A (UASEyeYW UAS(Ts)Ey(e)AY tsW (EF1)Ey(e)YW
9% 8% 9%
8% 1
7% 8%
sl Ph - Ph 1 Ph
l 6% - 75 l
™ %o g o
£ 5% E" = 5% 4
X a% 4 S X o
3% 8% 1 3% -
2% 2% 2% -
1% - 1% - 1%
0% eSS, - N e 4
P P PP PP Ty P P P P o PP P P PP
ALUAS AUUAS AUAS ATs aTs Als AER AER AEf
bxd ras64B E bxd ras64B E bxd ras64B
B  (UAS)Ey@e)YW UAS(TS)Ey(e)AY tsW
14% 14%
|
12% 12%
Sfmbt Sfmbt
10% 10% -
2 8% - 2 8%
| =
R 6% X 6%+
a% - % -
2% 4 2% +
0% - - - 0% -
P P P P P PP PP PP
AUAS AUAS AUAS aATs aTs aTs
bxd ras64B E bxd rast4dB E

Supplementary Figure S2 Results of ChIP with antibodies to (a) Ph and (b) Sfmbt. Diagrams
summarize the results of ChIP with specific antibodies followed by real-time PCR. The ordinate
shows the percentage of target sequences in the immunoprecipitated material relative to the input
(10% of total crosslinked chromatin), with the genome regions for which DNA enrichment was
tested being indicated on the abscissa: bxd, positive control; ras64B, negative control; E, eye
enhancer of the white gene. “P” indicates that ChIP experiments were performed with a parental
transgenic line indicated above diagram; “PAUAS” — deletion of the UAS promoter; “PATs” —
deletion of the 702-bp SV40 terminator; “PAEF1” — deletion of the EF1 promoter. Vertical lines
indicate standard deviations. All ChIP experiments were performed with heads of homozygous
transgenic lines in the o background lacking the endogenous eye enhancer and white gene.
Background immunoprecipitation (the average normalized level after chromatin treatment with a
nonspecific antibody) was subtracted from normalized specific ChIP signals (obtained with

specific antibodies) at each position.



