protein 4  35450:151000

754.68 3 timecourse_ATM_combo_4hr 754.67638 4.8 67.14 ZMYM4  ZMYM4_HUMAN 0 R.RVT#QHESDNENEIQIQNK.L 11.3 100 5.34E+05 RVT#QHESDNENEIQIQNK 67.6 118 0 0 0 0 Zinc finger MYM‐type protein 4  35453:149591

839.99591 3 timecourse_ATM_combo_4hr 839.99115 5.67 48.21 ZMYM4  ZMYM4_HUMAN 0 R.SDPLGST#QDHALS#QESSEPGCR.V 47.5 100 2.13E+06 SDPLGST#QDHALS#QESSEPGCR 8.7 1250 ‐1,0 18.5 1256 0 0 Zinc finger MYM‐type protein 4  35452:157500

754.67989 3 timecourse_ATM_combo_2hr 754.67638 4.65 46.81 ZMYM4  ZMYM4_HUMAN 0 R.RVT#QHESDNENEIQIQNK.L 6.8 100 1.77E+05 RVT#QHESDNENEIQIQNK 34.4 118 0 0 0 0 Zinc finger MYM‐type protein 4  35455:142841

813.34039 3 timecourse_ATM_combo_8hr 813.33571 5.75 44.82 ZMYM4  ZMYM4_HUMAN 0 R.SDPLGST#QDHALSQESSEPGCR.V 3.0 100 1.48E+05 SDPLGST#QDHALSQESSEPGCR 14.2 1250 0 0 0 0 Zinc finger MYM‐type protein 4  35451:160550

754.68113 3 timecourse_ATM_combo_2hr 754.67638 6.29 44.27 ZMYM4  ZMYM4_HUMAN 0 R.RVT#QHESDNENEIQIQNK.L 5.8 100 1.76E+05 RVT#QHESDNENEIQIQNK 55.3 118 0 0 0 0 Zinc finger MYM‐type protein 4  35454:142441

839.99555 3 timecourse_ATM_combo_2hr 839.99115 5.24 38.15 ZMYM4  ZMYM4_HUMAN 0 R.SDPLGS#TQDHALS#QESSEPGCR.V 12.6 100 3.53E+05 SDPLGST#QDHALS#QESSEPGCR 13.3 1250 37.9 1256 0 0 Zinc finger MYM‐type protein 4  35454:152341

839.99554 3 timecourse_ATM_combo_4hr 839.99115 5.23 36.73 ZMYM4  ZMYM4_HUMAN 0 R.SDPLGST#QDHALS#QESSEPGCR.V 48.7 100 2.15E+06 SDPLGST#QDHALS#QESSEPGCR 7.5 1250 ‐1,0 41.9 1256 0 0 Zinc finger MYM‐type protein 4  35453:160451

839.99589 3 timecourse_ATM_combo_8hr 839.99115 5.64 35.22 ZMYM4  ZMYM4_HUMAN 0 R.SDPLGST#QDHALS#QESSEPGCR.V 29.1 100 1.63E+06 SDPLGST#QDHALS#QESSEPGCR 13.3 1250 33.7 1256 0 0 Zinc finger MYM‐type protein 4  35450:162060

813.34047 3 timecourse_ATM_combo_8hr 813.33571 5.85 30.93 ZMYM4  ZMYM4_HUMAN 0 R.SDPLGSTQDHALS#QESSEPGCR.V 6.6 100 2.45E+05 SDPLGSTQDHALS#QESSEPGCR 14.8 1256 0 0 0 0 Zinc finger MYM‐type protein 4  35451:160560

839.99551 3 timecourse_ATM_combo_8hr 839.99115 5.19 30.19 ZMYM4  ZMYM4_HUMAN 0 R.SDPLGST#QDHALS#QESSEPGCR.V 30.1 100 1.86E+06 SDPLGST#QDHALS#QESSEPGCR 7.5 1250 ‐1,0 36.8 1256 0 0 Zinc finger MYM‐type protein 4  35451:164210

781.33638 3 timecourse_ATM_combo_2hr 781.33183 5.82 25.78 ZMYM4  ZMYM4_HUMAN 0 R.RVT#QHES#DNENEIQIQNK.L 58.3 100 1.42E+06 RVT#QHES#DNENEIQIQNK 1000 118 0 122 0 0 Zinc finger MYM‐type protein 4  35454:145631

618.77049 2 timecourse_ATM_combo_8hr 618.76644 6.55 56.38 ZNF192  ZN192_HUMAN 1 K.SPVPQES#QER.A 238.4 100 7.98E+06 SPVPQES#QER 93.7 183 0 0 0 0 Zinc finger protein 192  35451:55368

618.77021 2 timecourse_ATM_combo_8hr 618.76644 6.09 55.64 ZNF192  ZN192_HUMAN 1 K.SPVPQES#QER.A 237.8 100 7.83E+06 SPVPQES#QER 83.9 183 0 0 0 0 Zinc finger protein 192  35450:55397

618.77049 2 timecourse_ATM_combo_4hr 618.76644 6.55 45.63 ZNF192  ZN192_HUMAN 1 K.SPVPQES#QER.A 145.1 100 3.63E+06 SPVPQES#QER 76.4 183 0 0 0 0 Zinc finger protein 192  35452:53918

618.76959 2 timecourse_ATM_combo_1hr 618.76644 5.09 27.58 ZNF192  ZN192_HUMAN 1 K.SPVPQES#QER.A 24.7 100 5.92E+05 SPVPQES#QER 54.9 183 0 0 0 0 Zinc finger protein 192  35457:56023

1103.26232 4 timecourse_ATM_combo_8hr 1103.25733 4.52 25.43 ZNF192  ZN192_HUMAN 1 R.VLWEEVVHSASAPEPPNTQLQSEATQHKS#PVPQES#QER.A 28.0 100 6.10E+06 VLWEEVVHSASAPEPPNT#QLQSEATQHKSPVPQES# 7.3 166 0,11 0 183 ‐13,0 0 0 Zinc finger protein 192  35450:185210

882.81251 5 timecourse_ATM_combo_4hr 882.80732 5.88 24.69 ZNF192  ZN192_HUMAN 1 R.VLWEEVVHSASAPEPPNTQLQSEAT#QHKS#PVPQESQER.A 7.5 100 1.42E+06 VLWEEVVHSASAPEPPNT#QLQSEATQHKSPVPQES# 3.5 166 0,11 14.2 183 0 0 Zinc finger protein 192  35452:180730

618.76996 2 timecourse_ATM_combo_2hr 618.76644 5.69 23.05 ZNF192  ZN192_HUMAN 1 K.SPVPQES#QER.A 51.8 100 9.38E+05 SPVPQES#QER 56.5 183 0 0 0 0 Zinc finger protein 192  35454:52849

658.75351 2 timecourse_ATM_combo_8hr 658.74960 5.94 22.97 ZNF192  ZN192_HUMAN 1 K.S#PVPQES#QER.A 13.6 100 4.15E+05 S#PVPQES#QER 1000 177 0 183 0 0 Zinc finger protein 192  35450:67156

882.81273 5 timecourse_ATM_combo_2hr 882.80732 6.13 19.49 ZNF192  ZN192_HUMAN 1 R.VLWEEVVHSASAPEPPNTQLQSEAT#QHKS#PVPQESQER.A 3.5 100 3.35E+05 VLWEEVVHSASAPEPPNTQLQS#EATQHKSPVPQES# 0 170 ‐4,7 5.6 183 ‐17,0 0 0 Zinc finger protein 192  35454:173311

658.75311 2 timecourse_ATM_combo_8hr 658.74960 5.33 18.19 ZNF192  ZN192_HUMAN 1 K.S#PVPQES#QER.A 12.5 100 4.16E+05 S#PVPQES#QER 1000 177 0 183 0 0 Zinc finger protein 192  35451:67435

706.3491 2 timecourse_ATM_combo_8hr 706.34504 5.75 29.95 ZNF207  ZN207_HUMAN 3 R.LLEQKT#QESQK.K 4.6 100 6.40E+04 LLEQKT#QESQK 46.2 101 0 0 0 0 Zinc finger protein 207  35450:78503

706.34778 2 timecourse_ATM_combo_4hr 706.34504 3.88 24.97 ZNF207  ZN207_HUMAN 3 R.LLEQKT#QESQK.K 2.9 100 3.28E+04 LLEQKT#QESQK 46.3 101 0 0 0 0 Zinc finger protein 207  35452:76656

480.21805 2 timecourse_ATM_combo_8hr 480.21532 5.68 27.73 ZNF259  ZPR1_HUMAN 1 R.LQEFS#QK.M 18.1 100 3.63E+05 LQEFS#QK 1000 388 0 0 0 0 Zinc finger protein ZPR1  35451:19330

797.34726 2 timecourse_ATM_combo_4hr 797.34324 5.04 70.02 ZNF281  ZN281_HUMAN 6 K.NLETSSAFQSSS#QK.L 15.7 100 6.26E+05 NLETSSAFQSSS#QK 32.4 785 0 0 0 0 Zinc finger protein 281  35453:98432

797.3475 2 timecourse_ATM_combo_2hr 797.34324 5.34 69.22 ZNF281  ZN281_HUMAN 6 K.NLETSSAFQSSS#QK.L 7.4 100 2.02E+05 NLETSSAFQSSS#QK 28.9 785 0 0 0 0 Zinc finger protein 281  35454:93459

797.34685 2 timecourse_ATM_combo_8hr 797.34324 4.53 67.56 ZNF281  ZN281_HUMAN 6 K.NLETSSAFQSSS#QK.L 19.1 100 1.04E+06 NLETSSAFQSSS#QK 28.9 785 0 0 0 0 Zinc finger protein 281  35451:99733

797.34754 2 timecourse_ATM_combo_8hr 797.34324 5.39 64.34 ZNF281  ZN281_HUMAN 6 K.NLETSSAFQSSS#QK.L 17.6 100 9.46E+05 NLETSSAFQSSS#QK 28.9 785 0 0 0 0 Zinc finger protein 281  35450:98877

797.34743 2 timecourse_ATM_combo_4hr 797.34324 5.25 55.44 ZNF281  ZN281_HUMAN 6 K.NLETSSAFQSSS#QK.L 15.4 100 6.20E+05 NLETSSAFQSSS#QK 28.9 785 0 0 0 0 Zinc finger protein 281  35452:96561

943.44724 2 timecourse_ATM_ctrl1 943.44190 5.67 62.89 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 6.8 100 2.65E+05 GSALS#QLSFEVGAPMSPK 12.3 1079 ‐3,0 0 0 0 0 Zinc finger protein 462  35449:128488

943.4475 2 timecourse_ATM_combo_4hr 943.44190 5.94 62.39 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 5.6 100 2.23E+05 GSALSQLS#FEVGAPMSPK 18.6 1082 0 0 0 0 Zinc finger protein 462  35452:122604

943.44728 2 timecourse_ATM_combo_1hr 943.44190 5.7 54.52 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 8.8 100 2.48E+05 GSALS#QLSFEVGAPMSPK 17.5 1079 0 0 0 0 Zinc finger protein 462  35457:128096

943.44824 2 timecourse_ATM_ctrl1 943.44190 6.72 50.42 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 8.5 100 2.48E+05 GSALS#QLSFEVGAPMSPK 0 1079 ‐3,0 0 0 0 0 Zinc finger protein 462  35448:126347

943.44857 2 timecourse_ATM_combo_8hr 943.44190 7.07 48.84 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 3.7 100 2.12E+05 GSALS#QLSFEVGAPMSPK 20.1 1079 0 0 0 0 Zinc finger protein 462  35451:126817

943.44769 2 timecourse_ATM_combo_1hr 943.44190 6.14 48.38 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 5.4 100 2.60E+05 GSALS#QLSFEVGAPMSPK 17.5 1079 0 0 0 0 Zinc finger protein 462  35456:128118

