Additional file 3 Figure S2A

Chr 5q Sporadic RCC Normal Re-expression in 5’-Aza
Methylation Methylation treated cell lines

Centromere A ~N /—/H /—H

FST 00000000000000000000000000000000000000 000000000 00000000000

RASGRF2  00000000000000000000000000000000000000 000000000 00000000000

GPR150 00000000000000000000000000000000000000 000000000 00000000000

—-cpo1 00000000000000000000000000000000000000 000000000 00000000000
FLJ90650  00000000000000000000000000000000000000 000000000 00000000000

FBN2 00000000000000000000000000000000000000 000000000 00000000000

FBN2 wmp——7"—SLC27A6 00000000000000000000000000000000000000 000000000 00000000000

/NEUROGl 00000000000000000000000000000000000000 000000000
PDLIMA==y____~ GFRA3 0000000000000000000

——~_ PCDHBI15 000000000000000000
PCDHGB4 000000000000000000 00000000000
CSF1R PCDHGC4  00000000000000000000000000000000000000 000000000 00000000000
f
(F\;P:;'a :: GLRA1 00000000000000000000000000000000000000 000000000 00000000000
~TLX3 00000000000000000000000000000000000000 000000000 00000000000
ZNF454 00000000000000000000000000000000000000 CE—
;fGRM6 00000000000000000000000000000000000000 00000000000
=/ KIAAQ676 00000000000000000000000000000000000000 000000000 EE—
~—~FLT4 00000000000000000000000000000000000000 000000000 00000000000
Chr5-qgter
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Chr 20 Methylation Methylation treated cell lines
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Additional file 3 Figure S2B
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