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Table S2. C. jejuni genes with primary and secondary promoters. 
 
Gene Promoter sequences from upstream -26 to ATG. Sigma factor recognition sequences are indicated a  

Cj0054c acctattaaaacttaTATAATaaagaActtat<N10>tagcTAGAATggaatTtattttaactaAAGGttgaaaaATG 

                σ70                       σ70 
Cj0102 tttagaaaatattgaTAAAATtaaaaAatt<N40>ttttatggTAAAATagtcctTca<N10>ccaAGGAgaattATG 

                σ70                         σ70 
Cj0205 GGCAcgcttttTGCTTcagggcttatAgtg<N212>ttctgaTATAATttttcTtttgc<N10>caAGGAttaaaATG 

            σ54                              σ70 
Cj0342c tatccaagttctttTAATATtattatGcTAAAATcttaaaTttatttaatgtttAGGAaagactATG 

               σ70           σ70 
Cj0476 aagaacaattatggGATAATgttagcActttt<N150>gtttTAAAATaaacatTga<N95>aaAGGAgaaaatGTG 

               σ70                         σ70 
Cj0547 GGCAcagttttTGCTTattattttttTtatta<N45>ttgtCGATATaagcttttAac<N20>aAGGAttttaaaATG 

            σ54                           σ28 
Cj0897c tattgttggtttgaTACAATtatatcTttaa<N35>aaTAGAATtagaacTtga<N10>ttAAGGtaagaaaaTTG 

               σ70                     σ70 
Cj1001 ataaacataataacCGATTTatatagAaagtt<N10>tagaTAAAATccaaaGctt<N10>caAGGAtaatcaATG 

               σ28                        σ70 
Cj1103 aaagcttaaatgtgtTAAAATacattAaccta<N135>aatacagTAAAATatcttctAaatAAGGttgaaaaATG 

                σ70                           σ70 
Cj1156 ttaaaaaaatatttttTATAATtataAaca<N25>atTAAAATcacaTtttac<N20>ttacGAGGacttATG 

                 σ70                  σ70 
Cj1316c atatataaaatcaTAAAATaaaatttAattataaCGATATatatatttAagactaattaaAGGAaatttATG 

              σ70                  σ28 
Cj1361c aataagattttagcTAAAATttgcTAGAATttacattAaactttaatgattATGGtttaaaaATG 

               σ70       σ70 

a) Promoter sequences indicated are: σ28, CGATwT at -10 position; σ54, GGcA-N7-TGCTT at 

-24/-12 positions; σ70, gnTAnaAT at -10 position. All relevant sequences are shown in 

capital letters; bold typeface indicates promoter sequences, bold and underlined typeface 

indicate TSS, capital letters alone indicate ribosome binding sites and startcodons. <Nxx> 

indicates length of sequences not shown. 

 