943.44755 2 timecourse_ATM_combo_2hr 943.44190 5.99 45.73 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 5.0 100 1.47E+05 GS#ALSQLSFEVGAPMSPK 14.2 1076 0 0 0 0 Zinc finger protein 462  35455:118746

943.44775 2 timecourse_ATM_ctrl2 943.44190 6.2 41.01 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 3.8 100 1.59E+05 GSALS#QLSFEVGAPMSPK 20.1 1079 0 0 0 0 Zinc finger protein 462  35447:114283

943.44825 2 timecourse_ATM_combo_4hr 943.44190 6.73 34.75 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 6.5 100 2.90E+05 GSALS#QLSFEVGAPMSPK 0 1079 ‐3,0 0 0 0 0 Zinc finger protein 462  35453:125001

943.44653 2 timecourse_ATM_combo_2hr 943.44190 4.91 34 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 6.3 100 1.77E+05 GS#ALSQLSFEVGAPMSPK 15.5 1076 0 0 0 0 Zinc finger protein 462  35454:118691

638.75716 2 timecourse_ATM_combo_8hr 638.75333 6 27.1 ZNF462  ZN462_HUMAN 5 R.AFS#QGSEWER.H 10.3 100 2.95E+05 AFS#QGSEWER 41.3 2424 0 0 0 0 Zinc finger protein 462  35450:61722

943.4484 2 timecourse_ATM_combo_1hr 943.44190 6.89 24.9 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 5.8 100 2.51E+05 GSALSQLS#FEVGAPMSPK 6.3 1082 ‐3,0 0 0 0 0 Zinc finger protein 462  35456:128128

943.4479 2 timecourse_ATM_ctrl2 943.44190 6.36 20.27 ZNF462  ZN462_HUMAN 2 R.GSALS#QLSFEVGAPMSPK.M 5.0 100 1.63E+05 GS#ALSQLSFEVGAPMSPK 5.3 1076 0,6 0 0 0 0 Zinc finger protein 462  35446:112141

572.92805 3 timecourse_ATM_combo_8hr 572.92492 5.46 40.84 ZNF623  ZN623_HUMAN 3 K.RFSQTS#NFTQHQR.I 54.3 100 1.48E+06 RFS#QTSNFTQHQR 4.5 357 0,3 0 0 0 0 Zinc finger protein 623  35451:112265

572.92788 3 timecourse_ATM_combo_4hr 572.92492 5.17 26 ZNF623  ZN623_HUMAN 3 K.RFSQT#SNFTQHQR.I 24.8 100 5.68E+05 RFS#QTSNFTQHQR 8.5 357 0,2 0 0 0 0 Zinc finger protein 623  35453:110900

572.92801 3 timecourse_ATM_combo_8hr 572.92492 5.39 23.98 ZNF623  ZN623_HUMAN 3 K.RFSQTS#NFTQHQR.I 41.2 100 1.36E+06 RFS#QTSNFTQHQR 8.5 357 0,3 0 0 0 0 Zinc finger protein 623  35450:111187

572.92792 3 timecourse_ATM_combo_2hr 572.92492 5.24 19.68 ZNF623  ZN623_HUMAN 3 K.RFSQTS#NFTQHQR.I 9.4 100 1.82E+05 RFSQT#SNFTQHQR 5.3 359 ‐2,0 0 0 0 0 Zinc finger protein 623  35454:105431

572.92731 3 timecourse_ATM_combo_1hr 572.92492 4.17 18.35 ZNF623  ZN623_HUMAN 3 K.RFSQT#SNFTQHQR.I 7.5 100 1.74E+05 RFSQT#SNFTQHQR 6.5 359 0,1 0 0 0 0 Zinc finger protein 623  35457:113273

801.08483 4 timecourse_ATM_combo_1hr 801.08201 3.52 79.06 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLESEHDERT#QEAR.L 27.1 100 2.30E+06 SWCSEATSGQELADLESEHDERT#QEAR 27.6 168 0 0 0 0 Zinc finger protein 692  35456:178246

1067.77719 3 timecourse_ATM_combo_4hr 1067.77359 3.37 71.78 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLESEHDERT#QEAR.L 9.3 100 6.37E+05 SWCSEATSGQELADLESEHDERT#QEAR 14.9 168 0 0 0 0 Zinc finger protein 692  35452:173460

1067.77689 3 timecourse_ATM_ctrl1 1067.77359 3.09 70.81 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLES#EHDERTQEAR.L 11.9 100 6.31E+05 SWCSEATSGQELADLES#EHDERTQEAR 7.1 162 0,6 0 0 0 0 Zinc finger protein 692  35449:178039

1067.77712 3 timecourse_ATM_combo_4hr 1067.77359 3.31 65.32 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLESEHDERT#QEAR.L 10.1 100 6.91E+05 SWCSEATSGQELADLESEHDERT#QEAR 19.7 168 0 0 0 0 Zinc finger protein 692  35453:176711

1067.77631 3 timecourse_ATM_combo_2hr 1067.77359 2.55 61.95 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLES#EHDERTQEAR.L 14.1 100 6.78E+05 SWCSEATSGQELADLES#EHDERTQEAR 3.3 162 0,6 0 0 0 0 Zinc finger protein 692  35455:167931

1067.77592 3 timecourse_ATM_combo_1hr 1067.77359 2.18 60.16 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLESEHDERT#QEAR.L 12.2 100 1.12E+06 SWCSEATSGQELADLESEHDERT#QEAR 15.8 168 0 0 0 0 Zinc finger protein 692  35457:179045

801.08485 4 timecourse_ATM_combo_4hr 801.08201 3.55 54.09 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLESEHDERT#QEAR.L 15.9 100 1.49E+06 SWCSEATSGQELADLESEHDERT#QEAR 9.2 168 ‐6,0 0 0 0 0 Zinc finger protein 692  35453:176721

933.93583 4 timecourse_ATM_combo_8hr 933.93107 5.1 51.92 ZNF692  ZN692_HUMAN 2 R.TPQAAQQTEALASTGS#QAQSAPTPAWDEDTAQIGPK.R 6.6 100 4.58E+05 TPQAAQQTEALASTGS#QAQSAPTPAWDEDTAQIGP 16.2 297 0 0 0 0 Zinc finger protein 692  35451:186090

840.11028 4 timecourse_ATM_combo_2hr 840.10729 3.56 49.9 ZNF692  ZN692_HUMAN 2 R.RSWCSEATSGQELADLES#EHDERTQEAR.L 6.7 100 3.70E+05 RSWCSEATSGQELADLES#EHDERTQEAR 3.3 162 0,6 0 0 0 0 Zinc finger protein 692  35455:169871

801.08439 4 timecourse_ATM_ctrl1 801.08201 2.97 42.8 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLES#EHDERTQEAR.L 18.5 100 1.17E+06 SWCSEATSGQELADLESEHDERT#QEAR 10.7 168 ‐6,0 0 0 0 0 Zinc finger protein 692  35449:178029

801.08441 4 timecourse_ATM_combo_2hr 801.08201 3 42.63 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLESEHDERT#QEAR.L 23.6 100 1.37E+06 SWCSEATSGQELADLESEHDERT#QEAR 7.3 168 ‐6,0 0 0 0 0 Zinc finger protein 692  35455:167941

801.08368 4 timecourse_ATM_combo_1hr 801.08201 2.08 40.62 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLES#EHDERTQEAR.L 28.6 100 2.41E+06 SWCSEATSGQELADLES#EHDERTQEAR 5.6 162 0,6 0 0 0 0 Zinc finger protein 692  35457:179035

801.08567 4 timecourse_ATM_ctrl2 801.08201 4.57 40.41 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLESEHDERT#QEAR.L 12.5 100 6.55E+05 SWCSEATSGQELADLESEHDERT#QEAR 18.5 168 0 0 0 0 Zinc finger protein 692  35446:162052

801.08512 4 timecourse_ATM_combo_8hr 801.08201 3.88 40.36 ZNF692  ZN692_HUMAN 2 R.SWCSEATSGQELADLES#EHDERTQEAR.L 9.8 100 8.58E+05 SWCSEATSGQELADLESEHDERT#QEAR 12.7 168 ‐6,0 0 0 0 0 Zinc finger protein 692  35451:181060

1244.91241 3 timecourse_ATM_combo_4hr 1244.90567 5.41 27.28 ZNF692  ZN692_HUMAN 2 R.TPQAAQQTEALAS#TGSQAQSAPTPAWDEDTAQIGPK.R 7.6 100 5.20E+05 TPQAAQQTEALAS#TGSQAQSAPTPAWDEDTAQIGP 8.1 294 0,3 0 0 0 0 Zinc finger protein 692  35453:182161

840.11124 4 timecourse_ATM_ctrl1 840.10729 4.7 22.5 ZNF692  ZN692_HUMAN 2 R.RSWCSEATSGQELADLESEHDERT#QEAR.L 4.3 100 3.68E+05 RSWCSEATSGQELADLESEHDERT#QEAR 4.7 168 ‐6,0 0 0 0 0 Zinc finger protein 692  35448:177270

538.73908 2 combeffx_ATM_comboi 538.73662 4.58 52.42 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 97.9 100 1.10E+07 SALFSES#QK 57.8 572 0 0 0 0 Zinc finger protein 828  35301:13465

538.73905 2 timecourse_ATM_combo_1hr 538.73662 4.51 45.03 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 67.8 100 3.84E+06 SALFSES#QK 52.8 572 0 0 0 0 Zinc finger protein 828  35457:30988

538.73906 2 timecourse_ATM_combo_4hr 538.73662 4.53 44.59 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 274.9 100 1.47E+07 SALFSES#QK 48.9 572 0 0 0 0 Zinc finger protein 828  35453:30808

538.73959 2 timecourse_ATM_combo_1hr 538.73662 5.51 43.59 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 73.1 100 3.73E+06 SALFSES#QK 48.9 572 0 0 0 0 Zinc finger protein 828  35456:31081

538.73897 2 combeffx_ATM_comboi 538.73662 4.36 43.53 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 122.0 100 1.56E+07 SALFSES#QK 57.8 572 0 0 0 0 Zinc finger protein 828  35300:14722

538.73941 2 timecourse_ATM_combo_8hr 538.73662 5.18 39.9 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 371.5 100 2.48E+07 SALFSES#QK 45.7 572 0 0 0 0 Zinc finger protein 828  35451:31036

538.73956 2 timecourse_ATM_combo_4hr 538.73662 5.48 39.87 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 283.2 100 1.50E+07 SALFSES#QK 52.8 572 0 0 0 0 Zinc finger protein 828  35452:30346

538.73961 2 timecourse_ATM_combo_8hr 538.73662 5.55 38.22 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 373.3 100 2.46E+07 SALFSES#QK 48.9 572 0 0 0 0 Zinc finger protein 828  35450:31031

538.73912 2 timecourse_ATM_combo_2hr 538.73662 4.64 38.18 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 126.9 100 4.30E+06 SALFSES#QK 28.5 572 0 0 0 0 Zinc finger protein 828  35455:28497

557.23911 2 timecourse_ATM_combo_4hr 557.23594 5.69 34.83 ZNF828  ZN828_HUMAN 0 K.SVPVCES#QK.L 59.7 100 1.27E+06 SVPVCES#QK 71.8 196 0 0 0 0 Zinc finger protein 828  35453:35095

538.73943 2 timecourse_ATM_combo_2hr 538.73662 5.22 31.39 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 146.4 100 4.57E+06 SALFSES#QK 26.5 572 0 0 0 0 Zinc finger protein 828  35454:29525

557.23884 2 timecourse_ATM_combo_8hr 557.23594 5.2 30.05 ZNF828  ZN828_HUMAN 0 K.SVPVCES#QK.L 91.8 100 2.26E+06 SVPVCES#QK 95.8 196 0 0 0 0 Zinc finger protein 828  35451:35465



538.73929 2 timecourse_ATM_ctrl1 538.73662 4.96 28.59 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 10.0 100 3.82E+05 SALFSES#QK 24.8 572 0 0 0 0 Zinc finger protein 828  35449:31645

