Orobanche cluster size distribution (from combined dataset)
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Phelipanche cluster size distribution (from combined dataset)
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O. cumana
Genomic proportion (%)
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O. gracilis
Genomic proportion (%)
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O. crenata
Genomic proportion (%)
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Genomic proportion (%)

O. pancicii
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Genomic proportion (%)
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P. purpurea
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P. lavandulacea
Genomic proportion (%)
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P. ramosa
Genomic proportion (%)
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