
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Additional Figure 5: SEED-based functional analysis of ‘Shotgun-SOLiD’ dataset. 

SEED-based functional analysis of ‘Shotgun-SOLiD’ dataset computed using MEGAN. 

Numbers in the tree indicate the number of assigned reads to each SEED subsystems. 

Different functional roles are grouped into subsystems. One read can be assigned to more than 

one functional role. Circles are scaled logarithmically to indicate the number of assigned of 

reads. 

 

 

 

 

 

Carbohydrates 39409
Cofactors, Vitamins, Prosthetic Groups, Pigments 7208
Virulence 19399
Sulfur Metabolism 1979
Stress Response 3296
Protein Metabolism 17414
RNA Metabolism 7931
Motility and Chemotaxis 384
Secondary Metabolism 432
Amino Acids and Derivatives 12264
Nitrogen Metabolism 1195
Clustering-based subsystems 4582
Fatty Acids, Lipids, and Isoprenoids 2860
Nucleosides and Nucleotides 5050
Cell Wall and Capsule 10581
Metabolism of Aromatic Compounds 1340
DNA Metabolism 11144
Phages, Prophages, Transposable elements 4914
Membrane Transport 2535
Respiration 4324
Miscellaneous 599
Cell Division and Cell Cycle 3352
Dormancy and Sporulation 174
Regulation and Cell signaling 3472
Phosphorus Metabolism 2030
Potassium metabolism 99
Not assigned 944064
No hits 5801435

SEED 0