538.73843 2 combeffx_ATM_PI3Ki 538.73662 3.36 26.25 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 19.2 100 1.25E+06 SALFSES#QK 33.7 572 0 0 0 0 Zinc finger protein 828  35299:13270

557.23895 2 timecourse_ATM_combo_4hr 557.23594 5.4 25.17 ZNF828  ZN828_HUMAN 0 K.SVPVCES#QK.L 55.4 100 1.23E+06 SVPVCES#QK 65.6 196 0 0 0 0 Zinc finger protein 828  35452:34544

495.22317 2 timecourse_ATM_combo_8hr 495.22060 5.19 23.31 ZNF828  ZN828_HUMAN 0 S.ALFSES#QK.A 36.7 100 1.63E+06 ALFSES#QK 37.4 572 0 0 0 0 Zinc finger protein 828  35451:22250

404.44734 4 combeffx_ATM_ctrl 404.44073 16.34 16.97 ZNF828  ZN828_HUMAN 0 R.KTS#PASLDFPESQK.S 0.00E+00 KT#SPASLDFPESQK 4 458 0,10 0 0 0 0 Zinc finger protein 828  35295:42334

538.73895 2 combeffx_ATM_comboi 538.73662 4.32 15.17 ZNF828  ZN828_HUMAN 0 K.SALFSES#QK.A 116.9 100 1.56E+07 SALFS#ESQK 7.5 570 0,2 0 0 0 0 Zinc finger protein 828  35300:14712

791.33041 2 timecourse_ATM_combo_8hr 791.32504 6.79 39.48 ZSCAN21  ZSC21_HUMAN 5 R.LST#QHEESADEQK.G 8.3 100 1.07E+05 LST#QHEESADEQK 0 203 ‐1,0 0 0 0 0 Zinc finger and SCAN domain‐containing protein 21  35451:98623

791.32976 2 timecourse_ATM_combo_8hr 791.32504 5.96 35.14 ZSCAN21  ZSC21_HUMAN 5 R.LST#QHEESADEQK.G 5.8 100 9.42E+04 LST#QHEESADEQK 0 203 ‐1,0 0 0 0 0 Zinc finger and SCAN domain‐containing protein 21  35450:97810

527.88909 3 timecourse_ATM_combo_8hr 527.88579 6.25 30.22 ZSCAN21  ZSC21_HUMAN 5 R.LST#QHEESADEQK.G 13.3 100 2.08E+05 LST#QHEESADEQK 21.8 203 0 0 0 0 Zinc finger and SCAN domain‐containing protein 21  35451:98613

527.88876 3 timecourse_ATM_combo_8hr 527.88579 5.63 29.84 ZSCAN21  ZSC21_HUMAN 5 R.LST#QHEESADEQK.G 16.0 100 2.49E+05 LST#QHEESADEQK 21.8 203 0 0 0 0 Zinc finger and SCAN domain‐containing protein 21  35450:97800

527.88863 3 timecourse_ATM_combo_4hr 527.88579 5.38 29.37 ZSCAN21  ZSC21_HUMAN 5 R.LST#QHEESADEQK.G 5.7 100 7.07E+04 LST#QHEESADEQK 21.8 203 0 0 0 0 Zinc finger and SCAN domain‐containing protein 21  35453:97322

527.889 3 timecourse_ATM_combo_4hr 527.88579 6.08 24.05 ZSCAN21  ZSC21_HUMAN 5 R.LST#QHEESADEQK.G 4.8 100 6.59E+04 LST#QHEESADEQK 19.8 203 0 0 0 0 Zinc finger and SCAN domain‐containing protein 21  35452:95531

507.89391 3 timecourse_ATM_combo_8hr 507.89132 5.1 21.68 ZSCAN21  ZSC21_HUMAN 4 K.SFS#QHAGLSSHQR.L 13.3 100 2.44E+05 SFS#QHAGLSSHQR 10.9 398 ‐2,0 0 0 0 0 Zinc finger and SCAN domain‐containing protein 21  35450:91535

559.91215 3 timecourse_ATM_combo_8hr 559.90926 5.16 21.7 ##MUC16_HUMAN 1 P.ESSSVDLT#QIVPS#R.E 736.0 100 1.70E+07 ESSSVDLT#QIVPS#R 28.4 11566 25.1 11571 0 0 35450:107847

934.66524 4 timecourse_ATM_combo_8hr 934.66468 0.6 30.73 ##PRKDC_HUMAN 1 F.S#QDLM*GNLVASVM*KTNDVS#S#QMLELVALDLNK.L 56.1 100 5.66E+06 S#QDLM*GNLVAS#VM*KTNDVS#SQMLELVALDLN 8.3 2525 0,19 9.2 2535 0,9 1.7 2543 ‐4,0 35450:183080

767.00906 3 timecourse_ATM_combo_8hr 767.00368 7.01 20.31 ##PRKDC_HUMAN 1 R.TQLT#GQS#AQTEVFMPTLVTS.R 21.6 94 1.99E+06 TQLTGQS#AQT#EVFMPTLVTS 12.4 1517 ‐3,0 13.2 1520 0 0 35451:154670

1110.0263 2 timecourse_ATM_combo_8hr 1110.01872 6.83 9 ##PRKDC_HUMAN 1 R.TQLTGQS#AQTEVFMPTLVTS.R 8.2 100 7.76E+05 TQLTGQS#AQTEVFMPTLVTS 20.1 1517 0 0 0 0 35450:149390

656.83072 2 combeffx_ATM_PI3Ki 656.82904 2.56 79.42 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 33.7 100 3.46E+06 SQS#QLLNTLTK 27.7 10 0 0 0 0 35298:25900

656.83105 2 combeffx_ATM_MEKi 656.82904 3.06 76.79 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 9.7 100 5.16E+05 SQS#QLLNTLTK 27.7 10 0 0 0 0 35296:23853

656.83093 2 combeffx_ATM_PI3Ki 656.82904 2.88 73.85 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 35.8 100 2.98E+06 SQS#QLLNTLTK 33.7 10 0 0 0 0 35299:25426

656.83188 2 combeffx_ATM_comboi 656.82904 4.32 61.28 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 20.4 100 3.81E+06 SQS#QLLNTLTK 27.7 10 0 0 0 0 35300:28606

656.83086 2 timecourse_ATM_combo_8hr 656.82904 2.77 59.69 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 6.5 100 8.01E+05 SQS#QLLNTLTK 33.7 10 0 0 0 0 35451:66848

656.8308 2 timecourse_ATM_combo_8hr 656.82904 2.68 57.69 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 9.4 100 7.96E+05 SQS#QLLNTLTK 43.3 10 0 0 0 0 35450:66657

656.83194 2 combeffx_ATM_comboi 656.82904 4.42 55.22 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 28.0 100 3.17E+06 SQS#QLLNTLTK 33.7 10 0 0 0 0 35301:26280

656.83314 2 timecourse_ATM_ctrl2 656.82904 6.24 54.6 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 2.9 100 1.19E+05 SQS#QLLNTLTK 27.7 10 0 0 0 0 35446:57960

656.83061 2 combeffx_ATM_ctrl 656.82904 2.39 48.22 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 9.5 100 9.76E+05 SQS#QLLNTLTK 33.7 10 0 0 0 0 35295:26015

656.8304 2 timecourse_ATM_combo_4hr 656.82904 2.07 45.42 DIEXF_HUMAN 1 R.SQS#QLLNTLTK.K 5.0 100 3.53E+05 SQS#QLLNTLTK 33.7 10 0 0 0 0 35453:66459

700.31246 2 timecourse_ATM_combo_8hr 700.30868 5.41 53.34 DYST_HUMAN 8 K.QLQES#QTSGDVK.V 7.3 100 1.63E+05 QLQES#QTSGDVK 21.3 1539 0 0 0 0 35450:77023

700.31266 2 timecourse_ATM_combo_8hr 700.30868 5.68 30.96 DYST_HUMAN 8 K.QLQES#QTSGDVK.V 8.2 100 1.52E+05 QLQES#QTSGDVK 15.5 1539 0 0 0 0 35451:77504

628.96076 3 timecourse_ATM_combo_4hr 628.95773 4.82 23.27 DYST_HUMAN 8 K.QLQES#QTSGDVKVEEK.L 15.5 100 3.36E+05 QLQES#QTSGDVKVEEK 29.6 1539 0 0 0 0 35453:124911

628.96097 3 timecourse_ATM_combo_4hr 628.95773 5.15 18.7 DYST_HUMAN 8 K.QLQES#QTSGDVKVEEK.L 12.4 100 3.11E+05 QLQES#QTSGDVKVEEK 26.8 1539 0 0 0 0 35452:122524

628.96095 3 timecourse_ATM_combo_8hr 628.95773 5.12 17.98 DYST_HUMAN 8 K.QLQES#QTSGDVKVEEK.L 15.2 100 4.68E+05 QLQES#QTSGDVKVEEK 26.8 1539 0 0 0 0 35451:126737

760.98684 3 timecourse_ATM_combo_8hr 760.98283 5.27 16.5 DYST_HUMAN 5 K.LMHSQGS#FNDTHTPESNGNK.C 3.0 100 1.05E+05 LMHSQGS#FNDTHTPESNGNK 3.5 2239 0,4 0 0 0 0 35450:151880

1042.4252 2 combeffx_ATM_comboi 1042.41969 5.29 82.89 E9PAX8_HUMAN 1 K.HFIAEYDTST#QDFGEPF.‐ 9.7 100 2.17E+06 HFIAEYDTST#QDFGEPF 28.9 341 0 0 0 0 35300:65445

1042.42477 2 combeffx_ATM_comboi 1042.41969 4.87 65.67 E9PAX8_HUMAN 1 K.HFIAEYDTST#QDFGEPF.‐ 9.5 100 1.37E+06 HFIAEYDTST#QDFGEPF 32.4 341 0 0 0 0 35301:60167

1042.42406 2 timecourse_ATM_combo_4hr 1042.41969 4.19 57.69 E9PAX8_HUMAN 1 K.HFIAEYDTST#QDFGEPF.‐ 13.1 100 1.26E+06 HFIAEYDTST#QDFGEPF 21.5 341 0 0 0 0 35452:137567

1042.42363 2 timecourse_ATM_combo_8hr 1042.41969 3.78 51.55 E9PAX8_HUMAN 1 K.HFIAEYDTST#QDFGEPF.‐ 12.8 100 2.52E+06 HFIAEYDTST#QDFGEPF 26.4 341 0 0 0 0 35450:140623

1042.42524 2 timecourse_ATM_combo_8hr 1042.41969 5.33 24.04 E9PAX8_HUMAN 1 K.HFIAEYDTS#TQDFGEPF.‐ 18.6 100 1.77E+06 HFIAEYDTST#QDFGEPF 6.9 341 ‐1,0 0 0 0 0 35451:142621

1044.44457 4 timecourse_ATM_combo_2hr 1044.43908 5.26 107.14 E9PEH3_HUMAN 1 K.IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISMEHR.L 11.2 100 9.53E+05 IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISME 14.2 111 0 0 0 0 35455:174521

1044.44345 4 timecourse_ATM_ctrl1 1044.43908 4.18 95.59 E9PEH3_HUMAN 1 K.IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISMEHR.L 23.5 100 2.19E+06 IQRPNT#TQEGEEMETDMDVADVAMESSPGSSISME 4 110 0,1 0 0 0 0 35448:181260

1044.44305 4 timecourse_ATM_ctrl2 1044.43908 3.8 94.46 E9PEH3_HUMAN 1 K.IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISMEHR.L 18.5 100 1.67E+06 IQRPNT#TQEGEEMETDMDVADVAMESSPGSSISME 0 110 0,1 0 0 0 0 35446:168952

