Pancreatic duct fluid composite proteome

biomarkers Duct fluid numbers
UniProt ID Title Mass 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27
ALBU_HUMAN Serum albumin 71317 4.34| 5.54| 7.87| 6.24| 3.14| 6.62| 7.87| 7.87| 8.82| 6.62| 5.89| 9.33| 7.87| 7.87 7.02| 2.06| 4.34| 3.14| 1.14| 2.56| 5.89| 7.87| 8.82| 7.87| 7.87| 5.54
TRFE_HUMAN Serotransferrin 79280 0.44| 2.44| 3.95[ 352| 0.15| 1.86| 3.12| 551| 6.82| 2.44| 081| 3.52| 3.95| 3.52 5.82| 1.08| 0.73| 1.08| 0.26/ 0.98| 1.38| 5.82| 3.12| 5.22| 3.95| 1.99
APOAL_HUMAN Apolipoprotein A-| 30759 0.12| 3.51 1| 4.07| 3.51| 6.18] 5.39] 1.53 1| 0.59] 4.07 7.06 0.26| 0.26 1 1| 1.53] 3.02| 2.58| 0.59
ALAT_HUMAN Alpha-1-antitrypsin 46878| 0.26 1 1.93] 1.16| 0.17| 1.33] 1.93| 2.69| 5.82| 1.71| 2.69| 2.42| 2.69 3.3| 1.51| 2.16| 1.71| 0.47| 0.17| 0.59| 1.71] 0.36] 2.16 1 1.71] 1.16 1
TTHY_HUMAN Transthyretin 15991 0.24 0.24| 1.39 0.24 0.24
APOA2_HUMAN | Apolipoprotein A-ll 11282 0.83 0.35| 0.83] 0.35| 0.83] 1.47 0.35 0.35 1.47| 0.35
A1AG1_HUMAN | Alpha-1-acid glycoprotein 1 23725 0.81| 2.29| 056 056 1.44| 1.11| 1.84| 2.29| 1.84| 1.44 1.44| 184 056| 144 0.16| 1.44 1.44| o081 1.11] 035| 111
AlAG2_HUMAN Alpha-1-acid glycoprotein 2 23873 0.56 0.81| 0.81| 0.56| 056 0.81] 0.35| 1.1 0.56 1.1 0.81
ZA2G_HUMAN Zinc-alpha-2-glycoprotein 34465 0.23[ 0.23| 011 0.11| 0.23| 0.87| 037 0.68 0.23 0.23
IC1_HUMAN Plasma protease C1 inhibitor | 55347 0.58| 0.58 0.58| 0.8 048] 0.92| 048] 058| 0.48| 0.48| 0.92 0.8| 0.48 0.58| 0.07| 0.68| 0.38] 0.07
A2MG_HUMAN Alpha-2-macroglobulin 164614 0.3] 1.53| 0.86 0.25| 0.36] 2.09] 0.09] 0.94 0.74| 2.09] 0.82| 1.65 2.61| 0.22| 0.02 0.22| 0.28| 1.42| 0.36] 1.37| 0.82| 0.42
CERU_HUMAN Ceruloplasmin 122983 0.03| 0.51| 0.38 0.34| 0.65| 0.75| 0.19| 0.81] 0.81| 0.19| 06 0.3 0.06 0.06 0.13 0.81] 03[ 013
FETUA_HUMAN Alpha-2-HS-glycoprotein 40098 0.09 0.2| 0.09] 0.71f 0.09] 0.31 0.31 0.09] 0.09
VTDB_HUMAN Vitamin D-binding protein 54526 0.3 0.81] 0.22| 2.29] 0.39] 0.3| 022 039 0.14 0.3 0.07 136] 03| 03] 03] 007
A1BG_HUMAN Alpha-1B-glycoprotein 54809 039 03| 0.07 0.39| 0.14| 093] 058/ 0.58| 058 1.2 0.81| 0.22| 0.48| 0.14
CFAI_HUMAN Complement factor | 68072 0.05 0.17 0.05 0.11 0.11
CFAH_HUMAN Complement factor H 143680 0.03| 0.32| 0.08 0.05| 0.26] 0.36] 0.05| 0.14| 0.05| 046 0.22| 054 0.32 0.03 0.36] 0.05| 0.03
CFAB_HUMAN Complement factor B 86847 0.46 0.46 0.18| 0.72[ 0.52| 1.12| 013 0.58| 0.04| 0.52 0.79 0.04 0.4| 0.18| 0.04
CO7_HUMAN Complement component C7 96650 0.08| 0.46 0.21 0.08 0.04
CO4A_HUMAN Complement C4-A 194247 0.02) 0.3] 048 0.25| 0.14| 0.23[ 0.25| 0.08) 0.08] 0.25| 0.14| 0.82 0.3 0.12 0.38 0.43| 0.14
CO3_HUMAN Complement C3 188569| 0.17| 0.34| 1.48| 231 1.21| 2.19] 1.89] 2.25| 0.65| 0.97| 2.01| 1.21] 2.13 2.31] 0.56 0.1 0.19| 0.21| 2.13| 0.56| 2.44| 1.68| 0.26
CO2_HUMAN Complement C2 84583 0.14 0.09
HBAZ_HUMAN Hemoglobin subunit zeta 15684 0.25
HBG1_HUMAN Hemoglobin subunit gamma- 16187

1 0.54 1.36 0.91
HBE_HUMAN Hemoglobin subunit epsilon 16249 0.54
HBD_HUMAN Hemoglobin subunit delta 16159 5.92| 5.92| 4.58 5.92 15.36] 9.64 19.28 2.63 7.58 9.64| 7.58
HBB_HUMAN Hemoglobin subunit beta 16102| 2.66| 24.68| 15.66| 15.66| 1.95| 3.55| 0.54| 19.68] 9.81| 4.65| 9.81| 15.66| 30.88| 24.68 30.88] 0.24| 77| 77| 1.38| 3.55|2468| 1.95| 4.65| 9.81| 19.68[ 30.88
HBA_HUMAN Hemoglobin subunit alpha 15305 2.11| 2.11 29| 2.11] 1.48| 2.11 2.9 1.48]| 1.48 29| 211 2.9 2.9 5.14 2.11| 2.11| 0.57 29| 0.57| 0.97| 2.11| 3.89 2.9
HPTR_HUMAN Haptoglobin-related protein 39518 0.89
HPT_HUMAN Haptoglobin 45861 0.08] 1.19] 1.19[ 0.37 0.17| 2.24| 156| 251 2| 156 1.37] 1.37] 177 344 06| 048 0.08 0.08| 1.37| 0.17| 1.37| 1.37| o087
PON1_HUMAN Serum 39895

paraoxonase/arvlesterase 1 -
IGJ_HUMAN Immunoglobulin J chain 18543 0.76 0.76 0.21 0.21
FCGBP_HUMAN IgGFc-binding protein 596443 0.03] 0.01| 0.02 0.25 0.67 0.08
LV403_HUMAN IglambdachainV-IVregionHil 11624 0.34
LV302_HUMAN Ig lambda chain V-IIl region 12042

LOJ 0.33] 0.33 1.36| 0.33 0.33| 0.33] 0.33] 0.33] 0.77 0.33 0.33 0.33
LV102_HUMAN Ig lambda chain V-I region 12003

HA 0.77 0.77| 0.77 0.77 0.33 0.77 0.77
KV401_HUMAN Ig kappa chain V-1V region 13486

(Fraament) 0.29 0.29 0.29 0.29
KV402_HUMAN Ig kappa chain V-1V region 12746

Len 1.24 0.71 1.24 0.71
KV309_HUMAN Ig kappa chain V-l region 12681

VG (Fragment) 0.31 031 031 0.31 0.31 0.31 0.31 0.31
KV302_HUMAN Ig kappa chain V-l region 11882

SIE 1.37 0.33] 0.78] 0.33] 3.23] 0.78 0.78| 1.37 2.17 0.33] 1.37 0.33
KV303_HUMAN Ig kappa chain V-l region 10836

NG9 (Fragment) 037
KV204_HUMAN Ig kappa chain V-II region 12422

TEW 0.74 0.74 0.74
KV201_HUMAN Ig kappa chain V-II region 12782

cum 0.31| 0.31| 0.31 0.31 0.31 0.31| 0.31| 0.31 0.31
KV119_HUMAN Ig kappa chain V-1 region 11715

Wes 0.34 0.34
KV116_HUMAN Ig kappa chain V-l region Roy| 11889

0.78

KV113_HUMAN Ig kappa chain V-I region Lay 11941 0.33 0.33 0.33 0.33 0.33
KV106_HUMAN Ig kappa chain V-I region EU 11895 0.33 0.78 0.33 0.78
KV105_HUMAN Ig kappa chain V-1 region 11768

