
IGKJ2	
   IGKV1D-­‐39	
  

89,161,076-­‐	
  
89,161,114	
  

89,901,792-­‐	
  
89,901,819	
  

J2-­‐V1D-­‐39	
   RSS-­‐RSS	
  

Read	
  pairs	
  mapping	
  
across	
  the	
  RSS	
  juncEon	
  

Split	
  reads	
  mapping	
  
across	
  the	
  RSS	
  juncEon	
  
on	
  the	
  forward	
  strand	
  

Split	
  read	
  mapping	
  across	
  
the	
  RSS	
  juncEon	
  on	
  the	
  
reverse	
  strand	
  

Germline	
  

Rearranged	
  

Row	
  1:	
  Reverse	
  strand	
  IGKV1D-­‐39	
  RSS	
  locus	
  (reverse	
  
complement	
  heptamer	
  and	
  nonamer	
  in	
  black)	
  
Row	
  2:	
  Split	
  read	
  
Row	
  3:	
  Forward	
  strand	
  IGKJ2	
  RSS	
  locus	
  (heptamer	
  and	
  
nonamer	
  in	
  black)	
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TRBV5-­‐6	
  

Germline	
  
142,131,373-­‐	
  
142,131,411	
  	
  

142,494,016-­‐	
  
142,494,049	
  

TRBJ2-­‐1	
  TRBJ2-­‐2	
  

RSS-­‐RSS	
  

Rearranged	
  
(+inversion)	
  

Row	
  1	
  :	
  Reverse	
  strand	
  TRBJ2-­‐1	
  locus	
  
(uppercase);	
  apparent	
  D	
  subunit	
  (lowercase)	
  
Row	
  2:	
  Split	
  read	
  
Row	
  3:	
  Forward	
  strand	
  TRBV5-­‐6	
  locus	
  

Read	
  pairs	
  mapping	
  across	
  the	
  
V-­‐D-­‐J	
  juncEon	
  

Intermediate	
  
(del)	
  

Split	
  reads	
  mapping	
  across	
  
the	
  V-­‐D-­‐J	
  juncEon	
  on	
  the	
  
forward	
  strand	
  

Split	
  reads	
  mapping	
  across	
  
the	
  V-­‐D-­‐J	
  juncEon	
  on	
  the	
  
reverse	
  	
  strand	
  

TRBD	
  

V5-­‐6-­‐D-­‐J2-­‐1	
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CACTGTG	
  

89,533,636-­‐	
  
89,533,663	
  	
  

89,544,234-­‐	
  
89,544,261	
  	
  

	
  IGKV2-­‐29	
  

Germline	
  

Deleted	
  Segment	
  

Rearranged	
  

RSS-­‐V2-­‐30	
  

	
  IGKV2-­‐30	
  

Read	
  pairs	
  mapping	
  across	
  
the	
  RSS-­‐V2-­‐30	
  juncEon	
  Row	
  1:	
  Reverse	
  strand	
  IGKV2-­‐30	
  locus	
  

Row	
  2:	
  Split	
  read	
  
Row	
  3:	
  Reverse	
  strand	
  IGKV2-­‐29	
  RSS	
  locus	
  
(nonamer	
  in	
  black)	
  

Split	
  reads	
  mapping	
  across	
  
the	
  RSS-­‐V2-­‐30	
  juncEon	
  on	
  
the	
  reverse	
  strand	
  

Split	
  reads	
  mapping	
  across	
  
the	
  RSS-­‐V2-­‐30	
  juncEon	
  on	
  
the	
  forward	
  strand	
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107,078,332-­‐	
  
107,078,370	
  	
  

107,083,215-­‐	
  
107,083,253	
  	
  

Germline	
  

Deleted	
  Segment	
  

Rearranged	
  

RSS-­‐V4-­‐59	
  

Read	
  pairs	
  mapping	
  across	
  the	
  
RSS-­‐V4-­‐59	
  juncEon	
  

Row	
  1:	
  Reverse	
  strand	
  IGHV4-­‐59	
  locus	
  
(heptamer	
  and	
  first	
  5	
  bp	
  of	
  nonamer	
  in	
  black)	
  
Row	
  2:	
  Split	
  read	
  
Row	
  3:	
  Reverse	
  strand	
  IGHV1-­‐58	
  RSS	
  locus	
  

	
  IGHV1-­‐58	
   	
  IGHV4-­‐59	
  

Split	
  read	
  mapping	
  across	
  the	
  
RSS-­‐V4-­‐59	
  juncEon	
  

CACAGTA	
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Germline	
  

Deleted	
  Segment	
  

Rearranged	
  

107,083,215-­‐	
  
107,083,253	
  	
  

107,078,332-­‐	
  
107,078,370	
  	
  

	
  IGHV1-­‐58	
  	
   	
  IGHV4-­‐59	
  	
  

RSS-­‐V4-­‐59	
  

Row	
  1:	
  Forward	
  strand	
  IGHV1-­‐58	
  RSS	
  locus	
  
(reverse	
  complement	
  of	
  heptamer	
  and	
  first	
  7	
  
bp	
  of	
  nonamer	
  in	
  black)	
  
Row	
  2:	
  Split	
  read	
  
Row	
  3:	
  Forward	
  strand	
  IGHV4-­‐59	
  locus	
  

Read	
  pairs	
  mapping	
  
across	
  the	
  RSS-­‐
V4-­‐59	
  juncEon	
  

Split	
  reads	
  mapping	
  across	
  the	
  
RSS-­‐V4-­‐59	
  juncEon	
  on	
  the	
  
reverse	
  strand	
  

Split	
  reads	
  mapping	
  across	
  
the	
  RSS-­‐V4-­‐59	
  juncEon	
  on	
  
the	
  forward	
  strand	
  

CACAGTA	
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RSS-­‐RSS	
   J2-­‐1-­‐V30	
  

TRBJ2-­‐1	
  TRBJ2-­‐2	
   TRBV30	
  

Rearranged	
  

Germline	
  
142,510,232-­‐	
  
142,510,270	
  	
  

142,493,994-­‐	
  
142,494,021	
  

Row	
  1:	
  Forward	
  strand	
  TRBV30	
  RSS	
  locus	
  (reverse	
  
complement	
  of	
  heptamer	
  and	
  nonamer	
  in	
  black	
  
Row	
  2:	
  Split	
  read	
  
Row	
  3:	
  Reverse	
  strand	
  TRBJ2-­‐1	
  RSS	
  locus	
  (heptamer	
  
and	
  nonamer	
  in	
  black)	
  

Read	
  pairs	
  mapping	
  across	
  the	
  
RSS	
  juncEon	
  

Split	
  reads	
  mapping	
  across	
  
the	
  RSS	
  juncEon	
  on	
  the	
  
reverse	
  strand	
  

Split	
  reads	
  mapping	
  across	
  
the	
  RSS	
  juncEon	
  on	
  the	
  
forward	
  	
  strand	
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  Figure	
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