1044.44353 4 timecourse_ATM_combo_4hr 1044.43908 4.26 84.4 E9PEH3_HUMAN 1 K.IQRPNT#TQEGEEMETDMDVADVAMESSPGSSISMEHR.L 14.4 100 1.50E+06 IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISME 10.3 111 ‐1,0 0 0 0 0 35453:183891

1044.44258 4 timecourse_ATM_ctrl2 1044.43908 3.35 77.53 E9PEH3_HUMAN 1 K.IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISMEHR.L 20.5 100 1.93E+06 IQRPNT#TQEGEEMETDMDVADVAMESSPGSSISME 0 110 0,1 0 0 0 0 35447:172833

1044.4455 4 timecourse_ATM_combo_2hr 1044.43908 6.15 74.86 E9PEH3_HUMAN 1 K.IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISMEHR.L 9.6 100 7.09E+05 IQRPNT#TQEGEEMETDMDVADVAMESSPGSSISME 8.7 110 0,1 0 0 0 0 35454:172871

1044.44497 4 timecourse_ATM_combo_1hr 1044.43908 5.64 74.06 E9PEH3_HUMAN 1 K.IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISMEHR.L 18.5 100 1.87E+06 IQRPNT#TQEGEEMETDMDVADVAMESSPGSSISME 0 110 0,1 0 0 0 0 35456:185136

1064.43634 4 timecourse_ATM_combo_4hr 1064.43066 5.34 71.49 E9PEH3_HUMAN 1 K.IQRPNT#TQEGEEMETDMDVADVAMESSPGSSIS#MEHR.L 7.9 100 7.10E+05 IQRPNT#TQEGEEMETDMDVADVAMES#SPGSSISM 0 110 0,1 14.2 130 0 0 35452:180330

1044.44208 4 timecourse_ATM_combo_1hr 1044.43908 2.87 66.51 E9PEH3_HUMAN 1 K.IQRPNT#TQEGEEMETDMDVADVAMESSPGSSISMEHR.L 17.5 100 2.00E+06 IQRPNT#TQEGEEMETDMDVADVAMESSPGSSISME 0 110 0,1 0 0 0 0 35457:185985

1044.4414 4 timecourse_ATM_ctrl1 1044.43908 2.22 55.54 E9PEH3_HUMAN 1 K.IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISMEHR.L 21.0 100 1.98E+06 IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISME 8.7 111 ‐1,0 0 0 0 0 35449:184289

1064.43667 4 timecourse_ATM_combo_4hr 1064.43066 5.65 54.38 E9PEH3_HUMAN 1 K.IQRPNT#TQEGEEMETDMDVADVAMESSPGSSIS#MEHR.L 12.8 100 9.00E+05 IQRPNTT#QEGEEMETDMDVADVAMES#SPGSSISM 6.6 111 ‐1,0 17 130 0 0 35453:184011

1044.44382 4 timecourse_ATM_combo_4hr 1044.43908 4.54 51.3 E9PEH3_HUMAN 1 K.IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISMEHR.L 14.6 100 1.17E+06 IQRPNTT#QEGEEMETDMDVADVAMESSPGSSISME 4 111 ‐1,0 0 0 0 0 35452:180220

1064.43546 4 timecourse_ATM_combo_1hr 1064.43066 4.51 47.81 E9PEH3_HUMAN 1 K.IQRPNT#TQEGEEMETDMDVADVAMESSPGSSIS#MEHR.L 10.0 100 6.31E+05 IQRPNT#TQEGEEMETDMDVADVAMES#SPGSSISM 10.3 110 0,1 6.6 130 0,7 0 0 35457:186115

655.8545 2 timecourse_ATM_combo_4hr 655.85064 5.89 31.59 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 185.0 100 3.00E+06 KAT#ASRLVTQR 10.3 262 0,2 0 0 0 0 35452:64805

437.57086 3 combeffx_ATM_comboi 437.56952 3.06 29.79 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 671.0 100 1.70E+07 KAT#ASRLVTQR 16.2 262 0 0 0 0 35301:26138

437.57235 3 timecourse_ATM_ctrl1 437.56952 6.47 29.44 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 2014.3 100 4.56E+07 KAT#ASRLVTQR 12.7 262 0,2 0 0 0 0 35448:67010

437.57073 3 combeffx_ATM_PI3Ki 437.56952 2.77 29.19 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 936.0 100 2.14E+07 KAT#ASRLVTQR 8.5 262 0,2 0 0 0 0 35298:25770

655.85479 2 timecourse_ATM_combo_1hr 655.85064 6.33 26.75 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 202.9 100 3.48E+06 KAT#ASRLVTQR 10.3 262 0,2 0 0 0 0 35456:67174

655.85395 2 timecourse_ATM_combo_1hr 655.85064 5.05 24.2 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 195.1 100 3.25E+06 KAT#ASRLVTQR 10.3 262 0,2 0 0 0 0 35457:67411

655.85385 2 timecourse_ATM_ctrl1 655.85064 4.89 23.38 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 287.5 100 4.98E+06 KAT#ASRLVTQR 10.3 262 0,2 0 0 0 0 35449:67885

655.85418 2 combeffx_ATM_comboi 655.85064 5.4 23.13 ECI1_HUMAN 1 R.KATASRLVT#QR.D 59.6 100 3.73E+06 KAT#ASRLVTQR 8.7 262 0,2 0 0 0 0 35300:28492

437.57226 3 timecourse_ATM_combo_8hr 437.56952 6.28 23.01 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 1435.0 100 2.92E+07 KAT#ASRLVTQR 7.5 262 0,2 0 0 0 0 35450:66416

655.8534 2 combeffx_ATM_MEKi 655.85064 4.21 22.9 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 58.3 100 6.49E+05 KAT#ASRLVTQR 12.2 262 0,2 0 0 0 0 35297:21996

655.85478 2 timecourse_ATM_combo_2hr 655.85064 6.31 22.77 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 78.6 100 1.02E+06 KAT#ASRLVTQR 21.3 262 0 0 0 0 35455:62747

655.85489 2 timecourse_ATM_combo_8hr 655.85064 6.48 22.09 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 168.1 100 3.02E+06 KAT#ASRLVTQR 8.7 262 0,2 0 0 0 0 35451:66614

437.57192 3 timecourse_ATM_combo_4hr 437.56952 5.48 20.75 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 1611.0 100 3.07E+07 KAT#ASRLVTQR 12.7 262 0,2 0 0 0 0 35453:66209

437.57163 3 timecourse_ATM_combo_1hr 437.56952 4.82 19.95 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 1731.7 100 3.30E+07 KAT#ASRLVTQR 8.5 262 0,2 0 0 0 0 35457:67391

437.57206 3 timecourse_ATM_combo_8hr 437.56952 5.8 17.94 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 1433.5 100 2.91E+07 KATAS#RLVTQR 7.6 264 ‐2,0 0 0 0 0 35450:66396

655.85506 2 timecourse_ATM_ctrl1 655.85064 6.74 16.73 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 259.2 100 4.58E+06 KAT#ASRLVTQR 10.3 262 0,2 0 0 0 0 35448:67040

437.57176 3 timecourse_ATM_ctrl1 437.56952 5.12 14.32 ECI1_HUMAN 1 R.KAT#ASRLVTQR.D 23.3 94 4.67E+05 KAT#ASRLVTQR 14.7 262 0 0 0 0 35449:67915

849.3911 3 timecourse_ATM_combo_8hr 849.38560 6.48 50.9 F208A_HUMAN 0 K.KNT#QIELQSS#PDVQNSLLEDK.T 2.7 94 1.59E+05 KNT#QIELQSS#PDVQNSLLEDK 107.9 1545 18.9 1552 0 0 35450:163620

849.3912 3 timecourse_ATM_combo_4hr 849.38560 6.59 48.67 F208A_HUMAN 0 K.KNT#QIELQSS#PDVQNSLLEDK.T 2.6 100 1.27E+05 KNT#QIELQSS#PDVQNSLLEDK 66.2 1545 28.5 1552 0 0 35452:158930

944.44195 3 timecourse_ATM_combo_8hr 944.43670 5.56 32.35 F208A_HUMAN 0 K.QALPELESS#QQNGGGGGLNIAEPSGGAGR.E 4.1 94 2.84E+05 QALPELES#SQQNGGGGGLNIAEPSGGAGR 0 36 0,1 0 0 0 0 35451:174760

849.39027 3 timecourse_ATM_combo_4hr 849.38560 5.5 31.45 F208A_HUMAN 0 K.KNT#QIELQSS#PDVQNSLLEDK.T 3.5 94 1.16E+05 KNT#QIELQSS#PDVQNSLLEDK 81.1 1545 6.6 1552 ‐1,0 0 0 35453:161801

944.4411 3 timecourse_ATM_combo_4hr 944.43670 4.66 31.04 F208A_HUMAN 0 K.QALPELESS#QQNGGGGGLNIAEPSGGAGR.E 4.1 94 1.99E+05 QALPELES#SQQNGGGGGLNIAEPSGGAGR 0 36 0,1 0 0 0 0 35453:170611

1058.07878 3 timecourse_ATM_combo_8hr 1058.07255 5.89 59.18 F208B_HUMAN 0 R.ECDPDT#QEDQNFICSYNNEVTGEEAK.Q 6.6 100 6.01E+05 ECDPDT#QEDQNFICSYNNEVTGEEAK 156.1 906 0 0 0 0 35451:180470

1058.07816 3 timecourse_ATM_combo_8hr 1058.07255 5.3 41.18 F208B_HUMAN 0 R.ECDPDT#QEDQNFICSYNNEVTGEEAK.Q 5.3 100 5.17E+05 ECDPDT#QEDQNFICSYNNEVTGEEAK 88.8 906 0 0 0 0 35450:177750

1058.07825 3 timecourse_ATM_combo_4hr 1058.07255 5.39 34.91 F208B_HUMAN 0 R.ECDPDT#QEDQNFICSYNNEVTGEEAK.Q 5.5 100 3.18E+05 ECDPDT#QEDQNFICSYNNEVTGEEAK 82.2 906 0 0 0 0 35453:176211

587.94547 3 timecourse_ATM_ctrl1 587.94420 2.16 21.15 F208B_HUMAN 1 R.NSQRNHTVS#FHLNK.L 1193.9 100 8.11E+07 NSQRNHT#VSFHLNK 0 2087 0,2 0 0 0 0 35448:116211

890.35847 2 timecourse_ATM_combo_8hr 890.35383 5.21 85.36 F5GWH4_HUMAN 0 K.QGMT#QESFDTSGAGAGR.G 47.5 100 2.29E+06 QGMT#QESFDTSGAGAGR 44.7 130 0 0 0 0 35451:117992

890.35862 2 timecourse_ATM_combo_2hr 890.35383 5.38 79.98 F5GWH4_HUMAN 0 K.QGMT#QESFDTSGAGAGR.G 16.1 100 3.95E+05 QGMT#QESFDTSGAGAGR 53.5 130 0 0 0 0 35454:110678

890.35893 2 timecourse_ATM_combo_8hr 890.35383 5.73 74.61 F5GWH4_HUMAN 0 K.QGMT#QESFDTSGAGAGR.G 39.9 100 1.97E+06 QGMT#QESFDTSGAGAGR 44.7 130 0 0 0 0 35450:116830

890.35829 2 timecourse_ATM_combo_4hr 890.35383 5.01 72.92 F5GWH4_HUMAN 0 K.QGMT#QESFDTSGAGAGR.G 36.5 100 1.44E+06 QGMT#QESFDTSGAGAGR 49.6 130 0 0 0 0 35453:116495

890.35881 2 timecourse_ATM_combo_4hr 890.35383 5.59 66.66 F5GWH4_HUMAN 0 K.QGMT#QESFDTSGAGAGR.G 36.6 100 1.33E+06 QGMT#QESFDTSGAGAGR 44.7 130 0 0 0 0 35452:114364