DEE




KV104_HUMAN Ig kappa chain V-1 region 11810

CAR 0.34
KV101_HUMAN Ig kappa chain V-1 region AG 12099 0.33 0.33 0.76 0.33| 0.33] 0.33 0.33
HV303_HUMAN Ig heavy chain V-l region 12745

VHDE 031 031
HV304_HUMAN Ig heavy chain V-lll region TI} 12462 0.32 0.32 0.32 0.32| 0.74 0.74 0.32
HV320_HUMAN Ig heavy chain V-IIl region 12836

GAL 0.31 0.31| 0.31] 0.31| 0.31 0.71 0.71
HV307_HUMAN Ig heavy chain V-IIl region 13773

CAM 0.65 173
HV306_HUMAN Ig heavy chain V-Ill region 12485

BUT 0.32
HV305_HUMAN Ig heavy chain V-IIl region 13332

BRO 0.3 0.3 0.3 0.3 0.3 0.3 0.3 0.3 0.3 0.3] 1.17 0.3 0.3
HV209_HUMAN Ig heavy chain V-Il region 16389

ARH-77 0.24 0.24 0.24 0.24
IGHG4_HUMAN lg gamma-4 chain C region 36431 0.8 1.2| 0.99] 0.99| 0.99 1.2 0.8 1.95
IGHG3_HUMAN Ig gamma-3 chain C region 42287 0.66| 0.81| 0.53 0.53| 1.15| 1.54| 1.34| 0.81| 2.57| 1.34| 2.02| 2.28 2.89| 0.66 0.81 1.15 2.02| 0.81] 0.81| 0.81
IGHG2_HUMAN Ig gamma-2 chain C region 36505 063 08| 063 0.48| 1.42| 0.99] 166| 1.19] 1.66] 166| 1.94] 1.42| 063 224 08 1.19 1.94| o8| 258| 1.19] 08| 08| 022
IGHG1_HUMAN Ig gamma-1 chain C region 36596 0.34| 1.41| 2.23| 1.41| 0.22| 1.41| 1.93| 1.93| 3.33] 1.66| 2.56| 2.23| 2.93| 3.33| 1.19| 3.33] 1.41| 022| 1.19| 0.34] 2.93| 1.19| 4.27| 1.66| 1.66| 1.41| 0.63
IGHA1_HUMAN Ig alpha-1 chain C region 38486| 0.92| 092 1.54| 1.31 1.1| 1.78] 0.75| 1.31| 1.54| 1.78| 1.54| 1.54| 1.54| 0.75| 2.35| 0.92 0.1 0.92| 0.59| 1.54| 0.92 1.1 0.92] 0.45
IGHA2_HUMAN Ig alpha-2 chain C region 37301 1.37 1.16| 0.96| 1.16 0.47| 1.37 0.62| 1.16
FRIL_HUMAN Ferritinlightchain 20064 1.4
FINC_HUMAN Fibronectin 266052 0.06 0.26 0.51| 0.01] 0.06/ 0.04| 0.06f 0.23 0.28 0.07| 0.03
HEMO_HUMAN Hemopexin 52385 0.07| 0.62| 1.13| 0.15 0.23| 1.28| 1.62| 0.99] 0.62| 1.28| 0.86| 0.73| 0.73 0.73 0.32| 0.51| 0.73| 1.13] 0.86] 0.51
AMBP_HUMAN Protein AMBP 39886 0.09 0.31| 0.31] 0.72| 0.09 0.57 0.09 0.31] 0.09
AACT_HUMAN Alpha-1-antichymotrypsin 47792 0.16] 0.69] 1.47 0.83] 0.69| 0.16| 1.12] 0.46 1.12| 0.97| 0.16]/ 0.69| 0.16 1.47 0.35| 0.16 0.35 0.83| 0.35| 0.25
FIBG_HUMAN Fibrinogen gamma chain 52106 0.41| 0.51| 0.15 0.07| 0.74] 0.15 0.74| 0.41| 0.86] 086 051 1.14 0.07| 0.07 1.29| 0.07| 0.62 0.23
FIBA_HUMAN Fibrinogen alpha chain 95656 0.16| 0.26] 0.16 0.35| 0.08 0.46] 0.12| 03] 03| 046 0.3 0.26 0.3 0.04
FRIH_HUMAN Ferritinheavychain 21383 0.39
FIBB_HUMAN Fibrinogen beta chain 56577 0.14| 0.89| 0.29 0.66| 0.29 0.77| 0.66| 0.77| 0.89] 0.07 1.6/ 0.21] 0.07 2.15| 0.07| 0.89 0.47
HRG_HUMAN Histidine-rich glycoprotein 60510 0.06 0.13 0.13 0.13 0.06 0.06
CAH1_HUMAN Carbonic anhydrase 1 28909 0.45[ 0.13| 0.13 11| 045 0.28| 2.88] 1.37 1.1 0.13 0.45 0.45 0.13| 0.64| 064
ACTB_HUMAN Actin, cytoplasmic 1 42052| 0.41| 1.16] 1.16] 0.41 0.09] 0.41| 0.41] 1.56| 0.19] 1.16] 0.98[ 1.78] 0.53 0.19 0.29 0.19 0.19 0.41| 029 1.16[ 053
ITIH4_HUMAN Inter-alpha-trypsin inhibitor 103521

heawy chain H4 0.42| 0.1 0.07| 0.5 047| 0.07 0.04 0.58 0.07 0.47| 037
CLUS_HUMAN Clusterin 53031 0.07| 0.07 0.15 0.5 0.4 0.31 0.15 0.15] 0.07
IDH3A_HUMAN Isocitrate dehydrogenase 40022

[NAD] subunit alpha,

mitaehondrial 0.09 0.09| 0.09 0.09 0.09
A2GL_HUMAN Leucine-rich alpha-2- 38382

alvconrotein 0.92 0.32
PEDF_HUMAN Pigmentepithelium- 46484

derivediactor 0.08| 1.01
LUM_HUMAN Lumican 38747 0.1 1.1 0.2 0.2 0.1
APOH_HUMAN Beta-2-glycoprotein 1 39584 0.09] 0.31| 0.72 0.2 0.2| 0.31 0.2 0.2 0.09 0.2] 0.09| 0.09
ANT3_HUMAN Antithrombin-IlI 53025 0.07| 0.07 0.23] 0.31 0.15 0.5] 0.23| 0.15| 0.31] 0.07| 0.07 0.61 0.15 0.23 0.4
LG3BP_HUMAN Galectin-3-binding protein 66202 0.06 0.18 0.12| 0.73] 0.24| 1.53 0.06 0.18 1.4 0.73
SDCG1_HUMAN Serologicallydefinedcoloncan | 123334

cerantigen] 0.03 0.03
APOA4_HUMAN Apolipoprotein A-IV 45371 0.08 0.88 0.27
APOE_HUMAN Apolipoprotein E 36246 0.81 0.34
VTNC_HUMAN Vitronectin 55069 0.14| 0.14 0.14 0.22 0.07 0.07
AFAM_HUMAN Afamin 70963 0.17 0.05| 0.58 0.05| 0.11 0.11 0.17 0.29| 0.05
TIMP1_HUMAN Metalloproteinase inhibitor 1 23840 0.16 2.27| 0.16 1.1 0.56 0.16
PZP_HUMAN Pregnancy zone protein 165242 0.07 0.19
KNG1_HUMAN [ Kininogen-1 72996 005| 0.05 022 005 0.05 0.05 0.1 0.16
A2AP_HUMAN Alpha-2-antiplasmin 54873 0.07 0.07| 0.07 0.14
ITIH1_HUMAN Inter-alpha-trypsin inhibitor 101782

heavv chain H1 0.24| 0.11 0.11] 0.15 0.2| 0.04 0.07| 0.11| 0.24 0.2 0.24| 0.07
APOB_HUMAN Apolipoprotein B-100 516651 059 0.16 0.04| 0.02 0.06| 0.01] 0.07| 0.01| 0.36 0.05 0.01 0.31 0.64| 0.14
TRFL_HUMAN Lactotransferrin 80014 0.05 0.05 0.09| 0.44 0.44| 2.72| 7.39| 3.26 0.2 4.34 0.05
ILEU_HUMAN Leukocyte elastase inhibitor 42829 0.29 0.09] 0.96 0.4 0.65
SAMP_HUMAN SerumamyloidP-component 25485 0.52
LV301_HUMAN Ig lambda chain V-Ill region 11500

