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Figure S1 Population ancestry of strains inferred by InStruct. Populations are color-coded and the proportion of population
ancestry assigned to each strain is indicated by bar height. Strain ancestry is shown assuming 8, 9 and 10 populations (K), with
the order of strains based on K =9 and color-coding of major populations matching that of K=9.

2SI G. A. Cromie et al.