890.3586 2 timecourse_ATM_combo_2hr 890.35383 5.36 66.37 F5GWH4_HUMAN 0 K.QGMT#QESFDTSGAGAGR.G 19.5 100 3.74E+05 QGMT#QESFDTSGAGAGR 44.7 130 0 0 0 0 35455:110415

930.34199 2 timecourse_ATM_combo_8hr 930.33699 5.39 20.11 F5GWH4_HUMAN 0 K.QGMT#QES#FDTSGAGAGR.G 4.4 100 2.61E+05 QGMT#QES#FDTSGAGAGR 60.9 130 41.3 133 0 0 35450:123468

1148.0353 4 combeffx_ATM_PI3Ki 1148.03009 4.54 38.19 F5GZS6_HUMAN 0 R.QLPGSHSEAGVQGLSAGDDSETGSDCVT#QAGLQLLASSDPPALASK.N 4.4 92 3.71E+05 QLPGSHSEAGVQGLSAGDDSETGSDCVT#QAGLQLLA 16.5 45 0 0 0 0 35299:70894

1530.38053 3 timecourse_ATM_combo_8hr 1530.37103 6.21 33.47 F5GZS6_HUMAN 0 R.QLPGSHSEAGVQGLSAGDDSETGSDCVT#QAGLQLLASSDPPALASK.N 11.0 100 1.58E+06 QLPGSHSEAGVQGLSAGDDSETGS#DCVTQAGLQLLA 3.7 41 ‐9,0 0 0 0 0 35451:188650

1530.37937 3 timecourse_ATM_combo_8hr 1530.37103 5.45 32.6 F5GZS6_HUMAN 0 R.QLPGSHSEAGVQGLS#AGDDSETGSDCVTQAGLQLLASSDPPALASK.N 11.3 100 1.30E+06 QLPGSHSEAGVQGLSAGDDSETGS#DCVTQAGLQLLA 0 41 ‐19,4 0 0 0 0 35450:185440

1530.38001 3 timecourse_ATM_combo_4hr 1530.37103 5.87 28.84 F5GZS6_HUMAN 0 R.QLPGSHSEAGVQGLSAGDDS#ETGSDCVTQAGLQLLASSDPPALASK.N 14.8 100 1.25E+06 QLPGSHSEAGVQGLSAGDDSETGS#DCVTQAGLQLLA 3 41 ‐9,0 0 0 0 0 35453:184641

1530.37967 3 timecourse_ATM_combo_4hr 1530.37103 5.65 27.06 F5GZS6_HUMAN 0 R.QLPGSHSEAGVQGLS#AGDDSETGSDCVTQAGLQLLASSDPPALASK.N 11.0 100 9.66E+05 QLPGS#HSEAGVQGLSAGDDSETGSDCVTQAGLQLLA 9.8 22 0,23 0 0 0 0 35452:180990

1530.38046 3 timecourse_ATM_combo_1hr 1530.37103 6.16 22.74 F5GZS6_HUMAN 0 R.QLPGSHS#EAGVQGLSAGDDSETGSDCVTQAGLQLLASSDPPALASK.N 6.8 100 6.32E+05 QLPGS#HSEAGVQGLSAGDDSETGSDCVTQAGLQLLA 3.1 22 0,23 0 0 0 0 35457:186725

1530.37993 3 timecourse_ATM_combo_2hr 1530.37103 5.82 22.04 F5GZS6_HUMAN 0 R.QLPGSHSEAGVQGLSAGDDSETGS#DCVTQAGLQLLASSDPPALASK.N 7.7 100 4.82E+05 QLPGSHSEAGVQGLS#AGDDSETGSDCVTQAGLQLLA 2.3 32 ‐10,7 0 0 0 0 35454:173541

1219.87419 3 timecourse_ATM_combo_8hr 1219.87028 3.21 115.34 KAT6A_HUMAN 2 K.SEAT#QEQYTESEEQLVASEEQPSQDGKPDLPK.R 37.5 100 4.09E+06 S#EATQEQYTESEEQLVASEEQPSQDGKPDLPK 6.4 906 0,3 0 0 0 0 35451:185710

915.15814 4 timecourse_ATM_combo_8hr 915.15453 3.94 76.73 KAT6A_HUMAN 2 K.SEAT#QEQYTESEEQLVASEEQPSQDGKPDLPK.R 12.4 100 1.08E+06 SEAT#QEQYTESEEQLVASEEQPSQDGKPDLPK 45 909 0 0 0 0 35450:182710

915.15719 4 timecourse_ATM_combo_8hr 915.15453 2.92 72.92 KAT6A_HUMAN 2 K.SEAT#QEQYTESEEQLVASEEQPSQDGKPDLPK.R 12.1 100 1.00E+06 SEATQEQY#TESEEQLVASEEQPSQDGKPDLPK 0 913 ‐7,0 0 0 0 0 35451:185700

1219.87476 3 timecourse_ATM_combo_8hr 1219.87028 3.67 69.19 KAT6A_HUMAN 2 K.SEAT#QEQYTESEEQLVASEEQPSQDGKPDLPK.R 32.7 100 3.37E+06 SEAT#QEQYTESEEQLVASEEQPSQDGKPDLPK 6.6 909 ‐3,0 0 0 0 0 35450:182700

935.15103 4 timecourse_ATM_combo_8hr 935.14611 5.26 62.91 KAT6A_HUMAN 2 K.S#EATQEQYTESEEQLVASEEQPS#QDGKPDLPK.R 3.1 100 2.87E+05 SEAT#QEQYTESEEQLVASEEQPS#QDGKPDLPK 0 909 0,4 26.1 928 0 0 35450:183090

1219.87436 3 timecourse_ATM_combo_1hr 1219.87028 3.34 58.59 KAT6A_HUMAN 2 K.SEAT#QEQYTESEEQLVASEEQPSQDGKPDLPK.R 3.5 100 2.19E+05 SEAT#QEQYTESEEQLVASEEQPSQDGKPDLPK 4.3 909 ‐3,0 0 0 0 0 35457:183775

1246.53259 3 timecourse_ATM_combo_8hr 1246.52572 5.51 45.76 KAT6A_HUMAN 2 K.SEAT#QEQYTESEEQLVASEEQPS#QDGKPDLPK.R 11.2 100 1.34E+06 SEAT#QEQYTESEEQLVASEEQPS#QDGKPDLPK 0 909 ‐3,0 22.9 928 0 0 35451:186130

886.40721 2 timecourse_ATM_combo_8hr 886.40215 5.71 66.19 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 18.8 100 7.07E+05 SSARLS#QSSQDSSPVR 51.6 50 0 0 0 0 35450:116150

886.40747 2 timecourse_ATM_ctrl2 886.40215 6 52.57 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 11.6 100 1.58E+05 SSARLS#QSSQDSSPVR 11.6 50 0,3 0 0 0 0 35447:105146

886.4069 2 timecourse_ATM_combo_4hr 886.40215 5.36 52.41 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 9.0 100 2.69E+05 SSARLS#QSSQDSSPVR 11.8 50 ‐4,0 0 0 0 0 35452:113773

886.40706 2 timecourse_ATM_combo_8hr 886.40215 5.54 43.36 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 21.2 100 8.42E+05 SSARLS#QSSQDSSPVR 30.7 50 0 0 0 0 35451:117312

591.27396 3 combeffx_ATM_comboi 591.27053 5.8 39.15 KAT7_HUMAN 3 R.SS#ARLSQSSQDSSPVR.N 15.8 100 1.62E+06 SSARLS#QSSQDSSPVR 16.2 50 0 0 0 0 35301:48863

617.92915 3 timecourse_ATM_combo_1hr 617.92597 5.15 38.45 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 69.6 100 1.44E+06 SSARLS#QSSQDSS#PVR 13.8 50 6.6 57 ‐1,0 0 0 35456:125408

886.40765 2 timecourse_ATM_combo_1hr 886.40215 6.22 37.64 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 5.5 100 1.16E+05 SSARLS#QSSQDSSPVR 30.7 50 0 0 0 0 35457:118323

591.27338 3 timecourse_ATM_combo_4hr 591.27053 4.84 37.64 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 15.1 100 9.46E+05 SSARLS#QSSQDSSPVR 11 50 0,2 0 0 0 0 35452:113763

886.40744 2 timecourse_ATM_combo_1hr 886.40215 5.98 37.46 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 6.0 100 1.18E+05 SSARLS#QSSQDSSPVR 30.7 50 0 0 0 0 35456:118591

886.40687 2 timecourse_ATM_combo_4hr 886.40215 5.32 36.75 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 10.3 100 2.57E+05 SSARLS#QSSQDSSPVR 7.6 50 ‐5,0 0 0 0 0 35453:115833

591.27427 3 timecourse_ATM_ctrl2 591.27053 6.33 35.96 KAT7_HUMAN 3 R.SS#ARLSQSSQDSSPVR.N 18.6 100 5.53E+05 SSARLS#QSSQDSSPVR 13.3 50 0 0 0 0 35446:103047

591.27359 3 timecourse_ATM_combo_8hr 591.27053 5.18 35.52 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 40.2 100 2.46E+06 SSARLS#QSSQDSSPVR 6.1 50 ‐5,0 0 0 0 0 35450:116140

617.92875 3 timecourse_ATM_combo_8hr 617.92597 4.5 35.45 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 54.0 100 1.13E+06 SSARLS#QSSQDSS#PVR 22 50 13.2 57 0 0 35451:124087

617.92856 3 timecourse_ATM_ctrl1 617.92597 4.19 33.21 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 81.5 100 1.77E+06 SSARLS#QSSQDSS#PVR 7.5 50 ‐4,2 12.2 57 ‐1,0 0 0 35449:125848

591.27319 3 combeffx_ATM_PI3Ki 591.27053 4.5 32.61 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 10.7 100 5.44E+05 SSARLS#QSSQDSSPVR 7.6 50 ‐4,0 0 0 0 0 35299:46310

926.39054 2 timecourse_ATM_combo_4hr 926.38531 5.65 32.25 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 36.9 100 4.69E+05 SSARLS#QSSQDSS#PVR 40.7 50 19.3 57 0 0 35453:122451

926.38934 2 timecourse_ATM_ctrl1 926.38531 4.35 32.14 KAT7_HUMAN 3 R.SSARLSQSS#QDS#SPVR.N 51.0 100 7.41E+05 SSARLS#QSSQDSS#PVR 26.5 50 20.4 57 0 0 35449:125858

617.92936 3 timecourse_ATM_ctrl2 617.92597 5.49 31.07 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 96.1 100 1.60E+06 SSARLS#QSSQDSS#PVR 5.2 50 ‐4,0 5.9 57 ‐1,0 0 0 35447:111713

617.92874 3 timecourse_ATM_combo_2hr 617.92597 4.48 29.67 KAT7_HUMAN 3 R.SSARLSQSS#QDS#SPVR.N 48.7 100 7.69E+05 SSARLS#QSSQDSS#PVR 8.5 50 0,2 6.6 57 ‐1,0 0 0 35455:116316

591.27416 3 timecourse_ATM_ctrl1 591.27053 6.14 29.02 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 19.4 100 8.12E+05 SSARLS#QSSQDSSPVR 12.2 50 ‐5,0 0 0 0 0 35448:117161

808.35652 2 timecourse_ATM_combo_8hr 808.35160 6.09 28.92 KAT7_HUMAN 3 R.SSARLSQSS#QDSSPV.R 4.4 100 1.07E+05 SSARLSQSS#QDSSPV 0 53 ‐1,0 0 0 0 0 35450:101347

617.92847 3 timecourse_ATM_combo_1hr 617.92597 4.05 28.79 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 70.8 100 1.43E+06 SSARLS#QSSQDSS#PVR 17.9 50 24.8 57 0 0 35457:125266

926.39041 2 timecourse_ATM_combo_1hr 926.38531 5.51 28.27 KAT7_HUMAN 3 R.SSARLSQSS#QDS#SPVR.N 46.7 100 6.02E+05 SSARLS#QSSQDSS#PVR 11.6 50 0,3 24.4 57 0 0 35456:125418