SH 0.81 0.34 0.34 0.34 0.34 0.34| 0.34




NGAL_HUMAN Neutrophil gelatinase- 22745
i i i 0.17 0.59| 4.52 2.46| 2.46 1.54 0.17 0.36| 1.17
DEF1_HUMAN Neutrophil defensin 1 10536 0.9 0.9 0.9 0.9 0.9] 0.38 0.38 0.38 0.9
CO6_HUMAN Complement component C6 108367 0.07 0.11 0.07
CO5_HUMAN Complement C5 189897 0.08| 0.06 0.02| 0.02| 0.06 0.02 0.14 0.1 0.04
AGTR1_HUMAN Type-1 angiotensin Il receptor] 41604 0.09
ANGL2_HUMAN Angiopoietin-relatedprotein2 57582 0.06
ANGT_HUMAN Angiotensinogen 53406 0.07| 0.14 0.07| 0.22 0.07
APOA_HUMAN Apolipoprotein(a) 514737 0.01 0.01 0.01
APOC1_HUMAN Apolipoprotein C-I 9326 1.06 0.43
APOC3_HUMAN Apolipoprotein C-IlI 10846 0.37
APOD_HUMAN Apolipoprotein D 21547 0.18 0.92 0.18 0.18
APOL1_HUMAN Apolipoprotein L1 44004
B2MG_HUMAN Beta-2-microglobulin 13820 0.28 0.28
C1QA_HUMAN ComplementClgsubcompon 26285
entsubunitA 0.14
C1QB_HUMAN Complement C1q 26933
ubcomponent subunit B 0.48 0.14
C1R_HUMAN Complement C1r 81606
ubcomponent 0.09
C1S_HUMAN Complement C1s 78174
ubcomponent
C4BPA_HUMAN C4b-binding protein alpha 69042
chain 0.6| 0.17 0.05| 0.17 0.17| 0.23| 0.17 0.3] 0.78 0.6 0.3 0.44| 0.17| 0.05
CAPG_HUMAN Macrophage-cappingprotein 38779 0.2
CFAD_HUMAN ComplementfactorD 27529 0.14
CO8G_HUMAN ComplementcomponentC8ga 22435
mmachain 0.37
CO9_HUMAN Complement component C9 64615 0.06| 0.06 0.06 0.18 0.12 0.06
DCD_HUMAN Dermcidin 11391 0.82[ 0.35 0.82| 0.35| 0.82 0.82| 0.82| 0.35 0.35| 0.82 0.82 0.35| 0.82| 0.35| 0.82] 0.35
FA8_HUMAN Coagulation factor VIII 268323 0.01
HV103_HUMAN Ig heavy chain V-I region V35 13114 0.3
HV319_HUMAN Ig heavy chain V-l region 12669
JON 0.31
112R1_HUMAN Interleukin- 74430
12receptorsubunitbeta-1 0.05| 0.05
112R2_HUMAN Interleukin-12 receptor 98499
ubunit beta-2
IGHM_HUMAN Ig mu chain C region 49960 1.74| 195 054 0.24 2.17| 155 0.24 1.38] 1.74| o066 1.21 1.38| 0.07[ 0.07 0.24| 0.07| 155 0.66[ 0.78] 1.06] 1.95
IGKC_HUMAN Ig kappa chain C region 11773| 22| 3.28| 473 2.2 6.66| 9.24| 4.73| 9.24| 9.24| 6.66] 4.73| 3.28| 9.24| 328 12.7| 328 22 4.73| 6.66] 666 22| 473 139 22
IL25_HUMAN Interleukin-25 20887 0.18 0.18 0.18 0.18| 0.18 0.18 0.18 0.18 0.18 0.18 0.18| 0.18
KV111_HUMAN Ig kappa chain V-1 region Ka 12006
KV122_HUMAN IgkappachainV-IregionBAN 11947 0.33
KV203_HUMAN Ig kappa chain V-1l region MIly 12162
KV301_HUMAN IgkappachainV-IllregionB6 11742 1.39
KV304_HUMAN IgkappachainV-IllregionTi 11895 3.23
KV310_HUMAN Ig kappa chain V-IIl region VH 12863
(Fragment)
LAC1_HUMAN Ig lambda-1 chain C regions 11512 0.34 9.68| 2.27| 6.94] 6.94| 4.91 1.43| 6.94] 4.91| 9.68 0.81 4.91 6.94 3.39| 1.43
LAC2_HUMAN Ig lambda-2 chain C regions 11458| 1.45[ 0.82 2.3] 3.45 3.45| 9.91| 3.45| 9.91| 9.91| 7.09| 7.09 2.3] 13.71| 7.09| 9.91 5 7.09 2.3] 7.09| 1.45 5| 1.45| 0.35
LAC7_HUMAN Ig lambda-7 chain C region 11467 1.45 2.3 1.45
LRP1B_HUMAN Low-density lipoprotein 534832
receptor-related protein 18
LV001_HUMAN Ig lambda chain V region 4A 12600 0.31 0.31 0.31 0.31
LV103_HUMAN Ig lambda chain V-I region 11560
NEW 0.34 0.34 0.34
LV104_HUMAN IglambdachainV-IregionNIG- 11561
64 0.34
LV106_HUMAN Ig lambda chain V-I region 11832
WAL 0.33
LV204_HUMAN Ig lambda chain V-1l region 11725
TIRO 0.34
LV401_HUMAN Ig lambda chain V-1V region 11469 0.35
LV405_HUMAN Ig lambda chain V-1V region 11379

MOL




PLCL2_HUMAN Inactive phospholipase C-like| 127268

protein 2
PLPL8_HUMAN Calcium-independent 89219

phosoholipase A2-gamma. 004
SAA_HUMAN Serum amyloid A protein 13581 1.77
SELO_HUMAN Selenoprotein O 74299 0.05| 0.05| 0.05| 0.05[ 0.05 0.05 0.05 0.05| 0.05 0.05 0.05
AMYP_HUMAN Pancreatic alpha-amylase 58354 3.41| 5.01| 2.44| 2.66| 2.66| 244 0.2] 2.24| 0.06 0.45 2.9 29| 2.24 29| 3.41| 5.01| 3.14| 1.53| 3.14 3.41 2.04] 3.99
AMY2B_HUMAN Alpha-amylase 2B 58300 2.91| 5.03| 2.24| 2.45| 2.45| 2.24 2.05 2.91| 2.67| 2.05| 2.91| 3.16f 5.03| 2.91| 1.38| 3.16 3.42 1.87| 3.42
GP2_HUMAN Pancreatic secretory granule 61095

membrane major glycoprotein

cp2 0.92| 0.51| 0.51| 1.58] 1.16f 0.92| 0.06] 0.92| 0.27 0.19] 0.19| 0.92 0.7] 1.29| 1.43| 1.29] 1.16/ 0.51] 0.61 0.51 0.7] 1.73
LIPP_HUMAN Pancreatic triacylglycerol 51923

lipase 3.6 3| 2.03] 2.74| 3.29| 2.74| 0.62| 2.74 0.41| 2.48| 0.32 1| 2.74] 3.93 3.6] 3.29 1| 2.74 3.29 2.48| 3.93
LIPR2_HUMAN Pancreatic lipase-related 52769

protein 2 1.12 0.61 0.98| 1.27 0.61 0.98 0.73] 1.98| 0.51 0.98 0.61 1.12
LIPR1_HUMAN Pancreatic lipase-related 52556

