Table.S2 Expression profiles of genes in cOS—evoked signaling
Probe—Gene name (alternative description)
1 A_66_P117655 — Csnk2a2 (CK2a’, Casein kinase 2 alpha—prime catalytic subunit)
2 A_55 P2022845 — Csnk2al (CK2a, Casein kinase 2 alpha catalytic subunit)
3 A 51 P397768 — Csnk2al (CK2a, Casein kinase 2 alpha catalytic subunit)
4 A 55 P1971828 — Csnk2al (CK2a, Casein kinase 2 alpha catalytic subunit)
5 A_52_P207614 — Csnk2a2 (CK2a', Casein kinase 2 alpha—prime catalytic subunit)
6 A_55_P2022840 — Csnk2al (CK2a, Casein kinase 2 alpha catalytic subunit)
7 A_51_P373379 — Csnk2b (CK2b, Casein kinase 2 beta regulatory subunit)
8 A_55_P2408588 — Arntl (BMAL1, Brain muscle arnt-like protein)
9 A 52 P334670 - Clock
10 A_52_P534749 - Npas2 (neuronal PAS domain protein 2)
11 A_55_P1970033 - Per1 (Period1)
12 A_55_P2019327 - Per1 (Period1)
13 A_51_P282760 — Per2 (Period2)
14 A 52 P420500 — Cry 1(Cryptochromel)
15 A_55 P2016540 — Cry2 (Cryptochrome?2)
16 A_51_P223776 — Nr1d1 (Rev—erb—alpha)
17 A_55_P2148534 — Nr1d2 (Rev—erb—beta)
18 A_52_P303891 — Nr1d2 (Rev—erb—beta)
21 A_55_P2032081 — Dbp (D site albumin promoter binding protein)
22 A_55_P2032079 — Dbp (D site albumin promoter binding protein)
23 A_51_P386794 — Myf6 (myogenic factor 6 )
24 A 65 _P19780 — Bteb1(KIf9 Kruppel-like factor 9 )
25 A_55 P2230913 — Etv6 (ets variant gene 6 (TEL oncogene) )
26 A_55 P2000404 — Etv6 (ets variant gene 6 (TEL oncogene) )
27 A_55 P2016862 — Ncoa4(nuclear receptor coactivator 4)
28 A_51_P434101 — Herpud1(HERP; Mif1)
29 A 55 P1994913 — Ppp2cb (protein phosphatase 2, catalytic subunit, beta isozyme)
30 A_65_P09443 — Psma4 (proteasome subunit, alpha type 1)
31 A_52_P81468 — Psma4 (proteasome subunit, alpha type 1)
32 A_51_P234544 - Oazin (Azin1 antizyme inhibitor 1)
33 A_52 P24631 - Oazin (Azin1 antizyme inhibitor 1)
34 A_52 P117313 — Oazin (Azin1 antizyme inhibitor 1)
35 A_55_P2002155 — Sumo1 (SMT3 suppressor of mif two 3 homolog 1)
36 A_52 P30451 — Ppp1r3c (protein phosphatase 1, regulatory subunit 3C)
37 A_51_P473734 — H2-Dma (histocompatibility 2, class II, locus Dma)
38 A_55 P2087984 — Dnajal (DnaJ (Hsp40) homolog, subfamily A, member 1)
39 A 55 P1992149 - Dnajal (DnaJ (Hsp40) homolog, subfamily A, member 1)
40 A 55 P2181191 — Btgl (B—cell translocation gene 1, anti—proliferative )
41 A 55 P2098598 — Btgl (B—cell translocation gene 1, anti—proliferative )
42 A 51 P293339 — Tob1 (transducer of ErbB-2.1)
43 A 52 P12877 — Hspa8 (heat shock protein 8, Hsc70)
44 A 55 P2080603 — Hspa8 (heat shock protein 8, Hsc70)
45 A_55 P2069721 — Hspa8 (heat shock protein 8, Hsc70)
46 A_55_P2039284 - Hspb1 (heat shock factor binding protein 1)
47 A_55_P2035593 - Hsf1(Heat shock factor—1)
48 A_55_P2039284 - Hspb1 (heat shock factor binding protein 1)
49 A 51 P340747 — Hspall (HSP70-1L, heat shock 70kDa protein 1-like)
50 A 55 P2076772 — Hspab (heat shock 70kDa protein 5)
51 A_51_P380013 - Bcl2 (B—cell CLL/lymphoma 2)
52 A 51 P417701 — Apafl (apoptotic peptidase activating factor 1)
53 A_51_P247799 — Casp8 (caspase 8, apoptosis—related cysteine peptidase)
54 A_52_P117576 — Casp3 (caspase 3, apoptosis—related cysteine peptidase)
55 A_55_P1968743 — Nfkb1(nuclear factor of kappa light polypeptide gene enhancer in B cells 1, p1(
56 A_55_P1968738 — Nfkb1(nuclear factor of kappa light polypeptide gene enhancer in B cells 1, p1l
57 A_51_P438666 — Keap1(kelch—like ECH-associated protein 1)
58 A_51_P411271 — Nfe2I2 (nuclear factor, erythroid derived 2, like 2)
59 A 55 P2165869 — Cebpb (CCAAT/enhancer binding protein (C/EBP), beta )
60 A_52_P608322 — Maff (v—maf musculoaponeurotic fibrosarcoma oncogene family, protein F)
61 A_55 P2177023 — Mafg (v—maf musculoaponeurotic fibrosarcoma oncogene family, protein G)
62 A_55_P2177026 — Mafg (v—maf musculoaponeurotic fibrosarcoma oncogene family, protein G)
63 A 66 P116632 — Mafg (v—maf musculoaponeurotic fibrosarcoma oncogene family, protein G)
64 A 55 P2047748 — Mafg (v—maf musculoaponeurotic fibrosarcoma oncogene family, protein G)
65 A_55_P1953241 — Mafk (v—maf musculoaponeurotic fibrosarcoma oncogene family, protein K)
66 A_55 P2170454 — Gsta2 (glutathione S—transferase alpha 2)
67 A_51_P424338 — Nqgo1(NAD(P)H dehydrogenase, quinone 1)
68 A_51_P365019 — Gclc (glutamate—cysteine ligase, catalytic subunit)
69 A_51_P320089 - Gclm (glutamate—cysteine ligase, modifier subunit)
70 A_55_P2029687 — Hmox1 (heme oxygenase (decycling) 1)
71 A_51_P263965 — Hmox1 (heme oxygenase (decycling) 1)
72 A 55 P2029574 — Por (P450 (cytochrome) oxidoreductase)
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