926.39073 2 timecourse_ATM_ctrl2 926.38531 5.85 28.11 KAT7_HUMAN 3 R.SSARLSQSS#QDS#SPVR.N 53.0 100 6.02E+05 SSARLS#QSSQDSS#PVR 26.5 50 7.9 57 ‐1,0 0 0 35447:111723

926.38986 2 timecourse_ATM_combo_2hr 926.38531 4.91 27.63 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 32.6 100 3.18E+05 SSARLS#QSSQDSS#PVR 13.3 50 16.2 57 0 0 35455:116326

617.92911 3 timecourse_ATM_combo_4hr 617.92597 5.08 27.54 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 57.9 100 1.16E+06 SSARLS#QSSQDS#SPVR 12.1 50 ‐5,0 8.7 56 0,1 0 0 35453:122441

591.27363 3 timecourse_ATM_combo_8hr 591.27053 5.24 27.45 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 40.5 100 2.61E+06 SSARLS#QSSQDSSPVR 13.3 50 0 0 0 0 35451:117302

617.92911 3 timecourse_ATM_combo_2hr 617.92597 5.08 27.27 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 48.3 100 8.23E+05 SSARLS#QSSQDSS#PVR 4 50 ‐4,0 26.5 57 0 0 35454:116294

617.92952 3 timecourse_ATM_ctrl2 617.92597 5.75 27.08 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 98.3 100 1.66E+06 SSARLS#QSSQDSS#PVR 17.9 50 5.3 57 ‐1,0 0 0 35446:109645

617.92889 3 timecourse_ATM_combo_4hr 617.92597 4.73 27.01 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 68.6 100 1.32E+06 SSARLS#QSSQDSS#PVR 16.2 50 23.3 57 0 0 35452:120184

591.27379 3 timecourse_ATM_ctrl2 591.27053 5.51 26.87 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 18.8 100 5.86E+05 SSARLS#QSSQDSSPVR 10.4 50 ‐5,0 0 0 0 0 35447:105136

926.39101 2 timecourse_ATM_ctrl1 926.38531 6.15 26.05 KAT7_HUMAN 3 R.SSARLSQSS#QDS#SPVR.N 53.3 100 7.32E+05 SSARLS#QSSQDS#SPVR 13.3 50 7.4 56 0,1 0 0 35448:123777

886.40776 2 timecourse_ATM_ctrl2 886.40215 6.34 25.15 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 9.4 100 1.05E+05 SSARLS#QSSQDSSPVR 7.7 50 ‐4,0 0 0 0 0 35446:103057

886.40722 2 timecourse_ATM_ctrl1 886.40215 5.72 24.5 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 13.4 100 2.93E+05 SSARLS#QSSQDSSPVR 20.9 50 0 0 0 0 35449:118971

617.92952 3 timecourse_ATM_ctrl1 617.92597 5.75 24.36 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 87.4 100 2.06E+06 SSARLS#QSSQDSS#PVR 7.5 50 ‐4,0 4.8 57 ‐1,0 0 0 35448:123767

926.39084 2 timecourse_ATM_ctrl2 926.38531 5.97 20.46 KAT7_HUMAN 3 R.S#SARLSQSSQDSS#PVR.N 43.1 100 4.62E+05 SSARLS#QSSQDSS#PVR 45.7 50 8.6 57 ‐1,0 0 0 35446:109655

591.27399 3 timecourse_ATM_combo_2hr 591.27053 5.85 19.77 KAT7_HUMAN 3 R.SSARLS#QSSQDSSPVR.N 9.1 100 2.84E+05 SSARLS#QSSQDSSPVR 10.4 50 0,2 0 0 0 0 35454:110068

716.83645 2 timecourse_ATM_combo_8hr 716.83265 5.3 40.9 M21D1_HUMAN 2 K.SAPDT#QERPPVR.A 62.8 100 2.92E+06 SAPDT#QERPPVR 19.8 68 0 0 0 0 35450:80641

638.78571 2 timecourse_ATM_combo_8hr 638.78209 5.67 32.92 M21D1_HUMAN 2 K.SAPDT#QERPPV.R 19.6 100 1.46E+06 SAPDT#QERPPV 16.2 68 0 0 0 0 35450:61752

716.83685 2 timecourse_ATM_combo_8hr 716.83265 5.87 31.11 M21D1_HUMAN 2 K.SAPDT#QERPPVR.A 69.6 100 3.24E+06 SAPDT#QERPPVR 6.5 68 ‐4,0 0 0 0 0 35451:81355

520.92534 3 timecourse_ATM_combo_8hr 520.92251 5.43 28.25 M21D1_HUMAN 2 K.KSAPDT#QERPPVR.A 17.5 100 1.01E+06 KSAPDT#QERPPVR 39.7 68 0 0 0 0 35451:96454

716.83661 2 timecourse_ATM_combo_4hr 716.83265 5.52 27.21 M21D1_HUMAN 2 K.SAPDT#QERPPVR.A 45.5 100 1.73E+06 SAPDT#QERPPVR 12.1 68 ‐4,0 0 0 0 0 35453:80464

716.83576 2 timecourse_ATM_combo_1hr 716.83265 4.34 27 M21D1_HUMAN 2 K.SAPDT#QERPPVR.A 9.5 100 3.88E+05 SAPDT#QERPPVR 2.6 68 ‐4,0 0 0 0 0 35457:81846

716.83664 2 timecourse_ATM_combo_4hr 716.83265 5.57 26.07 M21D1_HUMAN 2 K.SAPDT#QERPPVR.A 45.0 100 1.71E+06 SAPDT#QERPPVR 5.4 68 ‐4,0 0 0 0 0 35452:78806

716.83715 2 timecourse_ATM_combo_8hr 716.83265 6.28 24.84 M21D1_HUMAN 2 K.SAPDT#QERPPVR.A 57.8 100 2.84E+06 SAPDT#QERPPVR 19.5 68 0 0 0 0 35450:80661

638.7857 2 timecourse_ATM_combo_8hr 638.78209 5.65 21.87 M21D1_HUMAN 2 K.SAPDT#QERPPV.R 15.9 100 1.45E+06 SAPDT#QERPPV 16.2 68 0 0 0 0 35450:61742

520.92538 3 timecourse_ATM_combo_8hr 520.92251 5.51 18.82 M21D1_HUMAN 2 K.KSAPDT#QERPPVR.A 21.0 100 1.17E+06 KSAPDT#QERPPVR 39.7 68 0 0 0 0 35450:95527

716.83658 2 timecourse_ATM_combo_1hr 716.83265 5.48 18.11 M21D1_HUMAN 2 K.SAPDT#QERPPVR.A 10.0 100 4.23E+05 SAPDT#QERPPVR 0 68 ‐4,0 0 0 0 0 35456:81426

638.78505 2 timecourse_ATM_combo_8hr 638.78209 4.63 15.81 M21D1_HUMAN 2 K.SAPDT#QERPPV.R 14.5 100 1.54E+06 SAPDT#QERPPV 10.9 68 ‐4,0 0 0 0 0 35451:61697

660.84135 2 timecourse_ATM_combo_2hr 660.83719 6.29 33.63 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 15.6 100 2.30E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35454:64590

660.84078 2 timecourse_ATM_combo_4hr 660.83719 5.43 33.5 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 20.3 100 3.63E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35452:66035

660.84043 2 timecourse_ATM_ctrl1 660.83719 4.9 32.38 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 51.8 100 8.77E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35449:69315

660.84011 2 timecourse_ATM_combo_1hr 660.83719 4.42 31.61 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 28.5 100 5.66E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35457:68751

660.84024 2 timecourse_ATM_combo_2hr 660.83719 4.62 28.91 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 16.8 100 2.11E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35455:64047

440.89656 3 timecourse_ATM_ctrl1 440.89389 6.06 28.85 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 59.1 100 1.20E+06 IQRAT#QEPVAK 1000 738 0 0 0 0 35448:68268

440.89634 3 timecourse_ATM_combo_4hr 440.89389 5.56 25.58 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 26.1 100 5.00E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35453:67479

440.89603 3 timecourse_ATM_ctrl1 440.89389 4.85 23.61 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 63.4 100 1.14E+06 IQRAT#QEPVAK 1000 738 0 0 0 0 35449:69305

440.89646 3 timecourse_ATM_ctrl2 440.89389 5.83 23.2 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 34.5 100 5.04E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35446:58778

440.89653 3 timecourse_ATM_ctrl2 440.89389 5.99 23.09 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 34.9 100 4.98E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35447:59706

599.22854 2 timecourse_ATM_combo_1hr 599.22542 5.21 22.16 PEAK1_HUMAN 0 R.SETAS#SLS#QK.I 5.2 100 1.11E+05 SETAS#SLS#QK 16.2 358 40.7 361 0 0 35456:48881

440.89589 3 timecourse_ATM_combo_2hr 440.89389 4.54 21.91 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 21.9 100 3.32E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35455:64037

660.84095 2 timecourse_ATM_combo_8hr 660.83719 5.69 20.23 PEAK1_HUMAN 0 K.IQRAT#QEPVAK.I 6.1 100 1.31E+05 IQRAT#QEPVAK 1000 738 0 0 0 0 35450:67646

599.22857 2 timecourse_ATM_combo_2hr 599.22542 5.26 16.97 PEAK1_HUMAN 0 R.SETASS#LS#QK.I 3.8 100 5.17E+04 SETAS#SLS#QK 16.2 358 22 361 0 0 35454:46507

1100.50783 3 timecourse_ATM_combo_8hr 1100.50367 3.78 76.86 PRC2C_HUMAN 3 K.QGGQGDGIQVNS#QFQQEFPSLQAAGDQEKK.E 4.8 100 7.63E+05 QGGQGDGIQVNS#QFQQEFPSLQAAGDQEKK 55.4 137 0 0 0 0 35450:179600

1057.81059 3 timecourse_ATM_combo_8hr 1057.80535 4.95 52.69 PRC2C_HUMAN 3 K.QGGQGDGIQVNS#QFQQEFPSLQAAGDQEK.K 36.6 100 3.40E+06 QGGQGDGIQVNS#QFQQEFPSLQAAGDQEK 84.8 137 0 0 0 0 35450:177740

1057.81106 3 timecourse_ATM_combo_8hr 1057.80535 5.4 51.09 PRC2C_HUMAN 3 K.QGGQGDGIQVNS#QFQQEFPSLQAAGDQEK.K 39.1 100 3.88E+06 QGGQGDGIQVNS#QFQQEFPSLQAAGDQEK 93.4 137 0 0 0 0 35451:180460

1057.81125 3 timecourse_ATM_combo_4hr 1057.80535 5.58 41.47 PRC2C_HUMAN 3 K.QGGQGDGIQVNS#QFQQEFPSLQAAGDQEK.K 20.0 100 1.28E+06 QGGQGDGIQVNS#QFQQEFPSLQAAGDQEK 71.4 137 0 0 0 0 35453:176201

1057.81081 3 timecourse_ATM_combo_4hr 1057.80535 5.16 32.96 PRC2C_HUMAN 3 K.QGGQGDGIQVNS#QFQQEFPSLQAAGDQEK.K 17.5 100 1.26E+06 QGGQGDGIQVNS#QFQQEFPSLQAAGDQEK 63.1 137 0 0 0 0 35452:172880

778.02081 3 timecourse_ATM_combo_4hr 778.01675 5.22 51.45 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 92.7 100 3.78E+06 SSEPVKETVQTT#QS#PTPVEK 37.4 615 12.1 617 0,2 0 0 35452:149970

778.02067 3 timecourse_ATM_combo_2hr 778.01675 5.04 46.51 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 34.8 100 9.74E+05 SSEPVKETVQTT#QS#PTPVEK 30.8 615 12.1 617 0,2 0 0 35454:145301

