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Figure S1. Density plot of distribution of bacterial A) OTUs and B) reads in the 115 plant root

systems of B. vivipara (green) and the 63 adjacent soil samples (brown).



Figure S2. A shows a typical Bistorta vivipara root system attached to the rhizome. B shows

a magnified part of A, where the root thread, EcM tips and mycelia are highlighted.
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Figure S3. The sampled plot of Bistorta vivipara root systems (green filled circles) and soil
samples (brown open circles). Certain places, there was an overlap between the plant
samples and soil samples. Samples that were not included in downstream analyses are

removed from the plot.



Table S1. G-test of independence of the bacterial OTUs appearing in the 115 Bistorta vivipara plant root samples and 63 soil samples.

Bonferroni

soil

oTU g_prob _correc_t_ed o:)_ P:;rt“ ::;Zesm _o soil_est ::;Zesm Phyla Class Order Family
probability s - S
2911 6.74E-12 1.35E-09 51 32.95 154.78 0 18.05 0.00 AD3 JG37-AG-4 Unknown Unknown
6114 6.74E-12 1.35E-09 51 32.95 154.78 0 18.05 0.00 Chloroflexi Anaerolineae Unknown Unknown
7763 6.74E-12 1.35E-09 51 32.95 154.78 0 18.05 0.00 Chloroflexi Ktedonobacteria Thermogemmatisporales Unknown
9113 2.52E-15 5.05E-13 62 40.06 154.78 0 21.94 0.00 Chloroflexi Unknown Unknown Unknown
4988 4.86E-11 9.73E-09 48 31.01 154.78 0 16.99 0.00 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
491 3.77E-18 7.54E-16 70 45.22 154.78 0 24.78 0.00 Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae
638 1.74E-12 3.48E-10 53 34.24 154.78 0 18.76 0.00 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
3139 5.26E-25 1.05E-22 86 55.56 154.78 0 30.44 0.00 Chloroflexi Ktedonobacteria Thermogemmatisporales Unknown
1232 8.86E-18 1.77E-15 69 44.58 154.78 0 24.42 0.00 Unknown Unknown Unknown Unknown
8523 9.26E-11 1.85E-08 47 30.37 154.78 0 16.63 0.00 Unknown Unknown Unknown Unknown
606 5.05E-14 1.01E-11 58 37.47 154.78 0 20.53 0.00 Chloroflexi Ktedonobacteria Thermogemmatisporales Unknown
4680 1.66E-25 3.32E-23 87 56.21 154.78 0 30.79 0.00 Chloroflexi Ktedonobacteria Thermogemmatisporales Unknown
1686 9.07E-22 1.81E-19 79 51.04 154.78 0 27.96 0.00 Acidobacteria Acidobacteria Acidobacteriales Koribacteraceae
8581 2.54E-11 5.07E-09 49 31.66 154.78 0 17.34 0.00 Chloroflexi Ktedonobacteria Thermogemmatisporales Unknown
6952 2.54E-11 5.07E-09 49 31.66 154.78 0 17.34 0.00 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
1256 1.04E-13 2.09E-11 57 36.83 154.78 0 20.17 0.00 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
9042 1.75E-10 3.50E-08 46 29.72 154.78 0 16.28 0.00 Unknown Unknown Unknown Unknown
8079 8.71E-13 1.74E-10 54 34.89 154.78 0 19.11 0.00 Unknown Unknown Unknown Unknown
7662 7.08E-17 1.42E-14 72 47.16 152.66 1 25.84 3.87 Chloroflexi Ktedonobacteria Thermogemmatisporales Unknown
1018 1.01E-13 2.01E-11 63 41.35 152.36 1 22.65 4.41 Chloroflexi Ktedonobacteria Thermogemmatisporales Unknown
7767 1.54E-11 3.07E-09 56 36.83 152.07 1 20.17 4.96 ™7 T™M7-1 Unknown Unknown
5493 2.21E-10 4.43E-08 52 34.24 151.86 1 18.76 5.33 ™7 T™M7-1 Unknown Unknown
1573 2.79E-09 5.58E-07 48 31.66 151.62 1 17.34 5.77 Unknown Unknown Unknown Unknown
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Table S2. Accession numbers and species names for sequences used in primer design

