G0:0043169~cation binding
G0:0043167~ion bindin
G0:0046872~metal ion binding
G0:0033279~ribosomal subunit
G0:0005509~calcium ion binding
G0:0006414~translational elongation
G0:0022626~cytosolic ribosome
GO 0042802~|den||ca| protel;l binding
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nerve impulse
GO 000557B>pr0(e|naceous extracellular matrix
G0:0031012~extracellular matrix
G0:0022838~substrate specific channel activity
GO 0015267~channe| activity

GO:00: transporter activity
GO: 0005261>Ea||0n channel activity

G0:0046873~metal ion transmembrane transporter activity
G0:0022836~gated channel activity

G0:0005216~ion channel activity

G0:0006811~ion transport

G0:0006812~cation transport

G0:0030001~metal ion transport

G0:0042995~cell projection

22:3200902%91! rporphogenesis
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G0:0048812~neuron projection morphogenesis
G0:0048858~cell projection morphogenesis

G0:0000904~cell morphogenesis involved in differentiation
G0:0048667~cell rnorphogenesns involved in neuron differentiation
G0:004239: potential

G0:0042981 of apoptosis

G0:0010941- ion of cell death

GO:004306 of cell death

G0:0046914~transition metal ion binding
G0:0031175~neuron pmjecl\nn development
G0:0007409~axonogenesis

GO 0005285~neganve regu\anon of cell proliferation

GO'0015934~Iarge ribosomal subunit
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GO:00 of metabolic process
GO: 0051174~regu|a(|cn of phosphorus metabolic process
G0O:0005840~ribosom
GO 0051592~resp0nse to calcium ion

0005604~basement membrane
GO :0003735~structural constituent of ribosome
eo 0042325~regula(|cn of phosphorylallnn
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part
GO 0005 reticulum
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GO:0031

G0:0005829~¢; yl sol
G0:0042127~regulation of cell proliferation
G0O:0044420~extracellular matrix part

GO:00301¢ diffe
GO 0005739»m||0ch0nd1l0n

eo 0010033~resp§nse to organic substance

9898~extrinsic to
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GO 0001666~response to hypoxia
G0:0014070~response to organic cyclic substance
G0:0070482~response to oxygen levels
G0:0006928~cell motion

G0:0044092~negative regulation of molecular function
G0:0009991~response to extracellular stimulus
G0:0010243~response to organic nitrogen
G0:0050767~regulation of neurogenesis
G0:0000267~cell fraction

G0:0005794~Golgi apparatus

GO:0044456~synapse part

G0:0045202~synapse

G0:0005626~insoluble fraction
G0:0031410~cytoplasmic vesicle
G0:0031982~vesicle

G0:0015935~small ribosomal subunit
G0:0010035~response to inorganic substance

GO 0010810~regu|atlcn Of cell-substrate adhesion
051 of nerve impulse

GO 0022627~cy|oschc small ribosomal subunit

G0:0050804~regulation of synaptic transmission
GO 0008284~pusmve regulauun of cell proliferation
G0:0048870~cell motility
GO: 0051674~Ioca\lzallun of cell
GO:005

54~ sen;pr of ical stimulus

GO0 regulation of process
go 0030424-axun

eo 0032265~regu|a(|on of cellular protein metabolic process
G0O:0009628~response to abiotic stimulus
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GO 00 plic transmission,
105 g regu\almn of metabolic process
regulation of metabolic process

GO 0005516~Da\m0dulln binding
GO 0042326~negatlve regulation of phosphorylation

GO 0044429~m||00h0nd1lal part
sel

GO 005133B~regulauon of transferase actlvuy
GO 003

GO 0045595~neganve regulation of cell differentiation

€Tl

(44N

to plasma
GO 0031983~veswc\e lumen

G0:0005887~integral to plasma membrane
G0:0006816~calcium ion transport
G0:0060205~cytoplasmic membrane-bounded vesicle lumen
G0:0010038~response to metal ion

G0:0005262~calcium channel activity

G0:0030054~cell junction




