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Table S6:  Leaderless mRNAs of C. jejuni NCTC 11168 
gene a strand TSS Start UTR length RBS Leaderless Sequence -30 to startcodon b 
cj0153c - 157298 157298 0 no yes ttttaagtcaagattaggTAAAATtttaatATG 

cj0164c - 164091 164091 0 no yes tcatagcaaaaaatatttTAAAGTagaaaaATG 

cj0461c - 426422 426422 0 no yes taaaatataaattatgcTATAGTttcgcttATG 

cj0595c - 553151 553151 0 no yes ggtttaaagctaattaacTAAAATtaaaaaATG 

cj0641 + 602326 602326 0 no yes ttgctttgctaagatttgaTATAATtttttATG 

cj0667 + 622768 622768 0 no yes aaattgattttttttgcTAAAATtgcttttATG 

cj0846 + 793305 793305 0 no yes tatttaattttacttggtTATAATacttttATG 

cj1031 + 963479 963479 0 no yes aatttatataaagtatatTAAAATatcaaaATG 

cj1152c - 1085255 1085255 0 no yes tttttaaaaaagctatatTATAATgtttttATG 

cj1247c - 1176327 1176327 0 no yes aattaagaaaagaaatgcTAAAATcatcttATG 

cj1257c - 1188360 1188360 0 no yes aaattataaaaaatatcaTACAATaaatccATG 

cj1349c - 1282299 1282299 0 no yes aattcgccaaaatatttTATAATttcttttATG 

cj1565c - 1496400 1496400 0 no yes atgttataagagttttgcTATAATtattttATG 

cj1620c - 1548761 1548760 1 no yes aattttaaaattttttgtTATACTctcattTATG 

cj1711c - 1624461 1624459 2 no yes taattaagaatttttagaTAAAATtatttcTtATG 

cj0430 + 391708 391711 3 no yes atattttaagtttaattttgTAAAATtttcAttATG 

cj1449c - 1388187 1388184 3 no yes tttttaaaaatattttagTATAATttttacAatATG 

cj1458c - 1396196 1396193 3 no yes aatttaaaaggaaattttaTAAAATcacgcAttATG 

cj0792 + 742472 742477 5 no yes tccttataaaaatttgcTAAAATtatactaTaaaaATG 

cj0748 + 703019 703027 8 no yes ataatcagtaattttttaTAGAATacctatGcggaataATG 

cj1441c - 1380906 1380897 9 maybe no ttttgaggattttaattaTAAAATaatgaaAGGtaaaatATG 

cj0318 + 288447 288457 10 yes no aaaaatatgtaaaattcgcTAAACTaagggAtGAGAattaATG 

cj0945c - 886130 886119 11 yes no cttttagaaaaaatagtTATAATtaaagccAAGGAaatataATG 

cj1638 + 1562943 1562955 12 yes no attatagccaaatctttgTATAATtttaacAAGGtttgtaaaATG 

cj0829c - 776786 776773 13 yes no ttttttaatcatttaagaTAAAATaccaaaAcaAAGGttaacaATG 

cj1350 + 1282348 1282361 13 yes no ttttggcgaattttgtggTAGAATtacattAaaaAGGAaatttGTG 

cj1618c - 1546343 1546330 13 yes no aaatttcataaattttggTAAAATgtttacTctAGGAaatataATG 

a) Genes are sorted on length of the 5' UTR. 
b) Capital letters indicate relevant motifs: promoters (bold, red typeface for the σ70 promoters with TAnaaT or gnTAnaaT motifs), TSS (green, 

underlined and bold typeface), putative ribosome binding site (blue, bold typeface) and translational startcodon. 
 