protein 1 0.15] 0.62 0.23] 0.15| 0.32 0.23] 0.41| 0.85| 0.15 0.41 0.15] 0.15
CEL_HUMAN Bile salt-activated lipase 79614 1.37| 1.37| 1.49| 1.49| 1.37| 1.37| 0.65| 1.27 0.1 0.15| 1.49 1.17| 0.58 1.6 1.6 0.44| 0.15| 1.37 1.49| 0.15| 1.37 1.6
PA21B_HUMAN Phospholipase A2 17147 0.23| 0.85 0.23 0.5| 1.78] 0.85 0.23] 0.23 0.85| 1.26] 0.23 0.5| 0.85| 2.41 0.5|] 1.26 0.5 0.5 0.5 0.5
CBPB1_HUMAN Carboxypeptidase B 47737 6.1 79| 4.66| 558| 4.66] 6.65| 3.52| 5.58| 0.16| 1.47 0.69 8.6 2.6 2.6 6.1 8.6] 9.35| 5.11| 1.13| 6.65 6.1 5.11| 6.65
CBPA2_HUMAN Carboxypeptidase A2 47286 1.69| 2.64| 1.14| 2.13| 2.38 1.9 0.46]| 1.31 0.08 2.93| 0.08] 0.26] 2.93] 2.93| 4.33|] 1.69| 0.46] 0.46 1.69 1.31 1.9
CBPA1_HUMAN Carboxypeptidase Al 47225 523 573| 4.78] 5.23| 3.96 3.6] 2.95| 2.95 0.58 0.26| 6.26| 3.26| 2.14| 4.35| 6.26| 7.46| 4.35| 5.23| 4.78| 0.26| 4.78 3.96| 5.23
CTRB2_HUMAN | Chymotrypsinogen B2 28532| 2.48| 3.47| 1.71| 248| 2.94| 347| 1.11| 2.07 3.47| 1.11| 1.11| 2.48| 2.48| 3.47[ 1.71| 0.65| 3.47 1.39 1.11| 2.48
CTRB1_HUMAN Chymotrypsinogen B 28479 1.71| 2.48| 1.39 2.07| 2.07 0.28 0.13| 2.48 1.71| 2.07| 2.48 2.48 1.39 1.11| 2.07
CTRC_HUMAN Chymotrypsin-C 30092| 0.61| 2.68| 1.04| 1.04| 0.61| 1.29| 0.61] 1.58 1.58| 2.68| 0.43| 1.58 1.9 3.14| 1.04| 1.29| 1.58 1.04 0.43| 1.04
COL_HUMAN Colipase 12516 0.32 0.73 0.32 1.27 0.32 0.32[ 0.32 1.27| 1.27| 1.99 1.27| 0.32 0.32 1.27
REG1B_HUMAN Lithostathine-1-beta 19052 1.09 1.51| 0.74| 1.09 2.01 1.09] 1.09 1.09
REG1A_HUMAN | Lithostathine-1-alpha 10118 2.01| 1.51| 1.51| 2.01| 2.01f 2.62] 151] 2.01f o0.2] 1.09 2.01] 1.09| o0.2| 335| 151 2.62| 2.01] 2.01f 2.01 1.51 151 2.01
TRY1_HUMAN Trypsin-1 27111 226 2.26] 1.86] 2.26] 1.86| 2.26 1.5 1.5 0.93 0.48| 2.26 0.3] 1.86| 1.86| 2.26] 2.26 1.5 0.93] 1.86 2.26 2.26| 2.26
TRY2_HUMAN Trypsin-2 26927| 151 1.51| 1.51] 151 12| 151) 151 12| 048] 048 0.14| 0.14| 093 1.51| 1.51] 1.2 1.51] 1.87] 151 0.93| 093] 151 03] 1.2| 0.14f 1.51] 1.51
TRY3_HUMAN Trypsin-3 33306| 0.71] 1.63] 0.71] 1.12| 071 0.9] 0.38 0.71 1.92 1.12 09| 1.92| 2.62 1.63 1.12
KLK1_HUMAN Kallikrein-1 29498| o0.27 0.27| 0.13] 0.13| 0.27| 0.13 0.27| 0.13| 0.13] 0.3 0.27| 0.44 0.44| 0.13 0.27 0.13
CAH2_HUMAN Carbonic anhydrase 2 29285 0.84 0.44 1.64| 013 1.07 0.13 0.13| 0.63| 0.44
CBPA5_HUMAN Carboxypeptidase A5 49119 0.08| 0.08
CBPE_HUMAN Carboxypeptidase E 53516 0.4
CEL2A_HUMAN Chymotrypsin-like elastase 29440

familv member 2A 1.07| 327| 0.62| 083 1.97| 1.33 1.07 3.82| 236 027| 2.79| 1.97 4.44] 197| 1.97| 327 1.07 1.33| 1.33
CEL2B_HUMAN Chymotrypsin-like elastase 29418

family member 2B 0.44| 0.83 0.62| 0.62 0.27 0.44| 0.83 0.62 0.44 0.44| 0.62
CEL3A_HUMAN Chymotrypsin-like elastase 30040

family member 3A 3.66| 3.66| 2.68| 3.14| 2.68| 3.14| 1.58| 2.68| 0.13] 0.13 0.27| 3.14| 2.27| 2.68| 3.66| 3.66| 4.25| 3.14| 2.68| 3.14 3.66 1.9 3.14
CEL3B_HUMAN Chymotrypsin-like elastase 29845

family member 3B 23| 23] 082| 1.05 13| 16| 082 16 043| 23| 13| 16| 16 23] 319 1.6 1.05] 1.93 1.93 082 13
CPN2_HUMAN Carboxypeptidase N subunit 61431

> 0.06
ISK1_HUMAN Pancreatic secretory trypsin 8843

inhibitor 0.46| 0.46| 0.46] 1.13] 0.46| 0.46| 0.46| 0.46 1.13 0.46| 0.46| 0.46] 1.13] 0.46 0.46 0.46| 0.46
OSTP_HUMAN Osteopontin 35572 0.11
MUC1_HUMAN Mucin-1 122200 0.03 0.03] 0.16f 0.03 0.03 0.13 0.06
MUC2_HUMAN Mucin-2 552218 0.08 0.11
MUC5A_HUMAN Mucin-5AC (Fragments) 543092| 0.01 0.03 0.02| 0.14| 0.03] 0.03] 0.03] 0.04] 0.13 0.01 0.22| 0.14| 0.05| 0.04 0.01
MUC5B_HUMAN Mucin-5B 605803 0.01 0.02| 0.06f 0.02 0.3] 0.04| 0.06] 0.02| 0.04 0.15 0.02| 0.03
MUC6_HUMAN Mucin-6 258219 0.1 0.03] 0.22 0.01 0.12 0.12
CEAM1_HUMAN Carcinoembryonic antigen- 57981

related cell adhesion molecule;

1 0.06 0.06 0.06
CEAM5_HUMAN Carcinoembryonic antigen- 77489

related cell adhesion molecule!

5 0.1] 0.15 0.1 0.1 0.21] 0.21
CEAM6_HUMAN Carcinoembryonicantigen- 37457

i 0.21

r
CEAM7_HUMAN Carcinoembryonic antigen- 29589

related cell adhesion molecule;

0.13

S10A6_HUMAN Protein S100-A6 10230 0.94 0.94 0.94 0.39
S10A8_HUMAN Protein S100-A8 10885 0.87| 1.56| 5.54| 5.54| 7.94| 5.54 0.87 0.87| 1.56 1.56| 0.37
S10A9_HUMAN Protein S100-A9 13291 0.68 1.17 0.3] 2.65| 5.12| 3.73] 1.82 0.3] 0.68 0.3 0.3] 1.17| 0.68| 0.68




