MAGICC-GVVGETEPAAPYDS TSRASLRRRLDLLPSIKIVADSAVAPPLENCRKRQKRETVVLSTLPGNLDLDSNVRSENKKARSAVTINSNSVTEAESFFSDV———— 102

MAEICYENETMMIETTATVVKKATTTTRRRERSSSQAARRRRMETRRFKFVSGEQEPVFVDGDLQRRRRRESTVAAST-—STVFYETAKEVVVLCESLSSTVVALP——D 105

MADICYEDETSACESRPLWSSRKWRIGVQRFRMSPSEMNPTASTTEEEDKSEG IYNKRNKQEEYDFMNCASSSPSQSSPEEESVSLEDSDVSISDGNSSVNDVAVIPSKKTVKE 114
MAEICYEVVTDACPSSVYESTPAHSRRRPRFQTVMHEDWEKNCKRSKQEALATRYSS IPRSSREDFSDQNVDVSS———————— 75

———PKIGTTSVCGRRRDMEDAVS IHPSFLQRNSE———NHHFYGVFDGHGCSHVAEKCRERLHDIVKKEVEVMAS DE—WTETMVKS FQKMDKEVSQRECNLVVNGATRSMEN 208
PEAYPKYGVASVCGRRREMEDAVAVHPFFSRHQTEYSSTGFHYCGVYDGHGCSHVAMKCRERLHELVREEFEADA—D-—WEKSMARSFTRMOMEV——————VALNADG-AA 206
TDLRPRYGVASVCGRRRDMEDAVALHPSFVRRQTEFSRTRWHYFGVYDGHGCSHYAARCKERLHELVQEEALS DKKEE—WKKMMERSFTRMDKEV——————VRNGETVMSA 218
~=——PRYGVSSVCGRRREMEDAVATHPSFSSPKNS—EFPQHYFGVYDGHGCSHYAARCRERLHKL VQEELSSDMEDEEEWKTTMERSFTRMDKEY———————~ VSHGDSVVTA 175

SCRCELQSPQCDAVGSTAVVSYVTPEKIIVSNCGDSRAVLCRNGVATPLSVDHKPDRPDELIRTQQAGGRYTYNDGARVLGVLAMSRATGDNYLKFYVIPDPEVTVTDRTDEDE 317
KCRCELQRPDCDAVGSTAVVSVLTPEKI TVANCGDSRAVLCRNGKATALSSDHKPDRPDELDRIQAAGGRVIYWDGPRVLGVLAMSRATGDNYLKPYVISRPEVTVTDRANGDD 320

NCRCELQTPDCDAVGSTAVVSVITPEKI IVANCGDSRAVLCRNGKAVPLS TOHKPDRPDELDRIQEAGGRVIYWDGARVLGVLAMSRAIGDNYLKPYVTSEPEVTVIDRTEEDE 331
NCKCDLQTPACDSVGSTAVVSVITPDKIVVANCGDSRAVLCRNGKPVPLSTDHKPDRPDELDR IEGAGGRVIYWDCPRVLGVLAMSRA IGDNYLKPYVSCEPEVT ITDRRD-DD 288
CLILASDGLWDVVPNETACGVARMCL-———RGAGAGDDS: DAAHNACSDAALLLTKLALARQSSDONVSVVVVDLRKRRNNQASS 396
FLILASDGLWDVVSNETACSYVRMCL———RGKVNGQVSSSPER-EMTGVGAGNVVVGG————GDLPDKACEEASLLLTRLALARQSSDNVSVVVVDLRRDT 411
FLILATDGLWDVVTNEAACTMYRMCLNRKSGRGRRRGETQTPGRRSEEEGKEEEEKVVGSRENGKRGEITDKACTEASYLLTKLALAKHS SDNYSVYVIDLRRRRKRHVA 441
CLILASDGLWDVYSNETACSYARMCL———-RGGGRRADNEDP: ATSDKACTEASVLLTKLALARNSSDNVSYVVIDLRR 362

Supplementary information Figure S2 Sequence comparison of PP2CA with

HAI1/2/3. The PP2CA-unique motif, shaded in orange, is conserved in HAI1/2/3.



