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L. philippensis

Min: 0.010%   Max: 5.640%   Median: 0.024% 
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S. americana

Min: 0.010%   Max: 2.320%   Median: 0.028% 
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O. cumana

Min: 0.011%   Max: 3.444%   Median: 0.040% 
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O. gracilis

Min: 0.010%   Max: 5.457%   Median: 0.041% 
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O. crenata

Min: 0.010%   Max: 5.151%   Median: 0.045% 
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O. pancicii

Min: 0.010%   Max: 5.494%   Median: 0.045% 
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P. purpurea

Min: 0.010%   Max: 4.879%   Median: 0.046% 
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P. lavandulacea

Min: 0.011%   Max: 6.500%   Median: 0.049% 
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P. ramosa

Min: 0.010%   Max: 7.630%   Median: 0.043% 