S10AB_HUMAN Protein S100-A11 11847 217 1.37
AGR2_HUMAN Anterior gradient protein 2 20024
homolog 0.42 0.19 0.42 1.41
TSN1_HUMAN Tetraspanin-1 26910 0.14
TSN8_HUMAN Tetraspanin-8 26711 0.14 0.14 0.14 0.14
GELS_HUMAN Gelsolin 86043 0.29| 0.04 0.13| 0.04| 0.46 0.04| 0.29 0.66| 0.29 0.09| 0.09
EZRI_HUMAN Ezrin 69484 0.05| 0.05 0.11] 0.23 0.05 0.3
MUC13_HUMAN Mucin-13 55623 0.21
ANXA1_HUMAN AnnexinAl 38918 0.1 0.32 0.44
ANXA2_HUMAN Annexin A2 38808 0.74 0.1 0.1 3.8 0.91 0.1 0.2 0.2
ANXA3_HUMAN Annexin A3 36524 0.48 0.1
ANXA4_HUMAN Annexin A4 36088 1.21 1 0.22 3.01 3.89 0.22 1.21
LEG4_HUMAN Galectin-4 36032 0.35 0.35
ANXA5_HUMAN AnnexinA5 35971 1.01 0.49 0.1
LEG3_HUMAN Galectin-3 26193 0.31 0.31
ANXA6_HUMAN Annexin A6 76168 0.05
ENOA_HUMAN Alpha-enolase 47481 0.35 0.16] 0.16 0.16| 3.22 0.08| 07
H4_HUMAN Histone H4 11360 0.83| 0.83| 2.34| 1.47| 1.47| 1.47| 147 0.83 5.1 1.47| 1.47
PIGR_HUMAN Polymeric immunoglobulin 84429
recentor 0.09| 0.04 0.75 1.07| 0.99] 0.35| 0.75| 0.82| 0.29| 0.47| 0.47 0.04| 0.04 0.99| 0.99| 0.24 0.35| 0.35
1433B_HUMAN 14-3-3 protein beta/alpha 28179 0.13| 0.29 0.29| 0.13| 0.88 0.13 0.66 0.46
1433E_HUMAN 14-3-3proteinepsilon 29326 1.07 0.44
1433Z_HUMAN 14-3-3 protein zeta/delta 27899 0.47 1.15 0.29| 1.44 0.67 0.67
K2C1_HUMAN Keratin, type Il cytoskeletal 1 66170
3.37| 2.33] 2.33] 2.33] 292 3.62| 2.92| 251| 1.98| 1.98| 2.15| 1.82| 1.67| 1.82| 2.71| 3.88| 2.71| 3.37| 2.71| 3.14| 3.88| 2.51| 2.51| 3.14| 2.92| 3.62| 2.71
K1C10_HUMAN Keratin, type | cytoskeletal 10 59020
39| 1.66| 2.19] 1.35| 1.83] 4.54| 2.61 24| 1.35| 1.83| 1.66| 2.19] 1.35 1.21| 2.01] 3.34| 2.19 3.9 24| 3.61| 2.84| 1.83] 1.83 3.9| 2.61| 3.61] 261
K22E_HUMAN Keratin, type Il cytoskeletal 2 65678
epidermal 421 1.28| 1.04| 1.69| 1.84| 3.93| 2.17 2| 1.16] 1.69] 1.04| 1.55| 1.16| 1.41| 1.69| 2.74| 1.55 45| 2.54| 4.21| 3.93| 1.28| 1.84| 2.74| 2.54| 3.93| 1.84
K1C9_HUMAN Keratin, type | cytoskeletal 9 62255 258| 0.79] 1.39( 1.01| 1.01| 2.01| 1.13| 1.68] 0.69| 1.01 0.5| 0.89| 0.69| 1.13| 0.89| 1.13| 1.13( 2.01| 1.01] 1.39| 1.84| 0.79| 0.79| 2.01| 2.01| 1.84| 1.13
K2C6B_HUMAN Keratin, type Il cytoskeletal 60315
6B 1.18| 2.31| 0.43| 0.52| 0.71] 1.05| 0.61| 0.61 0.2] 0.52| 0.43 0.52| 1.18| 0.82| 0.82| 0.61| 0.93| 1.05| 0.82| 1.46| 0.61 0.71| 1.18| 1.46| 0.61
K2C5_HUMAN Keratin, type Il cytoskeletal 5 62568
1.12| 1.38| 0.26] 0.59| 0.59| 1.38| 0.59 0.5 0.5 0.33| 0.41| 0.78 0.78| 0.89 0.5| 0.89 0.68 1| 1.67 0.78| 1.24| 1.83| 0.59
K1C14_HUMAN Keratin, type | cytoskeletal 14 51872
1| 1.47] 0.63 0.74| 1.15| 0.32| 0.52] 0.23| 0.32| 0.52 0.74 0.52| 0.32| 0.74| 0.87| 0.52| 0.87| 0.52| 0.32| 0.87| 0.87| 1.15| 0.52
REG3A_HUMAN Regenerating islet-derived 19782
protein 3-alpha 1.43| 0.71| 0.43]| 191 2.47| 1.43| 1.04| 0.19] 0.71 0.43 1.04 0.71 1.04| 1.04
OLFM4_HUMAN | Olfactomedin-4 57529 2.29 156| 1.56| 1.26] 1.26] 0.55| 0.65| 0.55| 0.87 1.12 2.74 0.13
G3P_HUMAN Glyceraldehyde-3-phosphate 36201
dehvdrogenase 144| 064 2.28 4.93 0.81 0.64) 1.21
SYCN_HUMAN Syncollin 14852 o0.26| 1.54| 0.26 1.01 1.01 1.54| 1.54| 0.26] 1.01| 1.54 0.59 0.26| 1.01
TRY6_HUMAN Putative trypsin-6 27092 0.69 048| 069] 069| 069 0.69] 048 0.14| 014 0.69 0.69) 093] 0.93| 048 048 0.48 0.69 0.69| 048
K1C16_HUMAN Keratin, type | cytoskeletal 16 51578
1.66 0.32| 0.63| 0.87 0.32| 042| 1.01 0.42 1.31 0.87 0.75| 1.15| 1.15
Cl1104_HUMAN Uncharacterized protein 6584
C90rf104 0.64 0.64 0.64 0.64| 0.64| 0.64| 0.64| 0.64| 0.64| 0.64 0.64 0.64| 0.64| 0.64| 0.64 0.64
K2C6A_HUMAN Keratin, type Il cytoskeletal 60293
6A 2.31 0.43 0.52] 1.31 0.82 0.93 1.61 1.05
LYSC_HUMAN Lysozyme C 16982 0.51 1.8 0.51| 1.28| 0.23 0.85| 0.51 2.43 0.23| 0.23] 0.23
TPIS_HUMAN Triosephosphate isomerase 26938 0.48 0.3 0.14| 5.32 0.14 0.3
K1C19_HUMAN Keratin, type | cytoskeletal 19| 44065
0.77] 0.92 1.66 0.39 0.5 0.39 1.26
H2B1A_HUMAN Histone H2B type 1-A 14159 0.28 0.63| 0.28| 0.63| 0.63] 0.63| 1.08 0.63 0.28 0.28
K1C13_HUMAN Keratin, type | cytoskeletal 13 49900
0.54 0.43 0.54 1.38| 0.24 0.43| 0.54 0.33 0.91
PRDX2_HUMAN Peroxiredoxin-2 22049 0.61 2.06| 0.17 1.22 0.38 0.61| 0.17
CLCA1_HUMAN Calcium-activated chloride 100847
channel requlator 1 129 353
CTRL_HUMAN Chymotrypsin-like protease 28554
CIRL-1 0.13| 0.65| 0.13| 0.13] 0.13| 0.13 0.13 0.45 0.45 0.28| 0.87 0.65 0.28| 0.13
K2C8_HUMAN Keratin, type Il cytoskeletal 8 53671
0.4] 0.71f 0.71 1.56 0.22 0.22 0.71
LDHA_HUMAN L-lactate dehydrogenase A 36950
chain 0.34 0.1] 0.47 0.1] 0.62 1.39 0.34 0.34| 0.62
PRDX1_HUMAN Peroxiredoxin-1 22324 0.17 0.17 0.88 2.55 0.37
KPYM_HUMAN Pyruvate kinase isozymes 58470
0.06 0.06 2.43 1.52

