Supplementary Information, Figure S4
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Figure S4. Stabilization of mCRY2 phosphate-binding loop by crystal packing. A close up view of the
interaction between the phosphate-binding loop and the C-terminal Tyr residue (blue) of a nearby
molecule in the crystal. KLOO1 (green) is at the opposite end of the FAD-binding pocket to the
phosphate-binding loop.
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