778.02028 3 timecourse_ATM_combo_2hr 778.01675 4.54 45.41 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 35.6 100 9.96E+05 SSEPVKETVQTT#QS#PTPVEK 42.6 615 16.4 617 0 0 35455:145701

778.02087 3 timecourse_ATM_combo_8hr 778.01675 5.3 40.75 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 121.4 100 5.96E+06 SSEPVKETVQTT#QS#PTPVEK 28.5 615 16.4 617 0 0 35450:154120

778.02022 3 timecourse_ATM_combo_4hr 778.01675 4.46 39.63 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 89.6 100 3.91E+06 SSEPVKETVQTT#QS#PTPVEK 37.4 615 19.8 617 0 0 35453:152671

778.02099 3 combeffx_ATM_comboi 778.01675 5.45 38.75 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 6.0 100 7.72E+05 SSEPVKETVQTT#QS#PTPVEK 30.8 615 19.5 617 0 0 35301:64879

852.86416 2 timecourse_ATM_combo_4hr 852.86009 4.77 37.02 SCAF8_HUMAN 3 K.ETVQTT#QS#PTPVEK.E 18.2 100 4.24E+05 ETVQTT#QS#PTPVEK 28.9 615 26.5 617 0 0 35452:107811

852.86445 2 timecourse_ATM_combo_8hr 852.86009 5.11 36.78 SCAF8_HUMAN 3 K.ETVQTT#QS#PTPVEK.E 38.4 100 1.24E+06 ETVQTT#QS#PTPVEK 32.4 615 35.8 617 0 0 35451:111235

778.02034 3 timecourse_ATM_combo_1hr 778.01675 4.61 36.15 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 17.7 100 7.73E+05 SSEPVKETVQTT#QS#PTPVEK 24.8 615 28.3 617 0 0 35457:156095

1166.52664 2 timecourse_ATM_combo_4hr 1166.52148 4.42 35.08 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 13.1 100 3.50E+05 SSEPVKETVQTT#QS#PTPVEK 21.5 615 24.8 617 0 0 35453:152661

852.86389 2 timecourse_ATM_combo_8hr 852.86009 4.46 34.31 SCAF8_HUMAN 3 K.ETVQTT#QS#PTPVEK.E 36.5 100 1.20E+06 ETVQTT#QS#PTPVEK 28.9 615 15.5 617 0 0 35450:110237

1166.52774 2 timecourse_ATM_combo_8hr 1166.52148 5.37 34.09 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 19.4 100 5.67E+05 SSEPVKETVQTT#QS#PTPVEK 24.4 615 37.4 617 0 0 35450:154130

778.0208 3 timecourse_ATM_combo_8hr 778.01675 5.21 34.02 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 125.9 100 6.51E+06 SSEPVKETVQTT#QS#PTPVEK 28.5 615 19.8 617 0 0 35451:156160

852.86456 2 timecourse_ATM_combo_2hr 852.86009 5.24 32.29 SCAF8_HUMAN 3 K.ETVQTT#QS#PTPVEK.E 8.3 100 1.21E+05 ETVQTT#QS#PTPVEK 22.9 615 13.3 617 0 0 35455:104179

852.86526 2 timecourse_ATM_combo_4hr 852.86009 6.06 29.8 SCAF8_HUMAN 3 K.ETVQT#TQSPT#PVEK.E 20.9 100 3.85E+05 ETVQTT#QS#PTPVEK 24.4 615 41 617 0 0 35453:109842

778.02096 3 timecourse_ATM_combo_1hr 778.01675 5.41 28.18 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 18.5 100 7.46E+05 SSEPVKETVQTT#QS#PTPVEK 26.5 615 10.9 617 0,2 0 0 35456:156117

852.86561 2 timecourse_ATM_combo_2hr 852.86009 6.47 25.06 SCAF8_HUMAN 3 K.ETVQTT#QS#PTPVEK.E 7.3 100 1.19E+05 ETVQTT#QS#PTPVEK 11.5 615 ‐1,0 27 617 0 0 35454:104421

778.02098 3 timecourse_ATM_ctrl1 778.01675 5.45 23.21 SCAF8_HUMAN 3 K.SSEPVKETVQTT#QS#PTPVEK.E 7.4 100 2.70E+05 SSEPVKETVQTT#QS#PTPVEK 37.4 615 16.2 617 0 0 35448:154140

747.36838 2 timecourse_ATM_combo_8hr 747.36597 3.22 52.88 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 123.5 100 1.03E+07 KPQLT#QEELEAK 1000 642 0 0 0 0 35451:89002

747.36807 2 timecourse_ATM_combo_4hr 747.36597 2.81 52.62 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 73.6 100 5.35E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35453:87771

814.87601 4 timecourse_ATM_ctrl2 814.87156 5.46 52.45 SFSWA_HUMAN 2 K.QAAPRPAAPAAHSAHSASVSPVESRGS#S#QER.S 14.0 100 6.25E+05 QAAPRPAAPAAHSAHSASVSPVES#RGSS#QER 34.2 897 6.6 901 ‐1,0 0 0 35447:166273

747.36815 2 timecourse_ATM_combo_4hr 747.36597 2.92 51.99 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 65.1 100 4.90E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35452:86101

747.36845 2 timecourse_ATM_combo_2hr 747.36597 3.32 51.91 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 25.4 94 1.07E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35455:83065

911.7336 3 timecourse_ATM_ctrl1 911.73076 3.12 51.25 SFSWA_HUMAN 2 R.PAAPAAHSAHSASVSPVESRGS#S#QER.S 8.7 100 4.33E+05 PAAPAAHSAHSASVSPVESRGS#S#QER 17.9 900 22.7 901 0 0 35448:167500

814.87657 4 timecourse_ATM_ctrl2 814.87156 6.15 47.23 SFSWA_HUMAN 2 K.QAAPRPAAPAAHSAHSASVSPVESRGS#S#QER.S 9.6 100 4.65E+05 QAAPRPAAPAAHSAHSASVSPVES#RGS#SQER 12.1 897 0,4 14.5 900 0 0 35446:162822

747.36927 2 timecourse_ATM_combo_2hr 747.36597 4.42 45.79 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 21.9 100 1.11E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35454:83610

938.39139 3 timecourse_ATM_ctrl1 938.38620 5.53 45.18 SFSWA_HUMAN 2 R.PAAPAAHSAHSASVS#PVES#RGS#SQER.S 24.4 100 9.08E+05 PAAPAAHSAHSASVS#PVESRGS#S#QER 24.1 893 2.8 900 ‐3,0 3.6 901 ‐4,0 35448:169220

747.36933 2 combeffx_ATM_comboi 747.36597 4.5 44.17 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 17.9 100 3.39E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35300:38205

938.39055 3 timecourse_ATM_ctrl2 938.38620 4.64 43.55 SFSWA_HUMAN 2 R.PAAPAAHSAHSASVS#PVES#RGS#SQER.S 15.1 100 4.42E+05 PAAPAAHSAHSASVS#PVES#RGS#SQER 54.6 893 3 897 0,4 0 900 0,1 35447:158813

965.04398 3 timecourse_ATM_ctrl1 965.04164 2.42 42.48 SFSWA_HUMAN 2 R.PAAPAAHSAHSAS#VS#PVES#RGS#SQER.S 23.5 100 8.61E+05 PAAPAAHSAHSAS#VS#PVESRGS#S#QER 0 891 ‐2,0 22.1 893 2 900 ‐3,0 35449:173669

938.39159 3 timecourse_ATM_combo_1hr 938.38620 5.74 40.51 SFSWA_HUMAN 2 R.PAAPAAHSAHSASVS#PVES#RGS#SQER.S 9.0 100 2.43E+05 PAAPAAHSAHSASVS#PVESRGS#S#QER 14.5 893 2.8 900 ‐3,0 2.3 901 ‐4,0 35456:172357

498.58185 3 combeffx_ATM_comboi 498.57974 4.23 38.84 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 25.9 100 4.32E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35300:38185

938.39138 3 timecourse_ATM_ctrl2 938.38620 5.52 36.14 SFSWA_HUMAN 2 R.PAAPAAHSAHSASVS#PVES#RGS#SQER.S 16.5 100 3.55E+05 PAAPAAHSAHSASVS#PVES#RGS#SQER 26.4 893 1.2 897 0,4 5.8 900 0,1 35446:155762

965.04496 3 timecourse_ATM_combo_4hr 965.04164 3.44 36.07 SFSWA_HUMAN 2 R.PAAPAAHSAHSAS#VS#PVES#RGS#SQER.S 31.3 100 7.54E+05 PAAPAAHSAHSAS#VS#PVESRGS#S#QER 2.6 891 ‐5,0 22.2 893 5.3 900 ‐3,0 35453:171841

498.58185 3 combeffx_ATM_comboi 498.57974 4.23 35.72 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 25.6 100 4.32E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35300:38195

684.05392 4 timecourse_ATM_ctrl2 684.04989 5.89 35.54 SFSWA_HUMAN 2 R.PAAPAAHSAHSASVSPVES#RGS#SQER.S 39.8 100 1.44E+06 PAAPAAHSAHSASVSPVESRGS#S#QER 12.6 900 ‐3,0 12.9 901 ‐4,0 0 0 35447:157023

911.7364 3 timecourse_ATM_ctrl2 911.73076 6.19 35.38 SFSWA_HUMAN 2 R.PAAPAAHSAHSASVSPVESRGS#S#QER.S 9.9 100 3.25E+05 PAAPAAHSAHSASVSPVESRGS#S#QER 9.7 900 ‐3,0 8 901 ‐4,0 0 0 35447:157033

965.0458 3 timecourse_ATM_combo_1hr 965.04164 4.31 34.91 SFSWA_HUMAN 2 R.PAAPAAHSAHSAS#VS#PVES#RGS#SQER.S 53.0 100 1.35E+06 PAAPAAHSAHSAS#VS#PVESRGS#S#QER 6.8 891 ‐2,0 39.7 893 5.3 900 ‐3,0 35456:173927

938.39065 3 timecourse_ATM_combo_2hr 938.38620 4.74 34 SFSWA_HUMAN 2 R.PAAPAAHSAHSASVS#PVES#RGS#SQER.S 7.6 100 1.35E+05 PAAPAAHSAHSASVS#PVES#RGS#SQER 18 893 0 897 0,4 0 900 0,1 35455:161801

965.04567 3 timecourse_ATM_ctrl1 965.04164 4.18 33.21 SFSWA_HUMAN 2 R.PAAPAAHSAHSAS#VS#PVES#RGS#SQER.S 26.5 100 9.24E+05 PAAPAAHSAHS#ASVS#PVESRGS#S#QER 6.8 889 0,2 10.4 893 ‐2,0 6.9 900 ‐3,0 35448:170860

965.04566 3 timecourse_ATM_ctrl2 965.04164 4.17 33.11 SFSWA_HUMAN 2 R.PAAPAAHSAHSAS#VS#PVES#RGS#SQER.S 10.9 100 1.05E+06 PAAPAAHSAHSAS#VS#PVES#RGS#SQER 12.7 891 ‐2,0 14.1 893 3.3 897 0,4 35446:157522

747.36842 2 timecourse_ATM_combo_8hr 747.36597 3.28 31.73 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 106.2 100 8.84E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35450:88153

991.70064 3 timecourse_ATM_combo_1hr 991.69709 3.58 31.31 SFSWA_HUMAN 2 R.PAAPAAHSAHSAS#VS#PVES#RGS#S#QER.S 14.5 94 8.65E+05 PAAPAAHSAHSAS#VS#PVES#RGS#S#QER 2.2 891 ‐5,0 9.5 893 ‐7,0 30.1 897 35457:175545

834.86763 4 timecourse_ATM_ctrl2 834.86314 5.38 30.88 SFSWA_HUMAN 2 K.QAAPRPAAPAAHSAHSASVS#PVES#RGS#SQER.S 12.4 100 4.50E+05 QAAPRPAAPAAHSAHSASVS#PVESRGS#S#QER 1.1 893 ‐7,0 8.7 900 ‐3,0 20.8 901 35447:167423

