Legend:
[1116S-Sanger

[116S-SOLID M Shotgun-SOLID M 16S-454

Bacteria
cellular organisms

root

Actinobacteridae

Nakamurellaceae

° Bifidobacterium adolescentis

Bifidobacterium

Bifidobacterium catenulatum

Actinobacteria

Bifidobacterium dentium

Bifidobacterium longum

Bifidobacterium pseudocatenulatum

Atopobium parvulum

Coriobacteriaceae

Collinsella aerofaciens

Eggerthella

Gordonibacter pamelaeae

Slackia heliotrinireducens

Aquificales r

° Aquificaceae

Persephonella marina

Bacteroidetes/Chlorobi group

Bacteroidetps]
Ass=0 27% 1,168 68

Sum=12,581 10,454 67,556 18,270

Salinibacter

Bacteroides caccae

Bacteroides cellulosilyticus

Bacteroides clarus

Bacteroides coprocola

Bacteroides coprophilus

EIBacteroides dorei Bacteroides eggerthii
°

Bacteroides faecis

Ass=0 8 779 0O
Bacteroides finegoldii Sum=0 9 1,455 0
Bacteroides fluxus

o] Bacteroides fragilis

Ass=0 43 149 6

Bacteroides gallinarum Sum=0 108 846 237

Bacteroides helcogenes

Bacteroides ovatus

Bacteroides intestinalis
—
=l

Ass=0 98 10 O

Bacteroides plebeius Sum=0 98 267 0

Bacteroides salanitronis

Bacteroides sp.

Bacteroides sp. 1_1_14
Ass=8,629 3,G76—37749—7739—° Bacteroides sp. 1_1_6
_ Sum=11,210 451656435 —16;2*Bacteroides sp. 20_3
Bacteroidaceae Bacteroides sp. 2_1_16
As 1,052 Bacteroides sp. 2_1_22
SU ; ;2067 Bacteroides sp. 2_1_33B
DBactermdes sp.2.1.7 Bacteroides sp.2 2 4
Bacteroides sp. 3_1_19 Ass=0 3 231 0
* Bacteroides sp. 3_1_23 Sum=0 3 231 0
Bacteroides sp. 3_1_33FAA
Bacteroides sp. 3_1_40A
Bacteroides sp. 3_2_5
Bacteroides sp. 4_1_36
Bacteroides sp. 4_3_47FAA
Bacteroides sp. 9_1_42FAA
Bacteroides sp. AR20
Bacteroides sp. D1
Bacteroides sp. D2
° Bacteroides sp. D20 . -
Bacteroides sp. D22 Bacteroides stercoris
Bacteroidales Bacteroides sp. DJF_B097 Ass=0 342 1 3
Bacteroides sp. R6 Bactergi__g‘eé thetalé’taémicré
acteroides sp. WA1
@ Ass=0 64 0 0
mM=0_ 64 a (0
=
Ass=2,581 3 5 63
* Bacteroides xylanisolvens SUmM=2,581 3 1,259 63
Barnesiella |BaCLIdGSVU|gatLS|
Butyricimonas Butyricimonas synergistica Ass=0 32 252 11
Odoribacter Butyricimonas virosa Sum=0 32 1,068 8,163
Ass39 37 0 0 S _ [odoribacter splanchnicus]
IPofphyromonadaceae | Sum=403 185 783 0 Palucl::ijlbacteré)ro;zjlommgeneﬁ\sszdfo3 148 0 0
— . Parabacteroides distasonis
gﬁ?n=484 529 2582 Parabacteroides |l Parabacteroides johnsonii SuM=403 1‘_18 783 0
’ ss=0 159 632F6 ) Parabacteroides merdae |
Sum=0 184 1,768—© Parabacteroides sp. D13 Ass=0 24 0 O
Porphyromonas |, ° Porphyromonas endodontalisSum=0 24 1,016 0
; ° Porphyromonas gingivalis
Alloprevotella tannerae
Paraprevotella xylaniphila
Prevotella amnii
Prevotella bergensis
Prevotella bivia
Prevotella bryantii
Prevotella buccae
Prevotella buccalis
P ol ° Prevotella copri
revotellaceae ° Prevotella denticola
= Prevotella disiens
Ass=0 1856 Prevotella melaninogenica
Sum=0 1§—t64 6 Prevotella multiformis

Prevotella oralis

Prevotella oris

Prevotella ruminicola

Prevotella salivae

Prevotella sp. oral taxon 317

° Prevotella timonensis

n 11
Ehstl;w

° Prevotella veroralis

Ass=

Rikenellaceae Su m;