M1/M2




PGK1_HUMAN Phosphoglycerate kinase 1 44985 0.27 0.08| 0.08 0.08| 0.08] 2.89 0.17| 0.08| 0.27
REG4_HUMAN Regenerating islet-derived 18617
protein 4 35
PROF1_HUMAN Profilin-1 15216 0.26 1.49 0.58| 0.98
H31T_HUMAN Histone H3.1t 15613 0.56| 0.25| 0.56| 0.25] 0.56 0.56 0.56
ITLN1_HUMAN Intelectin-1 35510 0.5 2.7
RNAS1_HUMAN Ribonuclease pancreatic 18089 o0.21 0.21 0.21] 0.21 0.21 0.47| 0.47 0.47 0.47| 0.21
TKT_HUMAN Transketolase 68519 0.11 0.3 0.05 0.45 1.73 0.05 0.11 0.17| 0.11
CUZD1_HUMAN CUB and zona pellucida-like 69250
domain-containing orotein 1 0.05| 0.05 0.37| 0.05| 0.11 0.11 0.6| 0.11 0.87| 0.11| 0.17| 0.23 0.05| 0.05
PPIA_HUMAN Peptidyl-prolyl cis-trans 18229
isomerase A 0.47 1.16 0.47 0.78
K2C6C_HUMAN Keratin, type Il cytoskeletal 60273
6C 1.61 1.05
PERM_HUMAN Myeloperoxidase 84784 0.04 1.35| 0.53| 0.53 0.14
K1C15_HUMAN Keratin, type | cytoskeletal 15| 49395
0.55 0.55 0.67 0.79
PLMN_HUMAN Plasminogen 93247 0.26 0.31| 0.66 0.08| 0.42 0.21 0.08 0.48
ACTC_HUMAN Actin, alpha cardiac muscle 1 42334
0.81| 0.53| 1.15
ITIH2_HUMAN Inter-alpha-trypsin inhibitor 106853
heavv chain H2 0.27[ 0.15 0.15[ 031 o0.19[ 0.07 0.45 0.36| 0.36
PAQR6_HUMAN Progestin and adipoQ 38705
recentor familv member 6 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1 0.1
CATA_HUMAN Catalase 59947 0.27 0.13] 0.13| 0.62 0.83 0.06 0.2
H2B1B_HUMAN Histone H2B type 1-B 13942 1.1 1.1
K1C18_HUMAN Keratin, type | cytoskeletal 18 48029
0.45| 0.08 1.11 0.25 0.25
CLCF1_HUMAN Cardiotrophin-like cytokine 25388
factor 1 0.15 0.15 0.15| 0.15| 0.15| 0.15 0.15 0.15| 0.15| 0.15| 0.15 0.15| 0.15 0.15
K1C27_HUMAN Keratin, type | cytoskeletal 27 50419
0.33] 0.24 0.33 0.24 0.24 0.24 0.24 0.24
ALDOA_HUMAN Fructose-bisphosphate 39851
A 0.43 0.09 0.2 1.05 0.09] 0.09| 0.09
H2A1A_HUMAN Histone H2A type 1-A 14225 0.28[ 0.28] 0.63| 0.28] 0.28 0.28
CLIC1_HUMAN Chlorideintracellularchannelpr| 27248
oteinl 0.92 0.92
H4G_HUMAN Histone H4-like protein type 11116
G 0.36 0.36] 0.36 0.36 0.36
NDKA_HUMAN Nucleoside diphosphate 17309
Kinase A 0.22 0.83 0.22 0.5
PEPC_HUMAN Gastricsin 42798| 0.09| 0.09 0.09 0.09] 0.29 0.09] 0.09 0.09 0.09 0.29| 0.09| 0.29 0.09
PDIA1_HUMAN Protein disulfide-isomerase 57480 1.56 0.13
PRTN3_HUMAN Myeloblastin 28245 0.13 0.29| 0.66| 0.46 0.13
GSTP1_HUMAN Glutathione S-transferase P 23569 0.16 0.57 0.16 0.35 0.35
BLVRB_HUMAN Flavin reductase 22219 0.37 1.21
TAGL2_HUMAN Transgelin-2 22548 1.56
EST1_HUMAN Liver carboxylesterase 1 62766 1.51
LEG1_HUMAN Galectin-1 15048 1.51
ACTA_HUMAN Actin, aortic smooth muscle 42381 0.29| 0.81 0.18 0.18
COTL1_HUMAN Coactosin-likeprotein 16049 1.38
RGS4_HUMAN Regulator of G-protein 23868
signaling 4 0.16 0.16 0.16 0.16| 0.16 0.16 0.16| 0.16
G6PI_HUMAN Glucose-6-phosphate 63335
isomerase 0.26 0.26| 0.06[ 0.49 0.06] 0.12
K2C1B_HUMAN Keratin, type Il cytoskeletal 1 61935
0.19] 0.12 0.34 0.06 0.26 0.26
MMP9_HUMAN Matrix metalloproteinase-9 79492 0.05[ 1.07| 0.05 0.05
K2C4_HUMAN Keratin, type Il cytoskeletal 4 57649
0.46 0.28 0.46
TAD2B_HUMAN Transcriptional adapter 2- 49010
beta 0.08 0.08 0.08| 0.08 0.08| 0.08 0.08 0.08 0.08| 0.08| 0.08 0.08 0.08 0.08| 0.08
ELNE_HUMAN Neutrophil elastase 29127 0.28| 0.28] 0.63
H2B1C_HUMAN Histone H2B type 1-C/E/F/G/I 13898
1.11
KRT81_HUMAN Keratin, type Il cuticular Hb1 56875 0.21 0.21| 0.37 0.29
AL1A1_HUMAN Retinal dehydrogenase 1 55454 0.3 0.68 0.07
HSP7C_HUMAN Heat shock cognate 71 kDa 71082
0.11 0.36 0.58

protein




HS90A_HUMAN HeatshockproteinHSP90- 85006
aloha 0.35 0.09 0.29 0.29
CDK16_HUMAN Cell division protein kinase 16| 55909
0.07 0.07| 0.07| 0.07| 0.07| 0.07 0.07 0.07 0.07| 0.07 0.07| 0.07 0.07| 0.07
K2C75_HUMAN Keratin, type Il cytoskeletal 75 59809
0.35 0.62
AK1C3_HUMAN Aldo-keto reductase family 1 37220
member C3 0.96
ACTN1_HUMAN Alpha-actinin-1 103563 0.04 0.07| 0.04 0.19] 0.28 0.07 0.11 0.04] 0.11
KRT36_HUMAN Keratin, type | cuticular Haé 53354 0.14 0.14| 0.22 0.31 0.14
SPI2_HUMAN Serpin 12 46287 0.36 0.08 0.26 0.08 0.08 0.08
K1H1_HUMAN Keratin, type | cuticular Hal 48633 0.25 0.34 0.34
MIF_HUMAN Macrophage migration 12639
inhibitorv factor 0.31 0.31 0.31
GRP78_HUMAN 78 kDa glucose-regulated 72402
oratein 0.57 0.35
SBP1_HUMAN Selenium-binding protein 1 52928 0.07 0.61 0.23
K1C17_HUMAN Keratin, type | cytoskeletal 17| 48361
0.45 0.45
CM035_HUMAN Putative uncharacterized 13693
protein C130rf35 0.29 0.29 0.29
EF1A1_HUMAN Elongation factor 1-alpha 1 50451 0.15 0.65 0.07
K2C7_HUMAN Keratin, type Il cytoskeletal 7 51430
0.32 0.23 0.32
STOM_HUMAN Erythrocyteband7integralme 31882
mbr i 0.75 0.12
CAP7_HUMAN Azurocidin 27325 0.14 0.14 0.3| 0.14 0.14
B3AT_HUMAN Band 3 anion transport 102013
protein 0.04 0.33 0.19| 0.28
CATD_HUMAN CathepsinD 45037 0.08 0.49 0.27
CYTB_HUMAN Cystatin-B 11190 0.84
MDHM_HUMAN Malate dehydrogenase, 35937
i i 0.35 0.49
KT33B_HUMAN Keratin, type | cuticular Ha3-1l| 47325
0.36 0.46
AK1BA_HUMAN Aldo-keto reductase family 1 36226
member B10 0.81
AMPN_HUMAN AminopeptidaseN 109870 0.03 0.64 0.14
CYTC_HUMAN Cystatin-C 16017 0.55 0.24
AK1C1_HUMAN Aldo-keto reductase family 1 37221
membper C1 0.78
ASPD_HUMAN Putative L-aspartate 30213
ase 0.13 0.13 0.13 0.13[ 0.13[ 013
HSP71_HUMAN Heat shock 70 kDa protein 70294
1A/1B 0.11 0.23 0.43
FGL1_HUMAN Fibrinogen-like protein 1 36642 0.1 0.1 0.34 0.22
ABCBA_HUMAN ATP-binding cassette sub- 79497
family B member 10,
mitnchondrial 0.05 0.05[ 0.05[ 0.05[ 0.05 0.05 0.05[ 0.05 0.05 0.05[ 0.05 0.1 0.05[ 0.05
COF1_HUMAN Cofilin-1 18719 0.75
LRAT_HUMAN Lecithin retinol 25915
acvlir 0.15 0.15[ 0.15 0.15 0.15
PDIA3_HUMAN Protein disulfide-isomerase 57146
A3 0.66 0.07
ZN446_HUMAN Zinc finger protein 446 49724 0.08 0.08 0.08 0.08 0.08| 0.08 0.08 0.08 0.08
ARPC4_HUMAN Actin- 19768
relatedprotein2/3complexsubu
nitd 0.71
TALDO_HUMAN Transaldolase 37688 0.61 0.1
MOS_HUMAN Proto-oncogene 38366
serine/threonine-protein
Kinace mas 0.1 0.1 0.1 0.1 0.1 01l o1
PSMD1_HUMAN 26S proteasome non-ATPase| 106795
requlatorv subunit 1 0.03| 0.03] 0.03] 0.03] 0.03| 0.03] 0.03] 0.03 0.03| 0.03| 0.03 0.03 0.03| 0.03| 0.03] 0.03] 0.03| 0.03] 0.03| 0.03] 0.03] 0.03| 0.03
TGM7_HUMAN Protein-glutamine gamma- 80575
alutamvitransferase Z 0.05| 0.09 0.05 0.05 0.05| 0.05 0.05 0.05 0.09] 0.05| 0.05| 0.05
PPIB_HUMAN Peptidyl-prolyl cis-trans 23785
isomerase B 0.35 0.16 0.16
RET4_HUMAN Retinol-binding protein 4 23337 0.16/ 0.35 0.16
KRT82_HUMAN Keratin, type Il cuticular Hb2 57985 0.13 0.06 0.21 0.13 0.13
REC9_HUMAN HERV-K_5q13.3 provirus 11841
i 0.33 0.33

