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Mus musculus CRY1 ERHE - - ERKAWVANEERPRMNANSEEASPTG
Mus musculus CRY2 DKHE - - ERKAWVANNMERPRMNANSEEASPTG
Homo sapiens CRY1 ERHE- - ERKAWVANEERPRMNANSEEASPTG
Homo sapiens CRY2 DKHE- - ERKAWVANNERPRVMNANSEEASPTG
Gallus gallus (chicken) CRY2 DKHE- - ERKAWVANNERPRMNANSEEASPTG
Danio rerio (zebrafish) CRY2 NKHE - -DRKAWVANEERPRIISGQSEEPSPTG
Drosophila (6-4) photolyase EESE--KDEWWVAREEKPNTAPNSEEPSTTN
Drosophila CRY DEREKVEQHAEERGENMEPNQAEPNEHDSPKS

Danaus plexippus (monarch butterfly) CRY1 QEREAVMENMETECRGSYEPTHGNPBEEGPPHS
Danaus plexippus (monarch butterfly) CRY2 ERHE- - ERKAWNVASEGRPEMTPESEESSQTG
Arabidopsis thaliana CRY1 TTEENGPEEEMSKNRRKADSATTSE------
Arabidopsis thaliana CRY?2 NEEVEKQEND¥AKNSKKVVGNSTSE------

Figure S5. Sequence alignment of cryptochrome phosphate-binding loop. Phosphate-binding
loop (amino acids mCRY2 240-268) sequence alignment between vertebrates (bold) and other
organisms. D. plexippus CRY1 (Type | cryptochrome) is phylogenetically closer to D.
melanogaster CRY, where as D. plexippus CRY2 (Type Il cryptochrome) is phylogenetically
closer to vertebrate CRY.