1o0TT

6/ 7 3/

Ass=0 1 0 106

Alistipes putredinis

Ass=0 5 0 0

Alistipes sp. DUF_B185 Sum=0 1 9 106

Sum=0 85 56 143

Alistipes sp. HGB5

Alistipes sp. RMA 9912

Candidatus Symbiothrix

Cytophagaceae

Dyadobacter fermentans

Hymenobacter sp. 1N-12

Flavobacteriaceae

® Spirosoma linguale

Sphing

°® Capnocytophaga ochracea

obacteriales

Flavobacteriaceae bacterium 3519-10

Sphingpbacteriaceae

Chitinophaga pinensis

Mucilaginibacter paludis

Sphingobacterium sp. 21

Bacteroidetes oral taxon 274

Chlamydiae/Verrucomicrobia group

Chlorobiaceae

. Cyanobacteria |

Victivallis vadensis

Akkermansia muciniphila

Ass=43,387 29,
Sum=43,387 29

81 3 R,QF\A
Q25 7 R7QﬂA

Gloeobacter violaceus

-

° Nostocaceae

Chroococcales

Chamaesiphon

Oscillatoriophycideae

Cyanothece

Synechococcus

Oscillatoriales

Chlorogloeopsis

Deferribacteres <phylum>

Deinococcus

Elusimicrobium minutum

Fibrobacteres/Acidobacteria group

°® uncultured bacterium

Acidobacteriaceae

Bacillus

Fibrobacter succinogenes

Bacillaceae

Bacillus cereus group

Bacillales

Bacillus megaterium

Bacilli

Geobacillus

Gemella

Listeria

Aerococcaceae

Paenibacillus sp. JDR-2

Abiotrophia defectiva

° Eremococcus coleocola

° Granulicatella adiacens

Lactobacillales

Enterococcus

Enterococcus faecalis

Enterococcus faecium

Lactobacillus ruminis

Streptococcaceae Streptococcus

Lactococcus lactis

Streptococcus mitis

Streptococcus pneumoniae

Alkaliphilus

Alkaliphilus metalliredigens

Alkaliphilus oremlandii

® Clostridium acetobutylicum

® Clostridium asparagiforme

Clostridium beijerinckii

Clostridium bolteae

Clostridium botulinum

Clostridium butyricum

Clostridium carboxidivorans

Clostridium cellulolyticum

Clostridium cellulovorans

Clostridium disporicum

® Clostridium hathewayi

lostridiaceae

® Clostridium hylemonae

L
=

ASS=U | U U

lostridium| |-

Clostridium leptum

Sum=0 13 279 O

Clostridium methylpentosum

Ass=0 1156

Clostridium nexile

Sum=0 122

Clostridium papyrosolvens

Clostridium perfringens

Clostridium phytofermentans

Clostridium saccharolyticum

Clostridium scindens

® Clostridium sp. 7_2_43FAA

® Clostridium sp. D5

Clostridium sp. HGF2

Clostridium sp. L2-50

Clostridium sp. M62/1

Clostridium sp. SS2/1

Clostridium symbiosum

Clostridiales Family XI. Incertae Sedis

Clostridium thermocellum

Anaerococcus vaginalis

Parvimonas micra

° Anaerofustis stercorihominis

Eubacterium cellulosolvens

Ass=0 2 53 O

Eubacterium eligens

Eubacteriaceae

4|

Sum=0 2 35518 0
19

Eubacterium hallii

|
Ass=0 0 17 0 &

Eubacterium limosum

Sum=0 2 3,521 0

© Eubacterium rectale

Eubacterium siraeum

Eubacterium ventriosum

Pseudoramibacter alactolyticus

Clostridiales
Clostridia

Firmicutes

Heliobacterium modesticaldum

Acetitomaculum

Anaerostipes

Anaerostipes caccae

Anaerostipes sp. 3_2_56FAA

[Ruminococcus] gnavus

Blautia|

[Ruminococcus] obeum

Ass=0124 0 0

[Ruminococcus] torques

Sum=0

24 310 0O

Blautia hansenii

Blautia hydrogenotrophica

Butyrivibrio

Butyrivibrio crossotus

Butyrivibrio fibrisolvens

° Butyrivibrio proteoclasticus

Cellulosilyticum lentocellum

Oprococcus

Coprococcus catus

Coprococcus comes

Lachnospiraceae |

Coprococcus eutactus

Ass=0 42 716
ds

Ass=10,806 2,345 99 6

Coprococcus sp. ART55/1

Sum=14,193 3,130 1,04

Dorea formicigenerans

Ass=645 760 562
Sum=35,402 15

119

658 14,037

@ -

Dorea longicatena

° Lachnoanaerobaculum saburreum i
0| Lachnospira

<}

Oribacterium

° Marvinbryantia formatexigens Ass=726 297 0 0

Moryella Sum=726 297 0 0

Oribacterium sinus

Roseburia

Oribacterium sp. oral taxon 078

SS=c,

614305

Roseburia intestinalis

Roseburia inulinivorans

—————StR=2661—286—96—3085———- ghyttleworthia satelles

Syntrophococcus

Lachnospiraceae bacterium 2_1_46FAA

Lachnospiraceae bacterium 3_1_46FAA

° Lachnospiraceae bacterium 4_1_37FAA

Lachnospiraceae bacterium 5_1_63FAA

unclassified Lachnospiraceae

