
Table S1 -  List of antibodies used for immunofluorescence, flow cytometry and western blot analysis.  

Antibodies used in this study are listed along with catalogue numbers and concentration and whenever 

applicable, protein size expressed in kDa.  IF = Immunofluorescence, WB = Western Blotting,  FC = Flow 

Cytometry 

 

 

 

 

 

 



Supplementary Tables S2-S6 

Summary Tables for Ingenuity Pathway Analysis of Microarrays   

A detailed list of genes compared for differential expression between undifferentiated  AKPC-P and de-

differentiated hIPod and between differentiated hAKPC-P and re-differentiated hIPod. All fold variations listed 

are statistically significant (P<0.05).  

 

Table S2 –  Summary table reporting fold variation for podocyte and slit diaphragm markers A detailed 

list of podocyte and slit diaphragm genes compared for differential expression between de-differentiated hIPod 

and undifferentiated hAKPC-P (on the left, light grey) and between re-differentiated hIPod and differentiated 

hAKPC-P (on the right, dark grey). Positive values indicate a higher gene expression in the hIPod versus the 

hAKPC-P, while negative values indicate a higher gene expression in hAKPC-P. All fold variations listed are 

statistically significant (P<0.05). 

 

 

 

 

 

 

 



Table S3 – Summary table reporting fold variation for markers for GBM formation  A detailed list of 

GBM related genes compared for differential expression between de-differentiated hIPod and undifferentiated 

hAKPC-P (on the left, light grey) and between re-differentiated hIPod and differentiated hAKPC-P (on the right, 

dark grey). Positive values indicate a higher gene expression in the hIPod versus the hAKPC-P, while negative 

values indicate a higher gene expression in hAKPC-P. All fold variations listed are statistically significant 

(P<0.05). 

 

 

 

 

 

 

 

 

 

 

 



Table S4 – Summary table reporting fold variation for markers involved in cell cycle regulation in 

podocytes  A detailed list of cell cycle related genes compared for differential expression between de-

differentiated hIPod and undifferentiated hAKPC-P (on the left, light grey) and between re-differentiated hIPod 

and differentiated hAKPC-P (on the right, dark grey). Positive values indicate a higher gene expression in the 

hIPod versus the hAKPC-P, while negative values indicate a higher gene expression in hAKPC-P. All fold 

variations listed are statistically significant (P<0.05). 

 

 

 

 

 

 

 

 

 

 

 



Table S5 – Summary table reporting fold variation for markers involved in Ca++ signaling in podocytes A 

detailed list of Ca++ signaling related genes compared for differential expression between de-differentiated hIPod 

and undifferentiated hAKPC-P (on the left, light grey) and between re-differentiated hIPod and differentiated 

hAKPC-P (on the right, dark grey). Positive values indicate a higher gene expression in the hIPod versus the 

hAKPC-P, while negative values indicate a higher gene expression in hAKPC-P. All fold variations listed are 

statistically significant (P<0.05). 

 

 

 

 



Table S6  – Summary table reporting fold variation for contractility markers in podocytes A detailed list of 

contractility genes compared for differential expression between de-differentiated hIPod and undifferentiated 

hAKPC-P (on the left, light grey) and between re-differentiated hIPod and differentiated hAKPC-P (on the right, 

dark grey). Positive values indicate a higher gene expression in the hIPod versus the hAKPC-P, while negative 

values indicate a higher gene expression in hAKPC-P. All fold variations listed are statistically significant 

(P<0.05). 


