SUPPLEMENTARY TABLE S2. EXOGLYCOSIDASE DIGESTIONS OF PEPTIDE-N4-(/N-ACETYL-B-GLUCOSAMINYL)
ASPARAGINE AMIDASE F-RELEASED N-GLYCANS DERIVED FROM UNDIFFERENTIATED AND ADIPOGENICALLY

DIFFERENTIATED BONE MARROW MESENCHYMAL STEM CELLS

Found N-glycan structures Cell type Consecutive enzymatic digestions
m/z Composition Proposed structure MSC Aday5 Aday15 N G H F
11716  H3N2 o m ] X X X ud ud ud ud
1334.6 H5N1 >.>_. X X X ud ud ud ud
1345.6  H3N2F1 :>_._I X X X ud ud ud d
13756 H4N2 - o>0-u-a X x x ud ud ud ud
14167  H3N3 B-{>0-u-a X x X ud ud d ud
1538.7  H6N1 b_. X X X ud ud ud ud
1579.7  H5N2 >.>_._. X X X ud ud ud ud
1590.8  H3N3F1 l—[b_._l X X X ud ud d d
16208  H4N3 o-a-|3>0-u-a X x x ud d d ud
1742.8  H7N1 .—{b_. X X X ud ud ud ud
1783.8  H6N2 b_._. X X X ud ud ud ud
17949  H4N3F1 o-.-l:;._._l X x X ud d d d
18249  H5N3 om0 X x x ud d d ud
18359  H3N4F1 :}_._I X X X ud ud d d
1865.9  H4N4 9—“ X X X ud ud d ud
19409  S1H5N2 p ooy | X X X d d d ud
19469  H8NI1 2% 90— b_. X X X ud ud ud ud
19819  SIH4N3 oo-u0-ma X x x d d d ud
1999.0 H5N3F1 o_:}_._l X X X ud d d d
2040.0  H4N4F1 o—[:},_.l X X X ud d d d

(continued)



SUPPLEMENTARY TABLE S2. (CONTINUED)

Found N-glycan structures Cell type Consecutive enzymatic digestions

m/z Composition Proposed structure MSC Aday5 Aday15 N G H F

2070.0 H5N4 X X X ud d d ud

2145.0  SIH6N2

2151.0 HON1
2156.0  S1H4N3F1

2186.0  SIH5N3

22441  H5N4F1
22741  H6N4
2360.1  S1H5N3F1

2390.1  SIH6N3
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24011  SIHAN4FI o—o—[:}_._l X x x d d d d
24312  SIH5N4 o—|g::>o-|-l X X X d d d ud

24612  GIH5N4 o—[g::)—'—! X X x d d d ud

24892  H5N5F1 o—.—[o':}. .I
25192  H6N5 o--[g}.-- X x X ud d d ud

2605.3  SIH5N4F1 ._[x}’"l X X X d d d d
26353 SIHN4 SO H O g g
O—

26933  H6NS5F1 o—n—[g:}___l X X X ud d d d
27513 S2H6N3 o-"_o_b._._. X X d d d ud

27923  S2H5N4 pE=De 2 2 X x X d d d ud

(continued)
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SUPPLEMENTARY TABLE S2. (CONTINUED)

Found N-glycan structures Cell type Consecutive enzymatic digestions

m/z Composition Proposed structure MSC Aday5 Aday15 N G H F

28504 SIHSNS5F1 < ’_"‘[0-::)._.1 X X X d d d d
28804  S1H6NS "[:}.-H X x X d d d ud
o

2966.4  S2H5N4F1 m.l X X X d d d d
2x9—
29964  S2H6N4 o_[g:::;o—-—- X x x d d d d
30545 SIH6NSF1 0@ [O-I-O\‘._._I X X X d d d d
*~lomw

30845 H7N5SI ;IE?-H X X x d d d d

31425 H7N6F1 o 29._._1 X x x ud d d d
3329.6  SIH7N6 i X d d d d

. gb)-.- X X u
2% §—

34157  S2H6NSF1 - I x x d d d d
O_.

34457  S2H7N5 2 o—l g'_:}.-.-. X x X d d d d
O

oy swr CTRSesd x . x4 a4 4
3602.7  S3H6N5 g?—ﬂ X X X d d d ud

3690.8 S2H7N6 2% o— X X X d d d ud

37768  S3H6NSF1 E@-—I X X X d d d d
o
3806.8  S3H7N5 et gp—l-l X X x d d d d

3864.9  S2H7N6F1 Pl

o
38949  S2H8N6 2% @I—I X X d d d d

(continued)




SUPPLEMENTARY TABLE S2. (CONTINUED)

Found N-glycan structures Cell type Consecutive enzymatic digestions
m/z Composition Proposed structure MSC Aday5 Aday15 N G H F
39649  SAH6NS o—Eg?-H X X d d d ud
4052.0  S3H7N6 3x— X d d d ud
4226.1  S3H7N6F1 i E?—.—I X X X d d d d
3xo—
4587.3  S4H7N6F1 X X X d D d d

x denotes the presence of a peak in the MALDI-TOF mass spectra of the corresponding N-glycome of MSCs or adipogenically differentiated
MSCs (A) day 5 and 15 of differentiation. Note that some low abundant structures were not observed in the mass spectrum after
exoglycosidase digestion and were therefore, not listed here.

N, Arthrobacter ureafaciens neuraminidase; G, bovine testes B-galactosidase; H, f-N-acetylhexosaminidase recombinant from Streptococcus
pneumoniae, expressed in Escherichia coli; F, bovine kidney o(1-2,3,4,6) fucosidase; d, digested; ud, undigested; H, hexose; N, N-
acetylhexosamine; F, deoxyhexose; S, N-acetylneuraminic acid.





