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Figure S1. Characterization ubiquitin C-terminal  thiol and mixed disulfide, related 
to Figure 1A. 
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Ubiquitin C-terminal thiol  and the corresponding  mixed disulfide were purified by  RP-HPLC 
and characterized by mass spectrometry.

Figure S2. Characterization  of unmodified and monoubiquitinated α-synuclein 
proteins, related to Figure 1. 
A) Unmodified α-synuclein  and all  nine monoubiquitinated analogs were separated by  SDS-
PAGE and visualized by  coomassie blue staining. B) Unmodified α-synuclein and all  nine 
monoubiquitinated analogs were analyzed by  light  scattering and plotted as mass percentage 
against Stokes radius.



Figure S3. Proteasome-dependent  degradation  of monoubiquitinated α-synuclein, 
related to Figure 3.
Unmodified or  monoubiquitinated α-synuclein  proteins were incubated in  triplicate with  26S 
proteasome for the indicated lengths of time. The proteasome inhibitor  MG132  (100 µM)  was 
added as indicated. The proteins were separated by SDS-PAGE and stained with colloidal silver.