814.87622 4 timecourse_ATM_ctrl1 814.87156 5.72 29.97 SFSWA_HUMAN 2 K.QAAPRPAAPAAHSAHSASVSPVESRGS#S#QER.S 9.1 100 5.40E+05 QAAPRPAAPAAHSAHSASVSPVES#RGS#SQER 0 897 0,4 0 900 ‐14,0 0 0 35448:175940

498.58153 3 timecourse_ATM_combo_8hr 498.57974 3.59 29.94 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 141.0 100 9.96E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35450:88163

498.58141 3 timecourse_ATM_combo_8hr 498.57974 3.35 29.83 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 122.8 100 1.00E+07 KPQLT#QEELEAK 1000 642 0 0 0 0 35451:89012

498.58194 3 timecourse_ATM_combo_2hr 498.57974 4.41 29.17 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 24.0 100 1.08E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35454:83620

498.58224 3 combeffx_ATM_comboi 498.57974 5.03 28.85 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 25.3 100 3.14E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35301:35202

965.04702 3 timecourse_ATM_ctrl1 965.04164 5.57 26.42 SFSWA_HUMAN 2 R.PAAPAAHSAHSASVS#PVES#RGS#S#QER.S 16.4 94 1.03E+06 PAAPAAHSAHSASVS#PVES#RGS#S#QER 21.2 893 33.8 897 44.2 900 35448:170870

498.58122 3 timecourse_ATM_combo_4hr 498.57974 2.97 23.92 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 90.0 100 5.31E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35453:87781

498.58144 3 timecourse_ATM_combo_4hr 498.57974 3.41 23.88 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 89.0 100 5.67E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35452:86111

498.58147 3 timecourse_ATM_combo_2hr 498.57974 3.47 21.68 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 24.3 100 1.04E+06 KPQLT#QEELEAK 1000 642 0 0 0 0 35455:83075

854.85962 4 timecourse_ATM_ctrl2 854.85472 5.73 20.86 SFSWA_HUMAN 2 K.QAAPRPAAPAAHS#AHSASVSPVES#RGS#S#QER.S 8.0 100 3.09E+05 QAAPRPAAPAAHSAHS#AS#VSPVESRGS#S#QER 2.8 889 ‐3,0 15.6 891 3.3 900 ‐3,0 35447:168303

498.58093 3 timecourse_ATM_combo_1hr 498.57974 2.39 17.97 SFSWA_HUMAN 4 K.KPQLT#QEELEAK.Q 8.4 94 4.80E+05 KPQLT#QEELEAK 1000 642 0 0 0 0 35457:89363

879.43093 2 timecourse_ATM_ctrl1 879.42711 4.34 68.3 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 18.3 100 7.69E+05 RIT#QETFDAVLQEK 68.6 7 0 0 0 0 35449:117641

879.43158 2 timecourse_ATM_combo_8hr 879.42711 5.08 65.5 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 12.6 100 7.72E+05 RIT#QETFDAVLQEK 86.6 7 0 0 0 0 35451:115822

879.4318 2 timecourse_ATM_combo_2hr 879.42711 5.33 64.66 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 10.7 100 3.35E+05 RIT#QETFDAVLQEK 79.1 7 0 0 0 0 35455:108635

879.43196 2 timecourse_ATM_ctrl1 879.42711 5.51 62.78 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 17.1 100 7.43E+05 RIT#QETFDAVLQEK 64.5 7 0 0 0 0 35448:115821

879.43228 2 timecourse_ATM_combo_1hr 879.42711 5.88 62.54 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 9.6 100 4.48E+05 RIT#QETFDAVLQEK 64.5 7 0 0 0 0 35456:117341

879.4326 2 timecourse_ATM_ctrl2 879.42711 6.24 57.21 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 8.9 100 3.25E+05 RIT#QETFDAVLQEK 86.6 7 0 0 0 0 35447:103873

586.62399 3 timecourse_ATM_combo_1hr 586.62050 5.95 56.77 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 19.5 100 7.02E+05 RIT#QETFDAVLQEK 14.9 7 0 0 0 0 35456:117351

879.43152 2 timecourse_ATM_combo_8hr 879.42711 5.01 55.77 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 11.9 100 6.70E+05 RIT#QETFDAVLQEK 64.5 7 0 0 0 0 35450:114750

879.43224 2 timecourse_ATM_combo_4hr 879.42711 5.83 55.24 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 10.9 100 5.57E+05 RIT#QETFDAVLQEK 73.3 7 0 0 0 0 35452:112443

879.43183 2 timecourse_ATM_combo_4hr 879.42711 5.38 54.32 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 14.0 100 6.52E+05 RIT#QETFDAVLQEK 68.6 7 0 0 0 0 35453:114503

879.43108 2 timecourse_ATM_combo_1hr 879.42711 4.51 52.42 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 11.1 100 4.35E+05 RIT#QETFDAVLQEK 73.3 7 0 0 0 0 35457:116952

586.62428 3 timecourse_ATM_ctrl2 586.62050 6.44 51.77 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 18.5 100 5.29E+05 RIT#QETFDAVLQEK 14.9 7 0 0 0 0 35446:101877

586.62344 3 timecourse_ATM_combo_8hr 586.62050 5.01 50.15 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 25.0 100 1.27E+06 RIT#QETFDAVLQEK 9.6 7 0,3 0 0 0 0 35450:114760

586.62331 3 timecourse_ATM_combo_1hr 586.62050 4.79 49.31 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 21.5 100 8.12E+05 RIT#QETFDAVLQEK 11.7 7 0,3 0 0 0 0 35457:116962

586.62394 3 timecourse_ATM_ctrl1 586.62050 5.86 48.04 SUGP2_HUMAN 1 R.RITQET#FDAVLQEK.A 34.8 100 1.30E+06 RIT#QETFDAVLQEK 9.6 7 0,3 0 0 0 0 35448:115831

586.62359 3 timecourse_ATM_combo_2hr 586.62050 5.27 46.68 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 23.7 100 5.71E+05 RIT#QETFDAVLQEK 13 7 0,3 0 0 0 0 35455:108625



879.43206 2 timecourse_ATM_combo_2hr 879.42711 5.63 46.26 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 10.0 100 2.97E+05 RIT#QETFDAVLQEK 64.5 7 0 0 0 0 35454:108928

586.62415 3 timecourse_ATM_combo_4hr 586.62050 6.22 44.9 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 25.9 100 1.06E+06 RIT#QETFDAVLQEK 6.7 7 0,3 0 0 0 0 35452:112453

586.62425 3 timecourse_ATM_ctrl2 586.62050 6.39 43.72 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 16.5 100 5.15E+05 RIT#QETFDAVLQEK 11.7 7 0,3 0 0 0 0 35447:103883

586.62378 3 timecourse_ATM_combo_4hr 586.62050 5.59 42.6 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 25.8 100 1.02E+06 RIT#QETFDAVLQEK 9.6 7 0,3 0 0 0 0 35453:114513

586.62355 3 timecourse_ATM_combo_8hr 586.62050 5.2 40.86 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 23.4 100 1.23E+06 RIT#QETFDAVLQEK 9.6 7 0,3 0 0 0 0 35451:115832

586.62314 3 timecourse_ATM_ctrl1 586.62050 4.5 38.69 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 32.7 100 1.17E+06 RIT#QETFDAVLQEK 9.6 7 0,3 0 0 0 0 35449:117651

586.62272 3 combeffx_ATM_PI3Ki 586.62050 3.78 38.67 SUGP2_HUMAN 1 R.RITQET#FDAVLQEK.A 10.1 100 8.12E+05 RIT#QETFDAVLQEK 4.9 7 0,3 0 0 0 0 35299:45954

586.62378 3 timecourse_ATM_combo_2hr 586.62050 5.59 37.27 SUGP2_HUMAN 1 R.RITQET#FDAVLQEK.A 21.4 100 5.85E+05 RIT#QETFDAVLQEK 7.8 7 0,3 0 0 0 0 35454:108918

879.43267 2 timecourse_ATM_ctrl2 879.42711 6.32 36.79 SUGP2_HUMAN 1 R.RIT#QETFDAVLQEK.A 8.2 100 2.61E+05 RIT#QETFDAVLQEK 41.3 7 0 0 0 0 35446:101867

586.62323 3 combeffx_ATM_comboi 586.62050 4.65 27.82 SUGP2_HUMAN 1 R.RITQET#FDAVLQEK.A 9.0 100 1.10E+06 RIT#QETFDAVLQEK 2.8 7 0,3 0 0 0 0 35301:48385

698.3331 2 timecourse_ATM_combo_8hr 698.32940 5.3 46.18 TPC11_HUMAN 4 K.ANEVLENLT#QGK.M 9.7 100 3.98E+05 ANEVLENLT#QGK 1000 653 0 0 0 0 35451:77014

698.33337 2 timecourse_ATM_combo_8hr 698.32940 5.68 44.43 TPC11_HUMAN 4 K.ANEVLENLT#QGK.M 8.8 100 4.09E+05 ANEVLENLT#QGK 1000 653 0 0 0 0 35450:76493

916.09608 3 timecourse_ATM_ctrl1 916.09072 5.85 47.12 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 10.8 100 4.63E+05 VASISLPTSCASAGT#QCLISGWGNTK 16.5 137 0 0 0 0 35448:167820

916.09608 3 timecourse_ATM_combo_1hr 916.09072 5.86 45.32 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 13.9 100 7.57E+05 VASISLPTSCASAGT#QCLISGWGNTK 30.9 137 0 0 0 0 35456:170877

916.09609 3 timecourse_ATM_combo_4hr 916.09072 5.86 43.61 TRY1_BOVINC 0 R.VASISLPTSCAS#AGTQCLISGWGNTK.S 14.6 100 7.03E+05 VASISLPTSCASAGT#QCLISGWGNTK 15 137 0 0 0 0 35453:168641

916.09612 3 timecourse_ATM_ctrl1 916.09072 5.89 41.93 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 9.4 100 3.85E+05 VASISLPTSCASAGT#QCLISGWGNTK 20.2 137 0 0 0 0 35449:170529

916.09514 3 timecourse_ATM_ctrl2 916.09072 4.82 41.78 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 11.2 100 4.87E+05 VASISLPTSCASAGT#QCLISGWGNTK 3.5 137 ‐7,0 0 0 0 0 35446:154342

916.09552 3 timecourse_ATM_combo_2hr 916.09072 5.24 37.41 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 7.8 100 2.40E+05 VASISLPTSCASAGT#QCLISGWGNTK 8.8 137 ‐7,0 0 0 0 0 35455:160451

916.09562 3 timecourse_ATM_ctrl2 916.09072 5.35 37.27 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 12.7 100 5.17E+05 VASISLPTSCASAGT#QCLISGWGNTK 20.9 137 0 0 0 0 35447:157363

916.09506 3 timecourse_ATM_combo_2hr 916.09072 4.74 36.81 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 7.4 100 2.46E+05 VASISLPTSCASAGT#QCLISGWGNTK 10 137 ‐7,0 0 0 0 0 35454:159431

916.09598 3 timecourse_ATM_combo_4hr 916.09072 5.74 35.37 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 13.5 100 7.09E+05 VASISLPTSCASAGT#QCLISGWGNTK 4.9 137 ‐7,0 0 0 0 0 35452:165710

916.09588 3 timecourse_ATM_combo_1hr 916.09072 5.63 31.86 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 0.00E+00 VASISLPTSCASAGT#QCLISGWGNTK 14.8 137 0 0 0 0 35457:171015

916.09585 3 timecourse_ATM_combo_8hr 916.09072 5.6 26.09 TRY1_BOVINC 0 R.VASISLPTSCASAGT#QCLISGWGNTK.S 7.5 100 3.72E+05 VASISLPTSCASAGT#QCLISGWGNTK 6.7 137 ‐7,0 0 0 0 0 35450:170570