Rec protein




MOES_HUMAN Moesin 67892 0.24 0.11 0.3
PROM1_HUMAN Prominin-1 98395 0.45 0.2
RARR2_HUMAN Retinoic acid receptor 18948

responder protein 2 02 045
XP32_HUMAN Skin-specific protein 32 28557 0.13 0.13 0.13 0.13 0.13
AK1A1l_HUMAN Alcoholdehydrogenase[NAD 36892

P+l 0.63
H2A1B_HUMAN Histone H2A type 1-B/E 14127 0.63
KT33A_HUMAN Keratin, type | cuticular Ha3-I 47166 0.26 0.36
CD59_HUMAN CD59glycoprotein 14795 0.6
FXL17_HUMAN F-box/LRR-repeat protein 17 | 77984 0.05 0.05 0.05[ 0.05 0.05 0.05[ 0.05 0.05[ 0.05 0.05[ 0.05 0.05
NDUB1_HUMAN NADH dehydrogenase 7014

[ubiquinone] 1 beta

suhcomnley syihnit 1 06
FABPH_HUMAN Fattyacid-bindingprotein,heart| 14906

0.59

ENOB_HUMAN Beta-enolase 47244 0.58
LDHB_HUMAN L-lactate dehydrogenase B 36900

chain 0.47 0.1
GBG5_HUMAN Guaninenucleotide- 7428

bindingproteinG(1)/G(S)/G(O)s

uhinitnamma-5 0.56
RAB7A_HUMAN Ras-relatedproteinRab-7a 23760 0.56
ADH1G_HUMAN Alcohol dehydrogenase 1C 40697 0.55
JPH1_HUMAN Junctophilin-1 72098| 0.05 0.05 0.05 0.05| 0.05 0.05 0.05 0.05 0.05| 0.05 0.05
PLSL_HUMAN Plastin-2 70815 0.29| 0.23
GBG12_HUMAN Guaninenucleotide- 8115

bindingproteinG(1)/G(S)/G(0)s

ubunitoamma-12 051
NPC2_HUMAN EpididymalsecretoryproteinEl{ 16902

0.51

ATG7_HUMAN Autophagy-related protein 7 79050| 0.05[ 0.05 0.05[ 0.05| 0.05 0.05 0.05[ 0.05| 0.05 0.05
H3C_HUMAN Histone H3.3C 15318 0.25 0.25
LIRAL_HUMAN Leukocyte immunoglobulin- 53868

like receptor subfamily A

memher 1 0.07 0.07 0.07[ 0.07[ o0.07 0.07 0.07
MMP1_HUMAN Interstitial collagenase 54144 0.49
LC7L2_HUMAN Putative RNA-binding protein 46942

Luc7-like 2 0.08 0.08 0.08 0.08 0.08 0.08
MDHC_HUMAN Malate dehydrogenase, 36631

cvtoplasmic. 0.48
MRAP2_HUMAN Melanocortin-2 receptor 23648

accessory protein 2 0.16 0.16 0.16
AL5AP_HUMAN Arachidonate5-lipoxygenase- 18259

activatinaprotein 0.47
CRP_HUMAN C-reactive protein 25194 0.15 0.32
S20A1_HUMAN Sodium-dependent 74393

phosphate transporter 1 0.05| 0.05 0.05 0.05| 0.05 0.05 0.05 0.05| 0.05
TFF3_HUMAN Trefoil factor 3 9091 0.45
ANKR9_HUMAN Ankyrin repeat domain- 34616

containing protein 9 0.11 0.11 0.11] 0.11
CAMP_HUMAN Cathelicidin antimicrobial 19517

peptide 0.43
GSTO1_HUMAN GlutathioneS- 27833

transferaseomeqa-1 014 0.29
HORN_HUMAN Hornerin 283140( 0.07 0.01 0.03 0.01] 0.01 0.01 0.08 0.05| 0.05| 0.04| 0.07
REG3G_HUMAN Regenerating islet-derived 19774

protein 3- 0.43
CATB_HUMAN Cathepsin B 38766 0.32 0.1
CBR1_HUMAN Carbonyl reductase [NADPH] 30641

1 0.42
GNAI2_HUMAN Guaninenucleotide- 40995

bindingproteinG(i)subunitalph

on gp! 0] p! 0.42
INSM1_HUMAN Insulinoma-associated 53916

protein 1 0.07[ 0.07 0.07 0.07 0.07 0.07
K1C12_HUMAN Keratin, type | cytoskeletal 12 53592

0.14 0.07 0.14 0.07
PGM1_HUMAN Phosphoglucomutase-1 61696 0.06 0.06 0.06| 0.12 0.06] 0.06
RS27A_HUMAN Ubiquitin-40S ribosomal 18296
0.21] 0.21

protein S27a




FCERG_HUMAN Highaffinityimmunoglobulinep 9775
. . ma 0.41
HEP2_HUMAN Heparin cofactor 2 57205 0.13 0.21 0.07
ISK4_HUMAN Serine protease inhibitor 9790
Kazal-tvpe 4 041
ARF1_HUMAN ADP-ribosylationfactorl 20741 0.4
CCNB2_HUMAN G2/mitotic-specific cyclin-B2 45538 0.08 0.08| 0.08 0.08 0.08
RAP2B_HUMAN Ras-relatedproteinRap-2b 20719 0.4
TCO1_HUMAN Transcobalamin-1 48689 0.16 0.08 0.08 0.08
KT81L_HUMAN Keratin-81-like protein 54972 0.39
PNPH_HUMAN Purine nucleoside 32325
oh 0.39
PTGDS_HUMAN Prostaglandin-H2D- 21243
isomerase 039
ACTN4_HUMAN Alpha-actinin-4 105245 0.11 0.27
ALDOC_HUMAN Fructose-bisphosphate 39830
se C 0.09 0.2 0.09
HN1L_HUMAN Hematological and 20108
neurological expressed 1-like
nrofein 0.19 0.19
KRT83_HUMAN Keratin, type Il cuticular Hb3 55928 0.38
RAC1_HUMAN Ras- 21835
relatedC3botulinumtoxinsubstr
ate1 0.38
ARPC2_HUMAN Actin- 34426
relatedprotein2/3complexsubu
nit2 0.37
CH10_HUMAN 10kDaheatshockprotein,mitoc 10925
hondrial 0.37
KRT85_HUMAN Keratin, type Il cuticular Hb5 57306 0.37
CATZ_HUMAN CathepsinZ 34530 0.36
CCD30_HUMAN Coiled-coil domain-containing 91905
protein 30 0.04] 0.04 0.04] 0.04 0.04 0.04| 0.04 0.04 0.04
CCL20_HUMAN C-C motif chemokine 20 11154 0.36
RAB10_HUMAN Ras-relatedproteinRab-10 22755 0.36
TPM1_HUMAN Tropomyosinalpha-1chain 32746( 0.12 0.12| 0.12
UBP41_HUMAN Putative ubiquitin carboxyl- 42393
i 41 0.09 0.09 0.09 0.09
ALDR_HUMAN Aldosereductase 36230 0.35
K2C78_HUMAN Keratin, type Il cytoskeletal 7§ 57629
0.13 0.21
ZAGL1_HUMAN Putative zinc-alpha-2- 23080
alvcoprotein-like 1 0.17 0.17
AL3A1_HUMAN Aldehyde dehydrogenase, 50746
dimeric NADP-preferring 0.33
CALR_HUMAN Calreticulin 48283 0.25 0.08
GBB1_HUMAN Guaninenucleotide- 38151
bindingproteinG(1)/G(S)/G(T)s
ubunitheta-1 033
MLX_HUMAN Max-like protein X 33565 0.11 0.11 0.11
OR2A4_HUMAN Olfactory receptor 2A4 35463 0.11 0.11 0.11
THIO_HUMAN Thioredoxin 12015 0.33
EGLN1_HUMAN Egl nine homolog 1 46847 0.08 0.08| 0.08 0.08
GBB4_HUMAN Guaninenucleotide- 38284
bindinaproteinsubunitbeta-4 032
MD2L1_HUMAN Mitotic spindle assembly 23666
checkpoint protein MAD2A 0.16 0.16
S10A3_HUMAN Protein S100-A3 12276 0.32
SYT4_HUMAN Synaptotagmin-4 48327 0.08 0.08 0.08 0.08
TNR6B_HUMAN Trinucleotide repeat- 194739
containi 0.02] 0.02 0.02] 0.02| 0.02| 0.02 0.02| 0.02| 0.02| 0.02 0.02 0.02] 0.02 0.02| 0.02| 0.02
CCD25_HUMAN Coiled-coil domain-containing 24634
protein 25 0.15 0.15
CKO040_HUMAN Putative uncharacterized 25060
protein C11orf40 0.15 0.15
GALE_HUMAN UDP-glucose 4-epimerase 38656 0.1 0.1 0.1
GSTA1_HUMAN Glutathione S-transferase A1 25672 0.15 0.15
K1H2_HUMAN Keratin, type | cuticular Ha2 51769 0.15 0.15
052E4_HUMAN Olfactory receptor 52E4 35969 0.1 0.1 0.1




