
 

 

Supplementary Fig. 1. Experimental analysis of 2'-O-methylation in 28S rRNA 

molecules. 

A. Experimental analysis of the predicted 2’-O-methylation in the 28S rRNAs of rat 

and mouse brain. B. Experimental query of 2’-O-methylation at the predicted position 

in the presence (+) or absence (-) of guide L-Snord115 RNA in the HeLa cells. As 

positive control, known 2’-O-methylated nucleotides of 28S rRNA (denoted on the 

right of the gel) were mapped.  A and B. Decreasing concentrations of dNTPs during 

reverse transcription are indicated. As additional control, in vitro transcripts 

(designated as Transcript) of the investigated regions from 28S rRNAs were reverse 

transcribed. 

 