Lachnospiraceae bacterium 6_1_63FAA

Lachnospiraceae bacterium 8_1_57FAA

Lachnospiraceae bacterium 9_1_43BFAA

Lachnospiraceae bacterium DJF_CP76

Lachnospiraceae bacterium DJF_RR61

Lachnospiraceae oral taxon 107

Desulfitobacterium hafniense

Peptococcaceae

Desulfotomaculum acetoxidans

® Syntrophobotulus glycolicus

Thermincola potens

[Clostridium] bartlettii

Peptostreptococcaceae

[Clostridium] difficile

[Clostridium] hiranonis

[Clostridium] sticklandii

[Eubacterium] yurii

Peptostreptococcus stomatis

Acetivibrio cellulolyticus

I-\SS=O@5 227 0438

° Anaerotruncus colihominis
° Ethanoligenens-harbi

aecalibacterium prausnitzii

Ass=0 323 47 0

SUm=5,645 2,450

05 #38Fastidiosipila

Ruminococcaceae

Ass=2,258 1,107 14 1,306

Oscillospira ~ Sum=0 m
Papillibacter uminococcus albu
1e] Ass=0 17 34 0
(s Sum=0—317-640

Sum=11,451 4,699 640 1,767

Ruminococcus bromii

Ruminococcus callidus s=0 121 0 O

[Ruminococcus|z]

Rumi h I
uminoCOCCUS Champane ens@jmﬂ) 121 221 0

Ass=3,548 9

Ruminococcus flavefaciens

° Ruminococcus lactaris

Sum=3,548 1,p63—884—2———¢ Ryminococcus sp. 16442

Ruminococcus sp. 5_1_39BFAA

Ruminococcus sp. SR1/5

ubdoligranulum

Sporobacter

Subdoligranulum sp. DJF_VR33k2

Ass=0 62 0 0 -

Subdoligranulum variabile

Q. £\ L2.0.
QUITI=U O 4 U

Ruminococcaceae bacterium D16

[Bacteroides] pectinophilus

unclassified Clostridiales

° Pseudoflavonifractor capillosus

° butyrate-producing bacterium SM4/1

unclassified Clostridigles (miscellaneous)

butyrate-producing bacterium SS3/4

Clostridiales bacterium 1_7_47FAA

Clostridiales genomosp. BVAB3

Thermoanaerobacterales

Halanaerobium hydrogeniformans

Thermoanaerobacter

Caldicellulosiruptor

Bulleidia extructa

Catenibacterium mitsuokai

°* Coprobacillus sp. 29_1

* Holdemania filiformis

Turicibacter ,

Solobacterium moorei

Erysipelotrichaceae L

Turicibacter sanguinis

Turicibacter sp. HGF1

Clostridium ramosum

Clostridium spiroforme

unclassified [Erysipelotrichaceae

Eubacterium biforme

Eubacterium cylindroides

Eubacterium dolichum

unclassified Erysipelotrichacg¢ae (miscellaneous)

° Erysipelotrichaceae bacterium 3_1_53

Acidaminococcus

° Erysipelotrichaceae bacterium 5_2_54FAA

Acidaminococcaceae

Acidaminococcus fermentans

Selenomonadales

Acidaminococcus sp. D21

Phascolarctobacterium succinatutens

Dialister invisus

Dialister sp. GBA27

Dialister sp. oral clone BS095

Megasphaera genomosp. type_1

Mitsuokella multacida

° Selenomonas ruminantium

® Thermosinus carboxydivorans

Veillonella

Cetobacterium

Dialister
Veillonellaceae
Fusobacteriaceae
Fusobacteriales L
Leptotrichiaceae

Fusobacterium mortiferum

Leptotrichia goodfellowii

Sebaldella termitidis

Nitrospiraceae

Gemmatimonadaceae

Leptospirillum

Thermodesulfovibrio yellowstonii

Alphaproteobacteria

° Dinoroseobacter shibae

Thalassospira

Sphingomonadaceae

Alcaligenaceae

Burkholderiales
e Sutterellaceae

Burkholderia

Parasutterella excrementihominis

Sutterella wadsworthensis

Burkholderiales bacterium 1_1_47

Nitrosomonadaceae
6l Bilophila wadsworthia

Betaproteobacteria <)
Proteobacteria ? =
Ass=0 15 9 17 Desulfovibrionaceae |
Sum=2,984 40q 143 97 Ass=0 45 0 0
r=| =
= Deltaproteobacteria Sum=a0s 19 5 0

Desulfuromonadales

Desulfovibrio Ass=403 20 0 O

delta/gpsilon subdivisions

° Geobacter Sum=403 20 8 0

Pelobacteraceae

Syntrophobacter fumaroxidans

Campylobacterales Campylobacter :

Campylobacter concisus

Campylobacter jejuni

Helicobacter

Succinatimonas hippei

Gammaproteobacteria

Escherichia coli

Acinetobacter

® Vibrio

Spirochaetales

° Brachyspira hyodysenteriae

Spirochaetaceae

Sphaerochaeta coccoides

Spirochaeta smaragdinae

Pyramidobacter piscolens

Mollicutes

Mesoplasma florum

unclassified Bacteria

Mycoplasma

candidate division TM7

mixed culture bacterium AX_gF3SD01_15

Archaea

Eukaryota

® uncultured organism

° Shuttle vector pBA