SFR16_HUMAN Splicing factor, 77286
ini ine-rich 16 0.05 0.05 0.05 0.05 0.05 0.05
SUIS_HUMAN Sucrase-isomaltase, intestinal| 210698
0.07 0.02 0.21
TGM2_HUMAN Protein-glutamine gamma- 78420
alutamvitransferase 2 0.15 0.15
TIGA1_HUMAN Putative protein TIGAL 13264 0.3
CASPE_HUMAN Caspase-14 27947 0.29
PLTP_HUMAN Phospholipid transfer protein 54933 0.07| 0.22
PSCA_HUMAN Prostate stem cell antigen 13474 0.29
FGF12_HUMAN Fibroblast growth factor 12 27610 0.14 0.14
FMOD_HUMAN Fibromodulin 43494 0.28
NDST3_HUMAN Bifunctional heparan sulfate 101522
N-deacetylase/N-
lfotransferase 2 0.04 0.04| 0.04 0.04 0.04 0.04 0.04
PERI_HUMAN Peripherin 53732| 0.07 0.07 0.07 0.07
CO1A1_HUMAN Collagen alpha-1(1) chain 139883 0.03 0.05 0.08| 0.08 0.03
F102A_HUMAN Protein FAM102A 42215 0.09 0.09 0.09
GPN1_HUMAN GPN-loop GTPase 1 41828 0.09 0.09 0.09
MMP7_HUMAN Matrilysin 29829 0.27
Cl134_HUMAN Uncharacterized protein 28320
C90rf134 0.13 0.13
CLIC2_HUMAN Chloride intracellular channel 28624
protein 2 0.13[ 0.13
CRIS3_HUMAN Cysteine- 28524
richsecretorvoroteind 0.13 0.13
F19A5_HUMAN Protein FAM19A5 14804 0.26
RS15A_HUMAN 40SribosomalproteinS15a 14944 0.26
VDAC1_HUMAN Voltage-dependentanion- 30868
: inl 0.26
CALL5_HUMAN Calmodulin-like protein 5 15883 0.25
FABP5_HUMAN Fatty acid-binding protein, 15497
epidermal 0.25
IDHC_HUMAN Isocitrate dehydrogenase 46915
INADPI cvtoplasmic 0.08 0.17
LOX12_HUMAN Arachidonate 12- 76615
lipoxvaenase. 12S-tvoe 0.05[ 0.05 0.05 0.05 0.05
ORAV1_HUMAN Oral cancer-overexpressed 15572
protein 1 0.25
PM2L5_HUMAN Postmeiotic segregation 15445
increased 2-like protein 5 025
TMM78_HUMAN Transmembrane protein 78 15468 0.25
ARPC5_HUMAN Actin- 16367
relatedprotein2/3complexsubu
nits 0.24
BPIL1_HUMAN Bactericidal/permeability- 49256
increasina protein-like 1 0.24
CALX_HUMAN Calnexin 67982 0.24
CB039_HUMAN UPF0407 protein C20rf39 87479 0.04 0.04 0.04 0.04| 0.04 0.04
DMBT1_HUMAN Deleted in malignant brain 268039
tumors 1 protein 0.01 0.03 0.03| 0.04| 0.04] 0.01] 0.01] 0.01] 0.01] 0.03 0.01 0.01
EVC_HUMAN Ellis-van Creveld syndrome 112890
protein 0.03] 0.03] 0.03| 0.03 0.03] 0.03 0.03 0.03
KPRP_HUMAN Keratinocyte proline-rich 67172
protein 0.06 0.06 0.06 0.06
PRR18_HUMAN Proline-rich protein 18 31249( o0.12 0.12
QSOX1_HUMAN Sulfhydryl oxidase 1 83324 0.24
SDCB1_HUMAN Syntenin-1 32595 0.24
STRAB_HUMAN STE20-related kinase 47453
i 0.08 0.08 0.08
COR1A_HUMAN Coronin-1A 51678 0.23
LKHA4_HUMAN Leukotriene A-4 hydrolase 69868 0.23
CNDP2_HUMAN Cytosolic non-specific 53187
dipentidase 0.15 0.07
GOLP3_HUMAN Golgi phosphoprotein 3 34075 0.11 0.11
ITB2_HUMAN Integrinbeta-2 87976 0.09 0.04 0.09
OR7D4_HUMAN Olfactory receptor 7D4 34995 0.11 0.11
PKHA3_HUMAN Pleckstrin homology domain- 34353
0.11 0.11

containina familv A member 3




RNAS4_HUMAN Ribonuclease 4 17286 0.22
S2542_HUMAN Solute carrier family 25 35444
member 42 0.11 0.11
ENPP4_HUMAN Ectonucleotide 52007
pyrophosphatase/phosphodie
terase family memher 4 0.07 0.07 0.07
F16P1_HUMAN Fructose-1,6-bisphosphatase 37190
1 0.21
GDIB_HUMAN Rab GDP dissociation 51087
inhibitor beta 0.07| 0.07| 0.07
HIAL1_HUMAN Hippocampus abundant 54852
transcript-like protein 1 0.07 0.07 0.07
MPPB_HUMAN Mitochondrial-processing 55073
pentidase subunit beta 0.07 0.07 0.07
NMD3A_HUMAN Glutamate [NMDA] receptor 126525
|subunit 3A 0.03 0.03 0.03 0.03 0.03 0.03 0.03
TPC6B_HUMAN Trafficking protein particle 18199
complex subunijt 6B 0.21
CD37L_HUMAN Hsp90 co-chaperone Cdc37- 39323
like 1 0.1 0.1
CSN5_HUMAN COP9 signalosome complex 37783
{subunit 5 01 01
ENPL_HUMAN Endoplasmin 92696 0.12 0.08
OR5R1_HUMAN Olfactory receptor 5R1 37424 0.1 0.1
WDR81_HUMAN WD repeat-containing protein 96301
81 0.04| 0.04 0.04 0.04 0.04
ZHX3_HUMAN Zinc fingers and homeoboxes| 105447
orotein 3 0.04 0.04 0.04 0.04 0.04
ADH1A_HUMAN Alcohol dehydrogenase 1A 40745 0.19
ARC1B_HUMAN Actin-related protein 2/3 41722
complex subunit 18 0.19
ARF6_HUMAN ADP-ribosylationfactor6é 20183 0.19
ML12A_HUMAN Myosinregulatorylightchain12 19839
A 0.19
CIB1_HUMAN Calciumandintegrin- 21861
bindinaproteinl. 0.18
DYR_HUMAN Dihydrofolatereductase 21496 0.18
GANAB_HUMAN Neutral alpha-glucosidase AB| 107263
0.03 0.15
GRASP_HUMAN General receptor for 42882
phosphoinositides 1-
associated scaffold nratein 0.09 0.09
PGS2_HUMAN Decorin 40064 0.09 0.09
RAP1A_HUMAN Ras-relatedproteinRap-1A 21316 0.18
AT1A1_HUMAN Sodium/potassium- 114135
transporting ATPase subunit
alnha.1 0.14 0.03
CA050_HUMAN Uncharacterized protein 22034
Clorfs0 0.17
CHP2_HUMAN Calcineurin B homologous 22438
protein 2 0.17
GDIR2_HUMAN Rho GDP-dissociation 23031
inhibitor 2 0.17
HDGR3_HUMAN Hepatoma-derived growth 22663
factor-related protein 3 017
NRTN_HUMAN Neurturin 22904 0.17
PLAK_HUMAN Junction plakoglobin 82434 0.04 0.04 0.09
TETN_HUMAN Tetranectin 22951 0.17
BGH3_HUMAN Transforming growth factor- 75261
beta-induced protein ia-h3 0.16
FCSD2_HUMAN FCH and double SH3 84737
domains orotein 2 0.04 0.04 0.04 0.04
FGF18_HUMAN Fibroblast growth factor 18 24316 0.16
GSDMA_HUMAN Gasdermin-A 49619 0.08 0.08
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