Species name Group Accession number
Uncultured acidobacterium Acidobacterium 795734
Corynebacterium bovis Actinobacteria AF311417
Rhizobium sp. Alphaproteobacteria AF345540
Bacteroides fragilis Bacteroidetes X83950
Burkholderia gladioli Betaproteobacteria S55001

Kouleothrix aurantiaca Chloroflexi AB079638
Enterococcus sp. Firmicutes AM884197

Verrucomicrobia bacterium
Auxis rochei

Arabidopsis thaliana
Pfiesteria piscicida

Leucostoma persoonii

Verrucomicrobia
Vertebrate
Flowering plant
Protist

Sac fungi

S 002445559

AB193568

X16077

AF330617

M83259




Table S3. The OTUs that appeared in the negative control, and were removed in the

downstream analyses. OTU gives the OTU ID, RS gives the average number of reads in each

root sample, S gives the average number of reads in each soil sample. Neg gives the

observed number of reads in the negative control. Phyla, class, order and family gives the

taxonomic annotation of the OTU removed.

oTuU RS S Neg. Phyla Class Order Family

6820 1.07 0.86 1 Acidobacteria Acidobacteria-6 ii1-15 Unknown

3642 14.71 0.32 7 Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae
3925 0.04 0.00 1 Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae
7946 0.10 0.05 3 Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae
3449 0.47 0.00 1 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae
6222 0.11 4.21 2 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae
7498 0.14 0.38 3 Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae
7642 0.05 0.11 2 Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae
8460 3.92 2.29 32 Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae
2328 0.10 0.00 1 Actinobacteria Actinobacteria Actinomycetales Unknown

7930 2.68 0.00 3 Actinobacteria Actinobacteria Actinomycetales Unknown

4188 0.00 0.21 1 Actinobacteria Actinobacteria Actinomycetales Yaniellaceae

739 0.09 0.05 16 Armatimonadetes Chthonomonadetes Chthonomonadales Chthonomonadaceae
1082 0.02 0.02 6 Armatimonadetes Chthonomonadetes Chthonomonadales Chthonomonadaceae

8893 0.02 0.08 80 Bacteroidetes Sphingobacteriia Sphingobacteriales Chitinophagaceae

5441 2.09 46.00 1 Chloroflexi Ellin6529 Unknown Unknown

1887 0.08 0.00 3 Chloroflexi Ktedonobacteria Thermogemmatisporales Unknown

6146 11.20 0.29 29 Chloroflexi Ktedonobacteria Thermogemmatisporales Unknown

8492 0.03 0.00 2 Firmicutes Bacilli Bacillales Staphylococcaceae
1273 0.02 0.17 41 Firmicutes Bacilli Bacillales Unknown

7579 0.00 1.40 17 Firmicutes Bacilli Bacillales Unknown

9017 0.01 25.94 488 Firmicutes Bacilli Bacillales Unknown

9497 0.00 0.13 11 Firmicutes Bacilli Bacillales Unknown

8731 0.04 2.41 26 Firmicutes Bacilli Lactobacillales Streptococcaceae
1451 0.00 0.17 2 Firmicutes Bacilli Unknown Unknown

2108 0.00 0.19 2 Firmicutes Bacilli Unknown Unknown

4091 0.02 8.46 23 Firmicutes Bacilli Unknown Unknown

5391 0.00 0.02 18 Firmicutes Bacilli Unknown Unknown

5556 0.00 0.05 5 Firmicutes Bacilli Unknown Unknown

5711 0.00 0.17 3 Firmicutes Bacilli Unknown Unknown

9103 0.00 0.27 1 Firmicutes Bacilli Unknown Unknown

9298 0.01 7.17 59 Firmicutes Bacilli Unknown Unknown

9487 0.01 0.00 14 Planctomycetes Planctomycetia Pirellulales Pirellulaceae

703 0.00 0.03 46 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
665 0.03 0.00 4 Proteobacteria Alphaproteobacteria Caulobacterales Unknown
2363 0.33 0.33 167 Proteobacteria Alphaproteobacteria Caulobacterales Unknown
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