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Figure S1   Coding variants private to Malaysian yeast strains in iron-metabolism genes.  Each panel shows the coding variants private to 
Malaysian yeast in one iron-metabolism protein, with the variants denoted as stars in a cartoon of the protein’s domain organization at top, and a 
protein-coding alignment below for the region containing the Malaysian variant, using sequence and strain identifiers from (LITI et al. 2009).  (A) 
Yap5p; (B) Ccc1p; (C) Aft1p.  Non-synonymous coding variants private to the Malaysian population are indicated in red.  bZIP_1, basic leucine zipper 
domain, PFAM clan 1; VIT1, vacuolar iron transport domain; AFT, activator of iron transcription domain; NLS, nuclear localization signal. 
 


