Additional file 2 Figure S1A

Chr 1 Sporadic RCC Normal Re-expressionin 5’-Aza
Methylation Methylation treated cell lines
Chrl-pter A
e N K_M K_H
WDRS 00000000000000000000000000000000000000 000000000 00000000000
CHD5 00000000000000000000000000000000000000 000000000 00000000000
TNFRSF1B 00000000000000000000000000000000000000 000000000 00000000000
SDHB PAX7 00000000000000000000000000000000000000 000000000 00000000000
UBR4 KIF17 00000000000000000000000000000000000000 000000000 00000000000
LIN28 00000000000000000000000000000000000000 000000000 00000000000
UQCRH 00000000000000000000000000000000000000 000000000 00000000000
TALL 00000000000000000000000000000000000000 000000000 00000000000
FOXE3 00000000000000000000000000000000000000 000000000 00000000000
USP24 GPX7 00000000000000000000000000000000000000 000000000 00000000000
TTC22 00000000000000000000000000000000000000 000000000 00000000000
KCNC4 00000000000000000000000000000000000000 000000000 00000000000
ATP1A1 00000000000000000000000000000000000000 000000000 00000000000
Centromere
PDE4DIP  00000000000000000000000000000000000000 000000000 00000000000
PLEKHOL  00000000000000000000000000000000000000 000000000 00000000000
MLLT11 00000000000000000000000000000000000000 000000000 00000000000
Clorfl04  00000000000000000000000000000000000000 000000000 00000000000
BCAN 00000000000000000000000000000000000000 000000000 00000000000
INSRR 00000000000000000000000000000000000000 000000000 00000000000
TDRD5 00000000000000000000000000000000000000 000000000 00000000000
PTGS2
RASSF5
ACTAL 00000000000000000000000000000000000000 000000000 00000000000
FAMS9A 00000000000000000000000000000000000000 000000000 00000000000
RGS7 00000000000000000000000000000000000000 000000000 00000000000
TRIM58 00000000000000000000000000000000000000 000000000 00000000000

Chrl-qgter



Additional file 2 Figure S1B

Chr 3p

Chr3-pter
e VHL - Sporadic RCC Normal Re-expressionin 5’-Aza
Methylation Methylation treated cell lines
N A
r N /_JH
RARB =, EOMES 0000000000000000000000000000000000000 000000000 00000000000
SETD2 DLEC1 90000000000000000000000000000000000000 000000000 00000000000
BAP1 ——— ENTPD3 00000000000000000000000000000000000000 000000000 00000000000
RPEJ|B1N2I13 - ZNF660 00000 0000000000000000000000000000 000000000 00000000000
RASSFL =y SEMA3F 00000000000000000000000000000000000000 000000000 00000000000
ABCBL(TU3A
FH§T =
ROBO1 wmp
Centromere
Chr 14q Sporadic RCC Normal Re-expressionin 5’-Aza
Chrl4-gter Methylation Methylation treated cell lines
Centromere A ~N /—M /—H
EFS 00000000000000000000000000000000000000 000000000 00000000000
PAX9 00000000000000000000000000000000000000 000000000 00000000000
PTGDR 00000000000000000000000000000000000000 000000000 00000000000
— BMP4 00000000000000000000000000000000000000 000000000 00000000000
T — KTN1 00000000000000000000000000000000000000 000000000 00000000000
HIF1A ——< Cl4orf39 00000000000000000000000000000000000000 000000000 00000000000
ESR? =—\SIX6 000000000000000000000000000 0000000 000000000 00000000000
HSPA2 00000000000000000000000000000000000000 000000000 00000000000
CHX10 00000000000000000000000000000000000000 000000000 00000000000
FLRT2 00000000000000000000000000000000000000 000000000 00000000000

KIAA1822 Q0000000000000000000000000000000000000 000000000 00000000000



Additional file 2 Figure S1C

Chr 6 Sporadic RCC Normal Re-expressionin 5’-Aza
Chré-pter Methylation Methylation treated cell lines
N A
r N /_)H

NRN1 00000000000000000000000000000000000000 000000000 00000000000

GCM2 00000000000000000000000000000000000000 000000000 00000000000

= SHISTIHIA 00000000000000000000000000000000000000 000000000 00000000000

HISTIHAF  00000000000000000000000000000000000000 000000000 00000000000

HISTIH3G  00000000000000000000000000000000000000 000000000 00000000000

HIST1H4H 0000000000000000 000000000000 00000000000

HIST1H3H 0000000000000000000 00000000000

HIST1HA4]  00000000000000000000000000000000000000 00000000000

SCUBE3 HISTIHAK  00000000000000000000000000000000000000 000000000 00000000000

HISTIH3I  00000000000000000000000000000000000000 000000000 00000000000

HISTIHAL  00000000000000000000000000000000000000 000000000 00000000000

HCG9 00000000000000000000000000000000000000 000000000 00000000000

PRR3 90000000000000000000 000000000 00000000000

AlF1 00000000000000000000 000000000 00000000000

DDAH2 00000000000000000000000000000000000000 000000000 00000000000

HMGA1 00000000000000000000000000000000000000 000000000 00000000000

FANCE 00000000000000000000000000000000000000 000000000 00000000000

MDFI 00000000000000000000000000000000000000 000000000 00000000000
Centromere

C60rf150  00000000000000000000000000000000000000 000000000 00000000000

HTR1E 00000000000000000000000000000000000000 000000000 00000000000

GPR63 00000000000000000000000000000000000000 000000000 00000000000

SART2 00000000000000000000000000000000000000 000000000 EE——

EYA4 00000000000000000000000000000000000000 000000000 00000000000

ESR1 =)

Chr6-qgter



Additional file 2 Figure S1D

Chr9

Chr9-pter
Sporadic RCC Normal

Methylation Methylation

N
4 N /_M
CDKN2A  00000000000000000000000000000000000000 000000000
K CDKN2A mmb—" pk (o0 00000000000000000000000000000000000000 000000000

Centromere

EDG3 Q0000000000000000000000000000000000000 000000000
DAB2IP 00000000000000000000000000000000000000 000000000
FAM78A Q0000000000000000000000000000000000000 000000000

Chr9-gter

Re-expression in 5'-Aza
treated cell lines
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